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Supplementary Figure S1. In vivo fluorescence (FLR) of the harmful dinoflagellate Karlodinium veneficum and the control
cryptophyte Rhodomonas treated with /2 medium without the algicide (control) or the algicide for 19 h. Error bars repre-

sent standard deviations of 3 replicates.
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Supplementary Figure S2. Metabolite sets” enrichment analysis on metabolites increased (>1.5-fold comparing the treat-
ment and the control) in cell pellets of Karlodinium veneficum (A) and Rhodomonas sp. (B).



