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Figure S2 (a) Western blot analysis of the four AC cell lines HCC44, H23, H1993,
and HCC78 after EZH2 knockdown with siRNA(2). (b) Related quantification of
EZH2 and MTHFD2 protein expression after EZH2 knockdown. (c) Western blot
analysis after MTHFD2 knockdown with siRNA(2). (d) Related quantification of
EZH2 and MTHFD?2 protein expression after MTHFD2 knockdown. Data is depicted

as mean + SEM of at three independent experiments.



