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Figure S1. ATR FTIR spectra of all yeast samples (S. cerevisize) investigated acquired in the
wavenumber range from 4000 to 750 cm™.The most prominent absorbance bands are indicated and
correspond to the stretching vibrations of CHz and CHs groups in lipids, amide I (~1640 cm™) and
amide II (~1530 cm™) bands of proteins and to the carbohydrate region between 1200 and 900 cm™.

Each spectrum presented is an average of three independent measurements and normalized for equal
area between 1180 and 900 cm™.



Table S1. The most important bands obtained in the spectra of yeast, and the type of vibrations with
assigned sample components.

Wavenumber [cm1]

Assignment of the type of vibrations

C1 C2 Fe+PEF

3286 3291 3291 v (N-H), v (O-H) amide A, water

2956 2955 2955 vas (CHb), lipids

2924 2924 2926 vas (CHR), lipids

2853 2853 2855 vs (CH), lipids

1742 1741 1739 v (C=0), phospholipids

1640 1642 1645 80% v (CO), 20% v (CN), t (HOH), amide I, water
1534 1532 1532 60% t (N-H), 30% v (C-N), 10% v (C-C), amide II
1452 1452 1451 das (CH3), das (CH2), proteins, lipids

1392 1392 1390 0s (CHz), ds (CHz), vs (C=0), proteins, lipids

1240 1237 1237 vas (PO27), phospholipids

1139 1130sh 1130sh v (C-0O), carbohydrates

1070 1070sh 1070sh v (C-O), carbohydrates

1046 1045 1045 vs (POx27), carbohydrates

aThe symbols concerning the vibrations assignment are related to the stretching vibrational mode
(v), deformational (d); bending (1), and symmetrical (s) and asymmetrical (as) modes. An
assignment of spectral features was collected according to the literature [1].
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