Supplemental Table S2: Sequences of the core set of 96 EST-SNP markers used in the study

Contig

Sequence

EContig10374

EContigl0531

EContig10539

EContigl1 0640

EContigl0787 1

EContigl 180_2

EContig]2203_1

EContigl2584

EContigl263

CGAAGATGACAAGATCGATGAATTGGACAAGTCGGAGTACGTGGGAACTTTTGCACAAGTACCCCATAGTCATAAAGGACCTAAAAAGGT
[A/G]JAAGACGTCGATTAGGCTGGGATTAACAGAGCTTTTGGAGGATTTGGATGTAGAAGATGATGATTCAATCTTAGTGAGTTTGGTGCCA
CGGGCTGGAGATGTGACC

AAAGCAAGATTTCTGTCAAGAAAGAGGCAGTAAAGTCACAAACTGATGAAAAAGGCAATGCTAAATCAGATTCTGGTGCAAACTTTGACA
[C/G]JCTTTAAAGAAAACAGATCATCTGATAGCACTGATTATTCAAGTGCAATCTTGAGTGAAGAAATCAACAATAGCCCGACTGCAGCTAT
TTCATCGTCGACCGAGAA

GCCCTTCAGCACCCCTTTTCTTGACGATATAATTTCGTGAAGAATAGTTGGAATCAAACTTTTATGCAACTGATCTCTGTCGATGGGTGCIA/
G]CGCTGTTTCACGTGCTCAATCACAGTAAATACTACTGTCTCGAAATCCAAGGGAAAGATGCATTTATTATATAGCAGAGGCCAGTTTGC
ACACTGGTTTTATGTA

TGCTTTCAATCACACTGCTTACAAGGAGGTGTTGGAAGCTGAACCTCCTGAGTGGCTTCCAGACAGTTCCACTACAGTTTGTATGCATTGIT/
CJAATGCTCCTTTCACAGCTTTGACTCGTGGAAGACATCACTGCCGGTTTTGTGGAGGTATTTTTTGCAGGCTCTGCTCAAAAGGAAGATGC
TTATTACCTTTTAAG

GTAATACCCCATCAGTGCCTCTGGTGTTTCGAGTCACAAGAATCTCTTCACTGGTGATTTCTCTGTAGATCGGTGGATTTTCTTCGGTCA[A/
G]JTAACTCCTTTATTGGTCCAAACACTTTATTTTTACTTTTTTCGTGATAGTGCAATCTGAAAAAACTTGCCACTGAGATTCTCGGCCCCACA
GTTTTCGCCAATAC

TGCTGCTGCACGTTGAGGCTCCTCGGCGCATTCGCCATTTCTGCTCCTYGACGCCAGCTGAGAAGGAACGCAACCTAAAGGTCCAGTTCC[
A/G]GTGACAAGAACCCTTCTGGTTCCCAATTCATGTAGCCTCATCAAAATTTTCCTGTATTCAGAAATTAGATAACGGGAGAAATCTTGAA
GATTATACTGAATCCTT

GGGGATAGAAAGGGGGAGAGTGATAGAGAAACTCAACGGTACGATGGTGGAGAACGGTGTTATCACGGAAGAGCAGCAGAGGCAGATCG
C[C/G]JGATAACAGAAACGACGTCGTTACCAACCATTCGAAGTCCGGGGAATCTACTYCCCCTACCGATCGTCCCGTCCGCGTATACGCTGA
CGGAATCTACGATCTCTTC

CAAGAAAGCGAACTCGTGCACAAAGTTCTAAAATGACAGAGAGTGAACTGGAGGCTGATCATAGTGAAGTACGATCTGAAAGTGTCATAG
[C/G]JAGGTGGCATCAAGAAGAGGCGCCAAACAGGTGCTCCAGCTGTGCAAAATGTTGGCGAGAAGCGTTACAATCTACGGCAACGGAACC
GCAAGAATGTTGGCACGGA

CCATAACGGTTCCCCTGTTCGAGGCAAGAATTACACGCATCCAATAGAATGGATCCGCACCTGTTGTGGAGTGTATGCCATACAATGGCA]
A/G]JCTGACTGCAAACCAGGAAAATGAAAAGAGATATCACAGTGTAGATGACCTTCTCTCTAAATGGAATTTTCCTATCTGCGCTCTGAACC
TCGGGCAGGAAAGAAAG



Contig

Sequence

EContigl372 4

EContigl634

EContigl775 5

EContigl81 2

EContigl813 3

EContigl816 1

EContig1839

EContigl88

EContigl947 3

GCACGAAAACGCGCCCTTCAAATTYCCCGGCACAAAAGCGGCCTGGAACTGTTATTCAGTGGCATCAGATGCAGACTTAATAGCCGAGCA[
T/CICAAATTTGGAGCGCGGTCGACCCCAATGGGAAGAACGAAGGTTTCAACTGCAGCAATGGGGACCTTTTCAAGTGGAAGCATATGTGG
AAGATATTGGCTGAACAA

TAGGATTCCCAAGGTCCAGCAATTGTTGCAGGACTTCTTCAATGGGAAGGAACTTTGCAAGAGCATCAATCCTGATGAAGCTGTTGCTTA[
T/C]IGGTGCTGCTGTCCAGGCTGCCATTTTGAGTGGTGAGGGTAATGAGAAGGTGCAGGATCTTTTGCTTTTGGATGTCACTCCCCTCTCTCT
TGGTCTGGAAACTGCT

GAGGGTATTGCTGTTATTGATCTCAAGGATTCATATCCCAATGTCATGGAAGATTTACAGGCTTTGAAAGCTTCGGGCCAAATTTGGCTG[T
/CITATCGAACTTCGACTCACAGGAGGACATAGCATATCCAAACGATCCCCGAGCAGTTWTTAAAGTTGATGATGATCTGAAACAATTATTC
AGGGGGATGGAACTCC

TGCAGCCAAATTTGATGAGTATGCAAGGGGTATGATAAGCTCTTCCGGTTCTACCTTCTTTGAGGAGCTCGGATTGTACTACATTGGTCC[A
/G]GTGGATGGGCATAATATCGATGATCTTGTTACTATATTTCAAAAAGTAAAGACAATGCCAGCGCCAGGGCCGGTTCTAATTCATATTAT
AACAGAGAAGGGAAAA

CAAGATTCAAAGACCGATCCCCTCATTTTTGGATCATATKTTCTTCATAGAATAAGTGACTCATCTAGCAAATTAGGTGCTTATTTTAAC[T/
CIGAAAATGAGCTAGTATATTGGTGGGAGTCCCATAACTTCTTCAACTTCATGATTTGCAGATTCATCCAGAAGCCAATTCTCAAGAAATGA
CAGAGGAGGATTATT

AACTGATTCTGCAGTAGCAGTAGTACCCTCACAACATTCAGCAGTGGGATTGTTTTGAGAACCAATCTTGGGAGATGACATCCATCCTTTIT
/G]JAGTAATCGGGATATATTCTCTGCGCTTGAGGCATATATTGAATTAGAATTTTCGGTTAACTTGACGTCRCTTGATGAATCATTCTGGCTG
CTACTGTTGACACCC

AATAAAGGAACGAGAAATATACCACTGGAACAATTTTATGTTTATTTTTAACACATTTCTTGATACAGACCAGATGGCGACAGACCGACC]
T/CITATATATTTGCTTATCAAAGGCTGCTAGAAGAGTCCCTACGTTCAGTGCAGCGTTCATAGATTGATTTCTCGACCGAAAATCCAGCTGA
AGGGGGTGGCCGATGC

CGAGGATCCTGCAGAAGGAGAGGAAGCCCTGGTTGCGAAATTCAAGAAACTTCACGAGGATTTGACATCTGGTTTCCGCAACCTCGATGA]
T/CIGAAACTCGGTAATCGATGCATAGGTACTAAACAAATTCATGCCAAATCAGCTTTGTCGTCTGCTTTCGTGCTGGTGGGAAAACTAACT
TATTGTGAAATTCTTAA

CTAAACTATATGAAAAATAAACAAGGGTCTCATAATTCATAACCATCCACCTCTCTCATTACACACACAATCCAACAAATAACATCAAACIA
/ITIGAAAATAGGACAGATGAATTCAATTTCCATACTCGTTTAGTTGGTGGGGTTGCTCCTGAAGGATCCCAAAGCCTTAAGGGCTGCAGCTC
TAAGGATATACTGGTG



Contig

Sequence

EContigl962 1

EContig1987 2

EContig2068 2

EContig2172 2

EContig2305_1

EContig2458 2

EContig2514

EContig2705 2

EContig2785 2

AACATATTGATATTGGATATGCTCCACAGATCTTCAGTGATGAAAACCCTAATGCATGTTCAGTTATGTGAAATTTGGGATGAACAAGGG[
A/G]ITGGAGTTAGGGGGCACACCGCACATGGATARCTGTTCCATGACATGTTGTTGTGCTCTACATGTGGTCATGTCTGGGTTTCGTAGTAT
AAATCTACAGGAAGCTG

GAATTAGAGCCTTCATCCTGAGACTGAGATGATCTCCTTTATCGTATTAACTAAACAGCCTCTCGAATCAAAGCAGATCTGGGGCGAATT[A
/GJAGAAGCAAGTCAACTCCGAGTTCAAGTCAGAAATTATTTTCTTTTCTTTCCCGCACTTATTGACAATCCCCAACGATTGGTTGTATCGTC
AGGGTGTCTCTATTC

TGATTTGCTAGCAATTTTAGAAGAATATCAGGTTAATRAATGCATATTTGTTGGCCATTCTTTGTCCTCCATGACTGGTGCTATAGCTTC[T/
CJATCTTTCGGCCTGATCTCTTTCAAAAAATCATCACGATTTCTGCTTCTCCAAGGTTTATAAATACTGAGGATTACTATGGAGGATTTGAA
CAAGAAGACATTGAG

ATTGCTAAATGAAGTAGTTTCACAGAGCAATTAAGGGAGTAAATTCGTGCTTTTGTGTGGCTCCTTGCCTGAATAGTCATTTAAATGCGT[T
/CIATGTGGCCTTTGCAAGGGAAGTGGTCGAGGTTTAAACTGGTTCTTGAAGTAGTTAATTCGTTAAATGAGAGTCTCTATTGATGGACCTT
GAGTCTAGAGGTTCTT

TCTATCTGGATAAACACTTGAACAAAACTTCAGCAGATTATTGTAGGTATCTTCGGAATTCCCTAGAAATAGAGAGACAATAAAATAAGC]
A/TIAAACAATTATAAGCTACATGTGTCGCGTCCAACCTTTGATCTTTGTTCGCTGTTGCTTTGTCACCATTGAACTTCAAATTCAAGGAGGC
CCATCAATCGAGCTTC

AATAGTTGCAAGCTGGCTCTTATCACCCCATTCCCCAAAGAAAGTAATTGAAAATGCCTTCAGCAAGATGGGCGAGAAGAATTGAGCAAG[
A/G]JAAAGGACGGTTTTGCTTCTTCAAATTGTCATCAWCCTTATTGTTCTCTTTGGATGATCCACCATTACCTTTTATATCACCACCCAATTT
TGCTTCAACTTCAGCC

GGATGTAGCATAAGCATGAGGAATATCCCAATAAATCACAGAGGCGACACTAGAAGTAAAGATAATGCTCCCTTTCTTGGCCGGAATCAT[
T/GJACCCTTGCAGCGTGTTTGGCGCATAGAAACATGCCAAAAACATTAACGTCGAAAACCCTCTTGTAATCTTCATATTCGGTAGCCAAAA
TTGATGTGTCGCCCTTG

AAAGTATCAAGTTACACATCTCAAGACCCACTGCGAGAAGTTCCTGATGTCCAGACTGAACTGGGAAAACTCACTACCCTATTATGCTTTIT
/CJGCTCACCAGCACTCTGCAAAATGCTTGCTTGATGCATCATTGTCGTTGATCATGGACAACATGGACAAGCTTAGTAAGCGAGAAGAGTA
CATGGAACTTGTGGAG

AATGAATGAGTGATAATCCCAGAATCCAACGGCATGAGCCACTGGCGTATTCCTCTTAGTGAAAAGATTCTCAAACTGATAGGTCTGAAA[
A/G]TAATCTGTAATCGTCAAATTACAGCAGTAAATCGACAACCCTTTACACTCCCATCCTTTGTCGCACATTTTCTTCCCCTTCACCTTCTTC
ACTCTCAACGTCGGA



Contig

Sequence

EContig2906 2

EContig2937 4

EContig2950 2

EContig298 1

EContig2998

EContig3075

EContig3144 2

EContig3225 1

EContig3597 1

ATATGTGAATCAGCTTTGTGAGAGCCTCCCWAGTCCAGCGGGCGAGTCTGCAATTGACTGCGATTCCATGTCAGACATGCCAACTGTCACT
T/G]TTCACCATTGGAGGCAAAGCTTACCCTCTCACACCAGAACAGTATATTCTCAAAACTGGTGAAGGCATCGCCWCCGTTTGCATCAGTG
GATTTATGGCTCTGGAT

GTATGTGGACACTTTTGTGCAGAAGGACGCTGCTGGACATGCAGTTGGGGCTGCAGCTTAAAACCGCCTTTTACAAAATCTTGGAAACTA[
T/GITGTCTTTAAGCATAAACTTAGCCGTATGGAGTTGCCGAATTTGTGTACCTTTGGTTGGACGTATGGCTTGTGTGTTATTAAATAAAATA
AATGTGTTTTAAATTG

GAGTCGAGTACTATATTAGTCGAGTGTACAAGTTTACARTGGAGTGGGAACAGCTCTGAGAGGATTTGCTTTCTGCAATGTTATTCCAAA[T
/CITTCTCTTCCATATCCAACTCCTTCGGTGCAATTCCCCCTTCAAGCTTCCAATCAAATGAATTCAAAAGTGAACCCAACATTACAGGAACC
ATTCTAATAGCCAAA

ATGGATTAGTCCATCAGCTTGGAATTCCCAGTCGATAACATAATCATAGTTAGCAAGTGACGCTACCATCCTTGCAACTAATGACACCTT[A
/TIGGTCTTGCCTCTCGGATCTCCTCGCCTACTATTGGGCTCTCGGTGTGACGCCAAGCAGCATCACCCGAGTASCGCTCGAACAGACAGATC
ATGTTGGACCTAACA

CCAGTACTTGAAAGAGAAGGGTAGCTTTGGAGATCTTACTCTTGGTCTCACTCAGAATTTTGAACCCAAAGGAGCTCCAACGGCAACTGA[
A/GJACCATGAACTTATTCCCAGTCATTGGGAACTCTGAAACTCCGACCCATGAAAAACTCAACATGTCCATTATCCCTCAGAAGAAAACTG
ATCTCAGTAGGGACAAG

GAATTTCCGAAGGAAAAGTGTGGTGGGTTTGAACTTTGATTTTCTGCTCCTGAATTTGACGAAGCACTCGTCGTATCTCATCTACAACGC[T/
C]ITCCCTCTACTTTAGCTCCACCGTGCAGAGGCAGTACCGCCAAAAATTTGGCCTCAATGAGATGATACCTGTGGCTGCCAATGATGTAGCT
TTCTCCATTCACGCT

TCGAATCCTAATGTTAGATATCTTTCCATATGGTTCAAAATGCCTTTCAAGATCTCTGGTCCTGGTACTGATAGGATCAAAGTTGATGATI[A/
GJAACAAAGTTTTTGTTGGTCTTGTGTTAGCTGCAGATCTTCTTGATCTATCAGGCTTCCTGCCACCACGTTCTTGCTGCTTTGTCAGTTCAA
CACGAAGTCGGCGA

ATTTAAAGCTGCGTTTGCGCGGAATGATTTTGACAAGTGTAATGAACTCCTATCCCAGCTCAAGGTTCTGCTGACAAAATTGAAGAGTCT[A
/G]JCCTCCATTATTCGAAGAAACGCCAAATGCAATCCATGAATTGACACTAGCAAGGGACATATATGAGCATGCRGTTGTTTTAAGTGTGAA
GATTGAGGATCTGGAT

AATCCGGTATAGCAGAAACGGTAACAATCATTTATTTTATTCCAAGACATGATTGGCTAAACCTATTCCTTTTTCGAGTAGAGACGAAGATA
/G]JCAAATGCTAATCCCAATATCAATAASGGCAGGATAAATAGCAGTATCTTGGATGAACTCCCCGAGTCCTGGTTTGCAGTTGAAGTTGCA
CTTGGAGGTGGGGTGT



Contig

Sequence

EContig3889

EContig3935 2

EContigd112

EContig4297 2

EContig435 10

EContig4380 1

EContig4424 1

EContig4490

EContigd60 6

TGGTATATTTTGTCTTGGATCTGGGGCTACAATTGTTCATGGAGTTCAAAACTTGTGGACTTCTCAGCCTCCTGAGCATATTGAGTATGC[A/
G]GCTCTGGTGATTGGTGGCTCTTTCATTATGGAAGGTGCTTCTCTTCTTGTTGCCATCCATGCTGTCAGAAAAGGTGCTGCTGCGGAAGGA
ATGAATGTGAGAGAC

ACTGACGATCTGTGCACCGATCCGGAGGCTTCTGGAGGYTTGTTGTGGCCTCCAGCCTCCAGGTAGTGCTCTGCTCCTCCTTAATTCTCC[T/
CJATTCGCGATCTTCGGTAGAACAATGACTATTCTCCTCGTGTTGATTTCTGATCCACTAATGTTTTCACTTCGCTGTTGGTCGGACTGTAGT
GGTGTTTGCTGATT

TTGCAGCATACCCATCCTTCGCTGCCTCATTATGATTCCACCGAGTGGGATTGGTTACGCGGAGCTTTAGCAACTGCTGACAGAGATTACIA
/G]JGGATTCTAAATAAGGTATTCCACAACATAACGGATACTCATGTCGCGCACCATCTTTTCTCAACAATGCCACACTATCATGCAATGGAG
GCAACCAAGGCAATCA

TTGTAGCATCTGCGGTGCTTCCAGAAATTTCGGACTCTGAAAGTTTACTAAGGTAAGTTGACAATCCCATCTTTGAAAAGCTATCGACCAJA
/G]TTCAGCAATCCCTGGAGATTTAGATTCCAACTCAGCGAATAGCTTTGTGAGAGTTTCACAGAGAGGCTCCGGTACTGATTTCAAAATTT
CAGAAATATTAGACTT

GAGGCCTTATGGACTATGCATTCGATTTCATAATAAGAAATGGTGGCATTGACACTGAAGAAGATTATCCTTATAAAGGCTACGATGACA]
A/G]JATGTGACCAATACAGGAAAAATGCCAGGGTTGTGTCCATTGATAGTTATGAAGACGTAGCTCCATATAACGAAAAGGCACTAAAGAA
GGCGGTTGCAAATCAACC

GAAAAATGCCATGGCAGGTATGGACGSTGATATGATGGAAACGGAGGCAAACGCTCCGCCGCAACCGGTGGCTGTAAATGCCGACCAGAC
[T/CIGACGCTGTTCGGAATTTGCTGATAATGGCTAGGCAACTCATCGATCAAAACAAGCCTTCTCAGTCTCTTCAAGCGGTGGTGATGGCAA
TGWGATTACAAGGTGGG

AAAATTTGTGAAATACTCCTTCTAAGAAAGCTGCATGGGAAATTGCAGGTCATGTGAGCCTAGGTCCACGGTCACAGCCAAGTTAATTCT[
T/CIGTAGACGGAGAGCTAGAAGAATTTCCATGTCCAATAAAAGTGTCAAATTTGCTTGAACAAAATCCAGATTGTTTCATATGCAATTCAG
ATGAAATGGGATTTGGC

CCATTACCTCGAACAACGGCTGTGTATAGTCGGAAAATGTACGAGTCTCATCTATGCTTCTTGG[A/G]TTGATGCCCGAGGCTGCGAGATCC
ATCGCCGTGACGCGGTGGCCCTCCGCCTCCAGCAGTGATTGTAACCTGTACCAGCACCAAGCTCCATGGCACATACCATGCACTAGAACAA
AATTGTTTTTTGTTGA

ATAAAGAGCCTCAACTTAGGTAATGACGAGAAGGTGCRCTATTAGCTACTGTTTTCTCACTCATTCCCTTCTACTGTACATATTCGAGCT[A/
G]TAGACTTGGGAGAATCTGTACTTCTGTCTACTAAGGAAAGCTGGCTGAGGATATATCTAAGAATTGTGCAAAAAACACACAATAACGAA
GAGGTACCGAAGATCT



Contig

Sequence

EContig465

EContigd794

EContig504 6

EContig5140

EContig515 2

EContig515 3

EContig5168 5

EContig5183

EContig5193

ATGATCTTCACATTTTACAAGGCACAAGGTCTTTCAGTTGGGTCGTCCCTAGTGGAAGAAGACAAGCTGGATCTTGCAACAACCCTTATTIA
/GJAGAAGGCTAAGGCCAAAGGAGTCAGTCTCTTGTTACCTTCAGACGTGGTTGTGGCAGACAAGTTTGCTCCTGATGCAGATAGCAAGATT
GTGCCGGCATCTGGTA

TGTTACGTCAGAGAGATCCTTCAGAGTTGTCCCAACATATACCAGGGCAAAAGTAATTGGCATCATTCCCAACCACGATGCTAGCATGTA[
A/C]ITGTCCAATGGAGACTGGAGTCACGGATAAGAGGTAGTTCAACATGTTAAATGGAAGTAAAGGAACAAGCCGAAGAAGCAAAACAAT
CTTGAATCCAGATCTCCGA

TCGATATGAACCCTATCGATTTCTTCTGGATTTTCTTGGCTGGTGTCAAGGAGGACATCTAACACATCACTGTTTTTGCTATTATCGGACI[A/
TITCCTTCTCTTCAACCTTTCATTAATCAAGCCACCGAAAAGCTCTATGATCTTGCCAAAATGAATAGTCATGCGGCGCCGTATACCTAGAG
GGTCTAACTTTTCAA

GAATGGACTTTCCCCAGTGGAGACTCAGTCTGATGGCTGCCTGCCCCTTTCCAACTCAATGGAAAGTCAATGTACTTCAGAAGAACCAAG[
A/G]TCTTCACATAGTGGCCATGCAACTTTGTTTACTGATACGAGATGTGCAGATATTTCACTGTTTCCTGAAAGTCACGTAGAGTTAAGTG
AGTACACAGAAGAGAAG

TTCAGCTGACTCGGCACCAACTTCCTCGTAGTCCTTCTCCAAAGCAGCAAGATCCTCTCTCGCCTCAGAAAATTCACCTTCCTCCATACCIT/
C]JTCTCCAACGTACCAGTGCACAAAAGCACGCTTAGCATACATCAGATCAAACTTGTGGTCAATTCTTGAGAAAACTTCTGCCACACTAGTC
GAGTTGGAAATCATA

GATAACTGGCGCATATGATGAAAGCATGAAGTGGATCCTAGGATAGGGAACCAAGTTTGTCTGGAACTCATTCACATCAACATTCAAAGC]
T/CICCATCAAATCGCAGAGATGCTGTCAATGAAGAAATCACCTGAGAAATGAGCCTGTTGAGGTTAGTATAAGTTGGCCTTTCAATGTCAA
GTGATTTGCGGCAGATA

CGATGACTCCATTTGCATTAATAAGAGCCTCACGAGCTAAAGCATTGATCTCCATAGTGTATCGCAAATGAGGATGTAATAGTTTGTAAA[T
/CICGGGTGCATCGCACTTAGTTGTCGATTTGTTGCAATTACGTAAGGCTCCGTACAACAATGAGTTCTTAGCCAGTGACTGACTAACTGAT
GAAAACCTGAGTCAAT

TGTGAAGCTAAAGAGTGCACTTGTCGGGAATGCTTCAAAGGTAAAGCAGATAACGCGGGTTTTCAAAGTGGGTAATGAAGAATTATCTTA[
T/CIGTGGTCGAAATGGCTACCAATCTGAATGATCTTCAACCACATTTGGAAGCTTCTCTTAAGAAGATTTGATGCTCGGATGTCTAGCTTAT
AATAAATAAGTTTGCA

TGCTGGAGCTGCACCTGAAGAGAAATCCAGCGAGGAGGAGCTGACTGAAGATGAGTATGCGTCCAGTGATGAAGAAGTTGCCGGGAAAG
T[T/C]IGACCCCTAGGGTCTGAATTTGCAGTTCGATTGGCTCTTATCTGTACATGATATGTTACCTATGTTAGTAAACCTTAACTAC



Contig

Sequence

EContig5258

EContig526 2

EContig5399 1

EContig5478 1

EContig5674 1

EContig6361

EContig6479

EContig6629

EContig6851

GCTCAATACTCGGGACAATATCTTTCAATGTGGAAGACAGGGTTTTGAAATGGGCAATTAGTTTCTGGCATTCAGTTTCATACTCTATAGI[A
/G]JCGAAATAATATCACGAACATAAGCCTTCTCGAGTTTCTCTGTGGCCTTTATAATCGCAAAAAGGTCAGCAAAACTATCATACATCTCTC
TTTCGCGCTTGTCATT

TGTCAATGATTTCTTGGGTCCAAAGCTCACTGGTGTTGATGTCAGGAATCAGGCTGATGTTGATGCGATTATGCTGGAGATTGATGGAACIT
/C]ICCAAACAAATCAAAATTGGGGGCTAATGCAATTCTRGGAGTTTCTCTTAGTGTATGTCGAGCTGGAGCTGGAGCAAAAGGGATACCCCT
CTACAAACACATTCAG

CCCCGTCTCTTCTTTCACCTCAGCAAGATACTCAGCAAGCCTTCTAGCACATTTGGGTCCACGAACCTGGCTGAGAGCACAATGGAAAACIA
/G]JAGGGTATCTTTGTCCTTGGCAGCTTCAATAAGACTGGGTATTTTGTCAAGAAACGTATCGCTAGCATAATGAAGTGACCCCGCTATGTG
CCCATCGTAGTTCCTC

CTCAACCTCGACACTACTRATGTTTTCGCCTCCTGATATAATTATATCCTTTGATCGATCTTTAATTTCTATATAACCATCTGGATGCTTI[A/C
JACACCAAGATCTCCAGAATGAAACCAGCCACCAGCAAAAGATTCTTCATTTGCCTTAGGGTTCTTCAAGTAGCCCTTCATTAACAAGAAC
AATTGCCCCGGAAAA

GCCATCAATAAGGATCTGAAAGCTGATACGAACGACGAATACCTCACCTTGCTGCGAGCAACTATTAAGTGCTTAACTTGTCCCGATAAG[
T/CIATTTTGAGAAAACTCTTCGTYTGGCTATCAACAAGATGGGCACAGACGAATGGGCTCTCACTCGTGTTGTTGTTACACGAGCTGAGGT
TGACATGCAGCGTATCA

ATCACCGCAACAAAGAAAGAAACTCACGAGCAAAAACATGGCAACTTCAGCAATCCAACAATCTGCATTTGCAGGCCAGACAGCCTTGAA]
A/G]TCCCAGAATCAGCTCATCAGAAAGGTTGGCAACCTCGGAGGTGGCCGCTTCACCATGAGACGTACTGTTAAAAGTGCTCCCCAGAGC
ATTTGGTACGGACCTGAC

TTGCCTTCTGTATTGGTGTATCTACCGTATTTGCAAGTATCACAGGGATATTCAGAGCATGGAGGAAGTCGAGAAGAGGTACAAGGAGCA[
T/CITAGAAGATTCAGTGGCTTAGCCATTCAGTTGCATCGATAGTGAAGCATATTATGCATCTACCACTGCCATTATTTTTTCGTTTTACAGT
TTATGTTTACTGTTCT

AGTGGTTCAAACTTGCTAAAAAGATAAATAACTGAGAGCTCCGTTGTTATTCAATCCAACTGGTGTATGCATCAATCTTAATAAAATCGA[T
/G]CTGGCATTCGATGCTCACCAGAGCTCACCCTTGATTTTTGTCCTTTTCTTATTTCTTTGGGGTCTCATTTATGCTAGCAATGGTTACCCCG
CTGCAGTTTCCTTG

TATTTTCTTGAAGGTGGATGTGGATGAACTAAAGGATGTTGCTAAAGAGTACAATGTTGAGGCCATGCCCACGTTCGTGTTTCTCAAGGA[
A/TIGGGAAAGAAGTGGATAGGCTCGTGGGTGCGAGGAAGGAAGATTTGCAGGCTACAATCACCAAGCATGCTACTGCTACTGCTACTGCT
ACTGCTAGTGCTTGAGGT



Contig

Sequence

EContig695 2

EContig698 3

EContig6995

EContig7442 2

EContig749 1

EContig8421 1

EContig845 1

EContig86

EContig8662

AAGCTATCGTTGTTGCTCATATTGAAAACCTAGAGAGAAAGTGAAAAACCCTCAGAAATGAAAAGAGATAGAAGAGAGAAAAGTAGTATC
[T/CJAAGCCGTAAGCGCCTTCGAAGCTTTTGCTTCTCCTCTTCCTTCGCTCTCTTCTTCTCCCCCCGT

GCTAAGGGCCCAAGGTTGTGGTATGGGAGTCGCAATGAATAGATTCATCAGTGGGGTGATCTTAATGTCATTTATATCCCTGTACCAGAG[
T/CIATTACAATTGGAGGGGCTTTCTTTTTATTTGCAGGGGTTGGAATTATAGCTTGGATTTTCTTCTACACATTGCTACCTGAGACGCGGGG
AAGAAACCTAGAGGAT

TATTACGATGCTTGTATATTTCAATATATTTAGTTAAAAATAATAGATGGATAACCGTTATCCTCGAATCAAGATTACTGTTTGTAAATC[A/
G]TGCTTAATTCTTAATGCAATTCAGCAAGATATTTAATATTTTTTTCTCTAGTCTATCTTACTGATCCAGCCAACAGTGAATAAATGCACAG
TGATCTTGCTCTCA

CGTCRATTGTCCACCGAAAGTGCTTCTAAGATGATAATCTATTTCGTTGATGGTGAGTTCTTCTTTTCCTCATTTATTCAGTTTTCGTGTI[T/C
JATGATTCAAGTGAACTCAGTTTGTTGATGTGGACAAGTTTTGAAGCGTGGTTATGAAAGGAAGGGATGATGTAATTCTAAATTCCGTGTC
TCAGCCCGTCCAATT

TATCTGTGATAGTTGTGCAGAGTCATCTGATTCTGGGTGGAGAAGTAGCTGTTTTCTTATGAAAGGTGGCAAGAATTCAAACAATGCAGA[
T/C]GCCCAAGGTGACAATTGAGAAGAAATGTTATCCGCAGAGACACCTTGCCTGAGCAAACCATGGATTTCCTGCAATAAAGCATACACTT
CAGGAATGCTTTCAATA

CATAAACAAGCTAAGGCCTAAGGGTGAGTAGAGTTAAACGACACACAAATTACATCCAGCGCSAAGGGATCACCAGCAGCGTGTGTGAGA
[A/GIAGAAGGGGGAGAAAAATGACGCTAAAAGTGTATGCAGATCGGATGTCTCAACCTTCGCGTGCAGTAATTATCTTCTGCAAAATAAAT
GGGATTGAATTTGAAGAG

TAATCCACCGTCCCGACCCAAATCCTACGACCCAGAAATCATAGCCATCAAGATGCCATGACTGCATGGTGTTCTCATTATTCTGCAAAA[T
/CIGACTTCGATAAATTCGTGGAGAGAAGCTGGCATTACAGATGTAGCAAAGTATGGAGGACCATCAGAGGGGAAGCTCTGGATGGAACTC
AGGCTGAAAACACCGGG

TCTTAACAGGAAGAGACCGTCAGTCCTCGCCCTGTCTCGTCAAAAGCTGCCCCAGCTTGCTGGAACATCCATCGAAGGAGTAGAAAAGGG]
A/C]JGGCTACATCATATCAGATAATTCATCCAGTAACAAGCCCGATGTCATTTTGATTGGAACAGGTTCAGAGTTGGAAATTGCAGTTAAGG
CTGCTGACGAACTCAGA

CTGGACGACATCGTCCAGCCCTTGAGCCTCTTTCAGAAGTCGCTTATTCTTGGTCTCAAGAACACTAGCAGCAAGGAAAACAGCAAGAGC]
A/G]CCTCTTTGGTCTTTCCATCCAGTTTGCACATTTTTCCTCTCAAATTTTCCATACTGCTTGAGCATCTTTCTGTTTACTTTAGCTTCGTCAT
TTTTGTTGGTTCGA



Contig

Sequence

EContig894 1

EContig8993 1

EContig9136 3

EContig9157 1

EContig9302 3

EContig9302 4

EContig9677

EContig9922 3

IContigl226 3

GCTGCAAAAGAATCTCAAGGGAACAAATTACAACCTCTATGTTCACAGTTACTTGAAATACGGTAGCAAGGCAGCTCGAGCTGAGATTTT]
T/GJAAGGCTTCTAGAAACTCCACGAATCCTTGCATTTTGGAGGGATATGAAGGTACCTACACATATGGAGGAGTTGTTTATARAGTATCAG
CTCCTCGAAAAGGTRCA

CGTCGATTATGCCTTCATTGTTGCACTCGTGGTCATTCTCGAGGAAATTAACGAGGACAGATCGGGTGAAGATTGAAATCACCATCAGAC]
A/GJATGATCGTGTTATTCCGTAAATGTAACCTCATCCATGTATTTGGATATTTCCCTTCAACCAATCATGTCAAATAAATGTAGAGTTGAAG
GAGAGATCTGAGCCCG

CATACAGCAGGGCATATCTAATGGTTTACCAGATGTWGATTCGGTTTTCTATTCAACTAGGAAGACCGGYTCGGTGCCATTTGATATAAG]
A/G]TTTGATGAACAAGCACCAAAAGTTGCCTTGCCCCGAGATACTATGGTGCCTATAAATTCATTCAATACATTGTTTCATTATAATGCATT
TTGGGCTTTGATGCTT

GTGGCGGAGCCTGTGCCTGTACCTGTACTGACAGTTGATCAATAGAATGCTGAAAAAATCTACCGTGAACTCTAATGTGTATCCCATCAG]
T/CIGCCTTTCCTGTTTCTTTCAATTGTTACTCTCTGCCCTGCTTACCTCACCTTMTGCTGGTGAAATGGGTTTGGTGTGGATATTTCATGTTT
TACATAAAGCCTGTT

ATGAACTGAGGTGGCTYAAAGCCAAATATMAAATGCAGATGAGAGAGCTTAAATTTGGAGATCAACATAAGGGGATCGTGTCAAAATCTT
[T/CIGACTTTGAAGTTCAATAACGAGAAGGATAAATTGTCACCGAGCTCCTCAAGTATGTCGCCAGAAGAGAAGCGTTCKACCTCATTTTTC
CCGGCTGATGCAGAAAA

CGTGTCAAAATCTTYGACTTTGAAGTTCAATAACGAGAAGGATAAATTGTCACCGAGCTCCTCAAGTATGTCGCCAGAAGAGAAGCGTTC]
T/GJACCTCATTTTTCCCGGCTGATGCAGAAAACAACTGTGCTAACCAGAAAGTTCACAGTTATGAATCTGTTTATAATTCTTTTAGTCCAGT
ACATATGATCACTGCA

TCGACACGAGGTTGAATCTGATTCTATGACATCCATTCAGGATAGAGGGAAACAAATCCGGAGTCCCAGGGAAGTAATGGATAACTGTCC[
C/G]JGAATTGAAGGAAGCATCAAAGGAGAACATCAAAGACAGTGTTGATACCGATTCAGAATTAAGGAATTTCGATCTGAATGCTGGAGTG
GATGAGGTTGCAGATAAG

CTGAGTGGTCAAAACTTGCCCRGAAGGCCAGAGTTTAAYGCATGTATTGACAATTGAGGTTTGATTACTGCAATTGTTCTATATTGGGTGI[T
/CITACTGAGGCATTTGTTTGAATTTGAGTTGTATCTTTTGACTAGGATTTCCTGCTAAGGCATGTT

AGGCCTGGTTGGTGAAATCATTGGCAGGTTTGAGAAGAAAGGCTTCACTTTGAAAGGTTTAAAGYTCATCACTGTGGATCGCCATTTTGC]
T/CIGAGCAGCATTATGCTGACTTGTCTGCAAAGCCTTTCTTTAATGGGCTTGTTGAGTATATCATCTCTGGCCCAGTTACGGCTATGGTTTG
GGAGGGTAAGAATGTG



Contig

Sequence

IContigl25 1

IContigl1260 3

IContigl9 3

IContig2083 2

IContig2350 3

IContig257 8

IContig2640 3

IContig2753 2

IContig2783 3

TTCCTTAGTTTTGCTCTTCAGTTTAAGCTTTGCTCAACAGCAGCTAAAGGGCCAGTGCCAAATCCAAAAAATCAATGCCCTTCAGCCCCATA/
G]TACAAAATTCAATCCGAAGGTGGAGTCACTGAGTCCTATGATTACAATGATGATCAGTTCCGGTGCGCCGGTGCCGCCTTTTTACGCCAT
ACAATTTACCGCAGA

AGTCAAGGACGACATGTTCTGCTTGTTTGAAGGAGCGCTCCACAACTTGGGGAGTCTGAAACAACAATACGGCCTTGCAAAGTCTGCCAA[
T/CIGAGGTACTTTTGGTGATTGAAGCCTACAAGGCACTTCGTGACAGGGCACCTTACCCTGCAAACCGAGTGGTTGGCCACCTCGAGGGGA
RTTTCGCGTTCATGGTA

TATGCTGGACTTTGTCGACGATGCTGAGAAGCYGCACCACCCGTCGCGGGCGTATATTCGGGACACAAAGGCCATGAAAGCTACACCAGC]
A/G]GACATCATAGAATACCCAAATGCTTACCATTTTGTGGTGGATATGCCAGGGCTGAAAGTTGATCAAATCAAGGTACACATAGAGGAM
GGCAATGTCCTGGTGGTG

TGATGGGAGCTGCTTGTACACATTTTAATTTTTATCTGTGTTTTGGGTGCTGGAAATTATTAGACATTTATGAGCCAACACTATGGGAAC[C/
G]JTAGACTATTTGGTTCCATTGGTTTAATGATTGTAGTCCTATGATTTTGTGTTGTGTAATACAGTATATTTCTTTTAATCTTATAGTAACTT
TTGATGTG

TACCATTTCTGGTACCGGAATCCAGTTCAAGAGATCAAAAACGTCAAAATAGGAGGAATTCTAGGTGGGCTACCCGAAATCGGGTTTCCC[
A/CJATTGGGAGAAGCTCAGGTTATGAGGAAAGCTGAGTTGGGTTTTGCGAAAGAAGAGGACTCTGCGGGTAGTTTTGACCAAGCATTGAA
CCCTGATCTGAAAAATGA

CCTGCAAACTGGAAACCTGRAGAGCCCGTGGTRATTGCTCCGAGTGTGTCGAACGAAGAGGCTAAAAAGATGTTYCCACAGGGTTTCGAC]
A/G]CTGCTGATCTTCCTTCGGGGAAGGATTACCTGCGATTCACAAATGTCTGAGCATATACATATACATATATCTGCAATTTCGGAATTGTC
TGAATATTACTAGTAA

CTTACAGCAGGACTGATTAGCTTCAGGCRGGGAAATTCACATTTAGGTCAAAAGCTAATGAGAGCTCGTGTGGTCGTCCAAGGCGCGACT[
A/G]TTGCCCTTATGGTTGGGACTGCTTATTACTATGGGGAGAAATTTTAACTTGTACTAGAGTATGAACTGCCAATGATTACCATGTTCATT
CATATAGTGTACTAGT

GCTCAGGCTGCTGGTCGTGGTGCTGCGCCTGGCAGGGGTGCTGTTCCACCAGTGAGGAGGTGATCACTTCCCTGATTTGGTGTCTCACTTIT
/CIGAAGTGTCGTCGTGCACAAGTGATAATCCTTGTTTCCAATGATAAAATTGTCAGTGGTGTACAATGAATTAACCTTCTTCCAACGATTAC
TTAAGATGGTTTTCA

TTTCTCGACATTGAGCGCGTGTGATCCTGCCTTTGCTGCACAACAGATTGCTGAGATAGCCGAAGGTGATAGTCGGGGACTAGCACTTCT[
A/G]JATTCCGATCATTCCGGCCATAGCTTGGGTACTCTACAACATCCTGCAACCAGCACTTAACCAGATCAACAAAATGAGAAGCGCCAAAG
GAGTTATTGTSGGACTC



Contig

Sequence

IContig2981 4

IContig3160 2

IContig353

IContig3651

IContig52 2

IContig667 1

TACTTGAAAAGTACTATGGGGAAGCCRCAGCGTATTTTTTAAGAAGATATACATCTCAGCCACAACTGTTTTGGGAGAATTGTACGAGTTIT
/CJAAATAATTAAATGTTTCCAAAGACGAGTTTTGAATGTCTATCATCTTGTTTCGTCATGGACGTTGTTTCCCTCAATGTTTCTGGGTTGAA
GCTTACTATTATTAA

AAAACATACGAGATATTCGTCGGAGTATGATGAGCGGTGGAGATCAATCGAACAAGCAAGACAACGTAAAACCAATTGAAGATAAGCCG
C[C/G]GGCGCCCGTGGTGGCTTGGAATCCGTTGTTTCAACCAGAAGATTTCATGGATGATCCGCCGCAAACGCCTCTTAATTTTACAGCTCA
ATTAGATTCCGGCGGCCA

ACCGGTCGCCGGCGGGCGAAAAGAGTGAACCCAAGGATGAGAAGGTGGAGATAACTCATGTATTTCCGTCAGATGACAAGCCCGGAACTC
[A/GITAAAGTTGTCGGTGAAGCTGTTGGCAAGGTGGTCGAAAATGTCCAGTCGGCAAAGGAAGCAATGTCTAAGACCCAAAAAACTGAGT
AATATACGAGAAAAATTTC

GCCTCATCTAGATCCATCATCTGGCAGAATGAAAGAAGTCGTTGATTACAGAGTCCTATCTCCAGGAGACCTAGCCAACTCTGTGATGAC]
T/CIGAAGGGGGATGGTCGGACTTCCTGTGCATGAGAAAGGAAGCTCAGCCAGCTCTGGATCTTGCACTTATTTTTGTAGGAGAACAGTTGC
AGTCTCTGGATATATCT

GCAGCAGCTCTACCACTGCAAGATGTATTTAACTCAACGGAGTCCATCTGAAAAAATTTCACTCAGAAGTTYCAAGAACCTACAAACAGA[
C/G]GAGCATCTCAACGATTGCTGCCAACAATTGGAAAAAATCAAGGAGGGTTGCAGGYGCAGAAACCTGAAGCGAGTTGTGCAGCAGCAA
CAGCAGGAAGAAGGAAGC

ACGGCCGGGGGCATTCAATTCATATATAGCTTCTCTAATATTTTGAAAATTCAAG[A/G]JGAGTTTGCAAATGGCTGAGCAGTATCAGCAAC
AACATTATGGGCAACAGCAGAAGGGTCAGCAGCAGCAACAGAAGCAGCCGGTGTCCCACCAGGTGGTGAAAGCGGCGACAGGCGCCACA
GCCGGCGGTTCCCTCCTGG




