>GmGeBP1
MASEQHDAVFREEDMDDDDDESQEDEEYEEDDDEENVPSPSTALAVTVAVPGSAVSNGGG
GSPISKPTATATTATIVLADSSDPKRRRLELIEEKKPPPPLDDSRRLFQRLWTDEDEIEL
LQGFLDYTSQRGSSHHNDTALFYDQIKSKLQLDFNKNQLVEKIRRLKKKYRNVLNKICSG
KEFSFKSAHDQATFEISRKIWSNVTPVGDNSLDDDEINPSRSPNPNLNFSPVILKNETIF
RNSTEKKTPKRSRPRSAVKTEPNDGSASNRDHNCISNTTPTATAAATNTTAAAAAGTNNN
NCNSGYGNNIPSLIEETVKSCLSPVLKELMAGAMGGGAFGGRGFSLNLNPMPFMNLSFGG
GEMVDEKWRKQQILELEVYSKRLELVQDQIKAAMEELRSHGGGGL

>GmGeBP2
MMSSDRITLKIGPPLLFSFPGEVRGFYLVSAFLHQKQLPPPTEASSDEEQRPSSKQHTEE
GVSSSEEASSQEEDDDDQPPTLPLASANPHPKPSSSDSDTDFEPTKVKPKPTDQAQKPQP
SPAPPKWGSKRPAQNNAPATDPKRAKKKLTNSSSAAAAHETEEKSGGGQAKLSQRLEFSKE
DELATLKGMAEFISKTGQDPYKYADAFQNFVKNSLRVEASSNQIKEKTIRRLKKKFETKAQ
RAKKWEDPEFSKFHDRTVFELSKKVWGEGANGLVEKPKPNNGKRKTAKTPKKDATSRNVV
AKSETTTLLESMELEECGNVNLLYREVSGFKELNEDEMKRGLALIGESKRKELEGKWRKL
RLAEMELVANRSLLIGEQIKLIFEALQ

>GmGeBP3
MESDLNDAVFPEEDLDDDDDDETPEDEEDYDDETEPPPFVLAVVAVAPPASTASETLDTT
LIPTSAVADSSLKPLHPELITEEKKALDDSRRLFQRLWTDEDEIGLLQGFLDYTAQRGSSH
HSDTALFYDQIKSKLQLGFNKNQLVEKLRRLKKKYRNVVTKISSGKDVSFKSPHDKATFE
ISRRIWSNTAPISGPVEDDDEINPNPNFGNSAKTPTSRKRSRPQKRELNDGSTLNRDNNC
TGNNNNNSNSNNNNNENCNGRHNLQGLIEETVKSCVSPVLKELVCGTGGMELGRGFGVGG
GLGVGGGLALNSLQTQMTMPMTLLNLRIGETTMDEKWRKQQILELEVYSKRLELVQDETK
VALEELRSAGGV

>GmGeBP4
MHNCHKRTNGYLDTLICEKRKCDISSTMLSRLVSWILSPSSSEEEEEILDI IKDNDINHE
NDQKFNVEDDKNDHFLNSCDVDDTIPTALAVPNASPAVTVAFPANDERNTVPTTATVATI
VTRSKGQRNAKYSGMVRQYQRLRTKEDEMELLKGYLDYVKQHRKETTTLLYVVVSCMITN
QLVEKLRRLKRKHKLALEKGKDKEVPFRNPQEQATFEISHKIWANDTDNI IVQDALDGDE
SGHTPESHDHVGNVKVKIEQVDNSDEIGNRVPKRLRLDDADDMNRTNDQNNGDSIQGFIE
DTMRSCFSPLLKEVLDEAQEESLPELEATPMPLCSGEVDHEQWRKRRILELEVYVKRLEL
LQNQIKSRLEELRSS

>GmGeBP5
MAQKQKLRPSPLDEPPTASSSDSEEEEPQQQQPSSQKNKEEEDEEVSSGEEEEEDEEEEE
AASSEEEEEDEDLPPPPVSKNPPPPPANPQPQHSSSESETESGSETESEPDPTPVKVKPL
ASKPMDQAQKPKAQPSPAPPPKLTLKRPAENNNNNARVADSKRAKKKATESSSAANSAAA
AASDDEMEEDGKKSGDNSKKFQRLWSEEDELATVKGVVEFTSKTGLDPLKFPNTNAFHDF
VKKSLHVEVSCNQLKEKVRRLKKKFETQAGKGKNGEAPKFSKPHDQKFFELSKKVWGREV
TAGANGGPVEKPKSNGSAVKSPKKKESGSRNVASAKKPKPESKPEPVPVLSLEYKDSEKM
QINQKPDGGDASLFLRELARSKEGASICKLDEDDVKRGLELTGESKRAELRGKWKKLHLA
EMELFANRSELIGEQTKLILEALQASDH

>GmGeBP6
MAQKQKLRPSPLDEPPTASSSDSEEEEEQQQQQPSSQQHEEEEEEVSSGEEEEASSEEEE
DENLPPPPISKNPPPPPPSNPQPQPTSSESETESGSETESEPHPTPVKVKPLASKPMDQA



QKPKAQPSPAPPPPKSASKRPAENNNNNARVADPKRAKKKATESSSAAATSDDEMEEDGK
KSGDNSKKFQRLWSEEDELATLKGVVEFTSKTGLDPLKFPNANAFHDFMKKSLHVEFSSN
QLKEKLRRLKKKFETQAGKGKNGDAPKFSKPHDQKFFELSKKAWGSEDGGVANGSVEKPK
SNGNAAKSPNPKKKESGSRNVASAKKPKPETNPEPAPVPSLEFKESERMEIDQKPDGGDA
CLFLRELVRYKEGANVSRLDEDDVKRGLELIEESKRAELRGKWKKLHHAEMELFANRSEL
IGEQTKLILEALRSSNH

>GmGeBP7
MASQQHDAVFREEDMDDDDDESQEDGDYEEEDDDVLADDEENEPSPSTALAVTVAVPGSS
VSNGGAAPISTPTATTIVVADSSDPKRRRLEPVEEKKPPPTPDDSRRLFQRLWTDEDEIE
LLQGFLDYTSQRGSSHHNDTALFYDQIKSKLQLDFNKNQLVEKIRRLKKKYRNVLNKIGS
GKEFSFKSAHDQATFEISRKIWSNVTPIGDNSLDDDE INPNRSPNPNLNEFSPTTLKNEMI
FRNPAEKKTPKRSRPRSAVKTEPNDGSASNRDHDCISNATPTATATAAATNTTPTAATTN
DNCNSGYGNNIPSMIEETVRSCLSPVLKELMAGAMGGGAFGARGFSLNLNPMPLMNWSFG
GGEMVDEKWRKQQILELEVYSKRLELVQDQIKAAMEELRSHGGG

>GmGeBP8

MLSPLVSWILSPSSSSSSSEEEEEEILDIITDND INHENDQKLNVEDDECDVDNTIPVAL
AVPNASPAVTVAFPANDERNTIPVTATATTVVTCSKGQRNAKYSGMVRQYQRLWTKEDEM
ELLKGYLDYVKRHRKETTTLQSVVASLYDHVRPKLNVSFNKNQLVEKLRRLKRKHKLALD
KDKDKEVPFRNPQEQATFEISHKIWGIDTDNI IDQDALDGYESGHTPESHDHVGNIKVKI
EQLDNNDEIDNRVPKRLRLDDADDVNKTNDQNNGDS IQGF IEETMRSCFPPLLKEVLHDA
HEEPLPELEPTPMPLCPGEVDHEQWRKRRILELEVYVKRLELLQDQIKSRLEELRSN
>GmGeBP9
MESDLNDAVFPEEDLDDDDETPEDEEEEEDDDVLDDDETEPPPSVIAVAPPASETLDTAL
TPISSVADSSPKPLRTELTEEKKALDDSRRLFQRLWTDEDEIGLLQGFLEYTAQRGSSHH
NDTALFYDQIKSKLQLGFNKNQLVEKLRRLKKKYRNVLNKISSGKEVSFKSPHDRATFET
SRRIWSNTAPITGPVEDDDEI ITNPNFGNSAKMPISRKRSRPQKRELNDGSTLNRDNNCN
SNSNNNNNNENCNSRLNLQGLIEETVRSCVSPVLKELACGTGGMGLGRGFALNPLQMPMP
MSLMNLGIVGETAMDEKWRKQQILELEVYSKRLELVQNETKVALEELRSAGGG
>MtGeBPO1
MLSPLVSWILSTSSSSSSSSEEEEEESLDINNDDSDNEKFDNDNVEDQMDNVDDDEKDHF
LCPYNVDEDQMDNTPIALAVSDASPVVTVAMAAPADDTNAATNTATTSATTTITTRSKRQ
YNKKYSDGVKQYQRLWTKQDETELLKGYLDY IKQQGRANTTIQSGVASFYDQVIPKFSVE
FNRNQLVEKLRRLKRKHKMTLDKGKEVQISFKIPQEQATFETISHKIWGNDTDHDVLDVDD
SRPVPESPDLIENTKLKAEDVDNCEETDKRAHKRVRLTTDDVNSKNYQSNSDATSLRGFI
EETMKSCFSPLLKELLDDVPVEPPGALPMLLSTGEVRDEKWLKRRILELEVYLNRLELLQ
GQIKARLEELKSSLD

>MtGeBP02
MSTFATTAATPTTIILALPNTAATANVNEDEITILQGFLDYNVNRGSSYHNDIGSFYDQI
KFRRLKKNHCMVLHKFDFGKDFAFKRAHYQATFETSHKT

>MtGeBP0O3
MAFSRNGVVIPTHDEHADIEEEDDDDLEEEDNYFVQPNTDHHYQTEQSPSTFATAAVPTS
VILALPHASASATTIDGSPEPKREPMEEKTSDSRKLFQRIWTEEDEITILQGFLDYNANR
ESSYHNDTGSFYDHMKGK IQLDFTKSQLVDKLRRLKKKYRTALQKFDSGKDFGFKSTHDQ
AAFETSHKIWNINGNSTPIGVPVEEDDEI ITPNPNPNSSHLAEKKAVQSRKRSRAAEEERH



ELNDSKDNHQNNSGNTNSSNVDENREKSNGNHVHNVPGLIEETVKSCLTPVLKELSNATM
SGSPFGFGGRGFGAGGFSMNTVPLGFLNLGSGEKAVDDKWRKQQILELEVYSKRLELVQD
EVKAATEELRSNAGAGGAGGSGNNTNQ

>MtGeBP04
MAPKPKKRLALVDDPPTASSSDEEQPPSTQKPADKVVNEQDEDSSSEEEEGDEEDGSSSE
DEEEEDNQTQQTPSKDSKPASKNPPPSTPISNPKPAESESGSESGSESGTESDSEPEHKS
EPTPPPNPKVKPLASKPMKTQTQAQAQSTPVPIKSGTKRVAESSTGNDSKRSKKKTTTAG
GGSDDENEVEEDAKLTGEDSKKNFQRVFSEEDELVILKGLGDFVAKTGKDPMKETAAFHS
FVKKLLKADANAEQLKRKVRGLKKKFESSDNFTKPHDKRAFDLFKVWSKNASKEAEENGK
SNEKTAKSAKKEAPVKNGGSAKKELATVTKNVSGKVESGVGKSFILSELVKFDEAAGIAV
LDKDAAESGLELMRESDRVELEERWKKLQAAEMDVFLNRAEVVREQTRLAMQELKKKSST
>MtGeBP05
MAKKNSATAAVKDDPPPQEDKIEQHDENDEETSSEAGSSSEGGEEEEESSEEEAPKTTPP
PKTNPKNNSVEDEDEEETDTDEDEPPPKTKPIEQTLKSGTKPSTAPARSGTKRPAENNDT
KQSNKKKTTEEKNKKKEKEPEEDDNSNNKKASFQRVFTEDDEVATLQGLVDETAKSGNDP
TKHLSAFYQIVKKSVHFKVTLDQLRDKVRRLRLKYENKIKSKKTPTFSKPVEETMFELSK
KIWGGGKVDVNEGEENEKVNGKPAKKELAVKKAAAARTTKKLVMEPDSPLVVLKVDSGNG
KEDTGLSLVSNETTHFEPVIDVVKRGVESTEESKRGELERLMNKYK TAEMELFMQKTELA
KETATKIRDALNSSSSH

>MtGeBP06
MASQQHDTVFPEEDIDDEEDEFHEYEEEDEEDDDVLVDDEENDLPSASASTISVPSVTVAV
PGGALRPPILTPTATTIIFADSTFSSDSKRQRLDQIEEKKPLLVEDSRKLFQRLWTDEDE
MELLQGFLDYTTQRGSSHHNDTAQFYDQIKSKLQLDFNKNQLVEKTRRLKKKYRNVVSKM
SSGKEFVFKTAHDQATFETSRKIWNNVAPTAGDTATDDDEINLNPISNPNLNFTPVILKS
EVNSTTRKRSRPRSVSIRSFEKRESNDAVASNRDRDYLNINLNNPNPNPYPNHNHHPNPN
PNAYTTTATVNPATTPTITTPNVNTNAATHANNYSNNCSTAGNGVAGVIEETVRSCLSPF
KELMAGAMGGGLFASRGSFAMNPLPFQMMNLGFGGGELADEKWRKQQILELEVYSKRLEL
VQDQIKTSLDELRSVGGSSQL

>AtGeBPO1
MSRRFNPLEDPPSASSSDEEGKETARNSSSDDEDDVSSENPSPLKTTLDAVSDSESGSDE
ETDSDSELEKKKDQVVTNPVDVKRAKKVKTSEKSGAKRSLEVDEAAVSMDVKRAKKVSGE
EEKKKSGGGGEETKKTYFQRLWTEDDETVVLQGL IDDKKDTGVSNTNKVYELVKKSISFD
VSKNQLMEKLRALKKKYENNLGKAKDGVEPTFVKPHDRKAFELSKLVWGGIRMALASGMK
SNEKSKKSSKFESVKHELDSSLPNSKNNCEDEVMDEGEVSFTKSSLVRSIVGLGMDELTA
QQGLSKLASKDMKRFYEQWKAMQAREFEFFLQKHGFLFEVLSKISEAFGSNA
>AtGeBP02
MNKKLLNPLEDPPTASSSEDVDEETSSGEDEKEHISNSSSSEEENELKDLSTQTLNSPST
EAPTLDSGSETNSDSDKPIVLTSQKKKEGTDSSGTKRASEGTSSKDIKRAKKVSGDDDNK
KFQSLWTKEDEISLLQGMIDFKAETGTSAHDDMNGFFDIAKRY ISFDVSKIQFGDKIRGL
KKKYFGVRKKKGLDLDHDKKCLGLAKSIWGLDGKEVVVLGGDSETSNWFEKSFLVRVVAR
LGVDECIVKWKWSKVSKETKKRIEEKMKMVEAKELELLSQKIDVLKEVASVIAETI
>AtGeBP0O3
MKRITKLLASHSLKSLMAKKNKRSQQKNKCLKPEKDPSTVKRLLEDPPRKKRYLQPLENP
PTESYGDDEKMETEEEGEKYLGKNLPASAFTIVAAERHDSDSYSETELEKKICGSVVVAK



MNDDKMVSTDTKKKYFQRILSDDDKTVLLQGMVDFQNDKGTISYDDMTGE IDTVKNTISF
QANSRQFTTKIRRLKDKFVQKRNKGVDENSLANVEIYET

>AtGeBP04
MTKKLNPLEDPPTATSSDEDDVETSEAGEASDDSSSSEEDVPIKIRIKSPSATTAAAPPA
KSTAVSTAADSDSGSETETDSDSESTNPPNSGSGKTIALNTVNLKKKEDPTSSSATLALP
AMKSGTKRPASEAAATTSTKRVKKDEESVKKPGGFQRLWSEEDEILVLQGMIDFKADTGK
SPYVDTNAFYDFLKKSISFEVSKNQFMDKIRSLRKKY IGKEGRNEPSFVKAHDKKAFELS
KFIWGPKGIALDSNVKSNGVSKKSVAKKKIDSVKQELVFAGGSSTNGKKVEEDGGDDGCD
WEDNSSLVRMIASLGVDEYYVKQQWSLVSVESKKIVEEKYKLLQAKELEFVLEKTKFLNE
VASMFVEASKNKPLDT

>AtGeBP05
MSKKHLKPLETCFEDEEDDVIYLPPGLVTGATSKKNEEFCGGSGKVQPSEMKRRSEGTST
DMTSKRAKKVSAEDEKKVGEWTKNPYFQRLWSEEDETVMLQGI IKFEDVTGKSPFEDRHG
FIEFVKNSISFEASVQQY IGKISQLKRKYTRKRKNGFSEGHEQKCFKLAMSIWGTKETSK
KTDLCSSPKGKKVKEEDGDVTNSDWFENSFLLPSTESLGVDSVKRKWNVVPMEFKKKIEE
RLELLEADESECKKMEEMLKVKNSECVKQKTNLLNEVIDVMT

>AtGeBP06
MKGITKKLLVSRSLKRLTAKKNRRKTHRETNKRLKPEEDPSMVKRRQDSDSDSLEKEVSV
VVTKTSDDEMVSTDTKKNYFQRIWSDDDEIVLLQGMVDFENDKGKSPYDDMTGFIDTVKN
FISFQANQHQFTTKIRRLKDKFLKKWNNGVDENSLVNAHDRKCFQLSKVIWEPTTKVEEV
GDWFVNSYLVGSTARLGVSEDVMKQSWSMVPIETKKEVEEKFKLLKDEESENLRLKTSFL
QKVNSMITEATN

>AtGeBPO7
MSHKRFNPLTASSSDEDELETPIREVEDSSSDEETDSDSDSELGKKDEVVTEVSALNNQE
SKSVKISEKSVAKRSRETHEAQASADVKKAKKVKKRGGGGGEEAETKKAYFQRVWTDDDE
IVVLEGFIDYKNDSG

>AtGeBPO8
MVTPKQIDFSSCGGGDNSDDTLSHRESPRNPSSKRAAASFAAEAGEETMKKKKKKKKKNL
GPPLIVRIWNEEDELSILKGLVDYRAKTGFNPKIDWDAFYSFLGSSIVAKFSKEQVLSKI
RKLKRRFHVHWEKISEGNDPKFTRSSDSEAFGFSSMIWGQGEFGNDDGMDKEMVKEHDVN
GNGAAENGTARTAQENESGEEMLKEHEETLNENGAEETRDNDETARKAQQLESESEEEML
KEHEEPFNENGAENIRDNNGTTQIAQQSESESEEMLKEHEEVANTELVNENGAAKT TENG
TTGGKERHDDDDDDELCAVQDAFEAVMSQGLSGYQKKLQLEKLMNLGTGKRRELSDEWKA
LCVEERRLNIKKLRFSAKLAEAANDS

>AtGeBP09
MVGTKRVADSIDTNSDDTLTRNREVEVEAMLSRRKQLRTTTTRTTTTRTTPLSLSSSASK
MNWSKNDELVILGGIVDYENETKLSYRSDWDALYRY IKDCVEAKFSKIQLINKVKNMKRK
FTYNQGRSNHGEQLSFTNTDDDEIFKLSLIIWDKNESEYVSNENIDQAKDVPSGEPETND
VPCEEQDDRDVPCEEQERANTEIDNGVREKLDQAKDVPCVEQESEDVPCVEQERVSIEID
NGEKEKLDQTMDCEEQENTDVLCEEKGDKDVPCEEQENKDVPCEEQERVSTETDNGEEEM
SSEEDGVDEVGVMEDTLDSGISFQGLGKNGVKDKSEEDDVVELGVLQEIFKEDTFFQSLG
RYQQKLLLQNLENVGVERRKEL INEWKALFVDEQRLCVKKLTFAAKLANLGVSP
>AtGeBP10
MTSDHRDALFSLELESPDPDEGGVADGGESDTDEDLRDNDDVVMPGTNEAEAEDDDPEEE



DLNSPSTSSLPMVSTISATAVVSGTPTATSSTGAVTVALPAGSAVPVSVIPVDSDPKWHR
MTEIVHQRPPIDDSRRLFQRLWTDEDEIELLRGFLDYMTMHRGSSSHPPDTAPFYEQIKS
KLQLDFNKNQLVEKLRRLKKKYRNVMSKISSGKEVFFKSPHDQSTFEISRKIWNQTGKI I
GFEDNNVMDFEETNNHHNTTNGNYSTENSPSSNPTLELDSENGIEKKLTMSSSSVSRKRS
RSRIGKIEEDNKPVITPSDGPIASNVNLNEAAAVGIGGNLGGLIEETVKNCVSPVIKEMM
NGTTSMMMAAMGGGFPGLGGGGGGGGGHGFGSLSPMFTRPENFGFGVEGGGNKAVADERW
RKQQILELEVYSRRLELVQEQIRTTLNELKTMPSGI

>AtGeBP11
MTSDHRDALFSLELESPDPDEGGVADGGESDTDEDLRDNDDVVMPGTNEAEAEDDDPEEE
DLNSPSTSSLPMVSTISATAVVSGTPTATSSTGAVTVALPAGSAVPVSVIPVDSDPKWHR
MTEIVHQRPPIDDSRRLFQRLWTDEDEIELLRGFLDYMTMHRGSSSHPPDTAPFYEQIKS
KLQLDFNKNQLVEKLRRLKKKYRNVMSKISSGKEVFFKSPHDQSTFEISRKIWNQTGKI I
GFEDNNVMDFEETNNHHNTTNGNYSTENSPSSNPTLELDSENGIEKKLTMSSSSVSRKRS
RSRIGKIEEDNKPVITPSDGPTASNVNLNEAAAVGIGGNLGGLIEETVKNCVSPVIKEMM
NGTTSMMMAAMGGGFPGLGGGGGGGGGGGFVYNLLY

>AtGeBP12
MMRLRRLLERMLRRCCFRDCSVRLTKSLCFKKLIEFDATKNQIVTKLQRLKKKFNNAVKN
ARKKGQTEDEVEYAKESEKKRFDLSIMIWGSNGVLVAGKSSKKKVAPKEMKPEETDAKVV
NEGLSIGREMVPFGSSCGLDESKLTTGWENVEDGAEKREVEEKWKKFKDKLFELLYERSV
LMNKTEAMMFKAES

>AtGeBP13
MDKANTNRSKVCGGSGEAKLTGKKRKNVSAKQSKKDAKKENSQMLKWSSKDEVLVLQGML
DFKSVTGKNPVDDINGAYEFVVHEYISTVIDEDF IEKMKSLKKKLKKKQRIYDKDPSSSE
PLYQKSSEWLKMIWGYDVESALEKPRKSKRIIKL

>AtGeBP14
MASLENPAIDSSSEFESSSEETSSSKESKPKEAPVTVPSTKTLNSPSAAVAVSDDSESEK
QSFVLTRRKKKEGAAESPAVKSGKKEGAAESPAVKSGNNEGATESPAVKSGKKRASEGTT
SRDMHVKRIKKEGDNKKGHAQRVWSEEDETSLLQAMIDFKAETGTSPWDHKDRFFDIAKK
SISFDVSKVQFFDKIRSFKRKYFGDRKVRSVESDHDKKCLGLAVSFWGSDGVSLETPVKK
KVKDESVLVKANSKEKNVKPLVKEDEQVVILGEDSEWFEESFLVPVIASLGLDEYSVKKK
WSKVSVETKKRIQEKMKLVDAKKCELLLANMDVLKEVTSVLTQTN

>AtGeBP15
MAPLESPATASSSEVESSSEETFKSSSEESKPKDPVTVPSSKTLKSPSAAVNSKTDSSDD
SEKQSFVLTRRKKKEGAAESPAVKSGKKRAGEGSTSRDMHVKRVKKEDDNKKANPQRVWS
EEDEISLLQAVIDFKAETGTSPWDHKNAFFDIAKKSISFDVSHVQFFDKIRRLKNKYFVN
RKNKSGESNHDKKCLGLAVLIWGSDGMNVESPVKKDES ILVKGKANSKEKKVEKPLVIED
EQVILGADSEWFEESFLVPVIANLGLDEYSVKKKWSKVSLETKKKIQEKMKVVDAKKCEL
LLAEMDVLKDVTSVLAQTN

>AtGeBP16
MVTPKQIDFSSCVGADNSNGTLSHRRSPRNIPSSKRAASVAEEETMKKKMKMKKKKKKLD
PPLIVRIWNEEDELSILKGLVDYRAKTGFNPKIDWDAFCSFLGSSIVERFSKDQVLSKIR
KLKRRFHVHSEK INQGNDPKFTRSSDSEAFGFSSMIWGQGDDDGMDKEHEVNGNGAAENR
TNESGEEMLKEHEEEVANTELLNENGAAKTTENGTSSGKERHDEDNDDDDELCAVQDAFE
AVMSQGLSGYQKKLQLEKLMNLGNGKRRELSDEWKALCVEETRFNIKKLRFSAKLAEAAN



DS

>AtGeBP17
MTKKLDPPTAPSSDEDDVETSEDDSSSSEEDEPTIKSLPATTAAAPAKSTAVSAATPAKST
SVSAAAPSKSTAVSAAADSDSGSESETDSDSESTDPPKSGSGKTIASKKKDDPSSSTATL
ALPAVKSGAKRAASEAATTSTKRVKKDEESVKKPALFQRLWSDDDEISMLQGMIDYHADT
GKSPSADTNAFYEFQKKSISFEVSKSQFSDKVRSLRKKYRAKEGKDEPRFVKAHDKKAFE
LSKFIWGPKGIALDSNAKSNGVSKKSASKTKEKLDSVKQDLAFVGVSSTNGDDWFEKSSL
ARMIAGSGIDEYYVRQKWSSFTLETKKIVEEKFQLMQAKELEAMLDKSVRLTDLTSYFVD
ASKN

>AtGeBP18
MVSVONLKTDQLLNFLFKNPTKFLSRFSPMAKNKTLVTPSTVKKSSDVASTSKKLSGVAS
PAKKPSGVTSPVKKPLEAVASTSSEEEEEDEPSSDSESGSESESDTEAEPMTLAAAAPSS
SNEKRQSEGKPEEERAKTETETGKKPLLFQRLWTDEDE IVFLQGMIKFAKDTGKNVSEDM
NGFFEKLKDSISFEVKTDQFVNKIRSMKRKY IENKKTTTEHDKKCYELAET TWVSDGDAT
ALVKPKKKKLKVDEESDWFERSFVDGAFKELGPGVDEETWKKNWSLVPVKKRKRIEEKVK
SMQADELKTTWQKIDVVHEMRSLMAKYV

>AtGeBP19
MAPKQLKKIENPVVSSSEEEESASSGESATSGEESDSSADSPVKESSKKPVVVSKPSGSK
TTTKPESSTAAKRSFEKTDEMSKKKSKNSMGEEDVKKKDETLKKNLFVRLFTEEDEATLL
QGFLDFATKKENPSDHIDDFYESTKNSTSFDVTKPQLVTKIGNLKKKFNGRVSKGLKKGK
NEEVMVFSKASDQNCFDLSRKIWGSNGVLYSKSKNMRQVQLGGSVKVDEDDQEPQKHRFV
ISTLSSGQELVSYLKVENPNSLGVDDTKWSAKLDKIKDGKQKRKMEKNLKKTIQAKEEELS
MMRSEFVAAVTNVLSKQDNASYSCK

>AtGeBP20
MAPKKAEEVVESPPVSSEEEESGSSGEESESSAEVPKKVESSQKPESDSEGESESESSSG
PEPESEPAKTIKLKPVGTKPIPETSGSAATVPESSTAKRPLKEAAPEATKKQKTSDTEHV
KKPITNDEVKKISSEDAKKMFQRLEFSETDETALLQGIIDFTSTKGDPYEDIDAFCIYVKK
LIDFDATKNQIVTKLQRLKKKFNNAVKNSLKKGKTEDD IEFAKDLEQKGFELSRKIWGSN
GVLVTGKSSRKKVGGTPAPKEMKLVAHSTPKKQQEEAKKPERTEAKVVNTGLSIGKETAS
FLNADNGSSCGLDESTLTAVWAKVADGAEKREVEEKWKKLKAKQFELCLQRSGLVNETAK
MIFKAYES

>AtGeBP21
MATPTELGFSSPGGGGDDSDDNPPQKRTSKRTASETATEEETKKKKKKK TKHNTKMASPP
SNRIWNEEDELSILKGLVDFRAKTGLESKIDWDAFYCYVKGSTHVKVSKCQLMSKTRKLK
KKFLDQMEKIDQGNDPHFTRSSETEAFGYSMMIWRKIDAEYTNGVMDKAHQSESGEEVFE
EDEEVALIDKGAAKSGKSPHEAVVVVDKITTKKNGTAGKESDDDDDDVLCAVRDAFETTM
MSQGLSDYQKKLQLEKLMNLGTGKRRELSNEWKALCVEELKLNINKLRFSAKLAEAANDG
K

>AtGeBP22
MASDQRDTDFSAESPDLEEDGGGGGGGRGGGETESDEDVVIPEPNEAEDDDHDPDPDPEY
EDLNSPSMISRAPATKSSSGTVTVALPAGSAVPVASTPSDSDQKWHRMTETVHQRPPIDD
SRRLFQRLWTDEDETELLRGFLDY ITNHRGNSSHPPDTAPFYEQIKSKLQLEFNKNQLVE
KLRRLKKKYRNVMSKFSSGKEVFFKSPHDQATFD ISRKIWNQTGKI IGFEDNNVMDLEET
NHVNNANGSSGFNVSVIGNANVDVDSENGLEKKVTISRKRSRSRIGKIDEDKPVLAPCDG



VIPNAVNLNENVAVGCDFGDGRNLGVLIEETVKNCVSPMIKEMMNSTTGMMMAATGGEFPG
GGAHALGVLSPMLMPSMNLGFGGKGVGDERWRRQQILELEVYSRRLELVQEQIRATVNEL
KTMPNGG

>AtGeBP23

MDKANTNRSKKEVCGGSGEAKPTGKKRKNERTL TNKNVNAKKSMMDFKAL TRHNPSDDMT
GAYNFLHEYISVDVYSYEFVEKMKSLKKKLIEKMGINAKDLSSSIGSELLKLIWRYDVKS
VVEYNLLKTEQANFTSHPQISFNNSEPKKTNL

>0sGeBPO1
MPCGYGVPIISTLDFTARRGTTFASHQYDTGPFYDEIRRRLSFDFTKSQLVEKLRRLKKK
YRLCAARMASSPHAAAAGFAFRTPHEGATYDLARHIWPPALKRDGTASDDDDINPAAAAA
TAAVMTPVAMEDGFGGSAPTPTPTPRGRGGRRVRRRMAQEQEAAALPSAPALTSTDGAHQ
EPLVAAMENTLPQTAQLPPVSETEPMPVIANGANEEAVRSVLSRLLKEFITSFAVVGQTG
PGMGLNMGFGGAGLNADIAGLGFGIAGLNPGVPGADRWRQHQILELEVYLKRIELVREQV
TAALDELRSSEG*

>0sGeBP02
MRRRSPPPAAAQPPRPPTRAAESGEEGGDPGKDEVAAPPKGDSALPRSGSGFGSGNAAAP
DGPAKSPMKPKKRVTAPPSSDHGSRENLAAGSPSNEVPTPQGDDAAQEDDLPESPPKSKK
NRKKKKKALRAGDSGKVAAPDDPAEPTRPQQDVGEVDGRLAESEQEVPPNAGKAKKKASA
QARKKPSAKQHAAAQEEEDGDLMAEAEEEVAPWQGDEEDGKGPLPQRKSKRVAALSGSIC
PPDPKRAKIVDAQKPGFGRKWNGNDE IMILEALVDQIRSGGNVPQEPGHPLFHELVQRLE
GRTFNHSDVRDKVRSLKRRYNDVVLSGLAITKDHDLQLHELSCEIWGRSVAHAGDDKQRC
LARDEQSSLARDEQKSFARDEEKSLARDEQSSLARDEQKSFARDEKSLARDEEKSLASDE
QRSFDDMCKQFPLLAKEIKVLMEGQPAIMELFPRLDGDQVVATEKKLENLRWIDMKRKKK
MAVKMAKIRKGLIYKLEGAATLADGNMIHx*

>0sGeBP03
MARKRRAPTPPPPPPPPPEAESSADSSGEEEEEEEEEEEERESPVAPPPQKPSGRGAASS
DEEEEEEEDSDTDTYAQGFQLRKVGGGDEEGEEVEGDSSESEPEPEPVKKESAKKAKAEA
KKKRAAPEPAPSGKAKKAKPEKSSSAAAPEPAPSSGKSKKAAKAEAAKAAAAEPAPSTGK
VSKYNLAPEPSPSSKSGKALSRWTTDDEVKILEVLVAHFKSHGTQLKVEGI TAAVGDSLE
RKSIKYSDMYEKVRRLKQRYEATAKKVEHGGDLPAKEDDLRMYQLSSETWGKNAKDAGNS
SKNKKGQAKKDKVSGDSKEAAKEDKVDEAATAVNEKGGTLAENKKGKTNKQKTGMETKVG
SSKEAALAASPTKGKKKGSHKDKLDEEAKSGTAKVTSTIATDDDDGTLGGSKREKAGKEE
LDGDTHIVMPKEATTTAASDDGTLVGSKKGKADNGKLDGDTHSVMPKEATAGTQNGGILT
GGENHKEKVDKDANVPSIRREYAELQSLYPNLASFVNGIEAQHPCGSTFKRAFEFISDDK
ACTLESKIKKQKTAEVRMQLRLADTKKEVANALLGLLD*

>0sGeBP04
MPSKRPSQSAMDAGAAPASPSPPRSSKKRSSRPKPRAGDAARHPAPNPSPPPAAAAPASS
RSRERERKRRQRGAFADPAAVTAPAAGGQHGGAVQKLWGDADEVALLAGAAAFRARAGHV
PRLPDMGALFDSTRGSLSPHIDQAKVYYKLKRLKGKYLHAAPGASAGPHERRVRDLCASV
WGADLEPLAEGDDERAAAAAAAAAADQPRTVPDAAAMLPVLTEMLDEYWKTDGRALSSVS
LAKGLSLLGTEEARFIEGKWRRQLDSEIQTQMRRHDLAKEVYALLMDATKALGP*
>0sGeBP05
MAPKRPTPPPPPPPVASSEETASGSDSDESEEEEEESPLAQPAPVVSNKGAESDSSGEEE
SEEEEEEDLVRSSATKSRDPPQENREEDDSSDEEEDESSESEKAEAPPPPPPNPAPKQGA



EGNGPKVSSPKRQAFHRIWSTEDEVRILEALAAHRREHGSLPQTDALTATLAGSLDNTGY
GRKELQGKVSTLKRRYESTAKKKGDLPSKGHDRRLYDLSKSVWGSEAAAAAVNGTTTAPR
EFGEMCELYPHLAEEVKLLEAAHPGLFKRDFGKLDDDKAHALDMKIKKQRTAEISVVLRR
GDLTKEVTKVLAELVE=*

>0sGeBP06

MLPTVVDDPSAAAAAAVGAAASSSFPDADVYGNGDSDD IDFPSDPNHATTQAFSSAAAAA
AAAGPGGGGGAGSGSGGERRPLFQRLWTEEDETVILRAFAEFTAQRGTAFASHQYDTDPF
YEDMRRRLQLDFSKSQLVEKLRRLKRKYRNCVDRLRATGQSFSFRSPHEQATFETARGIW
RPTSDKHGRDADSDDDALPDAAAAVAVPAPANGEVRSPSSTRAQQRRGRRRRTAAAAAAT
ATAADASEPPQPYPPAPAPAPVKAEDALPHFFPQGAAVTATAHVHGVDPASAAASAAANA
EGGILAPLFKEMVRAMLTAGMAPPSLEPPAPGIPMKGERWRQQRILELEVYLRRIDLLQD
QVRTALEELKSTPPATQ*

>0sGeBPO7
MASDQTLPVPVSVELPPAAPNPPDPTAPLLPHADDPSAPPAAAAAARKLPVKRRSPPPRP
SSPSSSDPASSDPAAKQQPQQPPPPFKFQRIWSESDELRFLQGLLGCGAQGLVFPRDLNV
FYDRFSESMPSPYTRSQLSEKLRRLKNKFRGMSARVARGLDPARLAPHDRDVLHLCSRLW
DPANAATSPFAAAGDASSGNKRRRAAPRAGPLMPPDPSGDSNSHDYNGGISAGTPGAFGD
GHGGEEMMYLEQESGHFGYHGDVATAADGSLDGIVKVQPETLPALPSTGDIAVHSENGNG
KAVVPRSNEHHMANAVLDIFEECLREVKANGITYGANVNGGSELARRWRAQRIDELDVLS
RRLRLLVEDAAAAGR*

>0sGeBP0O8
MSSSRRPPARAAATEAAADAALPLHPSSPRSKKRSSSSRRAAAGDRRPAARAPNPSLSPR
GGGGAPSRKSERRRRPRSLAMAVHGHASTSGGPGLVWNDADEVALLTAAVAFRARNGEAP
RLPDMGALFESLRGSISSHIDQAKVYYKLKRNKSKFLHAPPQATTTTPHDRRVRALSAEL
WGSELAPPAVEGDADAAEAADERDAEEGY IGGNLHVSVRLPVVSEVLGDYWRKNGRVLSG
VSLERGLALVGPEEGRMAEAKWKRQLEVETQTQGRRHDLAKEVCAMLIDAVRGLGP*
>0sGeBP09
MLPAGGYPSAAATSFPDADVDDDSDDGDFTDAPLIDPSDPTFPNPASSSAAAAAMATPAS
AGGGSGSVGGVGSSSGGGERRPLFQRLWTEEDETVILRGFAEFTAARGTAFASHQYDTDP
FYEDMRGRLQLGFSKSQLVEKLRRLKRKYRNCVSRLRGSGSAFSFRSPHEQATFETARNI
WRPTNKHGRDGDSDDEDATQVTPAPVPVNTSPNDHNANYSDNGGLGTPQIAGHATSAGCF
RCRQELLDASV*

>0sGeBP10
MAPKRPAAASGSASEASDCEAGGAGRRRSPSRSRSPSRSASPSRSRSKTPPHNAAVLSST
PASAAVDFVAASDSDAGADADARLASPRRSRERSPRLHSDSDNSAAATAEAAEAAAAAAF
DDGDDEGNATPPPRSRRSSRVEATGVKPISSRPMDASRRPAAASSQSQRRSKRPRSSPTQ
HSPEQHKRPPRVWNPQDEVTILRALTISYRAKNGALPGSSQDTGKLHNMIRGQLSVKASTT
QLSDKVRRLKHKYNLILTRVTKSGRDPDLPTEHDREVYELSKKVWGTKSGGAGAGSGGGG
GGGGGRVYENAEVVQSDEEQGSRDDSDEDMESGWDDRDHRNRRLKATVVANGNGNAVTGG
RSVHGNGSGKGDVADKGKDMYPYLWEAVEELSKEHPSGTAFRKAFGVLDGSRARAMEEKL
NRFRLSETRQQLRRMDLMKETTKMVLDALEGSDL*

>0sGeBP11
MAPTLPVVPAHGEDKKKKKKKKKPLKPSQEEEEALPLPLPPPDRKRKKASEPVNSPERAK
KKKTATPHEPPSAKQQKRPLPFQRTWSPNDEVLILEAMAAHRQEHGKVPTAAELFPVLNG



RLDRKRLTYKKLADKLRTFMRRHGRDAKNGPPTQAHDRRLYDLSRNVWVSQTQPPNLSAN
ANSNTAGGQPNQHDAMPTAGKAFDKMRDSYPNLTQALLLLVGTDLEKALTAIDETKAQAL
DLKVSNLKKELSEAVMESATIQSTESSKIPCFPSTKLQPEFGAETEKNFQLEHLDEMKGT
QVKLARMEQEILELKQNFLAFQSQQMADSKQQHDKSSAKGITCESSESGLRSIVADNNIL
CNTLQKEMVVQQKLSCGKTKEVTSKHRHPQKLVVEFPF*

>0sGeBP12
MSSWWSWRSLEFSSLANANGGGSNADASSGSGTSSSPPVHEAQQAAARRRSARTKKPPEEE
AAGSQPQPKTRPSPASKASKAKVLLLLGDGEPKKKPAPNPTPTQKRSNKRKRSWSRADEL
RILEAMANHANAHGGALPEASDLFAALASSLERGDADLPKLADKVHKLKRWYDNARLPQR
CPTDDDDDTRRLFQLCGKVWGPPSTVLRTSPRQRHKVVGVLVQGNGANPQPAAALKVKEK
RVRRELSELYVLYPCLAQEVKAHANEYGELIGTAFQFIGDDEARCYDDRYRKMLVDKLNM
KKEHADVTKSLLCTLAGY IN*

>0sGeBP13
MAPKRPAEEADAAAAAAAAAGGSASEGSDAEASAEAARGHGSSPSPSKTPPPANPNPKSA
AAPPSAVAAPASAAGSDSGAASDSPRAAGNPSGPRSTEVNSDSEDSALPLASDAYADQAA
AAGAGAGADSDDGNTSPLPPPRPSRAEAAATKPTSSRPMDPPPRRSAGGSEPRAKRPRSA
AVASSAEHSKRPSRVWSQADELVILRGLITYRTKRGVLPGSTQDIGKLHSYIRGQLSAKV
STTQLSDKVRRLKQKYQMLATRAKTGKEVFPTPHDHNIYQLAKKVWGTMSTAGEGGGSGY
DNADAGESEEEQYGRESDDDMESGRDNRHRKNQRSVPVTMANGNGTGIGAVNATIVRGRSE
FEKGKDVYPYLWETVEELSSQHPTGAVFKKAFELLEGSKAQVMEEKLRKFRLTEMRQQLR
RMDLMKDTLSMVLDALEMAD=*



