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Abstract: Recently, researchers have employed metal–organic frameworks (MOFs) for loading phar-
maceutically important substances. MOFs are a novel class of porous class of materials formed
by the self-assembly of organic ligands and metal ions, creating a network structure. The current
investigation effectively achieves the loading of adenosine (ADN) into a metal–organic framework
based on cyclodextrin (CD) using a solvent diffusion method. The composite material, referred to
as ADN:β-CD-K MOFs, is created by loading ADN into beta-cyclodextrin (β-CD) with the addition
of K+ salts. This study delves into the detailed examination of the interaction between ADN and
β-CD in the form of MOFs. The focus is primarily on investigating the hydrogen bonding interaction
and energy parameters through the aid of semi-empirical quantum mechanical computations. The
analysis of peaks that are associated with the ADN-loaded ICs (inclusion complexes) within the
MOFs indicates that ADN becomes incorporated into a partially amorphous state. Observations from
SEM images reveal well-defined crystalline structures within the MOFs. Interestingly, when ADN is
absent from the MOFs, smaller and irregularly shaped crystals are formed. This could potentially
be attributed to the MOF manufacturing process. Furthermore, this study explores the additional
cross-linking of β-CD with K through the coupling of -OH on the β-CD-K MOFs. The findings
corroborate the results obtained from FT-IR analysis, suggesting that β-CD plays a crucial role as a
seed in the creation of β-CD-K MOFs. Furthermore, the cytotoxicity of the MOFs is assessed in vitro
using MDA-MB-231 cells (human breast cancer cells).

Keywords: adenosine; β-cyclodextrin; inclusion complex; metal–organic framework; cancer cells

1. Introduction

Metal–organic frameworks (MOFs) primarily consist of metal ions and organic ligands [1,2].
The manipulation of the arrangement processes of different materials is crucial for mod-
ifying their properties, which can involve altering their shape, dimension, aggregation,
or composition [3–6]. Through coordination chemistry, MOFs enable the attainment of
diverse structural dimensions within the material. Multimodal ligands are employed to
connect metal ions and form secondary building units in the MOF structure. MOFs based
on supramolecular-cyclodextrin (β-CD-MOFs) have attracted a lot of interest lately be-
cause of their distinctive characteristics and prospective uses [7–9]. CD-MOFs combine the
host–guest properties of CDs with the structural versatility of metal–organic frameworks,
resulting in a highly functional and tunable material system. CD-MOFs are formed by
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the assembly of β-CD units with metal ions or clusters, creating a porous and crystalline
framework [10]. The inclusion of β-CD units provides a cavity-like structure within the
MOF, allowing for guest molecule encapsulation and controlled release [11,12]. This fea-
ture opens up possibilities for various applications, including drug delivery, gas storage,
sensing, and catalysis [13–19]. The utilization of biomolecules as organic ligands holds
great promise due to their biocompatibility. Biomolecules possess a variety of coordination
modes, thereby offering a wide range of metal-binding sites [20].

In particular, MOFs incorporating CD have emerged as a promising approach for can-
cer therapy, offering enhanced drug delivery and targeting capabilities. The combination of
these two components has paved the way for novel strategies in cancer treatment. By incor-
porating CD into MOFs, researchers have achieved efficient encapsulation and controlled
release of therapeutic agents, addressing the challenges associated with conventional drug
delivery systems [21]. The porous structure of MOFs allows for high drug-loading capaci-
ties, ensuring optimal delivery of anticancer drugs to tumor sites [22]. Furthermore, the
inclusion of CDs enhances the stability and solubility of encapsulated drugs, improving
their bioavailability [23]. MOFs with CD can be functionalized with targeting ligands,
enabling specific recognition of cancer cell markers and selective accumulation at the tumor
site [24]. This targeted approach minimizes off-target effects and enhances the therapeutic
efficacy of anticancer drugs [25]. Additionally, the tunable properties of MOFs, such as pore
size and surface chemistry, provide control over drug release kinetics, enabling sustained
and controlled drug delivery [26]. The combination of MOFs and CDs has shown great
potential in advancing cancer therapy and personalized medicine. Continued research
and development in this field aim to optimize drug delivery systems, improve treatment
outcomes, and reduce side effects [27].

Solvothermal methods are commonly employed for the synthesis of MOFs, which in-
volve heating the metal ions and ligands within a solvent [28]. Other techniques, including
microwave-assisted, electrochemical, ball milling, and camera flash, have also been utilized
for the synthesis [29–31]. However, MOFs synthesized using these routes are non-recyclable
due to the presence of unsafe components, such as metal ions and ligands, which limit
their potential for biological applications [32]. To address these concerns, it is advisable
to explore alternative synthetic routes that operate at room temperature. One promising
approach involves the use of biomolecule ligands (such as cyclodextrins, peptides, and
amino acids) and biocompatible metal ions (such as calcium, potassium, and sodium),
which can mitigate the risks associated with MOFs [20].

The aim of developing cyclodextrin-based MOFs in cancer therapy is to enhance
the host–guest encapsulation capability of the material. Incorporating CDs into MOFs
can lead us to improve the performance in applications such as drug delivery, where the
controlled release of encapsulated drugs is desired. Also, they allow for the development of
advanced drug delivery systems that improve the selectivity, efficacy, and safety of cancer
treatments. These innovative platforms have the potential to revolutionize cancer therapy
by overcoming drug resistance, enabling targeted therapy, and providing personalized
treatment options for better patient outcomes.

2. Materials and Methods
2.1. Materials

β-Cyclodextrin (β-CD, C42H70O35, ≥99.0% purity, and molecular weight: 1134.98),
potassium phosphate (KH2PO4, ≥99.0% purity, and molecular weight: 136.09), adenosine
(ADN, C10H13N5O4, >99.0% purity, and molecular weight: 267.24), and methanol (MeOH)
are of analytical grade and bought from Sigma-Aldrich Co., Ltd., Seoul, Republic of Korea.
In our lab, deionized water is prepared.
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2.2. Synthesis of β-CD-K MOFs

To synthesize β-CD-K MOFs, an improved methanol (solvent) vapor diffusion method
is employed. Detailed information for the synthesis of MOFs can be found in the
Supplementary Documents.

2.3. ADN Loading to β-CD-K MOFs (ADN:β-CD-K MOFs)

In this study, the focus was on investigating the adsorption of ADN onto β-CD-K MOFs
using impregnation, as illustrated in Scheme 1. To initiate the process, a non-homogeneous
solution was created by combining 40 mg of obtained MOFs with a 4 mg/mL concentration
of ADN in a 10 mL ethanol solution. The resulting solution was then agitated at 400 rpm for a
duration of 48 h. To separate the ADN-loaded inclusion complexes (ICs), centrifugation was
employed, and the solid obtained was subjected to multiple ethanol washes. Subsequently, the
solid was dried under a vacuum at a temperature of 40 ◦C overnight. The resulting product
derived from this process was named as ADN:β-CD-K MOFs.
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Scheme 1. Schematic route of the ADN:β-CD-K MOFs.

2.4. Details of Quantum Mechanical Calculations

The semi-empirical quantum mechanical computations were conducted using the
PM3 method in Gaussian 16.

2.5. In-Vitro Release Profile of ADN from MOFs

The detailed experimental procedure for the in vitro release profile can be accessed in
the Supplementary Materials.

2.6. In-Vitro Cytotoxic Assay

The detailed experimental procedure for the in-vitro cytotoxic assay can be found in
the Supplementary Materials.

2.7. Characterization of ADN:β-CD-K MOFs

The synthesized MOFs underwent characterization using various analytical tech-
niques, including XRD, DSC, FE-SEM, AFM, XPS, FT-IR, Raman spectroscopy, and 1H
NMR. Detailed information about the instruments and methodologies employed for each
technique can be found in the Supplementary Materials.
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3. Results and Discussion
3.1. Examination of the Interaction of ADN and β-CD-K MOFs in the Virtual State

Before characterizing ADN:β-CD-K MOFs, it is essential to examine the interaction be-
tween ADN and β-CD in the form of MOFs, focusing on the hydrogen bonding interaction,
and energy parameter in greater detail.

3.1.1. Energetically Favorable Orientation via Single-Point Energy Computation

The determination of ADN’s orientation towards the host in the virtual state for
inclusion complexes (ICs) is achieved through single-point energy calculations [33]. In the
ICs, there are two distinct orientations, represented as orientation 1 and orientation 2. For
determining the single-point energy of orientation 1, where the benzene ring section of
ADN is oriented towards the 2◦ rim of β-CD (referred to as ICs of orientation 1, as shown
in Figure 1A,C), the PM3 method is utilized. Similarly, for orientation 2, which involves
the quinone ring part of ADN oriented towards the 2◦ rim of β-CD (referred to as ICs of
orientation 2, depicted in Figure 1B,D), the single-point energy is computed.
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Figure 1. Single-point energy for orientation 1 (A,D), orientation 2 (B,E) between guest, ADN, and
the host, β-CD via PM3 calculation, and β-CD-K MOFs (C).

The calculation of the energy for the ICs (∆E) between ADN and β-CD is performed us-
ing a semi-empirical calculation method on the optimized energy structure. The following
equation is utilized for this purpose.

∆E = Eβ-CD/ADN − (Eβ-CD + EADN)

The Eβ-CD, EADN, and Eβ-CD/ADN represent the optimized energy of free β-CD, ADN,
and ICs of ADN with β-CD, respectively. Table 1 presents the consolidation of a ther-
modynamically favorable inclusion process in a vacuum, as indicated by the negative
energy during the formation of ICs. The complexation energy for orientation 1 and
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orientation 2 is found to be −105.835 KJ/mol and −92.445 KJ/mol, respectively. Based on
the complexation energy, it can be concluded that orientation 1 inclusion is thermodynami-
cally favorable. Figure 2 depicts the hydrogen bonding interactions between different atoms
in both orientations. It provides a visual representation of these interactions. Additionally,
Table 2 presents the comprehensive results related to these hydrogen bonding interactions,
offering detailed information and data for further analysis.

Table 1. Energy values of ADN (guest), β-CD (host), and ICs with c1 and c2.

Parameter EOpt (KJ/mol) ∆E (KJ/mol)

ADN

PM3

−463.111 -

β-CD-K MOFs −5762.710 -

Orientation 1 −6331.656 −105.835

Orientation 2 −6318.266 −92.445
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Figure 2. Interactions of hydrogen bonding for orientation 1 (A), and orientation 2 (B) with different
atoms in the ADN:β-CD-K MOFs.

Table 2. Hydrogen bonding length of orientation 1 and orientation 2.

Orientation 1 Orientation 2

Bonding between
the Atoms

Bonding Distance
(Å)

Bonding between
the Atoms

Bonding Distance
(Å)

160 (N)-142 (H) 3.082 174 (H)-37 (O) 2.563

180 (H)-119 (O) 2.536 176 (H)-15 (O) 2.649

179 (O)-12 (H) 2.860 169 (N)-8 (H) 3.038

177 (O)-45 (H) 3.079 166 (N)-12 (H) 2.890

175 (O)-24 (H) 2.617

176 (H)-37 (O) 2.545

3.1.2. ∆E between HOMO and LUMO of Frontier Molecular Orbitals of ICs

The stability of ICs can be assessed by utilizing the HOMO and LUMO energy
levels [34]. The stability of the molecules can be understood by examining the energy
differences between the energy levels (EHOMO-ELUMO). Among the various orientations
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of ICs-MOFs, orientation 2 stands out as a stabilized model and is highly favorable
due to its higher EHOMO-ELUMO value compared to ICs with orientation 1 (as shown in
Table 3 and Figure 3). Generally, ICs with higher values of EHOMO-ELUMO exhibit
greater stability [35,36].

Table 3. The energy values at HOMO and LUMO for ADN,β-CD-K MOFs, and ICs with orientations 1, and 2.

Materials HOMO Value (eV) LUMO Value
(eV) EHOMO-ELUMO Value (eV)

ADN −8.8050 −0.413 8.392

β-CD-K MOFs −12.449 −2.687 9.762

Orientation 1 −10.716 −2.450 8.265

Orientation 2 −11.501 −3.073 8.428
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3.2. Spectral Analysis of ADN:β-CD-K MOFs
3.2.1. XRD Pattern Analysis

Figure 4A presents the XRD results, which provide evidence of the exceptional crys-
talline nature of β-CD-K MOFs [37,38]. The β-CD-K MOFs exhibited a prominent peak at
8.87◦, 12.81◦, and 18.91◦ [39–41]. Comparing the experimental diffraction patterns with
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the simulated peaks demonstrates an excellent agreement, indicating that the synthesized
material is present in the pure phases. Nevertheless, the differences observed in peak inten-
sities between the experimental patterns and simulated values suggest that the variation
in sample orientations could be responsible for this disparity. For ADN, distinct major
peaks are observed at 11.43◦, 15.14◦, 17.42◦, 22.85◦, 24.41◦, 27.36◦, 30.57◦, and 31.83◦, which
indicate the crystalline nature of ADN [42]. When ADN is loaded into β-CD-K MOFs, the
predominant peaks exhibit slight shifts in their positions, and some peaks merge with those
of β-CD-K MOFs. Additionally, some peaks have reduced intensity but are still noticeable.
The observed modifications in the peaks related to the ADN-loaded ICs within the MOFs
indicate the incorporation of ADN into a partially amorphous state.
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Figure 4. XRD patterns of β-CD-K MOFs, ADN:β-CD-K MOFs (A), and DSC of β-CD-K MOFs, and
ADN:β-CD-K MOFs (B).

3.2.2. DSC Analysis

The β-CD-K MOFs analyzed through DSC exhibited an absence of water/moisture
content, as evidenced by the absence of endothermic peaks within the temperature range
of 60–110 ◦C (Figure 4B). However, a notable broad endothermic peak is observed at
188.92 ◦C, indicating a melting process with the heat of melting (∆Hmelting) which is about
860.9 J/g. This peak signifies a transformation of the crystalline state of β-CD [43]. This
study also established a correlation between the DSC behavior of β-CD-K MOFs and
the interaction of potassium (K) within the MOFs [44]. Conversely, the DSC analysis of
ADN:β-CD-K MOFs displayed a broad endothermic peak at 108 ◦C, accompanied by heat
of melting of approximately 138.2 J/g. This peak represents the release of water/moisture
content from the ADN:β-CD-K MOFs. Interestingly, no endothermic peaks are observed in
the temperature range of 180–190 ◦C, indicating that the obtained MOFs possess a semi-
crystalline nature. These findings align well with the obtained XRD results. Additionally,
a distinct small endothermic change is observed around 226.34 ◦C in the DSC analysis,
accompanied by heat of melting of 1394 J/g. This change is attributed to the transformation
of ADN:β-CD within the MOFs, without any weight loss. Furthermore, the DSC outputs
indicated that ADN is uniformly distributed in the MOFs, as evidenced by the endothermic
change at the same temperature of 226.34 ◦C and heat of 1394 J/g [45]. This distribution
could be influenced by the degradation of the MOFs.
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3.2.3. FE-SEM Analysis

Surface morphological visualization of the prepared MOFs is examined through FE-
SEM analysis, enabling clear visual representations [46,47]. The SEM images revealed
well-defined crystalline structures of the MOFs (Figure 5). Interestingly, the absence
of ADN in the MOFs led to the formation of smaller and irregularly shaped crystals,
potentially resulting from the MOF manufacturing process. However, upon loading with
ADN, the original small crystalline appearance is completely transformed, and larger
crystals are observed. To gain insights into the elemental composition of the obtained
MOFs, energy dispersive X-ray spectroscopy (EDX) and elemental mapping are measured.
Figure 5C,H display the elemental maps, indicating the presence of carbon (C), oxygen
(O), and potassium (K) within the MOFs. In addition, the ratios of these elements are also
provided, and it is worth noting that the atomic weight percentages of carbon (C) and
oxygen (O) did not exhibit significant changes in the MOFs before and after ADN loading.
Additionally, the elemental analysis confirmed the presence of individual C, O, and K atoms
within the formed MOFs, as evidenced by the elemental mapping (Figure 5D–G,I–M).
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Figure 5. FE-SEM images of β-CD-K MOFs (A), ADN:β-CD-K MOFs (B), EDAX of β-CD-K MOFs (C),
merged atoms (D), mapping of C (E), mapping of O (F), mapping of K with the β-CD-K MOFs (G),
EDX of ADN:β-CD-K MOFs (H), merged atoms (I), mapping of C (J), mapping of O (K), mapping of
K (L), and mapping of N with the ADN:β-CD-K MOFs (M).

3.2.4. AFM Analysis

The AFM analyses of both MOFs are depicted in Figure 6. The height or topology
images clearly differentiate each MOF particle based on color contrast [48]. Similar color
contrast is seen in the results of surface potential measurement on the topology scan, and
this pattern is seen in the line scan analysis for both the surface potential and the height
of the MOFs. Additionally, the MOF particles display a surface roughness on the scale of
tens of nanometers. Both MOFs exhibit negligible variations in morphology and surface
roughness. The ADN-loaded MOFs exhibit a surface with uniformly distributed roughness
comparable to that of the ADN-free MOFs.
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3.2.5. XPS Analysis

The analysis presented in Figure 7 and Table S1 provides insights into the assumed
binding of the β-CD-MOFs and ADN:β-CD-K MOFs. XPS measurements offer supporting
evidence for the interaction of β-CD, and also ADN:β-CD-ICs with MOFs. The survey
spectrum of β-CD-K MOFs shows a peak indicating the elements of C 1s, O 1s, and K 2p
in the MOFs. The binding energy (BE) of the C 1s peaks remains consistent at 285.68 eV
for both MOFs. The atomic percentage composition of ADN:β-CD-K MOFs is found to be
nearly identical to that of the MOFs without ADN loadings. The deconvolution of peaks
centered at 284 and 286 eV, representing the bonds of C-C and C-O, respectively, suggests
the presence of excess CDs (unreacted CDs) on ADN [49]. While the atomic ratios show no
noticeable changes, the BE of the fitted O 1s peak increases (the measured BE is at 531.98 eV
for the material, β-CD-K MOFs). This increase in BE is attributed to the higher 1s atomic
ratio of ADN:β-CD-K MOFs related to that of K 2p, resulting in a decrease in the electron
density values surrounding the O element and an increase in the BE of O-K with increasing
growing time [50,51]. The K 2p3/2 peak is detected at 292.18 eV, and the K 2p1/2 peak is
detected at 295.18 eV in the high-resolution spectra of K 2p, indicating the presence of K+

in the MOFs [49]. The ADN:β-CD-K MOFs synthesized for 80 h exhibit the lowest K 2p
atomic ratio of 0.85% among the β-CD-K MOFs, suggesting the formation of dendricolloids
due to prolonged growth. This can be attributed to the additional cross-linking of β-CD
with K through the coupling of hydroxyl groups on the β-CD-K MOFs. This finding aligns
with the results of FT-IR spectral analysis and indicates that β-CD acts as a seed in the
formation of MOFs [52,53]. Though, after the loading of ADN, the BEs and relative contents
undergo slight changes, suggesting that interactions occur during the adsorption process
of ADN.
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Figure 7. Survey scan spectra of β-CD-K MOFs (A), elemental spectra of C 1s (B), O 1s (C), K 2p (D),
Survey scan spectra of ADN:β-CD-K MOFs (E), elemental spectra of C 1s (F), O 1s (G), K 2p (H), and
N 1s (I).

3.2.6. FT-IR Spectral Interpretation

In Figure 8A, the FT-IR spectrum of ADN exhibited several prominent peaks [42].
The peak observed at 3345.21 cm−1 is assigned to the stretching vibration of −NH2, while
the peak at 3166.34 cm−1 is attributed to the stretching vibration of −OH. Additionally,
other peaks are observed at the following wavenumbers: 2638.31 cm−1 (stretching vibra-
tion of −CH2), 1675.12 cm−1 (stretching vibration of aromatic C–C bonds), 1606.11 cm−1

(stretching vibration of aromatic C=C bonds), 1341.16 cm−1 (associated with the stretching
vibration of aromatic tertiary amine C–N bonds), 1295.55 cm−1 (stretching vibration of
aromatic primary amine C–N bonds), 1202.79 cm−1 (stretching vibration of aromatic C–H
bonds), and 1043.24 cm−1 (stretching vibration of aromatic C–O–C bonds). In Figure 8,
the FT-IR spectrum of β-CD displayed distinctive features [44,54]. A broadband with a
transmittance peak at 3388.55 cm−1 indicated the symmetric and asymmetric stretching
vibrations of O–H bonds, arising from the intermolecular hydrogen bonding of β-CD.
Furthermore, a sharp absorption band is observed at 2928.64 cm−1, which corresponded to
the stretching vibration of C–H bonds. The absorption band at 1651.14 cm−1 resulted from
the bending of H–O–H bonds. Additionally, absorption bands appeared at 1160.53 cm−1

(asymmetric stretching vibration of C–O–C bonds) and 1028.79 cm−1 (symmetric stretching
vibration of C–O–C bonds). In the FT-IR spectrum, the β-CD-K MOFs reveal peaks that are
slightly shifted in position, confirming the existence of β-CD within the synthesized MOFs.
These observed shifts in the bands suggested a strong interaction of β-CD with K+ ions in
the MOFs. As demonstrated upon the comparing of the FT-IR spectra of β-CD and MOFs,
the overall structure of β-CD is maintained in the MOFs. In MOFs without ADN, the IR
signal seems to overlap with that of β-CD. Consequently, upon the formation of MOFs
with K ions, there are no noticeable shifts or disappearances of peaks [44].

However, MOFs containing ADN show slight variations in stretching frequency
values. It is noteworthy that the stretching frequency peak for β-CD appears at 1646 cm−1,
primarily due to the presence of water molecules within the β-CD cavity. Furthermore,
the MOFs retain their ability to encapsulate water molecules within their cavities. When
ADN is introduced into the MOFs, the peak diminishes significantly, suggesting that ADN
replaces the water molecules, forming inclusion complexes (ICs) (shoulder peak). The
FT-IR spectrum of ADN:β-CD-K MOFs reveals the presence of distinct ADN bands, which
serve as evidence for the loading of ADN into β-CD-K MOFs. However, the minimum
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weight percentage of ADN in the MOFs makes it challenging to distinguish certain peaks
clearly. Nevertheless, these adjustments provide additional confirmation of the effective
encapsulation of ADN by β-CD-K MOFs.
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Figure 8. FT-IR spectra of ADN, β-CD-K MOFs, and ADN:β-CD-K MOFs (A), and Raman spectra of
ADN, β-CD-K MOFs, and ADN:β-CD-K MOFs (B).

3.2.7. Raman Spectral Interpretation

Figure 8B illustrates the Raman spectra of the three substances: ADN, β-CD-K MOFs,
and ADN:β-CD-K MOFs. The Raman spectra of ADN exhibit two significant stretching
vibrations, as discussed below. The peak observed at 725 cm−1 corresponds to the adenine
ring present in the guest molecule, while the peak at 1342 cm−1 is attributed to the NH2
vibration [55–57]. In the case of β-CD-MOF-K MOFs, their Raman spectra display a peak
at 3027 cm−1, which can be assigned to the C–H stretching mode [58,59]. Additionally, a
broad peak appears at 3328 cm−1, indicating the O–H stretching mode. The Raman spectra
of the ADN-loaded MOFs (ADN:β-CD-K MOFs) do not display distinct peaks and indicate
a significantly lower quantity of ADN loaded into the MOFs. The primary peaks merge
with those of the β-CD-K MOFs.

3.2.8. 1H NMR Spectral Interpretation
1H NMR Spectral Interpretation of β-CD-K MOFs

The 1H NMR spectrum revealed several proton signals corresponding to different
regions of the β-CD ring. The methine and methylene protons are observed as multiplets
at 3.30, 3.56, and 3.63 ppm, indicating their presence in the spectrum. In addition, a
triplet peak at 4.45 ppm, exhibiting a coupling constant of about 12 Hz, is identified as the
methine proton belonging to the hydroxy methylene group connected to the carbon (refer
to Figure 9A). Two signals appeared at 4.82 and 5.67 ppm, presenting as doublets with a
small coupling constant. These signals are attributed to the hydroxy groups occupying the
equatorial position within the cyclodextrin ring. Moreover, an equatorial hydrogen signal at
5.73 ppm, accompanied by a coupling constant of approximately 6.6 Hz, is assigned to the
proton located on the β-CD molecule. In addition, a multiplet at 3.33 ppm is conveniently
assigned to the hydroxy proton attached to the methylene group. For a comprehensive
overview of the proton chemical shifts of β-CD, please refer to Table S2.
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1H NMR Spectral Interpretation of ADN

The 1H NMR spectrum of the ADN molecule reveals specific proton signals that offer
valuable insights into its structural composition. The aromatic protons appeared as singlets
at 8.14 and 8.35 ppm, representing H-8 and H-2, respectively. The singlet at 7.36 ppm,
with a broad peak and two proton integral values, is assigned to the amino protons at C-6
(Figure 9C). The proton signals arising from the ribose molecule are detected within the
range of 3.56 to 5.88 ppm. The hydroxy protons at C-2′ and C-3′ are observed as doublets at
5.46 and 5.25 ppm, respectively, with a coupling constant of 4 Hz. Additionally, the hydroxy
proton attached to the methylene carbon appeared as a multiplet at 3.97 ppm. The methine
proton at C-1′ is assigned to the doublet observed at 5.88 ppm, with a coupling constant
of 4 Hz. Furthermore, five multiplets within the range of 3.56–5.47 ppm are attributed
to the methine protons at C-2′, C-3′, and C-4′, and the methylene protons at C-5′. These
assignments are developed based on the electronic environments of the compounds. A
downfield multiplet is observed at 5.43–5.47 ppm, representing the methine proton at C-4′

with one proton integral. Two multiplets observed in the upfield region are assigned to the
methylene protons at C-5′. Therefore, the multiplets at 3.54–3.58 and 3.66–3.69 ppm are
conveniently assigned to the methylene protons. The remaining two multiplets, observed
at 4.14–4.16 and 4.60–4.63 ppm, are attributed to the methine protons of C-3′ and C-2′,
respectively [60]. For a detailed overview of the proton chemical shifts of ADN, please refer
to Table S2.

1H NMR Spectral Interpretation of ADN:β-CD-K MOFs

The confirmation of MOF formation is achieved by analyzing the NMR spectral pattern
of the ICs. The NMR spectrum of the ICs provides all the proton signals necessary for
characterization. Confirmation is obtained by analyzing the proton integral values of
ADN in the ADN-β-CD-ICs, indicating the encapsulation of a single ADN molecule with
β-CD, and the spectrum is provided in Figure S1 [42]. The analysis of the ROESY provided
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further confirmation of the encapsulation. Figure S2 shows the ROESY for the ICs of
ADN and β-CD. Specifically, the proton signal at 5.85 ppm displayed correlations with
signals at 3.32, 4.61, 5.45, 5.70, and 8.35 ppm. The correlation pattern revealed that the
proton at H-1 of ADN, previously assigned to 5.85 ppm, exhibited correlations with the
methine and methylene protons of β-CD at 3.32 and 5.70 ppm, respectively. The remaining
signals observed in the ROESY corresponded to H-2 and the aromatic protons of ADN [42].
In the 1H NMR spectrum of the MOFs, the presence of aromatic and amino protons in
the range of 8.12–8.35 ppm serves as evidence of the organic molecule ADN within the
MOFs (Figure 9B). Assignments of these protons are developed based on the substituent
and electronegativity effects of the groups present in ADN. Specifically, in the 1H NMR
spectrum of the ADN:β-CD-K MOFs, the aromatic and amino protons are observed as
singlets at 8.35, 8.33, and 8.12 ppm. These protons are conveniently assigned by comparing
them with free ADN. Within the MOFs, all protons, excluding the hydroxy protons of ADN,
displayed a deshielding effect, resulting in a shift ranging from 0.03 to 0.5 ppm. Conversely,
the hydroxy protons exhibited a shielding effect, leading to a shift of 0.5 ppm (Figure S3).
Therefore, the broad singlets observed at 4.95 and 4.75 ppm are assigned to the hydroxy
protons at C-2′ and C-4′ of the ADN component, respectively. A multiplet attributed to
the hydroxy methylene group is observed at 3.23 ppm, also showing a shielding effect
of approximately 0.5–0.7 ppm. This chemical shift can be attributed to the interaction
between the MOFs and ADN in the form of ICs. Additionally, in the MOFs, the hydroxy
proton attached to the methylene carbon is exchanged with a potassium ion. For a detailed
overview of the proton chemical shifts of ADN:β-CD-K MOFs, please refer to Table S2. The
proposed structure of ADN:β-CD-K MOFs is provided in Figure 9D.

3.3. In Vitro Release Profile of ADN from ADN:β-CD-K MOFs

The release of ADN from ADN:β-CD-K MOFs was investigated in this study. CDs-
based ICs are capable of encapsulating ADN molecules within their structure. In this
study, the release profiles of ADN from MOFs are investigated using a spectrophotometer
in a buffer solution over a duration of approximately seven hours. To ensure consistent
ADN content in the MOFs for the release study, the amount of ICs used was adjusted
accordingly. ADN demonstrated a controlled release behavior, exhibiting an initial burst
followed by a gradual and stable release profile, likely attributed to balanced conditions
such as similar diffusion resistance at different time intervals. Three different pH conditions
(acidic, basic, and neutral) are applied to investigate drug release. The results indicated that
the neutral pH (6.5) provided the most favorable and efficient release condition (Figure 10).
The release behavior of CDs on the surface of MOFs was comparatively lower under acidic
and basic pH conditions, possibly due to the stable nature of ADN within the cavity of the
CD. The formation of ICs facilitated the easier release of ADN from the MOFs, which is
crucial for efficient drug delivery. Additionally, incorporating ADN into MOFs improved
its dissolution in water, particularly when ICs are formed, further influencing the release
behavior [61]. The release of ADN from the MOFs is directly linked to their biological
activity. The sustained and controlled release of ADN can maintain therapeutic ADN
levels within the desired range, leading to optimal efficacy. Consistent and prolonged drug
release can ensure continuous exposure of ADN to the target cells or tissues, enhancing its
biological activity [62].

3.4. In Vitro Cytotoxicity on Cell Lines

Cytotoxicity is performed on two different cancer cell lines to evaluate the effects of
MOFs. Cell survival is measured. The experiments aimed to compare the cytotoxicity of the
MOFs with the control. In vitro cell viability is performed using the Alamar blue assay on
MRC-5 (normal cells) and MDA-MB-231 (cancer cells) cell lines [63]. The results, presented
in Figure 11 and Table S3, are expressed as mean ± SD (n = 3).
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The Alamar blue assay results demonstrated a significant decrease in cell viability for
both cell lines as the concentration of MOFs in the cells increased (Figure 11). These results
indicate that there is a minimal difference in toxicity caused by MOFs between the two cell
lines [64]. The normal MRC-5 cells exhibited lower toxicity compared to the cancer cells
(MDA-MB-231). Assessing toxicity is crucial for investigating the safety of nanomaterials,
and traditionally, toxicity analysis has involved animal studies. However, due to ethical
considerations, many countries now regulate and limit animal testing. As a result, alter-
native methods for studying the toxicity of the derived materials are needed. The use of
human cell models provides an effective, cost-efficient, and animal-free testing approach.
In our investigation, the normal MRC-5 cells showed very low toxicity at a concentration
of 2000 µg/mL (survival 85.65 ± 0.52%) (Figure 11) as observed in the bright field images
(Figure 12), and they exhibited no toxic effects at other concentrations (Figure 10). On the
other hand, cancer cells (MDA-MB-231) demonstrated toxicity at high concentrations of
2000 and 200 µg/mL (survival 72.28 ± 0.28% and 94.05 ± 0.61%, respectively) (Figure 11),
while other concentrations did not induce toxic effects. Normal and cancer cells possess
distinct characteristics, including cell propagation, cell division control, and apoptosis
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function [65]. Cancer cells rely on glucose metabolism for energy, and the MOFs inhibit
glucose metabolism in these cells. Consequently, when assessing the cell viability of derived
materials using cancer cells, the results differ significantly from those obtained with normal
cells. Compared to normal cells, cancer cells inherently exhibit elevated levels of reactive
oxygen species (ROS). The introduction of chemotherapy to cancer cells further elevates
ROS levels. This oxidative stress disrupts the metabolism of cancer cells, specifically caus-
ing mitochondrial dysfunction, ultimately leading to apoptosis. In a 2020 study by Yang
et al. [66], cancer cell lines such as HeLa, 4T1, and B16 showed mild injury when treated
with the combination of 2-Deoxy-D-glucose (2DG) and doxorubicin (Dox), resulting in
increased mitochondrial depolarization and ROS production. Importantly, normal cells are
less affected by this treatment. These findings suggest that distinct metabolic and regulated
pathways contribute to tumor cell death while minimizing damage to healthy tissues. The
development of multidrug resistance (MDR) may involve mechanisms such as decreased
drug efflux and the regulation of glucose metabolism through the ADN binding cassette
transporter P-glycoprotein (P-gp) pathways.
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The findings of this study demonstrate the potential cytotoxic properties of syn-
thesized MOFs in targeting cancer cells, highlighting their promise in cancer treatment.
The encapsulation and delivery capabilities of ADN from MOFs present a viable strat-
egy for improving the efficacy of existing anticancer drugs and potentially overcoming
drug resistance.

4. Conclusions

This investigation successfully achieves the loading of ADN into MOFs based on CD
using a solvent diffusion method. Analysis of peaks associated with the ADN-loaded
inclusion complexes (ICs) within the MOFs indicates that ADN becomes incorporated into
a partially amorphous state. SEM images reveal well-defined crystalline structures within
the MOFs. Interestingly, in the absence of ADN, smaller and irregularly shaped crystals
are formed, potentially due to the MOF manufacturing process. The FT-IR spectral study
explores the additional cross-linking of β-CD with K through the coupling of -OH on the
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β-CD-K MOFs, and confirms the crucial role of β-CD as a seed in the creation of β-CD-K
MOFs. In vitro toxic effects of the MOFs are assessed by exposing them to MDA-MB-231
cells. Overall, this study successfully demonstrates the loading of ADN into CD-based
MOFs, characterizes the structure and properties of the resulting MOFs, and investigates
their potential applications in cytotoxicity assessment. However, further research and
in vivo studies are required to validate the efficacy and safety of these CD complexes for
potential clinical applications.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/biom13071154/s1, Figure S1: 1H NMR spectra of ADN:β-CD inclu-
sion complex (Bruker NMR spectrometer with 400.0 MHz with DMSO-d6 solvent);
Figure S2: ROESY of ADN:β-CD Inclusion complex; Figure S3a: 1H NMR spectra of ADN:β-CD-K
MOFs (expanded); Figure S3b: 1H NMR spectra of ADN:β-CD-K MOFs (expanded); Table S1: The BE
values and atoms in percentages of both MOFs; Table S2: Proton Chemical Shifts of β-CD-K MOFs,
ADN, and ADN:β-CD-K MOFs; Table S3: The cytotoxic ability of ADN, and ADN:β-CD-K MOFs
on cancer cell lines. Preparation of β-CD-K MOFs, In-vitro ADN release from ADN:β-CD-K MOFs,
Lungs fibroblasts MRC-5 and triple-negative breast cancer MB 231 cell culture, Cytotoxicity (in-vitro
cell viability), and characterization techniques.

Author Contributions: Conceptualization, methodology, interpretation, writing—original draft
preparation, R.R.; methodology, interpretation, writing—original draft preparation, S.A.; interpre-
tation, writing—original draft preparation, K.M.; methodology and interpretation, M.M.K.; inter-
pretation, M.M.; review, editing, and supervision, Y.R.L. All authors have read and agreed to the
published version of the manuscript.

Funding: This research is supported by Korea Basic Science Institute (National Research Facilities
and Equipment Center) grant funded by the Ministry of Education (2019R1A6C1010046).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The datasets used or analyzed during the current. Studies are available
from the corresponding author upon reasonable request.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Liu, J.; Wöll, C. Surface-supported metal–organic framework thin films: Fabrication methods, applications and challenges. Chem.

Soc. Rev. 2017, 46, 5730–5770. [CrossRef]
2. Dhakshinamoorthy, A.; Asiri, A.M.; García, H. Metal–Organic Framework (MOF) Compounds: Photocatalysts for Redox Reactions

and Solar Fuel Production. Angew. Chem. Int. Ed. 2016, 55, 5414–5445. [CrossRef]
3. Billeci, F.; D’Anna, F.; Marullo, S.; Noto, R. Self-assembly of fluorescent diimidazolium salts: Tailor properties of the aggregates

changing alkyl chain features. RSC Adv. 2016, 6, 59502–59512. [CrossRef]
4. Gröttrup, J.; Paulowicz, I.; Schuchardt, A.; Kaidas, V.; Kaps, S.; Lupan, O.; Adelung, R.; Mishra, Y.K. Three-dimensional

flexible ceramics based on interconnected network of highly porous pure and metal alloyed ZnO tetrapods. Ceram. Int. 2016,
42, 8664–8676. [CrossRef]

5. Jin, K.; Lee, B.; Park, J. Metal-organic frameworks as a versatile platform for radionuclide management. Coord. Chem. Rev. 2021,
427, 213473. [CrossRef]

6. Park, J.; Perry, Z.; Chen, Y.-P.; Bae, J.; Zhou, H.-C. Chromium(II) Metal–Organic Polyhedra as Highly Porous Materials. ACS Appl.
Mater. Interfaces 2017, 9, 28064–28068. [CrossRef]

7. Li, X.; Porcino, M.; Qiu, J.; Constantin, D.; Martineau-Corcos, C.; Gref, R. Doxorubicin-Loaded Metal-Organic Frameworks
Nanoparticles with Engineered Cyclodextrin Coatings: Insights on Drug Location by Solid State NMR Spectroscopy. Nanomaterials
2021, 11, 945. [CrossRef]

8. Qiaojuan, J.; Zhenzhen, L.; Chuanpan, G.; Xiaoyu, H.; Yingpan, S.; Nan, Z.; Minghua, W.; Zhihong, Z.; Linghao, H.; Miao, D. A
γ-cyclodextrin-based metal–organic framework embedded with graphene quantum dots and modified with PEGMA via SI-ATRP
for anticancer drug delivery and therapy. Nanoscale 2019, 11, 20956–20967.

9. Wang, Y.; Yan, J.; Wen, N.; Xiong, H.; Cai, S.; He, Q.; Hu, Y.; Peng, D.; Liu, Z.; Liu, Y. Metal-organic frameworks for stimuli-
responsive drug delivery. Biomaterials 2020, 230, 119619. [CrossRef]

10. Yin, M.; Chen, M.; Chiou, B.S.; Liu, F. Construction of cyclodextrin-based organic frameworks with adjustable size: Enhanced the
physicochemical stability and controlled release characteristics of apigenin. Food Biosci. 2023, 53, 102683. [CrossRef]

https://www.mdpi.com/article/10.3390/biom13071154/s1
https://www.mdpi.com/article/10.3390/biom13071154/s1
https://doi.org/10.1039/C7CS00315C
https://doi.org/10.1002/anie.201505581
https://doi.org/10.1039/C6RA10250F
https://doi.org/10.1016/j.ceramint.2016.02.099
https://doi.org/10.1016/j.ccr.2020.213473
https://doi.org/10.1021/acsami.7b09339
https://doi.org/10.3390/nano11040945
https://doi.org/10.1016/j.biomaterials.2019.119619
https://doi.org/10.1016/j.fbio.2023.102683


Biomolecules 2023, 13, 1154 17 of 19

11. Yu, J.; Li, Z.; Xia, M.; Zhang, L.; Zhao, D.; Li, B.; Chen, C.; Jiao, Y.; Xu, Y.; Lin, H. Green and edible cyclodextrin metal-organic
frameworks modified polyamide thin film nanocomposite nanofiltration membranes for efficient desalination. J. Membr. Sci.
2023, 679, 121714. [CrossRef]

12. Cheng, Q.; Ma, Q.; Pei, H.; Liang, H.; Zhang, X.; Jin, X.; Liu, N.; Guo, R.; Mo, Z. Chiral metal-organic frameworks materials for
racemate resolution. Coord. Chem. Rev. 2023, 484, 215120. [CrossRef]

13. Li, J.-R.; Kuppler, R.J.; Zhou, H.-C. Selective Gas Adsorption and Separation in Metal-Organic Frameworks. Chem. Soc. Rev. 2009,
38, 1477–1504. [CrossRef]

14. Wang, J.L.; Wang, C.; Lin, W. Metal-Organic Frameworks for Light Harvesting and Photocatalysis. ACS Catal. 2012,
2, 2630–2640. [CrossRef]

15. Li, H.Y.; Zhao, S.N.; Zang, S.Q.; Li, J. Functional Metal-Organic Frameworks as Effective Sensors of Gases and Volatile Compounds.
Chem. Soc. Rev. 2020, 49, 6364–6401. [CrossRef]

16. Wang, H.-S. Metal-Organic Frameworks for Biosensing and Bioimaging Applications. Coord. Chem. Rev. 2017, 349, 139–155. [CrossRef]
17. Wang, L.; Zheng, M.; Xie, Z. Nanoscale Metal-Organic Frameworks for Drug Delivery: A Conventional Platform with New

Promise. J. Mater. Chem. B 2018, 6, 707–717. [CrossRef]
18. Lee, J.; Farha, O.K.; Roberts, J.; Scheidt, K.A.; Nguyen, S.T.; Hupp, J.T. Metal-Organic Framework Materials as Catalysts. Chem.

Soc. Rev. 2009, 38, 1450–1459. [CrossRef]
19. Indranil, R.; Fraser, S. Cyclodextrin Metal–Organic Frameworks and Their Applications. Acc. Chem. Res. 2021, 54, 1440–1453.
20. Sugato, H.; Manisha, S.; Aneeta Manjari, P.; Lee, I.S.; Yi, D.K.; Alagarsamy, P.; Nanda, S.S.; Kim, H.J. A green metal–organic

framework-cyclodextrin MOF: A novel multifunctional material based triboelectric nanogenerator for highly efficient mechanical
energy harvesting. Adv. Funct. Mater. 2021, 31, 2101829.

21. Cui, Y.; Li, B.; He, H.; Zhou, W.; Chen, B.; Qian, G. Metal-organic frameworks as platforms for functional materials. Acc. Chem.
Res. 2016, 49, 483–493. [CrossRef]

22. Patricia, H.; Tamim, C.; Christian, S.; Brigitte, G.; Catherine, S.; Tarek, B.; Jarrod, F.E.; Daniela, H.; Pascal, C.; Christine, K.; et al.
Porous metal-organic-framework nanoscale carriers as a potential platform for drug delivery and imaging. Nat. Mater. 2010,
9, 172–178.

23. Yang, X.; Ahmed, K.R.; Ahmed, I.O.; Eman, M.A.; Ahmed, M.E.; Abdelazeem, S.E.; Mirna, O.; Yuting, L.; Abul-Hamd, E.M.;
Wei, C.; et al. Cyclodextrin-based metal-organic frameworks: From synthesis to applications in drug delivery and catalysis.
Environ. Chem. Lett. 2023, 21, 447–477.

24. Yang, J.; Yang, Y.W. Metal–Organic Frameworks for Biomedical Applications. Small 2020, 16, 1906846. [CrossRef]
25. Mohamed, A.E.; Mohamed, G.E.; Ashraf, A.E. Metal–organic frameworks encapsulated with an anticancer compound as drug

delivery system: Synthesis, characterization, antioxidant, anticancer, antibacterial, and molecular docking investigation. Appl.
Organomet. Chem. 2022, 36, e6660.

26. Seda, K.; Seda, K. Biomedical Applications of Metal Organic Frameworks. Ind. Eng. Chem. Res. 2011, 50, 1799–1812.
27. Tooba, R.; Reihaneh, F.-Z.; Afsaneh, K.; Ali, A.E. Metal-organic frameworks for pharmaceutical and biomedical applications. J.

Pharm. Biomed. Anal. 2022, 221, 115026.
28. Stock, N.; Biswas, S. Synthesis of Metal-Organic Frameworks (MOFs): Routes to Various MOF Topologies, Morphologies, and

Composites. Chem. Rev. 2012, 112, 933–969. [CrossRef]
29. Amo-Ochoa, P.; Givaja, G.; Miguel, P.J.S.; Castillo, O.; Zamora, F. Microwave assisted hydrothermal synthesis of a novel

CuI-sulfate-pyrazine MOF. Inorg. Chem. Commun. 2007, 10, 921–924. [CrossRef]
30. Wei, F.-H.; Chen, D.; Liang, Z.; Zhao, S.-Q.; Luo, Y. Synthesis and characterization of metal–organic frameworks fabri-

cated by microwave-assisted ball milling for adsorptive removal of Congo red from aqueous solutions. RSC Adv. 2017,
7, 46520–46528. [CrossRef]

31. Hwang, J.; Ejsmont, A.; Freund, R.; Goscianska, J.; Schmidt, B.V.K.J.; Wuttke, S. Controlling the morphology of metal–organic
frameworks and porous carbon materials: Metal oxides as primary architecture-directing agents. Chem. Soc. Rev. 2020,
49, 3348–3422. [CrossRef]

32. Smaldone, R.A.; Forgan, R.S.; Furukawa, H.; Gassensmith, J.J.; Slawin, A.M.Z.; Yaghi, O.M.; Stoddart, J.F. Metal–Organic
Frameworks from Edible Natural Products. Angew. Chem. Int. Ed. 2010, 49, 8630–8634. [CrossRef]

33. Sivakumar, K.; Komathi, V.; Murali Krishnan, M. Dinitrophenylhydrazine: β-cyclodextrin inclusion complex as a novel fluorescent
chemosensor probe for Ce4+. Res. Chem. Intermed. 2018, 44, 5301–5327. [CrossRef]

34. Sivakumar, K.; Parinamachivayam, G.; Murali Krishnan, M.; Sujay, C.; Bharathi, A. Preparation, characterization and molecular
modeling studies of the beta-cyclodextrin inclusion complex with benzoguanamine and its analytical application as chemosensor
for the selective sensing of Ce4+. Spectrochim. Acta A 2018, 200, 212–225. [CrossRef]

35. Arumugam, P.; Samikannu, P.; Fatiha, M.; Rajaram, R. Theoretical Investigation of Inclusion Complexes of 3-Hydroxyflavone and
Quercetin as Guests with Native and Modified β-Cyclodextrins as Hosts. Polycycl. Aromat. Compd. 2023, 43, 141–153.

36. Moorthiraman, M.; Rajaram, R.; Arumugam, A.; Madi, F. Non-Covalent Bonding Interaction between Primaquine as Guest and
2-(Hydroxypropyl)-β-Cyclodextrin as Host. Polycycl. Aromat. Compd. 2022, 42, 1861–1878.

37. Liu, J.; Bao, T.-Y.; Yang, X.-Y.; Zhu, P.-P.; Wu, L.-H.; Sha, J.-Q.; Zhang, L.; Dong, L.-Z.; Cao, X.-L.; Lan, Y.-Q. Controllable
porosity conversion of metal-organic frameworks composed of natural ingredients for drug delivery. Chem. Commun. 2017,
53, 7804–7807. [CrossRef]

https://doi.org/10.1016/j.memsci.2023.121714
https://doi.org/10.1016/j.ccr.2023.215120
https://doi.org/10.1039/b802426j
https://doi.org/10.1021/cs3005874
https://doi.org/10.1039/C9CS00778D
https://doi.org/10.1016/j.ccr.2017.08.015
https://doi.org/10.1039/C7TB02970E
https://doi.org/10.1039/b807080f
https://doi.org/10.1021/acs.accounts.5b00530
https://doi.org/10.1002/smll.201906846
https://doi.org/10.1021/cr200304e
https://doi.org/10.1016/j.inoche.2007.04.024
https://doi.org/10.1039/C7RA09243A
https://doi.org/10.1039/C9CS00871C
https://doi.org/10.1002/anie.201002343
https://doi.org/10.1007/s11164-018-3424-y
https://doi.org/10.1016/j.saa.2018.04.034
https://doi.org/10.1039/C7CC03673F


Biomolecules 2023, 13, 1154 18 of 19

38. Ding, H.; Wu, L.; Guo, T.; Zhang, Z.; Bello, M.G.; Gao, G.; He, S.; Zhang, W.; Chen, Y.; Lin, Y.; et al. CD-MOFs crystal
trans-formation from dense to highly porous form for efficient drug loading. Cryst. Growth Des. 2019, 19, 3888–3894. [CrossRef]

39. Hasmukh, A.P.; Timur, I.; Zhichang, L.; Siva Krishna Mohan, N.; Avik, S.; Ommid, A.; Christos, D.M.; Omar, K.F.; Fraser,
S. Noninvasive Substitution of K+ Sites in Cyclodextrin Metal−Organic Frameworks by Li+ Ions. J. Am. Chem. Soc. 2017,
139, 11020–11023.

40. Li, Y.; Huang, H.; Ding, C.; Zhou, X.; Li, H. β-Cyclodextrin-based metal-organic framework as a carrier for zero-order drug
delivery. Mater. Lett. 2021, 300, 129766. [CrossRef]

41. Liu, C.; Wang, P.; Liu, X.; Yi, X.; Zhou, Z.; Liu, D. Multifunctional β-Cyclodextrin MOF-Derived Porous Carbon as Efficient
Herbicides Adsorbent and Potassium Fertilizer. ACS Sustain. Chem. Eng. 2019, 7, 14479–14489. [CrossRef]

42. Samikannu, P.; Krishnamoorthy, S.; Rajaram, R. Supramolecular assembly between adenocard and native beta-cyclodextrin:
Preparation, characterization and in-vitro cytotoxic evaluation. Spect. Lett. 2018, 51, 496–509.

43. Susumu, K.; Kouki, J.; Akira, O. Thermal decomposition of cyclodextrins (α, β, and γ, and modified β-CyD) and of metal-(β-CyD)
complexes in the solid phase. Thermochim. Acta 1993, 217, 187–198.

44. Rajaram, R.; Chaitany, J.R.; Seong-Cheol, K.; Mani, M.K.; Yong Rok, L. Supramolecular β-Cyclodextrin-Quercetin Based Metal–
Organic Frameworks as an Efficient Antibiofilm and Antifungal Agent. Molecules 2023, 28, 3667.

45. Xiong, Y.; Wu, L.; Guo, T.; Wang, C.; Wu, W.; Tang, Y.; Xiong, T.; Zhou, Y.; Zhu, W.; Zhang, J. Crystal Transformation of β-CD-MOF
Facilitates Loading of Dimercaptosuccinic Acid. AAPS PharmSciTech 2019, 20, 224. [CrossRef] [PubMed]

46. Chen, H.; Shan, Y.; Xu, C.; Bilal, M.; Zhao, P.; Cao, C.; Zhang, H.; Huang, Q.; Cao, L. Multifunc-tional γ-Cyclodextrin-Based
Metal–Organic Frameworks as Avermectins Carriers for Controlled Release and Enhanced Aca-ricidal Activity. ACS Agric. Sci.
Technol. 2023, 3, 190–202. [CrossRef]

47. Qiu, C.; Wang, J.; Zhang, H.; Qin, Y.; Xu, X.; Jin, Z. Novel Approach with Controlled Nucleation and Growth for Green Synthesis
of Size-Controlled Cyclodextrin-Based Metal–Organic Frameworks Based on Short-Chain Starch Nanoparticles. J. Agric. Food
Chem. 2018, 66, 9785–9793. [CrossRef]

48. Li, H.; Zhu, J.; Wang, C.; Qin, W.; Hu, X.; Tong, J.; Yu, L.; Zhang, G.; Ren, X.; Li, Z.; et al. Paeonol loaded cyclodextrin metal-organic
framework particles for treatment of acute lung injury via inhalation. Int. J. Pharm. 2020, 587, 119649. [CrossRef]

49. Hao, P.; Zhu, T.; Su, Q.; Lin, J.; Cui, R.; Cao, X.; Wang, Y.; Pan, A. Electrospun Single Crystalline Fork-Like K2V8O21 as
High-Performance Cathode Materials for Lithium-Ion Batteries. Front. Chem. 2018, 6, 195. [CrossRef]

50. Wang, S.; Shao, G.; Zhao, H.; Yang, L.; Zhu, L.; Liu, H.; Cui, B.; Zhu, D.; Li, J.; He, Y. Covering soy polysaccharides gel on the
surface of β-cyclodextrin-based metal–organic frameworks. J. Mater. Sci. 2021, 56, 3049–3061. [CrossRef]

51. Kim, J.; Lee, J.; Kim, J. In Situ Growth of Cyclodextrin-Based Metal Organic Framework Air Filters for Reusable SO2 Adsorbent
Applications. Macromol. Mater. Eng. 2023, 308, 2200645. [CrossRef]

52. Qu, D.; Zheng, M.; Du, P.; Zhou, Y.; Zhang, L.G.; Li, D.; Tan, H.Q.; Zhao, Z.; Xie, Z.G.; Sun, Z.C. Highly luminescent S, N co-doped
graphene quantum dots with broad visible absorption bands for visible light photocatalysts. Nanoscale 2013, 5, 12272–12277.
[CrossRef] [PubMed]

53. Che, J.; Chen, K.; Song, J.; Tu, Y.; Reymick, O.O.; Chen, X.; Nengguo Tao, N. Fabrication of γ-cyclodextrin-Based met-al-organic
frameworks as a carrier of cinnamaldehyde and its application in fresh-cut cantaloupes. Curr. Res. Food Sci. 2022, 5, 2114–2124.
[CrossRef] [PubMed]

54. Tatyana, V.; Artem, S.; Irina, T. Metal–organic frameworks based on b-cyclodextrin: Design and selective entrapment of
nonsteroidal anti-inflammatory drugs. J. Mater. Sci. 2020, 55, 13193–13205.

55. Kundu, J.; Neumann, O.; Janesko, B.G.; Zhang, D.; Lal, S.; Barhoumi, A.; Scuseria, G.E.; Halas, N.J. Adenine and Adenosine
Monophosphate (AMP)—Gold Binding Interactions Studied by Surface-Enhanced Raman and Infrared Spectroscopies. J. Phys.
Chem. C 2009, 113, 14390–14397. [CrossRef]

56. Carmen, T.; Cristina, M.M.; Ioan, B.; Konstantinos, N.; Volker, D. (Sub)picosecond processes in DNA and RNA constituents: A
Raman spectroscopic assessment. Polym. Bull. 2017, 74, 4087–4100.

57. Lee, S.A.; Anderson, A.; Smith, W.; Griffey, R.H.; Mohan, V. Temperature-dependent Raman and infrared spectra of nucleosides.
Part I—Adenosine. J. Raman Spectrosc. 2000, 31, 891–896. [CrossRef]

58. Magnotti, G.; Kc, U.; Varghese, P.L.; Barlow, R.S. Raman Spectra of Methane, Ethylene, Ethane, Dimethyl Ether, Formaldehyde
and Propane for Combustion Applications. J. Quant. Spectrosc. Radiat. Transf. 2015, 163, 80–101. [CrossRef]

59. Li, H.; Shi, L.; Li, C.; Fu, X.; Huang, Q.; Zhang, B. Metal–Organic Framework Based on α-Cyclodextrin Gives High Ethylene Gas
Adsorption Capacity and Storage Stability. ACS Appl. Mater. Interfaces 2020, 12, 34095–34104. [CrossRef]

60. Morris, J.R.; Ross, H.H.; Roosevelt, T. N6-(∆2-Isopentenyl)adenosine. A Component of the Transfer Ribonucleic Acid of Yeast and
of Mammalian Tissue, Methods of Isolation, and Characterization. Biochemistry 1967, 6, 1837–1848.

61. Hu, X.; Wang, X.; Li, X.; Zhou, W.; Song, W. Antibacterial Electrospun Polyvinyl Alcohol Nanofibers Encapsulating Berberine-
Hydroxypropyl-beta-cyclodextrin inclusion complex. J. Drug Deliv. Sci. Technol. 2021, 64, 102649. [CrossRef]

62. Cao, C.; Zhao, J.; Lu, M.; Garvey, C.J.; Stenzel, M.H. Correlation between Drug Loading Content and Biological Activity: The Complexity
Demonstrated in Paclitaxel-Loaded Glycopolymer Micelle System. Biomacromolecules 2019, 20, 1545–1554. [CrossRef] [PubMed]

63. Rajaram, R.; Chaitany, J.R.; Seong-Cheol, K.; Sekar, A.; Yong Rok, L. Novel microwave synthesis of copper oxide nanoparticles
and appraisal of the antibacterial application. Micromachines 2023, 14, 456.

https://doi.org/10.1021/acs.cgd.9b00319
https://doi.org/10.1016/j.matlet.2021.129766
https://doi.org/10.1021/acssuschemeng.9b01911
https://doi.org/10.1208/s12249-019-1422-z
https://www.ncbi.nlm.nih.gov/pubmed/31214793
https://doi.org/10.1021/acsagscitech.2c00295
https://doi.org/10.1021/acs.jafc.8b03144
https://doi.org/10.1016/j.ijpharm.2020.119649
https://doi.org/10.3389/fchem.2018.00195
https://doi.org/10.1007/s10853-020-05491-9
https://doi.org/10.1002/mame.202200645
https://doi.org/10.1039/c3nr04402e
https://www.ncbi.nlm.nih.gov/pubmed/24150696
https://doi.org/10.1016/j.crfs.2022.10.025
https://www.ncbi.nlm.nih.gov/pubmed/36387598
https://doi.org/10.1021/jp903126f
https://doi.org/10.1002/1097-4555(200010)31:10&lt;891::AID-JRS606&gt;3.0.CO;2-2
https://doi.org/10.1016/j.jqsrt.2015.04.018
https://doi.org/10.1021/acsami.0c08594
https://doi.org/10.1016/j.jddst.2021.102649
https://doi.org/10.1021/acs.biomac.8b01707
https://www.ncbi.nlm.nih.gov/pubmed/30768256


Biomolecules 2023, 13, 1154 19 of 19

64. Chen, J.; Zhang, Z.; Ma, J.; Nezamzadeh-Ejhieh, A.; Lu, C.; Pan, Y.; Liu, J.Q.; Bai, Z. Current status and prospects of MOFs in
controlled delivery of Pt anticancer drugs. Dalton Trans. 2023, 52, 6226. [CrossRef] [PubMed]

65. Feitelson, M.A.; Arzumanyan, A.; Kulathinal, R.J.; Blain, S.W.; Holcombe, R.F.; Mahajna, J.; Marino, M.; Martinez-Chantar, M.L.;
Nawroth, R.; Sanchez-Garcia, I.; et al. Sustained Proliferation in Cancer: Mechanisms and Novel Therapeutic Targets. Semin.
Cancer Biol. 2015, 35, S25–S54. [CrossRef] [PubMed]

66. Yang, B.; Chen, Y.; Shi, J. Tumor-specific chemotherapy by nanomedicine-enabled differential stress sensitization. Angew. Chem.
Int. Ed. Engl. 2020, 59, 9693–9701. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1039/D3DT00413A
https://www.ncbi.nlm.nih.gov/pubmed/37070759
https://doi.org/10.1016/j.semcancer.2015.02.006
https://www.ncbi.nlm.nih.gov/pubmed/25892662
https://doi.org/10.1002/anie.202002306

	Introduction 
	Materials and Methods 
	Materials 
	Synthesis of -CD-K MOFs 
	ADN Loading to -CD-K MOFs (ADN:-CD-K MOFs) 
	Details of Quantum Mechanical Calculations 
	In-Vitro Release Profile of ADN from MOFs 
	In-Vitro Cytotoxic Assay 
	Characterization of ADN:-CD-K MOFs 

	Results and Discussion 
	Examination of the Interaction of ADN and -CD-K MOFs in the Virtual State 
	Energetically Favorable Orientation via Single-Point Energy Computation 
	E between HOMO and LUMO of Frontier Molecular Orbitals of ICs 

	Spectral Analysis of ADN:-CD-K MOFs 
	XRD Pattern Analysis 
	DSC Analysis 
	FE-SEM Analysis 
	AFM Analysis 
	XPS Analysis 
	FT-IR Spectral Interpretation 
	Raman Spectral Interpretation 
	1H NMR Spectral Interpretation 

	In Vitro Release Profile of ADN from ADN:-CD-K MOFs 
	In Vitro Cytotoxicity on Cell Lines 

	Conclusions 
	References

