
Table S1. Primers used for sequencing D. melanogaster JHEH 1 cDNA 

Primers      Primer sequence (5’-3’)            Position        Amplicon (nt)    tm (C0) 

DB575 (F) ATGGGTGTCACTGTTAAAATTCT                                                           62    

DB577 (R) GTGGAGGAAGTGTGTGCGTAACC     1-432   432       70 

DB576 (F) CTGTGGCGCGAACGCGAGGTG                                                            77 

DB579 (R) CACAAACAAACTGGGCCAAAATT  349-864   515                    65 

DB578 (F) TCGAACATGTGCAACAATTTGAG                                                          64 

DB580 (R)  CTTCGTGAGTCCTCCATCTGGCA  787-1080   293                       71 

DB582 (R) GGGAACCCGCTCCAGGTGCAGGT  787-1212   425                       79 

DB581 (F) GCCCTGCTGGACAACCTGATGAT                                                                72 

DB583 (R) CTACAGAGTCTTAATTTTAAACT 1096-1411   315                       54 

3’ RACE 

DB577 (R)  GTGGAGGAAGTGTGTGCGTAACC                                                               70    

DB265 (F) GAGTCGGATCGACATCGT(T)17 (-)20a-432  452                        67 

5’ RACE 

DB581 (F) GCCCTGCTGGACAACCTGATGAT                                                               72 

DB265 (R) GAGTCGGATCGACATCGT(T)17                1096-1470 374                        67 

Northern Blot Probe 

DB578   As shown above 

aJHEH 1 sequence (-1) to (-20) is found in supplementary materials (Figure S2). All the listed primers and 
directions are found in Figure 1 a. F=forward direction, R=reverse direction. 

 

 

 

 

 

 

 

 

 

 



Table S2 Primers used for sequencing D. melanogaster JHEH 2 cDNA 

Primers      Primer sequence (5’-3’)                 Position      Amplicon (nt)   tm (C0) 

DB584 (F)        ATGGCGAACATCTGGCCACGAAT                                                                             72    

DB586 (R)        GCTTGGCTTGGCATGAATAAAAT        1-432    432      64 

DB638 (F)        GTCGGAGCTCTGACCATCCTGGTG                                      74                                                   

DB586 (R)        GCTTGGCTTGGCATGAATAAAAT       28-432               404                       64 

DB585 (F)        CCGGAGGAGTACCTCAAGAAGCT                                                                            70 

DB588 (R)        CGCATACTCGCTGTCCACAAACC     349-864               515                       71 

DB587 (F)        AATAACACCCCTATGGGTCAGTT                                                                              65  

DB590 (R)       GCCAGCCTTGGCCTTGATGGGCA      787-1215               315                       78        

DB589 (F)       GTGATGATCTATTATGTGACCAA                                                                                59 

DB 591 (R)      TTATGAGAAATTGGCTTTCTAGA           1096-1388               292                  58 

3’ RACE 

DB265 (F)      GAGTCGGATCGACATCGT(T)17                       67 

DB586 (R)      GCTTGGCTTGGCATGAATAAAAT            (-)30b-462               492                    64 

5’ RACE 

DB653 (F)     TCCATTACCACCTCCATGCGTCTGTAT    1119-1532               413       71 

DB654 (F)    TCCGAATCAATGGTTGCCTCGCA             1146-1532         386         72                            

DB265 (R)    GAGTCGGATCGACATCGT(T)17                                         67 

Northern Blot Probe 

DB587            As shown above 

bJHEH 2 sequence (-1) to (-30) is found in supplementary materials (Figure S3). All the listed primers and 
directions are found in Figure 1 b. F=forward direction, R=reverse direction. 

 

 

 

 

 

 

 

 



Table S3. Primers used for sequencing D. melanogaster JHEH 3 cDNA 

Primers      Primer sequence (5’-3’)                    Position            Amplicon (nt)   tm (C0) 

DB592 (F) ATGAAGTGCCTGATAGTGTTTGG                                                                    65 

DB594 (R) TACCTTTTCGTGAATATAGTGAA          1-432      432        58 

DB593 (F) GAGCGCCAGGAGCTGTTCAACTC                                    73                                    

DB596 (R) AAAGAATCTGGACGGCAAGTACT      349-864                  515        66 

DB595 (F) CTGCACACGCCACTGGCCATTCT                                                                              75   

DB598 (R) CATGGGAACCGGGGACTGCACAC    787-1212                  425        75  

DB597 (F)          CTGATGGTCTACTATCTGACGAA                        63 

DB599 (R) TTATTTTCTCTTCTCGCCGTGTA 1096-1404                  308                    63 

3’ RACE 

DB265 (F) GAGTCGGATCGACATCGT(T)17            67 

DB594 (R)  TACCTTTTCGTGAATATAGTGAA        (-)10c-432                  442                      58  

5’ RACE 

DB597 (F)        CTGATGGTCTACTATCTGACGAA  1096-1441                  345                      63 

DB651 (F)       TCGGCCACGACGGCGGCTCGTTTT 1119-1441                          322                    81 

DB652 (F)       TACCTGGAGAACGTGTCCAAGACG       1143-1441                          298                     71            

DB 265 (R) GAGTCGGATCGACATCGT(T)17                             67 

Northern Blot Probe 

DB595   As shown above 

cJHEH 3 sequence (-1) to (-10) is found in supplementary materials (Figure S4). All the listed primers and 
directions are found in Figure 1 c. F=forward direction, R=reverse direction. 

 

 

 

 



 

Figure S1. Plasmid pCaSpeR-AUG-bgal with unique cloning sites of EcoRI, BamHI and KpnI at the 

multiple cloning site denoted by arrows behind AUG start signal allowing to test promoter 

transcriptional activity by cloning at the multiple cloning site behind lacZ reporter gene.  The plasmid is 

designed for p-element transformation of  D. melanogaster. 

 

 



Table S4. Primers used for testing D. melanogaster JHEH 1 promoter 

Primers         Primer sequence (5’-3’)                                         Amplicon (nt)  tm (C0) 

DB737 (F) CCAAGAATTCTTGTTTATCATTAGTTATAGAAGTCC         64                                    

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   846                      75  

DB792 (F) CCAAGAATTCTCATAAGTATATGTACATATATGAT                                                61 

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   646    75 

DB795 (F) CCAAGAATTCTGTTCAGTCTACCCCAGTGTAGTTC                                          72   

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   446                      75 

DB817 (F)   CCAAGAATTCCTCCGGTCTTTACCCG                                                                  71 

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   305                      75 

DB828 (F) CCAAGAATTCAATAAACAAACAAGCCGATT                                                          66 

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   245                      75 

DB847 (F) CCAAGAATTCAATAAACAAA CAAGCCGATT                                                         66 

DB738 (R) AATTGGATCCCTGTTCCTATCAGGCGGTTCC   146                      75 

All forward primers (F) have an underlined EcoRI cleavage site and all reverse primers (R) have an 
underlined BamHI cleavage site for cloning the different JHEH 1 promoter amplicons into pCasperR-
AUG-bgal. Full sequence of JHEH 1 promoter is found in supplementary material (Figure S2). F=forward 
direction, R=reverse direction. 

 

 

 

 

 



 

 

 

Figure S2. Jheh1 promoter’s sequence (845 bp). Horizontal arrows (pointing right) show 
the forwards primers and horizontal arrow (pointing left) show the back primer that 
were used to amplify by PCR promoter’s segments that were cloned into pCaSpeR-
AUG-bgal and tested  for transcriptional activity. 

 

 



Table S5. Primers used for testing D. melanogaster JHEH 2 promoter 

Primers         Primer sequence (5’-3’)                                         Amplicon (nt)  tm (C0) 

DB787 (F) CCAAGAATTCCATTTCAGTACCAGGGGTCATAC         71                                       

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 1325                    65       

DB793 (F) CCAAGAATTCAATTTGCACAAACTTTGGTAAGGTC                                              70     

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC  850    65 

DB796 (F) CCAAGAATTCCTTTTCGACTACCTTCTGCATAGA         70 

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 585                      65  

DB808 (F)   CCAAGAATTCTTGACCACCTCTGTATATATTAAGG            67                                        

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 455                      65 

DB848 (F) CCAAGAATTCGCCAAAAGCTCGCCGAAATT                                 73                             

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATA TATTC 245                      65  

DB860 (F) CCAAGAATTCAGCTTTTGTTTGCCGGTAGC         72                                                    

DB740 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 146                      65 

All forward primers (F) have an underlined EcoRI cleavage site and all backward primers (B) have an 
underlined BamHI cleavage site for cloning the different JHEH 2 promoter amplicons into pCasperR-
AUG-bgal. Full sequence of JHEH 2 promoter is found in supplementary material (Figure S3). F=forward 
direction, R=reverse direction. 

 

 

 

 



 



Figure S3. Jheh2 promoter’s partial sequence (1325 bp). Horizontal arrows (pointing right) show the 
forwards primers and horizontal arrow (pointing left) show the back primer that were used to amplify by 
PCR promoter’s segments that were cloned into pCaSpeR-AUG-bgal and tested for transcriptional 
activity. 

 

Table S6. Primers used for testing D. melanogaster JHEH 3 promoter 

Primers         Primer sequence (5’-3’)                                         Amplicon (nt)  tm (C0) 

DB786 (F) GCAAAGGATCCCGTTTCCCATCATTGTTTCTGCCA        76                                       

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 1562          65              

DB794 (F)  GCAAAGGATCCGTGGCAGAAGGGCTGAGATTTATGA               77                         

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC  852      65 

DB797 (F) GCAAAGGATCCGCAATGCACCTTGGGGCTAAGTCTA                                          79            

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 627                       65    

DB809 (F)  GCAAAGGATCCGTATAAAAGTATTATAAAGTAC                                                    63 

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 452                       65 

DB829 (F) GCAAAGGATCCGACCATTATAACCAAGATCA           70                                      

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATA TATTC 332                       65 

DB849 (F) GCAAAGGATCCGGCGACAGCGAATTTCGATA            76                                              

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 212                       65 

DB861 (F) GCAAAGGATCCTTTATTCCGAATTCGGGTTA                    70 

DB742 (R) AATTGGATCCTGTGTGTTTATGCTATATTCTTTATATATTC 112     65 

All forward primers (F) have an underlined BamHI cleavage site and all the backward primers (B) have 
an underlined KpnI cleavage site for cloning the different JHEH 3 promoter amplicons into pCasperR-
AUG-bgal. Full sequence of JHEH 3 promoter is found in supplementary material (Figure S4). F=forward 
direction, R=reverse direction. 

 



 



Figure S4. Jheh3 promoter’s sequence (1562 bp). Horizontal arrows (pointing right) 
show the forwards primers and horizontal arrow (pointing left) show the back primer 
that were used to amplify by PCR promoter’s segments that were cloned into pCaSpeR-
AUG-bgal and tested for transcriptional activity. 

 
Figure S5. Effect of farnesoic acid 1 mM on transcriptional activity of transformed D.Mel2 cells with 

different length jheh3 promoter constructs (yellow bars). Controls were treated with hexane (magenta bars). 

Non transformed cells (NT), cells transformed with empty plasmid (E). See Figure 7 for promoter’s 

sequence lengths. 


