
Figure S1. Principal component analysis (PCA) depicting the comparison between nsCPO and 

controls. The PCA plot showing the first two components based on common HapMap SNPs 

depicts two separated clusters, one including all Italians samples and one for Iranians samples 

as well due different geographic ancestry. Instead, no ancestral differences are detected in 

Italian nsCPO and controls. 

 

 

 


