
Supplemental Figure S1 Identification of transgenic tomatoes. (A) Identification of transgenic

tomatoes at DNA level; (B) RT-PCR analysis of MdKING1 in wild type and MdKING1 OE plants.



Supplemental Figure S2 Principal Component Analysis of Transcriptome Data. WT represents

wild-type, and OE #3 represents MdKING1 OE #3. Each sample has three biological replicates.



Supplemental Figure S3 KEGG enrichment analysis of DEGs between wild type and MdKING1

OE fruits. The top 16 enriched KEGG pathways were exhibited.



Supplemental Table St. Primers used in this study. 
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