AOA5J14YS69_Sodium/potassium-transporting ATPase subunit alpha OS=Porphyridium purpureum
AOA2V3IH88 Sodium/potassium-transporting ATPase subunit alpha-3 OS=Gracilariopsis chorda
AO0A2P6V9J16_Sodium potassium-transporting ATPase subunit alpha-1 OS=Micractinium conductrix

A8HX15 Sodium/potassium-transporting ATPase alpha subunit OS=Chlamydomonas reinhardtii

BAF34369.1 Na+-ATPase [Pyropia yezoensis]

0SX78468.1 hypothetical protein BU14 0108s0015 [Porphyra umbilicalis]
XP_005713858.1 unnamed protein product [Chondrus crispus]

0SX73888.1 hypothetical protein BU14 _0322s0022 [Porphyra umbilicalis]

PXF41326.1 Sodium/potassium-transporting ATPase subunit alpha [Gracilariopsis chorda]
XP_005718320.1 Na+-ATPase [Chondrus crispus]

BAM20934.1 Na+-ATPase [Pyropia yezoensis]

AOA1ID1Y1U2_9ARAE Sodium/potassium-transporting ATPase subunit beta-2 OS=Anthurium amnicola
PYZ99283.1 hypothetical protein A6K26_010070 [Gammaproteobacteria bacterium 2WO06]
P05026_HUMAN Sodium/potassium-transporting ATPase subunit beta-1 OS=Homo sapiens
P14094_MOUSE Sodium/potassium-transporting ATPase subunit beta-1 OS=Mus musculus
P08251_CHICK Sodium/potassium-transporting ATPase subunit beta-1 OS=Gallus gallus
P07340_RAT Sodium/potassium-transporting ATPase subunit beta-1 OS=Rattus norvegicus
G3MWR4_BOVIN Sodium/potassium-transporting ATPase subunit beta OS=Bos taurus

P05027_PIG Sodium/potassium-transporting ATPase subunit beta-1 OS=Sus scrofa
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