A PO:Pdgfra.CreER;Erk17;Erk2"" X Erk1”"; Erk2" C Sox9 D Col2a1 E Aggrecan
F1:Pdgfra.CreER;Erk17;Erk2"" (CM-Erk1/2) N s

& Erk1+: Erk2" (Control) 200 — * e u
15 1.5 ° 6 L
‘!’ ‘!’ i g 10 % . g 10 % S 24 {—
1 1 . 0.5 —— 0.5 * " 2
E8.5E9.5 E13.5 - =

Oral Gavage Tamoxifen 25.0ug/kg Control CM-Erk1/2 " Control CM-Erk1/2 Control C-Erk1/2
Cre active by ~E9.0 F Runx2 G Osx
Embryos collected E13.5 20 - . 25 ns
15 2.0 . -
B 15
g 10 % g
(g S
cranial extraction o8 . 05 ' )
E12.5 mesenchyme oo . . o . .
Control CM-Erk1/2 Control CM-Erk1/2

Figure S1. RT-qPCR of cartilage and bone lineage markers in CM-ERK1/2 and controls. Schematics
depicting the gavage regimen and timing of deletion of Erk2 (A), and the work flow and tissue source
for the RNA analysis (B). RT-gPCR analysis of cartilage markers Sox9 (C), Col2a1 (D), and Aggrecan
(E) and bone markers Runx2 (F) and Osx (G). n = 4-5



