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Figure S1. Protein sequence translation and alignments of genes A) Rv0934 and B) Rv1886¢c from

strains M. microti and M. tuberculosis used in this study.
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Figure S2. Differential expression and glycosylation of proteins from wild-type and
recombinant M. microti strains. A) Mannose lectin blot, B) Sialic acid lectin blot.
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Figure S3. Two-dimensional fluorescence difference gel electrophoresis with labelled proteins from
the cell extract of A) M. microti vs. M. microti-PstS-1, B) M. microti vs. M. microti-AG85B and C) M.
microti-PstS-1 vs. M. microti-Ag85B.



