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Figure S1. Diagram showing the protein extraction procedures using different protein extraction methods.
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Figure S2. In-depth proteome analysis of proteins isolated using four different protein extraction methods,
namely, TCA/acetone, TCA/acetone-MeOH/chlo, Phenol-TCA/acetone, Phenol-MeOH/chlo. The number
of identified peptides, unique peptides, and proteins (A). Sequence coverage (B), Isoelectric point (C),
Molecular weight (D), Hydrophobicity (E) of identified proteins. Subcellular localization prediction of
identified proteins using CELLO2GO web-based software (F).



