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Supplementary figure S1. Multiple alignments of partial CP gene sequences of Solanaceae-infecting 

tobamoviruses with the binding sites of LAMP primers. The alignments were made using partial CP gene 

sequences of Solanaceae-infected tobamoviruses described in the main text and the Clustal Omega 

(https://www.ebi.ac.uk/Tools/msa/clustalo/) with default settings of parameters. The LAMP primers' 

binding sites in TMV sequences are highlighted. In other tobamoviruses, residues identical to the TMV 

sequence are shown in red. Asterisks denote residues identical in all the tobamoviruses examined. 

 


