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Figure S9: Three dimensional conformations of active sites of (a) F. solani cutinase, (b) 
P. cepacia lipase, (c) R. miehei lipase, (d) P. purpureogenum Acetylxylan esterase (e), T. 
reesei cutinase (f), LysB-Hades and (g) LysB-Ms6 showing the H-bonds between glycine 
residue of the GNP motif with members of the catalytic triad: Histidine residues (a-e) and 
Aspartate residues (f-g) (pointed by black arrows). Co-crystalized inhibitors and p-NP 
ligands (black color).   
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