Supplementary Data S1

>TNKS1[H.sapiens] [NP_003738.2]
EFKGHSLLQAAREADLAKVKKTLALEIINFKQPQSHETALHCAVASLHPKRKQVTELLLRKGANVNEKNKDFMTPLHVAAERA
HNDVMEVLHKHGAKMNALDTLGQTALHRAALAGHLQTCRLLLSYGSDPSIISLQGFTAAQMGNEAVQQILSESTPIRTSDVDY
RLLEASKAGDLETVKQLCSSQONVNCRDLEGRHSTPLHFAAGYNRVSVVEYLLHHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVRHGASVNVADLWKFTPLHEAAAKGKYEICKLLLKHGADPTKKNRDGNTPLDLVKEGDTDIQDLLRGDAALLDAAKKGCLAR
VOKLCTPENINCRDTQGRNSTPLHLAAGYNNLEVAEYLLEHGADVNAQDKGGLIPLHNAASYGHVDIAALLIKYNTCVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTMKNQEGQTPLDLATADDIRALLIDAMPPEALPTCFKPQATVVSASLISPASTPS
CLSAASSIDNLTGPLAELAVGGASNAGDGAAGTERKEGEVAGLDMNISQFLKSLGLEHLRDIFETEQITLDVLADMGHEELKE
IGINAYGHRHKLIKGVERLLGGQQGTNPYLTFHCVNQGTILLDLAPEDKEYQSVEEEMQSTIREHRDGGNAGGIFNRYNVIRI
QOKVVNKKLRERFCHRQKEVSEENHNHHNERMLFHGSPFINAIIHKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGTG
CPTHKDRSCYICHROQMLFCRVTLGKSFLQFSTMKMAHAPPGHHSVIGRPSVNGLAYAEYVIYRGEQAYPEYLITYQIMKPEAP
SQOTATAAEQKT

>TNKS2 [H.sapiens] [AAK13463.1]
EFKGHSLLQAAREADVTRIKKHLSLEMVNFKHPQTHETALHCAAASPYPKRKQICELLLRKGANINEKTKEFLTPLHVASEKA
HNDVVEVVVKHEAKVNALDNLGQTSLHRAAYCGHLQTCRLLLSYGCDPNIISLOGFTALOMGNENVQOLLOQEGISLGNSEADR
QLLEAAKAGDVETVKKLCTVQSVNCRDIEGRQSTPLHFAAGYNRVSVVEYLLQHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVKHGAVVNVADLWKFTPLHEAAAKGKYEICKLLLOHGADPTKKNRDGNTPLDLVKDGDTDIQDLLRGDAALLDAAKKGCLAR
VKKLSSPDNVNCRDTQGRHSTPLHLAAGYNNLEVAEYLLQHGADVNAQDKGGLIPLHNAASYGHVDVAALLIKYNACVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTLKNQEGQTPLDLVSADDVSALLTAAMPPSALPSCYKPQVLNGVRSPGATADALS
SGPSSPSSLSAASSLDNLSGSFSELSSVVSSSGTEGASSLEKKEVPGVDESITQFVRNLGLEHLMDIFEREQITLDVLVEMGH
KELKEIGINAYGHRHKLIKGVERLISGQQGLNPYLTLNTSGSGTILIDLSPDDKEFQSVEEEMQOSTVREHRDGGHAGGIFENRY
NILKIQKVCNKKLWERYTHRRKEVSEENHNHANERMLFHGSPFVNAIIHKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGI
GGGTGCPVHKDRSCYICHRQLLFCRVTLGKSFLQFSAMKMAHSPPGHHSVTGRPSVNGLALAEYVIYRGEQAYPEYLITYQIM
RPEGMVDG

>TNKS1[G.gallus] [NP_989671.1]
EFKGHSLLQAAREADLAKVKKTLALEIINFKQPQSHETALHCAVAAVHPKRKQVTELLLRKGANVNEKNKDFMTPLHVAAEKA
HNDVMEVLHKHGAKMNALDTLGQTALHRAALAGHLQTCRLLLNYGSDPSIISLOGFTAAQIGNEAVQQILSESTPVRTSDVDY
RLLEASKAGDLETVKQLCSPONVNCRDLEGRHSTPLHFAAGYNRVSVVEYLLHHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVRHGASVNVADLWKFTPLHEAAAKGKYEICKLLLKHGADPTKKNRDGNTPLDLVKEGDTDIQDLLRGDAALLDAAKKGCLAR
VOKLCTPENINCRDTQGRNSTPLHLAAGYNNLEVAEYLLEHGADVNAQDKGGLIPLHNAASYGHVDIAALLIKYNTCVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTMKNQEGQTPLDLATADDIRALLIDAMPPEALPTCFKLQATVVSASLISPASTPS
CLSAASSIDNLTGPLAELAVGGASNTGDGAAGTERKEGEVSGLDMNITQFLKSLGLEHLRDIFETEQITLDVLADMGHEELKE
IGINAYGHRHKLIKGVERLLGGQQOGTNPYLTFHCVSQGTILLDLAPDDKEYQSVEEEMQSTIREHRDGGNAGGIFNRYNVIRI
OKVVNKKLRERFCHRQKEVSEENHNHHNERMLFHGSPFINAIITHKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGTG
CPTHKDRSCYICHROQMLEFCRVTLGKSFLQFSTMKMAHAPPGHHSVIGRPSVNGLAYAEYVIYRGEQAYPEYLITYQIVKPEAP
SQTGTAAEQKT

>TNKS2[G.gallus] [NP_989672.1]
EFKGHSLLQAARESDVARIKKHLSLETVNFKHPQTHETALHCAAASPYPKRKQVCELLLRKGANINEKTKDFLTPLHVASEKA
HNDVVEVVVKHEAKVNALDNLGQTSLHRAAHCGHLQTCRLLLSSGCDPSIVSLQGFTALOMGNESVQQLLOEGIPLGNSDADR
QLLEAAKAGDVDTVKKLCTVQSVNCRDIEGRQSTPLHFAAGYNRVSVVEYLLOHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVKHGAVVNVADLWKFTPLHEAAAKGKYEICKLLLQHGADPPKKNRDGNTPLDLVKDGDTDIQDLLRGDAALLDAAKKGCLAR
VKKLCSPDNVNCRDTQGRHSTPLHLAAGYNNLEVAEYLLQHGADVNAQDKGGLIPLHNAASYGHVDVAALLIKYNACVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTLKNQEGQTPLDLVTADDVSALLTAAMPPSALPSCYKPQVISVSQTASSTADPLS
SVPSSPSSLSAASSLDNLSGSFSELPSVVGTNSAEGATVLEKKEVSGVDESINQFVRNLGLEHLIDIFEREQITLDVLVEMGH
KELKEIGINAYGHRHKIIKGVERLISGQQGLNPYLTLNTSSSGTLLIDLSSEDKEFQSVEEEMQSTVREHRDGGHAGGVENRY
NILKIQKVCNKKLWERYTHRRKEVSEENHNHANERMLFHGSPFVNAIIHKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGI
GGGTGCPIHKDRSCYVCHRQLLFCRVTLGKSFLQFSAMKMAHSPPGHHSVTGRPSVNGLALAEYVIYRGEQAYPEYLITYQIV
KPEATTEA

>TNKS1[X.laevis] [XP 018099068.1]
EFKGHSLLQAAREADLAKVKKTLALEIINFKQPQSHETALHCAVASLHPKRKQITELLLRKGASVNEKNKDFMTPLHVAAERA
HNDVVEVLHKHGAKMNALDTLGQTALHRAALGGHLQTCRLLLSFGSDASIVSLOQGFTAAQMGNEAVQQILNESTPVRTSDVDY
RLLEASKAGDLDIVKQLCSSQONVNCRDLEGRHSTPLHFAAGYNRVSVVEYLLHHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVRHGASVNVADLWKEFTPLHEAAAKGKYEICKLLLKHGADPTKKNRDGNTPLDLVKDGDTDIQDLLRGDAALLDAAKKGCLAR
VOKLCTQENINCRDTQGRNSTPLHLAAGYNNLEVAEYLLEHGADVNAQDKGGLIPLHNAASYGHVDIAALLIKYNTCVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTMKNQESQTPLDLATADDIRALLIDAMPPEALPSCFKPQATVVSASIISPPSTPS
CLSAASSIDNLTGPLAELAVGGVSNAGDGAAGTERKEGEVTVLDININQFLKSLGLEHLRDIFETEQITLDVLADMGHEELKE
IGINAYGHRHKLIKGVERLLGGQQGTNPYLTFHCVSQGTVLLDLASDDKEYQSVEEEMONSIREHRDGGNAGGVEFNRYNVIRI
QKVVNKKLRERFCHRQKEVSEENHNHHNERMLFHGSPFINAI ITHKGEFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGTG
CPTHKDRSCYICHROMLEFCRVTLGKSFLQFSTMKMAHAPPGHHSVIGRPSVNGLAYAEYVIYRGEQAYPEYLITYQIMKPETP
LOAATTAEQKT



>TNKS2 [X.laevis] [XP 018082988.1]
EFKGHSLLQAAREADLTRIKKHLSLEIVNFKHPQTHDTALHCAASSPYPKRKQVCELLFRKGANVNEKTKDFLTPLHIASDKA
HNDIVELLIKHEAKVNALDNLGQTSLHRAAHCGHLQTCRLLLNSGCDPSIVSLOGFTALQMGNESVQQLLOEGLPFSNSDADS
QLLEAAKAGDLDVVKKLCTSQSVNCRDVEGRQSTPLHFAAGYNRVAVVEYLLOQHGADVHAKDKGGLVALHNACSYGHYEVTEL
LVKHGAVINVADLWKEFTPLHEAAAKGKYEICKLLLLHGADSTKKNRDGNTPLDLVKDGDTDIQDLLRGDAALLDAAKKGCVSR
VKKLCTPENVNCRDTQGRHSTPLHLAAGYNNLEVAEYLLQHGADVNAADKGGLIPLHNAASYGHVDVAALLIKYNACVNANDK
WAFTPLHEAAQKGRTQLCALLLAHGADPALKNQEGQAPLDLVTADDVRALLTAAMPPAALPTFYKPQLLNVPQPSTTAIAALS
SVPLSSPTLSAASSLDNLASSFSETTSVSSGGAEGASGLDKKDEGVDLNINQFLRNLGLEHLIDVFEREQITLDVLIEMGHKE
FKEIGISAYGHRHKIIKGVERLISGQHGLNPYLTLNTSNSGTILIDLAPDDKEFLSVEEEMQSTVREHRDGGHAGGVEFTKYNI
LKIQKVCNKKLWEKYTHRQKEVTEENHNHSNERMLFHGSPFVNAIIHKGEFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGG
GTGCPIHKDRSCYVCHRQLLFCRVTLGKSFLQFSAMKMAHSPPGHHSVTGRPSVNGLALAEYVIYRGEQAYPEYIITYQIMKP
EAVAEG

>TNKS1[S.salar] [XP_014017013.1]
EFKGHSLLQAAREADMAKVKKTLALEIISFKHPQTNETALHCAVASPHPKRKQVTELLLRKGANINEKNKDFMTALHVASERA
HNDILEVLQKHGAKVNAVDTLGQTALHRAALAGHIQTCRLLLSYGADPAIVSLQGFTASQMGNEAVQQILNENVPTRNSDVDY
RFLEAAKAGDLDTVQQLCTPONVNCRDLEGRHSTPLHFAAGYNRVAVVEYLLHHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVRHGASVNVADLWKFTPLHEAAAKGKYEICKLLLKHGADPTKKNRDGNMPLDMVKDGDTDIQDLLRGDAALLDAAKKGCLAR
VQKLCSPENINCRDTQGRNSTPLHLAAGYNNLEVAEYLLEHGADVNAQDKGGLIPLHNAASYGHVDIAALLIKFNTCVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPTMKNQEGQTALDLATADDIRALLMDAMPPDALPSCFKPQATVVSAGSVISPASTP
SCLSAASSIDNLAGPLNELGAAGTSGVADGATGSDRKEGELVMLDMNISQFLKSLGLEHLRDIFEREQISLDVLADMGHEELK
EIGINAYGHRHKLIKGVERLLGGQQGANPYLTFHCANQGTVLIDLAPDDKEGQSVEEEMQSTIREHRDGGNAGGVEFSRYNIIK
TIQKVVNKKLRERYTHRQKEISDENHNHHNERMLFHGSPFINAI IHKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGT
GCPTHKDRSCYLCHROMLFCRVTLGKSFLQFSAMKMAHAPPGHHSVIGRPSVNGLAYAEYVIYRGEQAYPEYLITYQILKPES
TATSAAGEDQKS

>TNKS2[S.salar] [XP_014034742.1]
EFRGHALLQAAREADLPRLKKHLSLETITFKHPLTHETALHCAATSPYPKRKQVCELLLRKGANVNEKTKDFLTPLHLASEKS
HNDIIEVLVKHEAKVNALDNLGQTALHRAAHCGHLQTCRLLLKAGCDPLVMSLOGESPSQMGNESVQEILHEGTLIGNSDVDW
QLLEASKSGDLEIVKKLCTMONVNCRDVEGRQSTPLHFAAGYNRVSVVEYLLLHGADVHAKDKGGLVPLHNACSYGHYEVAEL
LVIHGAVVNIADLWKEFTPLHEAAAKGKYEICKLLLOQHGADPTKKNRDGSTPLDLVKDGDTDMQDLLRGDAALLDAAKKGCLAR
VEKLCSPDNVNCRDAQGRHSTLLHLAAGYNNLEVAEYLLOHGAEVNSQDKGGLIPLHNAASYGHVDVAALLIKYDACVNATDK
WAFTPLHEAAQKGRTQLCALLLAHGADPALRNQEGQSPLDLVTVDDVRALLTAAMPPSALPGCYKPQVISMSSPVGVVVPPSL
SASSTPLSTLASRNSLDNQATASTCTAFPELPALLGPSGAVGTDNKEVPGVDLSIGQFLNNLGLEHLLEIFEREQITLDVLVE
MGHKELKEIGINAYGHRHKIIKGVERLISGPQSLNPYLTLNTANSGTILIDLVSDDKEFQLVEEELQSTIREHRDGGLAGGVE
NRYNIVKIQKVCNKKLWERYTHRRKEVSEENHNHSNERMLFHGSPFVNAITHKGFDERHAYIGGMFGAGIYFAENSSKSNQYV
YGIGGGTGCPLHKDRSCYVCQRHLLFCRVTLGKSFLQFSAMKMAHSPPGHHSVTGRPSVNGLSLAEYVIYRGEQAYPEYLITY
QILKPDASVDG

>TNKS[P.marinus] [XP 032806710.1]
EFRGHSLLQAAREADVTRVKKHLGLDIINFKHPQTHETALHCAVASPYPKRKQVSELLLRKGANVNEKTKDLLTPLHVASDKA
HNDVIDVLLKHGAKINVTDSLGQTSLHRAAHAGHLTTCRLLLSHGCDPNLPSLQGFTAAQLGNESVQQILHESSLPVRNSDVE
HQLLEAAKAGDLDTVKQLCTTQTVNCRDMEGRHSTPLHFAAGYNRVSVVEYLLQHGADVHAKDKGGLVPLHNACSYGHYEVAE
LLVKRGAVVNVADLWKFTPLHEAAAKGKYEICKLLLKHGADPTKKNRDGNTPLDLVKEGDTDIQDLLRGDAALLDAAKKGCLA
RVQKLCSGENVNCRDSQGRNSTPLHLAAGYNNLEVAEYLLEHGADVNAQDKGGLIPLHNAASYGHVDIAALLIKYSACVNATD
KWAFTPLHEAAQKGRTQLCALLLAHGADPSMKNQEGQTPLDLATADDVRALLIDAMPPEALPVTHKPPSIPTIAATSAAATAA
LALGPTPALASLAPSPVPSGASASGAGGVPLLASPSSTPASLSAASSMDSLTGACGVAPSPVPAGAIGAGAAGDGTLLGACGV
SAADGATGPADKPDRSADFEIPGLDMNINMFLKGLGLDHLRDIFEKEQITLDVLADMGHEELKEIGINAYGHRHKLIKGVERL
LGAQQOGGLAYPGANPYLSYHTTAQGTLLIDLPPDDKEYQSVEDEMQSTIREHKDGGOQAGGVENRYNVIKIQKVRNKKLWERYT
HRRKEVTEENHNHHNERMLEFHGSPFINAIINKGEFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGTGCPVHKDRSCYICQ
ROMLFCRVTLGKSFLQFSAMKMAHSPPGHHSVIGRPSVNGLAFAEYVIYRGEQAYPEYLITYQILKPECTPDLTSAAGQKS

>TNKS [B.belcheri] [XP _019641281.1]
EFKGHCLLDGARQTDMAKVKKHLOQLDIVNFKHPYTHDTALHCAALSPYPKRRQITELLIRKGANLNDKNKEFLTPLHVASDKC
YIDVMEVLLKHGAKVNALDSLGQTALHRGAHCGHVQACRLLLSFGVDPSIVSLOGVTAAQMATEAVQOOMLHEDPPSGPADECD
QLLEAAKAGDLEAVKVLCNPHTVNCRDVNGRHSTPLHFAAGYNRVAVVEYLLOHGADVHAKDKGGLVPLHNACSYGHYEVCEL
LLKHGAVVNVADLWKFTPLHEAAAKGKYEICKLLLKHGADPNKKNRDGNTPLDLVRDGDTDIQDLLRGDAALLDAAKKGNLAR
VOKLATPENINCRDTQGRNSTPLHLAAGYNNVEVAEFLLENGADVNAQDKGGLIPLHNASSYGHVEIAQLLIKYGTCVNATDR
WNFTPLHEAAQKGRTQLCALLLAHGADPTMKNQEGQTPLDLATAEDVRALLVDAMPPQSLPAATITAATVKAASPISSPSTTPS
STPGVLSTASSMDHLVGAVGGAGQGDGAIDRSAVEGESLLDMTISSFLOQLGLNQLLDIFNKEQITLDILGEMGHEELKEIGV
NAYGHRHKLIKGVERILGGTGTTLNPYLTPALGSHGTILTDLSPDDKEYQSVEEEVQSTIRQHKDQGQAGGIFNRYNVIKIQK
VRNKRLWDRYVHRRKEVSEENHNQSNERMLEFHGSPFINAIINKGFDERHAYIGGMFGAGIYFAENSSKSNQYVYGIGGGTGCP
IHKDRSCYICQROMLFCRVTLGKAFLQFSAMKMAHAPPGHHSVIGRPSVGGLNFAEYVIYRGEQAFPEYLITYQIVKPEAPAA
PSPDQK

>TNKS [D.melanogaster] [NP_651410.1]
EYKGHCLLDACRKCDVSRAKKLVCAEIVNFVHPYTGDTPLHLAVVSPDGKRKQLMELLTRKGSLLNEKNKAFLTPLHLAAELL
HYDAMEVLLKQGAKVNALDSLGQTPLHRCARDEQAVRLLLSYAADTNIVSLEGLTAAQLASDSVLKLLKNPPDSETHLLEAAK



AGDLDTVRRIVLNNPISVNCRDLDGRHSTPLHFAAGFNRVPVVQFLLEHGAEVYAADKGGLVPLHNACSYGHYEVTELLVKHG
ANVNVSDLWKFTPLHEAAAKGKYDICKLLLKHGADPMKKNRDGATPADLVKESDHDVAELLRGPSALLDAAKKGNLARVQRLV
TPESINCRDAQGRNSTPLHLAAGYNNFECAEYLLENGADVNAQDKGGLIPLHNASSYGHLDIAALLIKHKTVVNATDKWGETP
LHEAAQKGRTQLCSLLLAHGADAYMKNQEGQTPIELATADDVKCLLODAMATSLSQQALSASTQSLTSSSPAPDATAAAAPGT
SSSSSSAILSPTTETVLLPTGASMILSVPVPLPLSSSTRISPAQGAEANGAEGSSSDDLLPDADTITNVSGFLSSQQLHHLIE
LFEREQITLDILAEMGHDDLKQVGVSAYGFRHKILKGIAQLRSTTGIGNNVNLCTLLVDLLPDDKEFVAVEEEMQATIREHRD
NGQAGGYFTRYNIIRVOKVONRKLWERYAHRRQETAEENFLOSNERMLFHGSPFINAIVOQRGFDERHAYIGGMFGAGIYFAEH
SSKSNQYVYGIGGGIGCPSHKDKSCYVCPRQLLLCRVALGKSFLQYSAMKMAHAPPGHHSVVGRPSAGGLHFAEYVVYRGEQS
YPEYLITYQIVKPDDSSSGTEDTR

>TNKS [N.vectensis] [XP_032220531.1]
EFKGHQILEAAKGCDTAKIKKLITTETINFQHPLTLDTPLHVAVASSSPKKKGVIETLLKKGADPNLOQNKSSYAPLHVAAEKG
LFEAMELLLKHGAKVNAIDSAGQTALHVAATAGQVQACRVLMSNGADPTCQTFQGYTAFEVAPEPVQKVLHVNEESPSPVSDA
EKQLLEAAKTGDLETVKNLCTAQTVNCRDLDGRCSTPLHFAAGYNRVRVVEYLLLNGADVHAKDKGGLVPLHNACSYGHYEVA
ELLVKHGAIVNVADLWKFTPLHEAAAKGKYEICQLLLKHGADPQKKNRDGYTPLDLVKEGDSDVADLLRGDAALLDAAKKGNL
IRITKLATPENINCRDTQGRNSTPLHLAAGYNHLEVAEYLLEHGADVNAQDKGGLIPLHNASSYGHVDIAALLIRYNTDVNAT
DRWLFTPLHEAAQKGRTQLCALLLAHGAEPSMKNQEGQSPVDLATAEDVKCLLGDAMLSTQTTSVSTAPVAKVPAPVTATAGA
ATPATGPISGMAPLSQANSSLLANSPAGHGDGAFSNRSVSEAQGEAVRSISAVHPGLDVDVGQFLDGLOLNNLKEIFEREQIS
WDVLVDMGHEELKEIGIHAYGHRHKILKAVKEKISGMGLGLGPFSTSQVQGSVIQELSMVDKDFASVADEMQOSTIVEHRDSGT
AGGVFTSYTILKIERVVNTKLWEKYVYRRREIADSNHNHANERMLFHGSPFINAIVOKGFDQRHAYIGGMFGAGIYFAENSSK
SNQYVYGIGGGSGCPTHKDRSCYSCERQLLLCRVALGKPFYQFSAVKMAHAPPGHNSVIGRPSSGGLSFAEYVIYRGEQAYPE
YLITYKINKPDT

>TNKS [A.queenslandica] [XP_019848937.1]
EYRGYQLLAAAEDGGIILLKKLLSSQLLKFQHHQTLDTLLHKAVLSKSSNRQSVIDALLKRGINLNIGNKENMTPLICAAKKG
ILEVVEQLVQRGANINHQDINGMTSLHWAVONEHAQICRYLLSSGANPSIVNNQGQTIYQLKTSDTIQLILKNEPPVSQFEIE
QOQLLEAARNSDLEILKKICTPQONVNCRDTKGRMSTPLHFAAGYNRVTVVEFLLENGADVHAKDKGGLVPLHNACSYGHYEVAE
LLVKYKANVNAMDLWKFTPLHEAAAKEKYDICKLLLKNGANVHSKNRDNLTPIDLVKDPKSDLADLLRGEPALLDAAKKGEIE
RVKKLLTEDNVNCRDEYGRNSTPLHLAAGYNHLDVVEYLLENKADVNAKDKGGLVPLHNASSYGHVDVASLLIRYNSVINATD
RWNFTPLHEAAQKGRTQVCSLLITIHGADVYLKNQEGQIPLDLATADDVIALLODAMMKDIPLTIPPAEKEAKSNIVNKGLTAA
GASLLASELVLGDGVDDKNGMVTQORGGPAGVGDGSDKGFMSYRGGGDAPPPWHNVTVKDILTELELGHLVELFEREQITIDI
LIEMNGDDLOQSIGITAFGVRHRLLKRIRELVQGNNEEYPVGVTTTKPTQGTQLIELSSDDKEFIDTADLMQSTICEHRDDGKA
GGVFDSYEILKIERIVNTKVWERYKYRRKEVAESNNNCANELMLFHGSPFVPYIVHNGEFDERHAYIGGMFGAGIYFAEHSSKS
NQYVYGIGGGNGCPEHKNRSCYTCLRKLLLCRVVLGKPVEQYTAVRIAHAPPGHHSVIGRPSAGGLNYPEYVIYRGEQAYPEY
IITFRIKKPSATDSMSSSSSLDMSNNT

>TNKS[S.macrocollata] [GGOT01036632.1]
EAAGCVLLAALRTNDVSKIRRTLOQPETANYCAHGTRQTPLHVAVQCARRAAVAAVRLLLEWKVDVNAQDARGRTPLHEACENG
NAEVVELLLAHNADHSLEDDKGHTAGVLALEHGQDDVVNVLRAHGAAVGVIDDPGRLRQVARLOSMMLRAAKDDDVDTMKRVL
QOSPLVLQEPSLRQELLDCRDHEGRHSAPLHFAAGYNRVAACRFLLSEGATVHVRDKGGLVPLHNACSYGHHEIMKLLVEHHAS
VNEVDOQWQYTPLHEAANKGKKDIVRFLLEHGADPNVKNSEGKRAVDLVPPELTDLKDMLSGDAALLEAAKLGQLDRVIKLCTP
TNVNCRDCEGRNSTALHLAAGYNQLSVVEYLLEHGADVNARDKGLLVPLHNAASYGHAEVAELLIGRGADVNATDRWGEFTPLH
EAAQKGRTQLCTLLLNHGAMLHKCNQDGKTALDLATASDIRALLSDLSLHTPVPAAVVAKEGEPELARRMPAAGVSMVPAPDM
EGAQDHSTMEKWLHSLGLDEYTRLFEKERITEFDVLVDMSHDDLEKIGVQAFGDRARLVKAVRQRATAIPASWLGEQKIVSLQA
SDIDFVQTSKMVLETIKRHGTQAGGVYRTFAITAIKRIQONIGLWKRYAFRRDEIEAENGGTANERLLFHGSPFVDSITQRGED
ERHAYFGGMFGAGIYFAEHSSKSNQYVYGVGGGFGCAAHSDTSCYVCERQLLLCRVALGKSCVHTTAQRAAHAPPGHHSVIGE
PSKNGLQYPEYIIYRGEQAYPEFLIAYRLVKPS

>TNKS[S.kvevrii] [GGOX01000296.1]
HVRGGKLLAAIRDQDLAAVRDLLAADPELLLSFASTNTHTTPLHIAAESTTPEAEGIFDLLVSAAPSTVLNAKDAAGRTCLHV
AALNSNLNGVKKLIAAGININLODGQGATALLLSAEHKKHDIMRCLLRHGADPSVPNASGARAEDVASAAGRALLHGEVPDVE
LOVLEAAKTGNLAALNRLLDANNELVNCRDPEGRNSTALHFAAGENRLAAAKLLISRGADVHCEDKGGLVPLHNACSYGHFET
CKLLVESGASVNTADMWNFTPLHEAAHKGKLDIAKLLIEHGADLNKRNCDGKRPMDLVGDDQDLIDLLSGDAALLEAAKLGQL
DRVRKLVRPDNVNCRDAQGRNSTPLHFAAGYNQLAVVQCLIDAGADVNAQDRGGLIPLHNAASYGHNEVAEVLIDNGSEVNAK
DKWSFSPLHEAASKGRTOMCTLLLQHGADANSRNEDGKTPLOQLATAEDVIVLLNAVSAQTRIATAPTAAAPRQSQLSAATASS
LOGASTQKTKQADPHLGFRSKTSDGAAESERAMLIGEDEDDVQHLPPPAEEVPVQEDPDGSILLKGFLEKLSLQSLYPLLSAV
PWTQLCTMGHIELEELGILDADHRSALVSSFWRDCAPRTLDAIVAPPOQDWTDEELVSVPPDTPTYAGIEKRILSTIQQHEGAA
GGNYSTFKITSMORIQONRGLWQQOYAFRRQLVAMENDGDPGERLLFHGSPFAETIALRGFDERHAFFGGMFGAGIYFAQDSSKS
NQYVHGIGGGTGCKQHONTSCYECERIMLVCRVTLGHACYQASSNKVAHAPPGHHSVVGKPTPGGLAFYEYVVYRGEQAYPAF
RVTYKLVPP



