Supplementary Materials

CRISPR/Cas9 edited Slc6a19 deficient mouse strains Sanger sequencing chromatograms

1. Mouse samples ASD707:Maggot:::F0O#6, 8, 9, 11, 12
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Reference AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
Allelel AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC

Allele2 AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
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Reference TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC
Allelel TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC

Allele2 TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC



Mouse sample ASD707:Maggot:::FO#6 is WT in both alleles for both guide sequences.

Mouse samples ASD707:Maggot:::FO#8, 9, 11 and 12 have the same Sanger sequencing chromatograms as
mouse sample ASD707:Maggot:::FO#6.

2. Mouse samples ASD707:Maggot:::FO#7
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Reference GGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGG

Allelel GGCTTGTGCTGCCCAACCCTGGCACCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGG

Allele2 GGCTTGTGCTGCCCAACCCTGG————~ AGGAGCGGATTCCATCTCTGGATGAGTTAGAGG
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GGCTTGTGCTGCCCAACCCTG-—-—-— GAGGAGCGGATTCCATCTCTGGATGAGTTAGAGG

Allele 3 GGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGG
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Reference TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC
Allelel TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTA---AAGGGCAGCATGGGTGTGTGGAGC
Allele2 TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGC---—— AAGGGCAGCATGGGTGTGTGGAGC

Mouse sample ASD707:Maggot:::FO#7 carries three alleles in guide 1 sequence region. The first allele
carries 3bp insertion, the second allele carries 5bp deletion and the third allele is WT. In guide 2 sequence
region, there are two alleles. The first allele carries 3bp deletion and the second allele carries 5bp deletion.

3. Mouse samples ASD707:Maggot:::FO#10
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Reference AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC

Allelel AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC

Allele2 AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
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Reference TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC
Allelel TTGCTGTACCTGGAGTTTGCCATCGGTCAGAG-—-—-—— GCAAGGGCAGCATGGGTGTGTGGAGC
Allele2 TTGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAGC

Mouse sample ASD707:Maggot:::FO#10 is WT in both alleles in guide 1 sequence region. In guide 2
sequence region, there are two alleles. The first allele carries 5bp deletion and the second allele is WT.

4. Mouse samples ASD707:Maggot:::FO#13
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Reference AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
Allelel AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
Allele2 AGGCTTGTGCTGCCCAACCCTGGCCTAGAGGAGCGGATTCCATCTCTGGATGAGTTAGAGGTC
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Reference TGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAG
Allelel TGCTGTACCTGGAGTTTGCCATCGGTCAG--—-—-——— TGGCAAGGGCAGCATGGGTGTGTGGAG
Allele2 TGCTGTACCTGGAGTTTGCCATCGGTCAGAGGCTACGCAAGGGCAGCATGGGTGTGTGGAG

Mouse sample ASD707:Maggot:::FO#13 is WT in both alleles in guide 1 sequence region. In guide 2
sequence region, there are two alleles. The first allele carries 7bp deletion and 2bp insertion and the

second allele is WT.



