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Figure S1. Diagram of the pshK-rps16 region of the plastid genome in Lobelia siphilitica, highlighting
the relative positions and orientations of all genes (psbK, rps16, and two distinct copies of trnQ), a 94-bp
repeat, an imperfect minisatellite, and unknown open reading frame (0rf262). Primer sequences are listed

in Table S4. Drawing is to scale.



