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Figure S1. SPAD (chlorophyll meter) values of third leaves (L3 appeared in Fig. 1-3).
SPAD-502 (Minolta, Osaka, Japan) was used. Values represent the means (SE) of four plants. oP
<0.05and @ @ P < (.01 indicate significant differences (according to Student’s t-test) between

control leaf andFe-deficient leaf.
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Figure S2. TAC of each Fe-deficient leaf.
Each experiment was executed with one plant. Each data point was calculated from
threeROIs on one leaf, and S.E. was represented.
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Figure S3. CBB staining of the same samples presented in
Figure 4.Each lane was loaded 500pg of chlorophyll, thus
larger amountsof proteins from Fe-deficient leaves were
loaded than control leaves.
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Figure S4. Original images of blots presented in Figure 5.



Table S1. Primers used for qPCR of SUF machinery genes.

R amplified
eference genes

Primer names Forward sequence 5'-3' Reverse sequence 5'-3' product (bp)

for cDNA
HvSufB-Q TCAGGTGGGTTGTACTAGTGG  GATCCCTCCAGCTTCAGGTT HORVU3Hr1G087860.1, AK358935 213

HvGrxS14-Q  GTGCTGTTCATGAAGGGGAC CCACTCTTGTATGCCTCGAG HORVU5Hr1G122340.1, AK357754 230
EFlalphaQ-PCR TGCTGCTGCAACAAGATGGA TTGTACCAGTCAAGGTTGG 750789, AK249923, 723130 188

OstHvAC1Q- CAGCCACACTGTCCCCATCTA GTGGTGAATGAGTAACCACGCTC AK251023 129

PCR




	SRB EHM ETH
	PsaA
	PsaC
	SRB EHM ETH
	SRB EHM ETH
	SRB EHM ETH

	D2

