Arpin

Homo sapiens:

>NP_872422.1 arpin isoform 1 [Homo sapiens]

MSRIYHDGALRNKAVQSVRLPGAWDPAAHQGGNGVLLEGELIDVSRHSILDTHGRKERYYVLYIRPSHIH
RRKFDAKGNEIEPNFSATRKVNTGFLMSSYKVEAKGDTDRLTPEALKGLVNKPELLALTESLTPDHTVAF
WMPESEMEVMELELGAGVRLKTRGDGPFLDSLAKLEAGTVTKCNFTGDGKTGASWTDNIMAQKCSKGARAA

EIREGGDGAEDEEWDD

Pongo abelii:

>XP_024088103.1 arpin isoform X2 [Pongo abelii]
MSRIYHDGALRNKAVQSVRLPGAWDPAAHQGGNGVLLEGELIDVSRHSILDAHGRKERYYVLYILPSHVH
RRKFDAKGNEIEPNFSATRRVNTGFLMSSYKVEAKGDTDRLTPEALKGLVNKPELLALTESLTPDHTVAF
WMPESEMEAMELELGAGVRLKTRGDGPFLDSLAKLEAGTVTKCNFAGDGKTGASWTDNIMAQKCSEGARAA
EIREGGDEAEDEEWDD

Mus musculus:

>NP_081696.1 arpin [Mus musculus]
MSRIYQDSALRNKAVQSARLPGTWDPATHQGGNGILLEGELVDVSRHSILDAHGRKERYYVLYIQPSCIH
RRKFDPKGNEIEPNFSATRKVNTGFLMSSYKVEAKGDTDRLTLEALKSLVNKPQLLELTESLTPDQAVAF
WMPESEMEVMELELGTGVRLKTRGDGPFIDSLAKLELGTVTKCNFAGDGKTGASWTDNIMAQKSSERNTA
EIREQEDEAEDEEWDD

Gallus gallus:

Not found

Xenopus laevis:

>NP_001087754.1 arpin [Xenopus laevis
MSRIYQHTALONKPVHDERFDGSWEPGAFQRGTGVLLEGTLLDFSRHAVTDSKGKKERWYILYLRPSKIH
RRHFDSKGNEIEPNFSDTKKVNTGFLMSSYKVEAKGESDRISLEELNRLVNKVNLMKISEKHTPRETVAF
WLPEADMEKTELELGEQLRVKTMGDGPFLFSLAKVDSGTVTKCNFAGDAQAGASWTDNIMERKSQNTSAP
SEPRGQGDGAEDDEWDD

Salmo salar:

>XP_013979611.1 arpin isoform X3 [Salmo salar]
MSRIYNNTSLONKPVHNEKIEHAWAPSSYQSGLGVILEGKLVDVSRHVITDVNNQKDRFYVLYIKPSRIH
RRKFDAKGMEIEPNFSDTKKVNTGYLMSSFKVEAKGETDCLTEVQLENLVTKEDLVKVTGKHCLSGTYAF
WYPEGEMSKTELETGQDIRLKTKGDGPFIFSLAKVDGGTVTKCNFAGDKEAGASWTDKIMSNKSDASSAT
KSEGHGEGADEEEWDD

Petromyzon marinus:

>XP_032824636.1 arpin [Petromyzon marinus]
MSRIYDNKKLEARPLHSETWPRPWEPSAFEQGSGVLLEGILGEISRHVILDSAGAKHRYSVLHVRPERAH
RRCWDTGGRELEPNFSETRLVSTGHLFSSYKCEAKGETDRLSESELRRAVAQAKLDSVVGRHGPQGTLPF
WVAEDDVKKTELELGDRIRIKTRGDSPEFVFSLARVDAGTVTRCNFAGDAAAGASWTDKILGVKSGLDAPP
PGASGDGEGAADDEWD

Branchiostoma belcheri:

>XP_019625759.1 PREDICTED: arpin-like isoform X1 [Branchiostoma belcheri]
MLYSTVGRTASGINFRCRAEEGEEEQONTDRPEPKHTEKTEQQPTIAIMSRLYDNQPLMSIPVQTHQLTT
VWNPSNYQKGAGVLVEGRIEGRSRHVIIDPSQTKFRYCVLHVHPTQAHRRKFDAAGKEVEPNFSDTWKVN
TGYLHSSYKVEARGQTDRLTTEELEAVVMSAELDHLTQQVKRHGCLSFWVQEEELAGMELNTGDNVRLKT
RGDGLFIYNVAQLDGATSQVSNFAGGNMVGASWTEKVMAVKRDQQEQRDEENQGVDEDEWDD

Drosophila melanogaster:

Not found

Hydra wvulgaris:

Not found

Nematostella vectensis:

Not found

Amphimedon queenslandica:

>XP_019858664.1 PREDICTED: arpin-like [Amphimedon queenslandica]
MSRMHMIYDDTLLQQEGVKVSKWKSEWNSSQLOSGRGILLEGVFHKKTRHIIQDTSNKKYRFCVFHIEFD
GACQRKFDAEGKEIEPNFGQTAKVKTGYLNSSYKTVAKGTPDTLSYAEVCERVHSDLVGFETASHSQSIC
FWGENESYDHVECSPGQRIRLKTRGDSLLIESFTKLDSDQRAHSSNYTGGEKTGQSWTDKVLGHKSTDEP
SQGTGGGGGGEVDDDEWVRIFLSYVLVHCELHLLLF
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MSRMHMIYDDTLLQQ
MLYSTVGRTASGINFRCRAEEGEEEQONTDRPEPKHTEKTEQQPTIAIMSRLYDNQPLMS
MSRIYDNKKLEA
MSRIYNNTSLON
MSRIYQHTALQON
MSRIYHDGALRN
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MSRIYQDSALRN

* kL

EGVKVSKWKSEWNSSQLQOSGRGILLEGVFHKKTRHIIQDTSNKKYRFCVFHIEFDGACQR
IPVQTHQLTTVWNPSNYQKGAGVLVEGRIEGRSRHVIIDPSQTKFRYCVLHVHPTQAHRR
RPLHSETWPRPWEPSAFEQGSGVLLEGILGEISRHVILDSAGAKHRYSVLHVRPERAHRR
KPVHNEKIEHAWAPSSYQSGLGVILEGKLVDVSRHVITDVNNQKDRFYVLYIKPSRIHRR
KPVHDERFDGSWEPGAFQRGTGVLLEGTLLDFSRHAVTDSKGKKERWYILYLRPSKIHRR
KAVQSVRLPGAWDPAAHQGGNGVLLEGELIDVSRHSILDTHGRKERYYVLYIRPSHIHRR
KAVQSVRLPGAWDPAAHQGGNGVLLEGELIDVSRHSILDAHGRKERYYVLYILPSHVHRR

KAVQSARLPGTWDPATHQGGNGILLEGELVDVSRHSILDAHGRKERYYVLYIQPSCIHRR
Dok kppakx PR * ke

KFDAEGKEIEPNFGQTAKVKTGYLNSSYKTVAKGTPDTLSYAEVCERVHSDLVGFE--TA
KFDAAGKEVEPNFSDTWKVNTGYLHSSYKVEARGQTDRLTTEELEAVVMSAELDHLTQQV
CWDTGGRELEPNFSETRLVSTGHLFSSYKCEAKGETDRLSESELRRAVAQAKLDSVVGRH
KFDAKGMEIEPNFSDTKKVNTGYLMSSFKVEAKGETDCLTEVQLENLVTKEDLVKVTGKH
HFDSKGNEIEPNFSDTKKVNTGFLMSSYKVEAKGESDRISLEELNRLVNKVNLMKISEKH
KFDAKGNEIEPNFSATRKVNTGFLMSSYKVEAKGDTDRLTPEALKGLVNKPELLALTESL
KFDAKGNEIEPNFSATRRVNTGFLMSSYKVEAKGDTDRLTPEALKGLVNKPELLALTESL
KFDPKGNEIEPNFSATRKVNTGFLMSSYKVEAKGDTDRLTLEALKSLVNKPQLLELTESL
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SHSQSICFWGENESYDHVECSPGQRIRLKTRGDSLLIESFTKLDSDQRAHSSNYTGGEKT
KRHGCLSFWVQEEELAGMELNTGDNVRLKTRGDGLFIYNVAQLDGAT-SQVSNFAGGNMV
GPQGTLPFWVAEDDVKKTELELGDRIRIKTRGDSPFVFSLARVDAGT-VTRCNFAGDAAA
CLSGTYAFWYPEGEMSKTELETGQDIRLKTKGDGPFIFSLAKVDGGT-VTKCNFAGDKEA
TPRETVAFWLPEADMEKTELELGEQLRVKTMGDGPFLFSLAKVDSGT-VTKCNFAGDAQA
TPDHTVAFWMPESEMEVMELELGAGVRLKTRGDGPFLDSLAKLEAGT-VTKCNFTGDGKT
TPDHTVAFWMPESEMEAME LELGAGVRLKTRGDGPFLDSLAKLEAGT-VTKCNFAGDGKT
TPDQAVAFWMPESEMEVMELELGTGVRLKTRGDGPFIDSLAKLELGT VTKCNFAGDGKT
LRI kK kKK Kk sa i EEEES
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