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1 1 1 1 1
R_beyerinckianum_DIV1.1 MRWGME I LSPASYHSGPNWLLEESRS-TK
R_taxifolium_DIV1.1 MRWGME | LSPASYHSGPNWLLEESRS-TK
R_beyerinckianum_DIV1.2 MRWEME | LSPASYLPTCTWLTEESRSSTR

R_taxifolium_DIV1.2 MRWEME | LSPASYLPTCTWLTEESRSSTR
R R T R
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MRW+ME I LSPASY+++++WL+EESRSST+WTPAENK+FE+ALA++D+D+PDRWQ+VAAMIPGKT+RDVM+

80 90 100 110 120 130
R_beyerinckianum_DIV1.1 -NSASSPFTLEWGNGHGFD-GFKQGYGPGGKRS - -GRGSDQERK
R_taxifolium_DIV1.1 -NSASSPFTLEWGNGHGFD-GFKQGYGPGGKRS - -GRGSDQERK

R_beyerinckianum_DIV1.2 -SGSR--FTLDWGDCYVFDEGFRPPYD--GKRSGAGRGSEQE RKI
R_taxifolium_DIV1.2 -SGSR--FTLDWGDCYVFDEGFRPPYD--GKRSGAGRGSEQERK
ConsensusQ KE EDD SS E G P P NGARSP .|- D GD HG DEG KPG DPGGKRSG GRGSDQERKKG P
SSSS E NG RQP G E

QYKELEDDVSSIEAGL+P IPWY-++4+++SPFTL+WG++++FDEGF+++Y+PGGKRSGAGRGS+QERKKGVP

150 160 170 1|80 1|90 ZIOO

IRQLSGGKDKRRAS IHD I TTVNLND
R_taxifolium_DIV1.1 IRQLSGGKDKRRAS IHD I TTVNLND
R_beyerinckianum_DIV1.2 IRQVSGGKDKRRAS IHD ITTLSLNE
R_taxifolium_DIV1.2 IRQVSGGKDKRRAS IHD ITTLSLNE

coraen | TEEETR . Ok KD R ORNFY, TRTPTQA0RACK RO, SUCKOKRRES DT . N

WTEEEHKLFL+GL+KYGKGDWR+ | SRNFV+TRTPTQVASHAQKYF I RQ+ SGGKDKRRAS IHD I TT++ LN+

R_beyerinckianum_DIV1.1

2|20 2|3O 2|4O 7750 2|60 2|7O
R_beyerinckianum_DIV1.1 NQTPSPDDKMPPS-PDHSIAIPQHPNPVSVPRTQFQW-NQPNDRLDF - - - SRAHGNMF | SSHGMDSYG | -
R_taxifolium_DIV1.1 NQTPSPDDKMPPS-PDHSIAIPQHPNP ISVPRTQFQW-NQPNDRLDF - - - SRAHGNMF | SSHGMDSYG | -
R_beyerinckianum_DIV1.2 NGAPSPDNKRPPSPPDHSNS - - - - - AP ISA--TQFQWNNQLDGGLEMAFRSPAHGNVFMSPCG IDLFGS
R_taxifolum_DIV1.2 NGAPSPDNKRPPSPPDHSNS - - - - - AP ISA--TQFQWNNQLDGGLEMAFRSPAHGNVFMSPCG IDLFGS|

A SO T A

N++PSPD+K+PPSPPDHS++ IPQHP+P | S+ PRTQFQWNNQ++++L++AFRS+AHGN+F+S++G+D++G+ |

2|90 3|OO 3:10
R_beyerinckianum_DIV1.1 - ---- HMHE - - - SQVGSPN IGFRMQSTHHHYPHG *
R_taxifolum_DIV1.1 - ---- HMHE - - - SHVGSPN IGFRMQSTHHHYPHG *
R_beyerinckianum_DIV1.2 KMQAENMHR AVPREP*
R_taxifolium_DIV1.2 KMQAENMHR |AVPREP*

Consensus K'Q/EH HE PREGSPN IGFRVQSTHHHYPHG
N R SHUP

KMQAE+MH+ IAV+R+++PNIGFRMQSTHHHYPHG*

Supplementary Figure S4. Protein alignment of DIVARICATA (DIV) orthologs from
Rhododendron sect. Schistanthe.
MYBI and MYBII domains highlighted in blue, respectively, from left to right.



