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>NP_001139574.1 protein mono-ADP-ribosyltransferase PARPY isoform a [Homo sapiens
MDFSMVAGAAAYNEKSGRITSLSLLFQKVFAQIFPQWRKGNTEECLPYKCSETGALGENYSWQIPINHND
FKILKNNERQLCEVLONKFGCISTLVSPVQEGNSKSLQVFRKMLTPRIELSVWKDDLTTHAVDAVVNAAN
EDLLHGGGLALALVKAGGFEIQEESKQFVARYGKVSAGEIAVTGAGRLPCKQI THAVGPRWMEWDKQGCT
GKLQRAIVSILNYVIYKNTHIKTVAIPALSSGIFQFPLNLCTKTIVETIRVSLQGKPMMSNLKEIHLVSN
EDPTVAAFKAASEFILGKSELGQETTPSFNAMVVNNLTLQIVQGHIEWQTADVIVNSVNPHDITVGPVAK
SILOQAGVEMKSEFLATKAKQFQRSQLVLVTKGFNLFCKYIYHVLWHSEFPKPQILKHAMKECLEKCIEQ
NITSISFPALGTGNMEIKKETAAEILFDEVLTFAKDHVKHQLTVKFVIFPTDLEIYKAFSSEMAKRSKML
SLNNYSVPQSTREEKRENGLEARSPAINLMGFNVEEMYEAHAWIQRILSLONHHIIENNHILYLGRKEHD
ILSQLOKTSSVSITEIISPGRTELEIEGARADLIEVVMNIEDMLCKVQEEMARKKERGLWRSLGOWTIQQ
QKTQDEMKENIIFLKCPVPPTQELLDQKKQFEKCGLQVLKVEKIDNEVLMAAFQRKKKMMEEKLHRQPVS
HRLFQQVPYQFCNVVCRVGFQRMYSTPCDPKYGAGIYFTKNLKNLAEKAKKISAADKLIYVFEAEVLTGF
FCQGHPLNIVPPPLSPGAIDGHDSVVDNVSSPETFVIFSGMQATIPQYLWTCTQEYVQSQDYSSGPMRPFA
QHPWRGFASGSPVD

>XP_002813263.1 poly [ADP-ribose] polymerase 9 isoform X1 [Pongo abelii]
MDFSMVAGATAYNEKSETGALGENYSWQIPINHNDFNILKNNERQLCEVLONKFGCISTLVSPVREGNSK
SLQVFRKMLTPRIELSVWKDDLTTHAVDAVVNAANEDLLHGGGLALALVKAGGFEIQEESKQFVARYGKV
SAGETIAVTGAGRLPCKHITHAVGPRWMEWDTQGCIGKLQRAIVSILNYVIYENTHIKTVAIPALSSGIFQ
FPLNLCTTTIVETIRVNLOGRPMMSNLKE IHLVSNEDPTVAAFKAASEF T LGKSELGOETTPSFNAMVUN
NLTLQIVOGHIERQTADVIVNSVNPHDITVGPVAKSILQOAGVEMKSEFLATKAKQFQRSRLVLVTKGEN
LSCRYIYHVLWHSEFPKPQVLKHAMKECLEKCIEQNITSISFPALGTGNMEIKKETAAEILFDEVLTFAK
DHVKHQLTVKFVIFPTDLEIYKAFSAEMAKRSKMLSLNNYSVPQSTREEKRENGLEARSPAINLMGFNME
EVYEAHAWIQRILSLONHHITENNHILYLGRKEHDILSQLQKTSSVSITEIISPGRTELEIEGAQADLIE
VVMNIEDMLCKVQEEVARKKERGLWRLLGRRTNQOQKTQDEMKENT I FLKY PAPPTQELLDQKKQFEKCG
LOVMKVEKIDNEVLMAAFQRKKKMMEEKLHRQPVSHRLFQQVPYQFCNVVCRVGFQRMYSVPCDPKYGAG
IYFTKNLKNLAEKAKKISAADKLICVFEAEVLTGSFCQGHLLNIVPPPLSPGAIDGHDSVVDNVSSPETF
VIFSGMQATPQYLWTCTQEYVQSQDYSSGPMRPFAQHPWWGFTSGSPVD

>XP_006522818.1 protein mono-ADP-ribosyltransferase PARP9 isoform X1 [Mus musculus]
MAYYMDTWAAAPAERPGMIASLSLSFKKAFAELFPORRRGHSEGDYPPLRGSANNSLEEHYRWQIPIKHN
VFEILKSNESQLCEVLONKFGCISTLSCPTLAGSSSPAQRVFRRTLIPGIELSVWKDDLTRHVVDAVVNA
ANENLLHGSGLAGSLVKTGGFEIQEESKRIIANVGKISVGGIAITGAGRLPCHLITHAVGPRWTVTNSQT
AIELLKFAIRNILDYVTKYDLRIKTVAIPALSSGIFQFPLDLCTSIILETIRLYFQDKQOMFGNLRETIHLV
SNEDPTVASFKSASESILGRDLSSWGGPETDPASTMTLRIGRGLTLQIVQGCIEMQTTDVIVNSGYMQDF
KSGRVAQSILRQAGVEMEKELDKVNLSTDYQEVWVTKGFKLSCQYVFHVAWHSQINKYQILKDAMKSCLE
KCLKPDINSISFPALGTGLMDLKKSTAAQIMFEEVFAFAKEHKEKTLTVKIVIFPVDVETYKIFYAEMTK
RSNELNLSGNSGALALQWSSGEQRRGGLEAGSPAINLMGVKVGEMCEAQEWIERLLVSLDHHITENNHIL
YLGKKEHDVLSELQTSTRVSISETVSPRTATLEIKGPQADLIDAVMRIECMLCDVQEEVAGKREKNLWSL
SGQGTNQQEKLDKMEESYTFQRYPASLTQELQDRKKQFEKCGLWVVQVEQIDNKVLLAAFQEKKKMMEER
TPKGSGSQRLFQQVPHQFCNTVCRVGFHRMYSTSYNPVYGAGIYFTKSLKNLADKVKKTSSTDKLIYVFE
AEVLTGSFCQGNSSNIIPPPLSPGALDVNDSVVDNVSSPETIVVFNGMQOAMPLY LWTCTQDRTFSQHPMW
SQGYSSGPGMVSSLQSWEWVLNGSSV

>XP_040531610.1 protein mono-ADP-ribosyltransferase PARP9 isoform X1 [Gallus gallus]
MGTYQSKQSETPKDESGTGPRMDEGSVMI PVNKDTYEALKKRENDLRNLVYKKFACTLTCTKRAAEVYRK
VLGEGIHLLVYKDDLTSHKADAVVNAANESLEHSGALALALLNAGGPEIAEESRNFIRKHGKVPTGKIAV
TGGGKLPCKKITHAIGPMWYPSEKEKCCVLLEEAVVNVLKYASDPKNNIKSVAIPAVSSGVFGFPVNLCA
QVIVMSIKLFVETQPSCLKEIHLVNICEQTVAEIKRACEMILGEGSSLQETVPASLSLPVPVIKHGNIRL
RITIKGYLEKIRTTAIVSSVSSDGEFCSQISTAMLQKAGPTLOQAEILSQLKHLHSSKELIVTSGYNLPSDF
VLHVLWPCFNHVVLLCEQLKEIVNRCLYFVRNYPLPSIAFPEKNWSLKLPVAIVAEIMIEEVLDFARKYP
ETKIDVQFVLHPDDDTTYQVFQEKMNLAASKLENNNRSDYLSTESSSQGRKETTYNKMATELQGRTHFAL
KAAELWVQSLVQTQKSHSAVIENNYIFSLGKKEYTELSRVKYSNVSMSEKVKDGKASLEFHGPPDAVIDA
VLTTEKLLLFMQEQTTAKQEELLRLIGQADTDQLSEGHLDKTNTTKQFOMLOVDSHLOAFKDROQKQFERT
GLHILKIEKIHNPLLSAAFQQTKKNLEQKGVTSKGTHKLYQRVPAQFCTLVCQTGFHRIYSPPPDQRYGA
GIYFKRNPNSLIEDDGKKETESKIYVFEADVLTGLYTKGKPSYIMPPAVEGDASMLYDSLVDDINNPDTF
VICNSLQALPCYLLTCSQVKESPMDL

>XP_041434303.1 protein mono-ADP-ribosyltransferase PARPY isoform X2 [Xenopus laevis]
MEHSITFPISEELYRPMQGIKETLTKLFAKKFSCQIEVKGPKYLALPGAQGSKLVYEKKMPGGFRVSTWK
GDLTMQDVDAVVNAANDQLEHIGGLALALANAGGPVVEEESRRHIEKNGKVKTGSTAVTSAGNLPCSWIT
HAVGPKWVDYKHSQCESELKEVITSILRHVNKDSRITSVAIPAVSSGIFGFPLTLCANILVQAIENFSSQ
VKCDHLQEIRLVNNDDKTVEAMRAACEKILGRSQNWSQGIAQAANNQAAAPPYLSPSLSINGLNLFLKKG
NIEEQSTNIIVNSTSSSLDLHQGQISNAILNKAGPELQHEIRKYLPYPPTGSMLPTLGYRLPCQFVYHTI
LPFYSEWFKGDPKQILNMLILQCLTQAANIPSQGQRSISFPTLGTGALGFPIKTVAEIMIHTFLQFAYNY
PTMLDVYFVIHPKDEAYYKVFQDTVQTIQKSNNIRVSAEEPRETSSQDEKICITIIRGNSSDVQEAETFLT
QNILVPESIHIONNHIFLLGKKEHRSLSSLHFSQAEISEVLSNGKASLEIKGSQKDLASAAVQVEMMLLD
AQEEHAEKLEDELFESAVQWMYEGRKQMDCFPGRDNRKIEEAYMSKSNTELSISGKQMSFDFINLTVKAA
GTTYRLYRECHLARDYIPRAHKGGKTVAPLFLLDLVNPSTKEFKDRAKEFMKANLELVKMVKIQNKVLSA
VYQSIKSDNKGLQVYKRVPSDFCKLIARVGFNRLYMGSGDAEYEGCICFNKQLDEVLEDPTGTKGLVCIF
QAEVAPGTLSETWNMLPTPLASDVFSLYDSYMDSIKDPKKVVIFDGHRANPQYWFICKWKGSKV

>XP_014034922.2 protein mono-ADP-ribosyltransferase PARP9 isoform X2 [Salmo salar
MAKSDNIPVEEEMVSILGQCGPALTYALQSKFGCTAVLHGVNAASAGAGQSMKPEITFSTQLSKGLRVSV
WRDDLTTHCGVDAVVNAANEHLSHVGGLAKALSDAGGPDIQRESDRY INAHGRLLTGYAIVASPGYLPCK
KITHVVGPSLPYKPQKDDVNIATPKLEKAVRNILEEMKKHNLKSVAIPAISSGLFNFPLPLCADVIVKTL
KQYHDHNYSGAPLEVRLVNHDDLSVGEMKRACCEILGSTVSHSQPAAAWGLPPKASYSKVVSHGNGSTSM
KVNNVSLNLKKGYIETQKTSGIVNTISSDLDLSYGAISKAILQKAGKGIQEEISKCYNYNKYGDVIETTG
HKLSCRFVYHTICPNRKQAFEKILGDVISKCLSMAQKKTLSSISFPAIGTGMLGFNKQEVAQIMVDTAVK
FAKKNNGTIMDIYYVIYPADTETYRAFEDKLKSLQGATQYSSSFN QGFQPTTGYFDSRDPRESAQP
YIELSSAFDETLREARHWYFSVLYPPFKKDFTIRNNFIQHFGQHEFEKLLTFQTKFKVSIEVFFKDGCAG
MNIHGASRDVIAAVFEVEAMCCKVQEDFAKEEERDIGLRTSTSSPRNPVSESSSDYRHSRLDFSGLEIVR
VEKVENSALKQVFELKKKQLAVSTSQRMYQRLPAQYCGLLNRVGFQREFAPPDVONYGEGIYFSGSVDGA
KKQWKRLADEVYLYFVEAQVLTGKSTHGSPGLIVPPVIPSGNPITLYDSVKGGVDTCVIFNGHQALPEYL
IICKNNHAMSSDKN
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XP_040531610.1[G.gallus]
XP_006522818.1[M.musculus]
NP_001139574.1[H.sapiens]
XP_002813263.1[P.abelii]
XP_041434303.1[X.laevis]
XP_014034922.2[S.salar]
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XP_014034922.2[s.salar]

SPPPDORYGAGIYFKRNPNSLIEDDGKK-ETESKIYVFEADVLTGLYTKGKPSYIMPP-A
STSYNPVYGAGIYFTKSLKNLADKVKKTSSTDKLIYVFEAEVLTGSFCQGNSSNIIPP-P
STPCDPKYGAGIYFTKNLKNLAEKAKKISAADKLIYVFEAEVLTGFFCQGHPLNIVPP-P
SVPCDPKYGAGIYFTKNLKNLAEKAKKISAADKLICVFEAEVLTGSFCQGHLLNIVPP-P
MGSGDAEYEGCICFNKQLDEVLEDPTGT-KGLVCIF--QAEVAPGTLSET---WNMLPTP
APPDVONYGEGIYFSGSVDGAKKQWKRL-ADEVYLYFVEAQVLTGKSTHGSPGLIVPPVI

% * % . Rk % .o

VEGDASMLYDSLVDDINNPDTFVICNSLQALPCYLLTCSQVKESPMDL----———-—-=—-—

LSPGALDVNDSVVDNVSSPETIVVENGMQAMPLYLWTCTQDRTFSQHPMWSQGYSSGPGM

LSPGAIDGHDSVVDNVSSPETFVIFSGMOATIPQYLWTCTQEYVQ—- -SQDYSSGPMR

LSPGAIDGHDSVVDNVSSPETFVIFSGMQAIPQYLWTCTQEYVQ- -SQDYSSGPMR

LASDVFSLYDSYMDSIKDPKKVVIFDGHRANPQYWFICKWKGSKV:

PSGNPITLYDSVKG---GVDTCVIFNGHQALPEYLITICKNNHAMSSDKN-
% .

----------------- 796
VSSLQSWEWVLNGSSV- 866
PFAQHPWRGFASGSPVD 854
PFAQHPWWGFTSGSPVD 819
- - 834

784

748
790
783
748
789
738

796
850
837
802
834
784



Percent identity matrix:

#

#

# Percent Identity Matrix - created by Clusta

#

#
1: XP_040531610.1[G.gallus] 100
2: XP_006522818.1[M.musculus]  37.
3: NP_001139574.1[H.sapiens] 39.
4: XP_002813263.1[P.abelii] 39.
5: XP_041434303.1[X.laevis] 36.
6: XP_014034922.2[S.salar] 34.
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35.
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34.
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00
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.97
.00
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.36
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