Table S1. Dysregulation of DNMTSs/TET in different types of cancer

Protein Cancers with Dysregulated DNMTs/TETs References
Acute myeloid leukemia [1]
Breast cancer [2-4]
Colorectal cancer [5,6]
Gastric cancer [7]

DNMTI Lung cancer [8,9]
Pancreatic cancer [10]
Pituitary adenoma [11]
Thyroid_cancer [12]
Colorectal cancer [6]

DNMT2 Stomach cancer [6]
Acute myeloid leukemia [13,14]

DNMT3A Pituitary adenoma [11]
Vulvar squamous cell carcinoma [15]
Bladder cancer [16]
Breast cancer [4,17]

DNMT3B Hepatocellular carcinoma [18]
Lung cancer [19]
Ovarian cancer [20]
Stomach cancer [6]
Acute myeloid leukemia [21]
Bladder cancer [22]
Chronic lymphocytic leukemia [23]

TETs Colorectal carcinomas [24,25]
Endometrioid carcinoma [26]
Lung cancer [27-29]
Skin cancer [27]
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