Supplement 1: Molecular genetic determination

Opuntia Junctions
Mylo et al., 2021 - Plants

Table 1.1: ITS-primers used in PCR for molecular determination of plant sample

Name of primer Sequence (5’-3)

p5 (forward, 18S, plant-specific) CCTTATCAYTTAGAGGAAGGAG

u4 (reverse, 26S, universal) RGTTTCTTTTCCTCCGCTTA

Results

File: MM3_pS5.ab1  Run Ended: Aug 22, 2018, 18:18:01 Signal G:1309 A:1046 T:1081 C:1991 Comment: MM3_p5
Sample: 5556831 Lane: 13 Base spacing: 15.26 655 bases in 16331 scans Page 10f2
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Figure 1.2: Chromatogram of sequenced PCR-product, image created with Chromas 2.6.6 (Technelysium).
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Figure 1.3: Alignment of the sample’s ITS-region (MM3_p5) to those of closely related species. Database
accession numbers are given after each species name. Picture created with ClustalX (www.clustal.org).



