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Figure S1. Pearson correlation between apolipoproteins and lipid species did not follow the 

trend in significant differentiation from the NL group. 
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Figure S2. Pearson correlation between apolipoproteins and lipid species did not follow the 

order of %Abundance of species in lipid classes. 
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Figure S3. Percent proportion of correlating lipid species relative to the total number of 

monitored species, and correlation of apos A1 and B with other apos. (a) Percentage of the 

number of lipid species that significantly correlated with apolipoproteins in CE, PC, and TAG 

sub-classes (SFA/MUFA, PUFA, DUFA, or odd-chain FA) for HC, HT, HL, and HG. Stacked bar 

graphs indicate Pearson correlations r > 0.3 (blue), r > 0.5 (red), r < -0.3 (green) and r < -0.5 

(brown) (regardless of up-or down-regulation relative to NL, as in Fig. 4). (b) Pierson correction 

coefficient of apoA1 and apoB with exchangeable apos. 
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Figure S4. Optimization of predictors combinations using 3 to 14 variables from the list of top 20 

predictors for the final ANN model. Each ANN model was evaluated based on accuracy 

parameters for the training and test set. 
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Figure S5. Lack of agreement of Pearson correlations between proteins and lipid species (y-

axis) versus between proteins and lipid classes (x-axis), indicating unique information provided 

by correlation with lipid species. 
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Figure S6. Various degrees of up and downregulation of top 20 variables in metabolic groups 

relative to the normolipidemic control group. 
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Protein Q1 Mass Q3 Mass Transition Name
APOA1 608.31 777.44 APOA1.ATEHLSTLSEK.+2y7.light

APOA1 608.31 664.35 APOA1.ATEHLSTLSEK.+2y6.light

APOA1 611.82 784.45 APOA1.ATEHLSTLSEK.+2y7.heavy

APOA1 611.82 671.37 APOA1.ATEHLSTLSEK.+2y6.heavy

APOA1 651.33 1063.54 APOA1.THLAPYSDELR.+2y9.light

APOA1 651.33 950.46 APOA1.THLAPYSDELR.+2y8.light

APOA1 654.84 1070.56 APOA1.THLAPYSDELR.+2y9.heavy

APOA1 654.84 957.47 APOA1.THLAPYSDELR.+2y8.heavy

APOA1 506.79 813.45 APOA1.AKPALEDLR.+2y7.light

APOA1 506.79 716.39 APOA1.AKPALEDLR.+2y6.light

APOA1 510.30 820.46 APOA1.AKPALEDLR.+2y7.heavy

APOA1 510.30 723.41 APOA1.AKPALEDLR.+2y6.heavy

Protein Q1 Mass Q3 Mass Transition Name
AACT 531.30 819.46 AACT.EIGELYLPK.+2y7.light

AACT 531.30 762.44 AACT.EIGELYLPK.+2y6.light

AACT 535.30 827.48 AACT.EIGELYLPK.+2y7.heavy

AACT 535.30 770.45 AACT.EIGELYLPK.+2y6.heavy
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Protein Q1 Mass Q3 Mass Transition Name
APOA2 471.29 571.38 APOA2.EQLTPLIK.+2y5.light

APOA2 471.29 470.33 APOA2.EQLTPLIK.+2y4.light

APOA2 474.80 578.40 APOA2.EQLTPLIK.+2y5.heavy

APOA2 474.80 477.35 APOA2.EQLTPLIK.+2y4.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOA4 552.79 862.44 APOA4.LEPYADQLR.+2y7.light

APOA4 552.79 765.39 APOA4.LEPYADQLR.+2y6.light

APOA4 556.30 869.46 APOA4.LEPYADQLR.+2y7.heavy

APOA4 556.30 772.41 APOA4.LEPYADQLR.+2y6.heavy

APOA4 542.27 869.40 APOA4.LTPYADEFK.+2y7.light

APOA4 542.27 772.35 APOA4.LTPYADEFK.+2y6.light

APOA4 546.28 877.42 APOA4.LTPYADEFK.+2y7.heavy

APOA4 546.28 780.37 APOA4.LTPYADEFK.+2y6.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOB 621.82 914.46 APOB.ATGVLYDYVNK.+2y7.light

APOB 621.82 801.38 APOB.ATGVLYDYVNK.+2y6.light

APOB 624.83 920.48 APOB.ATGVLYDYVNK.+2y7.heavy

APOB 624.83 807.39 APOB.ATGVLYDYVNK.+2y6.heavy

APOB 371.73 600.38 APOB.AAIQALR.+2y5.light

APOB 371.73 487.30 APOB.AAIQALR.+2y4.light

APOB 375.24 607.40 APOB.AAIQALR.+2y5.heavy

APOB 375.24 494.32 APOB.AAIQALR.+2y4.heavy

APOB 506.82 741.49 APOB.TGISPLALIK.+2y7.light

APOB 506.82 654.45 APOB.TGISPLALIK.+2y6.light

APOB 510.33 748.50 APOB.TGISPLALIK.+2y7.heavy
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Protein Q1 Mass Q3 Mass Transition Name
APOC1 601.28 886.43 APOC1.EWFSETFQK.+2y7.light

APOC1 601.28 739.36 APOC1.EWFSETFQK.+2y6.light

APOC1 605.29 894.44 APOC1.EWFSETFQK.+2y7.heavy

APOC1 605.29 747.38 APOC1.EWFSETFQK.+2y6.heavy

APOC1 516.76 834.42 APOC1.TPDVSSALDK.+2y8.light

APOC1 516.76 620.32 APOC1.TPDVSSALDK.+2y6.light

APOC1 520.27 841.44 APOC1.TPDVSSALDK.+2y8.heavy

APOC1 520.27 627.34 APOC1.TPDVSSALDK.+2y6.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOC2 643.80 957.43 APOC2.ESLSSYWESAK.+2y8.light

APOC2 643.80 870.40 APOC2.ESLSSYWESAK.+2y7.light

APOC2 647.81 965.45 APOC2.ESLSSYWESAK.+2y8.heavy

APOC2 647.81 878.41 APOC2.ESLSSYWESAK.+2y7.heavy

APOC2 518.27 771.42 APOC2.TYLPAVDEK.+2y7.light

APOC2 518.27 658.34 APOC2.TYLPAVDEK.+2y6.light

APOC2 521.28 777.44 APOC2.TYLPAVDEK.+2y7.heavy

APOC2 521.28 664.35 APOC2.TYLPAVDEK.+2y6.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOC3 858.93 1016.51 APOC3.DALSSVQESQVAQQAR.+2y9.light

APOC3 858.93 887.47 APOC3.DALSSVQESQVAQQAR.+2y8.light

APOC3 862.43 1023.52 APOC3.DALSSVQESQVAQQAR.+2y9.heavy

APOC3 862.43 894.48 APOC3.DALSSVQESQVAQQAR.+2y8.heavy

APOC3 598.80 854.43 APOC3.GWVTDGFSSLK.+2y8.light

APOC3 598.80 753.38 APOC3.GWVTDGFSSLK.+2y7.light

APOC3 602.31 861.44 APOC3.GWVTDGFSSLK.+2y8.heavy

APOC3 602.31 760.39 APOC3.GWVTDGFSSLK.+2y7.heavy
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Protein Q1 Mass Q3 Mass Transition Name
APOD 436.25 772.43 APOD.VLNQELR.+2y6.light

APOD 436.25 659.35 APOD.VLNQELR.+2y5.light

APOD 439.76 779.45 APOD.VLNQELR.+2y6.heavy

APOD 439.76 666.36 APOD.VLNQELR.+2y5.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOE 749.40 898.47 APOE.AATVGSLAGQPLQER.+2y8.light

APOE 749.40 827.44 APOE.AATVGSLAGQPLQER.+2y7.light

APOE 752.91 905.48 APOE.AATVGSLAGQPLQER.+2y8.heavy

APOE 752.91 834.45 APOE.AATVGSLAGQPLQER.+2y7.heavy

APOE 484.78 588.31 APOE.LGPLVEQGR.+2y5.light

APOE 484.78 489.24 APOE.LGPLVEQGR.+2y4.light

APOE 488.29 595.32 APOE.LGPLVEQGR.+2y5.heavy

APOE 488.29 496.25 APOE.LGPLVEQGR.+2y4.heavy

APOE 517.27 792.40 APOE.LQAEAFQAR.+2y7.light

APOE 517.27 721.36 APOE.LQAEAFQAR.+2y6.light

APOE 520.78 799.41 APOE.LQAEAFQAR.+2y7.heavy

APOE 520.78 728.37 APOE.LQAEAFQAR.+2y6.heavy

Protein Q1 Mass Q3 Mass Transition Name
APOM 413.23 565.31 APOM.FLLYNR.+2y4.light

APOM 413.23 452.23 APOM.FLLYNR.+2y3.light

APOM 416.74 572.33 APOM.FLLYNR.+2y4.heavy

APOM 416.74 452.23 APOM.FLLYNR.+2y3.heavy
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Figure S7. Representative chromatograms for targeted proteomics. (a) Representative total 

chromatogram of the biological sample in targeted proteomics method. (b) Peptide ion 

chromatograms and transition lists are used for protein identification and quantification. 


