Golgin-45

Homo sapiens:

>sp|Q9H2GY|GO45_HUMAN Golgin-45 OS=Homo sapiens OX=9606 GN=BLZF1 PE=1 SV=2
MTTKNLETKVTVTSSP 1 REMGDEMETEE PPKSVEVTSGVQSRKHHS LQSPWKKAVPSESP
GVLQLGKMLTEKAMEVKAVRILVPKAAITHDI PNKNTKVKSLGHHKGEFLGQSEGVIEPN
KELSEVKNVLEKLKNSERRLLQDKEGLSNQLRVQTEVNRELKKLLVASVGDDLQYHFERL
AREKNQLILENEALGRNTAQLSEQLERMS IQCDVWRSKFLASRVMADELTNSRAALORQN
RDAHGATIQDLLSEREQFRQEMIATQKLLEELLVSLQWGREQTYSPSVQPHSTAELALTNH
KLAKAVNSHLLGNVGINNQKKIPSTVEFCSTPAEKMAETVLRILDPVTCKESSPDNPFFE
SSPTTLLATKKNIGRFHPYTRYENITFNCCNHCRGELIAL

Pongo abelii:

>NP_001126836.1 golgin-45 [Pongo abelii]
MTTKNLETKVTVTSSP I RGAGDGME TEE PPKSVE I TSGVQSRKHHSLOS PWKKAVPSESPGVLOLGKMLT
EKAMEVKAVRILVPKAAITHDIPNKNTKVKSLGHHKGEFLGQSEGVIEPNKELSEVKNVLEKLKNSERRL
LODKEGLSNQLRVQTEVNRELKKLLVASVGDDLOYHFERLAREKNQLI LENEALGRNTAQLSEQLERMS T
QCDVWRSKFLASRVMADELTNSRAVLORONRDAHGAIQDLLSEREQFRQEMIATQKLLEELLVSLOWGRE
QTYSPSVQPHSTAELALTNHKLAKAVNSHLLGNVGINNQKKIPSTVEFCSTPAEKMAETVLRILDPVTCT
ESSPDDPFFESSPTTLLATKKNIGRFHPYTRYENITFNCCNHCQGELIAL

Mus musculus:

>NP_001153680.1 golgin-45 isoform b [Mus musculus]
MEKMTTLKSSENKGILTSTP I RGBGDGME TEE PPKSVEVTHGVQPINQHVLPSPRKKVSSDSPGVLOLGK
ILNERTVEVEAVRIFVPKAAITHDIPTKNTKVKS LGHHREELHNQAEVVTDPRKELSEVKKVLEKLKNSE
RRLLODKEGLSNQLRVQTE INRELKKLLVASVGDDPQYHFERLAREKNOLILENEALGRNTAQLSEQLER
MSIQCDVWRSKFLASRVMADELTNFRVVLORONRDAQSAIQDLLSEREQFROEMTSTOKFLEELLVSLOW
GREQTYSPNTQPHSTADLALTNHGLAQATHAHLLGNVGISHOKKIPTTVEFCSTPAEKMAEKVLRILDPY
ACTESSPDNQFAESSPTTLLTTKKNIGRFHPYTRYENITFNCCNHCQGELIAL

Gallus gallus:

>XP_004938283.1 golgin-45 [Gallus gallus]
MTSLEKVDYASSPIRGBEDEMETEQMGESLEVSAGASATNHOVRHS POKKAVSSLS PGVLQLGOIHADKS
VEVEAVRILVPKAAITHVVATKNAKVAKSAGHKGDAFHQSDGTADPKKEQTELKNATEKLKNSEKRLLQD
KEGLSNQLRIQTEVNRELKKLLVASVGDDLQYHFERMAREKNQLILENEVLGRNLSQLSEQLERMSIQCD
VWRSKFLASRVMADELTNTRAILQRQTRDAQTAIQDLLNERDQFRQEMIHTQKLLEELMVSLQWGRQQTY
YPSAQPYTTTELASVNCKLAKAVSSHLLGNVGTSSPKKTSTAVEFCNTPAEKMAERVLRVLDPAARTETS
TEASFSETSPSSFLSTKKNIGRFHPYTRYEDITFNCCDHCQGELIAL

Xenopus laevis:

>NP_001088348.2 Golgin-45 [Xenopus laevis]
MAATMETLKTLATSTPLRGEGDGMETEAPLKSEVNS PHTKATOS PRKKSTVS PSLSPGVLOLGKMOSDKA
VEIEAIRILIPKAAITHTATTKNSKHLESNGHSSTELAESVTDPWKOLSELKSTLEKLKNSERRLLQDKE
GLANQLKVQTEVNRELKKLLVASVGDDLOYHFERMAREKNQLILENEVLSONTAQLSEQLERMSIQCDVI
RSKFLASRVMADELTNIRTNLORONRDAQSALQODLLSEREQFRHEMSETQKTLEALLVSLOWGRQKTYAP
IPQPHTTTELIAANLKLAKSIQSHLIGNTGSDHOKPAAKPIEYCSTPAENMAETVLKALDPVSCTDNSSD
ISLSDSSPFLLAKKNIGRFEPYTRYENITFNCCNOCRGELIAV

Salmo salar:

>XP_014008079.1 PREDICTED: golgin-45-like [Salmo salar]
MSTAAVADRGSVHPVREPGDGMETDEPPVAKE I GVVDTPLFSVPLLKVAS PKQSPKTTHPSPASLQHSPH
STPQQSPRASPRDIASAPQLPGVLHLGKVPREACVVVEAVRIVVPRAATSRSGGHMGPAEEKGEAWAGQO
MEERPPSPSLPLEDLRGAMEKLONSERRLLODKEGLLNQLHVQTEVNRELKKLLVASVGDDLOYHFERLA
REKNQMILDNEALGRSLASTAEQLERMS IQCDVWRTKFLASRVMAEELTNARVSLQHOTREAQSATTDLL
SERDEFSRDMMLTHRSLEQLLVSLOWGRQQTYYPSAQPLSTGELSLANHKLAEATNSRLLGKVGPVGSSS
GAGLRKGRQASELPNTSHTPAEKMAEKVLKILDPISCSDNEEKISPLSISDSSPSAFLTNKKSIGRFHPY
TRYENITFNCCERCSGDILVL

Petromyzon marinus:

>XP_032834970.1 golgin-45 [Petromyzon marinus]
MATTLTRDGTGWPQAVSREGPADGME Y TADGAGGGDPAKRPAGSSSSPPLPVRSVOPAPRSSWQHRPPAKP
APQHHHLPHQPRPLSPAAAAAATPLPHRPOOQQQQQPVPVLAGGQVELTVVQIQVPKEATLHHSARSLPA
LELGVKPDSLEAGGSARARARAARAVTAALRQEVKELKVEVKRLEESERRLMDDKESVVSQLRSQTEVNRE
LKKLLVASVGDDLQFHFERAVRERGRLOAEAQELSRSLASASEQLERIGIQCDVWRSKFLASRVMSEEVA
GARVHALRLFREAQSAVHDLFSERTQLCVDLODTHRLLEELVLALOWGRQPTYSLGTRRAHNSLELAEAC
TTLASLLTQRLL VKSSPPP. GGG GGG VARQPPAQL
CSTAAERMAQQVLRMTEVRMTDPMLVDDAAGGAAGRLLTSKPSPGRFHPYTRYEHITFTCCSRCTGDIVY
v

Branchiostoma belcheri:

>XP_019628762.1 PREDICTED: golgin-45-like [Branchiostoma belcheri]
MESAPFAFVKPQAHSSQOSKKTTREHGGEGRDS TLNAMRRSOLSRTRSETRIFGOVOGFOKPKLNDVPLSS
AKITQFKAMEERGSSDLQYQFERMAREKAQLSVDHDNLVQOYADLSEEVERLS IQCDVWRSKFLGSRTOV
SOLIDLRNAIYQOFGKAQAAIDNVMKERAPTRKEMVETYRLLDOLVKALRWGKPOPLQOAANPRNMKELY
OANHRLVSAVSAQLLGNIKPMNSANQETVESGIGLTNAEAAATQVLNMNFDLOLLS PESAAPVGKMSGRE
HPQHKYEEITVNCCNKCKGEIKVV

Drosophila melanogaster:

>NP_649889.1 uncharacterized protein Dmel CG9356, isoform A [Drosophila melanogaster]
MEANESAMPGTDKSQACRESEDEMEQ PENSGAAKTESE I PASADVDNKVKRPQLSRKDS SVVQEAVMGRK
TSTSSGHSSNLPLPGLHTLYRRPENVTRSLAPVVPKGELVQMRPRLVTSADSLPEHKKTKAPKFVPYEPY
PGAVNPMISEPTNKHKIHRDKNNLDIAVLVDQVSTLRTQELETETTDIKETDTASSHEVNSLKEELAKMR
DERNYFQAQYKFOTOVNSELKSLLVASVGEDLOTRVNLLTEDKLQLARALLDTANNLTTHTEQIEFLAGO
CEVWRSKFLASSVMVEELARWKADLTOKNQLLNESTKOLLHATHQIRE IQLDMLKQLKFLAKIRFLNLPA
TDVISLSAENLNILQRMVLHTGVGIPEETLKLSSASTSPLCEAEKYAVRALEFISQPLMATDEAIRALFD

OAQRPHYVQS PASEVTPACDNQOLDKMQ



Hydra wvulgaris:

>XP_002164131.1 PREDICTED: golgin-45-like [Hydra vulgaris
MEPSILKISRFALNLNQDE I TKERBBGDGMESVASKNVLPKDEFSNIEKIKLFKSPPNFQLNQOEQATRP
HNPDEDLIKYLSSTRPHIPDQELLESLQSKVKFLQEYNEKLIDEKLKVSHQLATQTQINNELKNLLVAST
GDDLETRYEKMILNRIQSDLELKRLINLVEEYQEEKQQAY IQVDVWRSKFLASRVMNEELTQWKSALY YK
YRDSHTALQSLLEEHSKIRVLNDATRIGLIKIAELLNSKDASLDSEMRLTLVDTAFINHDLVESLIEIIE
ESSWAEKPNEIKQNIFFKQFKNHLKEIYVLPSELSTAEQLAHEIVTNTGIQTEELVRMRRDYLAHNRISH
FLSTNYHVTYNCCNSCKGRIIHL

Nematostella vectensis:

>XP_001635606.1 golgin-45 [Nematostella vectensis

MNSLEPHALKMERI PKPGSDIVDY SKVPRESGDEMEH SGAALEPTDTRKPHALKQKPQTHF SFGHVELML
ESDTEEKEEGTKNTENDTIRKHPKKATKSTPVLNQI IERTSVDSSKTQGNDTHIFIKEEPKOETLQSSAS
TLCDKPTGSSTEELKKLQSKVEELEEQTSRLTDEKTKLTIQLGIQTEVNSDLKKLLVASMEEELENRMEA
LAHRNAQLRVEVEHWQTLCDEYAEESDRLATDCDVWRTKFMASRMMSDOLTCHWKTTLY TRYROALAALQR
MLDERDELKHYLVHTTRLLESLDYVVKCSGGSFSDTLMDRHPIQGQSILEMATITSCLAQDVTAQVQGFT
PSGSLPTHALLLNEEKEPALDSTPAEKMALOLLTSSIELQSDDVPSVDSSVLRRMGKQY IGNSYHSRLMT
NSFRVTYDCCDRCTGPVHVV

Amphimedon queenslandica:

>XP_019850840.1 PREDICTED: golgin-45-like [Amphimedon queenslandical
MESCRRRKQALKEKYLKKAQDLISKKKYEKYKVTDVSWSDPLITSTPLITRTRSTLPSSLRLSPHRDITE
LERMIEDQNKAMKELKRLLLASVGGEMGTETETLIRDKVTLESKLNHS I TELMEMNEE IEGLT IECDVIK
CKVLASRLLIDELREWKGNHYHLSVNTLQTLLDERDQLMNHIKATHQLVNNISRKLMSTSSTANSTASGI
KIATVTPVOLOPTHQGCNVLELAKNTSVAVOMISDKISARHEATPMPSLLSLNTSLTEGEKLAHKLLY PV
PKETTPTSRGLPHLSFSEKTLMEQRKHQQARTLPWTDDRHDGNNDIANNNSYYFCNKCNGRAIMI I
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