
Supplementary Dataset S1 
Gene expression changes, statistical analysis and fold 

change volcano plots for all time points assessed 
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GeneSpring analysis of gene expression from a time course analysis 
of Arabidopsis thaliana seedlings exposed to GMF (control) and 

NNMF. 
Specification Time-course point 

10 min 1 h 2 h 4 h 24 h 48 h 96 h 

Number of Biological replicates 
retained in the analysis (total 
number) 

10 (12) 7 (8) 8 (8) 8 (8) 7 (8) 8 (8) 6 (8) 

Number of genes satisfying a 
corrected P-value cut-off of 0.05 (% 
out of 37538 genes) 

10,811 

(29%) 

10,321 

(27%) 

10,876 

(29%) 

11,135 

(30%) 

7,984 

(21%) 

10,963 

(29%) 

8,124 

(22%) 

Number of genes with FC > 2 
and P < 0.05 (% out of satisfying 
genes) 

3,591 

(33%) 

6,653 

(64%) 

6,248 

(57%) 

2,018 

(18%) 

4,104 

(51%) 

6,522 

(59%) 

5,662 

(70%) 

Number of genes with FC > 3 
and P < 0.05 

136 25 19 16 11 48 43 
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