Table S1 Primers and siRNAs used in the study.

Gene ID Sequence (5'-3")
. Forward CATCCGTAAAGACCTCTATGCCAAC
Practin = g everse ATGGAGCCACCGATCCACA
Forward ACAGCCTCTTGAGAGGAACC
FTCD Reverse GATGGCATCAATCACCTCCTG
HRG Forward CTGCACCACAAGTTCTGTCTC
Reverse ACTTGTCCAGGGCTTTACGG
Forward GTGGATGGCGTTATGGATCTTG
8B Reverse GTGGAGGAACTTGCTTTGAGTG
S.FTCD-1 Sense Sequence UUUAUUGCCUCCAAACAGGCA
Antisense Sequence CCUGUUUGGAGGCAAUAAAGC
S.FTCD-2 Sense Sequence GGACAUGACGGAUGAUGUAUU
Antisense Sequence UACAUCAUCCGUCAUGUCCUU
S.FTCD-3 Sense Sequence GACGGAUGAUGUAUUUAAAGA

Antisense Sequence

UUUAAAUACAUCAUCCGUCAU




