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a) Topl0 GO BP D vs A

Figure S2. Enrichment of top 10 GO pathwaysin (a) BP categoriesin the D vs.
A comparison; (b) BP categoriesin the C vs. A com-parison; (c) BP categories
inthe B vs. A comparison; (d)CC cate-goriesin the D vs. A comparison; (€) CC
categoriesin the C vs. A comparison; (f) CC categoriesin the B vs. A comparis-
on; (g) MF categoriesin the D vs. A comparison; (h) MF categoriesin the C vs.
A comparison; (j) MF categoriesin the B vs. A comparison.
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(b) Topl0_ GO BP C vs A
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(c) Topl0 GO BP B vs A
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(d) Topl0_ GO _CC D vs A
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(e) Topl0_ GO CC C vs A
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(g) Topl0_ GO _MF D vs A
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WPS_1609740488
Circle



GO:0003674
molecular_function
1.000000
2008 /17041

G0:0005488
binding
1.000000
1281/11709

G0:0016787 GO0:0097159

G0:1901363

hydrolase activity organic cyclic compo... heteracyclic compoun...
0.158464 0.971944 0.971573
316 /2550 73216539 73216538

G0:0140096
catalytic activity, ...
0.000798
322/2334

G0:0048037
cofactor binding
2.67e-05
155/ 964

o\
SEE

(i) Topl0 GO MF B vs A
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