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Figures  

 

 

Figure S1. The species-specific differential metabolites among the species. The differential metabolites of one species 

was compared to each of the other 8 species to obtain 8 groups. The intersection among the 8 groups were selected to 

generate the specific metablites expression pattern in one species. 
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Figure S2. Heatmap, volcano plot, Pearson correlation plot, and KEGG enrichment of the metabolites between D. 

melanogaster vs P. americana (A-A’’’), D. melanogaster vs T. domestica (B-B’’’), L. migratoria vs T. domestica (C-C’’’).  
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Figure S3. Heatmap, volcano plot, Pearson correlation plot, and KEGG enrichment of the metabolites between T. 

domestica vs P. americana (A-A’’’), A. lucorum vs A. mellifera (B-B’’’), A. lucorum vs B. mori (C-C’’’). 
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Figure S4. Heatmap, volcano plot, Pearson correlation plot, and KEGG enrichment of the metabolites between A. 

lucorum vs D. melanogaster (A-A’’’). L. migratoria vs A. lucorum (B-B’’’), A. lucorum vs P. americana (C-C’’’). 
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Figure S5. Heatmap, volcano plot, Pearson correlation plot, and KEGG enrichment of the metabolites between B. mori 

vs D. melanogaster (A-A’’’), P. flavesvens vs L. migratoria (B-B’’’), P. flavesvens vs P. americana (C-C’’’). 
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Figure S6. Heatmap, volcano plot, Pearson correlation plot, and KEGG enrichment of the metabolites between T. 

domestica vs P. flavesvens (A-A’’’), A. mellifera vs B. mori (B-B’’’). 


