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Table S1. Phenotypic data of 98 genotypes evaluated in the environments of Campos dos Goytacazes, RJ 
(ENV1) and Itaocara (ENV2). 

ENV1 ENV2 

Genotype EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) 
1 73.27 1960.87 33.11 149.56 102.39 2288.52 27.20 190.77 
2 99.41 1947.64 27.29 186.43 126.18 1281.50 28.16 205.82 
3 69.29 2814.74 26.51 157.56 100.62 2658.59 26.25 193.33 
4 97.38 2594.04 25.57 178.32 123.69 1886.50 26.65 207.16 
5 72.99 1691.61 29.39 160.08 86.35 1972.00 27.55 196.42 
6 75.44 2500.66 28.98 159.10 104.71 1603.03 24.62 197.14 
7 79.83 1891.93 27.79 153.76 99.72 2201.44 29.15 194.23 
8 92.83 1688.79 25.11 188.93 125.11 1479.31 25.38 231.80 
9 76.76 1649.44 27.78 176.59 93.92 1748.82 26.49 193.57 

10 84.70 1526.39 29.07 172.76 111.67 1232.90 23.15 198.58 
11 92.07 2904.26 30.10 171.66 128.93 1023.99 24.72 223.41 
12 90.57 2720.42 31.57 191.54 113.79 2262.23 28.47 223.33 
13 68.66 2219.72 28.57 154.34 90.09 2310.89 28.94 181.62 
14 98.23 3793.40 27.02 185.66 130.28 3152.86 28.70 232.96 
15 88.01 1909.87 27.28 180.25 117.92 2030.17 31.37 214.01 
16 90.33 2856.07 30.12 173.47 122.87 2551.50 29.01 221.91 
17 80.62 3760.85 28.81 171.53 116.31 2216.27 26.41 207.35 
18 80.67 2894.96 33.25 146.35 103.18 1262.58 33.52 186.27 
19 65.23 2715.90 28.80 139.12 85.08 1541.05 28.89 158.79 
20 81.56 2819.93 36.07 161.46 112.07 1379.23 30.88 198.67 
21 101.07 2695.13 24.35 180.04 161.12 3238.11 26.08 244.93 
22 76.90 3109.69 33.21 157.40 106.06 2107.30 28.50 193.07 
23 95.07 2079.03 28.43 166.17 129.52 1601.21 30.38 199.09 
24 73.91 2251.91 26.17 150.51 101.91 1651.46 24.12 181.87 
25 86.59 3335.70 29.78 176.47 118.32 2565.16 26.78 207.91 
26 83.22 2313.83 26.47 163.05 117.50 1878.21 29.64 210.11 
27 79.59 2461.80 29.49 159.25 110.03 1861.39 23.72 205.85 
28 98.52 1978.74 30.29 181.94 144.28 2246.22 23.92 236.18 
29 88.56 2685.53 28.47 173.46 113.45 1828.60 30.48 208.83 
30 91.66 1983.79 30.53 175.89 125.97 1876.48 34.63 208.59 
31 80.55 2093.45 31.02 171.07 107.65 1708.77 26.98 213.20 
32 81.36 2234.59 27.67 174.14 97.95 1303.36 29.50 190.22 
33 90.79 2868.30 23.97 176.63 138.16 1789.38 20.33 229.50 
34 88.14 2710.55 25.30 170.58 124.30 2719.08 31.01 220.17 
35 77.27 2432.86 27.04 153.37 112.86 2410.21 20.27 190.81 
36 77.97 2715.28 32.89 156.23 116.46 2260.05 30.11 201.51 
37 70.40 2620.29 28.85 143.59 105.00 2122.68 30.51 180.59 
38 76.90 1986.09 25.29 160.16 107.30 1886.87 24.46 199.30 
39 85.40 2557.40 34.07 164.79 114.25 2516.20 29.04 200.68 
40 81.47 1955.81 31.13 163.23 117.50 1347.83 28.54 210.10 
41 73.95 2597.70 27.30 158.36 116.64 2218.88 30.82 201.73 
42 83.30 2846.83 21.43 165.45 117.74 2705.26 25.16 203.25 



ENV1 ENV2 

Genotype EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) 
43 79.01 2203.62 27.36 143.40 103.92 1159.42 27.44 187.33 
44 90.93 2816.52 24.34 170.99 135.46 2797.92 24.59 226.16 
45 74.61 3272.61 29.00 161.09 93.82 1981.07 22.49 183.48 
46 81.23 2515.24 28.34 169.21 102.07 2039.56 31.21 202.23 
47 70.94 1894.92 31.91 163.91 105.47 1861.14 32.60 214.90 
48 89.35 2604.99 26.29 168.51 132.92 1763.73 28.77 214.02 
49 77.11 2239.41 26.40 154.74 96.08 1782.57 27.93 180.23 
50 90.80 1984.17 29.68 179.25 129.90 1969.12 28.33 210.24 
51 96.07 2310.52 26.14 167.76 119.14 2972.61 27.25 209.90 
52 97.07 2142.61 27.17 181.71 122.20 1568.59 17.42 210.74 
53 72.93 2552.32 32.45 146.85 100.57 2015.99 30.94 178.51 
54 83.74 2310.93 25.77 164.35 108.74 2096.08 25.23 189.42 
55 87.93 2434.05 32.79 166.12 117.05 1983.19 29.13 209.10 
56 80.32 2381.57 30.64 169.63 106.34 2059.80 26.14 204.53 
57 81.33 1865.46 21.15 178.29 109.05 2153.05 22.34 213.51 
58 70.73 2634.23 30.89 136.32 93.90 1458.80 34.20 177.61 
59 80.75 2707.12 24.89 168.18 104.31 1201.81 20.56 197.51 
60 85.46 3332.27 24.16 170.36 121.78 2143.82 28.09 213.32 
61 82.57 2306.09 22.73 165.20 122.20 2126.99 26.64 214.25 
62 89.68 2692.52 35.15 174.84 125.74 2375.44 33.05 210.92 
63 79.58 2064.87 27.15 158.27 95.91 2813.77 28.75 189.10 
64 85.64 2694.07 26.33 173.38 115.30 1901.08 26.42 201.55 
65 73.93 2635.57 29.24 146.07 104.53 2621.21 26.94 188.31 
66 106.18 4681.56 27.24 198.41 142.57 1999.99 29.20 235.62 
67 88.96 2894.12 26.04 177.87 122.85 3357.39 27.39 220.51 
68 91.45 2309.89 27.98 167.74 115.60 1482.42 28.14 208.51 
69 82.04 3388.20 28.24 159.10 107.09 1564.48 25.61 197.81 
70 81.33 2908.68 26.50 155.72 100.54 2870.83 26.71 189.07 
71 90.38 2282.51 30.46 161.68 105.94 1395.49 30.18 192.76 
72 86.07 2225.82 30.07 161.98 114.41 2438.42 32.62 203.41 
73 89.66 2642.13 28.31 169.57 106.33 2395.88 24.07 192.53 
74 90.14 2576.69 34.88 182.98 117.38 1788.49 28.82 213.22 
75 73.29 3213.82 32.55 162.34 108.95 1735.64 26.86 212.48 
76 98.35 2671.02 29.89 191.75 126.46 3017.48 31.31 225.93 
77 89.90 2252.92 29.01 174.01 122.22 2277.87 26.58 221.26 
78 89.32 2417.23 29.72 184.24 114.01 984.91 25.46 225.55 
79 84.55 2179.86 24.29 172.41 110.20 2387.51 26.96 207.58 
80 87.91 3136.64 32.86 174.89 122.59 2772.15 30.82 219.66 
81 68.72 2500.56 25.78 144.78 98.32 2403.19 23.40 171.53 
82 82.92 1794.03 24.38 158.43 113.16 1507.33 26.52 193.72 
83 77.96 2608.80 31.16 159.56 88.95 2408.49 33.98 183.92 
84 89.59 2130.82 32.06 176.26 119.59 2559.25 26.22 206.19 
85 83.39 2933.70 28.12 166.73 101.02 3109.62 25.48 188.91 
86 84.83 2624.59 30.88 162.64 121.83 3263.77 30.87 206.36 



ENV1 ENV2 

Genotype EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) EH (cm) GY (Kg/ha) PE (mL/g) PH (cm) 
87 87.96 2550.33 29.47 165.54 123.83 2876.12 29.33 212.66 
88 79.45 2329.22 32.08 169.49 106.31 1761.34 30.04 212.05 
89 73.79 1346.22 29.37 145.53 110.82 1049.97 28.82 180.51 
90 99.86 3160.99 31.81 187.78 144.36 2691.64 31.86 227.23 
91 79.63 3091.60 29.84 156.13 101.00 2359.75 25.79 196.69 
92 82.98 2264.27 28.11 159.44 108.37 2120.05 26.52 199.85 
93 85.46 3572.66 32.46 172.64 120.33 3086.75 29.44 198.22 
94 87.18 1971.89 27.31 172.08 118.13 1858.36 28.68 207.34 
95 94.96 2449.99 27.95 181.88 133.55 2526.29 28.36 226.55 
96 76.99 2401.83 28.85 153.98 105.74 2934.51 30.87 192.69 
97 96.31 3579.23 30.52 186.78 130.83 2235.69 31.55 241.43 
98 83.11 1938.13 26.25 169.98 104.21 1800.46 24.33 171.66 

 

  



Table S2. Genomic regions detected by regional heritability mapping (RHM) in 0.1 Mb genomic segments 
with a 0.05 Mb sliding window for traits grain yield (GY), kernel popping expansion (PE), plant height 

(PH) and ear height (EH) evaluated in a popcorn population under intrapopulation recurrent selection in 
the environments of Campos dos Goytacazes, RJ (ENV1) and Itaocara (ENV2). 

ENV Trait Chrom. Inital position of the 
region ( base pairs) 

Final position of the 
region (base pairs) 

Number of 
SNPs in the 

region 
h²REG -log10 

p 

ENV1 EH 2 148888849 148988849 4 0.08 3.17 

ENV1 EH 2 148838849 148938849 7 0.08 3.03 

ENV1 GY 1 48905387 49005387 2 0.13 3.85 

ENV1 GY 1 48955387 49055387 2 0.13 3.85 

ENV1 GY 1 56805387 56905387 2 0.49 3.67 

ENV1 GY 1 56855387 56955387 2 0.49 3.67 

ENV1 GY 6 165623194 165723194 5 0.93 3.47 

ENV1 GY 2 225088849 225188849 7 0.11 3.32 

ENV1 GY 2 225138849 225238849 7 0.11 3.32 

ENV1 GY 4 219528603 219628603 2 0.29 3.27 

ENV1 GY 4 219578603 219678603 2 0.29 3.27 

ENV1 PE 2 13388849 13488849 8 0.56 4.20 

ENV1 PE 2 13438849 13538849 8 0.56 4.20 

ENV1 PE 5 13560296 13660296 7 0.20 3.17 

ENV1 PE 5 13610296 13710296 7 0.20 3.17 

ENV1 PH 8 171723438 171823438 3 0.11 3.08 

ENV1 PH 8 171773438 171873438 3 0.11 3.08 

ENV2 EH 7 115031917 115131917 2 0.12 3.12 

ENV2 EH 7 115081917 115181917 2 0.12 3.12 

ENV2 EH 4 178478603 178578603 9 0.14 3.12 

ENV2 GY 2 200838849 200938849 3 0.08 3.28 

ENV2 GY 2 200888849 200988849 3 0.08 3.28 

 


