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Online Resource S2. Flow of germplasm during four two-year cycles of augmented S0,1 family selection in spring 
canola, based on 64 elite founder lines of which 32 were from the northern hemisphere in Canada (CA) or Europe 
(EU) and 32 from the southern hemisphere in Australia (AU). Founder lines were intercrossed CAAU and EUAU 
and their F1 progeny were intercrossed to begin field testing of S0,1 families in cycle 1 in 2014. Recurrent selection 
cycles continued every two years with 70 new migrants from CA, EU and AU entering the breeding program in cycles 
2, 3 and 4 as F1 progeny CAAU or EUAU. 

(a) Founders and migrants, and number of crosses between cycles. Crosses for cycles 1 and 2 were designed by the 
breeder to mix the pedigrees, and crosses for cycles 3, 4 and 5 were designed by optimal contributions selection 
(OCS). 

 

 

(b) Flow of germplasm showing trial sites in each cycle. 

 


