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>Acaryochloris_marina_MBIC11017_chr.trna68:GlyCCC<(671119:671048)<<Gly<(CCC)<72<bp<<Sc:<81.70<<18<(Nb<matches<with<AL)<
GCGGATGTAGTTCAGTGGTAGAACGTCAGCTTCCCAAGCTGAATGTCGTCGGTTCGAGTCCGATCATCCGCT<
<<<Articulation<<<<<<<<<<<<<D:loop<<<<<<<<<<<<<<<<<<<<<<<<Anticodon:loop<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<<Tψ:loop<
>Acaryochloris_marina_MBIC11017_chr.trna39:GlyGCC<(3821193:3821263)<<Gly<(GCC)<71<bp<<Sc:<41.08<<15<
GCTCGATTAGCTCAGAGGGAGAGCACCGAGGGGCCATCTCGGGGGGCGTAGGTTCGAATC<
CTACATCGACA<
>Acaryochloris_marina_MBIC11017_chr.trna67:GlyGCC<(978217:978146)<<Gly<(GCC)<72<bp<<Sc:<77.98<<16<
GCGGGTATAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC<
GCGTTACCCGCT<
>Acaryochloris_marina_MBIC11017_chr.trna44:GlyTCC<(4814711:4814781)<<Gly<(TCC)<71<bp<<Sc:<68.07<<15<
GCGGGTGTAGTTTAGTGGTAAAACCTTAGCCTTCCAAGCTAATGATGGGGGTTCGATTCC<
CCCCACCCGCT<
>Acaryochloris_marina_MBIC11017_chr.trna20:GlyGCC<(297174:297244)<<Gly<(GCC)<71<bp<<Sc:<27.15<<16<
GCGAGTGTGATGTAGCAGTAGCATCTGGCGGTGCCAACGCCAGCGCGTGAGTGCGAATCT<
CACCACTCGCT<
>Anolis_carolinensis_chr2.trna284:GlyCCC<(197419617:197419687)<<Gly<(CCC)<71<bp<<Sc:<62.44<<15<
GCACCAGTGGTGTAGAGGCATCATGCGAGGTTCCCAATCTTGTGACCCGGGTTCGAGTCC<
CGGCTGGTGCA<
>Anolis_carolinensis_chr2.trna289:GlyCCC<(197433343:197433413)<<Gly<(CCC)<71<bp<<Sc:<62.44<<15<
GCACCAGTGGTGTAGAGGCATCATGCGAGGTTCCCAATCTTGTGACCCGGGTTCGAGTCC<
CGGCTGGTGCA<
>Anolis_carolinensis_chrUn_GL343784.trna1:GlyGCC<(117103:117173)<<Gly<(GCC)<71<bp<<Sc:<74.27<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGGCCCAGGTTCGATTCC<
TGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna10:GlyGCC<(556460:556390)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna12:GlyGCC<(524602:524532)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna14:GlyGCC<(398937:398867)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna16:GlyGCC<(355340:355270)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna2:GlyGCC<(399073:399143)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343400.trna9:GlyGCC<(559474:559404)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Anolis_carolinensis_chrUn_GL343930.trna1:GlyTCC<(85174:85103)<<Gly<(TCC)<72<bp<<Sc:<66.22<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCAGGTTCGATTC<
CCGGTCAACGCA<
>Anolis_carolinensis_chrUn_GL343466.trna13:GlyTCC<(263636:263707)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chrUn_GL343466.trna41:GlyTCC<(246495:246424)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chrUn_GL343466.trna6:GlyTCC<(251232:251303)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chrUn_GL343660.trna2:GlyTCC<(87039:87110)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chr2.trna294:GlyTCC<(197649527:197649598)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chr2.trna307:GlyTCC<(197655656:197655585)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anolis_carolinensis_chrUn_GL343194.trna26:GlyTCC<(589968:589897)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Acholeplasma_laidlawii_PG_8A_chr.trna36:GlyGCC<(301013:300939)<<Gly<(GCC)<75<bp<<Sc:<55.52<<16<
GTCGGTGTCGTATAATGGTTATTACAAGGCCTTGCCAAGGCTTAGACGGCAGTTCGATCC<
TGCTCACCGGCTCCA<
>Acholeplasma_laidlawii_PG_8A_chr.trna31:GlyTCC<(1196659:1196585)<<Gly<(TCC)<75<bp<<Sc:<64.35<<16<
GCGGGTGTCGTATAATGGTTATTACCCCAGCCTTCCAAGCTGAAGACGGCGGTTCGATTC<
CGCTCACCCGCTCCA<



>Acidovorax_JS42_chr.trna47:GlyCCC<(2077544:2077471)<<Gly<(CCC)<74<bp<<Sc:<60.87<<17<
GCGGGCGTCGTTCAATGGTAGGACCTGAGCTTCCCAAGCTCAAGACGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Acidovorax_JS42_chr.trna10:GlyGCC<(1408638:1408713)<<Gly<(GCC)<76<bp<<Sc:<88.82<<17<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGTCGGTTCGAGA<
CCGATTTCCCGCTCCA<
>Acidovorax_JS42_chr.trna8:GlyGCC<(1287848:1287923)<<Gly<(GCC)<76<bp<<Sc:<88.82<<17<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGTCGGTTCGAGA<
CCGATTTCCCGCTCCA<
>Acidovorax_JS42_chr.trna31:GlyTCC<(4151676:4151603)<<Gly<(TCC)<74<bp<<Sc:<77.70<<18<
GCGGGAGTAGTTCAATGGTAGAACCCTAGCCTTCCAAGCTAATGACGCGGGTTCGATTCC<
CGTCTCCCGCTCCA<
>Acidobacteria_bacterium_Ellin345_chr.trna41:GlyCCC<(2354670:2354596)<<Gly<(CCC)<75<bp<<Sc:<83.59<<16<
GCGGGAGTAACTCAGTGGTAGAGTCACGGCTTCCCAAGCCGTTGGTCGCGGGTTCGATCC<
CCGTCTCCCGCTCCA<
>Acidobacteria_bacterium_Ellin345_chr.trna6:GlyGCC<(1015247:1015321)<<Gly<(GCC)<75<bp<<Sc:<84.50<<18<
GCGGGAGTAACTCAGTGGTAGAGTGCGACCTTGCCAAGGTCGAAGTCGCGGGTTCAAATC<
CCGTCTCCCGCTCCA<
>Acidobacteria_bacterium_Ellin345_chr.trna21:GlyTCC<(5545681:5545607)<<Gly<(TCC)<75<bp<<Sc:<86.70<<17<
GCGGGAGTAACTCAGTGGTAGAGTCACAGCCTTCCAAGCTGTTGGTCGCGGGTTCGATTC<
CCGTCTCCCGCTCCA<
>Acidothermus_cellulolyticus_11B_chr.trna32:GlyCCC<(2389324:2389254)<<Gly<(CCC)<71<bp<<Sc:<70.87<<17<
GCGGGTGTAGTTCAATGGCAGAACGTCAGCTTCCCAAGCTGATAATGCGGGTTCGATTCC<
CGTCACCCGCT<
>Acidothermus_cellulolyticus_11B_chr.trna19:GlyGCC<(1524762:1524834)<<Gly<(GCC)<73<bp<<Sc:<88.54<<17<
GCGGACGTGGCTCAGTTGGTAGAGCATCACCTTGCCAAGGTGAGGGTCGCGGGTTCGAGT<
CCCGTCGTCCGCT<
>Acidothermus_cellulolyticus_11B_chr.trna22:GlyTCC<(1797034:1797104)<<Gly<(TCC)<71<bp<<Sc:<77.75<18<
GCGGGTGTAGCTCAATGGCAGAGCTCCAGCCTTCCAAGCTGGCGGTGCGGGTTCGATTCC<
CGTCACCCGCT<
>Acinetobacter_baumannii_chr.trna27:GlyGCC<(2542259:2542334)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_chr.trna35:GlyGCC<(3776785:3776860)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_chr.trna36:GlyGCC<(3776906:3776981)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_chr.trna43:GlyTCC<(3553417:3553342)<<Gly<(TCC)<76<bp<<Sc:<91.76<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC<
CTCGTCTCCCGCTCCA<
>Acinetobacter_baumannii_ATCC_17978_chr.trna57:GlyGCC<(1446506:1446431)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_ATCC_17978_chr.trna69:GlyGCC<(149356:149281)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_ATCC_17978_chr.trna70:GlyGCC<(149235:149160)<<Gly<(GCC)<76<bp<<Sc:<90.38<<17<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_ATCC_17978_chr.trna5:GlyTCC<(300127:300202)<<Gly<(TCC)<76<bp<<Sc:<91.76<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC<
CTCGTCTCCCGCTCCA<
>Acinetobacter_baumannii_AYE_chr.trna27:GlyGCC<(2542259:2542334)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_AYE_chr.trna35:GlyGCC<(3776785:3776860)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_AYE_chr.trna36:GlyGCC<(3776906:3776981)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_AYE_chr.trna43:GlyTCC<(3553417:3553342)<<Gly<(TCC)<76<bp<<Sc:<91.76<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC<
CTCGTCTCCCGCTCCA<
>Acinetobacter_baumannii_SDF_NC_010400.trna23:GlyGCC<(2157296:2157371)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_SDF_NC_010400.trna63:GlyGCC<(133032:132957)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_SDF_NC_010400.trna64:GlyGCC<(132911:132836)<<Gly<(GCC)<76<bp<<Sc:<90.38<<16<
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT<



CTCGTTTCCCGCTCCA<
>Acinetobacter_baumannii_SDF_NC_010400.trna32:GlyTCC<(3005698:3005623)<<Gly<(TCC)<76<bp<<Sc:<87.92<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC<
CTCGTCTTCCGCTCCA<
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna43:GlyGCC<(1492267:1492192)<<Gly<(GCC)<76<bp<<Sc:<91.37<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna45:GlyGCC<(1492067:1491992)<<Gly<(GCC)<76<bp<<Sc:<91.37<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna48:GlyGCC<(1491717:1491642)<<Gly<(GCC)<76<bp<<Sc:<91.37<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAAC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna61:GlyGCC<(847198:847123)<<Gly<(GCC)<76<bp<<Sc:<91.37<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna36:GlyTCC<(1690474:1690400)<<Gly<(TCC)<75<bp<<Sc:<63.54<<16<
GCGGGCATCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Actinobacillus_succinogenes_130Z_chr.trna28:GlyGCC<(1922674:1922749)<<Gly<(GCC)<76<bp<<Sc:<92.69<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_succinogenes_130Z_chr.trna30:GlyGCC<(2030325:2030400)<<Gly<(GCC)<76<bp<<Sc:<92.69<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_succinogenes_130Z_chr.trna41:GlyGCC<(1071701:1071626)<<Gly<(GCC)<76<bp<<Sc:<92.69<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC<
CTCGTTTCCCGCTCCA<
>Actinobacillus_succinogenes_130Z_chr.trna55:GlyTCC<(112045:111971)<<Gly<(TCC)<75<bp<<Sc:<63.54<<16<
GCGGGCATCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna97:GlyCCC<(3414662:3414589)<<Gly<(CCC)<74<bp<<Sc:<74.92<<18<
GCGGGTGTAGTTCAATGGTAGAACGGTAGCTTCCCAAGCTGCATACGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna80:GlyGCC<(3882630:3882555)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna81:GlyGCC<(3882529:3882454)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna82:GlyGCC<(3882420:3882345)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna83:GlyGCC<(3882320:3882245)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna84:GlyGCC<(3882220:3882145)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna85:GlyGCC<(3882120:3882045)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna86:GlyGCC<(3882020:3881945)<<Gly<(GCC)<76<bp<<Sc:<93.74<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna95:GlyGCC<(3487654:3487579)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna99:GlyGCC<(3111461:3111386)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna47:GlyTCC<(4476138:4476064)<<Gly<(TCC)<75<bp<<Sc:<64.85<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna98:GlyTCC<(3414494:3414420)<<Gly<(TCC)<75<bp<<Sc:<64.85<<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Aeromonas_hydrophila_ATCC_7966_chr.trna87:GlyGCC<(3881881:3881802)<<Gly<(GCC)<80<bp<<Sc:<30.09<
GCTGCCATATTCAGTTGGTAGAGCATGATCCGCGCTTGCCAAGGCTGGGGTCGCGAGTTC<
GAGTCTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna79:GlyCCC<(3283584:3283511)<<Gly<(CCC)<74<bp<<Sc:<74.92<<18<
GCGGGTGTAGTTCAATGGTAGAACGGTAGCTTCCCAAGCTGCATACGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna28:GlyGCC<(890391:890466)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<



GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna29:GlyGCC<(890503:890578)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna30:GlyGCC<(890614:890689)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna31:GlyGCC<(890726:890801)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna32:GlyGCC<(890828:890903)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna40:GlyGCC<(1635316:1635391)<<Gly<(GCC)<76<bp<<Sc:<93.74<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna77:GlyGCC<(3340716:3340641)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Aeromonas_salmonicida_A449_chr.trna10:GlyTCC<(291554:291628)<<Gly<(TCC)<75<bp<<Sc:<61.33<<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGTTCCA<
>Aeromonas_salmonicida_A449_chr.trna80:GlyTCC<(3283410:3283336)<<Gly<(TCC)<75<bp<<Sc:<64.85<<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Anopheles_gambiae_chr2L.trna130:GlyGCC<(15482432:15482362)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2L.trna131:GlyGCC<(15480024:15479954)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2L.trna132:GlyGCC<(15473270:15473200)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2L.trna7:GlyGCC<(14668048:14668118)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna61:GlyGCC<(55542894:55542964)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna66:GlyGCC<(57612141:57612211)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna72:GlyGCC<(51448701:51448631)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna73:GlyGCC<(51401819:51401749)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna96:GlyGCC<(32435252:32435182)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2R.trna99:GlyGCC<(32429500:32429430)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr3L.trna10:GlyGCC<(8129363:8129433)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr3L.trna87:GlyGCC<(5637949:5637879)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr3R.trna23:GlyGCC<(32850262:32850332)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr3R.trna24:GlyGCC<(33021487:33021557)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr3R.trna32:GlyGCC<(33706356:33706286)<<Gly<(GCC)<71<bp<<Sc:<82.25<<19<
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC<
CGGCCGATGCA<
>Anopheles_gambiae_chr2L.trna71:GlyTCC<(44792453:44792382)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<



>Anopheles_gambiae_chr2R.trna27:GlyTCC<(27030814:27030885)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr2R.trna37:GlyTCC<(37856478:37856549)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr2R.trna40:GlyTCC<(37884513:37884584)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr2R.trna47:GlyTCC<(46945357:46945428)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr2R.trna59:GlyTCC<(55074547:55074618)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr2R.trna65:GlyTCC<(57467215:57467286)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Anopheles_gambiae_chr3R.trna54:GlyTCC<(9550053:9549982)<<Gly<(TCC)<72<bp<<Sc:<72.21<<18<
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC<
CCGGCCGACGCA<
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna5:GlyCCC<(430676:430749)<<Gly<(CCC)<74<bp<<Sc:<80.72<<18<
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCTTCCCAAGCTGAATACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna20:GlyGCC<(2446476:2446550)<<Gly<(GCC)<75<bp<<Sc:<87.04<<18<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCAAATC<
CCTTCGCCCGCTCCA<
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna2:GlyGCC<(779527:779601)<<Gly<(GCC)<75<bp<<Sc:<87.04<<18<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCAAATC<
CCTTCGCCCGCTCCA<
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna27:GlyTCC<(1956756:1956683)<<Gly<(TCC)<74<bp<<Sc:<83.28<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Alcanivorax_borkumensis_SK2_chr.trna37:GlyCCC<(1807972:1807899)<<Gly<(CCC)<74<bp<<Sc:<77.93<<18<
GCGGGTGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Alcanivorax_borkumensis_SK2_chr.trna16:GlyGCC<(972692:972767)<<Gly<(GCC)<76<bp<<Sc:<93.74<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAAT<
CTCGTTTCCCGCTCCA<
>Alcanivorax_borkumensis_SK2_chr.trna24:GlyGCC<(1481751:1481826)<<Gly<(GCC)<76<bp<<Sc:<95.06<<16<
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAAT<
CTCGTTTCCCGCTCCA<
>Alcanivorax_borkumensis_SK2_chr.trna7:GlyTCC<(413664:413737)<<Gly<(TCC)<74<bp<<Sc:<83.13<<17<
GCGGGTATAGTTCAACGGTAGAACCTCAGCCTTCCAAGCTGATGGTGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna26:GlyGCC<(1843694:1843768)<<Gly<(GCC)<75<bp<<Sc:<91.02<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC<
TCGTCTTCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna54:GlyGCC<(4446065:4445991)<<Gly<(GCC)<75<bp<<Sc:<91.02<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC<
TCGTCTTCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna98:GlyGCC<(4429559:4429485)<<Gly<(GCC)<75<bp<<Sc:<91.02<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC<
TCGTCTTCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna38:GlyTCC<(4453023:4452950)<<Gly<(TCC)<74<bp<<Sc:<75.29<<18<
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTCTACCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna5:GlyTCC<(996643:996716)<<Gly<(TCC)<74<bp<<Sc:<75.29<<18<
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTCTACCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna66:GlyTCC<(4444833:4444760)<<Gly<(TCC)<74<bp<<Sc:<75.29<<18<
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTCTACCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna72:GlyTCC<(4437637:4437564)<<Gly<(TCC)<74<bp<<Sc:<75.29<<18<
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<<
CTCTACCCGCTCCA<
>Alkaliphilus_metalliredigens_QYMF_chr.trna88:GlyTCC<(4436089:4436016)<<Gly<(TCC)<74<bp<<Sc:<75.29<<18<
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTCTACCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna50:GlyGCC<(2604016:2603942)<<Gly<(GCC)<75<bp<<Sc:<94.96<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC<
CCGTCTTCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna76:GlyGCC<(1916013:1915939)<<Gly<(GCC)<75<bp<<Sc:<94.96<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC<



CCGTCTTCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna9:GlyGCC<(617874:617948)<<Gly<(GCC)<75<bp<<Sc:<94.96<<18<
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC<
CCGTCTTCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna21:GlyTCC<(2612075:2612002)<<Gly<(TCC)<74<bp<<Sc:<83.64<<19<
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna38:GlyTCC<(2610381:2610308)<<Gly<(TCC)<74<bp<<Sc:<83.64<<19<
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna4:GlyTCC<(617432:617505)<<Gly<(TCC)<74<bp<<Sc:<83.64<<19<
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Alkaliphilus_oremlandii_OhILAs_chr.trna70:GlyTCC<(1923704:1923631)<<Gly<(TCC)<74<bp<<Sc:<83.64<<19<
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Ailuropoda_melanoleuca_GL193488.1.trna37:GlyCCC<(585553:585481)<<Gly<(CCC)<73<bp<<Sc:<44.89<<16<
ACCCAGCTGGCTCAGCTGGAAGAGCATGCGACTCCCTATCTCAGGGTTGTGAGTTCAAGC<
CCCATGTTGGGTG<
>Ailuropoda_melanoleuca_GL194257.1.trna6:GlyCCC<(231134:231204)<<Gly<(CCC)<71<bp<<Sc:<48.80<<17<
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGTGGGAGAGCTGTGTTTGATTCC<
CAGCCAATGCA<
>Ailuropoda_melanoleuca_GL192781.1.trna53:GlyCCC<(1229045:1228973)<<Gly<(CCC)<73<bp<<Sc:<50.08<<15<
GCCTGGCTGGCTCAGTCAGAAAAGCGTGTGACTCCCGATCTCGGGGTCATGGGTTCAAGT<
CCCACGTTGGGCA<
>Ailuropoda_melanoleuca_GL192406.1.trna56:GlyCCC<(2450118:2450188)<<Gly<(CCC)<71<bp<<Sc:<76.98<<16<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Ailuropoda_melanoleuca_GL192733.1.trna61:GlyCCC<(507191:507121)<<Gly<(CCC)<71<bp<<Sc:<76.98<<19<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Ailuropoda_melanoleuca_GL193160.1.trna47:GlyCCC<(916532:916462)<<Gly<(CCC)<71<bp<<Sc:<80.05<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL195218.1.trna5:GlyCCC<(4083:4013)<<Gly<(CCC)<71<bp<<Sc:<80.05<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL193347.1.trna4:GlyGCC<(157229:157299)<<Gly<(GCC)<71<bp<<Sc:<66.28<<17<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGGCCCAGGTTTGATTTC<
TGGCCAATGCA<
>Ailuropoda_melanoleuca_GL192795.1.trna12:GlyGCC<(370472:370542)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL192795.1.trna13:GlyGCC<(371132:371202)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL192795.1.trna96:GlyGCC<(362025:361955)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL192808.1.trna79:GlyGCC<(1199023:1198953)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL193406.1.trna25:GlyGCC<(116810:116740)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL193552.1.trna5:GlyGCC<(104498:104568)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL193874.1.trna17:GlyGCC<(379275:379205)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL194913.1.trna5:GlyGCC<(100377:100447)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL195041.1.trna9:GlyGCC<(40417:40347)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Ailuropoda_melanoleuca_GL192559.1.trna24:GlyTCC<(1788749:1788821)<<Gly<(TCC)<73<bp<<Sc:<32.28<<<15<
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGACTTCCGATCTTGGGTTTGTGAGTTCAAAG<
CCCACGTTGGGTG<
>Ailuropoda_melanoleuca_GL193376.1.trna15:GlyTCC<(527758:527841)<<Gly<(TCC)<84<bp<<Sc:<37.22<<14<
GCCTGACTGGCTCAGCGGGTTGAGCGTCTGCCTTCCACTCAGGTCATGGTCCCAGGGTCC<
TAGGATCGAGTCCTGCGTCAGGCT<
>Ailuropoda_melanoleuca_GL192808.1.trna85:GlyTCC<(1127539:1127468)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<



GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Ailuropoda_melanoleuca_GL193160.1.trna35:GlyTCC<(833047:833118)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Ailuropoda_melanoleuca_GL194913.1.trna8:GlyTCC<(111712:111641)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Ailuropoda_melanoleuca_GL194913.1.trna9:GlyTCC<(91941:91870)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Ailuropoda_melanoleuca_GL194164.1.trna5:GlyTCC<(84198:84269)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Anabaena_variabilis_ATCC_29413_chr.trna28:GlyCCC<(5209484:5209413)<<Gly<(CCC)<72<bp<<Sc:<72.00<<16<
GCGGGCGTAATTCAGTGGTAGAATGTCACCTTCCCAAGGTGAACGTCGTGGGTTCGAGTC<
CCATCGCCCGCT<
>Anabaena_variabilis_ATCC_29413_chr.trna40:GlyGCC<(2133971:2133900)<<Gly<(GCC)<72<bp<<Sc:<77.98<<17<
GCGGGTATAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC<
GCGTTACCCGCT<
>Anabaena_variabilis_ATCC_29413_chr.trna13:GlyTCC<(4023869:4023939)<<Gly<(TCC)<71<bp<<Sc:<66.79<<16<
GCGGGCGTAGTTTAGTGGTAAAACTATAGCCTTCCAAGCTATTAATGCGGGTTCGATTCC<
CGCCGCCCGCT<
>Anaplasma_phagocytophilum_HZ_chr.trna29:GlyGCC<(920897:920826)<<Gly<(GCC)<72<bp<<Sc:<78.14<<17<
GCGGGAGTAGCTCAGTGGTAGAGTATAACCTTGCCAAGGTTAGGGTCGAGGGTTCGAACC<
CCTTCTCCCGCT<
>Anaplasma_phagocytophilum_HZ_chr.trna7:GlyTCC<(273587:273657)<<Gly<(TCC)<71<bp<<Sc:<71.64<<18<
GCGGGTATAGCTCAATGGTAGAGTAGCAGCCTTCCAAGCTGCCTGTGTGGGTTCGATTCC<
CATTACCCGCT<
>Arcobacter_butzleri_RM4018_chr.trna21:GlyTCC<(1876218:1876294)<<Gly<(TCC)<77<bp<<Sc:<91.96<<15<
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG<
TCTCGTCTCCCGCTCCA<
>Arcobacter_butzleri_RM4018_chr.trna39:GlyTCC<(1898064:1897988)<<Gly<(TCC)<77<bp<<Sc:<91.96<<15<
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG<
TCTCGTCTCCCGCTCCA<
>Arcobacter_butzleri_RM4018_chr.trna5:GlyTCC<(169789:169865)<<Gly<(TCC)<77<bp<<Sc:<91.96<<15<
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG<
TCTCGTCTCCCGCTCCA<
>Arcobacter_butzleri_RM4018_chr.trna7:GlyTCC<(170017:170093)<<Gly<(TCC)<77<bp<<Sc:<91.96<<15<
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG<
TCTCGTCTCCCGCTCCA<
>Arthrobacter_FB24_chr1.trna26:GlyCCC<(4364506:4364579)<<Gly<(CCC)<74<bp<<Sc:<81.46<<18<
GCGGCTGTAGCTCAATGGTAGAGCGCTAGCTTCCCAAGCTTGATACGCGGGTTCGATTCC<
CGTCAGCCGCTCCA<
>Arthrobacter_FB24_chr1.trna41:GlyGCC<(1863537:1863465)<<Gly<(GCC)<73<bp<<Sc:<85.80<<17<
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT<
CTCGTCGTCCGCT<
>Arthrobacter_FB24_chr1.trna44:GlyGCC<(1863175:1863103)<<Gly<(GCC)<73<bp<<Sc:<85.80<<17<
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT<
CTCGTCGTCCGCT<
>Arthrobacter_FB24_chr1.trna19:GlyTCC<(2701975:2702048)<<Gly<(TCC)<74<bp<<Sc:<75.34<<19<
GGGGACGTAGCTTAATGGTAAAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC<
CGTCGTCCCCTCCA<
>Arthrobacter_aurescens_TC1_chr.trna25:GlyCCC<(4045671:4045744)<<Gly<(CCC)<74<bp<<Sc:<79.70<<17<
GCGGGCGTAGCTCAATGGTAGAGCGCTAGCTTCCCAAGCTCGATACGCGGGTTCGATTCC<
CGTCGCCCGCTCCA<
>Arthrobacter_aurescens_TC1_chr.trna42:GlyGCC<(1987872:1987800)<<Gly<(GCC)<73<bp<<Sc:<85.80<<18<
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT<
CTCGTCGTCCGCT<
>Arthrobacter_aurescens_TC1_chr.trna45:GlyGCC<(1987512:1987440)<<Gly<(GCC)<73<bp<<Sc:<85.80<<18<
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT<
CTCGTCGTCCGCT<
>Arthrobacter_aurescens_TC1_chr.trna47:GlyGCC<(1987283:1987208)<<Gly<(GCC)<76<bp<<Sc:<94.10<<17<
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT<
CTCGTCGTCCGCTCCA<
>Arthrobacter_aurescens_TC1_chr.trna18:GlyTCC<(2625965:2626038)<<Gly<(TCC)<74<bp<<Sc:<75.34<<19<
GGGGACGTAGCTTAATGGTAAAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC<
CGTCGTCCCCTCCA<
>Aspergillus_fumigatus_chr4.trna9:GlyCCC<(2307984:2307898)<<Gly<(CCC)<87<bp<<Sc:<60.39<<17<
GCGCCAATGGTCTAGTGGTTAGGATGCGGTCCTCCCATTCCCCTACTGGGCAAGACCGAG<
ACACGAGTTCGAATCCCGTTTGGCGCA<
>Aspergillus_fumigatus_chr1.trna13:GlyGCC<(2907410:2907480)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<



>Aspergillus_fumigatus_chr1.trna7:GlyGCC<(1651256:1651326)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr2.trna23:GlyGCC<(465305:465235)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr3.trna13:GlyGCC<(3556767:3556837)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr4.trna6:GlyGCC<(3650153:3650223)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr4.trna8:GlyGCC<(2409096:2409026)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr5.trna33:GlyGCC<(1903658:1903588)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr5.trna35:GlyGCC<(321680:321610)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr5.trna9:GlyGCC<(3086241:3086311)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr6.trna9:GlyGCC<(3477652:3477722)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr8.trna16:GlyGCC<(665850:665780)<<Gly<(GCC)<71<bp<<Sc:<66.83<<17<
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA<
CGGATGATGCA<
>Aspergillus_fumigatus_chr1.trna19:GlyTCC<(4157779:4157850)<<Gly<(TCC)<72<bp<<Sc:<71.91<<16<
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC<
CCAGCTAACGCA<
>Aspergillus_fumigatus_chr5.trna30:GlyTCC<(2561769:2561698)<<Gly<(TCC)<72<bp<<Sc:<71.91<<16<
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC<
CCAGCTAACGCA<
>Aspergillus_fumigatus_chr7.trna4:GlyTCC<(220338:220409)<<Gly<(TCC)<72<bp<<Sc:<71.91<<16<
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC<
CCAGCTAACGCA<
>Arabidopsis_thaliana_chr1.trna215:GlyACC<(12097327:12097259)<<Gly<(ACC)<69<bp<<Sc:<20.99<<18<
GCACCAATGGTTCAGTGGTAGATTAATACTCTACCACTATCTAACCCGGGTTCGATCCCA<
GACGGTGTA<
>Arabidopsis_thaliana_chr2.trna60:GlyCCC<(19566995:19566925)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Arabidopsis_thaliana_chr3.trna60:GlyCCC<(23221683:23221753)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Arabidopsis_thaliana_chr4.trna59:GlyCCC<(12486282:12486212)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Arabidopsis_thaliana_chr4.trna6:GlyCCC<(6646426:6646496)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Arabidopsis_thaliana_chr5.trna78:GlyCCC<(21740410:21740340)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Arabidopsis_thaliana_chr1.trna7:GlyGCC<(1159022:1159092)<<Gly<(GCC)<71<bp<<Sc:<57.43<<18<
TAACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr2.trna88:GlyGCC<(3444431:3444360)<<Gly<(GCC)<72<bp<<Sc:<62.60<<20<
GCGGAAATAGCTTAATGGTAGAGCATAGCCTTGCCAAGGCTAAGGTTGAGGGTTCAAGTC<
CCTCCTTCCGCT<
>Arabidopsis_thaliana_chr3.trna91:GlyGCC<(1843400:1843330)<<Gly<(GCC)<71<bp<<Sc:<65.04<<18<
GCACCAGTGGTCTAGTGGTAGAATAGAACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr5.trna122:GlyGCC<(389960:389890)<<Gly<(GCC)<71<bp<<Sc:<66.11<<18<
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACATACCCGGGTTCAATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna201:GlyGCC<(22401327:22401257)<<Gly<(GCC)<71<bp<<Sc:<67.59<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACTCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna161:GlyGCC<(22431832:22431902)<<Gly<(GCC)<71<bp<<Sc:<69.82<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC<



CGGCTGGTGCA<
>Arabidopsis_thaliana_chr2.trna54:GlyGCC<(17667856:17667926)<<Gly<(GCC)<71<bp<<Sc:<69.82<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna171:GlyGCC<(26977051:26977121)<<Gly<(GCC)<71<bp<<Sc:<70.74<<18<
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr5.trna87:GlyGCC<(17512839:17512769)<<Gly<(GCC)<71<bp<<Sc:<70.74<<18<
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna202:GlyGCC<(22398372:22398302)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna203:GlyGCC<(22317149:22317079)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna240:GlyGCC<(2111217:2111147)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna241:GlyGCC<(2107467:2107397)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<<<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr2.trna32:GlyGCC<(12888668:12888738)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr2.trna33:GlyGCC<(12889811:12889881)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr2.trna72:GlyGCC<(12983095:12983025)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr3.trna47:GlyGCC<(19995919:19995989)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr3.trna51:GlyGCC<(21553259:21553329)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr3.trna56:GlyGCC<(22853497:22853567)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr4.trna33:GlyGCC<(15671399:15671469)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr5.trna113:GlyGCC<(2212749:2212679)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr5.trna23:GlyGCC<(6401241:6401311)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr5.trna65:GlyGCC<(26700004:26699934)<<Gly<(GCC)<71<bp<<Sc:<71.56<<18<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Arabidopsis_thaliana_chr1.trna14:GlyTCC<(2588522:2588593)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr1.trna232:GlyTCC<(4285956:4285885)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr2.trna74:GlyTCC<(12478921:12478850)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr2.trna75:GlyTCC<(11871302:11871231)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr3.trna35:GlyTCC<(17160737:17160808)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr3.trna74:GlyTCC<(16438097:16438026)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr4.trna63:GlyTCC<(10326047:10325976)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr5.trna105:GlyTCC<(3578367:3578296)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<



GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr5.trna13:GlyTCC<(3617059:3617130)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr5.trna34:GlyTCC<(18576072:18576143)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr5.trna50:GlyTCC<(23971168:23971239)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr5.trna51:GlyTCC<(23974656:23974727)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Arabidopsis_thaliana_chr1.trna63:GlyGCC<(12083875:12083945)<<Gly<(GCC)<71<bp<<Sc:<27.76<<16<
GCATTAGTCGTCTAGTGGTTGTATTGTAGCCTGCCACTTGACAGTCCAGGGTTCGATTCC<
CGGATGGTGCA<
>Azoarcus_BH72_chr.trna28:GlyCCC<(4144876:4144950)<<Gly<(CCC)<75<bp<<Sc:<60.99<<<14<<
GCGGGCGTCGTATAACGGCTATTACCTCAGCTTCCCAAGCTGATGACGAGGGTTCGACTC<
CCTTCGCCCGCTCCA<
>Azoarcus_BH72_chr.trna23:GlyGCC<(1809899:1809974)<<Gly<(GCC)<76<bp<<Sc:<88.26<<16<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTTTCCCGCTCCA<
>Azoarcus_BH72_chr.trna25:GlyGCC<(1810132:1810207)<<Gly<(GCC)<76<bp<<Sc:<88.26<<16<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTTTCCCGCTCCA<
>Azoarcus_BH72_chr.trna30:GlyTCC<(3760855:3760782)<<Gly<(TCC)<74<bp<<Sc:<82.17<<19<
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Azoarcus_sp_EbN1_chr.trna8:GlyCCC<(1383723:1383796)<<Gly<(CCC)<74<bp<<Sc:<65.01<<17<
GCGGGCGTCGTATAATGGTAATACCCTAGCTTCCCAAGCTAGAGCCGTGGGTTCGATTCC<
CATCGCCCGCTCCA<
>Azoarcus_sp_EbN1_chr.trna32:GlyGCC<(3304938:3305013)<<Gly<(GCC)<76<bp<<Sc:<88.26<<16<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTTTCCCGCTCCA<
>Azoarcus_sp_EbN1_chr.trna35:GlyGCC<(3400810:3400885)<<Gly<(GCC)<76<bp<<Sc:<88.26<<16<
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTTTCCCGCTCCA<
>Azoarcus_sp_EbN1_chr.trna16:GlyTCC<(2242786:2242859)<<Gly<(TCC)<74<bp<<Sc:<82.26<<19<
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTATGACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Azorhizobium_caulinodans_ORS_571_chr.trna53:GlyCCC<(260304:260230)<<Gly<(CCC)<75<bp<<Sc:<90.16<<16<
GCGGGCGTAGTTCAGTGGTAGAACGACAGCTTCCCAAGCTGTATGTCGTGGGTTCGATTC<
CCATCGCCCGCTCCA<
>Azorhizobium_caulinodans_ORS_571_chr.trna26:GlyGCC<(4346061:4346135)<<Gly<(GCC)<75<bp<<Sc:<88.17<<17<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Azorhizobium_caulinodans_ORS_571_chr.trna7:GlyTCC<(981811:981884)<<Gly<(TCC)<74<bp<<Sc:<82.42<<19<
GCGGGTGTAGCTCAATGGTAGAGCAACAGCCTTCCAAGCTGATGACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna15:GlyGCC<(167072:167146)<<Gly<(GCC)<75<bp<<Sc:<90.25<<18<
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna51:GlyGCC<(882172:882246)<<Gly<(GCC)<75<bp<<Sc:<90.25<<17<
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna70:GlyGCC<(2922228:2922154)<<Gly<(GCC)<75<bp<<Sc:<90.25<<17<
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna8:GlyGCC<(96464:96538)<<Gly<(GCC)<75<bp<<Sc:<94.93<<17<
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna36:GlyTCC<(604884:604957)<<Gly<(TCC)<74<bp<<Sc:<78.55<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT<
CATCACCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna55:GlyTCC<(897337:897410)<<Gly<(TCC)<74<bp<<Sc:<78.55<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT<
CATCACCCGCTCCA<
>Bacillus_amyloliquefaciens_FZB42_chr.trna82:GlyTCC<(2921146:2921073)<<Gly<(TCC)<74<bp<<Sc:<81.36<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna15:GlyGCC<(1049307:1049381)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<



>Bacillus_anthracis_A2012_,_unfinished_sequence.trna18:GlyTCC<(1053988:1054061)<<Gly<(TCC)<74<bp<<Sc:<60.03<<17<
TCCGGAGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_anthracis_Ames_chr.trna15:GlyGCC<(150978:151049)<<Gly<(GCC)<72<bp<<Sc:<80.56<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_anthracis_Ames_chr.trna42:GlyGCC<(538386:538460)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_anthracis_Ames_chr.trna50:GlyGCC<(746745:746819)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_anthracis_Ames_chr.trna74:GlyGCC<(4651530:4651456)<<Gly<(GCC)<75<bp<<Sc:<88.86<<19<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_anthracis_Ames_chr.trna27:GlyTCC<(246061:246131)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_anthracis_Ames_chr.trna87:GlyTCC<(4650354:4650284)<<Gly<(TCC)<71<bp<<Sc:<71.78<<16<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_anthracis_Ames_chr.trna45:GlyTCC<(543071:543144)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_anthracis_Ames_chr.trna92:GlyTCC<(4287652:4287579)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_cereus_ATCC_10987_chr.trna15:GlyGCC<(150984:151055)<<Gly<(GCC)<72<bp<<Sc:<80.56<<19<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_cereus_ATCC_10987_chr.trna44:GlyGCC<(610888:610962)<<Gly<(GCC)<75<bp<<Sc:<88.86<<19<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_cereus_ATCC_10987_chr.trna53:GlyGCC<(823438:823512)<<Gly<(GCC)<75<bp<<Sc:<88.86<<19<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_cereus_ATCC_10987_chr.trna77:GlyGCC<(4650508:4650434)<<Gly<(GCC)<75<bp<<Sc:<88.86<<19<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_cereus_ATCC_10987_chr.trna27:GlyTCC<(279452:279522)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_cereus_ATCC_10987_chr.trna90:GlyTCC<(4649333:4649263)<<Gly<(TCC)<71<bp<<Sc:<71.78<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_cereus_ATCC_10987_chr.trna47:GlyTCC<(615179:615252)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_cereus_ATCC_10987_chr.trna95:GlyTCC<(4248374:4248301)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_licheniformis_ATCC_14580_chr.trna55:GlyGCC<(3116926:3116855)<<Gly<(GCC)<72<bp<<Sc:<86.63<<18<
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_licheniformis_ATCC_14580_chr.trna38:GlyGCC<(926641:926715)<<Gly<(GCC)<75<bp<<Sc:<94.93<<18<
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_licheniformis_ATCC_14580_chr.trna23:GlyTCC<(611775:611848)<<Gly<(TCC)<74<bp<<Sc:<78.55<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT<
CATCACCCGCTCCA<
>Bacillus_licheniformis_ATCC_14580_chr.trna42:GlyTCC<(953171:953244)<<Gly<(TCC)<74<bp<<Sc:<81.36<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bacillus_licheniformis_ATCC_14580_chr.trna66:GlyTCC<(3115907:3115834)<<Gly<(TCC)<74<bp<<Sc:<81.36<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bacillus_licheniformis_DSM_13_chr.trna55:GlyGCC<(3117103:3117032)<<Gly<(GCC)<72<bp<<Sc:<86.63<<18<
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_licheniformis_DSM_13_chr.trna38:GlyGCC<(926934:927008)<<Gly<(GCC)<75<bp<<Sc:<94.93<<18<
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_licheniformis_DSM_13_chr.trna23:GlyTCC<(611567:611640)<<Gly<(TCC)<74<bp<<Sc:<78.55<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT<



CATCACCCGCTCCA<
>Bacillus_licheniformis_DSM_13_chr.trna42:GlyTCC<(953465:953538)<<Gly<(TCC)<74<bp<<Sc:<81.36<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bacillus_licheniformis_DSM_13_chr.trna66:GlyTCC<(3116084:3116011)<<Gly<(TCC)<74<bp<<Sc:<81.36<<18<
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna24:GlyGCC<(156705:156776)<<Gly<(GCC)<72<bp<<Sc:<80.56<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_thuringiensis_Al_Hakam_chr.trna12:GlyGCC<(87647:87721)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna51:GlyGCC<(540414:540488)<<Gly<(GCC)<75<bp<<Sc:<88.86<<16<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna60:GlyGCC<(767283:767357)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna84:GlyGCC<(4667815:4667741)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna36:GlyTCC<(258057:258127)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<<<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_thuringiensis_Al_Hakam_chr.trna97:GlyTCC<(4666638:4666568)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_thuringiensis_Al_Hakam_chr.trna102:GlyTCC<(4294741:4294668)<<Gly<(TCC)<74<bp<<Sc:<80.08<<16<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_thuringiensis_Al_Hakam_chr.trna54:GlyTCC<(552778:552851)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna24:GlyGCC<(156592:156663)<<Gly<(GCC)<72<bp<<Sc:<80.56<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCT<
>Bacillus_weihenstephanensis_KBAB4_chr.trna12:GlyGCC<(87492:87566)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna53:GlyGCC<(522040:522114)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna62:GlyGCC<(733628:733702)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna86:GlyGCC<(4694979:4694905)<<Gly<(GCC)<75<bp<<Sc:<88.86<<18<
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC<
CCGTCTTCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna37:GlyTCC<(247654:247724)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_weihenstephanensis_KBAB4_chr.trna99:GlyTCC<(4693800:4693730)<<Gly<(TCC)<71<bp<<Sc:<71.78<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCT<
>Bacillus_weihenstephanensis_KBAB4_chr.trna104:GlyTCC<(4322849:4322776)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacillus_weihenstephanensis_KBAB4_chr.trna56:GlyTCC<(527074:527147)<<Gly<(TCC)<74<bp<<Sc:<80.08<<18<
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT<
CTTCACCCGCTCCA<
>Bacteroides_fragilis_YCH46_chr.trna55:GlyCCC<(2858492:2858417)<<Gly<(CCC)<76<bp<<Sc:<72.47<<14<
GCGGTAGTAGCTCAGTTGGCAGAGCGGCGGCTTCCCAAGCCGCAGGTCACGAGTTCGACC<
CTCGCCTACCGCTCTA<
>Bacteroides_fragilis_YCH46_chr.trna2:GlyGCC<(589029:589101)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_fragilis_YCH46_chr.trna49:GlyGCC<(2904824:2904752)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_fragilis_YCH46_chr.trna54:GlyGCC<(2904274:2904202)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_fragilis_YCH46_chr.trna52:GlyGCC<(2904501:2904426)<<Gly<(GCC)<76<bp<<Sc:<85.15<<16<



GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCTCAA<
>Bacteroides_fragilis_YCH46_chr.trna31:GlyTCC<(4795253:4795181)<<Gly<(TCC)<73<bp<<Sc:<68.88<<15<
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC<
CCCGTCTTCCGCT<
>Bacteroides_fragilis_YCH46_chr.trna67:GlyTCC<(1157452:1157377)<<Gly<(TCC)<76<bp<<Sc:<69.50<<15<
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC<
CCCGTCTTCCGCTCTA<
>Bacteroides_vulgatus_ATCC_8482_chr.trna30:GlyCCC<(3958542:3958639)<<Gly<(CCC)<98<bp<<Sc:<53.14<<14<
GCGGCAGTAGCTCAGTTGGTCACTTTTAATCCGCAGGATTAAAAGGCATCAGCTTCCCAA<
GCTGAGGGTCGCGGGTTCGAATCCCGTTTGCCGCTCCA<
>Bacteroides_vulgatus_ATCC_8482_chr.trna29:GlyCCC<(3943164:3943236)<<Gly<(CCC)<73<bp<<Sc:<76.85<<15<
GCGGCAGTAGCTCAGTTGGTAGAGCATCAGCTTCCCAAGCTGAGGGTCACGAGTTCGAAC<
CTCGCTTGCCGCT<
>Bacteroides_vulgatus_ATCC_8482_chr.trna59:GlyCCC<(3633774:3633700)<<Gly<(CCC)<75<bp<<Sc:<83.20<<15<
GGACGATTAGCTCAGAGGCAGAGCATCAGCTTCCCAAGCTGAGGGTCGCGGGTTCAAGTC<
CCGTATCGTCCACGA<
>Bacteroides_vulgatus_ATCC_8482_chr.trna45:GlyGCC<(4390009:4389937)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_vulgatus_ATCC_8482_chr.trna48:GlyGCC<(4389685:4389613)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_vulgatus_ATCC_8482_chr.trna69:GlyGCC<(1160616:1160544)<<Gly<(GCC)<73<bp<<Sc:<84.53<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCT<
>Bacteroides_vulgatus_ATCC_8482_chr.trna50:GlyGCC<(4389469:4389394)<<Gly<(GCC)<76<bp<<Sc:<85.15<<17<
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT<
CTCGTTTTCCGCTCAA<
>Bacteroides_vulgatus_ATCC_8482_chr.trna73:GlyTCC<(1120213:1120141)<<Gly<(TCC)<73<bp<<Sc:<68.88<<15<
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC<
CCCGTCTTCCGCT<
>Bacteroides_vulgatus_ATCC_8482_chr.trna62:GlyTCC<(3328976:3328901)<<Gly<(TCC)<76<bp<<Sc:<69.50<<15<
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC<
CCCGTCTTCCGCTCTA<
>Bartonella_bacilliformis_KC583_chr.trna44:GlyGCC<(50872:50798)<<Gly<(GCC)<75<bp<<Sc:<87.83<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC<
CCATCGCCCGCTCCA<
>Bartonella_bacilliformis_KC583_chr.trna10:GlyTCC<(572451:572524)<<Gly<(TCC)<74<bp<<Sc:<81.40<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Bartonella_quintana_Toulouse_chr.trna16:GlyGCC<(1535763:1535837)<<Gly<(GCC)<75<bp<<Sc:<87.83<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC<
CCATCGCCCGCTCCA<
>Bartonella_quintana_Toulouse_chr.trna31:GlyTCC<(855787:855714)<<Gly<(TCC)<74<bp<<Sc:<81.40<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Bartonella_tribocorum_CIP_105476_chr.trna21:GlyGCC<(2530958:2531032)<<Gly<(GCC)<75<bp<<Sc:<87.83<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC<
CCATCGCCCGCTCCA<
>Bartonella_tribocorum_CIP_105476_chr.trna6:GlyTCC<(949166:949239)<<Gly<(TCC)<74<bp<<Sc:<81.40<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brachypodium_distachyon_chr1.trna109:GlyCCC<(67836802:67836732)<<Gly<(CCC)<71<bp<<Sc:<68.50<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr1.trna161:GlyCCC<(14510054:14509984)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17#
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr1.trna29:GlyCCC<(14682083:14682153)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr1.trna80:GlyCCC<(62214183:62214253)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr2.trna93:GlyCCC<(48559532:48559462)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr3.trna7:GlyCCC<(5483812:5483882)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr3.trna85:GlyCCC<(38548253:38548183)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<



>Brachypodium_distachyon_chr4.trna104:GlyCCC<(4667360:4667290)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr4.trna72:GlyCCC<(35285672:35285602)<<Gly<(CCC)<71<bp<<Sc:<68.50<<17<
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC<
CTGGATGCGCA<
>Brachypodium_distachyon_chr4.trna113:GlyGCC<(407298:407228)<<Gly<(GCC)<71<bp<<Sc:<54.35<<17<
GCGAGTGTAGTTCAATGGTAAACCATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr5.trna58:GlyGCC<(9608389:9608319)<<Gly<(GCC)<71<bp<<Sc:<55.65<<17<
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTTGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr1.trna175:GlyGCC<(778570:778500)<<Gly<(GCC)<71<bp<<Sc:<55.92<<17<
GCAAGTGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr3.trna98:GlyGCC<(28296252:28296182)<<Gly<(GCC)<71<bp<<Sc:<61.61<<17<
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTTGCC<
>Brachypodium_distachyon_chr1.trna130:GlyGCC<(54727850:54727780)<<Gly<(GCC)<71<bp<<Sc:<62.56<<17<
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr1.trna92:GlyGCC<(74163058:74163128)<<Gly<(GCC)<71<bp<<Sc:<62.56<<17<
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr2.trna116:GlyGCC<(16388847:16388777)<<Gly<(GCC)<71<bp<<Sc:<62.56<<17<
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC<
CGCCGCTCGCC<
>Brachypodium_distachyon_chr3.trna27:GlyGCC<(35358440:35358510)<<Gly<(GCC)<71<bp<<Sc:<65.59<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACTGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr5.trna45:GlyGCC<(18805152:18805082)<<Gly<(GCC)<71<bp<<Sc:<67.64<<17<
GCACCAGTGGTCTAGTGGCAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna101:GlyGCC<(72602209:72602139)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna102:GlyGCC<(72597467:72597397)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna117:GlyGCC<(64237306:64237236)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna129:GlyGCC<(54918233:54918163)<<Gly<(GCC)<71<bp<<Sc:<71.56<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna163:GlyGCC<(10042289:10042219)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna169:GlyGCC<(4075009:4074939)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna47:GlyGCC<(32957780:32957850)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna52:GlyGCC<(42995888:42995958)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna59:GlyGCC<(49670122:49670192)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna88:GlyGCC<(72190585:72190655)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr2.trna128:GlyGCC<(3857235:3857165)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr3.trna124:GlyGCC<(6185863:6185793)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr3.trna31:GlyGCC<(36642001:36642071)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr3.trna33:GlyGCC<(37560538:37560608)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<



CGGCTGGTGCA<
>Brachypodium_distachyon_chr3.trna94:GlyGCC<(29683449:29683379)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr4.trna105:GlyGCC<(3885550:3885480)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr4.trna111:GlyGCC<(752951:752881)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr4.trna59:GlyGCC<(44583073:44583003)<<Gly<(GCC)<71<bp<<Sc:<71.56<<17<
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC<
CGGCTGGTGCA<
>Brachypodium_distachyon_chr1.trna82:GlyTCC<(63387217:63387287)<<Gly<(TCC)<71<bp<<Sc:<49.97<<15<
GTGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCTGTTCGACTCC<
CGGCAGACGCA<
>Brachypodium_distachyon_chr1.trna34:GlyTCC<(20063451:20063522)<<Gly<(TCC)<72<bp<<Sc:<73.14<<15<
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr2.trna31:GlyTCC<(20084762:20084833)<<Gly<(TCC)<72<bp<<Sc:<73.14<<15<
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr2.trna60:GlyTCC<(52940374:52940445)<<Gly<(TCC)<72<bp<<Sc:<73.14<<15<
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr2.trna96:GlyTCC<(42096168:42096097)<<Gly<(TCC)<72<bp<<Sc:<73.14<<15<
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr1.trna69:GlyTCC<(55523598:55523669)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr3.trna11:GlyTCC<(12376076:12376147)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr4.trna107:GlyTCC<(3767461:3767390)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr5.trna10:GlyTCC<(10925504:10925575)<<Gly<(TCC)<72<bp<<Sc:<75.78<<15<
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC<
CCGGCAGACGCA<
>Brachypodium_distachyon_chr1.trna26:GlyGCC<(13487392:13487459)<<Gly<(GCC)<68<bp<<Sc:<28.93<<18<
GCACCAGTGGTCTTATGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC< <
GGGGTACA<
>Beijerinckia_indica_ATCC_9039_chr.trna1:GlyCCC<(431977:432050)<<Gly<(CCC)<74<bp<<Sc:<80.62<<<16<
GCGGGCGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGGGTTCGATTCC<
CTTCGCCCGCTCCA<
>Beijerinckia_indica_ATCC_9039_chr.trna34:GlyGCC<(3178840:3178766)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Beijerinckia_indica_ATCC_9039_chr.trna13:GlyTCC<(1547422:1547495)<<Gly<(TCC)<74<bp<<Sc:<82.33<<17<
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna1:GlyCCC<(81167:81240)<<Gly<(CCC)<74<bp<<Sc:<67.14<<14<
GCGGATGTAGTTCATCGGTAGAACGAAAGCTTCCCAAGCTTTAAAGGCGGGTTCGACTCC<
CGTCATCCGCTCCA<
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna35:GlyGCC<(1060616:1060541)<<Gly<(GCC)<76<bp<<Sc:<76.41<<15<
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTCCGAGT<
CCCGTTGTCCGCTCCA<
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna45:GlyGCC<(628805:628730)<<Gly<(GCC)<76<bp<<Sc:<76.41<<15<
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTCCGAGT<
CCCGTTGTCCGCTCCA<
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna36:GlyGCC<(1029147:1029072)<<Gly<(GCC)<76<bp<<Sc:<76.69<<15<
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTTCGAGT<
CCCGTTGTCCGCTCTA<
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna7:GlyTCC<(342497:342570)<<Gly<(TCC)<74<bp<<Sc:<79.76<<17<
GCGGATGTAGCTCAATGGTAGAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC<
CGTCATCCGCTCCA<
>Blochmannia_floridanus_chr.trna2:GlyGCC<(82596:82669)<<Gly<(GCC)<74<bp<<Sc:<79.17<<16<
GCGGGAATAGCTCAGATGGTTAGAGTGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAA<
TCTCGTTTCCCGCT<
>Blochmannia_floridanus_chr.trna9:GlyTCC<(220138:220209)<<Gly<(TCC)<72<bp<<Sc:<42.59<<17<
GTGGGCATCGTATAATGGTTATTACCTCAACCTTCCAAGTTGATGATGTGGGTTCGATTC<
CCACTGTCCGCT<
>Bordetella_avium_197N_chr.trna6:GlyCCC<(455847:455920)<<Gly<(CCC)<74<bp<<Sc:<77.64<<16<



GCGGGTGTAGTTCAATGGTAGAACGGCGGCTTCCCAAGCCTCAAGCGTGGGTTCGATTCC<
CATCACCCGCTCCA<
>Bordetella_avium_197N_chr.trna21:GlyGCC<(2953742:2953817)<<Gly<(GCC)<76<bp<<Sc:<89.05<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTCTCCCGCTCCA<
>Bordetella_avium_197N_chr.trna22:GlyGCC<(2962130:2962205)<<Gly<(GCC)<76<bp<<Sc:<89.05<<16<
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA<
CTCGTCTCCCGCTCCA<
>Bordetella_avium_197N_chr.trna2:GlyTCC<(5642:5715)<<Gly<(TCC)<74<bp<<Sc:<82.17<<17<
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Borrelia_afzelii_PKo_chr.trna15:GlyGCC<(640242:640313)<<Gly<(GCC)<72<bp<<Sc:<66.76<<16<
GCGAAAGTAACTCAGGGGTAGAGTGTCACCTTGCCAAGGTGGAAGTCGCGGGTTCAAATC<
CCGTCTTTCGCT<
>Borrelia_afzelii_PKo_chr.trna1:GlyTCC<(46313:46384)<<Gly<(TCC)<72<bp<<Sc:<50.44<<15<
GCGTCCTTCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGTCGGTTCGATTC<
CGATAGGACGCT<
>Borrelia_garinii_PBi_chrlinear.trna15:GlyGCC<(638415:638486)<<Gly<(GCC)<72<bp<<Sc:<66.76<<16<
GCGAAAGTAACTCAGGGGTAGAGTGTCACCTTGCCAAGGTGGAAGTCGCGGGTTCAAATC<
CCGTCTTTCGCT<
>Borrelia_garinii_PBi_chrlinear.trna1:GlyTCC<(46379:46450)<<Gly<(TCC)<72<bp<<Sc:<50.44<<15<
GCGTCCTTCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGTCGGTTCGATTC<
CGATAGGACGCT<
>Bradyrhizobium_BTAi1_chr.trna7:GlyCCC<(799661:799734)<<Gly<(CCC)<74<bp<<Sc:<80.62<<16<
GCGGGCGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGGGTTCGATTCC<
CTTCGCCCGCTCCA<
>Bradyrhizobium_BTAi1_chr.trna4:GlyGCC<(310428:310502)<<Gly<(GCC)<75<bp<<Sc:<88.70<<16<
GCGGGTGTAGCTCAGTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGAGGGTTCGAACC<
CCTTCGCCCGCTCCA<
>Bradyrhizobium_BTAi1_chr.trna37:GlyTCC<(5356535:5356462)<<Gly<(TCC)<74<bp<<Sc:<82.33<<15<
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGAGGGTTCGATTCC<
CTTCACCCGCTCCA<
>Brucella_canis_ATCC_23365_chrI.trna33:GlyCCC<(936171:936098)<<Gly<(CCC)<74<bp<<Sc:<65.12<<17<
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_canis_ATCC_23365_chrII.trna3:GlyGCC<(877831:877905)<<Gly<(GCC)<75<bp<<Sc:<88.17<<17<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_canis_ATCC_23365_chrII.trna4:GlyGCC<(1006981:1007055)<<Gly<(GCC)<75<bp<<Sc:<88.17<<17<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_canis_ATCC_23365_chrI.trna31:GlyTCC<(1219037:1218964)<<Gly<(TCC)<74<bp<<Sc:<83.28<<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_melitensis_chrI.trna13:GlyCCC<(1050587:1050660)<<Gly<(CCC)<74<bp<<Sc:<65.12<<17<
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_melitensis_chrII.trna11:GlyGCC<(419834:419760)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_melitensis_chrII.trna12:GlyGCC<(291445:291371)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_melitensis_chrI.trna11:GlyTCC<(767877:767950)<<Gly<(TCC)<74<bp<<Sc:<83.28<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_suis_1330_chrI.trna33:GlyCCC<(937721:937648)<<Gly<(CCC)<74<bp<<Sc:<65.12<<18<
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_suis_1330_chrII.trna3:GlyGCC<(878530:878604)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_suis_1330_chrII.trna4:GlyGCC<(1007558:1007632)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_suis_1330_chrI.trna31:GlyTCC<(1220146:1220073)<<Gly<(TCC)<74<bp<<Sc:<83.28<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_suis_ATCC_23445_chrI.trna27:GlyCCC<(957474:957401)<<Gly<(CCC)<74<bp<<Sc:<65.12<<18<
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Brucella_suis_ATCC_23445_chrII.trna3:GlyGCC<(866152:866226)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<



>Brucella_suis_ATCC_23445_chrII.trna4:GlyGCC<(996011:996085)<<Gly<(GCC)<75<bp<<Sc:<88.17<<15<
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC<
CCTTCGCCCGCTCCA<
>Brucella_suis_ATCC_23445_chrI.trna25:GlyTCC<(1240896:1240823)<<Gly<(TCC)<74<bp<<Sc:<83.28<<18<
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC<
CGCTACCCGCTCCA<
>Bos_taurus_chr10.trna865:GlyACC<(20039325:20039397)<<Gly<(ACC)<73<bp<<Sc:<30.58<<15<
TCTCTGATGGTCCAGGGCTTAAGACGATGTATTACCAGTACAGGAGGCCCAGGTTAGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr9.trna3118:GlyACC<(90597498:90597570)<<Gly<(ACC)<73<bp<<Sc:<33.61<<16<
TCCCTGGTGGTCCAGTGGCTGAGATCCTGAGCTACCAATCCAGGGACCTCAGGTTAGATC<
CCTGATTAGGGAA<
>Bos_taurus_chr25.trna630:GlyACC<(11264063:11264135)<<Gly<(ACC)<73<bp<<Sc:<33.84<<16<
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTACCAGTACAGGGGGTCTAGGTTCCATC<
CTTGGTCAGGGAA<
>Bos_taurus_chr22.trna1672:GlyACC<(47319352:47319424)<<Gly<(ACC)<73<bp<<Sc:<36.83<16<
TCCCTGGTGGTCCAGCAGCTAAGACTCTGCACCACCAATGCAGGGGGCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna2490:GlyACC<(49326425:49326496)<<Gly<(ACC)<72<bp<<Sc:<37.80<<17<
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTACCAATGCAGGGGTCTGGGTTCCATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr5.trna5618:GlyACC<(114430852:114430780)<<Gly<(ACC)<73<bp<<Sc:<39.12<<16<
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTACCAATGCAGGGTGCTCAGGTTTGAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chr22.trna113:GlyACC<(3385873:3385945)<<Gly<(ACC)<73<bp<<Sc:<39.64<<15<
TCCCTCATGGTCCAGTGGCTAAGATTCTGTGCTACCAATGTAGGGGGCTCAGGTTTGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr15.trna5149:GlyACC<(30970782:30970710)<<Gly<(ACC)<73<bp<<Sc:<42.71<<17<
TCCTTAGTGGTTCAATGGCTAAGACTCTGTGCTACCAATGCAGATGGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr20.trna1184:GlyACC<(33508899:33508971)<<Gly<(ACC)<73<bp<<Sc:<43.40<<17<
TCCTTGATGGTCCAGTGGCTAAGATTCTGTGCCACCACTGCAGGGGGCCCGGGTTCAAGC<
CCTGGTTGGGGAA<
>Bos_taurus_chr14.trna289:GlyACC<(7423277:7423349)<<Gly<(ACC)<73<bp<<Sc:<44.88<<17<
TCCCTGGTGGTGCAATGGCTAAGACTCTGCACTACCAGTGCAGAGGGCTCGGGTTCGATC<<<
CCTGGTCAGGGAA<
>Bos_taurus_chrX.trna2724:GlyACC<(73152721:73152793)<<Gly<(ACC)<73<bp<<Sc:<45.65<<15<
TCCCTGGTGGTCCAGTGGCTAAAACTCTGAGCTACCAATGCAGAAGTCCTAGGTTTGATC<
CCTGGTCAGGGAG<
>Bos_taurus_chr11.trna4048:GlyACC<(99239103:99239175)<<Gly<(ACC)<73<bp<<Sc:<47.06<<17<
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCAATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr13.trna6530:GlyACC<(25688027:25687955)<<Gly<(ACC)<73<bp<<Sc:<47.54<<15<
TCCCTGGTGGTCCAGTGGCCAAGACTCCATGTTACCAATGTAGGGGACCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr4.trna4061:GlyACC<(117003365:117003437)<<Gly<(ACC)<73<bp<<Sc:<50.18<<16<
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCCCTACCACTGCAGGGGACATAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr22.trna4309:GlyACC<(6815948:6815876)<<Gly<(ACC)<73<bp<<Sc:<52.52<<16<
TCCTAGGTGGTCTAGAGGCTAAGACTCTGCACTACCAAGGCAGGGGGCCTGGGTTCAATC<
CCCGGTCTGGGAA<
>Bos_taurus_chrX.trna1341:GlyACC<(34808900:34808972)<<Gly<(ACC)<73<bp<<Sc:<53.22<<16<
TCCCTGATTGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr12.trna3870:GlyACC<(74898435:74898363)<<Gly<(ACC)<73<bp<<Sc:<55.45<<14<
GGGCCAGTGGCACAATGGGTAATGCATCTGACTACCCATCAGAAGATTCCAAGTTCAACT<
CCTGGCTGGCTCA<
>Bos_taurus_chrUn.004.891.trna9:GlyACC<(51647:51719)<<Gly<(ACC)<73<bp<<Sc:<55.74<<16<
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCGATT<
CCTAGCCAGGGAA<
>Bos_taurus_chr4.trna4265:GlyACC<(120631359:120631439)<<Gly<(ACC)<81<bp<<Sc:<49.30<<18<
TCCCAGGTGGCTTACTGGTAAAGCATCTGCCTACCAATGTAGAAGATGCAGGAGACGCAG<
GTTCGATCCCTGGTTTGGGAA<
>Bos_taurus_chr15.trna1863:GlyACC<(53760639:53760727)<<Gly<(ACC)<89<bp<<Sc:<36.15<<18<
TTCCAGTTGGCTCAGTGGTAAAGAATCTGTCTACCAGTGGTTAAAGAATTGAACCAAAGG<
AGATGCAGGTTCGATCCCTGTGTTGGAAG<
>Bos_taurus_chr28.trna1008:GlyCCC<(27712875:27712948)<<Gly<(CCC)<74<bp<<Sc:<21.36<<16<
TCCCTGATGGTCCAAGTGGCTAAGGCTCTGCTGTCCCATAGAGGGGGGTACAGGTTAGAT<
CCCTGTTCAGGCAA<
>Bos_taurus_chr11.trna7020:GlyCCC<(51357939:51357868)<<Gly<(CCC)<72<bp<<Sc:<21.83<<15<
TCCCTGGTGGTCCAGTGGCTGAGGCTCTGTGCTCCCTATACAGGGAGCCCGGTTCCATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr14.trna1278:GlyCCC<(29536419:29536491)<<Gly<(CCC)<73<bp<<Sc:<22.39<<14<
TCTCTGGTGGTCCAGTGCCTAAGAGTCTGTGCTCCCGATGCAGGGGGGTCAGGTTCCATC<



CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna8147:GlyCCC<(10678868:10678798)<<Gly<(CCC)<71<bp<<Sc:<23.21<<15<
TCCTTGGTGGTTTAGTGGCTGAGACTCTGTGCTCCCAGTGCAAGGGCCTGGTTTGATCCC<
TGGCCAGGGAA<
>Bos_taurus_chr5.trna4914:GlyCCC<(121374003:121374074)<<Gly<(CCC)<72<bp<<Sc:<24.04<<15<
TCCCTGGTGGTTCAGTGGAGAAGACTCTGCACTCCCAATGCACGGGGCTGGGTCTAGTCC<
CTGGTCAGGGAA<
>Bos_taurus_chr5.trna5246:GlyCCC<(121258068:121257997)<<Gly<(CCC)<72<bp<<Sc:<24.04<<15<
TCCCTGGTGGTTCAGTGGAGAAGACTCTGCACTCCCAATGCACGGGGCTGGGTCTAGTCC<
CTGGTCAGGGAA<
>Bos_taurus_chr1.trna781:GlyCCC<(19050095:19050167)<<Gly<(CCC)<73<bp<<Sc:<24.07<<14<
TCCCTGGTTGTCCAGTGGCTGAGACTCTGCATTCCCAGTGTAAGGGGTCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr1.trna2695:GlyCCC<(79185717:79185790)<<Gly<(CCC)<74<bp<<Sc:<24.18<<17<
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGACTTTAAGTTTAAA<
CCCTGGTCAGGGAA<
>Bos_taurus_chr19.trna5941:GlyCCC<(18790877:18790805)<<Gly<(CCC)<73<bp<<Sc:<24.94<<14<
TCTCTGGTGGTCCAGTGACCAAGACTCTGAACTCCCCATGCAGGCAGTCCAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr12.trna6294:GlyCCC<(16048422:16048350)<<Gly<(CCC)<73<bp<<Sc:<25.37<<16<
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAACGCAGGGGGGCTGGGTTCCATC<
TCTGATCAGGGAA<
>Bos_taurus_chr7.trna8290:GlyCCC<(9341356:9341284)<<Gly<(CCC)<73<bp<<Sc:<25.43<<14<
TCTCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATACAGGGTGCCCAGGTTTGATT<
CCTAGTCAGGGGA<
>Bos_taurus_chr2.trna4315:GlyCCC<(125661715:125661787)<<Gly<(CCC)<73<bp<<Sc:<25.46<<15<
TCCCTGGTGGTCCACTGACTATGTCTCTGTGCTCCCAATGCAGATAGCCTGGGTTCGATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr29.trna2770:GlyCCC<(33718462:33718390)<<Gly<(CCC)<73<bp<<Sc:<25.50<<14<
TCTCTGGTGGTCCAGTGGCTAAGATTCCATGGTCCCAGCGCGGGGGCCCTTGGTTTGATC<
CCCAGTCAGGGAA<
>Bos_taurus_chr3.trna8832:GlyCCC<(16840182:16840109)<<Gly<(CCC)<74<bp<<Sc:<25.57<<15<
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAGGGCAGGGGGCCTCAGGATAGAT<
CCCTGGTCAGGAAA<
>Bos_taurus_chr12.trna6683:GlyCCC<(9933513:9933441)<<Gly<(CCC)<73<bp<<Sc:<25.65<<14<
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGAGCCAGGCTCAATC<
CTTGGTTGGGGAA<
>Bos_taurus_chr7.trna3254:GlyCCC<(81131023:81131095)<<Gly<(CCC)<73<bp<<Sc:<25.80<<15<
TTCCTGGTGGTCCAGCGGCTGAGACTCTGCATTCCCAGTACAGGGGGCTCAAGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr6.trna5669:GlyCCC<(93704615:93704542)<<Gly<(CCC)<74<bp<<Sc:<25.86<<15<
TCTCCTGATGGTCCAGTGACTAAGACCCCGTACTCCCAATGCTGCAGGCCCGGGTTTGAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr7.trna7971:GlyCCC<(13335281:13335208)<<Gly<(CCC)<74<bp<<Sc:<25.95<<16<
TCCCTGGTGGTTCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGGGCCTCACGTTCTAT<
CCTTGGTCAGGGAA<
>Bos_taurus_chr29.trna3340:GlyCCC<(19448852:19448780)<<Gly<(CCC)<73<bp<<Sc:<26.05<<16<
TCCCTGATGGTCCAGTGGCTCGGACTATGTACTCCCAATGCAAGTAATCTGGGTTTGATT<
CCTGGTCAGGGGC<
>Bos_taurus_chr29.trna3345:GlyCCC<(19389163:19389091)<<Gly<(CCC)<73<bp<<Sc:<26.05<<16<
TCCCTGATGGTCCAGTGGCTCGGACTATGTACTCCCAATGCAAGTAATCTGGGTTTGATT<
CCTGGTCAGGGGC<
>Bos_taurus_chr1.trna3337:GlyCCC<(97482414:97482486)<<Gly<(CCC)<73<bp<<Sc:<26.15<<14<
TCCCTGGTGGTCCGGCAGGCGGGACTCTGAGCTCCCGATGCAGGGTGTCCGGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna9084:GlyCCC<(31663926:31663854)<<Gly<(CCC)<73<bp<<Sc:<26.39<<16<
TCCCTGGTGGTCCAGTGGCTGGGCCTCTATGCTCCCAATGCAGGGAACCCAGGTTCCATC<
TCTGGTCAGGGAA<
>Bos_taurus_chr11.trna3030:GlyCCC<(75469807:75469880)<<Gly<(CCC)<74<bp<<Sc:<26.92<<16<
TCCCTGATGGTCCAGTGACTGAGATTCTGAGCTCCCAATGCAGGGAGCCCAGGGTTCGAT<
CCTTGGTCAGGGAA<
>Bos_taurus_chr7.trna8139:GlyCCC<(10855599:10855527)<<Gly<(CCC)<73<bp<<Sc:<27.00<<15<
TCCCTGGTGGTCCAGTGGCTGAGTCTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC<
CCTGGTCAGGGGA<
>Bos_taurus_chr9.trna1675:GlyCCC<(52124825:52124899)<<Gly<(CCC)<75<bp<<Sc:<27.03<<17<
TCCCTGGTGGTCCAAGTGGCTGAGACTCCGTGCTCCCAACACAGGGGGTGCAGGGTTCGA<
TCCCTAGTCAGGGAA<
>Bos_taurus_chr19.trna1623:GlyCCC<(31984601:31984673)<<Gly<(CCC)<73<bp<<Sc:<27.15<<15<
TCCCTGGTGGTCCACAGGCTAAGACTCTGTGCTCCCACTGCAGGGGGCCAGGGTTTGATC<
CCTCGTCAGGGAA<
>Bos_taurus_chrX.trna4259:GlyCCC<(72988999:72988928)<<Gly<(CCC)<72<bp<<Sc:<27.16<<14<
TCCCTGGTTGTCCAGTGACTAAGACTCCGCATTCCCAGTGCAGGGGTCCGGGTTCCATCC<
CTGGTCAGGGAA<
>Bos_taurus_chrX.trna4835:GlyCCC<(59392720:59392648)<<Gly<(CCC)<73<bp<<Sc:<36.85<<16<



TCCCTGATGGTCCAGTGTCTAAGACTCTGTTTTCCCAATGCAGGGGGCACGGGTTCAACC<
CCTGGTTGGGGAA<
>Bos_taurus_chr19.trna4121:GlyCCC<(51161989:51161917)<<Gly<(CCC)<73<bp<<Sc:<36.87<14<
TCCCTGGTGGTCCAGTGAGTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC<
CCTGATCAGGGAA<
>Bos_taurus_chrUn.004.1096.trna13:GlyCCC<(5691:5619)<<Gly<(CCC)<73<bp<<Sc:<36.89<14<
TTCCTGGTGGTCTGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTGGATG<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.1030.trna5:GlyCCC<(49046:48974)<<Gly<(CCC)<73<bp<<Sc:<36.89<15<
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCCCAATGCAGGAGGCCTGGGTTTGATC<
TCTAGTCAGGGAA<
>Bos_taurus_chrUn.004.2470.trna3:GlyCCC<(12273:12345)<<Gly<(CCC)<73<bp<<Sc:<36.89<15<
TTCTTGGTGGTCCAGTGGCTTAGACTCTGCACTCCCAATGCAGAGGGCCTAGGTTCCATC<
CTTGGTCACGGAA<
>Bos_taurus_chr21.trna4290:GlyCCC<(31049276:31049204)<<Gly<(CCC)<73<bp<<Sc:<36.90<15<
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCAGTCCCAATGCAGGGGGCCTGAGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr22.trna4208:GlyCCC<(8252936:8252864)<<Gly<(CCC)<73<bp<<Sc:<36.91<13<
TCCCTGGTGGTCCTGTGGCTAGGACTCTGTGTTCCCAACGCAAGGGGCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna5536:GlyCCC<(25025075:25025002)<<Gly<(CCC)<74<bp<<Sc:<36.92<13<
TCCCCGGTAGTCCAGTGAGTAGGTCTCCACACTCCCAATGGAGGGGGCCTCAGGTTTGAT<
CCCTGGCTGGGGAA<
>Bos_taurus_chr11.trna41:GlyCCC<(896975:897046)<<Gly<(CCC)<72<bp<<Sc:<36.93<16<
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTCCATTC<
CTGGTCAGGGAC<
>Bos_taurus_chr14.trna1426:GlyCCC<(32678831:32678902)<<Gly<(CCC)<72<bp<<Sc:<36.93<15<
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGACCTGGGTTTGATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr2.trna3537:GlyCCC<(108668029:108668101)<<Gly<(CCC)<73<bp<<Sc:<36.96<15<
TCCCTGGTGGTCCAGTGGCTAAGACCCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATC<
CCTGGTCAGGAAC<
>Bos_taurus_chr17.trna4437:GlyCCC<(57364912:57364829)<<Gly<(CCC)<84<bp<<Sc:<36.98<15<
TCCCTGGTGGTCCAGTGGCTGGGACGCCACGCTCCCAAAGTGGAATGGGGTGGAGAGCCC<
CAGGCTCGATCCCTGGTCGGGGAA<
>Bos_taurus_chr14.trna2679:GlyCCC<(64323388:64323459)<<Gly<(CCC)<72<bp<<Sc:<37.00<<17<
TCCCTGGTGGTCTGGTGGTAAGACTCAGTGCTCCCACTGCAGGGGGCCTAGGTTCCATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr4.trna6212:GlyCCC<(82053861:82053789)<<Gly<(CCC)<73<bp<<Sc:<37.03<15<
TCCCTGGTGGTCCAATGACTAAGACTCTGCACTCCCAGTGCAGAGGGTCCAGGTTTGATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr21.trna4139:GlyCCC<(34243037:34242965)<<Gly<(CCC)<73<bp<<Sc:<37.03<17<
TCTCTGGTGGTCCAGTGGCTAAGACTCGGCACTCCCAGTGCAGGGGGCCTGGGTTCAATC<
CGTAGTCAGAGAA<
>Bos_taurus_chr7.trna8273:GlyCCC<(9549043:9548971)<<Gly<(CCC)<73<bp<<Sc:<37.05<<15<
TCCCTGATGGTCCAGTGGCTAAGATTCTGTGTTCCCAATGCAGGGGCCCTGGGTTTGTTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr16.trna4816:GlyCCC<(39145437:39145365)<<Gly<(CCC)<73<bp<<Sc:<37.08<14<
CCCCTAGTGGTCTACTGTTTAAGACTCTGTGCTCCCAATGCAGGAGGCGCAGGTTCGATC<
CCTGGTTGGGGGA<
>Bos_taurus_chr23.trna3958:GlyCCC<(18591476:18591404)<<Gly<(CCC)<73<bp<<Sc:<37.08<15<
TCCCTGGCAGTCCAGTGGCTAAGACTCTGCGCTCCCAACTCAGGGGGCCTGGGTTTGAAC<
CCTGGTCGGGGAA<
>Bos_taurus_chr3.trna2457:GlyCCC<(70925298:70925370)<<Gly<(CCC)<73<bp<<Sc:<37.09<15<
TCCCTGGTAGTCCAATAGGTAAGACTCTGCATTCCCAATGCAGAGAGCTTGGGATCAATG<
CCTGGTTAGGGAA<
>Bos_taurus_chr25.trna2912:GlyCCC<(35521296:35521223)<<Gly<(CCC)<74<bp<<Sc:<37.10<17<
TACCTGGTGGTCCAGTGGCGAAGACTCTGTGCTCCCAAGACAGGGGTCCCCGGGTTCAAT<
CCCTGGTCAGGGAG<
>Bos_taurus_chr17.trna4522:GlyCCC<(56192424:56192352)<<Gly<(CCC)<73<bp<<Sc:<37.10<14<
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr15.trna1860:GlyCCC<(53694854:53694926)<<Gly<(CCC)<73<bp<<Sc:<37.13<15<
TCCCTGGTGGTCCAGTGACTGAGACTCCGCATTCCCAATGCTGGGGACCTAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna3813:GlyCCC<(97744140:97744211)<<Gly<(CCC)<72<bp<<Sc:<37.14<16<
TCCCTGGTGGTTCAGTGGCTAAGACTCCATGCTCCCATTGTGGGGGCTTGGGTTTAATCC<
CAAGTCAGGGAA<
>Bos_taurus_chr17.trna6344:GlyCCC<(11726350:11726277)<<Gly<(CCC)<74<bp<<Sc:<37.17<15<
TCTCTGGTGGCCCAGTGGCTAAGACTCCGTGCTCCCCATGCAGGGAGGGCCAGGTTCAAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr13.trna3070:GlyCCC<(72607861:72607933)<<Gly<(CCC)<73<bp<<Sc:<37.18<<17<
TCCCTGATGGTCCAGTGGGTCAGACTCTGCTTTCCCAATGCAGGGGGCCTGGATTCAATC<
CCTGGTCAGGGAC<



>Bos_taurus_chr25.trna907:GlyCCC<(15278634:15278706)<<Gly<(CCC)<73<bp<<Sc:<37.22<15<
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGGGGCCAGGTTCAATC<
CCAGGTCAGGGAA<
>Bos_taurus_chr19.trna3934:GlyCCC<(55560283:55560211)<<Gly<(CCC)<73<bp<<Sc:<37.24<14<
TTCCTGGTGGTCCAGTGGCCAAGAGTCTGTGCTCCCAATGAAGGGGGCCCAGGTTTGATC<
CCTGGTCAGGAAG<
>Bos_taurus_chr11.trna4524:GlyCCC<(107561178:107561250)<<Gly<(CCC)<73<bp<<Sc:<37.24<16<
TCCCTGGTGGTCCAGTGGGTGAGACTCTTCACTCCCAGTGCAGGGGGCCCGGGTTCAACC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna6934:GlyCCC<(34223146:34223074)<<Gly<(CCC)<73<bp<<Sc:<37.29<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCCATGCAGGGGGCCTGGGTACAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna9801:GlyCCC<(10461926:10461854)<<Gly<(CCC)<73<bp<<Sc:<37.39<14<
TCCCTGGTGGTCCAGTGGCTCAGACTCTGTGCTCCCAATTCAGGGGGCCCGGGTTTGATC<
CCTGGTTAGGGAA<
>Bos_taurus_chr9.trna1178:GlyCCC<(36950579:36950651)<<Gly<(CCC)<73<bp<<Sc:<37.40<<17<
TCTCTGGTGGTCTAGTGGCTGAGACTCTGCACTCCCAATGCAGGGCACCCCGGTTCAATC<
CTTGGTCAGGGAA<
>Bos_taurus_chr13.trna4950:GlyCCC<(62951606:62951534)<<Gly<(CCC)<73<bp<<Sc:<37.45<<14<
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTCCGCTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna7147:GlyCCC<(101660663:101660591)<<Gly<(CCC)<73<bp<<Sc:<37.50<<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCCAGGTTTGATC<
CTTGGTTGGGGAA<
>Bos_taurus_chr25.trna1190:GlyCCC<(21314396:21314468)<<Gly<(CCC)<73<bp<<Sc:<37.50<<15<
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna7421:GlyCCC<(95391307:95391236)<<Gly<(CCC)<72<bp<<Sc:<37.51<<16<
TCCTTGGTGGTCCAATGGCTAGGACTCTGTGCTCCCAGTGCAGGGGCACAGGTTCGTTTC<
TTGGTCAGGGAA<
>Bos_taurus_chr29.trna2437:GlyCCC<(42679436:42679364)<<Gly<(CCC)<73<bp<<Sc:<37.60<<17<
TCCCTGGTGATCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGAGTTCAATC<
CTTGGTCAGGGAA<
>Bos_taurus_chr27.trna2309:GlyCCC<(38672371:38672299)<<Gly<(CCC)<73<bp<<Sc:<37.62<<<<15<
TCCCTGGTGGTCCAGGGGCTGAGACTTTGAGCTCCCAATGCAGGGGGCTCTGGTTCGATC<
CCAGGTCAGGGAG<
>Bos_taurus_chr11.trna7077:GlyCCC<(50759049:50758977)<<Gly<(CCC)<73<bp<<Sc:<37.66<<15<
TCCATGGTGGTCCAGGGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGGTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr28.trna304:GlyCCC<(7149380:7149451)<<Gly<(CCC)<72<bp<<Sc:<37.67<<16<
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCATACGGCCAGGTTCGATCC<
CTGGTCAGGAAA<
>Bos_taurus_chr21.trna4879:GlyCCC<(20915733:20915661)<<Gly<(CCC)<73<bp<<Sc:<37.70<<17<
TCCCTGGAGGTCCAGTAGCTAAGACTCTATGCTCCCAATGCAGAGGACCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr25.trna862:GlyCCC<(14569352:14569426)<<Gly<(CCC)<75<bp<<Sc:<37.70<<15<
TCCCTGGTAGTCCAGTGTCTAAGACTCTGCACTCCCAGTGCAGGGGGGCCCTGGGTTCAA<
TTCCTGGTCAGGGAA<
>Bos_taurus_chr18.trna4238:GlyCCC<(45422792:45422720)<<Gly<(CCC)<73<bp<<Sc:<37.79<<15<
ACCCTGGTGGTCCAGTGGCTAAGACTCTTTGCTCCCGATACAGGGGGCCCAGGTTCACTT<
CCTGGTCAGGGAG<
>Bos_taurus_chr12.trna3546:GlyCCC<(80717644:80717572)<<Gly<(CCC)<73<bp<<Sc:<37.81<<15<
TCCCTGGTGGTCTGGTGGCTAAGATTCTGCACTCCCAGTGCAAGAGGTCTGGGTTCGATC<
TCCAGTCAGGGAT<
>Bos_taurus_chr28.trna1151:GlyCCC<(32651715:32651788)<<Gly<(CCC)<74<bp<<Sc:<37.84<<13<
TCCCTGGTGGTCAGGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGGCCCCAGGTTTGAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr25.trna3100:GlyCCC<(33195984:33195912)<<Gly<(CCC)<73<bp<<Sc:<37.87<<16<
TCCCTGGTGGTCTTGTGACTAAGACTCAGCACTCCCAATGCAGGGGGTCCGGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr23.trna3102:GlyCCC<(38738678:38738606)<<Gly<(CCC)<73<bp<<Sc:<37.88<<13<
TCCCTGGTGGTTAAGTGACTAAGACTTTACATTCCCAATGCAGTGGGCCCAGGTTTAATC<
CCTGGTCGGGGAA<
>Bos_taurus_chr17.trna536:GlyCCC<(14616526:14616598)<<Gly<(CCC)<73<bp<<Sc:<37.89<16<
TCCCTGATGGTCCAGTGGCTGGGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC<
CCTGGTCAGGGGA<
>Bos_taurus_chr25.trna987:GlyCCC<(16747021:16747092)<<Gly<(CCC)<72<bp<<Sc:<37.91<<15<
TCCCTGGTGGTCCAATGACTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTTGATTC<
CTGGTCAGGGAA<
>Bos_taurus_chr9.trna5689:GlyCCC<(65942917:65942845)<<Gly<(CCC)<73<bp<<Sc:<37.97<<15<
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC<
TCTGGTCAGGGAA<
>Bos_taurus_chr9.trna5692:GlyCCC<(65893767:65893695)<<Gly<(CCC)<73<bp<<Sc:<37.97<<15<
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC<



TCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.3863.trna1:GlyCCC<(3779:3707)<<Gly<(CCC)<73<bp<<Sc:<37.97<<17<
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC<
TCTGGTCAGGGAA<
>Bos_taurus_chr27.trna333:GlyCCC<(13042916:13042988)<<Gly<(CCC)<73<bp<<Sc:<38.08<<16<
TCCCTGGTGGTCCAGTGGTCACGACTCTGTGCTCCCAGTGTAGGGAGCCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna5695:GlyCCC<(22418383:22418311)<<Gly<(CCC)<73<bp<<Sc:<38.09<16<
TCCCTGATGGTCCAGTGGCTAAGACACTGTGCTCCCGAGGCAGGTGGCCCGAGTTCGATC<
TCTGGTCAGGGAA<
>Bos_taurus_chr13.trna4157:GlyCCC<(76326016:76325944)<<Gly<(CCC)<73<bp<<Sc:<38.11<<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGAAGGGGGCCCGGGTTTGACC<
CGTGGTCAGGGAA<
>Bos_taurus_chr9.trna3835:GlyCCC<(105129960:105130034)<<Gly<(CCC)<75<bp<<Sc:<38.12<<15<
TCCATGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCCCAGGGTTGA<
TCCCTGGTCAGGGAA<
>Bos_taurus_chr10.trna1815:GlyCCC<(47203318:47203390)<<Gly<(CCC)<73<bp<<Sc:<38.13<<14<
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGGTCCCAATGCAGAGGGCTCAGGTTTGATT<
CCTGGTGAGGGAA<
>Bos_taurus_chr21.trna1525:GlyCCC<(33789299:33789371)<<Gly<(CCC)<73<bp<<Sc:<38.18<<15<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGGGCCCGGGCTTGATC<
CCTGGTTAGGTAA<
>Bos_taurus_chr4.trna5508:GlyCCC<(98684374:98684304)<<Gly<(CCC)<71<bp<<Sc:<38.19<<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGTCCAGGTTCAATCTC<
TGGTCGGGGAA<
>Bos_taurus_chr18.trna3407:GlyCCC<(56252354:56252282)<<Gly<(CCC)<73<bp<<Sc:<38.20<<16<
TCCCTGGTTGTCCAGCGGCAAAGACTCTACGCTCCCAATGCAGGGGCCCCAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr25.trna2098:GlyCCC<(35458262:35458335)<<Gly<(CCC)<74<bp<<Sc:<38.26<<15<
TCCCTGGTGGTCTAGCGGCCAAGATTCTGAGCTCCCAGTGCAGGGGGCCCAAGGTTCGAT<
CCCTGGCCAGGGAA<
>Bos_taurus_chr27.trna2413:GlyCCC<(36317371:36317299)<<Gly<(CCC)<73<bp<<Sc:<38.27<<14<
TCCCTGGTCGTCTAGTGGCTAAGACTCTGCACTCCCATTGCATGGGGCTCAGGTTTGATC<
CTTGGTCAGGGAA<
>Bos_taurus_chr12.trna3661:GlyCCC<(78437324:78437252)<<Gly<(CCC)<73<bp<<Sc:<38.27<<14<
TCCCTGGTAGTCCAGTTACTAAGATTTTGCATTCCCAATGCAGGGGGCCTGGGTTCAATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna1924:GlyCCC<(51809202:51809274)<<Gly<(CCC)<73<bp<<Sc:<38.34<<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGACTTGGGTTCCATC<
CCTAGTCAGGAAC<
>Bos_taurus_chrX.trna830:GlyCCC<(19611789:19611861)<<Gly<(CCC)<73<bp<<Sc:<38.35<<13<
TCCCTAGTGGTCCAGCAGCTAAGACTCTGCACTCCCAAAGCAGGGGGCTCAGGTTTGATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr10.trna3535:GlyCCC<(91250286:91250358)<<Gly<(CCC)<73<bp<<Sc:<38.35<<14<
TCCCTGGTAGTCCAGAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC<
CCTGGTTGGAGAA<
>Bos_taurus_chr1.trna7266:GlyCCC<(120764378:120764306)<<Gly<(CCC)<73<bp<<Sc:<38.36<<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGACCCAGGTTAGCTC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.6187.trna1:GlyCCC<(3957:3885)<<Gly<(CCC)<73<bp<<Sc:<38.36<<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGACCCAGGTTAGCTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna2976:GlyCCC<(70654643:70654715)<<Gly<(CCC)<73<bp<<Sc:<38.36<<14<
TCCCTGGTGGTCTAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGTCTTGGGTCTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna7527:GlyCCC<(18535047:18534975)<<Gly<(CCC)<73<bp<<Sc:<38.43<<15<
TCCCTAGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGCCAGCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr1.trna4771:GlyCCC<(137110519:137110590)<<Gly<(CCC)<72<bp<<Sc:<38.44<<14<
TCTCTGGTGGTCCCGTGGCTAAGACTCTGAGCTCCCAATGCAGGGATCCAGGTTTGATTC<
CTGGTCAGGGAA<
>Bos_taurus_chr29.trna1641:GlyCCC<(45118969:45119041)<<Gly<(CCC)<73<bp<<Sc:<38.66<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTATTCCCAATGCAGGTGGCCTGGGTTCAGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna4951:GlyCCC<(102296396:102296324)<<Gly<(CCC)<73<bp<<Sc:<38.71<<14<
TCCCTGATGGTCCAGGGGCTAAGACTTCATATTCCCAATGTAGGAGGCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna715:GlyCCC<(16979762:16979834)<<Gly<(CCC)<73<bp<<Sc:<38.99<<17<
TCCCTGATGGTTTAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGAGCTGGGGTTTGATC<
CCTGGTCAGGGAA<
<
>Bos_taurus_chr28.trna2513:GlyCCC<(16271730:16271658)<<Gly<(CCC)<73<bp<<Sc:<39.17<<17<
TCCCCGATGGTCCAGTGACTAAGATTCTGTCCTCCCAGTGCAGGGGGCCCAGGTTCAATC<
CCTGGTCAGGGAA<



>Bos_taurus_chr11.trna1300:GlyCCC<(30526576:30526648)<<Gly<(CCC)<73<bp<<Sc:<39.30<<15<
TTCCTGATGGTCCAGAGTCTAAGACTCTGCACTCCCAATGCAGGAGGCTCAGGTTTGATC<
CCTGGTTAGGGAA<
>Bos_taurus_chr11.trna3929:GlyCCC<(96088850:96088922)<<Gly<(CCC)<73<bp<<Sc:<39.85<<18<
TCCCTGATGGTCCAATGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr8.trna2570:GlyCCC<(76928327:76928399)<<Gly<(CCC)<73<bp<<Sc:<39.87<<16<
TCCCTGGTGGTCCAGTGGCTGAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCCATC<
CCTGGTTAGGGAA<
>Bos_taurus_chr11.trna307:GlyCCC<(5263737:5263809)<<Gly<(CCC)<73<bp<<Sc:<39.90<16<
TCCCTAGTGGTCCAGTGGCTAAGACTCCGCACTCCCAGTGCAGGGAGGCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna8477:GlyCCC<(15393232:15393158)<<Gly<(CCC)<75<bp<<Sc:<39.95<16<
CCCCTGGTGGTCCACAGTGGTTAAGACTCTGAGCTCCCAATTCAGGGGGCCCAGGTTTGA<
TCCCTGGTCAGGGAA<
>Bos_taurus_chr2.trna5775:GlyCCC<(131049705:131049633)<<Gly<(CCC)<73<bp<<Sc:<40.02<14<
TCTCTGGTCATCCAGTGGCTAAGATGCTGAGCTCCCAATACAGGGGGCCCAGGTTTGATC<
CCTGGTCAGAGAA<
>Bos_taurus_chr13.trna878:GlyCCC<(23469716:23469788)<<Gly<(CCC)<73<bp<<Sc:<40.08<<18<
TTGCTGATGGTCCAGTGGCTAAGATTCTGAGCTCCCAATACAGTAGACCCAGGTTCAATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr3.trna4153:GlyCCC<(114514328:114514400)<<Gly<(CCC)<73<bp<<Sc:<40.09<<16<
TCCCTGGTGGTCCAAGGGGTGAGACTCTGCACTCCCACTGCGGGTGGGCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna4264:GlyCCC<(124878460:124878532)<<Gly<(CCC)<73<bp<<Sc:<40.10<13<
TCCCTGGTAGTCCAGTGGCTAAGAAGCTGCATTCCCGATGCAGGGGGCCTGGGTCCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna6491:GlyCCC<(9485905:9485833)<<Gly<(CCC)<73<bp<<Sc:<40.10<14<
GCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGCACCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr24.trna4009:GlyCCC<(35979696:35979624)<<Gly<(CCC)<73<bp<<Sc:<40.12<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTAGTCCCAATACAGAGGGCCTGGGTACAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna2900:GlyCCC<(78072613:78072685)<<Gly<(CCC)<73<bp<<Sc:<40.19<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATTCAGGGAGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna7271:GlyCCC<(78101166:78101094)<<Gly<(CCC)<73<bp<<Sc:<40.19<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATTCAGGGAGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr9.trna7392:GlyCCC<(14803269:14803197)<<Gly<(CCC)<73<bp<<Sc:<40.20<14<
TCCCTGGTGGTCCAGTGGCTAAGATTTTGAGCTCCCCATGCAGGGGGCCTGGGTTCGATT<
ACCAGTCAGGGAA<
>Bos_taurus_chr2.trna3758:GlyCCC<(115078803:115078875)<<Gly<(CCC)<73<bp<<Sc:<40.21<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAATTCCCAATGCAGAGGATCCAGGTTTGTTC<
CCTGGTCAAGGAA<
>Bos_taurus_chr6.trna5628:GlyCCC<(94345971:94345899)<<Gly<(CCC)<73<bp<<Sc:<40.30<17<
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAATTCAGGGGGCCTTGGTTTAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr16.trna813:GlyCCC<(24705874:24705946)<<Gly<(CCC)<73<bp<<Sc:<40.34<<13<
TTCCTGGTGGTCCAGCAGCTAAGACTCTGCACCCCCAATGCAGGGGGTCCAGGTTTGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr6.trna1317:GlyCCC<(46863999:46864071)<<Gly<(CCC)<73<bp<<Sc:<40.34<<18<
TCCTTGATGGTCCAGTGGCTAAGACTCCAAGCTCCCAACTCGGGGGGTCTAGGTTCAATC<
CCTGATCAGGGGA<
>Bos_taurus_chr25.trna2203:GlyCCC<(36902193:36902264)<<Gly<(CCC)<72<bp<<Sc:<40.37<17<
CCCCTGGTGGTCCAATGGTTAAGACTCTGTGCTCCCAGTGCAGGGGGCCAGGTTCGATCC<
TTGGTCGGGGAA<
>Bos_taurus_chr9.trna7011:GlyCCC<(25192943:25192871)<<Gly<(CCC)<73<bp<<Sc:<40.39<14<
TCCCTGGTGGTCCAGGGACTAAGGCTTTGCACTCCCAATGCAGGGGCCCCTGGTTCGACG<
CCTGGTCAGGGAA<
>Bos_taurus_chr25.trna743:GlyCCC<(12770093:12770165)<<Gly<(CCC)<73<bp<<Sc:<40.39<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCACTCCCAATGCAGGGCACCTGGATTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.175.trna3:GlyCCC<(126299:126371)<<Gly<(CCC)<73<bp<<Sc:<40.40<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGATACAGGGGGGCTGGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr12.trna3794:GlyCCC<(75824740:75824668)<<Gly<(CCC)<73<bp<<Sc:<40.92<<17<
TCCCTGCTGGTCCAGTGGTAAAGACTCTGAGTTCCCAGTGCAGGGGGCTCAGGTTCGATC<
CCTGATCAGGGAA<
>Bos_taurus_chr10.trna693:GlyCCC<(16145820:16145892)<<Gly<(CCC)<73<bp<<Sc:<40.94<14<
TCCCTGGTGGCCCAGTGGCTAAGACTCTGTACTCCCAGTGCCGGGGGTCCAGGTTTGATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr17.trna4400:GlyCCC<(58209195:58209123)<<Gly<(CCC)<73<bp<<Sc:<40.95<17<
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTGCACGTTCAATC<



CCTGTTCAGGGAA<
>Bos_taurus_chr13.trna6150:GlyCCC<(32836285:32836213)<<Gly<(CCC)<73<bp<<Sc:<40.95<<17<
TCCTTGGTGGTCTAGTGGCTGAGACTCCATACTCCCAATGCGGAGGACCTGGGTTCAATC<
CCTGGTCAAGGAA<
>Bos_taurus_chr5.trna5262:GlyCCC<(121025927:121025855)<<Gly<(CCC)<73<bp<<Sc:<40.96<<16<
TCCCTGGCGGTCCAGTGGCTAAGGCTCTGCACTCCCAGTGCAAGGGGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrX.trna2108:GlyCCC<(59367170:59367242)<<Gly<(CCC)<73<bp<<Sc:<47.78<<19<
TCCATGGTGGTCCAGTGGTTAAGACTATGTGCTCCCAATGCAGGGGACCCAGGTTCAAGC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna6584:GlyCCC<(24871216:24871144)<<Gly<(CCC)<73<bp<<Sc:<47.79<<16<
TCCCTGGTGGTCCAGTAGCTAAGACACTGTGCTCCCAATGCAGGGGTCCTGGGTTCAATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna3172:GlyCCC<(73947299:73947371)<<Gly<(CCC)<73<bp<<Sc:<47.81<16<
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna4263:GlyCCC<(124867110:124867182)<<Gly<(CCC)<73<bp<<Sc:<52.05<15<
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAGTGCAGGGGACCCAGGTTCCATC<
CCTGGTCAGGGAG<
>Bos_taurus_chr21.trna3345:GlyCCC<(58803621:58803549)<<Gly<(CCC)<73<bp<<Sc:<52.06<14<
TCCCTGGTGGTCCAGTGTCTAAGACACTGCACTCCCAATGCAGGGGACCCAGGATGGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr28.trna2500:GlyGCC<(16682481:16682409)<<Gly<(GCC)<73<bp<<Sc:<36.64<<14<
TCCTTAGTGGTCCCGTGGCTAAGACTATGCATTGCCAATGCAGGTGACCCAGGTTTGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr11.trna5460:GlyGCC<(90787823:90787751)<<Gly<(GCC)<73<bp<<Sc:<37.06<<16<
TCCCTGGTGGTCCAGGGGTTAAGACTCTGAGCTGCCACTGCAGGGAATGCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna5024:GlyGCC<(123381315:123381387)<<Gly<(GCC)<73<bp<<Sc:<38.82<<18<
TCCCTGGTGGCCCAGTGGTTAGGATTTGGTTCTGCCACTGCCAAGGACCTGGGTTCAGTC<
CCTGGTCAGGGAG<
>Bos_taurus_chr11.trna8811:GlyGCC<(7196046:7195974)<<Gly<(GCC)<73<bp<<Sc:<38.90<<16<
TCCCTGGTGGCTCAGTCGGTAAAGATCCCGCCTGCCAATGCAGGAGACTCAGGTTTGATC<
CCTGGGTAGGGAA<
>Bos_taurus_chr17.trna4142:GlyGCC<(62738694:62738621)<<Gly<(GCC)<74<bp<<Sc:<39.37<<18<
TCCCTGGTGGTCCACTGGCTAAAGACTCTGAGCTGCCAATGCGGGGGGCCCAGGTTCAAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr13.trna4340:GlyGCC<(73383939:73383865)<<Gly<(GCC)<75<bp<<Sc:<39.63<<17<
TCCCTGGTGGTCCAGCGGCTAAGGCTCTGTGCTGCCAATGCAGATTGGTATCAGGTTCAA<
CACCTGGTCAGGGAA<
>Bos_taurus_chr2.trna8333:GlyGCC<(67079038:67078964)<<Gly<(GCC)<75<bp<<Sc:<40.37<<16<
TCCCTGGTGGTCCAGCGGCTAAAAGACTCAGCAATGCCAATGCAGGGGGCCCAGGTTCAA<
TCCCTGGTCAGGGAA<
>Bos_taurus_chr13.trna3017:GlyGCC<(71262409:71262480)<<Gly<(GCC)<72<bp<<Sc:<40.38<<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTGCCAGTGCAGGGGTCTGGGTTTGATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr8.trna310:GlyGCC<(8342043:8342114)<<Gly<(GCC)<72<bp<<Sc:<45.36<<18<
TTTCTACTGGCTCAGACGGTAAAGAATCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC<
CTGGGTGGGGAA<
>Bos_taurus_chrUn.004.75.trna10:GlyGCC<(162402:162474)<<Gly<(GCC)<73<bp<<Sc:<45.37<<17<
TCCCTTGTTGTCCAGTGGTTAAGATTCTGTGCTGCCAATGCAAAGGGCCCAGGTTTGATC<
CCTGGCTGGGGAA<
>Bos_taurus_chr18.trna2862:GlyGCC<(62991276:62991349)<<Gly<(GCC)<74<bp<<Sc:<45.40<<17<
TCCCTGGTGGTCCAGGGGCTAAGACTCCGTGCTGCCACTGCAGGGGGGCCCAGGTTCAAT<
TCCTGGTCAGGGAA<
>Bos_taurus_chr15.trna1211:GlyGCC<(35991918:35991996)<<Gly<(GCC)<79<bp<<Sc:<45.64<<17<
TCCCCAGTGGTCCAGTTGTTAAGACTTTGCACTGCCACTGCAGGGGGGCACGGGTTAGGT<
TCAATCCCTAATTGGGGAA<
>Bos_taurus_chrX.trna719:GlyGCC<(16213473:16213545)<<Gly<(GCC)<73<bp<<Sc:<46.12<<17<
TCCCTGGTGGTCAAGTGGTTAAGACTCTGCACTGCCAATGCATGGGGCACAGGTTGGATA<
CCTGGTCAGGGGA<
>Homo_sapiens_chr1.trna2:GlyCCC<(17053780:17053850)<<Gly<(CCC)<71<bp<<Sc:<63.06<19<
GCCTTGGTGGTGCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna131:GlyCCC<(17004836:17004766)<<Gly<(CCC)<71<bp<<Sc:<69.75<19<
GCGTTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTTCAATTCC<
CGGCCACTGCA<
>Homo_sapiens_chr17.trna13:GlyCCC<(19764175:19764245)<<Gly<(CCC)<71<bp<<Sc:<70.13<19<
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTTCGATTCC<
TGGCCAATGCA<
>Homo_sapiens_chr16.trna34:GlyCCC<(686806:686736)<<Gly<(CCC)<71<bp<<Sc:<76.98<17<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Homo_sapiens_chr2.trna27:GlyCCC<(70476193:70476123)<<Gly<(CCC)<71<bp<<Sc:<76.98<17<



GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Homo_sapiens_chr1.trna133:GlyCCC<(16872504:16872434)<<Gly<(CCC)<71<bp<<Sc:<78.31<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna4:GlyCCC<(17188416:17188486)<<Gly<(CCC)<71<bp<<Sc:<78.31<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr6.trna82:GlyGCC<(142578776:142578846)<<Gly<(GCC)<71<bp<<Sc:<46.73<19<
GCATGGGTGATTCAGTGGTAGAATTTTCACCTGCCATGCAGGAGGTCCAGGTTCATTTCC<
TGGCCTATGCA<
>Homo_sapiens_chr16.trna18:GlyGCC<(70822597:70822667)<<Gly<(GCC)<71<bp<<Sc:<56.35<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGCGGCCGGGCTTCGATTCC<
TGGCCAATGCA<
>Homo_sapiens_chr1.trna43:GlyGCC<(161450356:161450426)<<Gly<(GCC)<71<bp<<Sc:<69.02<<18<
GCATAGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCAGGAGGCCCAGGTTTGATTCC<
TGGCCCATGCA<
>Homo_sapiens_chr16.trna25:GlyGCC<(70812184:70812114)<<Gly<(GCC)<71<bp<<Sc:<73.97<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTTGATTCC<
CGGCCAGTGCA<
>Homo_sapiens_chr1.trna68:GlyGCC<(161493707:161493637)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr16.trna19:GlyGCC<(70823410:70823480)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr16.trna24:GlyGCC<(70813012:70812942)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr17.trna5:GlyGCC<(8029064:8029134)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr2.trna19:GlyGCC<(157257729:157257659)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr6.trna128:GlyGCC<(27870756:27870686)<<Gly<(GCC)<71<bp<<Sc:<81.62<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna35:GlyGCC<(161413094:161413164)<<Gly<(GCC)<71<bp<<Sc:<82.15<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna37:GlyGCC<(161420467:161420537)<<Gly<(GCC)<71<bp<<Sc:<82.15<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna39:GlyGCC<(161427898:161427968)<<Gly<(GCC)<71<bp<<Sc:<82.15<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna41:GlyGCC<(161435258:161435328)<<Gly<(GCC)<71<bp<<Sc:<82.15<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr21.trna2:GlyGCC<(18827177:18827107)<<Gly<(GCC)<71<bp<<Sc:<82.15<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna82:GlyTCC<(161410032:161409961)<<Gly<(TCC)<72<bp<<Sc:<55.96<16<
GCGTTGGTGGTATAGTGGTGAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGCTCGATTC<
CCGCCCAACGCA<
>Homo_sapiens_chr17.trna10:GlyTCC<(8124866:8124937)<<Gly<(TCC)<72<bp<<Sc:<71.94<18<
GCGTTGGTGGTATAGTGGTAAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna117:GlyTCC<(145397935:145397864)<<Gly<(TCC)<72<bp<<Sc:<73.26<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna45:GlyTCC<(161500903:161500974)<<Gly<(TCC)<72<bp<<Sc:<73.26v<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna70:GlyTCC<(161439618:161439547)<<Gly<(TCC)<72<bp<<Sc:<73.26<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna73:GlyTCC<(161432237:161432166)<<Gly<(TCC)<72<bp<<Sc:<73.26<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna76:GlyTCC<(161424827:161424756)<<Gly<(TCC)<72<bp<<Sc:<73.26<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<



>Homo_sapiens_chr1.trna79:GlyTCC<(161417446:161417375)<<Gly<(TCC)<72<bp<<Sc:<73.26<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr19.trna2:GlyTCC<(4724082:4724153)<<Gly<(TCC)<72<bp<<Sc:<76.83<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr26.trna1853:GlyGCC<(47012730:47012802)<<Gly<(GCC)<73<bp<<Sc:<46.21<18<
TTCCTGGTGGCCCAGTGGTTAAGGCTCTGCTCTGCCAAAGCAGGGAGCACAGGTTCAGGC<
CCTGGCTGGGGAA<
>Bos_taurus_chr12.trna479:GlyGCC<(14072328:14072400)<<Gly<(GCC)<73<bp<<Sc:<46.62<18<
TCCCTGGTGGTCGAGTGGTTAAGACTCTGTGCTGCCAACACAGGGGGCATGGGTTTGAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna227:GlyGCC<(6490906:6490978)<<Gly<(GCC)<73<bp<<Sc:<47.55<16<
TTCCTGGTTGTCCAGTGGCTAAGACTCTGCACTGCCAATGCAGGGGGCCTGGGTTTGATC<
CCCGGTCAGGGAA<
>Bos_taurus_chr17.trna3577:GlyGCC<(71988247:71988176)<<Gly<(GCC)<72<bp<<Sc:<47.59<16<
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTACTGCCAATGCAGGGGGCCAGGTTTAATCC<
CTGGTCAGGGAG<
>Bos_taurus_chrUn.004.428.trna9:GlyGCC<(89168:89239)<<Gly<(GCC)<72<bp<<Sc:<47.59<16<
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTACTGCCAATGCAGGGGGCCAGGTTTAATCC<
CTGGTCAGGGAG<
>Bos_taurus_chr22.trna3485:GlyGCC<(25395275:25395203)<<Gly<(GCC)<73<bp<<Sc:<47.90<<17<
TCTCTGATGGTCTGCTGGCTAAGACTCTGCACTGCCAATGCAGGGGGGCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr1.trna8456:GlyGCC<(83350963:83350891)<<Gly<(GCC)<73<bp<<Sc:<48.09<<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAAAGCAGGGGGCCTAGGTTCGATC<
CCTGCTCAGGGAA<
>Bos_taurus_chr2.trna181:GlyGCC<(6289102:6289172)<<Gly<(GCC)<71<bp<<Sc:<48.23<<17<
GCATAGGTGGTTCAGTGGTAGAATTCTTGCTTGCCACATGGGGGGCCTGGGTTTGATTCC<
CAGCCCATGCA<
>Bos_taurus_chr19.trna4069:GlyGCC<(52507144:52507072)<<Gly<(GCC)<73<bp<<Sc:<48.31<<19<
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTGCCAATGCAGGGGGAACAGGTTCAATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr16.trna3234:GlyGCC<(76151092:76151020)<<Gly<(GCC)<73<bp<<Sc:<49.72<<20<
TCCCTGATGGTCCAGTGGTTAGGACTTGGCACTGCCACTGCAGGGGGCATGGGTTCAATC<
CCTGATCAGGGAA<
>Bos_taurus_chr24.trna2043:GlyGCC<(49624304:49624374)<<Gly<(GCC)<71<bp<<Sc:<49.99<<18<
TCCCAGCTGGCTCAGTGGTTAAGAATCTGCCTGCCAAGCAGGAGACTCGGGTTCGATCCC<
TGGGTTGGGAA<
>Bos_taurus_chr23.trna4570:GlyGCC<(7869087:7869015)<<Gly<(GCC)<73<bp<<Sc:<50.21<<18<
TCCCTGGTGGTCCAGTGGTTAAGATTCCGTGCTGCCACTGCAGGGGGCTCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna2120:GlyGCC<(49962265:49962337)<<Gly<(GCC)<73<bp<<Sc:<50.38<<17<
ACCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr21.trna974:GlyGCC<(22893829:22893901)<<Gly<(GCC)<73<bp<<Sc:<50.48<<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAATGCAGGGGACCCAGGTTCCATC<
CCTGGTCAGGGAG<
>Bos_taurus_chr18.trna3165:GlyGCC<(61943024:61942953)<<Gly<(GCC)<72<bp<<Sc:<50.97<<17<
TTCCTGCTGGCTCAGTTGGTAAAGAATCTGCCTGCCGTGCAGGAGACCCAGGTTTGATTC<
CTGGGTAGGGAA<
>Bos_taurus_chr23.trna3986:GlyGCC<(18113158:18113086)<<Gly<(GCC)<73<bp<<Sc:<52.48<<16<
TCCCTGGTGGTCGAGTGGGTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTTGATC<
CTTGGTCAGGGAA<
>Bos_taurus_chr29.trna28:GlyGCC<(1022300:1022372)<<Gly<(GCC)<73<bp<<Sc:<54.37<<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTGCCAATGCAGGGGACACAGGTTCAATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr29.trna39:GlyGCC<(1429324:1429396)<<Gly<(GCC)<73<bp<<Sc:<54.37<<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTGCCAATGCAGGGGACACAGGTTCAATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr1.trna7467:GlyGCC<(114410195:114410123)<<Gly<(GCC)<73<bp<<Sc:<55.34<<18<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGACTGCCAATGCAGAAGGCCTGGGTTCAATC<
CCCAGTCAAGGAA<
>Bos_taurus_chr4.trna2020:GlyGCC<(63774130:63774202)<<Gly<(GCC)<73<bp<<Sc:<55.74<18<
TCTCTGGTGGTCCAGTGGTTAAGATTCTGCACTGCCAATGCATGGGTTACAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna2122:GlyGCC<(58785546:58785617)<<Gly<(GCC)<72<bp<<Sc:<56.86<19<
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC<
CTGGGTCGGGAA<
>Bos_taurus_chr17.trna4080:GlyGCC<(63453252:63453180)<<Gly<(GCC)<73<bp<<Sc:<57.78<18<
TTCCTGGTGGTCCAGTGGTCAAGACTCTCCACTGCCAATGCAGAGGGCTCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr27.trna1901:GlyGCC<(48285783:48285712)<<Gly<(GCC)<72<bp<<Sc:<57.82<17<
TCCCTGCTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCGGGTTCGATCC<



CTGGGTTGGGAA<
>Bos_taurus_chr28.trna3102:GlyGCC<(3150077:3150006)<<Gly<(GCC)<72<bp<<Sc:<59.49<16<
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCACTGCCAATGCAGTGACTCTGGTTTGATCC<
CTGGTCAGGGAG<
>Bos_taurus_chr27.trna2093:GlyGCC<(43147196:43147126)<<Gly<(GCC)<71<bp<<Sc:<59.70<<20<
GCATGGGTGCTTCAGTGGTAGGATTCCCGCCTGCCACGCGGGAGGCCCGGGTTCAATTTC<
TGGCCCGTGCA<
>Bos_taurus_chr3.trna2984:GlyGCC<(86322865:86322938)<<Gly<(GCC)<74<bp<<Sc:<60.75<<19<
TCCCTGGTGGTCTAGTGGTTTAAGACTCTGCACTGCCAATACAGCAGGCCCAGGTTCAAT<
CCCTGGTCAGGGAG<
>Bos_taurus_chr1.trna8310:GlyGCC<(87549283:87549213)<<Gly<(GCC)<71<bp<<Sc:<66.42<<20<
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACTCGGGAGGCCTGGGTTCAATTCC<
CAGCCAATGCA<
>Bos_taurus_chr6.trna6754:GlyGCC<(61649573:61649503)<<Gly<(GCC)<71<bp<<Sc:<67.09<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGGCCTGGGTTCGATTCC<
CAGCTGATGCA<
>Bos_taurus_chr18.trna27:GlyGCC<(774792:774862)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr18.trna37:GlyGCC<(1170238:1170308)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr18.trna5998:GlyGCC<(767760:767690)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr18.trna5999:GlyGCC<(767120:767050)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr19.trna1409:GlyGCC<(28311388:28311458)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr2.trna1341:GlyGCC<(41255098:41255168)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr23.trna1359:GlyGCC<(31005308:31005378)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr23.trna1423:GlyGCC<(31703264:31703334)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr3.trna274:GlyGCC<(8751409:8751479)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Bos_taurus_chr3.trna272:GlyGCC<(8631775:8631845)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Bos_taurus_chr3.trna276:GlyGCC<(8817913:8817983)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Bos_taurus_chr3.trna278:GlyGCC<(8941221:8941291)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Bos_taurus_chr21.trna3271:GlyGCC<(60062795:60062673)<<Gly<(GCC)<123<bp<<Sc:<54.61<<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTGCCAAGACCAGGGGACATTCCTGGTGG<
ACTAGTTGCTAAGACTCCACACTGCCAATGCAGGGGGCCCAGGTTCGATCCCTGGTCAGG<
GAA<
>Bos_taurus_chr14.trna192:GlyTCC<(5693404:5693474)<<Gly<(TCC)<71<bp<<Sc:<23.47<<14<
TCCGTGGTAGTCCAGTGGCTAAGACTCTGTGCTTCCAGTGCAGAAGCTGGGTTTGATGCC<
TGGCCAGGGAA<
>Bos_taurus_chr16.trna2301:GlyTCC<(58903532:58903603)<<Gly<(TCC)<72<bp<<Sc:<38.37<<15<
TCCCTGGTAGTCCAGTGGTTAGGACTTGGCACTTCCACTGCCAGGGATTGGGTTCAGCCC<
CTTGTTGGGGAA<
>Bos_taurus_chr13.trna2165:GlyTCC<(55195749:55195819)<<Gly<(TCC)<71<bp<<Sc:<38.53<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCCTCGCTTCCTCAGAGGAGTTTGGGTTCAATCCC<
CGATCGGTGAA<
>Bos_taurus_chr14.trna5433:GlyTCC<(27762521:27762449)<<Gly<(TCC)<73<bp<<Sc:<38.53<15<
TCCCTGGGGGTTCAGTGGTTATGACTCTGAGCTTCCAATGCAGGGGGTCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr15.trna1557:GlyTCC<(44445149:44445224)<<Gly<(TCC)<76<bp<<Sc:<38.58<16<
TCCCTGGTGGTCTAGTGGCTAAGACTCTACACTTCCAATGTGAGATTAAATCCAGGTTCG<
ACCCTTAGTCAGGGAA<
>Bos_taurus_chr3.trna5161:GlyTCC<(117921628:117921556)<<Gly<(TCC)<73<bp<<Sc:<38.74<15<
TCCCTGGTAGTCCAGTGAGTAAGACTCTGTGCTTCCAATGCAGGGGGCACAGGTTCAATC<
CTTGGTCAGGGAA<



>Bos_taurus_chr27.trna1060:GlyTCC<(30311833:30311905)<<Gly<(TCC)<73<bp<<Sc:<39.26<17<
TCCCTGGTGGTCCAAGTGTTAAGACTCTTTACTTCCATTGCAGGGGACACAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.41.trna23:GlyTCC<(266271:266343)<<Gly<(TCC)<73<bp<<Sc:<39.28<16<
TCCCTGGCAGTCCAGTGGTTAAGACTCTATGCTTCCACTGCAGAGAGCCCAGGTTTGAGC<
CCTGGTCGGGGAA<
>Bos_taurus_chr14.trna6475:GlyTCC<(6141482:6141410)<<Gly<(TCC)<73<bp<<Sc:<39.34<16<
TCCCTGGTGGTCCAGTGGCTAGGATTCTGTGTTTCCACTGCAGGGTACCAGGGTTCAATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr5.trna4418:GlyTCC<(112311776:112311848)<<Gly<(TCC)<73<bp<<Sc:<39.34<18<
TCTCTGATGGTCCAGTGGCTGAGACTCTGCACTTCCAGTTCAGGGGGCCCGGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna4687:GlyTCC<(54606519:54606447)<<Gly<(TCC)<73<bp<<Sc:<39.43<16<
TCCCTGATGGTCCAGGTGTTAAGACTCTGTGCTTCCAATACAGGGATCTCAGGTTTGATC<
CTTGATTGGGGAA<
>Bos_taurus_chr20.trna1698:GlyTCC<(44974552:44974623)<<Gly<(TCC)<72<bp<<Sc:<39.43<16<
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGCATAAGGTCAATCC<
TTGGTTGGGGAA<
>Bos_taurus_chr13.trna5381:GlyTCC<(51762459:51762387)<<Gly<(TCC)<73<bp<<Sc:<39.49<18<
TCCCTGATGGTCCAGTGGTAAGGACTTTGTTCTTCCATTGCAGGAGGCATAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna327:GlyTCC<(8464872:8464944)<<Gly<(TCC)<73<bp<<Sc:<39.50<16<
TCCCTGGTGGTCCAGTGGTTACGACTCTGGGCTTCCAATGCAGGGCACACAGGTTTGATC<
CCTGATCAGGGAA<
>Bos_taurus_chr16.trna5511:GlyTCC<(23311561:23311489)<<Gly<(TCC)<73<bp<<Sc:<43.65<<15<
TCTCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCAATTCAGGGGGTCCAGGTTGGATC<
CCTGGTAAGAGAA<
>Bos_taurus_chr11.trna3633:GlyTCC<(89660999:89661071)<<Gly<(TCC)<73<bp<<Sc:<43.69<15<
TCCCTGGTGGTCCAGTGACGAGGACTCCCTGCTTCCAATGTGGTGGGCCCTGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr21.trna4179:GlyTCC<(33691758:33691686)<<Gly<(TCC)<73<bp<<Sc:<43.7<17<
TCCCTGGAAGTCCAATGGTTAAGACTCTATACTTCCACTGCAGGGAGTCCAGGTTCAATT<
CCTGGTTGGGGAA<
>Bos_taurus_chr20.trna5520:GlyTCC<(6168442:6168371)<<Gly<(TCC)<72<bp<<Sc:<43.77<17<
TCCTTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGCACAGGCTCAATCC<
CTGGTTGGGGAA<
>Bos_taurus_chr17.trna5152:GlyTCC<(47385623:47385551)<<Gly<(TCC)<73<bp<<Sc:<43.79<14<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCTGGGTTTGGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna4591:GlyTCC<(115947496:115947569)<<Gly<(TCC)<74<bp<<Sc:<43.81<16<
TTCCTTGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCTGAGAGCACAGGTTCGATC<
CTTGTTCAGGGAAC<
>Bos_taurus_chr20.trna2598:GlyTCC<(68252569:68252641)<<Gly<(TCC)<73<bp<<Sc:<43.86<<17<
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCACTTCCACTACAGGGGACACAGGTTCCATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr1.trna5274:GlyTCC<(151622382:151622454)<<Gly<(TCC)<73<bp<<Sc:<43.86<<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCTATC<
CCTGTTCAGGGAA<
>Bos_taurus_chr5.trna2751:GlyTCC<(73789445:73789517)<<Gly<(TCC)<73<bp<<Sc:<43.86<<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCTATC<
CCTGTTCAGGGAA<
>Bos_taurus_chr7.trna413:GlyTCC<(9174406:9174478)<<Gly<(TCC)<73<bp<<Sc:<45.02<<16<
TTCCTGGTGGTTCAGTGGCTAGGACTCTGCCCTTCCAGTGCAGAGGGCCCAGGTTCTATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna6602:GlyTCC<(24692773:24692701)<<Gly<(TCC)<73<bp<<Sc:<45.09<<20<
TCCCTGATGGTCCAATGGTTAAGACTCTGTGCTTCCAATGCAGTGGGTGTGGGTTCAATC<
CCTGATCAGGGAA<
>Bos_taurus_chrX.trna6685:GlyTCC<(3862467:3862395)<<Gly<(TCC)<73<bp<<Sc:<45.10<<17<
TCCCTGGAAGTCCAGTGGTTAGGACTCTGTGCTTCCACTACAGGGGGTCTGGGTTCGATC<
CCTGGCTGGGGAA<
>Bos_taurus_chr4.trna2306:GlyTCC<(72326941:72327013)<<Gly<(TCC)<73<bp<<Sc:<45.30<<18<
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGAGTGCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr16.trna2138:GlyTCC<(54926605:54926677)<<Gly<(TCC)<73<bp<<Sc:<45.35<<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGAGACCTCAGGTTGGATT<
CCTGGTCAGAGAA<
>Bos_taurus_chr15.trna4440:GlyTCC<(50393774:50393702)<<Gly<(TCC)<73<bp<<Sc:<45.40<<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGACT<
CCTGGTCTGGGAA<
>Bos_taurus_chr14.trna6588:GlyTCC<(3844636:3844564)<<Gly<(TCC)<73<bp<<Sc:<45.43<<14<
TCCCTGGTGGTCCAGTGGCTAAGATGCTGCACTTCCTATGCAGGGAGCCCAGGTTTGATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr6.trna5225:GlyTCC<(101384748:101384676)<<Gly<(TCC)<73<bp<<Sc:<45.47<<15<
TCCCTGGTGGTCCAGCAGTTAAGACTCTGCACTTCCAGTGCGGAAGCCACAGGTTCGATT<



CCTGGTTAGGGAA<
>Bos_taurus_chr12.trna449:GlyTCC<(13814048:13814120)<<Gly<(TCC)<73<bp<<Sc:<45.51<<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCCTGGGTGCAATT<
CCTGGCCAGGGAA<
>Bos_taurus_chrX.trna2211:GlyTCC<(61993047:61993119)<<Gly<(TCC)<73<bp<<Sc:<45.55<<16<
TCCCTGGTGGTCCAGTGATTAAGACTCTGCACTTCCACTGCAGGGTGCACAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.36.trna8:GlyTCC<(546664:546592)<<Gly<(TCC)<73<bp<<Sc:<45.74<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATACAGAGGGGCTGGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr15.trna4439:GlyTCC<(50497624:50497553)<<Gly<(TCC)<72<bp<<Sc:<45.75<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGTCCTGGGTTTGATCC<
CTTGTTGGGGAA<
>Bos_taurus_chr12.trna1446:GlyTCC<(31704040:31704112)<<Gly<(TCC)<73<bp<<Sc:<45.79<<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGGCATGGGTTCAATG<
CCTGGTCAGGGAA<
>Bos_taurus_chr1.trna2838:GlyTCC<(82934266:82934338)<<Gly<(TCC)<73<bp<<Sc:<45.81<<14<
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGTTTCCAATGCAGGGGTTTCAGGTTTGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr17.trna2045:GlyTCC<(53552239:53552311)<<Gly<(TCC)<73<bp<<Sc:<45.93<<15<
TCCTTGGCAGTCCAGCGGCTAAGACTCTGCACTTCCAGTGCAGGGGACCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna7778:GlyTCC<(11756994:11756922)<<Gly<(TCC)<73<bp<<Sc:<46.13<<16<
TCCCTGGCAGTCCAGTGGTTAGGGTTCTGTGCTTCCACCACAGGGGGCCCAGGTTCAGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna3119:GlyTCC<(69312903:69312975)<<Gly<(TCC)<73<bp<<Sc:<46.21<<16<
TCCCTGGTAGTCTAGAGGTTAGGATTCTGCGCTTCCACTTCAGGGGCCACAGGTTCAACC<
CCTGGTCAGGGAA<
>Bos_taurus_chr9.trna4969:GlyTCC<(84456389:84456316)<<Gly<(TCC)<74<bp<<Sc:<47.63<<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAAGGCAGGAGGCCCAGGGTTCAAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr3.trna2384:GlyTCC<(68084172:68084244)<<Gly<(TCC)<73<bp<<Sc:<47.75<<17<
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCTCAGGTTCAAAC<
TCTGGTTGGGGAA<
>Bos_taurus_chr10.trna3988:GlyTCC<(103228335:103228407)<<Gly<(TCC)<73<bp<<Sc:<47.77<<16<
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCTCTTCCAGTGCAGGGGACTCAGGTTTGATC<
CCAGACCAGGGAA<
>Bos_taurus_chr10.trna3995:GlyTCC<(103311664:103311736)<<Gly<(TCC)<73<bp<<Sc:<47.77<<16<
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCTCTTCCAGTGCAGGGGACTCAGGTTTGATC<
CCAGACCAGGGAA<
>Bos_taurus_chr18.trna4284:GlyTCC<(44467032:44466960)<<Gly<(TCC)<73<bp<<Sc:<47.81<<14<
TCCCTGGTGGTTTGGTGGCTAAAACTTTGTGTTTCCAATGCAAAGGTCCCAGGTTTTATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna2791:GlyTCC<(70242206:70242278)<<Gly<(TCC)<73<bp<<Sc:<47.82<<17<
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCGCTTCCAATGCAGGGGGTGCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna4176:GlyTCC<(123377674:123377746)<<Gly<(TCC)<73<bp<<Sc:<47.86<<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCATCGCAGGGGGCATGGGTTGGATC<
CCTGTTCAGGGAA<
>Bos_taurus_chr22.trna4476:GlyTCC<(3914163:3914091)<<Gly<(TCC)<73<bp<<Sc:<47.98<<13<
TCCCCGGTGGTCCAGTGACTAAGACTCTGCACCTCCAATGCAGGGGTCCTGGGTTTGATC<
CCTAGTTGGGGAA<
>Bos_taurus_chr27.trna3782:GlyTCC<(5092807:5092736)<<Gly<(TCC)<72<bp<<Sc:<48.03<<18<
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGCATGGGTTCAATC<
CCTGTCGGAGAA<
>Bos_taurus_chr7.trna2284:GlyTCC<(51480482:51480554)<<Gly<(TCC)<73<bp<<Sc:<48.13<<16<
TCCCTGGTCGTCCAGTGGTTAGGATGCTGTGCTTCCATTTCAGAGGGCCCAGGTTCATCC<
CCTGGTCAGGGAA<
>Bos_taurus_chr8.trna932:GlyTCC<(26612068:26612140)<<Gly<(TCC)<73<bp<<Sc:<48.66<<17<
TTCCTGGTGGTCCAGTGATTAGGACTCTGTGCTTCCACTGCTGGGGGCCCAGGTTCAATT<
CCTGGTTGGGAAA<
>Bos_taurus_chr26.trna2586:GlyTCC<(38281852:38281781)<<Gly<(TCC)<72<bp<<Sc:<48.66<<15<
TCCCTGGTGGTTCAGGGGTTAAGATGCTGCACTTCCAGTGCAGGAGCACAGGTTCGATCC<
CTGGTTGGGGAA<
>Bos_taurus_chr7.trna3327:GlyTCC<(82985078:82985150)<<Gly<(TCC)<73<bp<<Sc:<48.77<<15<
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCGTTTCCACTGCAGGGGGCACAGGTTGGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr6.trna5176:GlyTCC<(101965807:101965735)<<Gly<(TCC)<73<bp<<Sc:<48.87<<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGTGTGGGTTTGATC<
CCCGCTTGGGGAA<
>Bos_taurus_chr21.trna929:GlyTCC<(22307748:22307820)<<Gly<(TCC)<73<bp<<Sc:<48.90<<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAGTGCAGGGGGTGCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna3992:GlyTCC<(48470361:48470288)<<Gly<(TCC)<74<bp<<Sc:<48.91<<19<



TCCCTGGTGGTCCAATGGTGAAGATGCCATGCTTCCAACGTGGGGGTGTGCGGGTTCAAT<
CCCTGCTCGGGGAA<
>Bos_taurus_chr11.trna1937:GlyTCC<(48300437:48300509)<<Gly<(TCC)<73<bp<<Sc:<48.91<<17<
TCCCAGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGAGCCTGGGTTCCATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr20.trna3067:GlyTCC<(69945000:69944928)<<Gly<(TCC)<73<bp<<Sc:<48.93<<17<
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGGAGGGGGCCCAGGTTCAGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna6367:GlyTCC<(11242440:11242369)<<Gly<(TCC)<72<bp<<Sc:<48.97<<17<
TCCCTGGTGGTCCAGTGATTTGGACTCTGCCCTTCCACTGCAGGGTCACAGGTTCAATCC<
CTGACTGGGGAA<
>Bos_taurus_chr6.trna4516:GlyTCC<(115339366:115339294)<<Gly<(TCC)<73<bp<<Sc:<49.07<<20<
TCCCTGGTGGTTCAGTGGGTATGATTCTGCACTTCCAATACAGGGGGCCCAGGTTCAATC<
CCTGGTCAGGGGA<
>Bos_taurus_chr11.trna7896:GlyTCC<(30955110:30955038)<<Gly<(TCC)<73<bp<<Sc:<49.12<<17<
TCCCCAGTAGTCCAGTGGTTAAGACTCTGAGCTTCCACCACAGAGGGCTTGGGTTCAATC<
CCTAGCTAGGGAT<
>Bos_taurus_chr9.trna571:GlyTCC<(20120981:20121053)<<Gly<(TCC)<73<bp<<Sc:<49.34<<18<
TCCCTGATGGCCCAGTGGTTAGGGTGCTGAGCTTCCACTGCAGGAGACATGGGTTCGATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr2.trna767:GlyTCC<(24804843:24804913)<<Gly<(TCC)<71<bp<<Sc:<49.40<<17<
TCCTTGGTGGTCCAGTGGCTAGGACTCTGTGCTTCCAATGCAGGGACCCAGGTTCAATAC<
CTGGTCAGGAG<
>Bos_taurus_chr18.trna5003:GlyTCC<(25826099:25826028)<<Gly<(TCC)<72<bp<<Sc:<49.41<<17<
TCCCTGGTGGTCCAGTGGTTAGCATGTGGTATTTCCACTGCTGTGACCCAGGTTCAATCC<
TTGGTTAGGGAA<
>Bos_taurus_chr1.trna6453:GlyTCC<(144251698:144251626)<<Gly<(TCC)<73<bp<<Sc:<49.56<<18<
TCCCTGGTGGTTCAGTGGTTAAGACTTTGCACTTCCATTGCAGGGGGAGTGGGTTCAATC<
CCTACTCAGGGAA<
>Bos_taurus_chr21.trna1320:GlyTCC<(28127754:28127825)<<Gly<(TCC)<72<bp<<Sc:<49.59<<18<
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACAGCAGGGGCATAGGTTCAATCC<
CTGGTCAGGGAA<
>Bos_taurus_chrUn.004.2.trna168:GlyTCC<(1030665:1030593)<<Gly<(TCC)<73<bp<<Sc:<49.60<<15<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCACTACAGTTGGCCTAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna3012:GlyTCC<(65597076:65597005)<<Gly<(TCC)<72<bp<<Sc:<49.66<<17<
TTCCTGATGGTCCAGTGGTTAAGACTCTGCTCTTCCAATGCAGGGGCTCAGGTTTGATCC<
CTGGTGGGGGAA<
>Bos_taurus_chr8.trna1367:GlyTCC<(41852184:41852256)<<Gly<(TCC)<73<bp<<Sc:<49.76<<15<
TCCCTGGTAGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna1285:GlyTCC<(30091494:30091566)<<Gly<(TCC)<73<bp<<Sc:<49.85<<16<
TTCTTGGTGGTCCAGTGGCTAAGACTCTGGGCCTCCAACGCAGGGGGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna446:GlyTCC<(13261272:13261344)<<Gly<(TCC)<73<bp<<Sc:<49.92<<16<
TCCCTGGTGGTCCAGTGGTTAGGATGCTGTGCTTCCACTGCAGGGGGCACAGGTTTTATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr18.trna669:GlyTCC<(17594232:17594304)<<Gly<(TCC)<73<bp<<Sc:<50.08<<16<
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAACGCAGGGATCCCAGCTTCGATC<
CCTGGTCAGGGGA<
>Bos_taurus_chr1.trna11015:GlyTCC<(2375663:2375591)<<Gly<(TCC)<73<bp<<Sc:<50.10<<15<
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTTCTTCCAATGCAGGGGGCCCAGGTTGGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna3678:GlyTCC<(90429261:90429332)<<Gly<(TCC)<72<bp<<Sc:<50.11<<18<
TCCCTGCTGGTCCAATGGTTAAGACTCTGAGCTTCCAATTCAGGGGCCCAGGTTCCATCC<
CTGGCTGGGGAA<
>Bos_taurus_chr3.trna9288:GlyTCC<(3596604:3596532)<<Gly<(TCC)<73<bp<<Sc:<50.16<<15<
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCACTTCCGATGCAGGGGGCATGGGTTCGATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr19.trna3744:GlyTCC<(58181285:58181213)<<Gly<(TCC)<73<bp<<Sc:<50.22<<14<
TCCCTGGTAGTCCAGGGGTGAAGACCCTGCGCTTCCAATGCAGGGGGCCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr4.trna1541:GlyTCC<(48707072:48707144)<<Gly<(TCC)<73<bp<<Sc:<50.29<15<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr2.trna8973:GlyTCC<(47020760:47020688)<<Gly<(TCC)<73<bp<<Sc:<50.38<15<
TCCCTGGCAGTCCAGTGGTTAGGACTCGGCACTTCCACTGCAGGGGGCCCAGGTTTGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr22.trna653:GlyTCC<(14831746:14831818)<<Gly<(TCC)<73<bp<<Sc:<50.40<17<
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGTCTCAGGATCAATC<
TCTGGTTGGGGAA<
>Bos_taurus_chr6.trna640:GlyTCC<(23651667:23651739)<<Gly<(TCC)<73<bp<<Sc:<50.54<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC<
CCTGGTCAGGGAA<



>Bos_taurus_chrUn.004.2284.trna1:GlyTCC<(17168:17096)<<Gly<(TCC)<73<bp<<Sc:<50.54<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.5644.trna1:GlyTCC<(7435:7363)<<Gly<(TCC)<73<bp<<Sc:<50.54<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.6077.trna1:GlyTCC<(6524:6452)<<Gly<(TCC)<73<bp<<Sc:<50.54<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr26.trna3485:GlyTCC<(14647620:14647548)<<Gly<(TCC)<73<bp<<Sc:<50.63<14<
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGGGCCACAGGTTTGATC<
CCTGTTTGGGGAA<
>Bos_taurus_chrUn.004.125.trna1:GlyTCC<(61294:61366)<<Gly<(TCC)<73<bp<<Sc:<50.77<18<
TCCCTGGTGGTCCAGTGGTTTAGACTCCACACTTCCAATGTAGGCAGCACAGGTTCAATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr22.trna1848:GlyTCC<(51956972:51957044)<<Gly<(TCC)<73<bp<<Sc:<50.77<16<
TCCCTGGTGGTCCAGTGGTTAGGGCTCTGTGCTTCCACTGCAGGGGCCACAGGTTTGATC<
CCTGGCTGGGGAA<
>Bos_taurus_chr11.trna1286:GlyTCC<(30102233:30102305)<<Gly<(TCC)<73<bp<<Sc:<50.89<<16<
TCCCTGGTGGTTCAGTGGTTTGGATTCTGCACTTCCAATGCAGGGGGCCCAGGTTTGATC<
CCTGGTTGAGGAA<
>Bos_taurus_chr7.trna6176:GlyTCC<(57889845:57889773)<<Gly<(TCC)<73<bp<<Sc:<51.02<17<
TCCCTGGTGGTCCAGTGGTGAAGACGCTGCACTTCCACTGCAGGGAGCATGGGTTCGATC<
CCTAGTTGGGGAA<
>Bos_taurus_chrUn.004.6.trna22:GlyTCC<(513296:513368)<<Gly<(TCC)<73<bp<<Sc:<51.06<16<
TCCCTGGTGGTCCAGTGGTTAAGACGCTGCGCTTCCACTGCAGGGGGCACAGGTTTGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr9.trna6653:GlyTCC<(35959930:35959858)<<Gly<(TCC)<73<bp<<Sc:<51.08<16<
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGCAGGGGGCACAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr14.trna5777:GlyTCC<(20910450:20910378)<<Gly<(TCC)<73<bp<<Sc:<51.25<17<
TCCCCAATGGTCTAGTGGTTAAGACTCTGCACTTCCAATGCAGAAGGCATGGGTTCCATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr21.trna2608:GlyTCC<(62628622:62628694)<<Gly<(TCC)<73<bp<<Sc:<51.26<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCACAGGTTCAACC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna4880:GlyTCC<(103448059:103447987)<<Gly<(TCC)<73<bp<<Sc:<51.31<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGTGCAGGTTTGATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr11.trna3980:GlyTCC<(97295437:97295509)<<Gly<(TCC)<73<bp<<Sc:<51.34<15<
TCCTTGGTGGTCCAGCTGTTAGGATGCTGTTCTTCCAATGCAGGGGGCCTGGGTTCGATT<
CCTAGTCAGGGAA<
>Bos_taurus_chr17.trna802:GlyTCC<(19391859:19391931)<<Gly<(TCC)<73<bp<<Sc:<51.39<17<
TCCCTGGCAGTCCAGTGGTTAAGGCTTTGCACTTCCACTGCAGGGAGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr8.trna5106:GlyTCC<(89913094:89913022)<<Gly<(TCC)<73<bp<<Sc:<51.45<17<
TCCCTGGTGGTCCAGTGGCTAGGACTCCACACTTCCAATGTAGGCTGCCCAAGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr8.trna1392:GlyTCC<(42791127:42791199)<<Gly<(TCC)<73<bp<<Sc:<51.58<18<
TCCCTGGTGGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCATGGGGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna6646:GlyTCC<(24146783:24146712)<<Gly<(TCC)<72<bp<<Sc:<51.80<15<
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCTGGGTTGGATCC<
CTGGTCAGGGAA<
>Bos_taurus_chrUn.004.2057.trna1:GlyTCC<(15073:15001)<<Gly<(TCC)<73<bp<<Sc:<51.90<18<
TCTCTGATGGTCCAGTGGTGAAGACTCTGCGCTTCCACTGCAGGGGGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna5087:GlyTCC<(48808049:48807977)<<Gly<(TCC)<73<bp<<Sc:<51.95<17<
TCCCTGGTGGTGCAGTGGTTAATATTCTGCACTTCCACTGCAGGGGTTGCAGGTTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr10.trna4968:GlyTCC<(86620416:86620344)<<Gly<(TCC)<73<bp<<Sc:<52.01<16<
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGTCTCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna808:GlyTCC<(22071497:22071568)<<Gly<(TCC)<72<bp<<Sc:<52.02<19<
TCCCTGGTGGTCCAATGGTTAAGACTTGGCACTTCCACTGCAGTGGCCCATGTTCAACCC<
CTGGTCAGGGAA<
>Bos_taurus_chr23.trna3898:GlyTCC<(19482018:19481946)<<Gly<(TCC)<73<bp<<Sc:<52.13<18<
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCAATC<
ACTGGTTGGGGAA<
>Bos_taurus_chr2.trna2108:GlyTCC<(67270832:67270903)<<Gly<(TCC)<72<bp<<Sc:<52.14<18<
TCCCTGATGGTCTAGTCGTTAAGACAGTGCACTTCCACTGCAGGGGCACAGGTTCAATCC<
CTGGTTGGGGAA<
>Bos_taurus_chr22.trna3237:GlyTCC<(33010416:33010345)<<Gly<(TCC)<72<bp<<Sc:<52.20<17<
TCCCTGGTGGTCCAGTGCTTAGGACTCAGCACTTCCACTGCTGTGGTCCAGGTTCAATCT<



CTGGTCAGAGAA<
>Bos_taurus_chr4.trna3669:GlyTCC<(107629935:107630007)<<Gly<(TCC)<73<bp<<Sc:<52.32<18<
TCCCCGGTGGTCCAATGGTTAGGACTCCACACTTCCACTGTGGGGGACATGGGTTCGATA<
CCTGGTTGGGGAA<
>Bos_taurus_chr11.trna2834:GlyTCC<(70869324:70869396)<<Gly<(TCC)<73<bp<<Sc:<52.34<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGTCCGTGGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna4654:GlyTCC<(34985649:34985577)<<Gly<(TCC)<73<bp<<Sc:<52.35<15<
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTTCCAATTCAGGGGGCCTGGGTTTGATC<
CCCAATCAGGGAA<
>Bos_taurus_chr11.trna8837:GlyTCC<(6654582:6654510)<<Gly<(TCC)<73<bp<<Sc:<52.42<16<
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCGCTTCCAACGCAGAGGGCCTGGGTTCGATG<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna6650:GlyTCC<(24050821:24050749)<<Gly<(TCC)<73<bp<<Sc:<52.43<16<
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTTGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chrUn.004.21.trna79:GlyTCC<(322528:322457)<<Gly<(TCC)<72<bp<<Sc:<52.53<15<
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTTCCAATGCAGGGGTCCAGGTTCGATCC<
CTGGTCAGGGAA<
>Bos_taurus_chr13.trna1846:GlyTCC<(44051177:44051249)<<Gly<(TCC)<73<bp<<Sc:<52.56<17<
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCACTTCCATTGCAGAGGGCGTAGGTTCAAAG<
CCTGGTTGGGGAA<
>Bos_taurus_chr11.trna4989:GlyTCC<(101514014:101513942)<<Gly<(TCC)<73<bp<<Sc:<52.57<15<
TCCCTGGTGGTCTAGTGGTTAGGACTCTGTGCTTCCAATGCAGGGGCCACAGGTTTGATC<
CCTGGTTAGGGAA<
>Bos_taurus_chr24.trna3418:GlyTCC<(49945762:49945690)<<Gly<(TCC)<73<bp<<Sc:<52.62<16<
TCCCTGGTGGTCTAGTCGCTAGGACTCTGTGCTTCCAATGCAGGGGGCCCGGGTTCAATT<
CCTGGCCGGGGAA<
>Bos_taurus_chr12.trna6139:GlyTCC<(19075796:19075725)<<Gly<(TCC)<72<bp<<Sc:<52.67<16<
TCCCTGGTGGTCCAGGGTTAGGACTCTGCACTTCCAGTGCAGGGGCCCAGGGTTCAATTC<
CTGGTCAGGGAA<
>Bos_taurus_chr13.trna4196:GlyTCC<(75659455:75659383)<<Gly<(TCC)<73<bp<<Sc:<53.07<18<
TCCCTGCTGGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGAGGCACGGGTTCAATC<
CCCGAGTGGGGAA<
>Bos_taurus_chr22.trna720:GlyTCC<(16573962:16574034)<<Gly<(TCC)<73<bp<<Sc:<53.10<16<
TCCCTGGTGGTCAAGTGGTTGGGACTCTGCACTTCCACTGCAGGGGGCCCAGGTTTGATT<
CCTGGTTGGGGAA<
>Bos_taurus_chr23.trna820:GlyTCC<(18685036:18685108)<<Gly<(TCC)<73<bp<<Sc:<53.10<17<
CCCTTGGTGGTCCAGTGGTTAAGACTCTGCTCTTCCAAAGCAGGGGGCCTGGGTTCGATC<
CCTGGGCGGGGGA<
>Bos_taurus_chr3.trna6121:GlyTCC<(93693139:93693067)<<Gly<(TCC)<73<bp<<Sc:<53.29<16<
ACCCTGGTGGTCCAGTGGTTAGGACTCTGCTCTTCCACTGCAGAGGGTCTAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr20.trna1413:GlyTCC<(39125012:39125083)<<Gly<(TCC)<72<bp<<Sc:<53.33<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCTCTGCAGAGGCCTGGGTTCAATCC<
CTAGTCAGAGAA<
>Bos_taurus_chr1.trna8836:GlyTCC<(70538849:70538777)<<Gly<(TCC)<73<bp<<Sc:<53.34<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCGCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna1699:GlyTCC<(40257852:40257924)<<Gly<(TCC)<73<bp<<Sc:<53.41<<17<
TCCCTGGTGGTCCAGTGGTGAAGACTCTGCACTTCCAATGCAGGGGGCCCAGATTCCATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna5070:GlyTCC<(24099824:24099752)<<Gly<(TCC)<73<bp<<Sc:<53.41<<17<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCAATGCTGGGGGCCCAGGTTTAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr24.trna4587:GlyTCC<(24859388:24859317)<<Gly<(TCC)<72<bp<<Sc:<53.44<<17<
GCGTTGGTGGTGTAGTGGTGAGTATAGCTGCCTTCCAAGCACTTGATCCAGGTTCTATTC<
CTGGCCAATGCA<
>Bos_taurus_chr11.trna6395:GlyTCC<(69182616:69182544)<<Gly<(TCC)<73<bp<<Sc:<53.52<17<
TCCCTGGTGGTTCAGTGGCTAAGGCTCTGTACTTCCAATGCAGGGGGTCCAGGTTCAAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chr24.trna5142:GlyTCC<(7201194:7201122)<<Gly<(TCC)<73<bp<<Sc:<53.55<17<
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACTGCAGGGGGCGCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr12.trna1587:GlyTCC<(35792927:35792999)<<Gly<(TCC)<73<bp<<Sc:<53.63<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCTATC<
CTTGGACAGGGAA<
>Bos_taurus_chr18.trna3346:GlyTCC<(57016681:57016609)<<Gly<(TCC)<73<bp<<Sc:<53.83<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGACGCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr5.trna1675:GlyTCC<(47362529:47362601)<<Gly<(TCC)<73<bp<<Sc:<53.92<16<
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGAGGCTCGGGTTCAATC<
CCCGACTGGGGAA<
>Bos_taurus_chr5.trna1117:GlyTCC<(32140816:32140888)<<Gly<(TCC)<73<bp<<Sc:<53.92<16<



TCCCTGGTAGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGAGGACACAGGTTCGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr5.trna5736:GlyTCC<(112552075:112552003)<<Gly<(TCC)<73<bp<<Sc:<53.93<19<
TCCCTGATGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCTGAGGGTGTGGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna947:GlyTCC<(23285845:23285918)<<Gly<(TCC)<74<bp<<Sc:<54.19<17<
TCCTTGGTGGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGCCCCAGGTTCAAT<
CCCTGGTCAGGGAA<
>Bos_taurus_chr23.trna299:GlyTCC<(8777674:8777746)<<Gly<(TCC)<73<bp<<Sc:<54.25<17<
TCCCTGGTGGTCCAGCGGTTAAGACTCTACACTTCCAATGCAGGGGGCACAGGTTCAATC<
CCTGGTCGGGGAA<
>Bos_taurus_chr11.trna7180:GlyTCC<(49426379:49426307)<<Gly<(TCC)<73<bp<<Sc:<54.34<17<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCCCAGGTTCAATC<
TCTGGTCAGGGAA<
>Bos_taurus_chr17.trna3802:GlyTCC<(67340975:67340903)<<Gly<(TCC)<73<bp<<Sc:<54.39<<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCGATC<
CCTGGTTGGAGAA<
>Bos_taurus_chr28.trna508:GlyTCC<(12687269:12687341)<<Gly<(TCC)<73<bp<<Sc:<54.72<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGAGTGTGGGTTCAATC<
CCTGCTCAGGGAA<
>Bos_taurus_chr27.trna832:GlyTCC<(25851512:25851584)<<Gly<(TCC)<73<bp<<Sc:<54.99<18<
TCTCTGGTTGTCCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGGCACAGGTTCAATT<
CCTGGCTAGAGAA<
>Bos_taurus_chr14.trna6666:GlyTCC<(628117:628045)<<Gly<(TCC)<73<bp<<Sc:<55.04<18<
TCCTTGGTGGTCCAATGGTTAAGACTTTGCATTTCCAATGCAGGGGGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.2377.trna1:GlyTCC<(20202:20130)<<Gly<(TCC)<73<bp<<Sc:<55.04<18<
TCCTTGGTGGTCCAATGGTTAAGACTTTGCATTTCCAATGCAGGGGGCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr17.trna6215:GlyTCC<(14993290:14993218)<<Gly<(TCC)<73<bp<<Sc:<55.08<17<
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGACGCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna4038:GlyTCC<(78412038:78411966)<<Gly<(TCC)<73<bp<<Sc:<55.14<16<
TCCTTGGCAGTCCAGTGGTTAAGTCTCTGCACTTCCACTGCAGGGGGCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chrX.trna1886:GlyTCC<(54061538:54061610)<<Gly<(TCC)<73<bp<<Sc:<55.40<16<
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCCTGGGTTTGATC<
CCTAGTCAGGGAA<
>Bos_taurus_chr18.trna1531:GlyTCC<(38344919:38344991)<<Gly<(TCC)<73<bp<<Sc:<55.42<19<
TCCCTGGTGGTCCAATGGTTAGGACTCTGCACTTCCACTACAGGGGGCTCAGGTTCAATC<
CTTGGTCAGGGAA<
>Bos_taurus_chrUn.004.437.trna6:GlyTCC<(57269:57341)<<Gly<(TCC)<73<bp<<Sc:<55.46<15<
TCCGTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGCTC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna7884:GlyTCC<(31122496:31122424)<<Gly<(TCC)<73<bp<<Sc:<55.48<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGGGGGCCCAGGTTCAATC<
CCTGGACAGGGAA<
>Bos_taurus_chr27.trna3306:GlyTCC<(18985647:18985575)<<Gly<(TCC)<73<bp<<Sc:<55.52<17<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGTTTCCACTGCAGGGGGCCCAGGTTCAATC<
CCTGGTGGGGGAA<
>Bos_taurus_chr2.trna4688:GlyTCC<(132056903:132056974)<<Gly<(TCC)<72<bp<<Sc:<55.71<18<
TCCCTGGTGGCCCAGTGGTTAGGACTCTGCACTTCCACTTCAGCGTCGCAGGTTCAATCC<
CTGGTCGGGGAG<
>Bos_taurus_chr15.trna4729:GlyTCC<(41072021:41071949)<<Gly<(TCC)<73<bp<<Sc:<55.71<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGGTTTCCAATGCAGGGGTCCCAGGTTCGATC<
CCTGATCAGGGAA<
>Bos_taurus_chr7.trna8144:GlyTCC<(10706427:10706355)<<Gly<(TCC)<73<bp<<Sc:<55.84<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC<
CCTAGTCGGGGAA<
>Bos_taurus_chr1.trna4425:GlyTCC<(128541245:128541317)<<Gly<(TCC)<73<bp<<Sc:<56.09<
TCCCTGGTGGTCCAGTGGTTAAGACTCTACGCTTCCAACACAGGGGACCCAGGTTCAATC<
CCTGGTCGGGGAA<
>Bos_taurus_chr9.trna1800:GlyTCC<(55747909:55747981)<<Gly<(TCC)<73<bp<<Sc:<56.10<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCATTTCCATTGCTGATGGCACAGGTTCAATC<
CCTGATCAGGGAA<
>Bos_taurus_chrUn.004.1.trna321:GlyTCC<(1750083:1750011)<<Gly<(TCC)<73<bp<<Sc:<56.12<
TCCCTGGTGGCCCAGTGGTTAAGGTGCCACACTTCCACTGTAGGGGGTGCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna5696:GlyTCC<(22408349:22408277)<<Gly<(TCC)<73<bp<<Sc:<56.14<
TCCTCGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCATGGGTTCGATC<
CCTAGTTGGGGAA<
>Bos_taurus_chr15.trna3226:GlyTCC<(80849237:80849166)<<Gly<(TCC)<72<bp<<Sc:<56.19<
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTTCCAATGCAGGGGCACAGGTTCGATCC<
CTGATCAGGGAA<



>Bos_taurus_chrUn.004.4759.trna3:GlyTCC<(5826:5755)<<Gly<(TCC)<72<bp<<Sc:<56.19<
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTTCCAATGCAGGGGCACAGGTTCGATCC<
CTGATCAGGGAA<
>Bos_taurus_chr15.trna4768:GlyTCC<(39961784:39961712)<<Gly<(TCC)<73<bp<<Sc:<56.21<
TCCCTGGTGGTTCGGTGGTTAGGACTCTGCACTTCCACTGCAAGGGGCCTGGGTTCAATC<
CCCAGTCAGGGAA<
>Bos_taurus_chr1.trna1031:GlyTCC<(25808955:25809026)<<Gly<(TCC)<72<bp<<Sc:<56.43<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGTTTCCACTTCAGGGGCTCAGGTTCAATTC<
CTGGTTAGGGAA<
>Bos_taurus_chr12.trna4612:GlyTCC<(55880584:55880513)<<Gly<(TCC)<72<bp<<Sc:<56.44<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCAATGCAGGGGGCCAGGTTCAAACC<
CTGTTCAGGGAA<
>Bos_taurus_chr15.trna4031:GlyTCC<(60868740:60868667)<<Gly<(TCC)<74<bp<<Sc:<56.45<
TCCCTGATGGTCTAGTGGCTAGGATTCTGGCACTTCCAATGCAGGGGCCCCAGGTTTGAT<
TCCTGGTTAGGGAA<
>Bos_taurus_chr29.trna3333:GlyTCC<(19555058:19554986)<<Gly<(TCC)<73<bp<<Sc:<56.60<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGAGCCCAGGTTAGAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chr19.trna5804:GlyTCC<(20924919:20924847)<<Gly<(TCC)<73<bp<<Sc:<56.70<
TCCCTAGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGAGGGCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna895:GlyTCC<(20983490:20983562)<<Gly<(TCC)<73<bp<<Sc:<56.82<17<
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCGATT<
GCTGGTCAGGGAA<
>Bos_taurus_chr15.trna2875:GlyTCC<(80804829:80804901)<<Gly<(TCC)<73<bp<<Sc:<56.92<18<
TCCCTGGTGGCCCAGTGGTTAGGACTCTGTGCTTCCACAGCAGGGGTCACAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr11.trna51:GlyTCC<(1022099:1022171)<<Gly<(TCC)<73<bp<<Sc:<56.96<17<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTCGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr19.trna2521:GlyTCC<(49866781:49866853)<<Gly<(TCC)<73<bp<<Sc:<56.97<18<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGAAGGGGACCCAGGTTCAAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chrUn.004.1196.trna1:GlyTCC<(26447:26519)<<Gly<(TCC)<73<bp<<Sc:<56.98<19<
TCCCTGATGGTCTAATGGATAAGACTCTGTGCTTCCAATGCAGGGTGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr27.trna871:GlyTCC<(26880606:26880678)<<Gly<(TCC)<73<bp<<Sc:<57.20<18<
TCCCTGGTGGTCTAGTGGTTAAGATTCTGCACTTCCACTGCACGGGGCACAGGTTCAATC<
CCTGGCCGGGGAA<
>Bos_taurus_chr22.trna2827:GlyTCC<(45670205:45670133)<<Gly<(TCC)<73<bp<<Sc:<57.25<19<
TCCTTGATGGTCCAGTGGTTAGGACTTTGCACTTCCACTACAGGGGTCACAGGTTCAATC<
ACTGGTCAGGGAA<
>Bos_taurus_chr5.trna5347:GlyTCC<(119598805:119598733)<<Gly<(TCC)<73<bp<<Sc:<57.30<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTTCCAATGCAGGGGGTGCAGGTTCGATC<
CTTGGCCGGGGAA<
>Bos_taurus_chr22.trna287:GlyTCC<(6825085:6825157)<<Gly<(TCC)<73<bp<<Sc:<57.33<17<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGAGGGCACAGGTTCGATC<
CCTGGTTGGGGAA<
>Bos_taurus_chr25.trna3519:GlyTCC<(26949218:26949146)<<Gly<(TCC)<73<bp<<Sc:<57.42<<17<
TCCCTGGTGATCCAGTGGTTAGGATTCTGTGCTTCCAATGCAGGGGGCTCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr13.trna631:GlyTCC<(17717452:17717524)<<Gly<(TCC)<73<bp<<Sc:<57.45<<18<
TTCCTGGTGGTCCAGTGGTTAGGACTCTGAACTTCCAATGCAGGGGACTCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna2170:GlyTCC<(48750970:48751042)<<Gly<(TCC)<73<bp<<Sc:<57.77<<16<
TCCCCAGTGGTCCAGTGGTTAGGACTCTGCATTTCCACTGCAGGGGGCACAGGTTCAATC<
CCTGGTTGGAGAA<
>Bos_taurus_chr1.trna3103:GlyTCC<(90425742:90425814)<<Gly<(TCC)<73<bp<<Sc:<57.86<<15<
TCCCTGGTGGTCCAGTGGGTAAGATTCTGCACTTCCAATGCAGGGAGCCCAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna521:GlyTCC<(10560503:10560575)<<Gly<(TCC)<73<bp<<Sc:<58.06<<16<
CCCCTGGTGGTACAGTGGTTAAGACTCTGCATTTCCAATGCAGAGGCCACAGGTTCGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr29.trna1541:GlyTCC<(42619822:42619894)<<Gly<(TCC)<73<bp<<Sc:<58.11<<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT<
CCTGGTCAGGGAA<
>Bos_taurus_chr12.trna229:GlyTCC<(9083078:9083150)<<Gly<(TCC)<73<bp<<Sc:<58.55<<18<
TCCCAGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTCAATC<
CCTGGCTGGGGAA<
>Bos_taurus_chr19.trna924:GlyTCC<(20121272:20121344)<<Gly<(TCC)<73<bp<<Sc:<58.59<<16<
TCCTTGGTGGTTCAGTGGCTAAGATTCTGCACTTCCAATGCAGGAGGCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna4022:GlyTCC<(48229702:48229630)<<Gly<(TCC)<73<bp<<Sc:<58.78<<19<
TCCCTGATGGTTCAGTGGTTAAGACGTTGCACTTCCAATGCAGAGGGCCAGGGTTCAATC<



CCTGGTCAGGGAA<
>Bos_taurus_chr28.trna105:GlyTCC<(3513103:3513175)<<Gly<(TCC)<73<bp<<Sc:<58.92<<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAACGTCCAATGCAGAGGGCCCAAGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr28.trna94:GlyTCC<(3401682:3401754)<<Gly<(TCC)<73<bp<<Sc:<58.92<<16<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAACGTCCAATGCAGAGGGCCCAAGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna498:GlyTCC<(10300164:10300236)<<Gly<(TCC)<73<bp<<Sc:<59.07<<19<
TCCCTGATGGTCCAATGGTTAAGACTCTGCACTTCCAATGCAGGGGGCACGGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr18.trna1415:GlyTCC<(35174892:35174964)<<Gly<(TCC)<73<bp<<Sc:<59.30<<18<
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTCCAATGTAGGGGGCTCAGGTTCAATC<
CCTGGTCGGGGAG<
>Bos_taurus_chr7.trna5819:GlyTCC<(68170077:68170005)<<Gly<(TCC)<73<bp<<Sc:<59.35<<19<
TCCCTGATGATCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGTGCACAGGTTCAAAC<
CCTGGTCAGGGAA<
>Bos_taurus_chr14.trna4007:GlyTCC<(63644842:63644770)<<Gly<(TCC)<73<bp<<Sc:<59.72<<18<
CCTCTGGTGGTCCAGTGGTTAAAACTCTGCACTTCCACTGCAGGGGTCCTAGGTTCAATC<
CCTGGCCAGGGAA<
>Bos_taurus_chr19.trna3166:GlyTCC<(61016359:61016431)<<Gly<(TCC)<73<bp<<Sc:<59.73<<16<
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGGTGCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr8.trna2311:GlyTCC<(72216033:72216105)<<Gly<(TCC)<73<bp<<Sc:<59.76<<19<
TCCCTGATGGTCCAGTGGTTACGACTCTGCACTTCCACTGCAGGAGGCCCAGGTTCAATC<
CCTAGTCAGGGAA<
>Bos_taurus_chrUn.004.74.trna50:GlyTCC<(42667:42595)<<Gly<(TCC)<73<bp<<Sc:<59.97<<16<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAGGGCACAGGTTTGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr14.trna5722:GlyTCC<(21992232:21992160)<<Gly<(TCC)<73<bp<<Sc:<60.09<<15<
TCCCCAGTGGTCCAGTGGTTAAGACTCTGCATTTCCAATGCAGGGGTTACATGTTCGATC<
CCTGGTTGGGGAG<
>Bos_taurus_chr12.trna1361:GlyTCC<(30458042:30458114)<<Gly<(TCC)<73<bp<<Sc:<60.29<<17<
TCCCTGGTGGTCTAGTGGTTATGAGTCTGCACTTCCACTGCAGGGGGCACAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr22.trna1727:GlyTCC<(48837345:48837417)<<Gly<(TCC)<73<bp<<Sc:<60.39<<17<
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGCACTTCCAATGCAGGGGGCCCAGGTTCAATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr25.trna3509:GlyTCC<(27013244:27013172)<<Gly<(TCC)<73<bp<<Sc:<60.50<<17<
TCCGTAGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGTCCCGGGTTCAATT<
CCTGGTCAGGGAT<
>Bos_taurus_chr28.trna2582:GlyTCC<(15045122:15045052)<<Gly<(TCC)<71<bp<<Sc:<60.80<<17<
TCCCAGGTGGTCCAGTGGTTAGGACTCAGCACTTCCACTGCTGGGGCCTGGGTTCAGTCC<
CAGGTTGGGAA<
>Bos_taurus_chr20.trna2287:GlyTCC<(61951815:61951887)<<Gly<(TCC)<73<bp<<Sc:<61.54<<19<
TCCCTGATGGTCCAGTGGTTAGGACTCTACCCTTCCATTGCAGGGGTCACAGGTTCAATC<
CCTGATCAGGGAA<
>Bos_taurus_chr5.trna7781:GlyTCC<(66118341:66118270)<<Gly<(TCC)<72<bp<<Sc:<61.60<<19<
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAAGCACAGGTTCAATCC<
CTGGTCGGGGGA<
>Bos_taurus_chr5.trna7787:GlyTCC<(66008243:66008172)<<Gly<(TCC)<72<bp<<Sc:<61.60<<19<
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAAGCACAGGTTCAATCC<
CTGGTCGGGGGA<
>Bos_taurus_chr2.trna10132:GlyTCC<(10394475:10394403)<<Gly<(TCC)<73<bp<<Sc:<62.52<<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCATTGGAGAGGCCCCAGGTTCAAGC<
CCTGGTTGGGGAA<
>Bos_taurus_chr25.trna2401:GlyTCC<(40597711:40597783)<<Gly<(TCC)<73<bp<<Sc:<63.74<<17<
TCCCTGATGGTCCAGTGGTCAGGACTCAGCGATTCCACCGCCGAGGGCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr9.trna4189:GlyTCC<(100778605:100778534)<<Gly<(TCC)<72<bp<<Sc:<64.88<<16<
TTCCTGGTAGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCCAGGTTCAATCC<
CTGGCTGGGGAA<
>Bos_taurus_chr27.trna1366:GlyTCC<(36069172:36069244)<<Gly<(TCC)<73<bp<<Sc:<65.41<<18<
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCAATC<
CCTGACCGGGAAA<
>Bos_taurus_chr6.trna3436:GlyTCC<(105499867:105499939)<<Gly<(TCC)<73<bp<<Sc:<68.51<<16<
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr6.trna2313:GlyTCC<(76394728:76394799)<<Gly<(TCC)<72<bp<<Sc:<71.29<<18<
GCATTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCAATTC<
CCGGCCAATGCA<
>Bos_taurus_chr19.trna1416:GlyTCC<(28390273:28390344)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna8535:GlyTCC<(23222187:23222116)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<



GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna9106:GlyTCC<(8948000:8947929)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna9109:GlyTCC<(8824689:8824618)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna9112:GlyTCC<(8815222:8815151)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna9118:GlyTCC<(8741938:8741867)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr3.trna9124:GlyTCC<(8629023:8628952)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chrUn.004.4089.trna1:GlyTCC<(148:219)<<Gly<(TCC)<72<bp<<Sc:<73.26<<<<<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr15.trna1363:GlyTCC<(39230675:39230747)<<Gly<(TCC)<73<bp<<Sc:<74.45<<17<
TCGCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGTCCCAGGTTCGATC<
CCTGGTCAGGGAA<
>Bos_taurus_chr7.trna7571:GlyTCC<(17992863:17992792)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Bos_taurus_chr11.trna7542:GlyTCC<(42055486:42055405)<<Gly<(TCC)<82<bp<<Sc:<37.33<<<17<
TTCCTGGTGGTCCAGTGGTTAAGACTTCATGCTTCCAGTGCAGGTGGTGGTGATGGGATG<
GGTTCGATCCCCAGTCAGGGAA<
>Bos_taurus_chr22.trna4443:GlyTCC<(4540645:4540565)<<Gly<(TCC)<81<bp<<Sc:<38.10<<<16<
TCCCGGGTGGTTCAGTCATTAAGACTCTGCACTTCCAATGCAAGGATGCAGAGGGTGCAG<
GTTCAATCCCTGGTCCGGGAA<
>Bos_taurus_chr5.trna3095:GlyTCC<(82986884:82986970)<<Gly<(TCC)<87<bp<<Sc:<28.08<<18<
TCCTTGGCTGTCCAGTGGTTAAGACCCCATGCTTCCACTGAAGGGGAATCATGGTTCAAT<
CACCAGGTTCAATCCCTGGTCAGGGAA<
>Danio_rerio_Zv9_scaffold3521.trna40:GlyGCC<(36994:36924)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3521.trna46:GlyGCC<(35882:35812)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3521.trna47:GlyGCC<(35564:35494)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna134:GlyGCC<(539251:539321)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna139:GlyGCC<(540046:540116)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna150:GlyGCC<(541954:542024)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna290:GlyGCC<(871866:871796)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna303:GlyGCC<(869003:868933)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna397:GlyGCC<(410090:410020)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna470:GlyGCC<(397141:397071)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3538.trna69:GlyGCC<(36750:36680)<<Gly<(GCC)<71<bp<<Sc:<71.81<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr4.trna179:GlyGCC<(29752775:29752845)<<Gly<(GCC)<71<bp<<Sc:<71.83<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr8.trna769:GlyGCC<(40291565:40291495)<<Gly<(GCC)<71<bp<<Sc:<71.83<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC<
CGGCCAATGCA<



>Danio_rerio_Zv9_scaffold3473.trna150:GlyGCC<(2577:2507)<<Gly<(GCC)<71<bp<<Sc:<71.83<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3506.trna141:GlyGCC<(78402:78332)<<Gly<(GCC)<71<bp<<Sc:<72.05<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC<
TGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna122:GlyGCC<(537184:537254)<<Gly<(GCC)<71<bp<<Sc:<73.56<19<
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC<<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3506.trna139:GlyGCC<(78711:78641)<<Gly<(GCC)<71<bp<<Sc:<74.88<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3506.trna162:GlyGCC<(74913:74843)<<Gly<(GCC)<71<bp<<Sc:<74.88<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr4.trna7874:GlyGCC<(33255689:33255619)<<Gly<(GCC)<71<bp<<Sc:<76.67<20<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCAATTCC<
CGGCTAATGCA<
>Danio_rerio_Zv9_scaffold3530.trna385:GlyGCC<(412278:412208)<<Gly<(GCC)<71<bp<<Sc:<77.65<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATCCC<
CGGCCAATGCA<
>Danio_rerio_chr4.trna7876:GlyGCC<(33255371:33255301)<<Gly<(GCC)<71<bp<<Sc:<78.07<18<
GCATTGGTGGTTCAGTGGTAGAACTCTCGCTTGCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCTAATGCA<
>Danio_rerio_Zv9_scaffold3506.trna109:GlyGCC<(83949:83879)<<Gly<(GCC)<71<bp<<Sc:<79.03<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_Zv9_scaffold3506.trna77:GlyGCC<(89496:89426)<<Gly<(GCC)<71<bp<<Sc:<79.03<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr4.trna1980:GlyGCC<(41623818:41623888)<<Gly<(GCC)<71<bp<<Sc:<79.74<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr10.trna196:GlyGCC<(43105916:43105846)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr10.trna199:GlyGCC<(43100762:43100692)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr10.trna203:GlyGCC<(43095594:43095524)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr10.trna207:GlyGCC<(43094467:43094397)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr13.trna292:GlyGCC<(52603308:52603378)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr13.trna472:GlyGCC<(20102754:20102684)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr13.trna473:GlyGCC<(20099996:20099926)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr13.trna474:GlyGCC<(20097756:20097686)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr22.trna998:GlyGCC<(2134445:2134375)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr22.trna999:GlyGCC<(2133633:2133563)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr25.trna215:GlyGCC<(17958477:17958407)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr25.trna62:GlyGCC<(17958672:17958742)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Danio_rerio_chr23.trna25:GlyTCC<(4942719:4942790)<<Gly<(TCC)<72<bp<<Sc:<45.92<15<
GCGTTGGTGGTATAGTGTTGAGCATAGCTGCCTTCCAAGCAATTGACCTGGGTTTGATAC<
CCGGCCAATGCA<
>Equus_caballus_chr5.trna101:GlyCCC<(47579367:47579297)<<Gly<(CCC)<71<bp<<Sc:<60.59<17<
GCATTGGTCGTTCAGTGGTAGAATTCTCACCTCCCACGCGGGTGACCCGGGTTCGATTCC<



CTGCCAGTGCA<
>Equus_caballus_chr5.trna104:GlyCCC<(47520173:47520103)<<Gly<(CCC)<71<bp<<Sc:<71.94<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGTGACCCGGGTTCGATTCC<
AGGCCAATGCA<
>Equus_caballus_chr5.trna41:GlyCCC<(47518661:47518731)<<Gly<(CCC)<71<bp<<Sc:<71.94<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGTGACCCGGGTTCGATTCC<
AGGCCAATGCA<
>Equus_caballus_chr13.trna22:GlyCCC<(42006827:42006897)<<Gly<(CCC)<71<bp<<Sc:<76.98<16<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Equus_caballus_chr15.trna19:GlyCCC<(32296879:32296949)<<Gly<(CCC)<71<bp<<Sc:<76.98<16<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Equus_caballus_chr5.trna107:GlyCCC<(47362426:47362356)<<Gly<(CCC)<71<bp<<Sc:<77.49<19<
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr5.trna114:GlyCCC<(47196901:47196831)<<Gly<(CCC)<71<bp<<Sc:<78.93<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGTGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr5.trna32:GlyCCC<(47192293:47192363)<<Gly<(CCC)<71<bp<<Sc:<78.93<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGTGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr11.trna41:GlyGCC<(51012631:51012701)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr18.trna63:GlyGCC<(37609841:37609771)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr20.trna167:GlyGCC<(26139947:26139877)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr20.trna230:GlyGCC<(24189907:24189837)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr3.trna10:GlyGCC<(23358461:23358531)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr3.trna7:GlyGCC<(22928699:22928769)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr3.trna8:GlyGCC<(22929646:22929716)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr3.trna91:GlyGCC<(22920248:22920178)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr3.trna92:GlyGCC<(22919636:22919566)<<Gly<(GCC)<71<bp<<Sc:<81.62<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr5.trna122:GlyGCC<(36205793:36205723)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Equus_caballus_chr11.trna46:GlyTCC<(51097308:51097379)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Equus_caballus_chr5.trna18:GlyTCC<(36146122:36146193)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Equus_caballus_chr5.trna20:GlyTCC<(36213682:36213753)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Equus_caballus_chr7.trna3:GlyTCC<(2872560:2872631)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Encephalitozoon_cuniculi_chrXI.trna2:GlyCCC<(158598:158669)<<Gly<(CCC)<72<bp<<Sc:<77.77<<15<
GCATTGGTAGTATAGTGGTTATTATGTGAGCTTCCCAAGCTCATGGCCCGGGTTCGATTC<
CCGGTCAATGCA<
>Encephalitozoon_cuniculi_chrVI.trna4:GlyGCC<(54370:54300)<<Gly<(GCC)<71<bp<<Sc:<66.16<<17<
GCATCATTGGTTTAGTGGTATAATGGCCGGTTGCCATCTGGCCGACCCGAGTTCGATTCT<
CGGATGATGCA<
>Encephalitozoon_cuniculi_chrI.trna1:GlyTCC<(55599:55670)<<Gly<(TCC)<72<bp<<Sc:<72.96<<16<
GCGTTGTTGGTCTAGTGGATAGGATAACAGCCTTCCAAGCTGTTGGCCCGGGTTCGATTC<
CCGGACATCGCA<
>Enterococcus_faecalis_V583_chr.trna5:GlyGCC<(253721:253792)<<Gly<(GCC)<72<bp<<Sc:<85.49<<17<



GCGGAAATAGCTCAGTGGTAGAGCACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAACC<
CCGTTTTCCGCT<
>Enterococcus_faecalis_V583_chr.trna54:GlyGCC<(3164782:3164711)<<Gly<(GCC)<72<bp<<Sc:<85.49<<17<
GCGGAAATAGCTCAGTGGTAGAGCACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAACC<
CCGTTTTCCGCT<
>Enterococcus_faecalis_V583_chr.trna15:GlyTCC<(254690:254760)<<Gly<(TCC)<71<bp<<Sc:<71.75<<18<
GCGGGTGTAGTTTAGTGGTAAAACCACAGCCTTCCAAGCTGTTGTCGCGAGTTCGATTCT<
CGTCACCCGCT<
>Enterococcus_faecalis_V583_chr.trna22:GlyTCC<(255353:255423)<<Gly<(TCC)<71<bp<<Sc:<71.75<<18<
GCGGGTGTAGTTTAGTGGTAAAACCACAGCCTTCCAAGCTGTTGTCGCGAGTTCGATTCT<
CGTCACCCGCT<
>Escherichia_coli_APEC_O1_chr.trna66:GlyCCC<(3194999:3194926)<<Gly<(CCC)<74<bp<<Sc:<78.75<<18<
GCGGGCGTAGTTCAATGGTAGAACGAGAGCTTCCCAAGCTCTATACGAGGGTTCGATTCC<
CTTCGCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna52:GlyGCC<(4799896:4799971)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna53:GlyGCC<(4800008:4800083)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna54:GlyGCC<(4800119:4800194)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna82:GlyGCC<(1997090:1997015)<<Gly<(GCC)<76<bp<<Sc:<93.74<<17<
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT<
CTCGTTTCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna49:GlyTCC<(4497254:4497328)<<Gly<(TCC)<75<bp<<Sc:<64.85<<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna81:GlyTCC<(2074679:2074605)<<Gly<(TCC)<75<bp<<Sc:<64.85<<16<
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTGCCCGCTCCA<
>Escherichia_coli_APEC_O1_chr.trna18:GlyTCC<(1483347:1483421)<<Gly<(TCC)<75<bp<<Sc:<64.97<<16<
GCGGGTATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC<
CCGCTACCCGCTCCA<
>Felis_catus_scaffold_213975.trna4:GlyACC<(72962:73046)<<Gly<(ACC)<85<bp<<Sc:<47.59<<14<
GCCTGGGTGGCTCAGTCGGTTGGGCGTCTGACTACCGCTCAGGTCACGATCTCACGGCTC<
GTGGGTTCGAGCCCCACATCGGGCT<
>Felis_catus_scaffold_149452.trna6:GlyCCC<(241599:241529)<<Gly<(CCC)<71<bp<<Sc:<76.98<<17<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Felis_catus_scaffold_101630.trna1:GlyCCC<(2816:2886)<<Gly<(CCC)<71<bp<<Sc:<80.05<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_150864.trna1:GlyCCC<(2876:2786)<<Gly<(CCC)<91<bp<<Sc:<31.77<<14<
GCCTGGGTGGCTCAGCTGGTTAAGCCTCAGACTCCCGATTTCGGCTCAAGCCTTGATCTC<
AGGTTTGTGGGATCGAGTCCCATGTCGGGCT<
>Felis_catus_scaffold_100746.trna1:GlyCCC<(42809:42899)<<Gly<(CCC)<91<bp<<Sc:<31.77<<14<
GCCTGGGTGGCTCAGCTGGTTAAGCCTCAGACTCCCGATTTCGGCTCAAGCCTTGATCTC<
AGGTTTGTGGGATCGAGTCCCATGTCGGGCT<
>Felis_catus_scaffold_150629.trna7:GlyGCC<(77823:77753)<<Gly<(GCC)<71<bp<<Sc:<80.92<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_150638.trna1:GlyGCC<(11505:11575)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_150638.trna2:GlyGCC<(12186:12256)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_150638.trna3:GlyGCC<(3634:3564)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_151171.trna7:GlyGCC<(159227:159297)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_185924.trna2:GlyGCC<(11677:11607)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_7734.trna7:GlyGCC<(12254:12184)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Felis_catus_scaffold_91493.trna1:GlyGCC<(534:604)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<



>Felis_catus_scaffold_91497.trna1:GlyGCC<(494:564)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Felis_catus_scaffold_172619.trna8:GlyTCC<(218098:218014)<<Gly<(TCC)<85<bp<<Sc:<24.94<
GCCTGGGTGGCTCAGCCGGTTAAGTGTCTGACTTCCGTACAGGTCCTGATTTCACGGTTC<
TTGGGTTTGAGCCCCGAGTCGGGCT<
>Felis_catus_scaffold_202635.trna5:GlyTCC<(49456:49372)<<Gly<(TCC)<85<bp<<Sc:<27.62<14<
GCCTGGGTGGCTCAGTCAGTTAAGCATCCGACTTCCGCTCAGGTCATGATATTGTGGTTT<
GTGGGTTCGAGCCCCACGTCAGGCT<
>Felis_catus_scaffold_202636.trna2:GlyTCC<(492:408)<<Gly<(TCC)<85<bp<<Sc:<27.62<14<
GCCTGGGTGGCTCAGTCAGTTAAGCATCCGACTTCCGCTCAGGTCATGATATTGTGGTTT<
GTGGGTTCGAGCCCCACGTCAGGCT<
>Felis_catus_scaffold_144093.trna4:GlyTCC<(129614:129530)<<Gly<(TCC)<85<bp<<Sc:<30.42<14<
GCCTGGGTGGCTGAGTCAGTTAAGCATCTGATTTCCACTCAGGTCATGATCTCACAGCTC<
GTGGGTTCGAGCCCTGCGTCGGGCT<
>Felis_catus_scaffold_160030.trna2:GlyTCC<(93714:93798)<<Gly<(TCC)<85<bp<<Sc:<32.01<16<
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTCCACTCAGGTCATGATCTCACAGTTT<
GTGGGTTTAAGCCCCATGTTGGGCT<
>Felis_catus_scaffold_148307.trna1:GlyTCC<(142104:142188)<<Gly<(TCC)<85<bp<<Sc:<32.04<15<
GCCTGGGTGGCTCAGTCGGTTAAGTGTCTGACTTCCGCTCAGGTCATGATCTCACAGTCT<
GTGAGTTCAAGCCTCGCGTCAGGCT<
>Felis_catus_scaffold_212875.trna27:GlyTCC<(43108:43024)<<Gly<(TCC)<85<bp<<Sc:<32.62<15<
GCCTGGGTGGCTCAGTGGGTTAAGCATCCGACTTCCGCTCAGGTCATGATTTCATGGTTC<
GTGGGTTCCAGCCCCACATCGGGCT<
>Felis_catus_scaffold_100856.trna2:GlyTCC<(85275:85359)<<Gly<(TCC)<85<bp<<Sc:<34.84<15<
GCCTGGGTGGCTCAGTTGGTTAAGCATCCGACTTCCACTCGGGTCATGATCTCGCGATTT<
GTGGGTTTGAGCCCCATGTCAGGCT<
>Felis_catus_scaffold_141020.trna22:GlyTCC<(44681:44597)<<Gly<(TCC)<85<bp<<Sc:<35.89<15<
GCCTGAGTGGCTTAGTTGGTTAGGTGTCTGACTTCCGCTCAGGTCATGATCTCACAGTTT<
GTGGGTTCGAGCCCCGTGTCAGGCT<
>Felis_catus_scaffold_200406.trna2:GlyTCC<(39167:39251)<<Gly<(TCC)<85<bp<<Sc:<38.20<17<
GCCTGGATGGCTCAGTTGGTTAAGCATCTGACTTCCGCTCAGGTCACTATCTCATAGTTC<
GTGGGTTCAAGGCCCACGTCAGGCT<
>Felis_catus_scaffold_193187.trna2:GlyTCC<(4686:4602)<<Gly<(TCC)<85<bp<<Sc:<39.17<15<
ACCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTCCGCTCAGATCATAATCTCACAGGTG<
GTGGGTTTGAGCCCCACCTCAGATG<
>Felis_catus_scaffold_104634.trna1:GlyTCC<(396:312)<<Gly<(TCC)<85<bp<<Sc:<39.37<15<
GCCTGAGTGGCTCAGTCGGTTAAGCATCTGACTTCCGCTCAGGTCATGATCTTACGGTTC<
GTGGGTTCAAGCCCCACATCAGGTT<
>Felis_catus_scaffold_195526.trna18:GlyTCC<(171136:171052)<<Gly<(TCC)<85<bp<<Sc:<39.91<15<
GCCTGGGTGGCTCAGTCGGATGAGTGTCTGACTTCCGCTCAGGTCAAGATCTTGCAGTCC<
GTGGGTTCGAGCCCCACGTCAGGCT<
>Felis_catus_scaffold_216256.trna20:GlyTCC<(130732:130648)<<Gly<(TCC)<85<bp<<Sc:<39.99<14<
GCCTGGGTGGCTCAGTTGGTGAAGCGTCTGACTTCCGCTCAGGTCATGATCTCACAGTTC<
GTGGGATCGAGCCCCGCATCAGGCT<
>Felis_catus_scaffold_149208.trna5:GlyTCC<(90962:91046)<<Gly<(TCC)<85<bp<<Sc:<41.90<14<
GCCTGGGTGGCTTAGTCGGTTAAGCATCTGACTTCCGCTCAGGTCTTAATCTCACGGCTT<
GTGGGTTCGAGCCCCGCTTCGGGCT<
>Felis_catus_scaffold_154326.trna1:GlyTCC<(5896:5812)<<Gly<(TCC)<85<bp<<Sc:<41.93<14<
GCCTGGGTGGCTCAGGCGGTTGAGCGTCCGACTTCCGCTCAGGTCAGTATCTCACGGTTT<
GTGGGTTCGAGCCCCACATCAGGCT<
>Felis_catus_scaffold_49848.trna1:GlyTCC<(971:887)<<Gly<(TCC)<85<bp<<Sc:<42.03<<15<
GCCTGGGTGGCTCAGTGGGTTGAGCATCTGACTTCCGCTCAGGTCATGATCTCGCGGTTT<
GTGGGTTCGAGCCCCGCGTCGGGCT<
>Felis_catus_scaffold_93499.trna1:GlyTCC<(475:559)<<Gly<(TCC)<85<bp<<Sc:<44.73<<15<
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTCCGCTCAGATCATGATCTCGCGGTTC<
ATGGGTTCGAGCCCCGTGCTGGGCT<
>Felis_catus_scaffold_110340.trna2:GlyTCC<(247:163)<<Gly<(TCC)<85<bp<<Sc:<45.78<<14<
GCCTGGGTGGCTCAGTCGGTTAAGCGTCCGACTTCCGCTCAGGGCGTGATCTCACTGTTC<
GTGGGTTCGAGCCCCGCCCCGGGCT<
>Felis_catus_scaffold_101101.trna1:GlyTCC<(820:904)<<Gly<(TCC)<85<bp<<Sc:<47.19<<14<
GCCTGGGTGGCTCAGTCGGTTGAGCATCTGACTTCCGCTCAGGTCACGATCTCGCGGTTC<
ATGGGTTCGAGCCCCGTGTCGGGCT<
>Felis_catus_scaffold_205476.trna4:GlyTCC<(157281:157365)<<Gly<(TCC)<85<bp<<Sc:<47.19<<14<
GCCTGGGTGGCTCAGTCGGTTGAGCATCTGACTTCCGCTCAGGTCACGATCTCGCGGTTC<
ATGGGTTCGAGCCCCGTGTCGGGCT<
>Felis_catus_scaffold_778.trna1:GlyTCC<(6552:6468)<<Gly<(TCC)<85<bp<<Sc:<47.19<<14<
GCCTGGGTGGCTCAGTCGGTTGAGCATCTGACTTCCGCTCAGGTCACGATCTCGCGGTTC<
ATGGGTTCGAGCCCCGTGTCGGGCT<
>Felis_catus_scaffold_145142.trna1:GlyTCC<(9817:9733)<<Gly<(TCC)<85<bp<<Sc:<50.01<<15<
GCCTGGGTAGCTCAGTCGGTTGAGCGTCCGACTTCCACTCAGGTCATGATCTCACGGTTC<
GTGGGTTCGAGCCCCACTTCAGGCT<
>Felis_catus_scaffold_166258.trna6:GlyTCC<(111031:111115)<<Gly<(TCC)<85<bp<<Sc:<55.73<<15<
GCCTGGGTGGCTCAGTTGGTTGAGCGCCCGACTTCCGCTCGGGTTGTGATTTTGTAGGTC<



GTGGGTTCGAGCCCCGCGTCGGGCT<
>Felis_catus_scaffold_127375.trna4:GlyTCC<(46238:46167)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Felis_catus_scaffold_151173.trna2:GlyTCC<(22131:22202)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Felis_catus_scaffold_534.trna1:GlyTCC<(24787:24858)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Ferroplasma_acidarmanus_Fer1_Contig90.trna17:GlyCCC<(1:73)<<Gly<(CCC)<73<bp<<Sc:<66.64<<14<
GCGATTGTGGTGTAGCCTGGTATCACAGTGGCTTCCCAAGCCACTAACCCGGGTCCAAAT<
CCCGGCAATCGCA<
>Ferroplasma_acidarmanus_Fer1_Contig118.trna43:GlyGCC<(1:73)<<Gly<(GCC)<73<bp<<Sc:<66.00<<14<
GCGAGTGTGGTGTAGCCTGGCAACACGCGAGCTTGCCAAGCTCGTGCCCCGGGTCCAAAT<
CCCGGCACTCGCA<
>Ferroplasma_acidarmanus_Fer1_Contig106.trna5:GlyTCC<(1:73)<<Gly<(TCC)<73<bp<<Sc:<71.55<<18<
GCAGGTGTGGTGTAGCCTGGTAGCACGGAAGCCTTCCAAGCTTTCGACTCGGGTTCAAAT<
CCCGGCACCTGCA<
>Flavobacterium_psychrophilum_JIP02_86_chr.trna44:GlyGCC<(480868:480793)<<Gly<(GCC)<76<bp<<Sc:<81.94<<17<
GCGAAAATAGCTCAGCTGGTAGAGCGCGACCTTGCCAAGGTCGAGGTCGCGGGTTCGAGC<
CCCGTTTTTCGCTCTA<
>Flavobacterium_psychrophilum_JIP02_86_chr.trna24:GlyTCC<(2404859:2404787)<<Gly<(TCC)<73<bp<<Sc:<79.52<<18<
GCGAAAGTAGCTCAGTTGGTAGAGCTCCAGCCTTCCAAGCTGGTTGTCGCGAGTTCGAGC<
CTCGTCTTTCGCT<
>Homo_sapiens_chr1.trna2:GlyCCC<(17053780:17053850)<<Gly<(CCC)<71<bp<<Sc:<63.06<<19<
GCCTTGGTGGTGCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna131:GlyCCC<(17004836:17004766)<<Gly<(CCC)<71<bp<<Sc:<69.75<<19<
GCGTTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTTCAATTCC<
CGGCCACTGCA<
>Homo_sapiens_chr17.trna13:GlyCCC<(19764175:19764245)<<Gly<(CCC)<71<bp<<Sc:<70.13<<18<
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTTCGATTCC<
TGGCCAATGCA<
>Homo_sapiens_chr16.trna34:GlyCCC<(686806:686736)<<Gly<(CCC)<71<bp<<Sc:<76.98<<18<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Homo_sapiens_chr2.trna27:GlyCCC<(70476193:70476123)<<Gly<(CCC)<71<bp<<Sc:<76.98<<18<
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC<
CGGGCGGCGCA<
>Homo_sapiens_chr1.trna133:GlyCCC<(16872504:16872434)<<Gly<(CCC)<71<bp<<Sc:<78.31<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna4:GlyCCC<(17188416:17188486)<<Gly<(CCC)<71<bp<<Sc:<78.31<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCAATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr6.trna82:GlyGCC<(142578776:142578846)<<Gly<(GCC)<71<bp<<Sc:<46.73<<19<
GCATGGGTGATTCAGTGGTAGAATTTTCACCTGCCATGCAGGAGGTCCAGGTTCATTTCC<
TGGCCTATGCA<
>Homo_sapiens_chr16.trna18:GlyGCC<(70822597:70822667)<<Gly<(GCC)<71<bp<<Sc:<56.35<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGCGGCCGGGCTTCGATTCC<
TGGCCAATGCA<
>Homo_sapiens_chr1.trna43:GlyGCC<(161450356:161450426)<<Gly<(GCC)<71<bp<<Sc:<69.02<<18<
GCATAGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCAGGAGGCCCAGGTTTGATTCC<
TGGCCCATGCA<
>Homo_sapiens_chr16.trna25:GlyGCC<(70812184:70812114)<<Gly<(GCC)<71<bp<<Sc:<73.97<<18<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTTGATTCC<
CGGCCAGTGCA<
>Homo_sapiens_chr1.trna68:GlyGCC<(161493707:161493637)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr16.trna19:GlyGCC<(70823410:70823480)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr16.trna24:GlyGCC<(70813012:70812942)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr17.trna5:GlyGCC<(8029064:8029134)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr2.trna19:GlyGCC<(157257729:157257659)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr6.trna128:GlyGCC<(27870756:27870686)<<Gly<(GCC)<71<bp<<Sc:<81.62<<19<



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCAATGCA<
>Homo_sapiens_chr1.trna35:GlyGCC<(161413094:161413164)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna37:GlyGCC<(161420467:161420537)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna39:GlyGCC<(161427898:161427968)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna41:GlyGCC<(161435258:161435328)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr21.trna2:GlyGCC<(18827177:18827107)<<Gly<(GCC)<71<bp<<Sc:<82.15<<19<
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC<
CGGCCCATGCA<
>Homo_sapiens_chr1.trna82:GlyTCC<(161410032:161409961)<<Gly<(TCC)<72<bp<<Sc:<55.96<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGCTCGATTC<
CCGCCCAACGCA<
>Homo_sapiens_chr17.trna10:GlyTCC<(8124866:8124937)<<Gly<(TCC)<72<bp<<Sc:<71.94<<17<
GCGTTGGTGGTATAGTGGTAAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna117:GlyTCC<(145397935:145397864)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna45:GlyTCC<(161500903:161500974)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna70:GlyTCC<(161439618:161439547)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna73:GlyTCC<(161432237:161432166)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna76:GlyTCC<(161424827:161424756)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr1.trna79:GlyTCC<(161417446:161417375)<<Gly<(TCC)<72<bp<<Sc:<73.26<<17<
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
>Homo_sapiens_chr19.trna2:GlyTCC<(4724082:4724153)<<Gly<(TCC)<72<bp<<Sc:<76.83<<17<
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC<
CCGGCCAACGCA<
<



All tRNAs from the GtRNAdb data base [25] 
 
Number of TGGTA…TTCGA occurrences: 11182 
Number of TGGTA… TTCAA occurrences:  7014 
Total number of tRNAs: 111 385  
 
TGGTA TTC A  18 196 observed and 111 385 / 109 = 0.42 ± 1* 

>Acaryochloris_marina_MBIC11017_chr.trna26-AlaCGC (603738-603810)  Ala (CGC) 73 bp  Sc: 77.50 
GGGGAATTAGCTCAGCTGGTAGAGTGCTGCGATCGCACCGCAGAGGTCAGGGGTTCGAAT 
CCCCTATTCTCCA 
>Acaryochloris_marina_MBIC11017_chr.trna43-AlaGGC (4592246-4592318)  Ala (GGC) 73 bp  Sc: 86.53 
GGGGCTATAGCTCAGTTGGTAGAGCACCTGCATGGCATGCAGGGGGTCAGCGGTTCGAAT 
CCGCTTAGCTCCA 
>Acaryochloris_marina_MBIC11017_chr.trna49-AlaTGC (5637934-5638009)  Ala (TGC) 76 bp  Sc: 99.24 
GGGGGTATAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Acaryochloris_marina_MBIC11017_chr.trna66-AlaTGC (1408891-1408816)  Ala (TGC) 76 bp  Sc: 99.24 
GGGGGTATAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Acaryochloris_marina_MBIC11017_chr.trna8-ArgACG (291610-291683)  Arg (ACG) 74 bp  Sc: 44.55 
GAGAACGTGGTGTAACTGGATAACATCTCAGGCTACGAACTTGAAGATTGAGGGTTCAAG 
TCCTTCCGTTCTCG 
>Acaryochloris_marina_MBIC11017_chr.trna69-ArgACG (119056-118983)  Arg (ACG) 74 bp  Sc: 64.84 
GGGCTTGTAGCTCAGTGGACTAGAGCACGTGGCTACGGACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTAGCCCG 
>Acaryochloris_marina_MBIC11017_chr.trna50-ArgCCG (5884305-5884377)  Arg (CCG) 73 bp  Sc: 75.78 
GGGCATGTAGCTCAGTGGATAGAGCATCAGATTCCGGTTCTGAGGGTCGGGGGTTCGAAT 
CCCTCCATGCTCG 
>Acaryochloris_marina_MBIC11017_chr.trna51-ArgCCT (6020270-6020197)  Arg (CCT) 74 bp  Sc: 82.76 
GGGGCTGTGGCTCAGTTGGATAGAGCAAGCGCCTCCTAAGCGCTAGGTCGGCGGTTCGAG 
TCCGCCCAGTCCCG 
>Acaryochloris_marina_MBIC11017_chr.trna33-ArgTCG (1924427-1924500)  Arg (TCG) 74 bp  Sc: 67.64 
GGGCTTGTAGCTCAGTGGACTAGAGCACGTGGCTTCGGACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTGGCCCG 
>Acaryochloris_marina_MBIC11017_chr.trna22-ArgTCT (297423-297498)  Arg (TCT) 76 bp  Sc: 50.66 
GGGAGTGTCGCCTAAGGGATGGGGCACCGATCTTCTAAATCGGTCTGTGTAGGTTCGAAT 
CCTACCACTCCTGCCA 
>Acaryochloris_marina_MBIC11017_chr.trna1-ArgTCT (29248-29320)  Arg (TCT) 73 bp  Sc: 82.00 
GCGCTCGTAGCTCAGCGGATAGAGCAGTTGCCTTCTAAGCAATTGGTCGCAGGTTCGAGT 
CCTGCCGAGCGCG 
>Acaryochloris_marina_MBIC11017_chr.trna10-AsnGTT (291790-291865)  Asn (GTT) 76 bp  Sc: 73.87 
TGCCCTGTAGCTCAGTGGTAGTAGCGGTCGCCTGTTAAGCGAACGGTCGCAGGTTCAATC 
CCTGCCGGGGCAGCCA 
>Acaryochloris_marina_MBIC11017_chr.trna56-AsnGTT (4581964-4581893)  Asn (GTT) 72 bp  Sc: 77.99 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGACTGTTAATCGATTGGTCGTAGGTTCGAATC 
CTACCTGGGGAG 
>Acaryochloris_marina_MBIC11017_chr.trna2-AspGTC (290954-291028)  Asp (GTC) 75 bp  Sc: 76.28 
GGGGGTGTAGCTCAGTCGGTCTAGAGCAGTCGCCTGTCGAGCGAAAGGTCGCGGGTTCAA 
ATCCCGTCTCCCCCG 
>Acaryochloris_marina_MBIC11017_chr.trna53-AspGTC (5189191-5189118)  Asp (GTC) 74 bp  Sc: 79.90 
GGGACTGTAGTTCAACTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAA 
TCCCGTCAGTCCCG 
>Acaryochloris_marina_MBIC11017_chr.trna3-CysGCA (291114-291189)  Cys (GCA) 76 bp  Sc: 56.02 
GTCCAGGTCGCCAAGGGGTCGAAGGCGTCGGTCTGCAAAATCGATATCGTGGGTTCAACT 
CCCACCCTGGACTCCA 
>Acaryochloris_marina_MBIC11017_chr.trna61-CysGCA (2965157-2965087)  Cys (GCA) 71 bp  Sc: 67.58 
GGCGGCATAGCCAAGTGGTAAGGCAGGGGCCTGCAAAGCCTTTATCCCCAGTTCGAATCT 
GGGTGCCGCCT 
>Acaryochloris_marina_MBIC11017_chr.trna11-GlnCTG (291872-291943)  Gln (CTG) 72 bp  Sc: 55.44 
TGCCGAGTGGACGAATAGCAAGTCGCCTGACTCTGAATCAGGAGGTTGTAGGTGCGAATC 
CTACCTCGGCAT 
>Acaryochloris_marina_MBIC11017_chr.trna12-GlnTTG (291955-292026)  Gln (TTG) 72 bp  Sc: 52.48 
TGTCCTGTGGTGTAACTGGCAACATTTCGCTCTTTGAAAGCGAAGTCCTAGGTTCGAATC 
CTGGCGGGACAG 
>Acaryochloris_marina_MBIC11017_chr.trna41-GlnTTG (4092442-4092513)  Gln (TTG) 72 bp  Sc: 68.24 
TGGGGCGTCGCCAAGTGGTAAGGCACCTGGTTTTGGTCCAGGCATTCGGAGGTTCGAATC 
CTTCCGCCCCAG 



>Acaryochloris_marina_MBIC11017_chr.trna30-GluTTC (1347891-1347963)  Glu (TTC) 73 bp  Sc: 50.51 
GCCCCCATCGTCTAGAGGCCTAGGACACCTCCCTTTCACGGAGGCGACAGGGATTCGAAT 
TCCCTTGGGGGTA 
>Acaryochloris_marina_MBIC11017_chr.trna5-GluTTC (291300-291376)  Glu (TTC) 77 bp  Sc: 63.44 
AGTGGTGTACGCAAATGGTTTAAGCGACTTGATTTTCAACCAAGTGATTGCGGGTTCAAA 
TCCCGTCACCACTCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna68-GlyCCC (671119-671048)  Gly (CCC) 72 bp  Sc: 81.70 
GCGGATGTAGTTCAGTGGTAGAACGTCAGCTTCCCAAGCTGAATGTCGTCGGTTCGAGTC 
CGATCATCCGCT 
>Acaryochloris_marina_MBIC11017_chr.trna39-GlyGCC (3821193-3821263)  Gly (GCC) 71 bp  Sc: 41.08 
GCTCGATTAGCTCAGAGGGAGAGCACCGAGGGGCCATCTCGGGGGGCGTAGGTTCGAATC 
CTACATCGACA 
>Acaryochloris_marina_MBIC11017_chr.trna67-GlyGCC (978217-978146)  Gly (GCC) 72 bp  Sc: 77.98 
GCGGGTATAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC 
GCGTTACCCGCT 
>Acaryochloris_marina_MBIC11017_chr.trna44-GlyTCC (4814711-4814781)  Gly (TCC) 71 bp  Sc: 68.07 
GCGGGTGTAGTTTAGTGGTAAAACCTTAGCCTTCCAAGCTAATGATGGGGGTTCGATTCC 
CCCCACCCGCT 
>Acaryochloris_marina_MBIC11017_chr.trna23-HisGTG (297605-297681)  His (GTG) 77 bp  Sc: 34.16 
TTGGCCGAATCCAAAGCGGACGAGGAGCTAGATTGTGATCCTAGTGTTAGCGGGTTCAAG 
TCCCGTCGGCCACCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna59-HisGTG (4050489-4050417)  His (GTG) 73 bp  Sc: 65.94 
GCGGGCGTAGCCAAGTGGTTAAGGCAGTGGATTGTGGTTCCACCATTCGTGGGTTCGATT 
CCCATCGTCCGCC 
>Acaryochloris_marina_MBIC11017_chr.trna48-IleGAT (5637846-5637919)  Ile (GAT) 74 bp  Sc: 83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna65-IleGAT (1408979-1408906)  Ile (GAT) 74 bp  Sc: 83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna14-LeuCAA (292238-292311)  Leu (CAA) 74 bp  Sc: 53.70 
ACTCCTGTAGCCCAATGGGAAGAGGCGCTGGTTTCAAACTCCAGAGGTTGTGGGTTCGAC 
TCCCACCAGGAGTA 
>Acaryochloris_marina_MBIC11017_chr.trna52-LeuCAA (5521633-5521553)  Leu (CAA) 81 bp  Sc: 61.17 
GGGCGGGTGGCGAAATGGTAGACGCACCACACTCAAAATGTGGCGACTTCGGTCATGAGA 
GTTCGAGTCTCTCCCTGCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna31-LeuCAG (1478678-1478761)  Leu (CAG) 84 bp  Sc: 61.76 
GCGGAACTGGCGGAATTGGTAGACGCGCTAGGTTCAGGTCCTAGTGTCTGCAAAGACATC 
CGGGTTCAAGTCCCGGGTTCCGCA 
>Acaryochloris_marina_MBIC11017_chr.trna16-LeuGAG (292427-292504)  Leu (GAG) 78 bp  Sc: 57.94 
GCTCCCGTGGCGAAATTGGCAAACGCCTCTGTTTGAGAGACAGAGTTTTTACAGGTTCAA 
CTCCTGTCGGGAGTACCA 
>Acaryochloris_marina_MBIC11017_chr.trna28-LeuGAG (1034783-1034864)  Leu (GAG) 82 bp  Sc: 61.61 
GCGGATGTGGTGGAATTGGTAGACACGCACGCTTGAGGGGCGTGTGGCTTATGCCTTGCG 
AGTTCGATTCTCGCCATCCGCA 
>Acaryochloris_marina_MBIC11017_chr.trna13-LeuTAA (292083-292156)  Leu (TAA) 74 bp  Sc: 60.96 
ACTCCTGTGGCGCAATTGGCAGACGCAACTGTCTTAAACACAGTttgttgtgGGTTCGAC 
TCCCACCAGGAGTA 
>Acaryochloris_marina_MBIC11017_chr.trna15-LeuTAG (292349-292422)  Leu (TAG) 74 bp  Sc: 63.64 
ACTCCTGTAGCCCAACTGGAAGAGGCGCTGGTCTTAGAAACCAGAGGTTGTGGGTTCGAC 
TCCCACCAGGAGTA 
>Acaryochloris_marina_MBIC11017_chr.trna27-LeuTAG (638687-638768)  Leu (TAG) 82 bp  Sc: 66.00 
GCGGACGTGGCGGAATTGGTAGACGCGCTAGATTTAGGTTCTAGTACTGCAAGGTGTGAA 
GGTTCAAGTCCTTTCGTCCGCA 
>Acaryochloris_marina_MBIC11017_chr.trna18-LysCTT (293109-293184)  Lys (CTT) 76 bp  Sc: 66.91 
GGGTTGTTAGCTCAGTTGGTAGAGCAGCCGCCTCTTAAGCGGAAGCGCGTAGGTTCGAAG 
CCTACACAGCCCATCA 
>Acaryochloris_marina_MBIC11017_chr.trna32-LysTTT (1493820-1493891)  Lys (TTT) 72 bp  Sc: 66.30 
GGGTCGCTAACTCAACGGTAGAGTACTCGGCTTTTAACCGATTAGTTCCGGGTTCGAATC 
CCGGGCGACCCA 
>Acaryochloris_marina_MBIC11017_chr.trna62-MetCAT (2953445-2953373)  Met (CAT) 73 bp  Sc: 51.62 
CCAGGGTTGGCCGAGCGGTTGAGGCAGCGAACTCATAATTCGCCTTAGGCAGGTTCAACT 
CCTGCACCCTGGA 
>Acaryochloris_marina_MBIC11017_chr.trna40-MetCAT (3821268-3821344)  Met (CAT) 77 bp  Sc: 71.11 
TGAAAGCTAGCTCAGTTGGTTAGAGCATCAGACTCATAATCTGACGGACACAGGTTCAAA 
TCCTGTACTTTCCACCG 
>Acaryochloris_marina_MBIC11017_chr.trna45-MetCAT (5145506-5145578)  Met (CAT) 73 bp  Sc: 71.75 



GGCTCAGTAGCTCAGTGGTTAGAGCAGGGGACTCATAAGCCCAAGGTCGCAAGTTCAAAT 
CTCGCCTGAGCCA 
>Acaryochloris_marina_MBIC11017_chr.trna64-MetCAT (1812833-1812757)  Met (CAT) 77 bp  Sc: 80.01 
CGCGGGGTAGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCCATGGTTCAAA 
TCCGTGCCCCGCCACCA 
>Acaryochloris_marina_MBIC11017_chr.trna9-PheGAA (291711-291783)  Phe (GAA) 73 bp  Sc: 44.21 
CCCCCGGTAGCTCAGAGGTAGTAGCGCTTGTCTGAAGAGCAAGAGGTCGCCAGCTCAAAA 
CTGGTTCGGGGGG 
>Acaryochloris_marina_MBIC11017_chr.trna55-PheGAA (5014172-5014100)  Phe (GAA) 73 bp  Sc: 78.53 
GCCGGGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCCAGTTCAATT 
CTGGCTCCTGGCA 
>Acaryochloris_marina_MBIC11017_chr.trna25-ProCGG (407567-407640)  Pro (CGG) 74 bp  Sc: 77.78 
CGGGATGTAGCGCAGTTTGGTAGCGCACTTCGTTCGGGACGAAGGGGCCGGAGGTTCAAA 
TCCTCTCATCCCGA 
>Acaryochloris_marina_MBIC11017_chr.trna36-ProGGG (2268029-2268102)  Pro (GGG) 74 bp  Sc: 73.77 
CGGGGCGTAGCGCAGCTTGGTAGCGCACCACTTTGGGGTAGTGGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGA 
>Acaryochloris_marina_MBIC11017_chr.trna17-ProTGG (292510-292583)  Pro (TGG) 74 bp  Sc: 80.25 
CCGGGTGTAGCGCAGTTTGGTAGCGCGCCTGGTTTGGGACCAGGATGTCGCAGGTTCAAA 
TCCTGCCACTCGGA 
>Acaryochloris_marina_MBIC11017_chr.trna35-ProTGG (2187899-2187972)  Pro (TGG) 74 bp  Sc: 86.50 
CGGGATGTAGCGCAGTTTGGTAGCGCGCCTGCTTTGGGAGCAGGATGTCGCAGGTTCGAA 
TCCTGTCATCCCGA 
>Acaryochloris_marina_MBIC11017_chr.trna20-GlyGCC (297174-297244)  Gly (GCC) 71 bp  Sc: 27.15 
GCGAGTGTGATGTAGCAGTAGCATCTGGCGGTGCCAACGCCAGCGCGTGAGTGCGAATCT 
CACCACTCGCT 
>Acaryochloris_marina_MBIC11017_chr.trna24-ThrTGT (299739-299814)  Thr (TGT) 76 bp  Sc: 30.18 
TACATACTCGCCAAATGGTAAGGCACTTGATTTGTAGATCAAGCACATACAGGTTCAACT 
CCTGTGTATGACACAA 
>Acaryochloris_marina_MBIC11017_chr.trna34-SerCGA (2136825-2136911)  Ser (CGA) 87 bp  Sc: 65.07 
GGAGAGGTGGCAGAGTGGTTGAATGCGGCAGACTCGAAATCTGTTTTAGGGTCAAACCTA 
ACGGGGGTTCGAATCCCCCCCTCTCCG 
>Acaryochloris_marina_MBIC11017_chr.trna7-SerGCT (291520-291605)  Ser (GCT) 86 bp  Sc: 62.80 
GGAGAGGTGGCTGAGTGGGGAAAAGCGCTCCCCTGCTAAGGGAGTACGGTTTCTGACCGT 
TGCAGGTTCAAATCCTGTCCTCTCCG 
>Acaryochloris_marina_MBIC11017_chr.trna37-SerGCT (2727847-2727935)  Ser (GCT) 89 bp  Sc: 71.14 
GGAGAGGTGGCTGAGTGGTCGAAAGCGGCAGATTGCTAATCtgttgtACGGTGAACTCCG 
TACCGAGGGTTCGAATCCCTCCCTCTCCG 
>Acaryochloris_marina_MBIC11017_chr.trna60-SerGGA (4036402-4036316)  Ser (GGA) 87 bp  Sc: 67.05 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCAGCACTGGAAATGCTGTTTAGGGGTAACTTTA 
ACGAGGGTTCGAATCCCTCCCTCTCCG 
>Acaryochloris_marina_MBIC11017_chr.trna58-SerTGA (4085504-4085417)  Ser (TGA) 88 bp  Sc: 65.72 
GGAGAGGTGGCAGAGTTGGTCGATTGCGTCTGACTTGAAATCAGATGAGCCCTCACGGGC 
TCCGGAGGTTCGAATCCTCTCCTCTCCG 
>Acaryochloris_marina_MBIC11017_chr.trna29-ThrCGT (1278907-1278978)  Thr (CGT) 72 bp  Sc: 74.70 
GCCGATGTAGCTCAGTGGTAGAGCACTCGATTCGTAATCGAGCGGCCGTGCGTTCAAATC 
GCATCATCGGCT 
>Acaryochloris_marina_MBIC11017_chr.trna47-ThrGGT (5410007-5410078)  Thr (GGT) 72 bp  Sc: 80.70 
GCCCATGTGGCTCAGTGGTAGAGCACACCCTTGGTAAGGGTGAGGTCACCGGTTCAATCC 
CGGTCATGGGCT 
>Acaryochloris_marina_MBIC11017_chr.trna19-ThrTGT (296371-296443)  Thr (TGT) 73 bp  Sc: 63.06 
GCTGGTGTAGCTCAATGGCCAGAGCAATTGTCCTGTAAACAATAGGCTGCAGGTTCGACT 
CCTGTCACCAGCT 
>Acaryochloris_marina_MBIC11017_chr.trna63-ThrTGT (2715788-2715716)  Thr (TGT) 73 bp  Sc: 86.74 
GCTGGTGTAGCTCAGTTGGTAGAGCAGCTGATTTGTAATCAGCCGGTCGCAAGTTCGAGT 
CTTGTCACCAGCT 
>Acaryochloris_marina_MBIC11017_chr.trna4-TrpCCA (291196-291266)  Trp (CCA) 71 bp  Sc: 49.77 
GCGGGGATGGTGTAATGGCAACACCTCAGTCTCCAAAGCTGATGTTCTGGGTTCAAATCC 
TAGTCTCCGCG 
>Acaryochloris_marina_MBIC11017_chr.trna38-TrpCCA (2904038-2904110)  Trp (CCA) 73 bp  Sc: 80.45 
GCGCCTTTAGTTCAGTTGGTAGAACGCAGGTCTCCAAAACCTGATGTCGGGGGTTCGAGT 
CCTCCAGGGCGCG 
>Acaryochloris_marina_MBIC11017_chr.trna6-TyrGTA (291382-291466)  Tyr (GTA) 85 bp  Sc: 41.92 
AGGTCGGCTCGCCTACTGGCGTGGGCAACTGCCTGTAAAGCAGCCGCTTAATGCGTTGCA 
GGTTCAATTCCTGCCCGGCCTACCA 
>Acaryochloris_marina_MBIC11017_chr.trna46-TyrGTA (5409912-5409993)  Tyr (GTA) 82 bp  Sc: 55.66 
GGGTCGGTGCCCGAGTGGTTAATGGGGGCGGACTGTAAATCCGCTGGCTACGCCTACGCT 



GGTTCAAATCCAGCCCGGCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna54-ValCAC (5124932-5124861)  Val (CAC) 72 bp  Sc: 74.29 
GGGCGATTAGCACAGGGGTAGCGCGCTTCCTTCACACGGAAGAGGTCACTGGTTCAAATC 
CAGTATCGCCCA 
>Acaryochloris_marina_MBIC11017_chr.trna57-ValGAC (4535157-4535084)  Val (GAC) 74 bp  Sc: 74.35 
GGACGCATAGCTCAGTTGGTTAGAGCACCACGTTGACATCGTGGGGGTCTCCCGTTCGAG 
TCGGGATGTGTCCA 
>Acaryochloris_marina_MBIC11017_chr.trna21-ValTAC (297249-297325)  Val (TAC) 77 bp  Sc: 64.66 
GGTCCTGTAACTCAGCCTGGGAGAGTGCCTTTCTTACAAAAAGGTGGCCGTAGGTTCGAA 
TCCTACCGGGACCATCA 
>Acaryochloris_marina_MBIC11017_chr.trna42-ValTAC (4267478-4267550)  Val (TAC) 73 bp  Sc: 84.52 
GGGCGATTAGCTCAGTTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGCGGTTCGAGC 
CCGTCATCGCCCA 
>Anolis_carolinensis_chrUn_GL343590.trna2-AlaAGC (218800-218872)  Ala (AGC) 73 bp  Sc: 49.55 
TGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna3-AlaAGC (1513626-1513698)  Ala (AGC) 73 bp  Sc: 56.15 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATTGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343590.trna5-AlaAGC (252093-252021)  Ala (AGC) 73 bp  Sc: 56.98 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna10-AlaAGC (1511147-1511075)  Ala (AGC) 73 bp  Sc: 58.48 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343590.trna1-AlaAGC (216966-217038)  Ala (AGC) 73 bp  Sc: 61.57 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Anolis_carolinensis_chr1.trna549-AlaAGC (110254275-110254203)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chr1.trna606-AlaAGC (75558738-75558666)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chr1.trna97-AlaAGC (74941454-74941526)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna2-AlaAGC (1513243-1513315)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna4-AlaAGC (1513908-1513980)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna5-AlaAGC (1515011-1515083)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343207.trna6-AlaAGC (1515644-1515716)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrUn_GL343400.trna13-AlaCGC (523424-523353)  Ala (CGC) 72 bp  Sc: 73.07 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anolis_carolinensis_chr6.trna101-AlaCGC (53478293-53478364)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anolis_carolinensis_chrUn_GL343466.trna45-AlaCGC (175722-175651)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Anolis_carolinensis_chrUn_GL343590.trna4-AlaTGC (255276-255348)  Ala (TGC) 73 bp  Sc: 61.38 
GGGGAATTAGCTCAAATGGTAGAGCACTTGCTTTGCATGCAAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Anolis_carolinensis_chrLGb.trna4-AlaTGC (1332527-1332598)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anolis_carolinensis_chrUn_GL343466.trna46-AlaTGC (174509-174438)  Ala (TGC) 72 bp  Sc: 72.95 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCTGGGTTCGATCC 
CCAGCATCTCCA 



>Anolis_carolinensis_chrUn_GL343400.trna1-AlaTGC (343994-344065)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Anolis_carolinensis_chrUn_GL343466.trna47-AlaTGC (173950-173879)  Ala (TGC) 72 bp  Sc: 76.65 
GGGGATATAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCGATCC 
CCAGTATCTCCA 
>Anolis_carolinensis_chrUn_GL343466.trna44-AlaTGC (177072-177001)  Ala (TGC) 72 bp  Sc: 77.05 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCGATCC 
CCAGCATCTCCA 
>Anolis_carolinensis_chr4.trna386-ArgACG (30677960-30677888)  Arg (ACG) 73 bp  Sc: 67.96 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTGTAGGTTCGACT 
CCTGCCTGGCTCG 
>Anolis_carolinensis_chr4.trna45-ArgACG (30674809-30674881)  Arg (ACG) 73 bp  Sc: 67.96 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTGTAGGTTCGACT 
CCTGCCTGGCTCG 
>Anolis_carolinensis_chrUn_GL343324.trna1-ArgACG (212215-212287)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Anolis_carolinensis_chrUn_GL343879.trna1-ArgACG (76258-76330)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Anolis_carolinensis_chrUn_GL343250.trna18-ArgCCG (1112312-1112240)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Anolis_carolinensis_chrUn_GL343614.trna2-ArgCCT (265404-265332)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Anolis_carolinensis_chr2.trna417-ArgCCT (114946158-114946086)  Arg (CCT) 73 bp  Sc: 68.55 
GCCCCAGTGGCCTAATGGACAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Anolis_carolinensis_chr2.trna167-ArgCCT (114949614-114949686)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Anolis_carolinensis_chr2.trna166-ArgTCG (114913607-114913679)  Arg (TCG) 73 bp  Sc: 67.43 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTTG 
>Anolis_carolinensis_chr2.trna416-ArgTCG (114947183-114947111)  Arg (TCG) 73 bp  Sc: 70.52 
GACCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Anolis_carolinensis_chrUn_GL343444.trna1-ArgTCG (327474-327546)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Anolis_carolinensis_chrUn_GL344271.trna1-ArgTCT (36009-35936)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Anolis_carolinensis_chr4.trna127-ArgTCT (88622018-88622102)  Arg (TCT) 85 bp  Sc: 72.09 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGGTGAAGAGATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Anolis_carolinensis_chr1.trna121-ArgTCT (91048895-91048981)  Arg (TCT) 87 bp  Sc: 69.04 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTCGAGTTGAAGCGATTCAAAGG 
TTGTGGGTTCGAGTCCCACCAGAGTCA 
>Anolis_carolinensis_chr1.trna261-AsnGTT (210585843-210585916)  Asn (GTT) 74 bp  Sc: 67.07 
ATCTCTGTGGCGCAATTGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTTGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr2.trna310-AsnGTT (197432403-197432330)  Asn (GTT) 74 bp  Sc: 71.78 
GTCTCTGTGGCGCAATGGGTTAGCGCGTCTGGCTGTTAACCAGAAGGATGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr2.trna312-AsnGTT (197424875-197424802)  Asn (GTT) 74 bp  Sc: 71.78 
GTCTCTGTGGCGCAATGGGTTAGCGCGTCTGGCTGTTAACCAGAAGGATGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr2.trna290-AsnGTT (197436069-197436142)  Asn (GTT) 74 bp  Sc: 76.79 
GTCTCTGTGGCGCAATGGGTCAGCGCGTCTGGCTGTTAACCAGAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr3.trna253-AsnGTT (184514323-184514396)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr6.trna112-AsnGTT (63087249-63087322)  Asn (GTT) 74 bp  Sc: 82.24 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr6.trna30-AsnGTT (16405952-16406025)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chrUn_GL343466.trna18-AsnGTT (280687-280760)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chrUn_GL343466.trna20-AsnGTT (289703-289776)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chrUn_GL343466.trna37-AsnGTT (257477-257404)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Anolis_carolinensis_chr2.trna308-AspGTC (197652736-197652665)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chr5.trna47-AspGTC (29377281-29377352)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chrLGb.trna3-AspGTC (1332253-1332324)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chrUn_GL343466.trna19-AspGTC (289439-289510)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chrUn_GL343466.trna30-AspGTC (278556-278485)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chrUn_GL343466.trna32-AspGTC (270851-270780)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chrUn_GL343466.trna7-AspGTC (252001-252072)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chr5.trna454-AspGTC (30548157-30548086)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Anolis_carolinensis_chr2.trna271-CysGCA (194672081-194672152)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna272-CysGCA (194675336-194675407)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna273-CysGCA (194680399-194680470)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna274-CysGCA (194680730-194680801)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna275-CysGCA (194684855-194684926)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna276-CysGCA (194695175-194695246)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna277-CysGCA (194696706-194696777)  Cys (GCA) 72 bp  Sc: 71.79 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna270-CysGCA (194669519-194669590)  Cys (GCA) 72 bp  Sc: 73.07 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr6.trna113-CysGCA (63176702-63176773)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Anolis_carolinensis_chr6.trna144-CysGCA (78603289-78603218)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 



CGGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna54-CysGCA (40845728-40845799)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Anolis_carolinensis_chr6.trna138-CysGCA (78617140-78617211)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Anolis_carolinensis_chr2.trna156-GlnCTG (109470426-109470497)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anolis_carolinensis_chrUn_GL343466.trna16-GlnCTG (274307-274378)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anolis_carolinensis_chrUn_GL343503.trna2-GlnCTG (381803-381732)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anolis_carolinensis_chrUn_GL343400.trna6-GlnCTG (586061-586132)  Gln (CTG) 72 bp  Sc: 73.66 
GGTTCCGTGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGCGGAACCT 
>Anolis_carolinensis_chrUn_GL343466.trna43-GlnCTG (201031-200960)  Gln (CTG) 72 bp  Sc: 74.71 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAATGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anolis_carolinensis_chr2.trna157-GlnTTG (109470811-109470882)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Anolis_carolinensis_chrUn_GL343400.trna15-GlnTTG (356008-355937)  Gln (TTG) 72 bp  Sc: 73.28 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anolis_carolinensis_chr6.trna134-GlnTTG (76176912-76176983)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Anolis_carolinensis_chr1.trna159-GluCTC (116139938-116140009)  Glu (CTC) 72 bp  Sc: 69.93 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCTGTGGCCTGGGTTCGATTC 
CCAGTCAGGGAA 
>Anolis_carolinensis_chr2.trna337-GluCTC (189094442-189094371)  Glu (CTC) 72 bp  Sc: 74.53 
TCCCTGGTGGTCTAGTGGTCAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Anolis_carolinensis_chr2.trna287-GluCTC (197429818-197429889)  Glu (CTC) 72 bp  Sc: 76.23 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCACGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Anolis_carolinensis_chr2.trna309-GluCTC (197437539-197437468)  Glu (CTC) 72 bp  Sc: 76.23 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCACGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Anolis_carolinensis_chr2.trna336-GluCTC (189107265-189107194)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Anolis_carolinensis_chr2.trna511-GluTTC (68983472-68983401)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chr2.trna512-GluTTC (68982916-68982845)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chr2.trna513-GluTTC (68982443-68982372)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chr2.trna515-GluTTC (68672125-68672054)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chr2.trna95-GluTTC (68981470-68981541)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chrUn_GL343577.trna5-GluTTC (234023-233952)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Anolis_carolinensis_chr2.trna292-GluTTC (197441892-197441963)  Glu (TTC) 72 bp  Sc: 77.41 
TCCCTGGTGGTCTAGTGGTCAGGATTTGGCGCTTTCACCGCCACGGCCCGGGTTCGATTC 
CCGGCCAGGGAA 



>Anolis_carolinensis_chr2.trna284-GlyCCC (197419617-197419687)  Gly (CCC) 71 bp  Sc: 62.44 
GCACCAGTGGTGTAGAGGCATCATGCGAGGTTCCCAATCTTGTGACCCGGGTTCGAGTCC 
CGGCTGGTGCA 
>Anolis_carolinensis_chr2.trna289-GlyCCC (197433343-197433413)  Gly (CCC) 71 bp  Sc: 62.44 
GCACCAGTGGTGTAGAGGCATCATGCGAGGTTCCCAATCTTGTGACCCGGGTTCGAGTCC 
CGGCTGGTGCA 
>Anolis_carolinensis_chrUn_GL343784.trna1-GlyGCC (117103-117173)  Gly (GCC) 71 bp  Sc: 74.27 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGGCCCAGGTTCGATTCC 
TGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna10-GlyGCC (556460-556390)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna12-GlyGCC (524602-524532)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna14-GlyGCC (398937-398867)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna16-GlyGCC (355340-355270)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna2-GlyGCC (399073-399143)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343400.trna9-GlyGCC (559474-559404)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Anolis_carolinensis_chrUn_GL343930.trna1-GlyTCC (85174-85103)  Gly (TCC) 72 bp  Sc: 66.22 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCAGGTTCGATTC 
CCGGTCAACGCA 
>Anolis_carolinensis_chrUn_GL343466.trna13-GlyTCC (263636-263707)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chrUn_GL343466.trna41-GlyTCC (246495-246424)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chrUn_GL343466.trna6-GlyTCC (251232-251303)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chrUn_GL343660.trna2-GlyTCC (87039-87110)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chr2.trna294-GlyTCC (197649527-197649598)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chr2.trna307-GlyTCC (197655656-197655585)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chrUn_GL343194.trna26-GlyTCC (589968-589897)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Anolis_carolinensis_chr3.trna94-HisGTG (61550949-61551020)  His (GTG) 72 bp  Sc: 49.46 
GCCGTGATCGTATAGTGGTTAGTACTTTGCGTTGTGGCCGCAGCAACCTCAGTTCAAATC 
TGAGTCATGACA 
>Anolis_carolinensis_chr2.trna43-HisGTG (34423791-34423862)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Anolis_carolinensis_chr2.trna575-HisGTG (34425966-34425895)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Anolis_carolinensis_chr3.trna239-HisGTG (175022718-175022789)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Anolis_carolinensis_chrUn_GL343220.trna5-HisGTG (92985-93056)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Anolis_carolinensis_chrUn_GL343199.trna8-IleAAT (3985415-3985488)  Ile (AAT) 74 bp  Sc: 77.09 



GGCCAGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCAGGTTCGAT 
CCCCGTACTGGCCA 
>Anolis_carolinensis_chr3.trna331-IleAAT (175023208-175023135)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Anolis_carolinensis_chrUn_GL343232.trna5-IleAAT (1810787-1810714)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna1-IleAAT (235105-235178)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna34-IleAAT (265655-265582)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna5-IleAAT (245844-245917)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna40-IleTAT (247375-247282)  Ile (TAT) 94 bp  Sc: 69.02 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACTAGTGAAAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Anolis_carolinensis_chrUn_GL343466.trna36-LeuAAG (258276-258195)  Leu (AAG) 82 bp  Sc: 69.34 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chr2.trna340-LeuAAG (188948631-188948550)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna11-LeuAAG (257035-257116)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chrUn_GL343846.trna2-LeuAAG (51297-51216)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chr2.trna260-LeuCAA (189052090-189052199)  Leu (CAA) 110 bp  Sc: 62.78 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGCTTCTTCCCTTCCCAGCTCTG 
GGTGTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Anolis_carolinensis_chr2.trna335-LeuCAA (189107696-189107587)  Leu (CAA) 110 bp  Sc: 62.78 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGCTTCTTCCCTTCCCAGCTCTG 
GGTGTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Anolis_carolinensis_chr3.trna330-LeuCAG (175024320-175024238)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anolis_carolinensis_chrUn_GL343466.trna4-LeuCAG (237248-237330)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anolis_carolinensis_chrUn_GL343677.trna1-LeuCAG (206362-206444)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anolis_carolinensis_chrUn_GL343466.trna39-LeuCAG (249799-249717)  Leu (CAG) 83 bp  Sc: 79.14 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Anolis_carolinensis_chr1.trna122-LeuTAA (91051930-91052012)  Leu (TAA) 83 bp  Sc: 74.15 
ACCAGAATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGACGTATGTCTGCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Anolis_carolinensis_chr1.trna256-LeuTAA (206107715-206107797)  Leu (TAA) 83 bp  Sc: 80.55 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACGCATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Anolis_carolinensis_chrUn_GL343660.trna1-LeuTAG (86778-86859)  Leu (TAG) 82 bp  Sc: 67.69 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCCGGGGACGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chrUn_AAWZ02039051.trna1-LeuTAG (8372-8291)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chrUn_GL343466.trna9-LeuTAG (254481-254562)  Leu (TAG) 82 bp  Sc: 69.80 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anolis_carolinensis_chr3.trna222-LysCTT (160886900-160886972)  Lys (CTT) 73 bp  Sc: 58.41 
GCCTGGCTAGCTCAGTCGGTAGAGCATAAGACTCTTAATCTCAGGGTCGTAGGTTCGAGC 



TCCATGTTGGGCG 
>Anolis_carolinensis_chr2.trna255-LysCTT (188811754-188811826)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anolis_carolinensis_chrUn_GL343220.trna4-LysCTT (92251-92323)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anolis_carolinensis_chrUn_GL343466.trna10-LysCTT (255015-255087)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anolis_carolinensis_chrUn_GL343466.trna28-LysCTT (291804-291732)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anolis_carolinensis_chrUn_GL343459.trna5-LysCTT (303220-303148)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anolis_carolinensis_chrUn_GL343466.trna14-LysTTT (268858-268931)  Lys (TTT) 74 bp  Sc: 75.16 
GCCCGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCATAG 
TCCCTGCTCGGGCA 
>Anolis_carolinensis_chrUn_GL343466.trna8-LysTTT (253384-253456)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Anolis_carolinensis_chr4.trna158-LysTTT (117415304-117415376)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Anolis_carolinensis_chr4.trna258-LysTTT (117415695-117415623)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Anolis_carolinensis_chrUn_GL343220.trna15-LysTTT (83915-83843)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Anolis_carolinensis_chr2.trna288-MetCAT (197432511-197432582)  Met (CAT) 72 bp  Sc: 60.41 
ATCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chr2.trna314-MetCAT (197416297-197416226)  Met (CAT) 72 bp  Sc: 61.97 
AGCAGAATGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chr2.trna283-MetCAT (197419240-197419311)  Met (CAT) 72 bp  Sc: 65.51 
AGCAGAGTGGCGCAGAGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343466.trna27-MetCAT (310214-310143)  Met (CAT) 72 bp  Sc: 66.20 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATTCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343220.trna14-MetCAT (92684-92613)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343220.trna1-MetCAT (83325-83396)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343466.trna21-MetCAT (309734-309805)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343466.trna3-MetCAT (236657-236728)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Anolis_carolinensis_chrUn_GL343220.trna2-MetCAT (86053-86125)  Met (CAT) 73 bp  Sc: 73.48 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Anolis_carolinensis_chrUn_GL343220.trna3-MetCAT (91879-91951)  Met (CAT) 73 bp  Sc: 73.48 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Anolis_carolinensis_chrUn_GL343581.trna2-MetCAT (438586-438514)  Met (CAT) 73 bp  Sc: 74.51 
GCCTCGTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Anolis_carolinensis_chrUn_GL343957.trna1-MetCAT (67154-67082)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 



>Anolis_carolinensis_chr3.trna412-PheGAA (84756409-84756337)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Anolis_carolinensis_chrLGb.trna2-PheGAA (1331842-1331914)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Anolis_carolinensis_chrUn_GL343400.trna17-PheGAA (355065-354993)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Anolis_carolinensis_chrUn_GL343466.trna22-PheGAA (315845-315917)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Anolis_carolinensis_chrUn_GL343466.trna29-PheGAA (283278-283206)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Anolis_carolinensis_chr3.trna345-ProAGG (163842384-163842313)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chrUn_GL343220.trna6-ProAGG (1267132-1267203)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chrUn_GL343220.trna9-ProAGG (1277635-1277706)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chr3.trna226-ProCGG (163841764-163841835)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chrUn_GL343466.trna17-ProCGG (280209-280280)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chr3.trna93-ProGGG (61544223-61544294)  Pro (GGG) 72 bp  Sc: 58.12 
GCCGTGGTAGTATAGTGGTTAATACTCTGCCTTGGGGCTGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Anolis_carolinensis_chr2.trna258-ProTGG (188947534-188947605)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chrUn_GL343220.trna7-ProTGG (1268285-1268356)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chrUn_GL343466.trna35-ProTGG (262609-262538)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anolis_carolinensis_chr2.trna175-SeC(e)TCA (125400547-125400632)  SeC(e) (TCA) 86 bp  Sc: 75.67 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTTTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Anolis_carolinensis_chr1.trna492-SerAGA (155487259-155487178)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Anolis_carolinensis_chr4.trna401-SerAGA (19517037-19516956)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Anolis_carolinensis_chrUn_GL343466.trna12-SerAGA (262900-262981)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Anolis_carolinensis_chrUn_GL343466.trna31-SerAGA (271267-271186)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Anolis_carolinensis_chrUn_GL343466.trna38-SerAGA (250541-250460)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Anolis_carolinensis_chrUn_GL343400.trna11-SerCGA (549466-549385)  Ser (CGA) 82 bp  Sc: 88.82 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATAGGGTTTCCCTGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Anolis_carolinensis_chr2.trna437-SerCGA (93757405-93757324)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Anolis_carolinensis_chrUn_GL343400.trna18-SerGCT (354532-354451)  Ser (GCT) 82 bp  Sc: 85.34 



GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anolis_carolinensis_chrUn_GL343890.trna1-SerGCT (321-240)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anolis_carolinensis_chrUn_GL343466.trna2-SerGCT (236124-236205)  Ser (GCT) 82 bp  Sc: 86.80 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Anolis_carolinensis_chrUn_GL343466.trna33-SerGCT (270195-270114)  Ser (GCT) 82 bp  Sc: 86.80 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Anolis_carolinensis_chr2.trna291-SerGCT (197436163-197436244)  Ser (GCT) 82 bp  Sc: 88.19 
GACAAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTTGTCG 
>Anolis_carolinensis_chrUn_GL343400.trna4-SerTGA (522609-522690)  Ser (TGA) 82 bp  Sc: 80.91 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGACTCCCTGCGTA 
GGTTCGAATCCTGCTCACAGCG 
>Anolis_carolinensis_chr3.trna448-ThrAGT (61545526-61545453)  Thr (AGT) 74 bp  Sc: 76.88 
GGCACCATGGCTAAGTTGGCTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAC 
TCCCAGTGGTGCCT 
>Anolis_carolinensis_chrUn_GL343466.trna15-ThrAGT (273706-273779)  Thr (AGT) 74 bp  Sc: 81.57 
GGCGCCATGGCTTAGTTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGTGCCT 
>Anolis_carolinensis_chr3.trna240-ThrAGT (175023645-175023718)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Anolis_carolinensis_chrUn_GL343400.trna5-ThrAGT (524139-524212)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Anolis_carolinensis_chrUn_GL343198.trna4-ThrCGT (991360-991431)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Anolis_carolinensis_chr2.trna257-ThrTGT (188944926-188944998)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Anolis_carolinensis_chrUn_GL343220.trna8-ThrTGT (1275703-1275775)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Anolis_carolinensis_chr1.trna301-ThrTGT (244354538-244354610)  Thr (TGT) 73 bp  Sc: 83.03 
GGCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Anolis_carolinensis_chr5.trna447-TrpCCA (35172915-35172844)  Trp (CCA) 72 bp  Sc: 62.47 
AGCCCTGTGGCACAATGGCAGTGCATCTGACTCCAGATCAGAAGGTTGTGTGTTCAAGCC 
ACACCAGGGTCA 
>Anolis_carolinensis_chrUn_AAWZ02038165.trna1-TrpCCA (11912-11841)  Trp (CCA) 72 bp  Sc: 62.47 
AGCCCTGTGGCACAATGGCAGTGCATCTGACTCCAGATCAGAAGGTTGTGTGTTCAAGCC 
ACACCAGGGTCA 
>Anolis_carolinensis_chr5.trna449-TrpCCA (35102271-35102200)  Trp (CCA) 72 bp  Sc: 70.92 
GACCTTGTGGCGCAATGGTAGCGTGTCTGACTCCAGATCAGAAGGCTGTGTGTTCAAATC 
ACACCAGGGTCA 
>Anolis_carolinensis_chr5.trna455-TrpCCA (29376780-29376709)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Anolis_carolinensis_chrUn_GL343228.trna5-TrpCCA (22768-22697)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Anolis_carolinensis_chr5.trna448-TrpCCA (35171570-35171499)  Trp (CCA) 72 bp  Sc: 75.88 
GGCCCTGTGGCACAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGTGTGTTCAAATC 
ACACCAGGGTCA 
>Anolis_carolinensis_chrUn_AAWZ02038165.trna2-TrpCCA (10542-10471)  Trp (CCA) 72 bp  Sc: 75.88 
GGCCCTGTGGCACAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGTGTGTTCAAATC 
ACACCAGGGTCA 
>Anolis_carolinensis_chr2.trna325-TyrGTA (192633426-192633338)  Tyr (GTA) 89 bp  Sc: 76.09 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGTGCTACTAAAGTAATCCTTA 
GGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr2.trna324-TyrGTA (192663290-192663203)  Tyr (GTA) 88 bp  Sc: 72.74 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTGTGCTAACAAAGTCATCCTTAG 



GTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr2.trna267-TyrGTA (192836103-192836194)  Tyr (GTA) 92 bp  Sc: 75.72 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGTGTGTAATGCTAAAGTCATCC 
TTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr4.trna387-TyrGTA (30674446-30674357)  Tyr (GTA) 90 bp  Sc: 75.12 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGACGTACAAAAGCAGGAATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr4.trna46-TyrGTA (30678406-30678499)  Tyr (GTA) 94 bp  Sc: 72.80 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGGCGAGCTTCCCTTGTAGGAAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr4.trna385-TyrGTA (30902345-30902252)  Tyr (GTA) 94 bp  Sc: 71.16 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGGCAGCGGCTGCTTGCGGGAAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Anolis_carolinensis_chr2.trna293-ValAAC (197445434-197445506)  Val (AAC) 73 bp  Sc: 70.52 
GTTTCTGTAGTGTAGTGGATATCACATTTGCCTAACACGCAAAAGGTCCCCAGATCGAAG 
CTGGGCAGAAACA 
>Anolis_carolinensis_chr2.trna259-ValAAC (188948109-188948181)  Val (AAC) 73 bp  Sc: 85.53 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGAAACA 
>Anolis_carolinensis_chr3.trna254-ValAAC (184514616-184514688)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Anolis_carolinensis_chr3.trna515-ValAAC (7998105-7998033)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Anolis_carolinensis_chr3.trna516-ValAAC (7997547-7997475)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Anolis_carolinensis_chr2.trna254-ValCAC (188811173-188811245)  Val (CAC) 73 bp  Sc: 86.14 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGAAACA 
>Anolis_carolinensis_chr2.trna315-ValCAC (197146724-197146652)  Val (CAC) 73 bp  Sc: 86.14 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGAAACA 
>Anolis_carolinensis_chr2.trna341-ValCAC (188772097-188772025)  Val (CAC) 73 bp  Sc: 86.14 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGAAACA 
>Anolis_carolinensis_chr3.trna377-ValTAC (123065684-123065612)  Val (TAC) 73 bp  Sc: 78.02 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGACCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Anolis_carolinensis_chrUn_GL343466.trna42-ValTAC (235784-235712)  Val (TAC) 73 bp  Sc: 85.12 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna26-AlaTGC (1203405-1203330)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna6-AlaTGC (78593-78668)  Ala (TGC) 76 bp  Sc: 94.04 
GGGGCTTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAAGCTCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna29-ArgACG (1196879-1196803)  Arg (ACG) 77 bp  Sc: 81.60 
GCACCCATAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCAAG 
TCCTCTTGGGTGCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna14-ArgCCG (429859-429935)  Arg (CCG) 77 bp  Sc: 65.64 
GTATCCGTAGCTTAACTGGATAAAGCATTCCCCTCCGAAGGGAAAGAGTGTCAGTTCAAA 
CCTGATCGGATACACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna33-ArgTCT (965090-965014)  Arg (TCT) 77 bp  Sc: 91.20 
GTCCGAATAGCTCAGCTGGATAGAGCAATAGCCTTCTAAGCTATCGGTCGGGGGTTCGAA 
TCCCTCTTCGGACGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna27-AsnGTT (1200174-1200098)  Asn (GTT) 77 bp  Sc: 98.72 
GCCTACTTAGCTCAGTTGGTTAGAGCACCTGACTGTTAATCAGGGGGTCGCTGGTTCGAG 
TCCAGCAGTGGGCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna11-AspGTC (79115-79190)  Asp (GTC) 76 bp  Sc: 77.06 
GGTCCGGTGGTGTAGGGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCGGGTTCAAAT 
CCCGTCCGGACCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna32-CysGCA (1185530-1185456)  Cys (GCA) 75 bp  Sc: 67.72 
GGCCCCGTAGCCAAGCGGTAAGGCATGGGTCTGCAAAACCTTGACGCGTCGGTTCAAATC 
CGATCGGGGCCTCCA 



>Acholeplasma_laidlawii_PG_8A_chr.trna23-GlnTTG (1333645-1333571)  Gln (TTG) 75 bp  Sc: 77.26 
AGGCCCATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCACTCGTAGGTTCAAATC 
CTGCTGGGCCTGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna28-GluTTC (1196963-1196888)  Glu (TTC) 76 bp  Sc: 77.52 
GGCCCGTTGGAGAAACGGTTAACTCACATGCCTTTCACGCATGCACTCACGGGTTCGAAT 
CCCGTACGGGTCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna21-GluTTC (1396762-1396687)  Glu (TTC) 76 bp  Sc: 79.52 
GGCCCGTTGGAGAAACGGTTAACTCACATGCCTTTCACGCATGCATTCACGGGTTCGAAT 
CCCGTACGGGTCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna36-GlyGCC (301013-300939)  Gly (GCC) 75 bp  Sc: 55.52 
GTCGGTGTCGTATAATGGTTATTACAAGGCCTTGCCAAGGCTTAGACGGCAGTTCGATCC 
TGCTCACCGGCTCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna31-GlyTCC (1196659-1196585)  Gly (TCC) 75 bp  Sc: 64.35 
GCGGGTGTCGTATAATGGTTATTACCCCAGCCTTCCAAGCTGAAGACGGCGGTTCGATTC 
CGCTCACCCGCTCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna22-HisGTG (1333744-1333669)  His (GTG) 76 bp  Sc: 73.22 
GCGGTTGTGGCGAAGTGGTTAACGCATCGGCTTGTGGCGCCGACACTCGGGGGTTCAATT 
CCCCTCGGCCGCCCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna25-IleGAT (1203504-1203428)  Ile (GAT) 77 bp  Sc: 101.29 
GGGCCTGTAGCTCAGTTGGTTAGAGCACTCGCTTGATAAGCGAGGGGTCGATGGTTCAAG 
TCCATTCAGGCCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna17-LeuCAA (512174-512257)  Leu (CAA) 84 bp  Sc: 71.26 
CCCCGTGTGGCGAAATGGTAGACGCGCTTGACTCAAAATCAAGTAGTGAAGACTGTGCTG 
GTTCGAGTCCGGTCACGGGGACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna13-LeuGAG (257049-257134)  Leu (GAG) 86 bp  Sc: 63.71 
GCTCGGGTGGTGAAACGGTATACACGCTACCTTGAGGTGGTAGTGGGAGAAATCCTGTGA 
GGGTTCAAATCCCTTCCCGAGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna5-LeuTAA (78484-78570)  Leu (TAA) 87 bp  Sc: 75.97 
GCCCGGGTGGTGAAATCGGTAGACACGCAGGACTTAAAATCCTGTGGCATAAAAGCCATG 
TCGGTTCAAGTCCGACCCCGGGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna24-LeuTAG (1333543-1333459)  Leu (TAG) 85 bp  Sc: 76.21 
GCGGGTGTGGCGAAATTGGCAGACGCACTAGACTTAGGATCTAGCGCTTTACGGCATGCA 
GGTTCAAGTCCTGTCACCCGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna18-LysCTT (892220-892295)  Lys (CTT) 76 bp  Sc: 87.81 
GCATCCATAGCTCAGTTGGTAGAGCAACAGACTCTTAATCTGTGGGTCCACGGTTCGAGC 
CCGTGTGGGTGTACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna4-LysTTT (78393-78468)  Lys (TTT) 76 bp  Sc: 91.65 
GTCCCGTTAGCTCAGGTGGTAGAGCACTTGACTTTTAATCAAGGTGTCGATGGTTCGAGT 
CCATCACGGGACACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna7-MetCAT (78714-78790)  Met (CAT) 77 bp  Sc: 84.33 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTGCGGTTCATACCCGCAAGGTCGAGGGTTCAAG 
TCCCCCCGCCGCTACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna10-MetCAT (79023-79099)  Met (CAT) 77 bp  Sc: 87.76 
CGCGGGATAGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGATGGTTCAAA 
TCCATCTCCCGCAACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna8-MetCAT (78795-78871)  Met (CAT) 77 bp  Sc: 96.08 
GGACCCGTAGCTCAGTTGGTTAGAGCTACCGGCTCATAACCGGTCGGTCGTTGGTTCGAG 
TCCAACCGGGTCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna12-PheGAA (79198-79273)  Phe (GAA) 76 bp  Sc: 81.41 
GGCTCTGTAGCTCAGTCGGTAGAGCAGTGGCCTGAAGAGCCTCGTGTCAGCGGTTCGATT 
CCGCTTGGAGCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna30-ProTGG (1196744-1196668)  Pro (TGG) 77 bp  Sc: 86.41 
CGGGAAGTAGCTCAGCTTGGTGGAGCACTTGGTTTGGGACCAAGGGGCCGCAGGTTCAAA 
TCCTGTCTTCCCGACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna20-SerGCT (1396855-1396765)  Ser (GCT) 91 bp  Sc: 56.67 
GGAGCGATACTCAAGAGGCCGAAGAGGGCGCACTGCTAACGCGTTAGACGGTTAACCCCG 
TGCGAGGGTTCAAATCCCTCTCGCTCCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna15-SerGGA (459789-459877)  Ser (GGA) 89 bp  Sc: 66.78 
GGAACAATACTCAAGAGGCTGAAGAGGCACGCTTGGAAAGCGTGTAGGGTGTAATAGCCG 
CGAGGGTTCAAATCCCTCTTGTTCCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna34-SerTGA (809453-809362)  Ser (TGA) 92 bp  Sc: 27.73 
GGAGAAGTAGCTAAGTTGTACTGAAGCGTCTAGCCTTGAAAACTAGTAAGACAAGAGATC 
GTCGTGTGGGTTCAAATCCCTCTTTCCCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna9-SerTGA (78894-78982)  Ser (TGA) 89 bp  Sc: 72.22 
GGAGGAATACCCAAGAGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGTGTAAAAGCCG 
CGGGGGTTCAAATCCCTCTTCCTCCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna35-ThrGGT (303160-303087)  Thr (GGT) 74 bp  Sc: 64.99 



GCCCAATTGGTGAAGTGGTATCACGCATCCATGGTAAGGATGAATCGCAAGTCCGATTCT 
TGCATTGGGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna3-ThrTGT (78310-78385)  Thr (TGT) 76 bp  Sc: 92.23 
GCCGAAATAGCTCAATCGGTAGAGCAACTGATTTGTAATCAGTAGGTTGCGGGTTCAATT 
CCTGTTTTCGGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna19-TrpCCA (1335875-1335949)  Trp (CCA) 75 bp  Sc: 56.46 
GGGGGCATGGTGTCAACGGTAGCACACAGGTCTCCAAAACCTTTAGTGTGGGTTCGAATC 
CTGCTGCCCTCGCCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna1-TyrGTA (73228-73311)  Tyr (GTA) 84 bp  Sc: 74.68 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCAGACTGTAAATCTGTTCCTAACGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna16-ValGAC (477127-477201)  Val (GAC) 75 bp  Sc: 83.22 
GCACAATTAGCTCAGCGGGAGAGCACCTGCTTGACGTGCAGGGGGTCACAAGTTCAATCC 
TTGTATTGTGCACCA 
>Acholeplasma_laidlawii_PG_8A_chr.trna2-ValTAC (78226-78301)  Val (TAC) 76 bp  Sc: 97.70 
GGAGGATTAGCTCAGTTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCAAGC 
CCGTCATCCTCCACCA 
>Acidovorax_JS42_chr.trna11-AlaGGC (1659919-1659994)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Acidovorax_JS42_chr.trna39-AlaGGC (2895519-2895444)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Acidovorax_JS42_chr.trna29-AlaTGC (4157018-4156943)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Acidovorax_JS42_chr.trna36-AlaTGC (4019290-4019215)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Acidovorax_JS42_chr.trna6-AlaTGC (1250292-1250367)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Acidovorax_JS42_chr.trna49-ArgACG (992994-992918)  Arg (ACG) 77 bp  Sc: 86.82 
GCGGCTGTAGCTCAGCTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAT 
TCCTGCCAGCCGCACCA 
>Acidovorax_JS42_chr.trna1-ArgCCG (333762-333837)  Arg (CCG) 76 bp  Sc: 87.79 
GCGGCTGTAGCTCAGTGGATAGAGTATTGGCCTCCGAAGCCAAGGGTCGTGGGTTCGATC 
CCCGCCAGCCGCACCA 
>Acidovorax_JS42_chr.trna25-ArgCCT (3754391-3754465)  Arg (CCT) 75 bp  Sc: 70.31 
CTCTCCGTAGTTCAATGGATAGAACGAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGAGGGACCA 
>Acidovorax_JS42_chr.trna22-ArgTCT (2779715-2779791)  Arg (TCT) 77 bp  Sc: 86.67 
CTGCCCGTAGCTCAACCGGATAGAGCAATTGCCTTCTAAGCAATAGGTCGGGGGTTCGAG 
TCCCTCCGGGCAGGCCA 
>Acidovorax_JS42_chr.trna27-ArgTCT (4301818-4301742)  Arg (TCT) 77 bp  Sc: 86.67 
CTGCCCGTAGCTCAACCGGATAGAGCAATTGCCTTCTAAGCAATAGGTCGGGGGTTCGAG 
TCCCTCCGGGCAGGCCA 
>Acidovorax_JS42_chr.trna18-AsnGTT (2435001-2435076)  Asn (GTT) 76 bp  Sc: 83.40 
TCCTCGATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTCGAGGAGCCA 
>Acidovorax_JS42_chr.trna19-AsnGTT (2435129-2435204)  Asn (GTT) 76 bp  Sc: 84.28 
TCCTCAATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTTGAGGAGCCA 
>Acidovorax_JS42_chr.trna13-AspGTC (1660159-1660235)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Acidovorax_JS42_chr.trna41-AspGTC (2895289-2895213)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Acidovorax_JS42_chr.trna9-CysGCA (1408450-1408523)  Cys (GCA) 74 bp  Sc: 59.35 
GGCGCGGTAGCAAAGCGGTTATGCACCGGATTGCAAATCCGTTTAGCCCGGTTCGACTCC 
GGGCCGCGCCTCCA 
>Acidovorax_JS42_chr.trna50-GlnTTG (944945-944869)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Acidovorax_JS42_chr.trna12-GluTTC (1660026-1660101)  Glu (TTC) 76 bp  Sc: 58.09 
GACCCTATCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACCGGGGTTCGAAT 



CCCCGTAGGGTCGCCA 
>Acidovorax_JS42_chr.trna40-GluTTC (2895411-2895336)  Glu (TTC) 76 bp  Sc: 58.09 
GACCCTATCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACCGGGGTTCGAAT 
CCCCGTAGGGTCGCCA 
>Acidovorax_JS42_chr.trna47-GlyCCC (2077544-2077471)  Gly (CCC) 74 bp  Sc: 60.87 
GCGGGCGTCGTTCAATGGTAGGACCTGAGCTTCCCAAGCTCAAGACGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Acidovorax_JS42_chr.trna10-GlyGCC (1408638-1408713)  Gly (GCC) 76 bp  Sc: 88.82 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGTCGGTTCGAGA 
CCGATTTCCCGCTCCA 
>Acidovorax_JS42_chr.trna8-GlyGCC (1287848-1287923)  Gly (GCC) 76 bp  Sc: 88.82 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGTCGGTTCGAGA 
CCGATTTCCCGCTCCA 
>Acidovorax_JS42_chr.trna31-GlyTCC (4151676-4151603)  Gly (TCC) 74 bp  Sc: 77.70 
GCGGGAGTAGTTCAATGGTAGAACCCTAGCCTTCCAAGCTAATGACGCGGGTTCGATTCC 
CGTCTCCCGCTCCA 
>Acidovorax_JS42_chr.trna43-HisGTG (2791230-2791155)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Acidovorax_JS42_chr.trna28-IleGAT (4157129-4157053)  Ile (GAT) 77 bp  Sc: 88.56 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAG 
CCCAACTAGACCCACCA 
>Acidovorax_JS42_chr.trna35-IleGAT (4019401-4019325)  Ile (GAT) 77 bp  Sc: 88.56 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAG 
CCCAACTAGACCCACCA 
>Acidovorax_JS42_chr.trna5-IleGAT (1250181-1250257)  Ile (GAT) 77 bp  Sc: 88.56 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAG 
CCCAACTAGACCCACCA 
>Acidovorax_JS42_chr.trna20-LeuCAG (2734229-2734313)  Leu (CAG) 85 bp  Sc: 67.85 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGAGTAACATCGTGGA 
GGTTCGAGTCCTCTCCTGGGCACCA 
>Acidovorax_JS42_chr.trna21-LeuCAG (2734494-2734578)  Leu (CAG) 85 bp  Sc: 67.85 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGAGTAACATCGTGGA 
GGTTCGAGTCCTCTCCTGGGCACCA 
>Acidovorax_JS42_chr.trna4-LeuGAG (998729-998813)  Leu (GAG) 85 bp  Sc: 61.56 
GCCGTCGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGACGGCACCA 
>Acidovorax_JS42_chr.trna7-LeuTAG (1281620-1281706)  Leu (TAG) 87 bp  Sc: 74.97 
GCGCGGGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCAGCAATGGTGTG 
GGGGTTCGAGTCCCCCCCCGCGCACCA 
>Acidovorax_JS42_chr.trna24-LysCTT (3523853-3523928)  Lys (CTT) 76 bp  Sc: 89.48 
GGGCTCTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTTGGTCGAGTGTTCGAGT 
CACTCAGGGCCCACCA 
>Acidovorax_JS42_chr.trna16-LysTTT (1795778-1795853)  Lys (TTT) 76 bp  Sc: 92.97 
GGGACGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACAAGTTCGAAT 
CTTGTACGTCCTACCA 
>Acidovorax_JS42_chr.trna2-MetCAT (414117-414193)  Met (CAT) 77 bp  Sc: 85.64 
CGCGCGATGGAGCAGTCTGGTAGCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCAAA 
TCCTTCTCGCGCAACCA 
>Acidovorax_JS42_chr.trna26-MetCAT (3828784-3828860)  Met (CAT) 77 bp  Sc: 90.60 
GGTGGTATAGCTCAGTTGGTTAGAGCGCAGCATTCATAATGCTGATGTCCCAGGTTCAAG 
TCCCGGTACCACCACCA 
>Acidovorax_JS42_chr.trna34-PheGAA (4132101-4132026)  Phe (GAA) 76 bp  Sc: 88.27 
GGCCCGGTAGCTCAGTTGGTAGAGCAGAGGATTGAAAATCCTTGTGTCGGCGGTTCGATT 
CCGTCCCAGGCCACCA 
>Acidovorax_JS42_chr.trna51-ProCGG (887085-887009)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Acidovorax_JS42_chr.trna44-ProGGG (2545856-2545780)  Pro (GGG) 77 bp  Sc: 80.41 
CGGCGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCGAGTTCGAA 
TCCCGCCACGCCGACCA 
>Acidovorax_JS42_chr.trna15-ProTGG (1735478-1735554)  Pro (TGG) 77 bp  Sc: 84.89 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGCTTTGGGAGCAGAGGGTCGCGAGTTCGAA 
TCCCGCCGCTCCGACCA 
>Acidovorax_JS42_chr.trna37-SerCGA (3633117-3633028)  Ser (CGA) 90 bp  Sc: 71.98 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTAGTGGCAACACTA 
CCGTGGGTTCGAATCCCACCCTCTCCGCCA 



>Acidovorax_JS42_chr.trna14-SerGCT (1684418-1684510)  Ser (GCT) 93 bp  Sc: 66.42 
GGAAACGTGACCGAGTGGCCGAAGGTGCTCCCCTGCTAAGGGAGTATGGGGTGTAGAGCC 
TCATCGAGGGTTCGAATCCCTCCGTTTCCGCCA 
>Acidovorax_JS42_chr.trna17-SerGGA (1870836-1870925)  Ser (GGA) 90 bp  Sc: 73.88 
GGAGAGGTGGATGAGCGGTTTAAGTCGCACGCCTGGAAAGCGTGTGTGGGCTAATCCCCA 
CCGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Acidovorax_JS42_chr.trna48-SerTGA (1158831-1158744)  Ser (TGA) 88 bp  Sc: 72.92 
GGAGACTTGGGTGAGTGGTTTAAACCAGCAGTCTTGAAAACTGCCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACAGTCTCCGCCA 
>Acidovorax_JS42_chr.trna23-ThrCGT (2923874-2923949)  Thr (CGT) 76 bp  Sc: 84.83 
GCCGGAGTAGCTCAGTCGGTAGAGCAGCTCATTCGTAATGAGAAGGTCGCGTGTTCGATT 
CATGTCTCCGGCACCA 
>Acidovorax_JS42_chr.trna32-ThrGGT (4151561-4151487)  Thr (GGT) 75 bp  Sc: 88.86 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGCGGGTCCGATTC 
CCGCCATGGGCACCA 
>Acidovorax_JS42_chr.trna3-ThrTGT (836662-836737)  Thr (TGT) 76 bp  Sc: 90.94 
GCCGATTTAGCTCAGTTGGTAGAGCACCCGCCTTGTAAGCGGTAGGTCGTCAGTTCGAAT 
CCGACAATCGGCACCA 
>Acidovorax_JS42_chr.trna33-TrpCCA (4150205-4150130)  Trp (CCA) 76 bp  Sc: 85.26 
AGGGGTATAGCTCAATTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGTAGGTTCGATT 
CCTACTGCCCCTGCCA 
>Acidovorax_JS42_chr.trna30-TyrGTA (4151810-4151725)  Tyr (GTA) 86 bp  Sc: 73.25 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACAC 
TGGTTCGAATCCAGTCCCCTCCACCA 
>Acidovorax_JS42_chr.trna45-ValCAC (2261396-2261322)  Val (CAC) 75 bp  Sc: 82.83 
GGGTGATTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACATGTTCGATCC 
ATGTATCACCCACCA 
>Acidovorax_JS42_chr.trna46-ValCAC (2261282-2261208)  Val (CAC) 75 bp  Sc: 82.83 
GGGTGATTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACATGTTCGATCC 
ATGTATCACCCACCA 
>Acidovorax_JS42_chr.trna38-ValGAC (3328325-3328249)  Val (GAC) 77 bp  Sc: 93.06 
AGGCGCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGCGCCTACCA 
>Acidovorax_JS42_chr.trna42-ValTAC (2793337-2793262)  Val (TAC) 76 bp  Sc: 91.12 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCAGCGGTTCGACC 
CCGTTAGCACCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna11-AlaCGC (2568155-2568230)  Ala (CGC) 76 bp  Sc: 84.13 
GGGGCTATAGCTCAGTTGGGAGAGCGCTGCAATCGCACTGCAGAGGTCGTCAGTTCGAAC 
CTGACTAGCTCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna34-AlaGGC (4551819-4551744)  Ala (GGC) 76 bp  Sc: 82.47 
GGGCCTGTGGCGCAGCTGGGAGCGCGCTTCCATGGCATGGAAGAGGTCGTCGGTTCGATC 
CCGACCAGGTCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna27-AlaTGC (5259742-5259667)  Ala (TGC) 76 bp  Sc: 92.82 
GGGGCTGTAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCACCGGTTCGATC 
CCGGTCAGCTCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna18-ArgACG (4776758-4776834)  Arg (ACG) 77 bp  Sc: 92.03 
GCGCCCTTAGCTCAGCTGGATAGAGCGTCTGACTACGAATCAGAAGGTCGGAAGTTCGAA 
TCTTCCAGGGCGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna44-ArgCCG (2183459-2183383)  Arg (CCG) 77 bp  Sc: 91.68 
GCGCCCGTAGCTCAGCTGGATAGAGCGAATGCCTCCGGAGCATTAGGTCGGGAGTTCGAA 
TCTCTCCGGGCGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna43-ArgCCT (2275787-2275711)  Arg (CCT) 77 bp  Sc: 82.95 
GGCCCTGTAGCTCAGATGGATAGAGCAGCGGTTTCCTAAACCGTTGGTCGGCAGTTCGAC 
TCTGCCCAGGGCCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna47-ArgTCG (226325-226249)  Arg (TCG) 77 bp  Sc: 94.97 
GCGCCCTTAGCTCAGTTGGATAGAGCGACTGACTTCGAATCAGTAGGTCGGGGGTTCGAG 
CCCCTCAGGGCGCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna14-ArgTCT (3783475-3783551)  Arg (TCT) 77 bp  Sc: 96.37 
GGGGCTGTAGCTCAGGTGGATAGAGCATTTGCCTTCTAAGCAAAGGGTCGCAGGTTCGAG 
TCCTGCCAGCCCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna10-AsnGTT (2308256-2308330)  Asn (GTT) 75 bp  Sc: 86.18 
TCCTCAGTAGCTCAATGGCAGAGCATCCGGCTGTTAACCGGAGGGTTGTAGGTTCGAGTC 
CTACCTGAGGAGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna31-AspGTC (4763200-4763124)  Asp (GTC) 77 bp  Sc: 99.01 
GGGGACGTAGTTCAGTTGGTTAGAACGCTGCCCTGTCACGGCAGAGGTCGCGGGTTCGAG 
TCCCGTCGTCCCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna7-CysGCA (1015412-1015486)  Cys (GCA) 75 bp  Sc: 73.18 



GGCGCGGTACCCAAGTGGTAAGGGAGAGGTCTGCAAAACCTTTATGCGTCGGTTCGATTC 
CGACCCGCGCCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna45-GlnCTG (1343372-1343299)  Gln (CTG) 74 bp  Sc: 59.82 
TGCCCCCTCGTTCAATGGTAGGACAGCTGACTCTGGATCAGCATATCGGGGTTCGAATCC 
CTGGGGGGCAGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna24-GlnTTG (5385160-5385087)  Gln (TTG) 74 bp  Sc: 63.87 
TGGGCGATCGACTAATGGTAGGTCAAGTGCCTTTGGAGCACTTTGTCTAGGTTCGAATCC 
TAGTCGCCCAGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna33-GluCTC (4614336-4614262)  Glu (CTC) 75 bp  Sc: 64.12 
GGCGCTATCGTCTAGGGGTTAGGACGTGAGATTCTCAATCTTAAAACCCGGGTTCGATTC 
CCGGTAGCGCTACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna39-GluTTC (2481062-2480985)  Glu (TTC) 78 bp  Sc: 59.80 
GTCCCCGTCGTCTAGCCCGGCCTAGGACACCGCCCTTTCACGGCGATAACACGGGTTCGA 
ATCCCGTCGGGGACGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna41-GlyCCC (2354670-2354596)  Gly (CCC) 75 bp  Sc: 83.59 
GCGGGAGTAACTCAGTGGTAGAGTCACGGCTTCCCAAGCCGTTGGTCGCGGGTTCGATCC 
CCGTCTCCCGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna6-GlyGCC (1015247-1015321)  Gly (GCC) 75 bp  Sc: 84.50 
GCGGGAGTAACTCAGTGGTAGAGTGCGACCTTGCCAAGGTCGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna21-GlyTCC (5545681-5545607)  Gly (TCC) 75 bp  Sc: 86.70 
GCGGGAGTAACTCAGTGGTAGAGTCACAGCCTTCCAAGCTGTTGGTCGCGGGTTCGATTC 
CCGTCTCCCGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna16-HisGTG (4616518-4616592)  His (GTG) 75 bp  Sc: 81.74 
GTGGGTATAGTTCAGTGGTAGAACTCCGGACTGTGGCTCCGGCTGTCGTGGGTTCGAATC 
CCACTACCCACCCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna26-IleGAT (5259826-5259750)  Ile (GAT) 77 bp  Sc: 93.22 
GGGCCTGTAGCTCAGCTGGCTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTAGTTCGAC 
TCTACCCAGGCCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna2-LeuCAA (478049-478137)  Leu (CAA) 89 bp  Sc: 72.54 
GCCGGGATGGCGGAACTGGCAGACGCAGCGGACTCAAAATCCGCCGAGGTTTACCCCTCG 
TGGGGGTTCGACCCCCCCTCCCGGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna1-LeuCAG (327098-327184)  Leu (CAG) 87 bp  Sc: 76.33 
GCCGAAGTGGCGGAATTGGCAGACGCGCATGGTTCAGGTCCATGTACCGGCAACGGTGTG 
GGGGTTCGAGTCCCTTCTTCGGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna42-LeuGAG (2284838-2284754)  Leu (GAG) 85 bp  Sc: 63.22 
GCGGAAGTGGTGAAATTGGCAGACACACCATCTTGAGGGGGTGGCGCCGAAAGGCATGGG 
GGTTCAAGTCCCCCCTTCCGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna37-LeuTAA (3720719-3720631)  Leu (TAA) 89 bp  Sc: 79.93 
GCCGGGATGGCGAAACTGGCAGACGCAGCGGACTTAAAATCCGCAGGTCTTAACCGACCG 
TGGGGGTTCAAGTCCCCCTCCCGGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna12-LeuTAG (2891224-2891308)  Leu (TAG) 85 bp  Sc: 74.77 
GCGAGAGTGGCGGAATTGGCAGACGCACCAGACTTAGGATCTGGCGGGTAAAACCGTGGG 
GGTTCGAGTCCCCCCTTTCGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna13-LysCTT (3278034-3278109)  Lys (CTT) 76 bp  Sc: 92.83 
GGGCGCGTAGCTCAATTGGCAGAGCAACTGACTCTTAATCAGTAGGTTGAAGGTTCGATT 
CCTTCCGCGCTCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna4-LysTTT (782919-782994)  Lys (TTT) 76 bp  Sc: 96.77 
GAGCGCGTAGCTCAGTTGGTAGAGCACCTGACTTTTAATCAGGTGGTCATGGGTTCGATC 
CCCATCGCGCTCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna36-MetCAT (3907713-3907637)  Met (CAT) 77 bp  Sc: 86.92 
TGCGGGGTGGAGCAGCCTGGTAGCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCAAA 
TCCTCTCCCCGCAACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna15-MetCAT (4130979-4131054)  Met (CAT) 76 bp  Sc: 90.96 
GGGCCTGTAGCTCAACGGTTAGAGCAGCGGACTCATAATCCGTTGGTTGTAGGTTCAAAT 
CCTACCGGGCCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna29-MetCAT (5023126-5023050)  Met (CAT) 77 bp  Sc: 94.36 
GGCGGCGTAGCTCAGCTGGTTAGAGCGACGGTCTCATAATCCGTAGGTCCGTGGTTCGAG 
TCCACGCGCCGCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna8-PheGAA (1319335-1319410)  Phe (GAA) 76 bp  Sc: 95.43 
GGCCAGGTAGCTCAGCTGGTAGAGCAGCGGACTGAAAATCCGCGTGTCGGCGGTTCAATT 
CCGTCCCTGGCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna3-ProCGG (623241-623317)  Pro (CGG) 77 bp  Sc: 91.08 
CGGGGAGTGGCTCAGCCTGGTAGAGCACCTGGTTCGGGACCAGGGGGTCGGAGGTTCAAA 
TCCTCTCTCCCCGACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna32-ProGGG (4689914-4689838)  Pro (GGG) 77 bp  Sc: 84.91 
CGGGACGTGGCTCAGCCTGGTAGAGCACTCGCTTGGGGTGCGAGGGGTCGGCAGTTCAAA 



TCTGCCCGTCCCGACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna46-ProTGG (322040-321964)  Pro (TGG) 77 bp  Sc: 93.25 
CGGGGCGTAGCGCAGCCTGGTAGCGCACCTGCCTTGGGCGCAGGGGGTCGGAGGTTCGAA 
TCCTCTCGCCCCGACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna38-Undet??? (3458821-3458746)  Undet (???) 76 bp  Sc: 21.86 
CGATCGGTGGCGAAGACATCGGTTACTTCGACTCGTAATCGGGAGGTCGCAGGTTCGAAT 
CCTGCCGGGTCCATCA 
>Acidobacteria_bacterium_Ellin345_chr.trna40-SerCGA (2379997-2379908)  Ser (CGA) 90 bp  Sc: 68.65 
GGAGAGGTGCGTGAGTGGTTGAAACGAGCCGCCTCGAAAGCGGCCATACCTGAAAGGGTA 
TCGGGGGTTCAAATCCCTCCCTCTCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna28-SerGCT (5080294-5080202)  Ser (GCT) 93 bp  Sc: 75.80 
GGAGAGGTGGCCGAGTGGCTGAAGGCGGCGGTTTGCTAAACCGTTATACGGTCAAAAGCT 
GTATCGGGGGTTCGAATCCCCCCCTCTCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna35-SerGGA (4447637-4447548)  Ser (GGA) 90 bp  Sc: 75.72 
GGAGAGGTGGCCGAGTGGCTGAAGGCGCACGCTTGGAAAGCGTGTTTAGGGGAAACTCTA 
ACGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna25-SerTGA (5276776-5276687)  Ser (TGA) 90 bp  Sc: 66.86 
GGAGGGATGTGTGAGCGGTTGAAACAGGCGGTCTTGAAAACCGCTTTACGGGAAACCGTA 
ACGGGGGTTCGAATCCCTCTCCCTCCGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna9-ThrCGT (1411021-1411096)  Thr (CGT) 76 bp  Sc: 94.03 
GCCGACGTAGCTCAGTTGGTAGAGCAGCCGATTCGTAATCGGCAGGTCACCAGTTCAAGT 
CTGGTCGTCGGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna22-ThrGGT (5545586-5545511)  Thr (GGT) 76 bp  Sc: 91.44 
GCCGATGTAGCTCAGTTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCACCAGTTCAATC 
CTGGTCATCGGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna19-ThrTGT (5546397-5546322)  Thr (TGT) 76 bp  Sc: 96.24 
GCTGGCGTAGCTCAGCTGGTAGAGCATCTGATTTGTAATCAGAGGGTCGGGGGTTCAAAT 
CCCTTCGCCAGCTCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna23-TrpCCA (5543588-5543513)  Trp (CCA) 76 bp  Sc: 52.51 
AGGGGCGTAAGCTCAACGGCTAAACTGCCGGTCTCCAAAACCGGACTTGGGGGTTCGAAT 
CCCTCCGCCCCTGCCA 
>Acidobacteria_bacterium_Ellin345_chr.trna20-TyrGTA (5546057-5545970)  Tyr (GTA) 88 bp  Sc: 71.62 
GCACAGGTGGCCGAGTGGTTAATGGCAGCAGACTGTAAATCTGCCGCTCCCAGGAGCTAC 
GGAGGTTCGAATCCTCCCCTGTGCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna5-ValCAC (965656-965730)  Val (CAC) 75 bp  Sc: 85.23 
GGGCGCTTAACTCAGCGGTAGAGTGCCACCTTCACACGGTGGAAGTCATAGGTTCGAATC 
CTATAGCGCCCACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna17-ValGAC (4748291-4748368)  Val (GAC) 78 bp  Sc: 91.55 
AGGCCCGTAGCTCAGTCTGGTTAGAGCGCTTCCTTGACACGGAAGAGGTCGATGGTTCGA 
GTCCATTCGGGCCTACCA 
>Acidobacteria_bacterium_Ellin345_chr.trna30-ValTAC (4763302-4763226)  Val (TAC) 77 bp  Sc: 100.75 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCCTGCCTTACAAGCAGGAGGTCGCAGGTTCGAG 
CCCTGCACTGCCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna45-AlaCGC (179235-179159)  Ala (CGC) 77 bp  Sc: 91.06 
GGGGCTGTAGCGCAGTCCGGTAGCGCACCTCGTTCGCATCGAGGGGGTCACGGGTTCAAA 
TCCCGTCAGCTCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna14-AlaGGC (842997-843072)  Ala (GGC) 76 bp  Sc: 84.62 
GGGGCTATAGCTCAGCTGGTAGAGCGCTTGTCTGGCAGACAAGAGGTCAGGGGTTCGAGT 
CCCCTTAGCTCCACAA 
>Acidothermus_cellulolyticus_11B_chr.trna2-AlaTGC (10372-10447)  Ala (TGC) 76 bp  Sc: 88.19 
GGGGCCATAGCTCAGCTGGTAGAGCACCGCCTTTGCAAGGCGGGTGTCCGGGGTTCGAGT 
CCCCGTGGCTCCACAA 
>Acidothermus_cellulolyticus_11B_chr.trna5-ArgACG (41078-41153)  Arg (ACG) 76 bp  Sc: 72.39 
GCGCTCGTAGCTCAACGGACAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGAGCGCGCTA 
>Acidothermus_cellulolyticus_11B_chr.trna44-ArgCCG (677195-677124)  Arg (CCG) 72 bp  Sc: 75.65 
GCCCCCGTAGCTCAGGGGAGAGAGCACTGCCCTCCGGAGGCAGGGGCGCAGGTTCGAATC 
CTGCCGGGGGCA 
>Acidothermus_cellulolyticus_11B_chr.trna46-ArgCCT (160793-160721)  Arg (CCT) 73 bp  Sc: 74.19 
GCCCTCGTAGCTCAGGGGATAGAGCAGCGGTTTCCTAAACCGCGTGTCGCAGGTTCGATT 
CCTGCCGGGGGCA 
>Acidothermus_cellulolyticus_11B_chr.trna23-ArgTCT (1824619-1824691)  Arg (TCT) 73 bp  Sc: 83.15 
GCCCCCGTAGCTCAGCGGACAGAGCAGCTGCCTTCTAAGCAGTCGGTCGCAGGTTCGAGT 
CCTGCCGGGGGCG 
>Acidothermus_cellulolyticus_11B_chr.trna15-AsnGTT (893343-893418)  Asn (GTT) 76 bp  Sc: 87.39 
TCCCGCGTAGCTCAATTGGCAGAGCGTCCGGCTGTTAACCGGTAGGTTGCAGGTTCGAGT 
CCTGCCGCGGGAGCCA 



>Acidothermus_cellulolyticus_11B_chr.trna29-AspGTC (2339683-2339760)  Asp (GTC) 78 bp  Sc: 76.71 
GGTCCCGTGGTGAAGCCTGGAGTTCACGCCGCCCTGTCAAGGCGGAGGTCGCGGGTTCGA 
ATCCCGTCGGGACCGCCA 
>Acidothermus_cellulolyticus_11B_chr.trna20-CysGCA (1524883-1524954)  Cys (GCA) 72 bp  Sc: 65.70 
GGCGGAGTGGCCGAGTGGCTTAGGCAAGGGCCTGCAAAGCCCTGTACGCGGGTTCGATTC 
CCGCCTCCGCCT 
>Acidothermus_cellulolyticus_11B_chr.trna12-GlnCTG (783342-783416)  Gln (CTG) 75 bp  Sc: 62.70 
TGGGGTATGGGGTAATTGGCAGCCCGGCGGATTCTGGCTCCGCTAGTCTAGGTTCGAGTC 
CTGGTACCCCAGCCA 
>Acidothermus_cellulolyticus_11B_chr.trna37-GlnTTG (2206822-2206752)  Gln (TTG) 71 bp  Sc: 43.26 
TCCCGGGTCGTCTAAGGGCAGGACAGTGGGTTTTGGTCCCATTAATGGGGGTTCGAATCC 
TCCCCCGGGAG 
>Acidothermus_cellulolyticus_11B_chr.trna13-GluCTC (783484-783559)  Glu (CTC) 76 bp  Sc: 77.05 
GGCCCCGTAGTCTAGCGGCCTAGGACGCCGCCCTCTCAAGGCGGTAGCGCCGGTTCGAAT 
CCGGTCGGGGCTACCA 
>Acidothermus_cellulolyticus_11B_chr.trna28-GluTTC (2339526-2339598)  Glu (TTC) 73 bp  Sc: 68.03 
GCCCTCATCGTCTAGCGGTCTAGGACACCGCCCTTTCAAGGCGGCGGCACGGGTTCGAAT 
CCCGTTGGGGGCA 
>Acidothermus_cellulolyticus_11B_chr.trna32-GlyCCC (2389324-2389254)  Gly (CCC) 71 bp  Sc: 70.87 
GCGGGTGTAGTTCAATGGCAGAACGTCAGCTTCCCAAGCTGATAATGCGGGTTCGATTCC 
CGTCACCCGCT 
>Acidothermus_cellulolyticus_11B_chr.trna19-GlyGCC (1524762-1524834)  Gly (GCC) 73 bp  Sc: 88.54 
GCGGACGTGGCTCAGTTGGTAGAGCATCACCTTGCCAAGGTGAGGGTCGCGGGTTCGAGT 
CCCGTCGTCCGCT 
>Acidothermus_cellulolyticus_11B_chr.trna22-GlyTCC (1797034-1797104)  Gly (TCC) 71 bp  Sc: 77.75 
GCGGGTGTAGCTCAATGGCAGAGCTCCAGCCTTCCAAGCTGGCGGTGCGGGTTCGATTCC 
CGTCACCCGCT 
>Acidothermus_cellulolyticus_11B_chr.trna24-HisGTG (1855719-1855794)  His (GTG) 76 bp  Sc: 80.21 
GTGGGTGTAGCTCAGTTGGCAGAGCACTGGGTTGTGGTCCCAGGTGTCATGGGTTCGAGT 
CCCATCACTCACCCCA 
>Acidothermus_cellulolyticus_11B_chr.trna1-IleGAT (10111-10184)  Ile (GAT) 74 bp  Sc: 87.35 
GGGCCTGTAGCTCAGGCGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCA 
>Acidothermus_cellulolyticus_11B_chr.trna43-LeuCAA (1195870-1195798)  Leu (CAA) 73 bp  Sc: 52.25 
GCCCCGGTAGCCCAACGGTAGAGGCAATGGTCTCAAACACCATCCAGTGTCGGTTCGAAT 
CCGACCCGGGGTA 
>Acidothermus_cellulolyticus_11B_chr.trna3-LeuCAG (24698-24783)  Leu (CAG) 86 bp  Sc: 70.36 
GGGCGAGTGGCGGAATGGCAGACGCGCACGGTTCAGGTCCGTGTGTCCGGAAGGACGTGG 
GGGTTCAACTCCCCCCTCGCCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna42-LeuGAG (1294313-1294229)  Leu (GAG) 85 bp  Sc: 54.88 
GTCCGGGTGGCGGAATAGGCAGACGCGCTAGCTTGAGGTGCTAGTGCCCGTTGAGGGCGT 
GGGGGTTCAAGTCCCCCCTCGGACA 
>Acidothermus_cellulolyticus_11B_chr.trna38-LeuTAA (2147532-2147460)  Leu (TAA) 73 bp  Sc: 56.03 
GCCCCCGTAGCCCAACGGCAGAGGCGAACCCCTTAAAAGGGTTACAGTGTCGGTTCGAAT 
CCGACCGGGGGCA 
>Acidothermus_cellulolyticus_11B_chr.trna26-LeuTAG (1894564-1894636)  Leu (TAG) 73 bp  Sc: 45.23 
GGGGCCGTAGCCCAATGGCAGAGGCACGCGGTTTAGGTCCGCGACAGTGTGAGTTCGACT 
CTCACCGGCCCTA 
>Acidothermus_cellulolyticus_11B_chr.trna25-LysCTT (1861376-1861451)  Lys (CTT) 76 bp  Sc: 81.01 
GCGCCGCTAGCTCAACTGGCAGAGCAGCGGACTCTTAATCCGCGGGTTCGGGGTTCGAGT 
CCCTGGCGGCGCACGA 
>Acidothermus_cellulolyticus_11B_chr.trna33-LysTTT (2336318-2336246)  Lys (TTT) 73 bp  Sc: 77.41 
GGGCCGTTAGCTCAACTGGCAGAGCAGCGGACTTTTAATCCGCGGGTTCCGGGTTCGATC 
CCCGGGCGGCCCA 
>Acidothermus_cellulolyticus_11B_chr.trna9-MetCAT (308433-308509)  Met (CAT) 77 bp  Sc: 77.25 
GGCGGAGTAGCTCAGCCTGGTAGAGCAAGCGGCTCATAATCGCTGTGTCACGGGTTCAAA 
TCCCGTCTCCGCTACGA 
>Acidothermus_cellulolyticus_11B_chr.trna11-MetCAT (509883-509959)  Met (CAT) 77 bp  Sc: 80.42 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCTACGA 
>Acidothermus_cellulolyticus_11B_chr.trna17-MetCAT (921140-921213)  Met (CAT) 74 bp  Sc: 89.71 
GGGGCGGTAGCTCAGCCGGTTAGAGCTGCGGACTCATAATCCGCTGGTCGCAGGTTCGAG 
TCCTGCCCGCCCCA 
>Acidothermus_cellulolyticus_11B_chr.trna30-PheGAA (2339803-2339879)  Phe (GAA) 77 bp  Sc: 92.35 
GGCCAGGTAGCTCAGTTGGTACGAGCGCCCGCCTGAAAAGCGGGAGGTCGGCGGTTCGAT 
CCCGCCCCTGGCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna35-ProCGG (2281657-2281581)  Pro (CGG) 77 bp  Sc: 83.85 



CGGGGTGTGGCGCAGCTTGGTAGCGCGCTTCGTTCGGGACGAAGAGGCCGTGGGTTCAAA 
TCCCGCCACCCCGACCA 
>Acidothermus_cellulolyticus_11B_chr.trna41-ProGGG (1372838-1372762)  Pro (GGG) 77 bp  Sc: 85.13 
CGGGACGTGGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCAAA 
TCCCGCCGTCCCGACCA 
>Acidothermus_cellulolyticus_11B_chr.trna39-ProTGG (1796952-1796877)  Pro (TGG) 76 bp  Sc: 75.20 
CGGGGCGTAGCGTAGTGGCCAGCGCGCCTGCTTTGGGAGCAGGAGATCGGGAGTTCGAGT 
CTCCCCGCCCCGACGA 
>Acidothermus_cellulolyticus_11B_chr.trna34-SerCGA (2293483-2293394)  Ser (CGA) 90 bp  Sc: 67.59 
GGTGGAGTCGCCTAGTGGCCGATGGCGCACGCCTCGAAAGCGTGTGAGGGTGCAAGCCCT 
CCGTGGGTTCAAATCCCACCTCCACCGCCA 
>Acidothermus_cellulolyticus_11B_chr.trna4-SerGCT (40835-40924)  Ser (GCT) 90 bp  Sc: 59.29 
GGAGGCTTCGCCTAGTCCGGTCTATGGCGCCGCACTGCTAATGCGGTTGGGGCTTACCGC 
CCCTCCCGGGTTCAAATCCCGGAGCCTCCG 
>Acidothermus_cellulolyticus_11B_chr.trna27-SerGGA (2292585-2292671)  Ser (GGA) 87 bp  Sc: 63.12 
GGAGGATTCGCCTAGCGGCCGAGGGCGCACGCTTGGAAAGCGTGTAGAGGGGCAACCCTC 
TCGCGGGTTCAAATCCCGCATCCTCCG 
>Acidothermus_cellulolyticus_11B_chr.trna31-SerTGA (2374948-2375032)  Ser (TGA) 85 bp  Sc: 62.73 
GGAGGCGTCGCCTAGCGGCCGATGGCGCCGGTCTTGAAAACCGGTAGGGCGCAAGCCCTC 
GTGGGTTCAAATCCCACCGCCTCCG 
>Acidothermus_cellulolyticus_11B_chr.trna36-ThrCGT (2230630-2230555)  Thr (CGT) 76 bp  Sc: 92.47 
GCCGCCTTAGCTCAGCCGGCAGAGCAACGCACTCGTAATGCGTAGGTCCGGGGTTCGAAT 
CCCCGAGGCGGCTCCA 
>Acidothermus_cellulolyticus_11B_chr.trna8-ThrGGT (308349-308424)  Thr (GGT) 76 bp  Sc: 83.24 
GCCCCCTTAGCTCAGTCGGCAGAGCGTCTCCATGGTAAGGAGAAGGTCTACGGTTCGATT 
CCGTAAGGGGGCTCCA 
>Acidothermus_cellulolyticus_11B_chr.trna6-ThrTGT (89585-89660)  Thr (TGT) 76 bp  Sc: 84.52 
GCCGGCGTGGCGCAATTGGCAGCGCATCCGACTTGTAATCGGAAGGTTAGGGGTTCGATT 
CCCCTCGCCGGCTCGA 
>Acidothermus_cellulolyticus_11B_chr.trna10-TrpCCA (313372-313447)  Trp (CCA) 76 bp  Sc: 74.95 
AGGGCAGTAGCTCAATTGGCAGAGTCCCGGTCTCCAAAACCGGTGGTTGGGGGTTCGAGT 
CCCTCCTGCCCTGCAA 
>Acidothermus_cellulolyticus_11B_chr.trna7-TyrGTA (307544-307629)  Tyr (GTA) 86 bp  Sc: 66.37 
GGCAGGTTGCCCGAGTGGCCAAAGGGAGCGGTCTGTAAAACCGTCGGCGAACGCCTACCC 
AGGTTCGAATCCTGGACCTGCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna16-Undet??? (895201-895275)  Undet (???) 75 bp  Sc: 55.62 
TCCCGCGTAGCTCAATTGGCAGAGCGTCCGACTGTTAACGGTAGGTTGCAGATTCGAGTC 
CTGCCCCGGAAGCCA 
>Acidothermus_cellulolyticus_11B_chr.trna40-ValCAC (1523720-1523649)  Val (CAC) 72 bp  Sc: 80.49 
GGGCGTATAGCTCAGCGGGAGAGCGCTGCCTTCACACGGCAGAGGTCCATGGTTCGAATC 
CATGTACGCCCA 
>Acidothermus_cellulolyticus_11B_chr.trna21-ValGAC (1525000-1525074)  Val (GAC) 75 bp  Sc: 85.75 
GGGCGCTTAGCTCAGTGGGAGAGCGCTACCTTGACACGGTAGAGGTCGGCAGTTCAATCC 
TGCCAGCGCCCACCA 
>Acidothermus_cellulolyticus_11B_chr.trna18-ValTAC (974815-974886)  Val (TAC) 72 bp  Sc: 83.91 
GGGCGCGTAGCTCAGTGGAAGAGCACCCGGCTTACAACCGGGGGGTCACAGGTTCGAACC 
CTGTCGTGCCCA 
>Acinetobacter_baumannii_chr.trna67-AlaGGC (296406-296331)  Ala (GGC) 76 bp  Sc: 83.49 
GGGGTCATAGCTCAGTTGGTAGAGCGCTACAATGGCATTGTAGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Acinetobacter_baumannii_chr.trna10-AlaTGC (489162-489237)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna12-AlaTGC (521395-521470)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna2-AlaTGC (20043-20118)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna38-AlaTGC (3897509-3897434)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna40-AlaTGC (3731654-3731579)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna50-AlaTGC (3175824-3175749)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 



CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_chr.trna6-ArgACG (461415-461491)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_chr.trna7-ArgACG (461531-461607)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_chr.trna8-ArgACG (465383-465459)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_chr.trna59-ArgCCG (1250422-1250346)  Arg (CCG) 77 bp  Sc: 81.26 
GCGCTCGTAGCTCAGTTGGATAGAGTACAGGTTTCCGAAGCCTGGGGTCGTGGGTTCGAT 
CCCCGCCGAGCGCACCA 
>Acinetobacter_baumannii_chr.trna66-ArgCCT (738086-738014)  Arg (CCT) 73 bp  Sc: 67.72 
GCGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACCGACGTGGGTTCGAGT 
CCCGCAGGGCGCA 
>Acinetobacter_baumannii_chr.trna52-ArgTCT (3138974-3138898)  Arg (TCT) 77 bp  Sc: 98.82 
GCGCCTGTAGCTCAGTTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCACAGGTTCGAA 
TCCTGTCAGGCGCGCCA 
>Acinetobacter_baumannii_chr.trna60-AsnGTT (1213070-1212995)  Asn (GTT) 76 bp  Sc: 77.17 
TCTCCAATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_chr.trna61-AsnGTT (1211624-1211549)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_chr.trna62-AsnGTT (1004960-1004885)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_chr.trna15-AspGTC (696987-697063)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_chr.trna16-AspGTC (697111-697187)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_chr.trna18-AspGTC (697324-697400)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_chr.trna63-CysGCA (857440-857367)  Cys (GCA) 74 bp  Sc: 59.57 
GGCGGGGTGGCAGAGTGGTCATGCAGCGGACTGCAACTCCGTGGACGCCGGTTCGATTCC 
GACCTCCGCCTCCA 
>Acinetobacter_baumannii_chr.trna29-GlnTTG (3009677-3009751)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_chr.trna30-GlnTTG (3009779-3009853)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_chr.trna31-GlnTTG (3009875-3009949)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_chr.trna32-GlnTTG (3010041-3010115)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_chr.trna28-GluTTC (2684257-2684332)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_chr.trna68-GluTTC (296305-296230)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_chr.trna69-GluTTC (293543-293468)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_chr.trna70-GluTTC (293439-293364)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_chr.trna27-GlyGCC (2542259-2542334)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 



>Acinetobacter_baumannii_chr.trna35-GlyGCC (3776785-3776860)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_chr.trna36-GlyGCC (3776906-3776981)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_chr.trna43-GlyTCC (3553417-3553342)  Gly (TCC) 76 bp  Sc: 91.76 
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC 
CTCGTCTCCCGCTCCA 
>Acinetobacter_baumannii_chr.trna53-HisGTG (3138864-3138789)  His (GTG) 76 bp  Sc: 81.86 
GTGGATGTAGCTCAGTTGGTAGAGCCCTGGATTGTGATTCCAGTTGTCGCGGGTTCGAAT 
CCCGTCATTCACCCCA 
>Acinetobacter_baumannii_chr.trna1-IleGAT (19911-19987)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna11-IleGAT (521263-521339)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna37-IleGAT (3897641-3897565)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna39-IleGAT (3731786-3731710)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna49-IleGAT (3175956-3175880)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna9-IleGAT (489030-489106)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_chr.trna13-LeuCAA (548277-548363)  Leu (CAA) 87 bp  Sc: 71.58 
CCCGAGGTGGTGAAATTGGTAGACGCGGCGGACTCAAAATCCGCTGTCAGAGATGACGTG 
TCGGTTCGAGTCCGACCCTCGGGACCA 
>Acinetobacter_baumannii_chr.trna46-LeuGAG (3496945-3496861)  Leu (GAG) 85 bp  Sc: 59.44 
GCGGTGGTGGTGGAATTGGTAGACACGCTACCTTGAGGTGGTAGTGCTTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTCCGCACCA 
>Acinetobacter_baumannii_chr.trna64-LeuTAA (857355-857270)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_chr.trna65-LeuTAA (855210-855125)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_chr.trna22-LeuTAG (1358479-1358563)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_chr.trna24-LeuTAG (1358719-1358803)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_chr.trna33-LysTTT (3423128-3423203)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_chr.trna34-LysTTT (3423226-3423301)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_chr.trna47-MetCAT (3496818-3496742)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_chr.trna48-MetCAT (3496652-3496576)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_chr.trna58-MetCAT (2575189-2575113)  Met (CAT) 77 bp  Sc: 82.10 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCATCCA 
>Acinetobacter_baumannii_chr.trna26-MetCAT (2197426-2197502)  Met (CAT) 77 bp  Sc: 91.80 
GGGCCTATAGCTCAGTCGGTTAGAGCAGCGGACTCATAATCCGTTGGTCCACAGTTCGAG 
TCTGTGTGGGCCCACCA 
>Acinetobacter_baumannii_chr.trna55-MetCAT (2997482-2997406)  Met (CAT) 77 bp  Sc: 94.07 



GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_chr.trna56-MetCAT (2985991-2985915)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_chr.trna3-PheGAA (267736-267811)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_chr.trna4-PheGAA (267938-268013)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_chr.trna51-ProTGG (3139107-3139031)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_chr.trna54-ProTGG (3138784-3138708)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_chr.trna5-SerGCT (461314-461404)  Ser (GCT) 91 bp  Sc: 67.25 
GGTGAGGTGGATGAGTGGCTGAAATCACTTCCCTGCTAAGGAAGCATACCTATTACTGGT 
ATCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_chr.trna71-SerGGA (251490-251401)  Ser (GGA) 90 bp  Sc: 64.72 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGTTTACGCGTA 
TCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_chr.trna20-SerTGA (894406-894495)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_chr.trna57-SerTGA (2676155-2676066)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_chr.trna44-ThrGGT (3553328-3553254)  Thr (GGT) 75 bp  Sc: 83.04 
GCTCTTATAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCTCGAGTTCAAATC 
TCGATAAGAGCTCCA 
>Acinetobacter_baumannii_chr.trna41-ThrTGT (3553670-3553595)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_chr.trna72-ThrTGT (238466-238391)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_chr.trna23-TrpCCA (1358618-1358691)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_chr.trna25-TrpCCA (1358869-1358942)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_chr.trna45-TrpCCA (3551839-3551764)  Trp (CCA) 76 bp  Sc: 81.08 
AGGTCAGTAGTTCAATTGGTAGAGCGTCGGTCTCCAAAACCGAATGTTGGGGGTTCGAGT 
CCCTCCTGACCTGCCA 
>Acinetobacter_baumannii_chr.trna42-TyrGTA (3553538-3553455)  Tyr (GTA) 84 bp  Sc: 62.89 
GGTGAGATTCCCGAGCGGCCAAAGGGGGCAGACTGTAACTCTGTTGCGAAAGCTTCGAAG 
GTTCGAATCCTTCTCTCACCACCA 
>Acinetobacter_baumannii_chr.trna21-ValGAC (1127257-1127333)  Val (GAC) 77 bp  Sc: 80.80 
AGGTGTATAGCTCAGTTGGTTAGAGCGCTACGTTGACATCGTAGAGGTCTCCAGTTCGAG 
TCTGGATATACCTACCA 
>Acinetobacter_baumannii_chr.trna14-ValTAC (696887-696962)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_chr.trna17-ValTAC (697209-697284)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_chr.trna19-ValTAC (697467-697542)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna27-AlaGGC (3697006-3697081)  Ala (GGC) 76 bp  Sc: 83.49 
GGGGTCATAGCTCAGTTGGTAGAGCGCTACAATGGCATTGTAGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna2-AlaTGC (195048-195123)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 



CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna40-AlaTGC (3503931-3503856)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna42-AlaTGC (3439549-3439474)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna64-AlaTGC (810449-810374)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna66-AlaTGC (804625-804550)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna36-ArgACG (3531614-3531538)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna37-ArgACG (3531498-3531422)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna38-ArgACG (3527704-3527628)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna18-ArgCCG (2678380-2678456)  Arg (CCG) 77 bp  Sc: 81.26 
GCGCTCGTAGCTCAGTTGGATAGAGTACAGGTTTCCGAAGCCTGGGGTCGTGGGTTCGAT 
CCCCGCCGAGCGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna26-ArgCCT (3204641-3204713)  Arg (CCT) 73 bp  Sc: 67.72 
GCGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACCGACGTGGGTTCGAGT 
CCCGCAGGGCGCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna11-ArgTCT (845536-845612)  Arg (TCT) 77 bp  Sc: 98.82 
GCGCCTGTAGCTCAGTTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCACAGGTTCGAA 
TCCTGTCAGGCGCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna19-AsnGTT (2715729-2715804)  Asn (GTT) 76 bp  Sc: 83.01 
TCTCCAATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTTGGAGAGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna20-AsnGTT (2715813-2715888)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna21-AsnGTT (2716067-2716142)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna22-AsnGTT (2914390-2914465)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna45-AspGTC (3248135-3248059)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna46-AspGTC (3248011-3247935)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna48-AspGTC (3247798-3247722)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna23-CysGCA (3101818-3101891)  Cys (GCA) 74 bp  Sc: 59.57 
GGCGGGGTGGCAGAGTGGTCATGCAGCGGACTGCAACTCCGTGGACGCCGGTTCGATTCC 
GACCTCCGCCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna59-GlnTTG (976105-976031)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna60-GlnTTG (976003-975929)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna61-GlnTTG (975907-975833)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna62-GlnTTG (975740-975666)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 



>Acinetobacter_baumannii_ATCC_17978_chr.trna28-GluTTC (3697107-3697182)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna29-GluTTC (3699871-3699946)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna30-GluTTC (3699975-3700050)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna58-GluTTC (1229719-1229644)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna57-GlyGCC (1446506-1446431)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna69-GlyGCC (149356-149281)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna70-GlyGCC (149235-149160)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna5-GlyTCC (300127-300202)  Gly (TCC) 76 bp  Sc: 91.76 
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC 
CTCGTCTCCCGCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna12-HisGTG (845646-845721)  His (GTG) 76 bp  Sc: 81.86 
GTGGATGTAGCTCAGTTGGTAGAGCCCTGGATTGTGATTCCAGTTGTCGCGGGTTCGAAT 
CCCGTCATTCACCCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna1-IleGAT (194916-194992)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna39-IleGAT (3504063-3503987)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna41-IleGAT (3439681-3439605)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna63-IleGAT (810581-810505)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna65-IleGAT (804757-804681)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna43-LeuCAA (3371509-3371423)  Leu (CAA) 87 bp  Sc: 71.58 
CCCGAGGTGGTGAAATTGGTAGACGCGGCGGACTCAAAATCCGCTGTCAGAGATGACGTG 
TCGGTTCGAGTCCGACCCTCGGGACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna8-LeuGAG (359440-359524)  Leu (GAG) 85 bp  Sc: 59.44 
GCGGTGGTGGTGGAATTGGTAGACACGCTACCTTGAGGTGGTAGTGCTTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTCCGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna24-LeuTAA (3101903-3101988)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna25-LeuTAA (3104049-3104134)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna52-LeuTAG (2601327-2601243)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna54-LeuTAG (2601085-2601001)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna67-LysTTT (433078-433003)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna68-LysTTT (432980-432905)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna9-MetCAT (359567-359643)  Met (CAT) 77 bp  Sc: 82.06 



TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna17-MetCAT (1432695-1432771)  Met (CAT) 77 bp  Sc: 82.10 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCATCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna56-MetCAT (1745378-1745302)  Met (CAT) 77 bp  Sc: 91.80 
GGGCCTATAGCTCAGTCGGTTAGAGCAGCGGACTCATAATCCGTTGGTCCACAGTTCGAG 
TCTGTGTGGGCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna14-MetCAT (988300-988376)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna15-MetCAT (998453-998529)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna33-PheGAA (3727708-3727633)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna34-PheGAA (3727507-3727432)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna10-ProTGG (845403-845479)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna13-ProTGG (845726-845802)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna35-SerGCT (3531715-3531625)  Ser (GCT) 91 bp  Sc: 67.25 
GGTGAGGTGGATGAGTGGCTGAAATCACTTCCCTGCTAAGGAAGCATACCTATTACTGGT 
ATCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna31-SerGGA (3744227-3744316)  Ser (GGA) 90 bp  Sc: 64.72 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGTTTACGCGTA 
TCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna16-SerTGA (1237135-1237224)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna50-SerTGA (3075300-3075211)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna6-ThrGGT (300216-300290)  Thr (GGT) 75 bp  Sc: 83.04 
GCTCTTATAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCTCGAGTTCAAATC 
TCGATAAGAGCTCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna3-ThrTGT (299874-299949)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna32-ThrTGT (3762438-3762513)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna53-TrpCCA (2601186-2601113)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna55-TrpCCA (2600935-2600862)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna7-TrpCCA (301704-301779)  Trp (CCA) 76 bp  Sc: 81.08 
AGGTCAGTAGTTCAATTGGTAGAGCGTCGGTCTCCAAAACCGAATGTTGGGGGTTCGAGT 
CCCTCCTGACCTGCCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna4-TyrGTA (300006-300089)  Tyr (GTA) 84 bp  Sc: 62.89 
GGTGAGATTCCCGAGCGGCCAAAGGGGGCAGACTGTAACTCTGTTGCGAAAGCTTCGAAG 
GTTCGAATCCTTCTCTCACCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna51-ValGAC (2800473-2800397)  Val (GAC) 77 bp  Sc: 82.28 
AGGCGTATAGCTCAGTTGGTTAGAGCGCTACGTTGACATCGTAGAGGTCTCCAGTTCGAG 
TCTGGATATGCCTACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna44-ValTAC (3248235-3248160)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna47-ValTAC (3247913-3247838)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 



CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_ATCC_17978_chr.trna49-ValTAC (3247655-3247580)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna67-AlaGGC (296406-296331)  Ala (GGC) 76 bp  Sc: 83.49 
GGGGTCATAGCTCAGTTGGTAGAGCGCTACAATGGCATTGTAGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna10-AlaTGC (489162-489237)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna12-AlaTGC (521395-521470)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna2-AlaTGC (20043-20118)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna38-AlaTGC (3897509-3897434)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna40-AlaTGC (3731654-3731579)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna50-AlaTGC (3175824-3175749)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna6-ArgACG (461415-461491)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna7-ArgACG (461531-461607)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna8-ArgACG (465383-465459)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna59-ArgCCG (1250422-1250346)  Arg (CCG) 77 bp  Sc: 81.26 
GCGCTCGTAGCTCAGTTGGATAGAGTACAGGTTTCCGAAGCCTGGGGTCGTGGGTTCGAT 
CCCCGCCGAGCGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna66-ArgCCT (738086-738014)  Arg (CCT) 73 bp  Sc: 67.72 
GCGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACCGACGTGGGTTCGAGT 
CCCGCAGGGCGCA 
>Acinetobacter_baumannii_AYE_chr.trna52-ArgTCT (3138974-3138898)  Arg (TCT) 77 bp  Sc: 98.82 
GCGCCTGTAGCTCAGTTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCACAGGTTCGAA 
TCCTGTCAGGCGCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna60-AsnGTT (1213070-1212995)  Asn (GTT) 76 bp  Sc: 77.17 
TCTCCAATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_AYE_chr.trna61-AsnGTT (1211624-1211549)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_AYE_chr.trna62-AsnGTT (1004960-1004885)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_AYE_chr.trna15-AspGTC (696987-697063)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna16-AspGTC (697111-697187)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna18-AspGTC (697324-697400)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna63-CysGCA (857440-857367)  Cys (GCA) 74 bp  Sc: 59.57 
GGCGGGGTGGCAGAGTGGTCATGCAGCGGACTGCAACTCCGTGGACGCCGGTTCGATTCC 
GACCTCCGCCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna29-GlnTTG (3009677-3009751)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 



>Acinetobacter_baumannii_AYE_chr.trna30-GlnTTG (3009779-3009853)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna31-GlnTTG (3009875-3009949)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna32-GlnTTG (3010041-3010115)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna28-GluTTC (2684257-2684332)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_AYE_chr.trna68-GluTTC (296305-296230)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_AYE_chr.trna69-GluTTC (293543-293468)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_AYE_chr.trna70-GluTTC (293439-293364)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_AYE_chr.trna27-GlyGCC (2542259-2542334)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna35-GlyGCC (3776785-3776860)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna36-GlyGCC (3776906-3776981)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna43-GlyTCC (3553417-3553342)  Gly (TCC) 76 bp  Sc: 91.76 
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC 
CTCGTCTCCCGCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna53-HisGTG (3138864-3138789)  His (GTG) 76 bp  Sc: 81.86 
GTGGATGTAGCTCAGTTGGTAGAGCCCTGGATTGTGATTCCAGTTGTCGCGGGTTCGAAT 
CCCGTCATTCACCCCA 
>Acinetobacter_baumannii_AYE_chr.trna1-IleGAT (19911-19987)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna11-IleGAT (521263-521339)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna37-IleGAT (3897641-3897565)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna39-IleGAT (3731786-3731710)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna49-IleGAT (3175956-3175880)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna9-IleGAT (489030-489106)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna13-LeuCAA (548277-548363)  Leu (CAA) 87 bp  Sc: 71.58 
CCCGAGGTGGTGAAATTGGTAGACGCGGCGGACTCAAAATCCGCTGTCAGAGATGACGTG 
TCGGTTCGAGTCCGACCCTCGGGACCA 
>Acinetobacter_baumannii_AYE_chr.trna46-LeuGAG (3496945-3496861)  Leu (GAG) 85 bp  Sc: 59.44 
GCGGTGGTGGTGGAATTGGTAGACACGCTACCTTGAGGTGGTAGTGCTTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTCCGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna64-LeuTAA (857355-857270)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna65-LeuTAA (855210-855125)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna22-LeuTAG (1358479-1358563)  Leu (TAG) 85 bp  Sc: 77.55 



GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna24-LeuTAG (1358719-1358803)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna33-LysTTT (3423128-3423203)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna34-LysTTT (3423226-3423301)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna47-MetCAT (3496818-3496742)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_AYE_chr.trna48-MetCAT (3496652-3496576)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_AYE_chr.trna58-MetCAT (2575189-2575113)  Met (CAT) 77 bp  Sc: 82.10 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCATCCA 
>Acinetobacter_baumannii_AYE_chr.trna26-MetCAT (2197426-2197502)  Met (CAT) 77 bp  Sc: 91.80 
GGGCCTATAGCTCAGTCGGTTAGAGCAGCGGACTCATAATCCGTTGGTCCACAGTTCGAG 
TCTGTGTGGGCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna55-MetCAT (2997482-2997406)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna56-MetCAT (2985991-2985915)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna3-PheGAA (267736-267811)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna4-PheGAA (267938-268013)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna51-ProTGG (3139107-3139031)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_AYE_chr.trna54-ProTGG (3138784-3138708)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_AYE_chr.trna5-SerGCT (461314-461404)  Ser (GCT) 91 bp  Sc: 67.25 
GGTGAGGTGGATGAGTGGCTGAAATCACTTCCCTGCTAAGGAAGCATACCTATTACTGGT 
ATCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna71-SerGGA (251490-251401)  Ser (GGA) 90 bp  Sc: 64.72 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGTTTACGCGTA 
TCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna20-SerTGA (894406-894495)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna57-SerTGA (2676155-2676066)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_AYE_chr.trna44-ThrGGT (3553328-3553254)  Thr (GGT) 75 bp  Sc: 83.04 
GCTCTTATAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCTCGAGTTCAAATC 
TCGATAAGAGCTCCA 
>Acinetobacter_baumannii_AYE_chr.trna41-ThrTGT (3553670-3553595)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna72-ThrTGT (238466-238391)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_AYE_chr.trna23-TrpCCA (1358618-1358691)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna25-TrpCCA (1358869-1358942)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 



TTGATCCTCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna45-TrpCCA (3551839-3551764)  Trp (CCA) 76 bp  Sc: 81.08 
AGGTCAGTAGTTCAATTGGTAGAGCGTCGGTCTCCAAAACCGAATGTTGGGGGTTCGAGT 
CCCTCCTGACCTGCCA 
>Acinetobacter_baumannii_AYE_chr.trna42-TyrGTA (3553538-3553455)  Tyr (GTA) 84 bp  Sc: 62.89 
GGTGAGATTCCCGAGCGGCCAAAGGGGGCAGACTGTAACTCTGTTGCGAAAGCTTCGAAG 
GTTCGAATCCTTCTCTCACCACCA 
>Acinetobacter_baumannii_AYE_chr.trna21-ValGAC (1127257-1127333)  Val (GAC) 77 bp  Sc: 80.80 
AGGTGTATAGCTCAGTTGGTTAGAGCGCTACGTTGACATCGTAGAGGTCTCCAGTTCGAG 
TCTGGATATACCTACCA 
>Acinetobacter_baumannii_AYE_chr.trna14-ValTAC (696887-696962)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna17-ValTAC (697209-697284)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_AYE_chr.trna19-ValTAC (697467-697542)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna59-AlaGGC (260374-260299)  Ala (GGC) 76 bp  Sc: 83.49 
GGGGTCATAGCTCAGTTGGTAGAGCGCTACAATGGCATTGTAGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna11-AlaTGC (452148-452223)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna2-AlaTGC (23290-23365)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna39-AlaTGC (2647651-2647576)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna4-AlaTGC (179597-179672)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna41-AlaTGC (2612405-2612330)  Ala (TGC) 76 bp  Sc: 89.91 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCAGGAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna8-ArgACG (425622-425698)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna9-ArgACG (425738-425814)  Arg (ACG) 77 bp  Sc: 83.63 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna50-ArgCCG (1359894-1359818)  Arg (CCG) 77 bp  Sc: 81.26 
GCGCTCGTAGCTCAGTTGGATAGAGTACAGGTTTCCGAAGCCTGGGGTCGTGGGTTCGAT 
CCCCGCCGAGCGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna58-ArgCCT (655191-655116)  Arg (CCT) 76 bp  Sc: 74.51 
GCGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACCGACGTGGGTTCGAGT 
CCCGCAGGGCGCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna43-ArgTCT (2573769-2573693)  Arg (TCT) 77 bp  Sc: 98.82 
GCGCCTGTAGCTCAGTTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCACAGGTTCGAA 
TCCTGTCAGGCGCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna52-AsnGTT (1092322-1092247)  Asn (GTT) 76 bp  Sc: 83.01 
TCTCCAATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTTGGAGAGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna53-AsnGTT (1092238-1092163)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna54-AsnGTT (888728-888653)  Asn (GTT) 76 bp  Sc: 83.03 
TCTCCCATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCCCTGGTTCGAGC 
CCAGGTGGGAGAGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna14-AspGTC (602326-602402)  Asp (GTC) 77 bp  Sc: 94.40 
GCAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna55-CysGCA (746785-746712)  Cys (GCA) 74 bp  Sc: 59.57 
GGCGGGGTGGCAGAGTGGTCATGCAGCGGACTGCAACTCCGTGGACGCCGGTTCGATTCC 
GACCTCCGCCTCCA 



>Acinetobacter_baumannii_SDF_NC_010400.trna24-GlnTTG (2409753-2409827)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna25-GlnTTG (2409919-2409993)  Gln (TTG) 75 bp  Sc: 68.77 
AGGGGCGTCGCCAAGTGGTAAGGCAGCGGGTTTTGATCCCGCCATCCGTTGGTTCGAATC 
CAGCCGCCCCTGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna51-GluTTC (1271471-1271396)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna60-GluTTC (260273-260198)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna61-GluTTC (257510-257435)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna62-GluTTC (257406-257331)  Glu (TTC) 76 bp  Sc: 56.39 
GTCCCTATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTAGGGACGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna23-GlyGCC (2157296-2157371)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna63-GlyGCC (133032-132957)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna64-GlyGCC (132911-132836)  Gly (GCC) 76 bp  Sc: 90.38 
GCGGGAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna32-GlyTCC (3005698-3005623)  Gly (TCC) 76 bp  Sc: 87.92 
GCGGGAGTAGCTCAGTTGGTAGAGCGGCAGCCTTCCAAGCTGCATGTCGCGAGTTCGATC 
CTCGTCTTCCGCTCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna44-HisGTG (2573659-2573584)  His (GTG) 76 bp  Sc: 81.86 
GTGGATGTAGCTCAGTTGGTAGAGCCCTGGATTGTGATTCCAGTTGTCGCGGGTTCGAAT 
CCCGTCATTCACCCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna1-IleGAT (23158-23234)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna10-IleGAT (452016-452092)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna3-IleGAT (179465-179541)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna38-IleGAT (2647783-2647707)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna40-IleGAT (2612537-2612461)  Ile (GAT) 77 bp  Sc: 98.53 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna12-LeuCAA (478657-478743)  Leu (CAA) 87 bp  Sc: 71.58 
CCCGAGGTGGTGAAATTGGTAGACGCGGCGGACTCAAAATCCGCTGTCAGAGATGACGTG 
TCGGTTCGAGTCCGACCCTCGGGACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna35-LeuGAG (2946230-2946146)  Leu (GAG) 85 bp  Sc: 59.44 
GCGGTGGTGGTGGAATTGGTAGACACGCTACCTTGAGGTGGTAGTGCTTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTCCGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna56-LeuTAA (746700-746615)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna57-LeuTAA (744555-744470)  Leu (TAA) 86 bp  Sc: 70.97 
GCCCGGGTGGTGAAATAGGTAGACACAGGGGATTTAAAATCCCCCGCCCTCAAAGCGTGC 
CGGTTCGAGTCCGGCCCCGGGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna17-LeuTAG (1195182-1195266)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna19-LeuTAG (1195422-1195506)  Leu (TAG) 85 bp  Sc: 77.55 
GGGGGCGTGGCGAAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGTGTAAG 
AGTTCGAGTCTCTTCGCCCCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna26-LysTTT (2868370-2868445)  Lys (TTT) 76 bp  Sc: 92.37 



GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna27-LysTTT (2868468-2868543)  Lys (TTT) 76 bp  Sc: 92.37 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGCGTTCGAGT 
CGCGGACGACCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna36-MetCAT (2946103-2946027)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna37-MetCAT (2945937-2945861)  Met (CAT) 77 bp  Sc: 82.06 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna49-MetCAT (2161475-2161399)  Met (CAT) 77 bp  Sc: 82.10 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCATCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna22-MetCAT (1976784-1976860)  Met (CAT) 77 bp  Sc: 91.80 
GGGCCTATAGCTCAGTCGGTTAGAGCAGCGGACTCATAATCCGTTGGTCCACAGTTCGAG 
TCTGTGTGGGCCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna47-MetCAT (2376531-2376455)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna48-MetCAT (2373845-2373769)  Met (CAT) 77 bp  Sc: 94.07 
GGCTATGTAGCTCAGTTGGTTAGAGCACCGCACTCATAATGCGGGGGTCACAAGTTCAAG 
TCTCGTCATAGCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna5-PheGAA (224675-224750)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna6-PheGAA (224878-224953)  Phe (GAA) 76 bp  Sc: 86.19 
GGCGTGATAGCTCAGTTGGTAGAGCAACGGATTGAAAATCCGTGTGTCCCCAGTTCGATC 
CTGGGTCTCGCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna42-ProTGG (2573902-2573826)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna45-ProTGG (2573579-2573503)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna46-ProTGG (2531166-2531090)  Pro (TGG) 77 bp  Sc: 85.67 
CGGAGCATAGCACAGCCTGGTAGTGCACCTGGTTTGGGACCAGGGGGTCGTAGGTTCGAA 
TCCTACTGCTCCGACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna7-SerGCT (425521-425611)  Ser (GCT) 91 bp  Sc: 67.25 
GGTGAGGTGGATGAGTGGCTGAAATCACTTCCCTGCTAAGGAAGCATACCTATTACTGGT 
ATCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna28-SerGGA (3095851-3095940)  Ser (GGA) 90 bp  Sc: 64.72 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGTTTACGCGTA 
TCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna21-SerTGA (1280438-1280527)  Ser (TGA) 90 bp  Sc: 65.75 
GGAAGCGTGGCAGAGCGGTTTAATGCACCGGTCTTGAAAACCGACGAGGGTGTGAGTCCT 
CCGTGAGTTCGAATCTCACCGCTTCCGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna33-ThrGGT (3005609-3005535)  Thr (GGT) 75 bp  Sc: 83.04 
GCTCTTATAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCTCGAGTTCAAATC 
TCGATAAGAGCTCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna29-ThrTGT (3111646-3111721)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna30-ThrTGT (3005951-3005876)  Thr (TGT) 76 bp  Sc: 94.17 
GCCGGCATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCACAGTTCGAAT 
CCGTGTGCCGGCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna18-TrpCCA (1195321-1195394)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna20-TrpCCA (1195572-1195645)  Trp (CCA) 74 bp  Sc: 62.59 
AGAGGATTGGTGTAATGGTAGCATGACGGTCTCCAAAACCGTTCGTCAAGGTTCGAGTCC 
TTGATCCTCTGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna34-TrpCCA (3004122-3004047)  Trp (CCA) 76 bp  Sc: 81.08 
AGGTCAGTAGTTCAATTGGTAGAGCGTCGGTCTCCAAAACCGAATGTTGGGGGTTCGAGT 
CCCTCCTGACCTGCCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna31-TyrGTA (3005819-3005736)  Tyr (GTA) 84 bp  Sc: 62.89 
GGTGAGATTCCCGAGCGGCCAAAGGGGGCAGACTGTAACTCTGTTGCGAAAGCTTCGAAG 



GTTCGAATCCTTCTCTCACCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna16-ValGAC (1058319-1058395)  Val (GAC) 77 bp  Sc: 82.28 
AGGCGTATAGCTCAGTTGGTTAGAGCGCTACGTTGACATCGTAGAGGTCTCCAGTTCGAG 
TCTGGATATGCCTACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna13-ValTAC (602211-602286)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Acinetobacter_baumannii_SDF_NC_010400.trna15-ValTAC (602469-602544)  Val (TAC) 76 bp  Sc: 97.11 
GGGCGCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACAAGCAGAATGTCGGCGGTTCGATC 
CCGTCAGCGCCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna12-AlaGGC (1417314-1417389)  Ala (GGC) 76 bp  Sc: 85.98 
GGGGATATAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGTCGGTTCGATC 
CCGATTATCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna2-AlaTGC (69678-69753)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna20-AlaTGC (2028848-2028923)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna27-AlaTGC (1834087-1834012)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna39-AlaTGC (1531068-1530993)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna41-ArgACG (1521096-1521020)  Arg (ACG) 77 bp  Sc: 86.34 
GCACCCGTAGCTCAGCTGGATAGAGTACTCGGCTACGAACCGAGCGGTCAGAGGTTCGAA 
TCCTCTCGGGTGCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna42-ArgACG (1520947-1520871)  Arg (ACG) 77 bp  Sc: 86.34 
GCACCCGTAGCTCAGCTGGATAGAGTACTCGGCTACGAACCGAGCGGTCAGAGGTTCGAA 
TCCTCTCGGGTGCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna28-ArgCCG (1724602-1724526)  Arg (CCG) 77 bp  Sc: 85.75 
GCGTTCGTAGCTCAGTTGGATAGAGCGTTGGCCTCCGGAGCCAAAGGTCGCAAGTTCGAA 
TCTTGTCGAGCGCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna60-ArgTCT (1004801-1004725)  Arg (TCT) 77 bp  Sc: 91.33 
GCGCCCTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGTCAAAGGTTCGAA 
TCCTTTAGGGCGTGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna16-AsnGTT (1938754-1938829)  Asn (GTT) 76 bp  Sc: 82.59 
TCCTCCTTAGTTCAGTCGGTAGAACGGTGGACTGTTAATCCATATGTCGCAGGTTCGAGT 
CCCGCAGGAGGAGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna18-AsnGTT (1939043-1939118)  Asn (GTT) 76 bp  Sc: 82.59 
TCCTCCTTAGTTCAGTCGGTAGAACGGTGGACTGTTAATCCATATGTCGCAGGTTCGAGT 
CCCGCAGGAGGAGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna6-AsnGTT (350988-351063)  Asn (GTT) 76 bp  Sc: 82.59 
TCCTCCTTAGTTCAGTCGGTAGAACGGTGGACTGTTAATCCATATGTCGCAGGTTCGAGT 
CCCGCAGGAGGAGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna49-AspGTC (1422132-1422056)  Asp (GTC) 77 bp  Sc: 89.09 
GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna32-AspGTC (1718815-1718739)  Asp (GTC) 77 bp  Sc: 91.98 
GGAGCGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCGTTCCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna50-AspGTC (1422014-1421938)  Asp (GTC) 77 bp  Sc: 91.98 
GGAGCGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCGTTCCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna62-CysGCA (847105-847032)  Cys (GCA) 74 bp  Sc: 53.55 
GGCGTGTTAGCAAAGCGGTTATGCACTGGATTGCAAATCCATGTAGATCGGTTCGACTCC 
GGTACACGCCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna57-GlnTTG (1280880-1280806)  Gln (TTG) 75 bp  Sc: 65.69 
TGGGGTATCGCCAAGCGGTAAGGCACCGGGTTTTGATCTCGGCATCCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna58-GlnTTG (1280757-1280683)  Gln (TTG) 75 bp  Sc: 65.69 
TGGGGTATCGCCAAGCGGTAAGGCACCGGGTTTTGATCTCGGCATCCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna5-GluTTC (283371-283447)  Glu (TTC) 77 bp  Sc: 32.17 
GTCCATCGTCTAGCTCAGGCCTGGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAA 
TCCCCGTGGGGACGCCA 



>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna31-GluTTC (1722422-1722347)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna43-GlyGCC (1492267-1492192)  Gly (GCC) 76 bp  Sc: 91.37 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna45-GlyGCC (1492067-1491992)  Gly (GCC) 76 bp  Sc: 91.37 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna48-GlyGCC (1491717-1491642)  Gly (GCC) 76 bp  Sc: 91.37 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAAC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna61-GlyGCC (847198-847123)  Gly (GCC) 76 bp  Sc: 91.37 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna36-GlyTCC (1690474-1690400)  Gly (TCC) 75 bp  Sc: 63.54 
GCGGGCATCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGCGGGTTCGATTC 
CCGCTGCCCGCTCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna29-HisGTG (1724495-1724420)  His (GTG) 76 bp  Sc: 83.36 
GTGGCTATAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGTGAGTTCGAGT 
CTCATTAGCCACCCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna38-IleGAT (1531196-1531120)  Ile (GAT) 77 bp  Sc: 89.12 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCAATCAGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna1-IleGAT (69550-69626)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna19-IleGAT (2028720-2028796)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna26-IleGAT (1834215-1834139)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna4-IleGAT (283247-283323)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna11-LeuCAA (907849-907934)  Leu (CAA) 86 bp  Sc: 73.70 
GCCAGTGTGGCGAAATCGGTAGACGCAGCGGATTCAAAATCCGCCGTTGAATAAACGTGT 
CGGTTCGAGTCCGACCACTGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna63-LeuGAG (813142-813057)  Leu (GAG) 86 bp  Sc: 56.99 
GCTCTGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGTCCATAGGATGTGC 
GAGTTCGAGTCTCGCCCAGAGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna44-LeuTAA (1492180-1492094)  Leu (TAA) 87 bp  Sc: 73.83 
GCCCGAGTGGCGGAATCGGTAGACGCAAGGGATTTAAAATCCCTCGCCTTTCGGGGCGTG 
CCAGTTCAAGTCTGGCCTCGGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna46-LeuTAA (1491969-1491883)  Leu (TAA) 87 bp  Sc: 73.83 
GCCCGAGTGGCGGAATCGGTAGACGCAAGGGATTTAAAATCCCTCGCCTTTCGGGGCGTG 
CCAGTTCAAGTCTGGCCTCGGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna47-LeuTAA (1491850-1491764)  Leu (TAA) 87 bp  Sc: 73.83 
GCCCGAGTGGCGGAATCGGTAGACGCAAGGGATTTAAAATCCCTCGCCTTTCGGGGCGTG 
CCAGTTCAAGTCTGGCCTCGGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna56-LeuTAG (1280990-1280906)  Leu (TAG) 85 bp  Sc: 72.50 
GCGGGAATGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGCCGTGAGGTGTGTG 
GGTTCAAGTCCCTCTTCCCGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna23-LysTTT (2003452-2003377)  Lys (TTT) 76 bp  Sc: 83.10 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGTCTTTTAATCCGTTGGTCGAAGGTTAGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna24-LysTTT (2003353-2003278)  Lys (TTT) 76 bp  Sc: 97.43 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAAGGTTCGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna25-LysTTT (2003243-2003168)  Lys (TTT) 76 bp  Sc: 97.43 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAAGGTTCGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna10-MetCAT (905935-906011)  Met (CAT) 77 bp  Sc: 83.87 
CGCGGGGTGGAGCAGCTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna8-MetCAT (681139-681215)  Met (CAT) 77 bp  Sc: 83.87 



CGCGGGGTGGAGCAGCTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna7-MetCAT (495149-495225)  Met (CAT) 77 bp  Sc: 86.41 
CCCCCCTTAGCTCAGTCGGTTAGAGCAGGCGACTCATAATCGCTTGGTCACTGGTTCAAG 
TCCGGTAGGGGGGACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna55-MetCAT (1281070-1280994)  Met (CAT) 77 bp  Sc: 91.65 
GGCTACATAGCTCAGCTGGTTAGAGCACAACACTCATAATGTTGGGGTCGCAAGTTCGAA 
TCTCGCTGTAGCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna17-PheGAA (1938962-1939037)  Phe (GAA) 76 bp  Sc: 80.10 
GCCTCGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGTTGGTTCGATT 
CCGCCTCGAGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna15-PheGAA (1938673-1938748)  Phe (GAA) 76 bp  Sc: 85.75 
GCCTCGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCGAGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna30-ProTGG (1724391-1724315)  Pro (TGG) 77 bp  Sc: 90.87 
CGGCGAGTAGCGCAGCTTGGTAGCGCAACTGGTTTGGGACCAGTGGGTCGTAGGTTCAAA 
TCCTATCTCGCCGACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna59-ProTGG (1004921-1004845)  Pro (TGG) 77 bp  Sc: 90.87 
CGGCGAGTAGCGCAGCTTGGTAGCGCAACTGGTTTGGGACCAGTGGGTCGTAGGTTCAAA 
TCCTATCTCGCCGACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna14-SeC(p)TCA (1749469-1749559)  SeC(p) (TCA) 91 bp  Sc: 
68.95 
GGAAGCGAGTCATCTCCGGTGAGGTGGCAGGACTTCAAATCCTGTTGAGGACGCCAGCGT 
TCTTGGGTGGGTTCGACTCCCATTCGCTTCC 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna40-SerGCT (1521204-1521110)  Ser (GCT) 95 bp  Sc: 74.07 
GGTGAGATGGCCGAGCAGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATAGGGTTCAAAAG 
CTCTATCGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna3-SerGGA (256948-257037)  Ser (GGA) 90 bp  Sc: 69.67 
GGTGAGATGTCCGAGTGGTTGAAGGAGCACGCCTGGAAAGCGTGTATATGCGAAAGTGTA 
TCGGGGGTTCGAATCCCCCTCTCACCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna21-SerTGA (2175149-2175238)  Ser (TGA) 90 bp  Sc: 71.65 
GGAGGAATGGTCGAGTGGTTGAAGGCACCGGTCTTGAAAACCGGCGAGGGTTTACGCCCT 
CCGTGAGTTCGAATCTCACTTCCTCCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna22-SerTGA (2175322-2175411)  Ser (TGA) 90 bp  Sc: 71.65 
GGAGGAATGGTCGAGTGGTTGAAGGCACCGGTCTTGAAAACCGGCGAGGGTTTACGCCCT 
CCGTGAGTTCGAATCTCACTTCCTCCGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna37-ThrGGT (1690396-1690321)  Thr (GGT) 76 bp  Sc: 96.44 
GCTGATATAGCTCAGTTGGTAGAGCGCACCCTTGGTAAGGGTGAGGTCGGCGGTTCAAAT 
CCGCCTATCAGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna13-ThrTGT (1661939-1662014)  Thr (TGT) 76 bp  Sc: 91.83 
GCCGACTTAGCTCAGTAGGTAGAGCAACTGACTTGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTAGTCGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna34-ThrTGT (1690715-1690640)  Thr (TGT) 76 bp  Sc: 91.83 
GCCGACTTAGCTCAGTAGGTAGAGCAACTGACTTGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTAGTCGGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna33-TrpCCA (1718689-1718614)  Trp (CCA) 76 bp  Sc: 79.69 
AGGGGCGTAGTTCAATTGGTAGAGCACCGGTCTCCAAAACCGGGTGTTGGGAGTTCGAGC 
CTCTCCGCCCCTGCCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna35-TyrGTA (1690603-1690519)  Tyr (GTA) 85 bp  Sc: 68.41 
GGAGGGATTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCTGTTGGCTCAGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna9-ValGAC (835398-835474)  Val (GAC) 77 bp  Sc: 90.13 
GCGACTATAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCACTGGTTCGAG 
TCCAGCTAGTCGCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna51-ValTAC (1415621-1415546)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna52-ValTAC (1415497-1415422)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna53-ValTAC (1415371-1415296)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_pleuropneumoniae_serovar_3_JL03_chr.trna54-ValTAC (1415245-1415170)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna49-AlaGGC (613607-613532)  Ala (GGC) 76 bp  Sc: 85.98 



GGGGATATAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGTCGGTTCGATC 
CCGATTATCTCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna17-AlaTGC (1132316-1132391)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna52-AlaTGC (322736-322661)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna58-AlaTGC (37440-37365)  Ala (TGC) 76 bp  Sc: 93.20 
GGGGATATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTTATCTCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna9-ArgACG (742943-743019)  Arg (ACG) 77 bp  Sc: 85.94 
GCACCCGTAGCTCAGCTGGATAGAGTACTCGGCTACGAACCGAGCGGTCAAAGGTTCGAA 
TCCTTTCGGGTGCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna8-ArgACG (742800-742876)  Arg (ACG) 77 bp  Sc: 86.34 
GCACCCGTAGCTCAGCTGGATAGAGTACTCGGCTACGAACCGAGCGGTCAGAGGTTCGAA 
TCCTCTCGGGTGCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna13-ArgCCG (1130125-1130201)  Arg (CCG) 77 bp  Sc: 89.40 
GCGCTCGTAGCTCAGTTGGATAGAGCGTTGGCCTCCGGAGCCAAAGGTCGCAAGTTCGAA 
TCTTGTCGAGCGCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna47-ArgTCT (821230-821154)  Arg (TCT) 77 bp  Sc: 91.33 
GCGCCCTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGTCAAAGGTTCGAA 
TCCTTTAGGGCGTGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna24-AsnGTT (1206949-1207024)  Asn (GTT) 76 bp  Sc: 82.59 
TCCTCCTTAGTTCAGTCGGTAGAACGGTGGACTGTTAATCCATATGTCGCAGGTTCGAGT 
CCCGCAGGAGGAGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna3-AsnGTT (596506-596581)  Asn (GTT) 76 bp  Sc: 82.59 
TCCTCCTTAGTTCAGTCGGTAGAACGGTGGACTGTTAATCCATATGTCGCAGGTTCGAGT 
CCCGCAGGAGGAGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna44-AspGTC (938374-938298)  Asp (GTC) 77 bp  Sc: 89.09 
GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna45-AspGTC (938263-938187)  Asp (GTC) 77 bp  Sc: 89.09 
GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna59-AspGTC (33678-33602)  Asp (GTC) 77 bp  Sc: 89.09 
GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna32-CysGCA (2030564-2030637)  Cys (GCA) 74 bp  Sc: 52.06 
GGCGTGTTAGCAAAGCGGTTATGCACTGGATTGCAAATCCATGTAGCTCGGTTCGACTCC 
GGGACACGCCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna23-GlnCTG (1202915-1202989)  Gln (CTG) 75 bp  Sc: 73.78 
TGGGGTATCGCCAAGCGGTAAGGCACTGGATTCTGATTCCAGCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna21-GlnTTG (1202681-1202755)  Gln (TTG) 75 bp  Sc: 68.96 
TGGGGTATCGCCAAGCGGTAAGGCACTGGGTTTTGATCTCAGCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna22-GlnTTG (1202798-1202872)  Gln (TTG) 75 bp  Sc: 68.96 
TGGGGTATCGCCAAGCGGTAAGGCACTGGGTTTTGATCTCAGCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna1-GluTTC (564543-564618)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna10-GluTTC (913168-913243)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna18-GluTTC (1182183-1182258)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna28-GlyGCC (1922674-1922749)  Gly (GCC) 76 bp  Sc: 92.69 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna30-GlyGCC (2030325-2030400)  Gly (GCC) 76 bp  Sc: 92.69 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC 
CTCGTTTCCCGCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna41-GlyGCC (1071701-1071626)  Gly (GCC) 76 bp  Sc: 92.69 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGC 



CTCGTTTCCCGCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna55-GlyTCC (112045-111971)  Gly (TCC) 75 bp  Sc: 63.54 
GCGGGCATCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGCGGGTTCGATTC 
CCGCTGCCCGCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna14-HisGTG (1130231-1130306)  His (GTG) 76 bp  Sc: 82.05 
GTGGCTATAGCTCAGTTGGTAGAGCCCTGGATTGTGATTCCAGTTGTCGTGAGTTCGAGT 
CTCATTAGCCACCCCA 
>Actinobacillus_succinogenes_130Z_chr.trna16-IleGAT (1132169-1132245)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna51-IleGAT (322883-322807)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna57-IleGAT (37587-37511)  Ile (GAT) 77 bp  Sc: 94.77 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna11-LeuCAA (1024112-1024198)  Leu (CAA) 87 bp  Sc: 74.45 
GCCTGGGTGGCGAAATTGGTAGACGCAGCGGATTCAAAATCCGCCGCCTTTGCGGGTGTG 
TCGGTTCGAGTCCGACCCTAGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna38-LeuCAG (1657325-1657240)  Leu (CAG) 86 bp  Sc: 63.77 
GCTTCGATGGTGGAATTGGTAGACACGCTGTCTTCAGGTGGCAGTGTCCTTAGGATGTGC 
GAGTTCGAGTCTCGCTCGAAGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna27-LeuGAG (1876119-1876204)  Leu (GAG) 86 bp  Sc: 56.69 
GCTCTGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGACCGAAGGTCGTGC 
GAGTTCAAGTCTCGCCCAGAGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna29-LeuTAA (1922779-1922865)  Leu (TAA) 87 bp  Sc: 73.83 
GCCCGAGTGGCGGAATCGGTAGACGCAAGGGATTTAAAATCCCTCGCCTTTCGGGGCGTG 
CCAGTTCAAGTCTGGCCTCGGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna31-LeuTAA (2030418-2030504)  Leu (TAA) 87 bp  Sc: 75.15 
GCCCGAGTGGCGGAATCGGTAGACGCAAGGGATTTAAAATCCCTCGCCTTTCGAGGCGTG 
CCAGTTCAAGTCTGGCCTCGGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna20-LeuTAG (1202570-1202652)  Leu (TAG) 83 bp  Sc: 71.55 
GCGGAAGTGGCGAAATTGGTAGACGCACCGGATTTAGGTTCCGGCGCTTGTGCGTGTGGG 
TTCAAGTCCCTCCTTCCGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna26-LysCTT (1523540-1523614)  Lys (CTT) 75 bp  Sc: 82.30 
GGGTCGTTAGCTTAGTGGTAGAGCTGCGGACTCTTAATCCGTCGGTCGAGCGTTCGAATC 
GCTCACGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna40-LysTTT (1365236-1365161)  Lys (TTT) 76 bp  Sc: 71.48 
GGGCGCATAGCTCAACTGGTAGAGCGGCAGACTTTTAATCTGAGGGATAATGGTTCGAGT 
CCATCTGCGCGCTCCA 
>Actinobacillus_succinogenes_130Z_chr.trna35-LysTTT (1969277-1969202)  Lys (TTT) 76 bp  Sc: 97.43 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAAGGTTCGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna36-LysTTT (1969172-1969097)  Lys (TTT) 76 bp  Sc: 97.43 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAAGGTTCGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna37-LysTTT (1969068-1968993)  Lys (TTT) 76 bp  Sc: 97.43 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAAGGTTCGAAT 
CCTTCACGACCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna25-MetCAT (1242492-1242568)  Met (CAT) 77 bp  Sc: 83.87 
CGCGGGGTGGAGCAGCTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Actinobacillus_succinogenes_130Z_chr.trna42-MetCAT (998864-998788)  Met (CAT) 77 bp  Sc: 83.87 
CGCGGGGTGGAGCAGCTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Actinobacillus_succinogenes_130Z_chr.trna34-MetCAT (2211865-2211790)  Met (CAT) 76 bp  Sc: 88.53 
GCCCCCATAGCTCAGCGGTCAGAGCAGACGACTCATAATCGTTTGGTCGCTGGTTCAAAC 
CCAGCTGGGGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna19-MetCAT (1202474-1202550)  Met (CAT) 77 bp  Sc: 95.27 
GGCTACGTAGCTCAGTTGGTTAGAGCACAACACTCATAATGTTGGGGTCACAGGTTCGAA 
TCCCGTCGTAGCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna2-PheGAA (596425-596500)  Phe (GAA) 76 bp  Sc: 85.75 
GCCTCGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCGAGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna15-ProTGG (1130328-1130404)  Pro (TGG) 77 bp  Sc: 90.87 
CGGCGAGTAGCGCAGCTTGGTAGCGCAACTGGTTTGGGACCAGTGGGTCGTAGGTTCAAA 
TCCTATCTCGCCGACCA 



>Actinobacillus_succinogenes_130Z_chr.trna46-ProTGG (821359-821283)  Pro (TGG) 77 bp  Sc: 90.87 
CGGCGAGTAGCGCAGCTTGGTAGCGCAACTGGTTTGGGACCAGTGGGTCGTAGGTTCAAA 
TCCTATCTCGCCGACCA 
>Actinobacillus_succinogenes_130Z_chr.trna50-SeC(p)TCA (334422-334332)  SeC(p) (TCA) 91 bp  Sc: 71.65 
GGAAGGTCGTCGTCTCCGGTGAGGCGGCAGGATTTCAAATCCTGTTGAGGACGCCAGCGT 
TCTTGGGTGGGTTCGACTCCCATGACCTTCC 
>Actinobacillus_succinogenes_130Z_chr.trna7-SerGCT (742664-742757)  Ser (GCT) 94 bp  Sc: 73.33 
GGTGAGATGGCCGAGCTGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATGGGGTCAAAAAC 
TCCATCGAGGGTTCGAATCCCTCTTTCACCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna33-SerGGA (2261328-2261239)  Ser (GGA) 90 bp  Sc: 74.47 
GGTGAGATGTCCGAGTGGTTGAAGGAGCACGCCTGGAAAGCGTGTATACGGGAAACTGTA 
TCGGGGGTTCGAATCCCCCTCTCACCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna12-SerTGA (1083338-1083427)  Ser (TGA) 90 bp  Sc: 69.05 
GGAGGAATGGCAGAGCGGTTGAATGCACCGGTCTTGAAAACCGGCGAGGGTGCGAGCCCT 
CCCTGAGTTCGAATCTCAGTTCCTCCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna43-SerTGA (973721-973632)  Ser (TGA) 90 bp  Sc: 69.05 
GGAGGAATGGCAGAGCGGTTGAATGCACCGGTCTTGAAAACCGGCGAGGGTGCGAGCCCT 
CCCTGAGTTCGAATCTCAGTTCCTCCGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna48-ThrCGT (769262-769187)  Thr (CGT) 76 bp  Sc: 94.34 
GCCGACTTAGCTCAGTCGGTAGAGCAACTGATTCGTAATCAGTAGGTCGTCAGTTCGATT 
CTGATAGTCGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna56-ThrGGT (111966-111891)  Thr (GGT) 76 bp  Sc: 96.44 
GCTGATATAGCTCAGTTGGTAGAGCGCACCCTTGGTAAGGGTGAGGTCGGCGGTTCAAAT 
CCGCCTATCAGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna53-ThrTGT (112269-112194)  Thr (TGT) 76 bp  Sc: 90.20 
GCCGACTTAGCTCAGTAGGTAGAGCAACTGACTTGTAATCAGTAGGTCATCAGTTCGATT 
CCGATAGTCGGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna60-TrpCCA (33583-33508)  Trp (CCA) 76 bp  Sc: 79.69 
AGGGGCGTAGTTCAATTGGTAGAGCACCGGTCTCCAAAACCGGGTGTTGGGAGTTCGAGC 
CTCTCCGCCCCTGCCA 
>Actinobacillus_succinogenes_130Z_chr.trna54-TyrGTA (112166-112082)  Tyr (GTA) 85 bp  Sc: 65.61 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCTGTTGGCTCAGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna39-ValGAC (1582794-1582718)  Val (GAC) 77 bp  Sc: 90.13 
GCGACTATAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCACTGGTTCGAG 
TCCAGCTAGTCGCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna4-ValTAC (615299-615374)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna5-ValTAC (615426-615501)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Actinobacillus_succinogenes_130Z_chr.trna6-ValTAC (615616-615691)  Val (TAC) 76 bp  Sc: 90.00 
GGGCGATTAGCTCAGTTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGA 
CCGGTATCGCCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna88-AlaGGC (3876267-3876192)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna89-AlaGGC (3876163-3876088)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna90-AlaGGC (3876024-3875949)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna91-AlaGGC (3875900-3875825)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna92-AlaGGC (3875790-3875715)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna50-AlaTGC (4452741-4452666)  Ala (TGC) 76 bp  Sc: 88.77 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna53-AlaTGC (4369719-4369644)  Ala (TGC) 76 bp  Sc: 88.77 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna9-AlaTGC (216610-216685)  Ala (TGC) 76 bp  Sc: 88.77 



GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna59-ArgACG (4142172-4142096)  Arg (ACG) 77 bp  Sc: 91.00 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAA 
TCCTCTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna60-ArgACG (4141996-4141920)  Arg (ACG) 77 bp  Sc: 91.00 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAA 
TCCTCTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna61-ArgACG (4141893-4141817)  Arg (ACG) 77 bp  Sc: 91.00 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAA 
TCCTCTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna62-ArgACG (4141788-4141712)  Arg (ACG) 77 bp  Sc: 91.00 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAA 
TCCTCTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna63-ArgACG (4141683-4141607)  Arg (ACG) 77 bp  Sc: 91.00 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAA 
TCCTCTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna1-ArgCCG (29246-29322)  Arg (CCG) 77 bp  Sc: 95.23 
GCGCCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGGAGGCAGAGGTCACAGGTTCGAA 
TCCTGTCGGGCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna125-ArgCCT (1187103-1187027)  Arg (CCT) 77 bp  Sc: 79.52 
GCTCCCGTAGCTCAGTAGGATAGAGCGGTCCCCTCCTAAGGGACAGGCCACTGGTTCGAC 
TCCAGTCGGGAGCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna119-ArgTCT (2027039-2026963)  Arg (TCT) 77 bp  Sc: 97.39 
GCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCGCAGGTTCGAA 
TCCTGCAGGGCGCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna22-AsnGTT (2829543-2829618)  Asn (GTT) 76 bp  Sc: 85.17 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTAGGAGGAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna36-AsnGTT (3894450-3894525)  Asn (GTT) 76 bp  Sc: 85.17 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTAGGAGGAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna57-AsnGTT (4268596-4268521)  Asn (GTT) 76 bp  Sc: 85.17 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTAGGAGGAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna23-AsnGTT (2829621-2829696)  Asn (GTT) 76 bp  Sc: 85.53 
TCCCTCGTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACAGGTTCAAGT 
CCTGTCGAGGGAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna20-AsnGTT (2702867-2702942)  Asn (GTT) 76 bp  Sc: 87.36 
TCCCCCGTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTCGGGGGAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna12-AspGTC (355180-355256)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna14-AspGTC (809122-809198)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna43-AspGTC (4697596-4697520)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna51-AspGTC (4449246-4449170)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna100-CysGCA (3111351-3111278)  Cys (GCA) 74 bp  Sc: 53.70 
GGCGCGTTAGCAAAGCGGTTATGCAGCGGATTGCAAATCCGTTTAGTCCGGTTCGACTCC 
GGAACGTGCCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna96-CysGCA (3487523-3487450)  Cys (GCA) 74 bp  Sc: 53.70 
GGCGCGTTAGCAAAGCGGTTATGCAGCGGATTGCAAATCCGTTTAGTCCGGTTCGACTCC 
GGAACGTGCCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna29-GlnTTG (3572241-3572315)  Gln (TTG) 75 bp  Sc: 61.93 
TGGGGCATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATACCTAGGTTCGAATC 
CTAGTGCCCCAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna32-GlnTTG (3572592-3572666)  Gln (TTG) 75 bp  Sc: 61.93 
TGGGGCATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATACCTAGGTTCGAATC 
CTAGTGCCCCAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna28-GlnTTG (3572020-3572094)  Gln (TTG) 75 bp  Sc: 62.85 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATCCCTAGGTTCGAATC 



CTAGTACCCCAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna30-GlnTTG (3572357-3572431)  Gln (TTG) 75 bp  Sc: 62.85 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATCCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna26-GlnTTG (3566154-3566228)  Gln (TTG) 75 bp  Sc: 67.44 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna11-GluTTC (351690-351765)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna13-GluTTC (805590-805665)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna16-GluTTC (934767-934842)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna42-GluTTC (4701129-4701054)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna5-GluTTC (86944-87019)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna7-GluTTC (165116-165191)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna79-GluTTC (3955008-3954933)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna97-GlyCCC (3414662-3414589)  Gly (CCC) 74 bp  Sc: 74.92 
GCGGGTGTAGTTCAATGGTAGAACGGTAGCTTCCCAAGCTGCATACGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna80-GlyGCC (3882630-3882555)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna81-GlyGCC (3882529-3882454)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna82-GlyGCC (3882420-3882345)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna83-GlyGCC (3882320-3882245)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna84-GlyGCC (3882220-3882145)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna85-GlyGCC (3882120-3882045)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna86-GlyGCC (3882020-3881945)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna95-GlyGCC (3487654-3487579)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna99-GlyGCC (3111461-3111386)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna47-GlyTCC (4476138-4476064)  Gly (TCC) 75 bp  Sc: 64.85 
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC 
CCGCTGCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna98-GlyTCC (3414494-3414420)  Gly (TCC) 75 bp  Sc: 64.85 
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC 
CCGCTGCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna120-HisGTG (2026913-2026838)  His (GTG) 76 bp  Sc: 80.26 
GTGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 



>Aeromonas_hydrophila_ATCC_7966_chr.trna2-HisGTG (29373-29448)  His (GTG) 76 bp  Sc: 80.26 
GTGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna49-IleGAT (4452828-4452752)  Ile (GAT) 77 bp  Sc: 95.89 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna52-IleGAT (4369806-4369730)  Ile (GAT) 77 bp  Sc: 95.89 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna8-IleGAT (216523-216599)  Ile (GAT) 77 bp  Sc: 95.89 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna64-LeuCAA (4129749-4129664)  Leu (CAA) 86 bp  Sc: 75.64 
GCCCGGGTGGCGAAATCGGTAGACGCAGCGGATTCAAAATCCGCCGGTGAATAACCGTGT 
CGGTTCGAGTCCGACCCCGGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna37-LeuCAG (4234485-4234570)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna39-LeuCAG (4234756-4234841)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna41-LeuCAG (4235044-4235129)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna3-LeuCAG (29469-29554)  Leu (CAG) 86 bp  Sc: 67.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCCGGGTGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna38-LeuCAG (4234626-4234711)  Leu (CAG) 86 bp  Sc: 67.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCCGGGTGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna40-LeuCAG (4234887-4234972)  Leu (CAG) 86 bp  Sc: 67.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCCGGGTGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna93-LeuGAG (3727685-3727601)  Leu (GAG) 85 bp  Sc: 61.40 
GCCGTGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGCTCTAGGGTGTGCG 
GGTTCGAGTCCCGCCCACGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna101-LeuTAA (3111236-3111150)  Leu (TAA) 87 bp  Sc: 75.24 
GCCCGAGTGGTGAAATCGGTAGACACAAGGGATTTAAAATCCCTCGACGTTCGCGTCGTG 
CCGGTTCGATTCCGGCCTCGGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna34-LeuTAG (3572788-3572871)  Leu (TAG) 84 bp  Sc: 78.55 
GCGGAAGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGCCCTAGGCGTGAGA 
GTTCGAGTCTCTCCTTCCGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna67-LysCTT (4069641-4069566)  Lys (CTT) 76 bp  Sc: 91.87 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTCTTAATCAATTGGTCGTAGGTTCGATC 
CCTACACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna65-LysTTT (4069872-4069797)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna69-LysTTT (4069445-4069370)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna71-LysTTT (4069254-4069179)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna73-LysTTT (4069062-4068987)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna75-LysTTT (4068871-4068796)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna77-LysTTT (4068680-4068605)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna104-MetCAT (2640467-2640391)  Met (CAT) 77 bp  Sc: 81.80 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna94-MetCAT (3727508-3727432)  Met (CAT) 77 bp  Sc: 84.66 



CGCGGGGTGGAGCAGCATGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna105-MetCAT (2640298-2640222)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna106-MetCAT (2640125-2640049)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna107-MetCAT (2639952-2639876)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna108-MetCAT (2639779-2639703)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna109-MetCAT (2639606-2639530)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna110-MetCAT (2639433-2639357)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna111-MetCAT (2639259-2639183)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna15-MetCAT (897169-897245)  Met (CAT) 77 bp  Sc: 90.81 
GGCCCCTTAGCTCAGTTGGTCAGAGCAGTCGACTCATAATCGATTGGTCGTGGGTTCAAG 
TCCCCCAGGGGCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna27-MetCAT (3571935-3572011)  Met (CAT) 77 bp  Sc: 93.33 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGGGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna31-MetCAT (3572470-3572546)  Met (CAT) 77 bp  Sc: 93.33 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGGGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna33-MetCAT (3572703-3572779)  Met (CAT) 77 bp  Sc: 93.33 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGGGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna35-PheGAA (3894370-3894445)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna54-PheGAA (4268924-4268849)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna56-PheGAA (4268717-4268642)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna44-ProCGG (4579934-4579858)  Pro (CGG) 77 bp  Sc: 89.45 
CGGTGTGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna24-ProGGG (2900868-2900944)  Pro (GGG) 77 bp  Sc: 74.34 
CGGTGTGTAGCGCAGCCAGGTAGCGCATCTGCATGGGGTGTAGAGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna25-ProGGG (3162154-3162230)  Pro (GGG) 77 bp  Sc: 74.34 
CGGTGTGTAGCGCAGCCAGGTAGCGCATCTGCATGGGGTGTAGAGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna118-ProTGG (2027152-2027076)  Pro (TGG) 77 bp  Sc: 86.34 
CGGTGATTAGCGCAGCCCGGTAGCGCATCTGGTTTGGGACCAGAGGGTCAAAGGTTCGAA 
TCCTTTATCACCGACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna4-ProTGG (29628-29704)  Pro (TGG) 77 bp  Sc: 86.34 
CGGTGATTAGCGCAGCCCGGTAGCGCATCTGGTTTGGGACCAGAGGGTCAAAGGTTCGAA 
TCCTTTATCACCGACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna115-ValGAC (2322902-2322825)  Val (GAC) 78 bp  Sc: 31.36 
GGCTTATAGCTCAGTTGGTTAGAACAGTACTTTGACATGGCGTAGGCGATGTCGTTGGTT 
CGAATCCAATTGAACACA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna87-GlyGCC (3881881-3881802)  Gly (GCC) 80 bp  Sc: 30.09 
GCTGCCATATTCAGTTGGTAGAGCATGATCCGCGCTTGCCAAGGCTGGGGTCGCGAGTTC 
GAGTCTCGTTTCCCGCTCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna21-SeC(p)TCA (2791529-2791616)  SeC(p) (TCA) 88 bp  Sc: 32.53 
GGAAGCTGATGGGGTCTGGTGGCCTCCTCGGTCTTCAAAACCGATGAGAGCCGAGAAGGC 



TTTGGCAGGTTCGATTCCTGCCTCTTCC 
>Aeromonas_hydrophila_ATCC_7966_chr.trna18-SerCGA (1432952-1433041)  Ser (CGA) 90 bp  Sc: 68.59 
GGAGAGATGCCGGAGTGGCCGAACGGGATTGACTCGAAATCAATTGTGGCAGCAATGCCA 
CCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna58-SerGCT (4142268-4142176)  Ser (GCT) 93 bp  Sc: 71.74 
GGAGAGGTGGCCGAGAGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATGCGGCTTATACCC 
GCATCGGGGGTTCGAATCCCCCCTTCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna103-SerGGA (2827066-2826979)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna121-SerGGA (1955555-1955468)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna19-SerGGA (1989214-1989301)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna102-SerTGA (2983787-2983700)  Ser (TGA) 88 bp  Sc: 68.13 
GGAGGGGTGGCAGAGCGGCTGAATGCACCGGTCTTGAAAACCGGCGATGGGCGACCATCC 
GTGGGTTCAAATCCCACCTCCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna17-SerTGA (1210105-1210192)  Ser (TGA) 88 bp  Sc: 68.13 
GGAGGGGTGGCAGAGCGGCTGAATGCACCGGTCTTGAAAACCGGCGATGGGCGACCATCC 
GTGGGTTCAAATCCCACCTCCTCCGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna124-ThrCGT (1458020-1457945)  Thr (CGT) 76 bp  Sc: 90.80 
GCCGGTATAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGGGGTTCGACT 
CCTCTTACCGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna10-ThrGGT (220152-220227)  Thr (GGT) 76 bp  Sc: 89.28 
GCTGATATGGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCCCCAGTTCGACT 
CTGGGTATCAGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna6-ThrGGT (90487-90562)  Thr (GGT) 76 bp  Sc: 89.28 
GCTGATATGGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCCCCAGTTCGACT 
CTGGGTATCAGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna55-ThrTGT (4268796-4268721)  Thr (TGT) 76 bp  Sc: 92.56 
GCCGGCTTAGCTCAGTAGGTAGAGCAACTGACTTGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTAGCCGGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna45-TrpCCA (4526386-4526310)  Trp (CCA) 77 bp  Sc: 74.57 
AGGGGCGTAGTTCCAATTGGTAGAACAGCGGTCTCCAAAACCGATGGTTGCGGGTTCGAG 
TCCTGCCGCCCCTGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna48-TrpCCA (4474654-4474578)  Trp (CCA) 77 bp  Sc: 74.57 
AGGGGCGTAGTTCGAATTGGTAGAACAGCGGTCTCCAAAACCGATGGTTGCGGGTTCGAG 
TCCTGCCGCCCCTGCCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna123-TyrGTA (1702522-1702438)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna126-TyrGTA (1108548-1108464)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna127-TyrGTA (1108432-1108348)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna128-TyrGTA (1108316-1108232)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna46-TyrGTA (4476261-4476177)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna122-TyrGTA (1702658-1702574)  Tyr (GTA) 85 bp  Sc: 67.45 
GGAGGGGTTCCCGAGTGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna114-ValGAC (2323017-2322941)  Val (GAC) 77 bp  Sc: 90.51 
GCGTCCTTAGCTCAGCTGGTTAGAGCATCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTAGGACGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna117-ValGAC (2322705-2322629)  Val (GAC) 77 bp  Sc: 90.51 
GCGTCCTTAGCTCAGCTGGTTAGAGCATCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTAGGACGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna112-ValGAC (2323200-2323124)  Val (GAC) 77 bp  Sc: 91.82 
GGGTTTATAGCTCAGTTGGTTAGAGCACTACCTTGACATGGTAGGGGTCGTTGGTTCGAA 
TCCAATTAAACCCACCA 



>Aeromonas_hydrophila_ATCC_7966_chr.trna116-ValGAC (2322819-2322743)  Val (GAC) 77 bp  Sc: 91.82 
GGGTTTATAGCTCAGTTGGTTAGAGCACTACCTTGACATGGTAGGGGTCGTTGGTTCGAA 
TCCAATTAAACCCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna113-ValGAC (2323111-2323035)  Val (GAC) 77 bp  Sc: 95.18 
GCGTCCTTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTAGGACGCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna66-ValTAC (4069765-4069690)  Val (TAC) 76 bp  Sc: 93.75 
GGTCGCTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAGCGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna70-ValTAC (4069352-4069277)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna72-ValTAC (4069162-4069087)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna74-ValTAC (4068970-4068895)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna76-ValTAC (4068778-4068703)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna78-ValTAC (4068587-4068512)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_hydrophila_ATCC_7966_chr.trna68-ValTAC (4069544-4069469)  Val (TAC) 76 bp  Sc: 94.81 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGAGC 
CCAGTAACGACCACCA 
>Aeromonas_salmonicida_A449_chr.trna33-AlaGGC (896653-896728)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna34-AlaGGC (896757-896832)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna35-AlaGGC (896881-896956)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna36-AlaGGC (897005-897080)  Ala (GGC) 76 bp  Sc: 81.36 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna27-AlaTGC (821126-821201)  Ala (TGC) 76 bp  Sc: 80.82 
GGGGCTAAAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna64-AlaTGC (4616728-4616653)  Ala (TGC) 76 bp  Sc: 88.77 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna68-AlaTGC (4486047-4485972)  Ala (TGC) 76 bp  Sc: 88.77 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna59-ArgACG (4107192-4107268)  Arg (ACG) 77 bp  Sc: 91.84 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCGGAGGTTCGAA 
TCCTCCCGGGCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna60-ArgACG (4107296-4107372)  Arg (ACG) 77 bp  Sc: 91.84 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCGGAGGTTCGAA 
TCCTCCCGGGCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna61-ArgACG (4107399-4107475)  Arg (ACG) 77 bp  Sc: 91.84 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGTGGTCGGAGGTTCGAA 
TCCTCCCGGGCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna1-ArgCCG (32107-32183)  Arg (CCG) 77 bp  Sc: 95.23 
GCGCCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGGAGGCAGAGGTCACAGGTTCGAA 
TCCTGTCGGGCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna54-ArgCCT (3507115-3507191)  Arg (CCT) 77 bp  Sc: 81.03 
GCTCCCGTAGCTCAGTAGGATAGAGCGGTCCCCTCCTAAGGGACAGGCCACTGGTTCGAC 
TCCAGTCGGGAGCACCA 
>Aeromonas_salmonicida_A449_chr.trna49-ArgTCT (2613515-2613591)  Arg (TCT) 77 bp  Sc: 98.90 
GCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCGCAGGTTCGAA 
TCCTGCAGGGCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna52-AsnGTT (2641321-2641396)  Asn (GTT) 76 bp  Sc: 79.67 



TCCCTCGTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCTGTCGAGGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna51-AsnGTT (2641243-2641318)  Asn (GTT) 76 bp  Sc: 85.17 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTAGGAGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna105-AsnGTT (880436-880361)  Asn (GTT) 76 bp  Sc: 86.00 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCGCTGGTTCAAGT 
CCAGCAGGAGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna16-AsnGTT (456680-456755)  Asn (GTT) 76 bp  Sc: 86.00 
TCCTCCTTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCGCTGGTTCAAGT 
CCAGCAGGAGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna47-AsnGTT (2442944-2443019)  Asn (GTT) 76 bp  Sc: 87.36 
TCCCCCGTAGTTCAGTCGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAGT 
CCAGTCGGGGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna6-AspGTC (88626-88702)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna71-AspGTC (4358383-4358307)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna73-AspGTC (3888216-3888140)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna41-CysGCA (1635427-1635500)  Cys (GCA) 74 bp  Sc: 53.70 
GGCGCGTTAGCAAAGCGGTTATGCAGCGGATTGCAAATCCGTTTAGTCCGGTTCGACTCC 
GGAACGTGCCTCCA 
>Aeromonas_salmonicida_A449_chr.trna78-CysGCA (3340584-3340511)  Cys (GCA) 74 bp  Sc: 53.70 
GGCGCGTTAGCAAAGCGGTTATGCAGCGGATTGCAAATCCGTTTAGTCCGGTTCGACTCC 
GGAACGTGCCTCCA 
>Aeromonas_salmonicida_A449_chr.trna95-GlnTTG (1210742-1210668)  Gln (TTG) 75 bp  Sc: 62.60 
TGGGATATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_salmonicida_A449_chr.trna98-GlnTTG (1201153-1201079)  Gln (TTG) 75 bp  Sc: 62.85 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATCCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_salmonicida_A449_chr.trna101-GlnTTG (1200739-1200665)  Gln (TTG) 75 bp  Sc: 67.44 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_salmonicida_A449_chr.trna97-GlnTTG (1201268-1201194)  Gln (TTG) 75 bp  Sc: 67.44 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_salmonicida_A449_chr.trna99-GlnTTG (1201038-1200964)  Gln (TTG) 75 bp  Sc: 67.44 
TGGGGTATCGCCAAGCGGTAAGGCAGCGGGTTTTGATCTCGCCATTCCTAGGTTCGAATC 
CTAGTACCCCAGCCA 
>Aeromonas_salmonicida_A449_chr.trna12-GluTTC (315033-315108)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna5-GluTTC (85084-85159)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna66-GluTTC (4537209-4537134)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna70-GluTTC (4361925-4361850)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna72-GluTTC (3891757-3891682)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna75-GluTTC (3708217-3708142)  Glu (TTC) 76 bp  Sc: 62.50 
GTCCCCTTCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Aeromonas_salmonicida_A449_chr.trna79-GlyCCC (3283584-3283511)  Gly (CCC) 74 bp  Sc: 74.92 
GCGGGTGTAGTTCAATGGTAGAACGGTAGCTTCCCAAGCTGCATACGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna28-GlyGCC (890391-890466)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 



CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna29-GlyGCC (890503-890578)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna30-GlyGCC (890614-890689)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna31-GlyGCC (890726-890801)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna32-GlyGCC (890828-890903)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna40-GlyGCC (1635316-1635391)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna77-GlyGCC (3340716-3340641)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna10-GlyTCC (291554-291628)  Gly (TCC) 75 bp  Sc: 61.33 
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC 
CCGCTGCCCGTTCCA 
>Aeromonas_salmonicida_A449_chr.trna80-GlyTCC (3283410-3283336)  Gly (TCC) 75 bp  Sc: 64.85 
GCGGGCATCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATTC 
CCGCTGCCCGCTCCA 
>Aeromonas_salmonicida_A449_chr.trna2-HisGTG (32234-32309)  His (GTG) 76 bp  Sc: 80.26 
GTGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 
>Aeromonas_salmonicida_A449_chr.trna50-HisGTG (2613644-2613719)  His (GTG) 76 bp  Sc: 80.26 
GTGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 
>Aeromonas_salmonicida_A449_chr.trna26-IleGAT (821029-821105)  Ile (GAT) 77 bp  Sc: 92.47 
GGGTCTGTAGCTCAGGTGGTTAGAGCTCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna63-IleGAT (4616825-4616749)  Ile (GAT) 77 bp  Sc: 95.89 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna67-IleGAT (4486144-4486068)  Ile (GAT) 77 bp  Sc: 95.89 
GGGTCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCGAG 
TCCACTCAGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna17-LeuCAA (468166-468233)  Leu (CAA) 68 bp  Sc: 22.83 
GCTGATTTGAACCGGTACATGGACTGTTAATCCGTATGTCGCTGGTTCAAGTCCAGCAGG 
AGGAGCCA 
>Aeromonas_salmonicida_A449_chr.trna62-LeuCAA (4119115-4119200)  Leu (CAA) 86 bp  Sc: 73.65 
GCCCGGGTGGCGAAATCGGTAGACGCAGCGGATTCAAAATCCGCCGATGAATAATCGTGT 
CGGTTCGAGTCCGACCCCGGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna106-LeuCAG (502982-502897)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna108-LeuCAG (502714-502629)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna110-LeuCAG (502427-502342)  Leu (CAG) 86 bp  Sc: 63.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGTCCCACGGATGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna107-LeuCAG (502843-502759)  Leu (CAG) 85 bp  Sc: 66.55 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCGGGTGTGAG 
GGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna109-LeuCAG (502584-502499)  Leu (CAG) 86 bp  Sc: 67.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCCGGGTGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna3-LeuCAG (32330-32415)  Leu (CAG) 86 bp  Sc: 67.52 
GCGAAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGTTAGTGCCCCCCGGGTGTGA 
GGGTTCGAGTCCCTCTCTTCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna37-LeuGAG (1035796-1035880)  Leu (GAG) 85 bp  Sc: 61.40 
GCCGTGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGCTCTAGGGTGTGCG 
GGTTCGAGTCCCGCCCACGGCACCA 



>Aeromonas_salmonicida_A449_chr.trna42-LeuTAA (1635542-1635628)  Leu (TAA) 87 bp  Sc: 75.24 
GCCCGAGTGGTGAAATCGGTAGACACAAGGGATTTAAAATCCCTCGACGTTCGCGTCGTG 
CCGGTTCGATTCCGGCCTCGGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna103-LeuTAG (1200421-1200337)  Leu (TAG) 85 bp  Sc: 77.41 
GCGGAAGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGCCGCAAGGTGTGAG 
AGTTCGAGTCTCTCCTTCCGCACCA 
>Aeromonas_salmonicida_A449_chr.trna20-LysCTT (766579-766654)  Lys (CTT) 76 bp  Sc: 95.49 
GGGTCGTTAGCTCAGTTGGTAGAGCAGTTGACTCTTAATCAATTGGTCGCTGGTTCGAAC 
CCAGCACGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna18-LysTTT (766339-766414)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna22-LysTTT (766774-766849)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna24-LysTTT (766967-767042)  Lys (TTT) 76 bp  Sc: 96.39 
GGGTCGTTAGCTCAGTCGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna84-MetCAT (2379223-2379147)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna85-MetCAT (2379044-2378968)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna86-MetCAT (2378866-2378790)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna87-MetCAT (2378687-2378611)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna88-MetCAT (2378509-2378433)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna89-MetCAT (2378331-2378255)  Met (CAT) 77 bp  Sc: 83.89 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna38-MetCAT (1035973-1036049)  Met (CAT) 77 bp  Sc: 84.66 
CGCGGGGTGGAGCAGCATGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna83-MetCAT (2379393-2379317)  Met (CAT) 77 bp  Sc: 86.71 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCAACCA 
>Aeromonas_salmonicida_A449_chr.trna74-MetCAT (3750543-3750467)  Met (CAT) 77 bp  Sc: 92.65 
GGCCCCTTAGCTCAGTTGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCCCGTTCAAG 
TCGGGCAGGGGCCACCA 
>Aeromonas_salmonicida_A449_chr.trna100-MetCAT (1200829-1200753)  Met (CAT) 77 bp  Sc: 96.50 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGAGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_salmonicida_A449_chr.trna102-MetCAT (1200506-1200430)  Met (CAT) 77 bp  Sc: 96.50 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGAGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_salmonicida_A449_chr.trna96-MetCAT (1201358-1201282)  Met (CAT) 77 bp  Sc: 96.50 
GGCTATGTAGCTCAGTTGGTTAGAGCATCGCACTCATAATGCGAGGGTCACAGGTTCGAA 
TCCCGTCATAGCCACCA 
>Aeromonas_salmonicida_A449_chr.trna104-PheGAA (880517-880442)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna13-PheGAA (456383-456458)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna15-PheGAA (456596-456671)  Phe (GAA) 76 bp  Sc: 89.80 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGATTGAAAATCCCCGTGTCGGCGGTTCGATT 
CCGTCTCTGGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna7-ProCGG (190811-190887)  Pro (CGG) 77 bp  Sc: 89.45 
CGGTGTGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_salmonicida_A449_chr.trna92-ProGGG (1792944-1792868)  Pro (GGG) 77 bp  Sc: 74.34 



CGGTGTGTAGCGCAGCCAGGTAGCGCATCTGCATGGGGTGTAGAGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_salmonicida_A449_chr.trna93-ProGGG (1587424-1587348)  Pro (GGG) 77 bp  Sc: 74.34 
CGGTGTGTAGCGCAGCCAGGTAGCGCATCTGCATGGGGTGTAGAGGGTCGGAGGTTCGAA 
TCCTCTCACACCGACCA 
>Aeromonas_salmonicida_A449_chr.trna4-ProTGG (32493-32569)  Pro (TGG) 77 bp  Sc: 86.34 
CGGTGATTAGCGCAGCCCGGTAGCGCATCTGGTTTGGGACCAGAGGGTCAAAGGTTCGAA 
TCCTTTATCACCGACCA 
>Aeromonas_salmonicida_A449_chr.trna48-ProTGG (2613401-2613477)  Pro (TGG) 77 bp  Sc: 86.34 
CGGTGATTAGCGCAGCCCGGTAGCGCATCTGGTTTGGGACCAGAGGGTCAAAGGTTCGAA 
TCCTTTATCACCGACCA 
>Aeromonas_salmonicida_A449_chr.trna90-SeC(p)TCA (1890799-1890712)  SeC(p) (TCA) 88 bp  Sc: 31.31 
GGAAGTTGATGGGGTCTGGTGGCCTCCTCGGTCTTCAAAACCGATGTGAGCCGAGAAGGC 
TTTGGCAGGTTCGATTCCTGCCTCTTCC 
>Aeromonas_salmonicida_A449_chr.trna39-SerCGA (1352749-1352838)  Ser (CGA) 90 bp  Sc: 69.81 
GGAGAGATGCCGGAGTGGCCGAACGGGATTGACTCGAAATCAATTGTGGCAGTAATGCCA 
CCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna58-SerGCT (4107096-4107188)  Ser (GCT) 93 bp  Sc: 71.74 
GGAGAGGTGGCCGAGAGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATGCGGCTTATACCC 
GCATCGGGGGTTCGAATCCCCCCTTCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna43-SerGGA (1866847-1866934)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_salmonicida_A449_chr.trna82-SerGGA (2638663-2638576)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_salmonicida_A449_chr.trna91-SerGGA (1827982-1827895)  Ser (GGA) 88 bp  Sc: 68.20 
GGTGAGGTGTCCGAGTGGCTGAAGGAGCACGCCTGGAAAGTGTGTATACGGCAACGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Aeromonas_salmonicida_A449_chr.trna76-SerTGA (3484129-3484042)  Ser (TGA) 88 bp  Sc: 68.13 
GGAGGGGTGGCAGAGCGGCTGAATGCACCGGTCTTGAAAACCGGCGATGGGCGACCATCC 
GTGGGTTCAAATCCCACCTCCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna81-SerTGA (2693978-2693891)  Ser (TGA) 88 bp  Sc: 68.13 
GGAGGGGTGGCAGAGCGGCTGAATGCACCGGTCTTGAAAACCGGCGATGGGCGACCATCC 
GTGGGTTCAAATCCCACCTCCTCCGCCA 
>Aeromonas_salmonicida_A449_chr.trna11-SupCTA (293041-293117)  Sup (CTA) 77 bp  Sc: 74.88 
AGGGGCGTAGTTCGAATTGGTAGAACAGCGGTCTCTAAAACCGATGGTTGCGGGTTCGAG 
TCCTGCCGCCCCTGCCA 
>Aeromonas_salmonicida_A449_chr.trna94-ThrCGT (1368894-1368819)  Thr (CGT) 76 bp  Sc: 82.74 
GCCGGTATAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCAGGGGTTCGACT 
CCTCTTACCGGCACCG 
>Aeromonas_salmonicida_A449_chr.trna65-ThrGGT (4613173-4613098)  Thr (GGT) 76 bp  Sc: 89.28 
GCTGATATGGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCCCCAGTTCGACT 
CTGGGTATCAGCACCA 
>Aeromonas_salmonicida_A449_chr.trna69-ThrGGT (4482492-4482417)  Thr (GGT) 76 bp  Sc: 89.28 
GCTGATATGGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCCCCAGTTCGACT 
CTGGGTATCAGCACCA 
>Aeromonas_salmonicida_A449_chr.trna14-ThrTGT (456510-456585)  Thr (TGT) 76 bp  Sc: 90.67 
GCCGGCTTAGCTCAGTAGGCAGAGCAACTGACTTGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTAGCCGGCACCA 
>Aeromonas_salmonicida_A449_chr.trna8-TrpCCA (243581-243657)  Trp (CCA) 77 bp  Sc: 74.57 
AGGGGCGTAGTTCCAATTGGTAGAACAGCGGTCTCCAAAACCGATGGTTGCGGGTTCGAG 
TCCTGCCGCCCCTGCCA 
>Aeromonas_salmonicida_A449_chr.trna53-TyrGTA (3001139-3001223)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna55-TyrGTA (3541098-3541182)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna56-TyrGTA (3541222-3541306)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna57-TyrGTA (3541351-3541435)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna9-TyrGTA (291431-291515)  Tyr (GTA) 85 bp  Sc: 66.59 
GGAGGGGTTCCCGAGCGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 



GGTTCGAATCCTTCTCCCTCCACCA 
>Aeromonas_salmonicida_A449_chr.trna46-ValGAC (2319713-2319789)  Val (GAC) 77 bp  Sc: 90.51 
GCGTCCTTAGCTCAGCTGGTTAGAGCATCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTAGGACGCACCA 
>Aeromonas_salmonicida_A449_chr.trna44-ValGAC (2319528-2319604)  Val (GAC) 77 bp  Sc: 91.82 
GGGTTTATAGCTCAGTTGGTTAGAGCACTACCTTGACATGGTAGGGGTCGTTGGTTCGAA 
TCCAATTAAACCCACCA 
>Aeromonas_salmonicida_A449_chr.trna45-ValGAC (2319618-2319694)  Val (GAC) 77 bp  Sc: 95.18 
GCGTCCTTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTAGGACGCACCA 
>Aeromonas_salmonicida_A449_chr.trna19-ValTAC (766445-766520)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_salmonicida_A449_chr.trna21-ValTAC (766676-766751)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_salmonicida_A449_chr.trna23-ValTAC (766868-766943)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Aeromonas_salmonicida_A449_chr.trna25-ValTAC (767061-767136)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGTTTAGCTCAGCTGGGAGAGCACCTCCCTTACAAGGAGGGGGTCACTGGTTCGATC 
CCAGTAACGACCACCA 
>Anopheles_gambiae_chr3R.trna51-AlaAGC (12752402-12752330)  Ala (AGC) 73 bp  Sc: 59.55 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGCACTGGGATCGATA 
CCCAGCATCTCCA 
>Anopheles_gambiae_chr3R.trna14-AlaAGC (17865832-17865904)  Ala (AGC) 73 bp  Sc: 63.54 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Anopheles_gambiae_chr3R.trna39-AlaAGC (17866758-17866686)  Ala (AGC) 73 bp  Sc: 63.54 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Anopheles_gambiae_chr3R.trna35-AlaAGC (27632209-27632137)  Ala (AGC) 73 bp  Sc: 63.64 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACTGGGATCGATA 
CCCAGCATCTCCA 
>Anopheles_gambiae_chr2L.trna126-AlaAGC (22734404-22734332)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2L.trna127-AlaAGC (22670884-22670812)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2L.trna128-AlaAGC (22668604-22668532)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna105-AlaAGC (22868444-22868372)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna106-AlaAGC (22854590-22854518)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna118-AlaAGC (11395178-11395106)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna12-AlaAGC (11393010-11393082)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna19-AlaAGC (23459367-23459439)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna82-AlaAGC (47828539-47828467)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr3L.trna16-AlaAGC (12585547-12585619)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr3R.trna2-AlaAGC (4981962-4982034)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 



>Anopheles_gambiae_chr3R.trna36-AlaAGC (26006448-26006376)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr3R.trna37-AlaAGC (17900289-17900217)  Ala (AGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACCGGGATCGATA 
CCCGGCATCTCCA 
>Anopheles_gambiae_chr2L.trna13-AlaCGC (19729816-19729887)  Ala (CGC) 72 bp  Sc: 75.02 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna34-AlaCGC (37444265-37444336)  Ala (CGC) 72 bp  Sc: 75.02 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna79-AlaCGC (48604164-48604093)  Ala (CGC) 72 bp  Sc: 75.02 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr3L.trna83-AlaCGC (6441843-6441772)  Ala (CGC) 72 bp  Sc: 75.02 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr3L.trna84-AlaCGC (6440392-6440321)  Ala (CGC) 72 bp  Sc: 75.02 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna81-AlaCGC (48460466-48460395)  Ala (CGC) 72 bp  Sc: 76.28 
GGGGACGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAATCC 
CCGGCGTCTCCA 
>Anopheles_gambiae_chr2R.trna16-AlaTGC (11446452-11446523)  Ala (TGC) 72 bp  Sc: 75.14 
GGGGATATAGCTCAGTGGTAGAGCGTTCGCTTTGCATGTGAAAGGCCCCGGGTTCGATCC 
CCGGTATCTCCA 
>Anopheles_gambiae_chr2R.trna7-AlaTGC (11352124-11352195)  Ala (TGC) 72 bp  Sc: 75.14 
GGGGATATAGCTCAGTGGTAGAGCGTTCGCTTTGCATGTGAAAGGCCCCGGGTTCGATCC 
CCGGTATCTCCA 
>Anopheles_gambiae_chr2R.trna114-AlaTGC (11445770-11445699)  Ala (TGC) 72 bp  Sc: 75.54 
GGGGATGTAGCTCAGTGGTAGAGCGTTCGCTTTGCATGTGAAAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Anopheles_gambiae_chr2R.trna116-ArgACG (11444246-11444174)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr2R.trna124-ArgACG (11289350-11289278)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr2R.trna6-ArgACG (11337066-11337138)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna30-ArgACG (28681285-28681357)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna38-ArgACG (34356549-34356621)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna49-ArgACG (34313891-34313819)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna50-ArgACG (34306557-34306485)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna57-ArgACG (28429020-28428948)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna59-ArgACG (27208162-27208090)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr3L.trna85-ArgACG (5719903-5719831)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Anopheles_gambiae_chr2L.trna58-ArgCCT (47569212-47569284)  Arg (CCT) 73 bp  Sc: 67.27 
GCCCCAGTGGCCTAATGGAGAAGGCACCGGCCTCCTAAGCCGGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTA 
>Anopheles_gambiae_chr3L.trna52-ArgCCT (34274985-34274913)  Arg (CCT) 73 bp  Sc: 68.76 



GCCCCAGTGGCCTAATGGACAAGGCACCGGCCTCCTAAGCCGGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTA 
>Anopheles_gambiae_chr3R.trna17-ArgTCG (19628281-19628353)  Arg (TCG) 73 bp  Sc: 58.44 
AGCCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTTCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr2R.trna39-ArgTCG (37857999-37858071)  Arg (TCG) 73 bp  Sc: 68.87 
GACCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr3R.trna18-ArgTCG (30826562-30826634)  Arg (TCG) 73 bp  Sc: 68.87 
GACCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr3R.trna53-ArgTCG (10173556-10173484)  Arg (TCG) 73 bp  Sc: 68.87 
GACCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr2L.trna133-ArgTCG (15468290-15468218)  Arg (TCG) 73 bp  Sc: 69.68 
GGCCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr2R.trna56-ArgTCG (50064657-50064729)  Arg (TCG) 73 bp  Sc: 69.68 
GGCCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr2R.trna64-ArgTCG (55850358-55850430)  Arg (TCG) 73 bp  Sc: 69.68 
GGCCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr3L.trna35-ArgTCG (34249079-34249151)  Arg (TCG) 73 bp  Sc: 71.07 
GGCCGTGTGGCCTAATGGAGAAGGCGTCGGACTTCGAATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Anopheles_gambiae_chr2L.trna52-ArgTCT (46611269-46611341)  Arg (TCT) 73 bp  Sc: 81.43 
GTCCCTCTGGCGCAGCGGATAGCGCGTTGGACTTCTAATCCAAAGGTCGTGGGTTCGATC 
CCCACGAGGGATG 
>Anopheles_gambiae_chr2R.trna51-ArgTCT (47717201-47717273)  Arg (TCT) 73 bp  Sc: 83.26 
GTCCCTTTGGCGCAGCGGATAGCGCGTTGGACTTCTAATCCAAAGGTCGTGGGTTCGATC 
CCCACAAGGGATG 
>Anopheles_gambiae_chr2L.trna124-AsnGTT (28157607-28157534)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2L.trna138-AsnGTT (9781204-9781131)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2L.trna2-AsnGTT (9780556-9780629)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2L.trna35-AsnGTT (45501714-45501787)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2L.trna70-AsnGTT (45498846-45498773)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2L.trna82-AsnGTT (33780319-33780246)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2R.trna108-AsnGTT (12921150-12921077)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr2R.trna33-AsnGTT (35216147-35216220)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr3L.trna17-AsnGTT (13066762-13066835)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr3L.trna86-AsnGTT (5669855-5669782)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr3R.trna38-AsnGTT (17895633-17895560)  Asn (GTT) 74 bp  Sc: 83.46 
GCCTTCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Anopheles_gambiae_chr3L.trna2-AspGTC (5646636-5646707)  Asp (GTC) 72 bp  Sc: 62.35 
TCCTCGATAGTATATTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 



CCCGTCTGGGAG 
>Anopheles_gambiae_chr2R.trna107-AspGTC (14098372-14098301)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna111-AspGTC (12101531-12101460)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna112-AspGTC (12101075-12101004)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna127-AspGTC (6094107-6094036)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna17-AspGTC (12101674-12101745)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna3-AspGTC (8880032-8880103)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2R.trna4-AspGTC (11295934-11296005)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna1-AspGTC (5645769-5645840)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna11-AspGTC (8165478-8165549)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna12-AspGTC (8167264-8167335)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna13-AspGTC (8168553-8168624)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna14-AspGTC (8171430-8171501)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna15-AspGTC (8172720-8172791)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna3-AspGTC (5648197-5648268)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna4-AspGTC (5649132-5649203)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna5-AspGTC (5650035-5650106)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3L.trna67-AspGTC (18088605-18088534)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3R.trna12-AspGTC (13539371-13539442)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr3R.trna42-AspGTC (13716929-13716858)  Asp (GTC) 72 bp  Sc: 74.99 
TCCTCGATAGTATAGTGGTCAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGTCGGGGAG 
>Anopheles_gambiae_chr2L.trna29-CysGCA (34057954-34058025)  Cys (GCA) 72 bp  Sc: 76.52 
GGGGGTATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGCCCCCT 
>Anopheles_gambiae_chr3R.trna20-CysGCA (30913579-30913650)  Cys (GCA) 72 bp  Sc: 76.52 
GGGGGTATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGCCCCCT 
>Anopheles_gambiae_chr3R.trna33-CysGCA (30915916-30915845)  Cys (GCA) 72 bp  Sc: 76.52 
GGGGGTATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGCCCCCT 



>Anopheles_gambiae_chr3R.trna44-CysGCA (13548279-13548208)  Cys (GCA) 72 bp  Sc: 76.52 
GGGGGTATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGCCCCCT 
>Anopheles_gambiae_chr3R.trna47-CysGCA (13317170-13317099)  Cys (GCA) 72 bp  Sc: 76.52 
GGGGGTATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGCCCCCT 
>Anopheles_gambiae_chr3L.trna27-GlnCTG (28623639-28623710)  Gln (CTG) 72 bp  Sc: 61.53 
GGTTCCATGGTGTAATGGTTAGCACTTAGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTTGAACCT 
>Anopheles_gambiae_chr2L.trna60-GlnCTG (49094003-49093932)  Gln (CTG) 72 bp  Sc: 69.92 
GGTTCCATGGTGTAACGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3R.trna41-GlnCTG (14573148-14573077)  Gln (CTG) 72 bp  Sc: 71.61 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3L.trna28-GlnCTG (28664548-28664619)  Gln (CTG) 72 bp  Sc: 72.00 
GGTTCTATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Anopheles_gambiae_chr3R.trna43-GlnCTG (13549101-13549030)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr2L.trna76-GlnCTG (38217510-38217439)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr2R.trna58-GlnCTG (54263184-54263255)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr2R.trna67-GlnCTG (57463166-57463095)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3L.trna31-GlnCTG (29128420-29128491)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3L.trna32-GlnCTG (29131476-29131547)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3L.trna78-GlnCTG (13281248-13281177)  Gln (CTG) 72 bp  Sc: 73.26 
GGTTCCATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAACGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3R.trna21-GlnTTG (30915644-30915715)  Gln (TTG) 72 bp  Sc: 69.56 
GGTTCCATGGTGTAACGGTTAGCACTCAGGACTTTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3R.trna34-GlnTTG (30913845-30913774)  Gln (TTG) 72 bp  Sc: 69.56 
GGTTCCATGGTGTAACGGTTAGCACTCAGGACTTTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr2R.trna123-GlnTTG (11377425-11377354)  Gln (TTG) 72 bp  Sc: 72.01 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTTTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr3R.trna19-GlnTTG (30912631-30912702)  Gln (TTG) 72 bp  Sc: 72.01 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTTTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Anopheles_gambiae_chr2L.trna56-GluCTC (47207278-47207351)  Glu (CTC) 74 bp  Sc: 47.32 
TCCCCTATTGTCTAGTGGTTCGCGATCTCCGGCTCTCACCCGGAACGGCCCGGGTTCGAT 
TCCCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna12-GluCTC (18784528-18784599)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna134-GluCTC (12526056-12525985)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna28-GluCTC (31100715-31100786)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna30-GluCTC (39363918-39363989)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna63-GluCTC (47207818-47207747)  Glu (CTC) 72 bp  Sc: 79.25 



TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2R.trna20-GluCTC (25207247-25207318)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2R.trna30-GluCTC (32444715-32444786)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2R.trna50-GluCTC (47455093-47455164)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3R.trna10-GluCTC (13509144-13509215)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3R.trna7-GluCTC (13440200-13440271)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3R.trna8-GluCTC (13444227-13444298)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna3-GluCTC (9892709-9892780)  Glu (CTC) 72 bp  Sc: 79.86 
TCCCGTATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTACGGGAA 
>Anopheles_gambiae_chr2L.trna62-GluCTC (47545459-47545388)  Glu (CTC) 72 bp  Sc: 79.86 
TCCCGTATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTACGGGAA 
>Anopheles_gambiae_chrX.trna1-GluCTC (13307851-13307922)  Glu (CTC) 72 bp  Sc: 79.86 
TCCCGTATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTACGGGAA 
>Anopheles_gambiae_chr3L.trna58-GluTTC (28172313-28172242)  Glu (TTC) 72 bp  Sc: 64.47 
TCCCATATGCTCTAGTGGCTAGGATAACTGGCATTCACCCAGTAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2R.trna115-GluTTC (11445015-11444944)  Glu (TTC) 72 bp  Sc: 78.23 
TCCCATATGGTCTAGTGGCTAGGATAACTGGCTTTCACCCAGTAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna10-GluTTC (16997688-16997759)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna125-GluTTC (23437111-23437040)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna55-GluTTC (46629471-46629542)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna57-GluTTC (47548690-47548761)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna64-GluTTC (47206803-47206732)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2R.trna68-GluTTC (55996576-55996505)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3L.trna40-GluTTC (36032748-36032819)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3L.trna80-GluTTC (9769013-9768942)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr3L.trna81-GluTTC (9755825-9755754)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Anopheles_gambiae_chr2L.trna130-GlyGCC (15482432-15482362)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2L.trna131-GlyGCC (15480024-15479954)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 



CGGCCGATGCA 
>Anopheles_gambiae_chr2L.trna132-GlyGCC (15473270-15473200)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2L.trna7-GlyGCC (14668048-14668118)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna61-GlyGCC (55542894-55542964)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna66-GlyGCC (57612141-57612211)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna72-GlyGCC (51448701-51448631)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna73-GlyGCC (51401819-51401749)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna96-GlyGCC (32435252-32435182)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2R.trna99-GlyGCC (32429500-32429430)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr3L.trna10-GlyGCC (8129363-8129433)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr3L.trna87-GlyGCC (5637949-5637879)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr3R.trna23-GlyGCC (32850262-32850332)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr3R.trna24-GlyGCC (33021487-33021557)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr3R.trna32-GlyGCC (33706356-33706286)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Anopheles_gambiae_chr2L.trna71-GlyTCC (44792453-44792382)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna27-GlyTCC (27030814-27030885)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna37-GlyTCC (37856478-37856549)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna40-GlyTCC (37884513-37884584)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna47-GlyTCC (46945357-46945428)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna59-GlyTCC (55074547-55074618)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr2R.trna65-GlyTCC (57467215-57467286)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr3R.trna54-GlyTCC (9550053-9549982)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Anopheles_gambiae_chr3L.trna25-HisGTG (20396619-20396687)  His (GTG) 69 bp  Sc: 42.78 
CCCCTGGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATCCTG 
GTCACGGCA 



>Anopheles_gambiae_chr2L.trna22-HisGTG (29810350-29810421)  His (GTG) 72 bp  Sc: 53.59 
GCCGTAATCGTCTAGTGATTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3L.trna66-HisGTG (20297373-20297302)  His (GTG) 72 bp  Sc: 59.48 
GCCGTGATCGTCTAGTAGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna17-HisGTG (29653053-29653124)  His (GTG) 72 bp  Sc: 60.34 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACAGCA 
>Anopheles_gambiae_chr2L.trna18-HisGTG (29762939-29763010)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna20-HisGTG (29809134-29809205)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna21-HisGTG (29809716-29809787)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna23-HisGTG (29810769-29810840)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna24-HisGTG (29811335-29811406)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna27-HisGTG (30429871-30429942)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2L.trna85-HisGTG (29804123-29804052)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2R.trna38-HisGTG (37857375-37857446)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2R.trna41-HisGTG (37885138-37885209)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2R.trna60-HisGTG (55074886-55074957)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2R.trna94-HisGTG (37851686-37851615)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3L.trna19-HisGTG (19485955-19486026)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3L.trna21-HisGTG (20339192-20339263)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3L.trna23-HisGTG (20376423-20376494)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3L.trna64-HisGTG (20314071-20314000)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3R.trna45-HisGTG (13455434-13455363)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr3R.trna9-HisGTG (13455965-13456036)  His (GTG) 72 bp  Sc: 67.41 
GCCGTGATCGTCTAGTGGTTAGGACCCTACGTTGTGGCCGTAGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Anopheles_gambiae_chr2R.trna87-IleAAT (46982362-46982289)  Ile (AAT) 74 bp  Sc: 73.04 
GGCCCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna31-IleAAT (32504775-32504848)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna45-IleAAT (46941350-46941423)  Ile (AAT) 74 bp  Sc: 77.68 



GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna46-IleAAT (46944131-46944204)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna84-IleAAT (46986810-46986737)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna85-IleAAT (46983598-46983525)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna86-IleAAT (46982808-46982735)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna88-IleAAT (46982076-46982003)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna89-IleAAT (46981273-46981200)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna97-IleAAT (32433965-32433892)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna98-IleAAT (32432028-32431955)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr3R.trna52-IleAAT (11753139-11753066)  Ile (AAT) 74 bp  Sc: 77.68 
GGCTCCATAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGTGAGTTCGAT 
CCTCTCTGGAGCCA 
>Anopheles_gambiae_chr2R.trna1-IleTAT (170662-170764)  Ile (TAT) 103 bp  Sc: 65.20 
GCTCCAGTGGCGCAATTGGTTAGCGCACGGTACTTATAAGACAGTAATCGTTGCTTGGCT 
ATGAGCGATGCCGTGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Anopheles_gambiae_chr2L.trna81-IleTAT (35416889-35416792)  Ile (TAT) 98 bp  Sc: 65.28 
GCTCCAGTGGCGCAATTGGTTAGCGCACGGTACTTATATGACAGTAATCGTTGCTTCGAG 
CGATGCCGTGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Anopheles_gambiae_chr2L.trna61-LeuAAG (47557460-47557379)  Leu (AAG) 82 bp  Sc: 65.26 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCACTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anopheles_gambiae_chr3L.trna26-LeuAAG (26139049-26139130)  Leu (AAG) 82 bp  Sc: 65.26 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCACTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anopheles_gambiae_chr3L.trna56-LeuAAG (28657217-28657136)  Leu (AAG) 82 bp  Sc: 65.26 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCACTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anopheles_gambiae_chr2R.trna35-LeuAAG (37707745-37707826)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anopheles_gambiae_chr2R.trna36-LeuAAG (37708261-37708342)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Anopheles_gambiae_chr3R.trna13-LeuCAA (17839803-17839968)  Leu (CAA) 166 bp  Sc: 61.96 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGAGATAATCTTGCTCACAAAAGC 
GGCGTATCGTCGATGGGTGTGAGTTCGCGCCTTCACAGGCGGGAGAGAAAGAGAGAGAGC 
GTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna75-LeuCAA (49481484-49481363)  Leu (CAA) 122 bp  Sc: 63.93 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGAGCAATCTTGCCCGCCTTCATG 
CGGGTCTCTCCCGAGCGTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTCTGA 
CA 
>Anopheles_gambiae_chr2R.trna74-LeuCAA (49484024-49483908)  Leu (CAA) 117 bp  Sc: 64.70 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGAGCAATCTTGCCCGCTACTGCG 
CGGGTCCGAGCGTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2L.trna36-LeuCAG (45502940-45503022)  Leu (CAG) 83 bp  Sc: 74.76 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTTCTCTGAAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2L.trna86-LeuCAG (29580192-29580110)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Anopheles_gambiae_chr2R.trna103-LeuCAG (25724064-25723982)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna22-LeuCAG (25721497-25721579)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna23-LeuCAG (25721994-25722076)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna24-LeuCAG (25722329-25722411)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna25-LeuCAG (25722662-25722744)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna26-LeuCAG (25723627-25723709)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr2R.trna69-LeuCAG (55867434-55867352)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr3L.trna6-LeuCAG (5780915-5780997)  Leu (CAG) 83 bp  Sc: 75.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGTAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Anopheles_gambiae_chr3L.trna37-LeuTAA (34355647-34355730)  Leu (TAA) 84 bp  Sc: 73.09 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCCCGTAAGGGAGCG 
TGGGTTCGAACCCCACTTCTGACA 
>Anopheles_gambiae_chr3L.trna48-LeuTAA (34337754-34337671)  Leu (TAA) 84 bp  Sc: 73.09 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCCCGTAAGGGAGCG 
TGGGTTCGAACCCCACTTCTGACA 
>Anopheles_gambiae_chr3R.trna11-LeuTAG (13521462-13521541)  Leu (TAG) 80 bp  Sc: 65.87 
GGCAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTTAGGCACCAGTCAGAAATGGCGTGGG 
TTCGAATCCCACCGCTGTCA 
>Anopheles_gambiae_chr3R.trna6-LeuTAG (13341329-13341408)  Leu (TAG) 80 bp  Sc: 65.87 
GGCAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTTAGGCACCAGTCAGAAATGGCGTGGG 
TTCGAATCCCACCGCTGTCA 
>Anopheles_gambiae_chr2R.trna113-LeuTAG (11446826-11446747)  Leu (TAG) 80 bp  Sc: 68.33 
GGCAGCGTGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCAGAAATGGCGTGGG 
TTCGAATCCCACCGCTGTCA 
>Anopheles_gambiae_chr2R.trna76-LysCTT (49190073-49189998)  Lys (CTT) 76 bp  Sc: 76.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTCGTGGGTTCG 
AGCCCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna142-LysCTT (3876760-3876688)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna15-LysCTT (22777748-22777820)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna31-LysCTT (41633777-41633849)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna59-LysCTT (49093506-49093578)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna6-LysCTT (10738148-10738220)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna72-LysCTT (44764687-44764615)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2R.trna28-LysCTT (32434922-32434994)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2R.trna77-LysCTT (48627118-48627046)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna1-LysCTT (4555079-4555151)  Lys (CTT) 73 bp  Sc: 80.47 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna15-LysCTT (17867097-17867169)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna16-LysCTT (17901902-17901974)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna22-LysCTT (31273547-31273619)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna4-LysCTT (11156537-11156609)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna40-LysCTT (17865495-17865423)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna56-LysCTT (6928067-6927995)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr3R.trna58-LysCTT (4551785-4551713)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Anopheles_gambiae_chr2L.trna4-LysTTT (10058609-10058681)  Lys (TTT) 73 bp  Sc: 56.01 
GCCCGGGTAGCTCAGTCGGTAGAGCTTTGGACTTTTTATCCAACGGTCTAGGGTTCAAGT 
CCATATTTGGTCG 
>Anopheles_gambiae_chr2R.trna55-LysTTT (49483079-49483151)  Lys (TTT) 73 bp  Sc: 78.68 
GCCCGGGTAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Anopheles_gambiae_chr2R.trna54-LysTTT (49481924-49481996)  Lys (TTT) 73 bp  Sc: 81.91 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Anopheles_gambiae_chr2R.trna93-LysTTT (38990378-38990306)  Lys (TTT) 73 bp  Sc: 81.91 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Anopheles_gambiae_chr3R.trna28-LysTTT (39041184-39041112)  Lys (TTT) 73 bp  Sc: 81.91 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Anopheles_gambiae_chr3R.trna29-LysTTT (38713479-38713407)  Lys (TTT) 73 bp  Sc: 81.91 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Anopheles_gambiae_chr2R.trna32-LysTTT (35213034-35213106)  Lys (TTT) 73 bp  Sc: 82.41 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCTGGGGTTCAAGT 
CCCCATTCGGGCG 
>Anopheles_gambiae_chr2R.trna44-LysTTT (46939155-46939227)  Lys (TTT) 73 bp  Sc: 83.78 
GCCCGGATAGCTCAGTCGGTAGAGCGTTGGACTTTTAATCCAACGGTCAAGGGTTCAAGT 
CCCTTTTCGGGCG 
>Anopheles_gambiae_chr2L.trna32-MetCAT (42159290-42159361)  Met (CAT) 72 bp  Sc: 63.19 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TATGTTCTGCTA 
>Anopheles_gambiae_chr2L.trna136-MetCAT (9784639-9784568)  Met (CAT) 72 bp  Sc: 65.36 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGTTCTGCTA 
>Anopheles_gambiae_chr2L.trna137-MetCAT (9782540-9782469)  Met (CAT) 72 bp  Sc: 65.36 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGTTCTGCTA 
>Anopheles_gambiae_chr2R.trna29-MetCAT (32435821-32435892)  Met (CAT) 72 bp  Sc: 65.36 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGTTCTGCTA 
>Anopheles_gambiae_chr3R.trna30-MetCAT (37767492-37767421)  Met (CAT) 72 bp  Sc: 65.36 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGTTCTGCTA 
>Anopheles_gambiae_chr2L.trna77-MetCAT (36768776-36768705)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGCTCTGCTA 
>Anopheles_gambiae_chr2L.trna79-MetCAT (36763471-36763400)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 



TACGCTCTGCTA 
>Anopheles_gambiae_chr3L.trna33-MetCAT (29453423-29453494)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGCTCTGCTA 
>Anopheles_gambiae_chr3L.trna34-MetCAT (31025107-31025178)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGCTCTGCTA 
>Anopheles_gambiae_chr3L.trna54-MetCAT (30229679-30229608)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGCTCTGCTA 
>Anopheles_gambiae_chr3L.trna7-MetCAT (6504846-6504917)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGTAGATCGAAAC 
TACGCTCTGCTA 
>Anopheles_gambiae_chr2L.trna135-MetCAT (9892366-9892294)  Met (CAT) 73 bp  Sc: 79.42 
GCCTCGATAGCGCAGTAGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2L.trna78-MetCAT (36764910-36764838)  Met (CAT) 73 bp  Sc: 79.42 
GCCTCGATAGCGCAGTAGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chrX.trna3-MetCAT (13307540-13307468)  Met (CAT) 73 bp  Sc: 79.42 
GCCTCGATAGCGCAGTAGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2L.trna80-MetCAT (36762792-36762720)  Met (CAT) 73 bp  Sc: 83.32 
GCCTCGATAGCGCAGTCGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2R.trna125-MetCAT (6678571-6678499)  Met (CAT) 73 bp  Sc: 83.32 
GCCTCGATAGCGCAGTCGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2R.trna62-MetCAT (55548615-55548687)  Met (CAT) 73 bp  Sc: 83.32 
GCCTCGATAGCGCAGTCGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2R.trna63-MetCAT (55554655-55554727)  Met (CAT) 73 bp  Sc: 83.32 
GCCTCGATAGCGCAGTCGGTAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGATC 
CTCACTCGGGGCA 
>Anopheles_gambiae_chr2R.trna109-PheGAA (12349341-12349269)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr2R.trna110-PheGAA (12343355-12343283)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr2R.trna129-PheGAA (524561-524489)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna18-PheGAA (13532451-13532523)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna41-PheGAA (38071954-38072026)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna42-PheGAA (38072518-38072590)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna43-PheGAA (38073179-38073251)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna44-PheGAA (38086228-38086300)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr3L.trna60-PheGAA (24948593-24948521)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Anopheles_gambiae_chr2L.trna143-ProAGG (1929996-1929925)  Pro (AGG) 72 bp  Sc: 52.43 
GGCTCGTTGGTCTAGGAGTATGATTTTCGCTTAGGGTGCGAGAGGTCCTGGGTTAAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3L.trna70-ProAGG (13618911-13618840)  Pro (AGG) 72 bp  Sc: 63.62 
GACTTAATGGTCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 



>Anopheles_gambiae_chr3R.trna50-ProAGG (12956429-12956358)  Pro (AGG) 72 bp  Sc: 67.25 
GGCTCGTTGGCCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr2L.trna141-ProAGG (6099779-6099708)  Pro (AGG) 72 bp  Sc: 72.15 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3R.trna26-ProAGG (44892785-44892856)  Pro (AGG) 72 bp  Sc: 72.57 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3R.trna46-ProAGG (13387438-13387367)  Pro (AGG) 72 bp  Sc: 72.57 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3R.trna5-ProAGG (13290398-13290469)  Pro (AGG) 72 bp  Sc: 72.57 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3L.trna73-ProCGG (13618308-13618236)  Pro (CGG) 73 bp  Sc: 56.89 
AGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCCGGGTTCAAAT 
CCCGGTTGAGCCC 
>Anopheles_gambiae_chr2L.trna139-ProCGG (6101768-6101697)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2L.trna140-ProCGG (6100005-6099934)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna68-ProCGG (13619346-13619275)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna71-ProCGG (13618710-13618639)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna76-ProCGG (13617696-13617625)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna77-ProCGG (13617495-13617424)  Pro (CGG) 72 bp  Sc: 72.75 
GGCTCAATGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2R.trna42-ProCGG (44033938-44034009)  Pro (CGG) 72 bp  Sc: 72.94 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr2R.trna91-ProCGG (44047500-44047429)  Pro (CGG) 72 bp  Sc: 73.17 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr2L.trna129-ProCGG (15723520-15723449)  Pro (CGG) 72 bp  Sc: 76.28 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr2R.trna80-ProCGG (48533761-48533690)  Pro (CGG) 72 bp  Sc: 76.28 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3L.trna53-ProCGG (34271862-34271791)  Pro (CGG) 72 bp  Sc: 76.28 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3L.trna55-ProCGG (28736472-28736401)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Anopheles_gambiae_chr3L.trna74-ProTGG (13618106-13618035)  Pro (TGG) 72 bp  Sc: 69.20 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTTAGCCC 
>Anopheles_gambiae_chr2L.trna11-ProTGG (18649875-18649946)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2R.trna11-ProTGG (11388289-11388360)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2R.trna119-ProTGG (11394363-11394292)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2R.trna120-ProTGG (11393576-11393505)  Pro (TGG) 72 bp  Sc: 75.74 



GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna69-ProTGG (13619112-13619041)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna72-ProTGG (13618509-13618438)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr3L.trna75-ProTGG (13617897-13617826)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Anopheles_gambiae_chr2R.trna102-LeuCAA (26626389-26626314)  Leu (CAA) 76 bp  Sc: 21.30 
GGTCTGGTGGTAGAATCGTCAACTCGTACGACTCAAAAACATATGCTCGTCATGGGTTCA 
AGCCCCGAATGGAACG 
>Anopheles_gambiae_chrX.trna4-ThrCGT (9742899-9742827)  Thr (CGT) 73 bp  Sc: 24.54 
TCCGGAATAGTGCAATGGTAAGCGTTCAGGCTTCGTACGCCACAGTTTTTGTGTTCGAAT 
CCCGATTTCAGCA 
>Anopheles_gambiae_chrX.trna2-AsnGTT (13578639-13578567)  Asn (GTT) 73 bp  Sc: 23.09 
CCGCTGATAGTGTAGCGGGTAGAGCGCTCGGCTGTTGACCGGCACGTTACAAGTTCGAAC 
TGTGCTTAGTGCG 
>Anopheles_gambiae_chr3L.trna61-LeuTAA (24497237-24497164)  Leu (TAA) 74 bp  Sc: 21.96 
GGTCTGGTGGTACAGTCATCAATATGTACGTCTTAAAAACATGCCCGTCATGGGTTCAAG 
CCCCGAATAGACCG 
>Anopheles_gambiae_chrX.trna5-LeuTAA (7949565-7949492)  Leu (TAA) 74 bp  Sc: 22.18 
GGTCTCGTAGTACAGTCGTCAACTCGTACGACTTAACATCATGCTCGTCATGGGTTCGAT 
CCCCAAATAGACCG 
>Anopheles_gambiae_chr3L.trna62-LeuTAA (22981229-22981156)  Leu (TAA) 74 bp  Sc: 22.27 
GAACCCATGGCACAGTGGTTAGCTCGCATGACTTAAAAACACGCCCGTGGTGGGTTCAAG 
CCTCGCATGGTCCG 
>Anopheles_gambiae_chr2L.trna5-LeuTAA (10618945-10619018)  Leu (TAA) 74 bp  Sc: 23.94 
GGTCTCGTAGTACAGTCGTCAACTCGTACGACTTAAAAACATAACCGTCATGGGTTCAAT 
CCCCAAATAGACCG 
>Anopheles_gambiae_chr3R.trna27-SupTTA (45170591-45170517)  Sup (TTA) 75 bp  Sc: 20.86 
GGTCTGGTGGTATAGTTGTCAACTCGTACGACTTTAACAACATGCCCATCATGGGTTCAA 
GCCCCGTCTAGACCG 
>Anopheles_gambiae_chr2R.trna10-SerAGA (11365429-11365510)  Ser (AGA) 82 bp  Sc: 83.36 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr2R.trna9-SerAGA (11364131-11364212)  Ser (AGA) 82 bp  Sc: 83.36 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr2L.trna9-SerAGA (16557453-16557534)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Anopheles_gambiae_chr2R.trna2-SerAGA (1180148-1180229)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Anopheles_gambiae_chr2R.trna5-SerAGA (11307656-11307737)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Anopheles_gambiae_chr2R.trna8-SerAGA (11360407-11360488)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Anopheles_gambiae_chr2L.trna33-SerCGA (44400916-44400997)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna36-SerCGA (34276995-34277076)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna39-SerCGA (34540587-34540668)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna47-SerCGA (35896886-35896805)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna51-SerCGA (34289527-34289446)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 



GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna8-SerCGA (8001971-8002052)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna82-SerCGA (8240631-8240550)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr3L.trna9-SerCGA (8011139-8011220)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Anopheles_gambiae_chr2L.trna74-SerGCT (40037718-40037637)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna100-SerGCT (26666161-26666080)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna101-SerGCT (26665705-26665624)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna18-SerGCT (20698736-20698817)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna43-SerGCT (44231696-44231777)  Ser (GCT) 82 bp  Sc: 87.38 
GACGAGGTGGCCGAGTGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna78-SerGCT (48604451-48604370)  Ser (GCT) 82 bp  Sc: 87.38 
GACGAGGTGGCCGAGTGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Anopheles_gambiae_chr2R.trna122-SerTGA (11382430-11382349)  Ser (TGA) 82 bp  Sc: 77.94 
GCTGTGGTGTCCGAGCGGTTAAGGAGATGGACTTGAAATCCATTGGGTTCTACCCGCACA 
GGTTCGAATCCTGTCTACAGCG 
>Anopheles_gambiae_chr2R.trna13-SerTGA (11436109-11436190)  Ser (TGA) 82 bp  Sc: 77.94 
GCTGTGGTGTCCGAGCGGTTAAGGAGATGGACTTGAAATCCATTGGGTTCTACCCGCACA 
GGTTCGAATCCTGTCTACAGCG 
>Anopheles_gambiae_chr2R.trna117-ThrAGT (11437773-11437700)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr2R.trna121-ThrAGT (11383517-11383444)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr2R.trna128-ThrAGT (526107-526034)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr2R.trna14-ThrAGT (11437077-11437150)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr2R.trna15-ThrAGT (11438918-11438991)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr3R.trna25-ThrAGT (33710443-33710516)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr3R.trna3-ThrAGT (5039303-5039376)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr3R.trna31-ThrAGT (33724970-33724897)  Thr (AGT) 74 bp  Sc: 74.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGAGCCT 
>Anopheles_gambiae_chr2R.trna104-ThrCGT (25327925-25327854)  Thr (CGT) 72 bp  Sc: 82.08 
GCCTCTTTAGCTCAGTGGTAGAGCGCTGGTCTCGTAAACCAGCGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Anopheles_gambiae_chr2R.trna126-ThrCGT (6314238-6314167)  Thr (CGT) 72 bp  Sc: 82.08 
GCCTCTTTAGCTCAGTGGTAGAGCGCTGGTCTCGTAAACCAGCGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Anopheles_gambiae_chr2R.trna52-ThrCGT (48516817-48516888)  Thr (CGT) 72 bp  Sc: 82.08 
GCCTCTTTAGCTCAGTGGTAGAGCGCTGGTCTCGTAAACCAGCGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 



>Anopheles_gambiae_chr3R.trna57-ThrCGT (5038778-5038707)  Thr (CGT) 72 bp  Sc: 82.08 
GCCTCTTTAGCTCAGTGGTAGAGCGCTGGTCTCGTAAACCAGCGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Anopheles_gambiae_chr2R.trna53-ThrCGT (48578521-48578592)  Thr (CGT) 72 bp  Sc: 82.31 
GCCTCTTTAGCTCAGTGGTAGAGCGCTGGTCTCGTAAACCAGCGGTCGTGAGTTCAAACC 
TCACAGGAGGCA 
>Anopheles_gambiae_chr2L.trna73-ThrTGT (44763679-44763607)  Thr (TGT) 73 bp  Sc: 76.48 
GCCTCTTTAGCTCAGTAGGCAGAGCGCTGGTCTTGTAAACCAGCGGTCGTGAGTTCGATT 
CTCACAGGAGGCA 
>Anopheles_gambiae_chr2L.trna83-ThrTGT (32711177-32711105)  Thr (TGT) 73 bp  Sc: 76.48 
GCCTCTTTAGCTCAGTAGGCAGAGCGCTGGTCTTGTAAACCAGCGGTCGTGAGTTCGATT 
CTCACAGGAGGCA 
>Anopheles_gambiae_chr2R.trna48-TrpCCA (46957392-46957463)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr2R.trna49-TrpCCA (46988542-46988613)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr2R.trna70-TrpCCA (55555262-55555191)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr2R.trna71-TrpCCA (55550049-55549978)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr2R.trna90-TrpCCA (46938389-46938318)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr3R.trna55-TrpCCA (6981083-6981012)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Anopheles_gambiae_chr2L.trna14-TyrGTA (22061211-22061311)  Tyr (GTA) 101 bp  Sc: 75.32 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAGAGAGAGATGACGCAGAATG 
TAGTAATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna16-TyrGTA (23993379-23993479)  Tyr (GTA) 101 bp  Sc: 77.33 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAGTGAACACACACACGATAGA 
GAGAAATCCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Anopheles_gambiae_chr2R.trna21-TyrGTA (25510326-25510421)  Tyr (GTA) 96 bp  Sc: 75.61 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGCGTGATGTGTTGATAGAGTA 
ATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr3L.trna46-TyrGTA (36039348-36039241)  Tyr (GTA) 108 bp  Sc: 71.62 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGACAGCGATAGCGTGCGCGCATCA 
TCGGTAGAAGTAATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna39-TyrGTA (46564059-46564158)  Tyr (GTA) 100 bp  Sc: 74.42 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGCGCAAGATGCGGTGAAAGAG 
AGTAATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna67-TyrGTA (46574185-46574061)  Tyr (GTA) 125 bp  Sc: 74.20 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAAAGTAAGGAGAAGTGCGATC 
ATGTGATCAAAACTCCGATCATTGTAGAAATCCATAGGTCACTGGTTCAAATCCGGTTCG 
AAGGA 
>Anopheles_gambiae_chr2L.trna66-TyrGTA (46574587-46574446)  Tyr (GTA) 142 bp  Sc: 71.06 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAGTTTGGGGGTCGATCATCTG 
TTACAATGCATCTCAAAGTGCATCTGATGATCACCTGTGAATAGAAATCCATAGGTCACT 
GGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna65-TyrGTA (46574991-46574835)  Tyr (GTA) 157 bp  Sc: 77.85 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAAATTTGAAGCGAAGTGATTTG 
GTAGAGATAATGTAATCATTACAAAGTTGCATTGAGCTCTTATCACTTTCAAACAATAGA 
AATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna40-TyrGTA (46579229-46579379)  Tyr (GTA) 151 bp  Sc: 63.60 
CCTTCGATAGCTAAGTTGGTAGAGCGGTGGACTGTAGCAACGAGCGTGGAACGATTGTGA 
GTTGGCAATTGGTACCTTAAATGCCTGCGATCAACCGTCTCCAATGTAGTTAGAAATCCA 
TAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna41-TyrGTA (46579460-46579601)  Tyr (GTA) 142 bp  Sc: 71.06 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAGTTTGGGGGTCGATCATCTG 
TTACAATGCATCTCAAAGTGCATCTGATGATCACCTGTGAATAGAAATCCATAGGTCACT 
GGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna42-TyrGTA (46579861-46579986)  Tyr (GTA) 126 bp  Sc: 74.83 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAAAGTTAGGAGAAGTACGATC 



ATGTGATCAAATCTCCCGATCATTGTAGAAATCCATAGGTCACTGGTTCAAATCCGGTTC 
GAAGGA 
>Anopheles_gambiae_chr2L.trna43-TyrGTA (46580278-46580419)  Tyr (GTA) 142 bp  Sc: 73.11 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAGTTTAGAGGTCGATCAACTG 
TTACAATGCATTTCAAAGTGCATCTGATGATCACCTGTGAATAGAAATCCATAGGTCACT 
GGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna44-TyrGTA (46580678-46580807)  Tyr (GTA) 130 bp  Sc: 71.96 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAAAGTTTGGAGTGTGAGCGCT 
CAAGAAGTGATCAAACCTCCAAATCATTGTAGAAATCCATAGATCACTGGTTCAAATCCG 
GTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna45-TyrGTA (46584062-46584332)  Tyr (GTA) 271 bp  Sc: 57.49 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGTTGTTTCAGCGCCGCGCGTT 
TGAGTAGTTGTGTTTACGGGATTTGTTGAGGTttgttgtgTTGAGTCAGTAGTCAGTGCG 
AGAAAGCTTTGtgttgtAATTGCAAACAATGCACACTTTCACTCCTCCTACTGTCTCAAT 
GCAAAGTTTCTCAGCTCTCCACCAACACACGCTCAGCAGCATGTGTGTTTCAGTAATCCA 
TAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna46-TyrGTA (46584505-46584639)  Tyr (GTA) 135 bp  Sc: 75.13 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAAGTTTAAGTAGTTGGTCAACT 
TAGAAATGTGCATCTGACGATCACATGCATCCAATAGAAATCCATAGGTCACTGGTTCAA 
ATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna47-TyrGTA (46584868-46584992)  Tyr (GTA) 125 bp  Sc: 74.34 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAAAGTTAGGAGAAGTGCGATC 
ATGTGATCAAAGCTCCGATCATTGAAGAAATCCATAGGTCACTGGTTCAAATCCGGTTCG 
AAGGA 
>Anopheles_gambiae_chr2L.trna48-TyrGTA (46585254-46585399)  Tyr (GTA) 146 bp  Sc: 70.73 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAGTTTTAGAGGTCGATCAACT 
GTTACAATGCATCGCAAAGTGCATCTGACGATCACCTGCAACCAATAGAAATCCATAGGT 
CACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna49-TyrGTA (46585652-46585794)  Tyr (GTA) 143 bp  Sc: 73.80 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAGAAAATTCGGAGTGTGTTGCTT 
TCAAGTCGAAATGCACTTGAGCCAAACCTTCAAGAGTTGTAAAAGAAATCCATAGGTCAC 
TGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna50-TyrGTA (46585880-46586009)  Tyr (GTA) 130 bp  Sc: 72.15 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGCGAGGTTGAGGGTCGATCATCTG 
TTACAATGGCATCTCAAAGTGCATCTGAATAGAAATCCATAGGTCACTGGTTCAAATCCG 
GTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna53-TyrGTA (46622585-46622680)  Tyr (GTA) 96 bp  Sc: 77.04 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGCAAAAGTTCGATATAGAGTA 
ATCCATAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2L.trna54-TyrGTA (46623063-46623153)  Tyr (GTA) 91 bp  Sc: 74.65 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGCGTCTCTCCATAGTAATCCA 
TAGGTCACTGGTTCAAATCCGGTTCGAAGGA 
>Anopheles_gambiae_chr2R.trna83-TyrGTA (46989195-46989100)  Tyr (GTA) 96 bp  Sc: 81.14 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGAGGAAAATATGAAAAAAGAA 
ATCCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Anopheles_gambiae_chr2L.trna106-ValAAC (29568261-29568189)  Val (AAC) 73 bp  Sc: 67.50 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACAGGCAGAAGGCCCCCGGTTCGATC 
CCGTGCGGAAACA 
>Anopheles_gambiae_chr3L.trna20-ValAAC (20338750-20338822)  Val (AAC) 73 bp  Sc: 70.43 
GTTTCCGTGGTGTAGTGGTTATCACATCAGTCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna108-ValAAC (29567793-29567721)  Val (AAC) 73 bp  Sc: 74.75 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCAGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna8-ValAAC (15481054-15481126)  Val (AAC) 73 bp  Sc: 77.72 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCTCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna101-ValAAC (29569427-29569355)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna102-ValAAC (29569197-29569125)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna104-ValAAC (29568725-29568653)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna111-ValAAC (29567087-29567015)  Val (AAC) 73 bp  Sc: 79.44 



GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna113-ValAAC (29566619-29566547)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna118-ValAAC (29565449-29565377)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna120-ValAAC (29565040-29564968)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna122-ValAAC (29564635-29564563)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna87-ValAAC (29572716-29572644)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna91-ValAAC (29571776-29571704)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna92-ValAAC (29571542-29571470)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna95-ValAAC (29570836-29570764)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna99-ValAAC (29569896-29569824)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna22-ValAAC (20375982-20376054)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna24-ValAAC (20395854-20395926)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna63-ValAAC (20314510-20314438)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna65-ValAAC (20297804-20297732)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna19-ValAAC (29808708-29808780)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna25-ValAAC (29942173-29942245)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna26-ValAAC (30429346-30429418)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna51-ValAAC (46602011-46602083)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna69-ValAAC (45999232-45999160)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna84-ValAAC (29812041-29811969)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2R.trna57-ValAAC (54258741-54258813)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna29-ValAAC (28667273-28667345)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3R.trna48-ValAAC (13316495-13316423)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 



CCGGGCGGAAACA 
>Anopheles_gambiae_chr3R.trna49-ValAAC (13280619-13280547)  Val (AAC) 73 bp  Sc: 82.09 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna121-ValCAC (29564869-29564797)  Val (CAC) 73 bp  Sc: 73.69 
GTTTCCGTGGTGTAGCGGTTATCACGTATGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna90-ValCAC (29572014-29571942)  Val (CAC) 73 bp  Sc: 73.91 
GTTTCCGTGGTTTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna107-ValCAC (29568027-29567955)  Val (CAC) 73 bp  Sc: 74.46 
GATTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna110-ValCAC (29567321-29567249)  Val (CAC) 73 bp  Sc: 74.46 
GATTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna123-ValCAC (29564401-29564329)  Val (CAC) 73 bp  Sc: 75.57 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCTCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna100-ValCAC (29569661-29569589)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna103-ValCAC (29568959-29568887)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna105-ValCAC (29568495-29568423)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna109-ValCAC (29567555-29567483)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna112-ValCAC (29566853-29566781)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna114-ValCAC (29566389-29566317)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna115-ValCAC (29566155-29566083)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna119-ValCAC (29565278-29565206)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna88-ValCAC (29572482-29572410)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna89-ValCAC (29572248-29572176)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna93-ValCAC (29571308-29571236)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna94-ValCAC (29571074-29571002)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna96-ValCAC (29570602-29570530)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna97-ValCAC (29570368-29570296)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna98-ValCAC (29570134-29570062)  Val (CAC) 73 bp  Sc: 79.95 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna1-ValCAC (6105713-6105785)  Val (CAC) 73 bp  Sc: 83.88 
GTTTCCGTAGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 



>Anopheles_gambiae_chr2L.trna34-ValCAC (44797285-44797357)  Val (CAC) 73 bp  Sc: 83.88 
GTTTCCGTAGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna75-ValCAC (38668172-38668100)  Val (CAC) 73 bp  Sc: 83.88 
GTTTCCGTAGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2R.trna95-ValCAC (37570399-37570327)  Val (CAC) 73 bp  Sc: 83.88 
GTTTCCGTAGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna79-ValCAC (12204478-12204406)  Val (CAC) 73 bp  Sc: 83.88 
GTTTCCGTAGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna116-ValCAC (29565921-29565849)  Val (CAC) 73 bp  Sc: 84.05 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna117-ValCAC (29565687-29565615)  Val (CAC) 73 bp  Sc: 84.05 
GTTTCCGTGGTGTAGCGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2R.trna92-ValCAC (43444313-43444241)  Val (CAC) 73 bp  Sc: 86.33 
GTTTCCGTAGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr3L.trna45-ValCAC (38069503-38069431)  Val (CAC) 73 bp  Sc: 86.33 
GTTTCCGTAGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCCCCGGTTCGAAC 
CCGGGCGGAAACA 
>Anopheles_gambiae_chr2L.trna37-ValTAC (46001403-46001475)  Val (TAC) 73 bp  Sc: 76.11 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCTCCAGTTCGATC 
CTGGATGGAACCA 
>Anopheles_gambiae_chr2L.trna38-ValTAC (46052072-46052144)  Val (TAC) 73 bp  Sc: 76.11 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCTCCAGTTCGATC 
CTGGATGGAACCA 
>Anopheles_gambiae_chr2L.trna68-ValTAC (46003719-46003647)  Val (TAC) 73 bp  Sc: 76.11 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCTCCAGTTCGATC 
CTGGATGGAACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna9-AlaGGC (1221177-1221102)  Ala (GGC) 76 bp  Sc: 86.51 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna2-AlaTGC (58688-58763)  Ala (TGC) 76 bp  Sc: 95.66 
GGGGCTGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTCAGCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna22-AlaTGC (2516592-2516517)  Ala (TGC) 76 bp  Sc: 95.66 
GGGGCTGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTCAGCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna4-AlaTGC (1043752-1043827)  Ala (TGC) 76 bp  Sc: 95.66 
GGGGCTGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTCAGCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna7-AlaTGC (1306235-1306310)  Ala (TGC) 76 bp  Sc: 95.66 
GGGGCTGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTCAGCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna4-ArgACG (382706-382782)  Arg (ACG) 77 bp  Sc: 89.63 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGGAGTTCGAA 
TCTCTTCGGGTGCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna19-ArgCCG (2330046-2330122)  Arg (CCG) 77 bp  Sc: 86.49 
GCACCCGTAGCTCAGCTGGATAGAGTGTTGGATTCCGATTCCAAAGGTCACAGGTTCGAA 
TCCTGTCGGGTGCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna18-ArgTCT (1792320-1792396)  Arg (TCT) 77 bp  Sc: 93.45 
GGCCCCTTAGCTCAACTGGATAGAGCAACTGCCTTCTAAGCAGTAGGTCGCAGGTTCGAG 
TCCTGCAGGGGTCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna36-AsnGTT (1217105-1217031)  Asn (GTT) 75 bp  Sc: 85.96 
TCCCTGGTAGCTCAGCGGTAGAGCATTCGACTGTTAATCGACAGGTCGCCGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna13-AspGTC (1255618-1255694)  Asp (GTC) 77 bp  Sc: 90.74 
GCGGGTGTAGCTCAGTCGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna12-AspGTC (1255500-1255576)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna30-CysGCA (1711064-1710991)  Cys (GCA) 74 bp  Sc: 70.77 



GGCCTCGTGGCGGAGTGGTGACGCAGAGGACTGCAAATCCTTGTACCCCGGTTCAATTCC 
GGGCGAGGCCTCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna10-GlnCTG (1118616-1118543)  Gln (CTG) 74 bp  Sc: 72.58 
TGGGGAATAGTTCAATGGTAGAACGACGGACTCTGACTCCGTTAATCTTGGTTCGAGTCC 
AGGTTCCCCAGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna9-GlnTTG (809486-809560)  Gln (TTG) 75 bp  Sc: 73.94 
TGGGGCGTCGCCAAGCGGTAAGGCACCGGTTTTTGGTACCGGCATTCCCAGGTTCGAATC 
CTGGCGCCCCAGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna14-GluTTC (1567173-1567247)  Glu (TTC) 75 bp  Sc: 52.80 
GCGCCCTTCGTCTATCGGTTAGGACGTCAGATTTTCATTCTGAAAAGAGGGGTTCGACTC 
CCCTAGGGCGTGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna15-GluTTC (1567700-1567774)  Glu (TTC) 75 bp  Sc: 52.80 
GCGCCCTTCGTCTATCGGTTAGGACGTCAGATTTTCATTCTGAAAAGAGGGGTTCGACTC 
CCCTAGGGCGTGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna5-GlyCCC (430676-430749)  Gly (CCC) 74 bp  Sc: 80.72 
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCTTCCCAAGCTGAATACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna20-GlyGCC (2446476-2446550)  Gly (GCC) 75 bp  Sc: 87.04 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCAAATC 
CCTTCGCCCGCTCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna2-GlyGCC (779527-779601)  Gly (GCC) 75 bp  Sc: 87.04 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCAAATC 
CCTTCGCCCGCTCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna27-GlyTCC (1956756-1956683)  Gly (TCC) 74 bp  Sc: 83.28 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna8-HisGTG (606854-606930)  His (GTG) 77 bp  Sc: 83.76 
GCGGTTGTAGCTCAGTTGGTTAGAGCGCAGGTTTGTGGCACCTGAGGTCGGTGGTTCGAC 
CCCACTCAACCGTACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna1-IleGAT (58553-58629)  Ile (GAT) 77 bp  Sc: 99.89 
GGGCCCGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGTAGTTCGAG 
TCTACCCGGGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna21-IleGAT (2516727-2516651)  Ile (GAT) 77 bp  Sc: 99.89 
GGGCCCGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGTAGTTCGAG 
TCTACCCGGGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna3-IleGAT (1043617-1043693)  Ile (GAT) 77 bp  Sc: 99.89 
GGGCCCGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGTAGTTCGAG 
TCTACCCGGGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna6-IleGAT (1306100-1306176)  Ile (GAT) 77 bp  Sc: 99.89 
GGGCCCGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGTAGTTCGAG 
TCTACCCGGGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna1-LeuCAA (576107-576191)  Leu (CAA) 85 bp  Sc: 72.97 
GCGGGTGTGGTGGAATTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGTC 
GGTTCGACCCCGACCACCCGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna39-LeuCAG (230917-230831)  Leu (CAG) 87 bp  Sc: 77.25 
GCCCAGATGGCGGAATTGGTAGACGCGCCAGCTTCAGGTGCTGGTACTCGAAAGGGTGTG 
GAGGTTCGAGTCCTCTTCTGGGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna32-LeuGAG (1543362-1543278)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna37-LeuTAA (1184739-1184656)  Leu (TAA) 84 bp  Sc: 72.37 
GCCCGCATGGTGAAATTGGTAAACACATCGCACTTAAAATGCGCCGCCTCTGGCTTGCCG 
GTTCAAGTCCGGCTGCGGGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna31-LeuTAG (1652413-1652331)  Leu (TAG) 83 bp  Sc: 70.05 
GCGGGTATGGCGGAATTGGTAGACGCATTGGTTTTAGGTACCAACGCTTCGGCGTGGGAG 
TTCGAGTCTCTCTACCCGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna16-LysCTT (1623522-1623597)  Lys (CTT) 76 bp  Sc: 97.03 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGAGC 
CCTACATCACCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna17-LysTTT (1784212-1784287)  Lys (TTT) 76 bp  Sc: 92.90 
GAGAGCGTAGCTCAGCCGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCTCTCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna23-MetCAT (2512316-2512240)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna3-MetCAT (62964-63040)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 



TCCTGCCCCCGCAACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna5-MetCAT (1048028-1048104)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna8-MetCAT (1310422-1310498)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna24-MetCAT (2128475-2128400)  Met (CAT) 76 bp  Sc: 82.10 
GGGCCTGTAGCTCAATGGTTAGAGCCGGCGGCTCATAACCGCTTGGTTGGGAGTTCGAGT 
CTCTCCGGGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna13-MetCAT (780880-780804)  Met (CAT) 77 bp  Sc: 83.79 
GGCGGGGTAGCTCAGGTGGTTAGAGCAGCGGAATCATAATCCGCGTGTCGGGGGTTCAAG 
TCCCTCTCCCGCTACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna6-PheGAA (496312-496387)  Phe (GAA) 76 bp  Sc: 92.15 
GCCCGGATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCAAAT 
CCGCCTCCGGGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna10-ProCGG (813139-813215)  Pro (CGG) 77 bp  Sc: 85.78 
CGGAGTGTAGCGCAGTCTGGTAGCGCACGTCGTTCGGGACGACGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna35-ProGGG (1221105-1221029)  Pro (GGG) 77 bp  Sc: 81.90 
CGGAGCGTAGCGCAGCCCGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGCTCCGACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna29-ProTGG (1791702-1791626)  Pro (TGG) 77 bp  Sc: 86.97 
CGGAGTGTAGCGCAGTCTGGTAGCGCATCTGGTTTGGGACCAGAGGGTCGGGAGTTCGAA 
TCTCTCCACTCCGACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna12-SerCGA (948260-948171)  Ser (CGA) 90 bp  Sc: 74.37 
GGAGAGGTGGCAGAGTGGTCGAATGCACCGCACTCGAAATGCGGCATACCTGCAAGGGTA 
TCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna11-SerGCT (1010919-1011009)  Ser (GCT) 91 bp  Sc: 73.86 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTATACGTCAAAAGCGT 
ATCGTGGGTTCGAATCCCATCCTCTCCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna40-SerGGA (128502-128413)  Ser (GGA) 90 bp  Sc: 82.03 
GGACAGGTGGCCGAGTGGTTTAAGGCGCACGCCTGGAACGCGTGTGTGCGTGAAAGCGTA 
CCGTGGGTTCGAATCCCACCCTGTCCGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna33-SerTGA (1491834-1491745)  Ser (TGA) 90 bp  Sc: 70.89 
GGATGGGTGTCCGAGTGGTTTAAGGAACCGGTCTTGAAAACCGGCGTGCGTGAGAGCGTA 
CCGTGGGTTCGAATCCCACCCCATCTGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna38-ThrCGT (411150-411075)  Thr (CGT) 76 bp  Sc: 91.69 
GCCGCTTTAGCTCAGTTGGTAGAGCACGTCATTCGTAATGACGGGGTCACGTGTTCGAGT 
CACGTAAGCGGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna7-ThrGGT (531671-531745)  Thr (GGT) 75 bp  Sc: 84.06 
GCTGCTATAGCTCAGGGGTAGAGCACTCCCTTGGTAAGGGAGAGGCCGAGAGTTCAAATC 
TCTCTAGCAGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna25-ThrTGT (1970102-1970027)  Thr (TGT) 76 bp  Sc: 90.75 
GCCCTTGTAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCACGAGTTCGAAC 
CTTGTCGGGGGCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna28-TrpCCA (1935128-1935053)  Trp (CCA) 76 bp  Sc: 85.38 
AGGGGTATAGCTCAGTTGGTAGAGCGGCGGTCTCCAAAACCGCAGGTCGTAAGTTCGAGC 
CTTACTGCCCCTGCCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna26-TyrGTA (1956866-1956782)  Tyr (GTA) 85 bp  Sc: 70.96 
GGAGGGATGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTACGCCTACGTT 
GGTTCAAATCCAACTCCCTCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrlinear.trna11-ValGAC (978026-977952)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Agrobacterium_tumefaciens_C58_UWash_chrcircular.trna34-ValTAC (1255054-1254979)  Val (TAC) 76 bp  Sc: 94.30 
GGGCGATTAGCTCAGTTGGTAGAGCGCCTCGTTTACACCGAGGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna38-AlaGGC (1723436-1723361)  Ala (GGC) 76 bp  Sc: 84.59 
GGGGCTATAGCTCAGCTGGGAGAGCGCAACACTGGCAGTGTTGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna4-AlaTGC (404901-404976)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna14-ArgACG (938279-938355)  Arg (ACG) 77 bp  Sc: 90.58 
GCACCGGTAGCTCAGCTGGATAGAGCAACTGGCTACGAACCAGTAGGTCGGGGGTTCGAC 
TCCCTCCCGGTGCACCA 



>Alcanivorax_borkumensis_SK2_chr.trna34-ArgCCG (2885700-2885776)  Arg (CCG) 77 bp  Sc: 89.30 
GCGCCCGTAGCTCAGCTGGATAGAGCGTTGCCCTCCGGAGGCAAAGGTCAGAGGTTCGAA 
TCCTCTCGGGCGTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna29-ArgCCT (2067041-2067117)  Arg (CCT) 77 bp  Sc: 89.63 
GCCCCGGTAGCTCAGTTGGATAGAGCAAGCGCCTCCTAAGCGCTAGGTCGGACGTTCGAA 
TCGTCTCCGGGGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna20-ArgTCT (1373594-1373670)  Arg (TCT) 77 bp  Sc: 93.23 
GCGCCTGTAGCTCAACCGGATAGAGCAACGGCCTTCTAAGCCGTCGGTTGCAGGTTCGAG 
TCCTGCCAGGCGCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna40-AsnGTT (1057994-1057919)  Asn (GTT) 76 bp  Sc: 93.75 
TCCGCCTTAGCTCAGTTGGTAGAGCAAATGACTGTTAATCATTGGGTCGCTGGTTCGAGC 
CCAGCAGGCGGAGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna22-AspGTC (1380529-1380605)  Asp (GTC) 77 bp  Sc: 96.59 
GGAGCGGTAGTTCAGCTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna18-AspGTC (1123417-1123493)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna25-CysGCA (1481879-1481952)  Cys (GCA) 74 bp  Sc: 64.79 
GGCGCGGTGGCAGAGTGGTTATGCAGCGGACTGCAACTCCGTGTACGCCGGTTCGATTCC 
GACCCGCGCCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna42-GlnTTG (570290-570215)  Gln (TTG) 76 bp  Sc: 81.16 
TGGGGTATAGCCAAGTTGGTAAGGCAGCGGGTTTTGATCCCGTTATTCCCAGGTTCGAGT 
CCTGGTACCCCAGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna15-GluTTC (972582-972657)  Glu (TTC) 76 bp  Sc: 60.45 
GTCCCCTTCGTCTAGTGGCCCAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGACT 
CCCCTAGGGGACGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna39-GluTTC (1723355-1723280)  Glu (TTC) 76 bp  Sc: 60.45 
GTCCCCTTCGTCTAGTGGCCCAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGACT 
CCCCTAGGGGACGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna37-GlyCCC (1807972-1807899)  Gly (CCC) 74 bp  Sc: 77.93 
GCGGGTGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna16-GlyGCC (972692-972767)  Gly (GCC) 76 bp  Sc: 93.74 
GCGGGAATAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAAT 
CTCGTTTCCCGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna24-GlyGCC (1481751-1481826)  Gly (GCC) 76 bp  Sc: 95.06 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAAT 
CTCGTTTCCCGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna7-GlyTCC (413664-413737)  Gly (TCC) 74 bp  Sc: 83.13 
GCGGGTATAGTTCAACGGTAGAACCTCAGCCTTCCAAGCTGATGGTGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna21-HisGTG (1373701-1373776)  His (GTG) 76 bp  Sc: 80.50 
GTGATTGTAGCTCAGTTGGTAGAGCTCCGGATTGTGATTCCGGCGGTCGTGGGTTCGAGC 
CCCATCAGTCACCCCA 
>Alcanivorax_borkumensis_SK2_chr.trna3-IleGAT (404807-404883)  Ile (GAT) 77 bp  Sc: 93.51 
AGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAA 
TCTGCCCAGACCTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna10-LeuCAA (548346-548432)  Leu (CAA) 87 bp  Sc: 73.73 
GCCAGAGTGGTGGAATTGGTAGACACGACGGATTCAAAATCCGTTGCCTTCACGGGCGTG 
CCGGTTCAAGTCCGGCCTCTGGTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna32-LeuCAG (2504025-2504111)  Leu (CAG) 87 bp  Sc: 75.45 
GCCGAGGTGGTGAAATTGGTAGACACGCTAGCTTCAGGTGCTAGTGCTCGCAAGGGCGTG 
GAGGTTCAAGTCCTCTCCTCGGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna1-LeuGAG (357700-357785)  Leu (GAG) 86 bp  Sc: 60.29 
GCCGAAGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGAGCTTCGCTCGTGC 
CGGTTCAAGTCCGGCCTTCGGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna26-LeuTAA (1482100-1482186)  Leu (TAA) 87 bp  Sc: 80.06 
GCGGGTATGGTGAAATTGGTAGACACAACAGACTTAAAATCTGTCGACCGTTAGGTCATG 
CCGGTTCAAGTCCGGCTACCCGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna11-LeuTAG (721889-721973)  Leu (TAG) 85 bp  Sc: 72.50 
GCGCCAGTGGTGGAATTGGTAGACACGCCAGATTTAGGTTCTGGTGCCGAGAGGTGTGAA 
GGTTCAAGTCCTTCCTGGCGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna12-LysTTT (856687-856762)  Lys (TTT) 76 bp  Sc: 97.75 
GGGTCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTGGTCGCTGGTTCGAAT 
CCAGCACGACCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna2-MetCAT (357997-358073)  Met (CAT) 77 bp  Sc: 83.90 



TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna31-MetCAT (2352210-2352286)  Met (CAT) 77 bp  Sc: 94.15 
GGGCCTATAGCTCAGCTGGTTAGAGCAGTCGACTCATAATCGATTGGTCCCAGGTTCAAG 
TCCTGGTGGGCCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna30-MetCAT (2149218-2149294)  Met (CAT) 77 bp  Sc: 94.31 
GGCAAGGTAGCTCAGCTGGTTAGAGCACAGCACTCATAATGCTGGGGTCGGCGGTTCAAG 
TCCGCCCCTTGCTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna33-PheGAA (2607047-2607122)  Phe (GAA) 76 bp  Sc: 88.50 
GCCCGGATAGCTCAGTCGGTAGAGCAGAGGATTGAAAATCCTCGTGTCGGTGGTTCGATT 
CCGCCTCCGGGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna27-ProCGG (1651601-1651677)  Pro (CGG) 77 bp  Sc: 85.28 
CGGAGTATAGCTCAGCTTGGTAGAGTACTACGTTCGGGACGTAGGGGTCGCAGGTTCGAA 
TCCTGCTACTCCGACCA 
>Alcanivorax_borkumensis_SK2_chr.trna35-ProGGG (2104441-2104365)  Pro (GGG) 77 bp  Sc: 82.41 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGGAGGTTCGAA 
TCCTCCCGTCCCGACCA 
>Alcanivorax_borkumensis_SK2_chr.trna19-ProTGG (1373493-1373569)  Pro (TGG) 77 bp  Sc: 91.84 
CGGGGTGTAGCGCAGCCTGGTAGCGCGCCTGCTTTGGGAGCAGGATGTCGGGGGTTCGAA 
TCCCTCCACCCCGACCA 
>Alcanivorax_borkumensis_SK2_chr.trna36-SerGCT (2044939-2044850)  Ser (GCT) 90 bp  Sc: 74.98 
GGAGAGGTGGGTGAGTGGCTGAAACCAGCTCCCTGCTAAGGAGCCATACGGGAAACTGTA 
TCGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna41-SerGGA (978208-978121)  Ser (GGA) 88 bp  Sc: 64.75 
GGTGAGGTGTCCGAGTGGCCGAAGGAGCACGCCTGGAAAGTGTGTATACCGCAAGGTATC 
GAGGGTTCGAATCCCTCCCTCACCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna23-SerTGA (1474964-1475051)  Ser (TGA) 88 bp  Sc: 71.63 
GGAGGGGTGGCAGAGTGGCCGAATGCACCGGTCTTGAAAACCGGCGACGGGAGACCGTCC 
GTGGGTTCAAATCCCACCCCCTCCGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna28-ThrCGT (1753004-1753079)  Thr (CGT) 76 bp  Sc: 92.92 
GCCGGGATAGCTCAGTTGGTAGAGCAACTGATTCGTAATCAGTAGGTCCGCGGTTCGATT 
CCGCGTTCCGGCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna8-ThrGGT (413782-413857)  Thr (GGT) 76 bp  Sc: 91.14 
GCTCATGTAGCTCAGTAGGTAGAGCACACCCTTGGTAAGGGTGAGGTCACCGGTTCAAAT 
CCGGTCATGAGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna5-ThrTGT (413351-413426)  Thr (TGT) 76 bp  Sc: 91.42 
GCTGGCGTAGCTCAGTTGGTAGAGCAGCTGATTTGTAATCAGCCGGTCGGGGGTTCGACT 
CCTCTCGCCAGCTCCA 
>Alcanivorax_borkumensis_SK2_chr.trna9-TrpCCA (415271-415346)  Trp (CCA) 76 bp  Sc: 83.81 
AGGCCAGTAGTTCAATTGGTAGAGCACCGGTCTCCAAAACCGGCTGTTGGGGGTTCGAGT 
CCCTCCTGGCCTGCCA 
>Alcanivorax_borkumensis_SK2_chr.trna6-TyrGTA (413504-413587)  Tyr (GTA) 84 bp  Sc: 70.75 
GGAGGGGTTCCCGAGTGGCCAAAGGGATCAGACTGTAAATCTGACGCGAAAGCTTCGGAG 
GTTCGAATCCTCCCCCCTCCACCA 
>Alcanivorax_borkumensis_SK2_chr.trna13-ValGAC (875508-875584)  Val (GAC) 77 bp  Sc: 93.93 
AGGCACGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGGTGGTTCGAA 
TCCACTCGTGCCTACCA 
>Alcanivorax_borkumensis_SK2_chr.trna17-ValTAC (1123305-1123380)  Val (TAC) 76 bp  Sc: 94.49 
GGGTGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCACCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna32-AlaGGC (3221892-3221967)  Ala (GGC) 76 bp  Sc: 88.39 
GGGGCATTAGTTCAGTTGGGAGAACGCCACACTGGCAGTGTGGAGGTCAGCGGTTCGAGT 
CCGCTATGCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna16-AlaTGC (1838777-1838852)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna3-AlaTGC (50461-50536)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna44-AlaTGC (4450559-4450484)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna29-ArgACG (1843948-1844024)  Arg (ACG) 77 bp  Sc: 87.34 
GCGCCCATAGCTCAGCTGGATAGAGTGTCTGACTACGAATCAGAAGGTCGGGAGTTCGAA 
TCTCTCTGGGCGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna1-ArgCCT (38852-38928)  Arg (CCT) 77 bp  Sc: 84.68 
GCACCTATAGCTCAGTAGGATAGAGCAACGGTTTCCTAAACCGTGTGCCGGAGGTTCGAA 



TCCTCCTAGGTGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna11-ArgTCG (997239-997315)  Arg (TCG) 77 bp  Sc: 84.18 
GCGCCTTTAGCTCAGCTGGATAGAGTTGCAGACTTCGAATCTGAAGGTCGGGGGTTCGAA 
TCCCTCAAGGCGCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna10-ArgTCT (997147-997223)  Arg (TCT) 77 bp  Sc: 83.94 
GTGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGCCCGGGGTTCGAA 
TCCCTGTGGGCACGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna6-ArgTCT (996725-996801)  Arg (TCT) 77 bp  Sc: 83.94 
GTGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGCCCGGGGTTCGAA 
TCCCTGTGGGCACGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna39-ArgTCT (4452941-4452865)  Arg (TCT) 77 bp  Sc: 88.53 
GTGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCCGGGGTTCGAA 
TCCCTGTGGGCACGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna73-ArgTCT (4437555-4437479)  Arg (TCT) 77 bp  Sc: 88.53 
GTGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCCGGGGTTCGAA 
TCCCTGTGGGCACGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna17-AsnGTT (1842385-1842459)  Asn (GTT) 75 bp  Sc: 80.01 
TCCTGGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGACAGGTTGGAGGTTCGAGTC 
CTCTCCCAGGAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna45-AsnGTT (4447075-4447001)  Asn (GTT) 75 bp  Sc: 80.01 
TCCTGGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGACAGGTTGGAGGTTCGAGTC 
CTCTCCCAGGAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna89-AsnGTT (4430624-4430550)  Asn (GTT) 75 bp  Sc: 80.01 
TCCTGGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGACAGGTTGGAGGTTCGAGTC 
CTCTCCCAGGAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna23-AspGTC (1843020-1843096)  Asp (GTC) 77 bp  Sc: 88.33 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
TCCCTTCCAGGTCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna50-AspGTC (4446522-4446446)  Asp (GTC) 77 bp  Sc: 88.33 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
TCCCTTCCAGGTCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna70-AspGTC (4437811-4437735)  Asp (GTC) 77 bp  Sc: 88.33 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
TCCCTTCCAGGTCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna86-AspGTC (4436263-4436187)  Asp (GTC) 77 bp  Sc: 88.33 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
TCCCTTCCAGGTCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna94-AspGTC (4430069-4429993)  Asp (GTC) 77 bp  Sc: 88.33 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
TCCCTTCCAGGTCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna15-CysGCA (1715478-1715552)  Cys (GCA) 75 bp  Sc: 77.86 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATTCCCCAGTTCAAATC 
TGGGTGCCGCCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna28-CysGCA (1843869-1843943)  Cys (GCA) 75 bp  Sc: 77.86 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATTCCCCAGTTCAAATC 
TGGGTGCCGCCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna40-GlnTTG (4452858-4452783)  Gln (TTG) 76 bp  Sc: 80.59 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATCCGCAGGTTCGAGT 
CCTGCTATCCCAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna74-GlnTTG (4437472-4437397)  Gln (TTG) 76 bp  Sc: 80.59 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATCCGCAGGTTCGAGT 
CCTGCTATCCCAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna9-GlnTTG (997036-997111)  Gln (TTG) 76 bp  Sc: 80.59 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATCCGCAGGTTCGAGT 
CCTGCTATCCCAGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna21-GluTTC (1842736-1842810)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna34-GluTTC (4894664-4894590)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna35-GluTTC (4453403-4453329)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna48-GluTTC (4446810-4446736)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 



>Alkaliphilus_metalliredigens_QYMF_chr.trna68-GluTTC (4438099-4438025)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna92-GluTTC (4430358-4430284)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna26-GlyGCC (1843694-1843768)  Gly (GCC) 75 bp  Sc: 91.02 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC 
TCGTCTTCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna54-GlyGCC (4446065-4445991)  Gly (GCC) 75 bp  Sc: 91.02 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC 
TCGTCTTCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna98-GlyGCC (4429559-4429485)  Gly (GCC) 75 bp  Sc: 91.02 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCAAATC 
TCGTCTTCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna38-GlyTCC (4453023-4452950)  Gly (TCC) 74 bp  Sc: 75.29 
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTCTACCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna5-GlyTCC (996643-996716)  Gly (TCC) 74 bp  Sc: 75.29 
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTCTACCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna66-GlyTCC (4444833-4444760)  Gly (TCC) 74 bp  Sc: 75.29 
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTCTACCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna72-GlyTCC (4437637-4437564)  Gly (TCC) 74 bp  Sc: 75.29 
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTCTACCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna88-GlyTCC (4436089-4436016)  Gly (TCC) 74 bp  Sc: 75.29 
GCGGGTGTAGTTTAGTGGTAGAACTTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTCTACCCGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna27-HisGTG (1843781-1843856)  His (GTG) 76 bp  Sc: 72.34 
GCGGGTGTAGTCAAGTGGTTAAGACACAGGATTGTGGTTCCTGCATGCGTGGGTTCGAAC 
CCCATCACCCGCCCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna7-HisGTG (996844-996919)  His (GTG) 76 bp  Sc: 72.34 
GCGGGTGTAGTCAAGTGGTTAAGACACAGGATTGTGGTTCCTGCATGCGTGGGTTCGAAC 
CCCATCACCCGCCCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna8-HisGTG (996956-997031)  His (GTG) 76 bp  Sc: 72.34 
GCGGGTGTAGTCAAGTGGTTAAGACACAGGATTGTGGTTCCTGCATGCGTGGGTTCGAAC 
CCCATCACCCGCCCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna100-IleGAT (4429399-4429323)  Ile (GAT) 77 bp  Sc: 98.59 
GGGCTCATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna4-IleGAT (56089-56165)  Ile (GAT) 77 bp  Sc: 98.59 
GGGCTCATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna42-IleGAT (4452698-4452622)  Ile (GAT) 77 bp  Sc: 98.59 
GGGCTCATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna62-IleGAT (4445344-4445268)  Ile (GAT) 77 bp  Sc: 98.59 
GGGCTCATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna82-IleGAT (4436750-4436674)  Ile (GAT) 77 bp  Sc: 98.59 
GGGCTCATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna31-LeuCAA (3174464-3174550)  Leu (CAA) 87 bp  Sc: 78.62 
GCCGCGGTGGCGGAACTGGCAGACGCAGCAGACTCAAAATCTGCCGATGGTAACATCGTG 
GGGGTTCGATTCCCTTCCGCGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna104-LeuGAG (3165365-3165279)  Leu (GAG) 87 bp  Sc: 63.50 
GCGGATATGGCGGAATTGGTATACGCGTAGGCTTGAGGGGTCTATGAGCGAATGCTCGTG 
CAGGTTCGAGTCCTGTTATCCGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna18-LeuTAA (1842465-1842553)  Leu (TAA) 89 bp  Sc: 77.53 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna46-LeuTAA (4446995-4446907)  Leu (TAA) 89 bp  Sc: 77.53 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna90-LeuTAA (4430544-4430456)  Leu (TAA) 89 bp  Sc: 77.53 



GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna25-LeuTAG (1843290-1843372)  Leu (TAG) 83 bp  Sc: 78.64 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGCGACCGTGGGGG 
TTCAAGTCCCTCCACCCGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna53-LeuTAG (4446175-4446093)  Leu (TAG) 83 bp  Sc: 78.64 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGCGACCGTGGGGG 
TTCAAGTCCCTCCACCCGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna97-LeuTAG (4429669-4429587)  Leu (TAG) 83 bp  Sc: 78.64 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGCGACCGTGGGGG 
TTCAAGTCCCTCCACCCGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna33-LysTTT (4894793-4894718)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna41-LysTTT (4452778-4452703)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna55-LysTTT (4445986-4445911)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna75-LysTTT (4437392-4437317)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna99-LysTTT (4429480-4429405)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna84-MetCAT (4436511-4436436)  Met (CAT) 76 bp  Sc: 79.52 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAACCCGAAGGTTGTAGGTTCAAAT 
CCTGCCTCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna19-MetCAT (1842569-1842644)  Met (CAT) 76 bp  Sc: 80.09 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAATCCGAAGGTCGCAGGTTCGAAT 
CCTGTCTCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna64-MetCAT (4445105-4445030)  Met (CAT) 76 bp  Sc: 82.53 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCGAAT 
CCTGCCTCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna65-MetCAT (4444946-4444870)  Met (CAT) 77 bp  Sc: 86.42 
GGCGGCATAGCTCAGATGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCACAGGTTCGAC 
TCCTGTTGCCGCTACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna47-MetCAT (4446892-4446817)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCGAAT 
CCTGCCCCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna67-MetCAT (4438181-4438106)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCGAAT 
CCTGCCCCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna91-MetCAT (4430440-4430365)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGGTGGAGCAACTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCGAAT 
CCTGCCCCCGCAACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna20-MetCAT (1842650-1842726)  Met (CAT) 77 bp  Sc: 89.47 
GGCGGCATAGCTCAGCTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCACAGGTTCGAC 
TCCTGTTGCCGCTACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna85-MetCAT (4436352-4436276)  Met (CAT) 77 bp  Sc: 89.47 
GGCGGCATAGCTCAGCTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCACAGGTTCGAC 
TCCTGTTGCCGCTACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna59-MetCAT (4445607-4445531)  Met (CAT) 77 bp  Sc: 95.67 
GGGCCTTTAGCTCAGTTGGTTAGAGCGTCCGGCTCATAACCGGCAGGTCCGGGGTTCGAA 
TCCCTGAAGGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna79-MetCAT (4437013-4436937)  Met (CAT) 77 bp  Sc: 95.67 
GGGCCTTTAGCTCAGTTGGTTAGAGCGTCCGGCTCATAACCGGCAGGTCCGGGGTTCGAA 
TCCCTGAAGGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna101-PheGAA (4429313-4429238)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna14-PheGAA (1715384-1715459)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna43-PheGAA (4452612-4452537)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 



CCGCCTCTGGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna63-PheGAA (4445258-4445183)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna83-PheGAA (4436664-4436589)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna105-ProGGG (2867859-2867783)  Pro (GGG) 77 bp  Sc: 84.34 
CGGAGCGTGGCGCAGCTTGGTAGCGCGCATGGCTGGGGGCCATGAGGTCGCAGGTTCGAA 
TCCTGTCGCTCCGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna58-ProTGG (4445698-4445622)  Pro (TGG) 77 bp  Sc: 90.59 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGTCGGGAGTTCGAA 
TCTCTTCACCCGGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna61-ProTGG (4445426-4445350)  Pro (TGG) 77 bp  Sc: 90.59 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGTCGGGAGTTCGAA 
TCTCTTCACCCGGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna78-ProTGG (4437104-4437028)  Pro (TGG) 77 bp  Sc: 90.59 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGTCGGGAGTTCGAA 
TCTCTTCACCCGGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna81-ProTGG (4436832-4436756)  Pro (TGG) 77 bp  Sc: 90.59 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGTCGGGAGTTCGAA 
TCTCTTCACCCGGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna106-SerCGA (2847546-2847478)  Ser (CGA) 69 bp  Sc: 33.89 
AGGGGTGTCAGGTAGCGCGCATGGCTGGGGGCCATGAGGTCGCAGGTTCGAATCCTGTCG 
CTCCGACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna12-ArgTCG (1009021-1009100)  Arg (TCG) 80 bp  Sc: 25.68 
GCGTTATAAATCTCAATGATACAAAGAACCTCAAACTTCGAATCTGAAGGTCGGGGGTTC 
GAATCCCTCAAGGCGCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna30-SeC(p)TCA (2399957-2400049)  SeC(p) (TCA) 93 bp  Sc: 27.20 
GGGGGTAGATGGGTTCTGGTGTGCCCTCTGGTCTTCAAAACCAGCGCGAGGGGTTAGTAG 
CCTCTTGGGTGGGTTCGATTCCCACGTACTCCC 
>Alkaliphilus_metalliredigens_QYMF_chr.trna57-SerGCT (4445799-4445708)  Ser (GCT) 92 bp  Sc: 73.42 
GGAGAAGTACTCAAGTAGGCTCAAGAGGACGGTTTGCTAAACCGTTAGGTCGTGTATGCG 
GCGCGCGGGTTCGAATCCCGCCTTCTCCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna77-SerGCT (4437205-4437114)  Ser (GCT) 92 bp  Sc: 73.42 
GGAGAAGTACTCAAGTAGGCTCAAGAGGACGGTTTGCTAAACCGTTAGGTCGTGTATGCG 
GCGCGCGGGTTCGAATCCCGCCTTCTCCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna2-SerGGA (39483-39570)  Ser (GGA) 88 bp  Sc: 69.03 
GGAGAGGTGACCGAGTGGCTAAGGGGCACGCCTGGAAAGCGTGTAAGGCTGAAAGGCCCC 
GCGGGTTCGAGTCCCGCTCTCTCCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna56-SerTGA (4445902-4445814)  Ser (TGA) 89 bp  Sc: 72.53 
GGAGAGGTGTCCGAGCGGTTTAAGGAGCTAGTCTTGAAAACTAGTGATTCTGAAAGGGAC 
CGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna76-SerTGA (4437308-4437220)  Ser (TGA) 89 bp  Sc: 72.53 
GGAGAGGTGTCCGAGCGGTTTAAGGAGCTAGTCTTGAAAACTAGTGATTCTGAAAGGGAC 
CGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna102-ThrGGT (3362174-3362100)  Thr (GGT) 75 bp  Sc: 86.63 
GCTGATGTGGCTCAGGGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCGGCGGTTCAATTC 
CGCTCATCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna37-ThrTGT (4453107-4453032)  Thr (TGT) 76 bp  Sc: 88.94 
GCTGGTGTAGCTCAATTGGCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAAT 
CCCATCACCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna71-ThrTGT (4437721-4437646)  Thr (TGT) 76 bp  Sc: 88.94 
GCTGGTGTAGCTCAATTGGCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAAT 
CCCATCACCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna87-ThrTGT (4436173-4436098)  Thr (TGT) 76 bp  Sc: 88.94 
GCTGGTGTAGCTCAATTGGCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAAT 
CCCATCACCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna51-ThrTGT (4446432-4446357)  Thr (TGT) 76 bp  Sc: 90.83 
GCTGGTGTAGCTCAATTGGTAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAAT 
CCCATCACCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna95-ThrTGT (4429979-4429904)  Thr (TGT) 76 bp  Sc: 90.83 
GCTGGTGTAGCTCAATTGGTAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAAT 
CCCATCACCAGCTCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna60-TrpCCA (4445508-4445433)  Trp (CCA) 76 bp  Sc: 83.41 
AGGGGTGTAGTTCAGTTGGTAGAACAGTGGTCTCCAAAACCACGTGTCGTGGGTTCAAAT 
CCTGTCACCCCTGCCA 



>Alkaliphilus_metalliredigens_QYMF_chr.trna80-TrpCCA (4436914-4436839)  Trp (CCA) 76 bp  Sc: 83.41 
AGGGGTGTAGTTCAGTTGGTAGAACAGTGGTCTCCAAAACCACGTGTCGTGGGTTCAAAT 
CCTGTCACCCCTGCCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna24-TyrGTA (1843166-1843250)  Tyr (GTA) 85 bp  Sc: 63.18 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAGCGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna52-TyrGTA (4446344-4446260)  Tyr (GTA) 85 bp  Sc: 63.18 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAGCGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna96-TyrGTA (4429891-4429807)  Tyr (GTA) 85 bp  Sc: 63.18 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAGCGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna103-ValGAC (3237075-3236999)  Val (GAC) 77 bp  Sc: 87.26 
GGGGAATTAGCTCAGCTGGCTAGAGTACTTGCTTGACATGCAAGGGGTCGATGGTTCGAG 
TCCATTATTTCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna13-ValTAC (1715308-1715383)  Val (TAC) 76 bp  Sc: 94.51 
GGGCACATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna22-ValTAC (1842819-1842894)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna36-ValTAC (4453316-4453241)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna49-ValTAC (4446723-4446648)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna69-ValTAC (4438012-4437937)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_metalliredigens_QYMF_chr.trna93-ValTAC (4430271-4430196)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna15-AlaTGC (2615869-2615794)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna3-AlaTGC (64740-64815)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna40-AlaTGC (2608388-2608313)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna61-AlaTGC (1927767-1927692)  Ala (TGC) 76 bp  Sc: 91.34 
GGGGGCGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGACT 
CTCCTCGTCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna73-ArgACG (1923452-1923376)  Arg (ACG) 77 bp  Sc: 83.67 
GCGCTCATAGCTCAGCTGGATAGAGTGTCTGACTACGAATCAGAAGGTCGGGAGTTCGAA 
TCTCTCTGGGCGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna1-ArgCCT (20517-20593)  Arg (CCT) 77 bp  Sc: 83.77 
GCACCTGTAGCTCAGTAGGATAGAGCAACGGTTTCCTAAACCGCAGGTCGGAGGTTCGAC 
TCCTCTCAGGTGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna11-ArgTCG (618086-618162)  Arg (TCG) 77 bp  Sc: 79.00 
GCGCCATTAGCTCAATCGGATAGAGTTGCAGACTTCGAATCTGAAGGTTGGGGGTTCGAG 
TCCCTCATGGCGCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna10-ArgTCT (617953-618029)  Arg (TCT) 77 bp  Sc: 87.34 
GTACTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCCGGGGTTCGAA 
TCCCTGTGGGTACGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna22-ArgTCT (2611993-2611917)  Arg (TCT) 77 bp  Sc: 87.34 
GTACTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCCGGGGTTCGAA 
TCCCTGTGGGTACGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna5-ArgTCT (617511-617587)  Arg (TCT) 77 bp  Sc: 87.34 
GTACTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCCGGGGTTCGAA 
TCCCTGTGGGTACGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna16-AsnGTT (2612509-2612435)  Asn (GTT) 75 bp  Sc: 78.16 
TCCAGAGTAGCTCAATGGTGGAGCACCCGGCTGTTAACCGGTAGGTTGGAGGTTCGAGCC 
CTCTCTCTGGAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna41-AsnGTT (2605028-2604954)  Asn (GTT) 75 bp  Sc: 78.16 



TCCAGAGTAGCTCAATGGTGGAGCACCCGGCTGTTAACCGGTAGGTTGGAGGTTCGAGCC 
CTCTCTCTGGAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna54-AsnGTT (2598388-2598314)  Asn (GTT) 75 bp  Sc: 81.79 
TCCAAAGTAGCTCAATGGTGGAGCAACCGGCTGTTAACCGGTAGGTTGGAGGTTCGAGCC 
CTCTCTTTGGAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna62-AsnGTT (1924408-1924334)  Asn (GTT) 75 bp  Sc: 81.79 
TCCAAAGTAGCTCAATGGTGGAGCAACCGGCTGTTAACCGGTAGGTTGGAGGTTCGAGCC 
CTCTCTTTGGAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna19-AspGTC (2612265-2612189)  Asp (GTC) 77 bp  Sc: 87.10 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGATCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna35-AspGTC (2610794-2610718)  Asp (GTC) 77 bp  Sc: 87.10 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGATCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna46-AspGTC (2604471-2604395)  Asp (GTC) 77 bp  Sc: 87.10 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGATCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna68-AspGTC (1923894-1923818)  Asp (GTC) 77 bp  Sc: 87.10 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGATCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna60-CysGCA (2125280-2125207)  Cys (GCA) 74 bp  Sc: 71.43 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCAGTTCAAATCT 
GGGTGTCGCCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna72-CysGCA (1923531-1923457)  Cys (GCA) 75 bp  Sc: 74.42 
GGCGACATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTACTCCCCAGTTCAAATC 
TGGGTGTCGCCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna23-GlnTTG (2611913-2611837)  Gln (TTG) 77 bp  Sc: 77.24 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATTCCGCAGGTTCGAG 
TCCTGCTATCCCAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna7-GlnTTG (617677-617753)  Gln (TTG) 77 bp  Sc: 77.24 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATTCCGCAGGTTCGAG 
TCCTGCTATCCCAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna78-GlnTTG (1915849-1915773)  Gln (TTG) 77 bp  Sc: 77.24 
TGGGATATAGCCAAGTCGGTAAGGCAACGGACTTTGACTCCGTCATTCCGCAGGTTCGAG 
TCCTGCTATCCCAGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna57-GluTTC (2598054-2597980)  Glu (TTC) 75 bp  Sc: 70.16 
GGCCTCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna17-GluTTC (2612427-2612353)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna44-GluTTC (2604633-2604559)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna66-GluTTC (1924056-1923982)  Glu (TTC) 75 bp  Sc: 73.83 
GGCCCCTTGGTCAAGCGGTCAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna50-GlyGCC (2604016-2603942)  Gly (GCC) 75 bp  Sc: 94.96 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna76-GlyGCC (1916013-1915939)  Gly (GCC) 75 bp  Sc: 94.96 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna9-GlyGCC (617874-617948)  Gly (GCC) 75 bp  Sc: 94.96 
GCGGAAGTGGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna21-GlyTCC (2612075-2612002)  Gly (TCC) 74 bp  Sc: 83.64 
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna38-GlyTCC (2610381-2610308)  Gly (TCC) 74 bp  Sc: 83.64 
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna4-GlyTCC (617432-617505)  Gly (TCC) 74 bp  Sc: 83.64 
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna70-GlyTCC (1923704-1923631)  Gly (TCC) 74 bp  Sc: 83.64 
GCGGGTGTAGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGATCGCGAGGGTTCGATTCC 



CTTCACCCGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna77-HisGTG (1915930-1915855)  His (GTG) 76 bp  Sc: 68.17 
GTGGGTGTAGTCAAGTGGTTAAGACACAGGATTGTGGCTCCTGCATGCATGGGTTCGAAT 
CCCATCATCCACCCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna6-HisGTG (617596-617671)  His (GTG) 76 bp  Sc: 70.97 
GTGGGTGTAGTCAAGTGGTTAAGACACAGGATTGTGGCTCCTGCACTCATGGGTTCGAAT 
CCCATCATCCACCCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna31-IleGAT (2611143-2611067)  Ile (GAT) 77 bp  Sc: 91.14 
AGGCTTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTAAGCCTACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna51-IleGAT (2603931-2603855)  Ile (GAT) 77 bp  Sc: 95.22 
GGGCTCATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna53-IleGAT (2601744-2601668)  Ile (GAT) 77 bp  Sc: 95.22 
GGGCTCATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTTGAGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna86-LeuCAA (1303577-1303495)  Leu (CAA) 83 bp  Sc: 66.42 
GTCGCTGTGGCGGAACTGGCAGACGCATACGACTCAAAATCGTACGGGAAACCATATGGG 
TTCGATTCCCATCAGCGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna14-LeuGAG (1310933-1311018)  Leu (GAG) 86 bp  Sc: 58.59 
GCGGATGTGGTGGAACGGCAGACACGCTATCTTGAGGGGGTAGTACTCGAATGGGTGTGC 
GGGTTCAAATCCCGCCATCCGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna42-LeuTAA (2604880-2604792)  Leu (TAA) 89 bp  Sc: 77.53 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna55-LeuTAA (2598240-2598152)  Leu (TAA) 89 bp  Sc: 77.53 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna63-LeuTAA (1924327-1924239)  Leu (TAA) 89 bp  Sc: 77.53 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTCCTTCAAGATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna75-LeuTAG (1916109-1916027)  Leu (TAG) 83 bp  Sc: 73.34 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGCAACCGTGGGGG 
TTCGACTCCCTTCACCCGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna8-LeuTAG (617787-617869)  Leu (TAG) 83 bp  Sc: 73.34 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGCAACCGTGGGGG 
TTCGACTCCCTTCACCCGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna49-LeuTAG (2604125-2604043)  Leu (TAG) 83 bp  Sc: 73.45 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGGGAAACCGTGGGGG 
TTCGACTCCCTTCACCCGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna24-LysTTT (2611832-2611757)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna39-LysTTT (2610298-2610223)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna71-LysTTT (1923622-1923547)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna79-LysTTT (1915768-1915693)  Lys (TTT) 76 bp  Sc: 88.29 
GACCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGGTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna33-MetCAT (2610968-2610892)  Met (CAT) 77 bp  Sc: 86.62 
GGCGGCATAGCTTAGTTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCACAGGTTCGAC 
TCCTGTTGCCGCTACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna65-MetCAT (1924141-1924065)  Met (CAT) 77 bp  Sc: 86.62 
GGCGGCATAGCTTAGTTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCACAGGTTCGAC 
TCCTGTTGCCGCTACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna43-MetCAT (2604715-2604640)  Met (CAT) 76 bp  Sc: 89.23 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACCCCCGCAACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna56-MetCAT (2598136-2598061)  Met (CAT) 76 bp  Sc: 89.23 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACCCCCGCAACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna64-MetCAT (1924223-1924148)  Met (CAT) 76 bp  Sc: 89.23 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACCCCCGCAACCA 



>Alkaliphilus_oremlandii_OhILAs_chr.trna83-MetCAT (1915389-1915313)  Met (CAT) 77 bp  Sc: 92.33 
GGACCTTTAGCTCAGTTGGTCAGAGCATCCGGCTCATAACCGGCAGGTCCGGGGTTCGAA 
TCCCTGAAGGTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna28-MetCAT (2611406-2611330)  Met (CAT) 77 bp  Sc: 93.51 
GGGCCTTTAGCTCAGTTGGTCAGAGCATCCGGCTCATAACCGGCAGGTCCGGGGTTCGAA 
TCCCTGAAGGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna32-PheGAA (2611048-2610973)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna52-PheGAA (2603845-2603770)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna59-PheGAA (2125379-2125304)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna84-PheGAA (1915297-1915222)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna27-ProTGG (2611504-2611428)  Pro (TGG) 77 bp  Sc: 89.27 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAA 
TCCCTCCACCCGGACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna30-ProTGG (2611227-2611151)  Pro (TGG) 77 bp  Sc: 89.27 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAA 
TCCCTCCACCCGGACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna82-ProTGG (1915489-1915413)  Pro (TGG) 77 bp  Sc: 89.27 
CCGGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAA 
TCCCTCCACCCGGACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna85-SeC(p)TCA (1831799-1831707)  SeC(p) (TCA) 93 bp  Sc: 26.55 
GGGAGTAGATGGGTGCTGGTGTGCCCTATGGTCTTCAAAACCATTGTGAGGGGTTAGTAG 
CTTCTTAGGTGGGTTCGATTCCCACGTACTCCC 
>Alkaliphilus_oremlandii_OhILAs_chr.trna26-SerGCT (2611604-2611513)  Ser (GCT) 92 bp  Sc: 73.31 
GGAGAAGTACTCAAGTAGGCTGAAGAGGACGGTTTGCTAAACCGTTAGGTCGCGTAAGTG 
GCGCGCGGGTTCGAATCCCGCCTTCTCCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna81-SerGCT (1915589-1915498)  Ser (GCT) 92 bp  Sc: 73.31 
GGAGAAGTACTCAAGTAGGCTGAAGAGGACGGTTTGCTAAACCGTTAGGTCGCGTAAGTG 
GCGCGCGGGTTCGAATCCCGCCTTCTCCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna2-SerGGA (23350-23438)  Ser (GGA) 89 bp  Sc: 72.81 
GGAGAAATGTCCGAGTTGGCTAAGGGGCACGCCTGGAAAGCGTGTAAGGCCGAAAGGCCC 
CGTGGGTTCGAGTCCCACTTTCTCCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna25-SerTGA (2611749-2611661)  Ser (TGA) 89 bp  Sc: 72.90 
GGAGAGATGTCCGAGCGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACTCCGAAAGGGGC 
CGTGGGTTCGAATCCCACTCTCTCCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna80-SerTGA (1915686-1915598)  Ser (TGA) 89 bp  Sc: 72.90 
GGAGAGATGTCCGAGCGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACTCCGAAAGGGGC 
CGTGGGTTCGAATCCCACTCTCTCCGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna12-ThrGGT (1146249-1146323)  Thr (GGT) 75 bp  Sc: 90.86 
GCTGATGTGGCTCAGTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCGGCGGTTCAATTC 
CGCTCATCAGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna20-ThrTGT (2612157-2612081)  Thr (TGT) 77 bp  Sc: 88.90 
GCTGGTGTAGCTCAGTTGGCCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAA 
TCCCATCACCAGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna36-ThrTGT (2610648-2610572)  Thr (TGT) 77 bp  Sc: 88.90 
GCTGGTGTAGCTCAGTTGGCCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAA 
TCCCATCACCAGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna47-ThrTGT (2604363-2604287)  Thr (TGT) 77 bp  Sc: 88.90 
GCTGGTGTAGCTCAGTTGGCCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAA 
TCCCATCACCAGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna69-ThrTGT (1923786-1923710)  Thr (TGT) 77 bp  Sc: 88.90 
GCTGGTGTAGCTCAGTTGGCCAGAGCAGCTGATTTGTAATCAGCAGGTCGCGGGTTCGAA 
TCCCATCACCAGCTCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna29-TrpCCA (2611306-2611231)  Trp (CCA) 76 bp  Sc: 84.99 
AGGGGTGTAGTTCAGTTGGTAGAACAGTGGTCTCCAAAACCACGTGTCGTGGGTTCGAGT 
CCTGCCACCCCTGCCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna37-TyrGTA (2610544-2610460)  Tyr (GTA) 85 bp  Sc: 61.91 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAACGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna48-TyrGTA (2604219-2604135)  Tyr (GTA) 85 bp  Sc: 61.91 



GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAACGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna74-TyrGTA (1916233-1916149)  Tyr (GTA) 85 bp  Sc: 61.91 
GGAGGGGTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAACGACTTCGAA 
GGTTCGAATCCTTCTCCCTCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna13-ValGAC (1257317-1257392)  Val (GAC) 76 bp  Sc: 82.77 
GAGGGTATAGCTCAGCTGGCAGAGCGCTACGTTGACATCGTAGAGGTCGTTGGTTCAAGT 
CCAATTATCCTCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna18-ValTAC (2612345-2612270)  Val (TAC) 76 bp  Sc: 100.60 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCAAGT 
CCTGTTGCGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna34-ValTAC (2610875-2610800)  Val (TAC) 76 bp  Sc: 100.60 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCAAGT 
CCTGTTGCGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna45-ValTAC (2604551-2604476)  Val (TAC) 76 bp  Sc: 100.60 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCAAGT 
CCTGTTGCGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna67-ValTAC (1923974-1923899)  Val (TAC) 76 bp  Sc: 100.60 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCAAGT 
CCTGTTGCGCCCACCA 
>Alkaliphilus_oremlandii_OhILAs_chr.trna58-ValTAC (2125455-2125380)  Val (TAC) 76 bp  Sc: 99.35 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGCGCCCACCA 
>Ailuropoda_melanoleuca_GL194938.1.trna13-AlaAGC (18703-18631)  Ala (AGC) 73 bp  Sc: 56.27 
GGGGAATTAGCTCAATTGGTAGAGCGCTTGCTTAGCACGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Ailuropoda_melanoleuca_GL192819.1.trna53-AlaAGC (1311438-1311366)  Ala (AGC) 73 bp  Sc: 58.48 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Ailuropoda_melanoleuca_GL194901.1.trna5-AlaAGC (71887-71959)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Ailuropoda_melanoleuca_GL192369.1.trna279-AlaAGC (847198-847126)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Ailuropoda_melanoleuca_GL192478.1.trna32-AlaAGC (1363633-1363705)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Ailuropoda_melanoleuca_GL194938.1.trna10-AlaAGC (26002-25930)  Ala (AGC) 73 bp  Sc: 64.41 
GGGGAATTAGCTCAGGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTGGTGGGATCGATG 
CCCACATTCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna21-AlaAGC (240434-240505)  Ala (AGC) 72 bp  Sc: 68.18 
GGGGGTGTAGCTCAGCGGTAGAGCGCGCGCTTAGCATGCGCGAGGCCCTAGGTTCGATCC 
CCAGCACCTCCA 
>Ailuropoda_melanoleuca_GL193748.1.trna12-AlaAGC (361038-361109)  Ala (AGC) 72 bp  Sc: 74.48 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCTGGGTTTGATCC 
CCAGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna47-AlaAGC (238784-238713)  Ala (AGC) 72 bp  Sc: 75.28 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACTTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna26-AlaAGC (272870-272941)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCCGGGTTCGATCC 
CCAGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna41-AlaAGC (311269-311198)  Ala (AGC) 72 bp  Sc: 76.69 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGTACGAGGTCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna11-AlaAGC (175733-175804)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna12-AlaAGC (182847-182918)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna19-AlaAGC (218541-218612)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna46-AlaAGC (241046-240975)  Ala (AGC) 72 bp  Sc: 77.42 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCTGGGTTCGATCC 



CCAGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna15-AlaAGC (191336-191407)  Ala (AGC) 72 bp  Sc: 77.92 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 
>Ailuropoda_melanoleuca_GL193666.1.trna55-AlaAGC (155406-155335)  Ala (AGC) 72 bp  Sc: 81.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCTGGGTTCGATCC 
CCAGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna51-AlaCGC (222565-222494)  Ala (CGC) 72 bp  Sc: 70.09 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCGACCC 
CCGGCTCCTCCA 
>Ailuropoda_melanoleuca_GL193406.1.trna6-AlaCGC (116391-116462)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna22-AlaCGC (244752-244823)  Ala (CGC) 72 bp  Sc: 73.20 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna25-AlaCGC (260938-261009)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL194901.1.trna11-AlaCGC (88153-88082)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL193113.1.trna14-AlaTGC (582889-582973)  Ala (TGC) 85 bp  Sc: 30.66 
GCCTGGGTGGCTCAGTCGGTTAAGTGCCTGACTTGCGTTCAGGTCCTGATCTTAGGGCCC 
CTAGGATCCAGCCCTGGGTTGGGCT 
>Ailuropoda_melanoleuca_GL192816.1.trna52-AlaTGC (629059-628988)  Ala (TGC) 72 bp  Sc: 59.42 
GGGGATGTAGCTCAATGGTAGAGTATATGCTTTGCATGTGTAAGGCCCCAGGTTCAATCC 
CTGGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna43-AlaTGC (298098-298027)  Ala (TGC) 72 bp  Sc: 63.65 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTGTGAGGCCCTGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL192354.1.trna187-AlaTGC (4185983-4186054)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL192354.1.trna215-AlaTGC (4179565-4179494)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL194954.1.trna12-AlaTGC (86465-86394)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna28-AlaTGC (302892-302963)  Ala (TGC) 72 bp  Sc: 79.03 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna17-AlaTGC (200837-200908)  Ala (TGC) 72 bp  Sc: 79.65 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCCGGGTTCGATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna50-AlaTGC (224972-224901)  Ala (TGC) 72 bp  Sc: 79.65 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCCGGGTTCGATCC 
CCGGCACCTCCA 
>Ailuropoda_melanoleuca_GL192478.1.trna95-ArgACG (1362461-1362389)  Arg (ACG) 73 bp  Sc: 63.19 
GGGCCAGTGGCGCAATGGATAGCGCGTCTGATTACGGATCAGAAGATTATAGGTTCGACT 
CCTGCCTGGCTCG 
>Ailuropoda_melanoleuca_GL192348.1.trna276-ArgACG (3394969-3394897)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL193552.1.trna15-ArgACG (224101-224173)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL193552.1.trna51-ArgACG (547635-547563)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL193372.1.trna22-ArgACG (427073-427145)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL193874.1.trna13-ArgACG (389306-389378)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 



>Ailuropoda_melanoleuca_GL194901.1.trna9-ArgACG (105580-105508)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL194938.1.trna8-ArgACG (31574-31502)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Ailuropoda_melanoleuca_GL192562.1.trna19-ArgCCG (949917-949999)  Arg (CCG) 83 bp  Sc: 35.29 
GCCTGGGTGGCACAGCGGTTAAGCGTCTGCCTCCGGCTCAGGGTGTGATCCCCGCATTGT 
GGGATCGAGGCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL192810.1.trna46-ArgCCG (1173678-1173750)  Arg (CCG) 73 bp  Sc: 55.50 
ACCTGGCTGGCTCAGTTGGTAGAGCACACGACTCCGGCTCTTGGGGTTGTGAGTTCGAGC 
CCCACGTCGGGGG 
>Ailuropoda_melanoleuca_GL193167.1.trna61-ArgCCG (877574-877502)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Ailuropoda_melanoleuca_GL192703.1.trna14-ArgCCG (351983-352055)  Arg (CCG) 73 bp  Sc: 69.07 
GACCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Ailuropoda_melanoleuca_GL193204.1.trna1-ArgCCG (32479-32551)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Ailuropoda_melanoleuca_GL193897.1.trna18-ArgCCG (214722-214794)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Ailuropoda_melanoleuca_GL193897.1.trna53-ArgCCG (167655-167583)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Ailuropoda_melanoleuca_GL192475.1.trna111-ArgCCT (2143159-2143087)  Arg (CCT) 73 bp  Sc: 22.85 
ACCTGGTTGGCTCAGTCAGTAGAGCATGGCACTCCTGATCTCAGCGCTGTAAGTTTGAAC 
CCTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194414.1.trna18-ArgCCT (201264-201336)  Arg (CCT) 73 bp  Sc: 29.02 
GCCTGGCTGGCTTAGTCGGTGAGGCAGGTGACTCCTCATCTCCAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194599.1.trna7-ArgCCT (57459-57387)  Arg (CCT) 73 bp  Sc: 29.93 
GCCTGGCTGGCCCAGCTGATGAGGCGTATGACTCCTCATCTTGGAGTTGTGAGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL193605.1.trna29-ArgCCT (154820-154748)  Arg (CCT) 73 bp  Sc: 37.00 
ACCTGGCTGGCTCAGTCAGTAAAGCATGTGACTCCTGATCTCGGGGTTGTGAGTTTGAGT 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192378.1.trna151-ArgCCT (1114354-1114282)  Arg (CCT) 73 bp  Sc: 37.12 
GCCTGGCTGGCTCCGTTGGTGGAGCATGTGACTCCTGATCTTGGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192682.1.trna87-ArgCCT (651900-651828)  Arg (CCT) 73 bp  Sc: 37.49 
GCCTGGCTGGCTCAGTCGGTGGAGCACGTGACTCCTGATCTTGGGACTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192385.1.trna175-ArgCCT (2116808-2116736)  Arg (CCT) 73 bp  Sc: 37.51 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCAATTCCTGATTTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194560.1.trna10-ArgCCT (175139-175067)  Arg (CCT) 73 bp  Sc: 39.84 
GCCTAGCTGGCTCAGTGGGAGAAGTGTGTGACTCCTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192340.1.trna326-ArgCCT (1868840-1868768)  Arg (CCT) 73 bp  Sc: 40.26 
ACCTGGCTGGCTCAGTCAATAGAGCATGTGACTCCTGATCTTGGGGTTGTGGGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192405.1.trna180-ArgCCT (1487388-1487316)  Arg (CCT) 73 bp  Sc: 43.48 
GCCTAACTGGCTCAGTTGGTAGAGCATGTGACTCCTTATCTCAGGGTAGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL194216.1.trna12-ArgCCT (16532-16460)  Arg (CCT) 73 bp  Sc: 44.66 
GCCTGGCTGGCTCAGTCGGAAGAGCATGAAACTCCTGATCTCAGGATTGTGAGTTCGAGC 
TCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193139.1.trna32-ArgCCT (848914-848986)  Arg (CCT) 73 bp  Sc: 44.75 
ACCTGGTAGGCTCAGTGGGTAGAGCATGTGATTCCTGATCTCAGAGTCGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193342.1.trna27-ArgCCT (722931-723003)  Arg (CCT) 73 bp  Sc: 44.92 
ACCTGGCTGGTTCAGTTTGAAGAGCGTGAGACTCCTGATCTTGGGGTCGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193680.1.trna18-ArgCCT (449001-449073)  Arg (CCT) 73 bp  Sc: 44.99 



GCCTGGCTGGCTCAGTCGGAAGAGCATGCGACTCCTGATCTCAGGGTTGTGAGTTCCAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193402.1.trna14-ArgCCT (17356-17280)  Arg (CCT) 77 bp  Sc: 46.07 
ACCTGGCTGGCTCAGTTGGTAGAGCAGGCGACTCCTGATCTCTCTCTGGGTTGTGAGTTC 
AAGCCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194702.1.trna5-ArgCCT (14820-14748)  Arg (CCT) 73 bp  Sc: 46.22 
GCCTGGCTGGCTCAGTCAGAAGAGCGTGGGACTCCTGATCTCAGAGTTGTGAGTTCGAGC 
CCCACGTTAGGTG 
>Ailuropoda_melanoleuca_GL192483.1.trna118-ArgCCT (1863358-1863286)  Arg (CCT) 73 bp  Sc: 46.30 
GCCTAGCTGGCTCAGTCAGTAGAGCGTGTGACTCCTGATCTCGCGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192442.1.trna196-ArgCCT (823752-823680)  Arg (CCT) 73 bp  Sc: 46.61 
ACCTGGCTGGCTCAGTCAGTAGAGCGTGTGACTCCTGGTCTCAAGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193570.1.trna8-ArgCCT (400801-400873)  Arg (CCT) 73 bp  Sc: 46.79 
ACCTGGCTGGCTCAGTCAGTAGAGTATGTGACTCCTGATCTTGGGGTCATGGGTTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192340.1.trna53-ArgCCT (1418685-1418757)  Arg (CCT) 73 bp  Sc: 47.60 
GCCTGGTTGGCTCAGTCAGTGGAGCATGTGACTCCTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192479.1.trna60-ArgCCT (907505-907577)  Arg (CCT) 73 bp  Sc: 48.50 
GCCTGGCTGGCTCAGTGGGTAGACCATGTGACTCCTGATCTCAGGGTCGTGGGCTCAAGC 
CCCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL192421.1.trna185-ArgCCT (1059586-1059514)  Arg (CCT) 73 bp  Sc: 49.12 
GCCTGGTTGGCTCAGTTGGTAGAGCACGTGACTCCTGATCTCGCGATCGTGAGTTCACGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192804.1.trna5-ArgCCT (406896-406968)  Arg (CCT) 73 bp  Sc: 49.39 
GCCTATTTGGCTCAGTTGGTAGAGTGTAAGACTCCTGATCTTGGGGTAGTGAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193724.1.trna11-ArgCCT (99048-99120)  Arg (CCT) 73 bp  Sc: 50.23 
ACCCAGCTGGCTCAGTCGGTGGAGCGTCAGACTCCTGATCTTGGGGTCATGAGTTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193470.1.trna13-ArgCCT (625611-625540)  Arg (CCT) 72 bp  Sc: 50.76 
ACCCAACTGGCTCAGTCGGTAGAGCGTGGGGCTCCTGAACTCAGGTCATGAGTTCAAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192340.1.trna103-ArgCCT (1914722-1914794)  Arg (CCT) 73 bp  Sc: 51.51 
GTCTGGCTGGCTCAGTTGGTAGAGTATGTGACTCCTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192466.1.trna31-ArgCCT (1561732-1561804)  Arg (CCT) 73 bp  Sc: 51.87 
GCCTAGCTGGCTCAGTGGGAAGAGTATAAGACTCCTGATCTCAGAGTTGTGAGTTCGATC 
CTCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192870.1.trna9-ArgCCT (150149-150221)  Arg (CCT) 73 bp  Sc: 53.47 
ACCTGGCTGGCTCAGTCGGAAGAGCATGTGACTCCTGATCTCGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192749.1.trna48-ArgCCT (1160421-1160349)  Arg (CCT) 73 bp  Sc: 53.67 
ACCTGGCTGGTTCAGTTGGTAGAGCATGTGACTCCTAATCTCGGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192405.1.trna31-ArgCCT (1676960-1677032)  Arg (CCT) 73 bp  Sc: 54.84 
GCCTGGCTGGCTCAGTTGGTAGAGCACGGGACTCCTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192698.1.trna16-ArgCCT (925354-925425)  Arg (CCT) 72 bp  Sc: 55.59 
ACCTGGCTGGCTCAGTTGGTAGAGCGTGTGACTCCTGATCTCAGGGCGTGAGTTCAAGTC 
CCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193570.1.trna23-ArgCCT (490449-490377)  Arg (CCT) 73 bp  Sc: 56.14 
ACCTGGCTGGCTCAGTGGGTAGAGCATGTGACTCCTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL192369.1.trna6-ArgCCT (191898-191970)  Arg (CCT) 73 bp  Sc: 56.72 
GCCTAGCTGGCTCAGTCGGTAGAGCACGTGACTCCTGATCTTGGGGTTGTGAGTTCAAGC 
CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL194600.1.trna12-ArgCCT (182437-182509)  Arg (CCT) 73 bp  Sc: 59.54 
GCCTGGCTGGCTCAGTTGGTAGAGCGTGTGACTCCTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192518.1.trna9-ArgCCT (334904-334976)  Arg (CCT) 73 bp  Sc: 59.65 
GCCTGGCTGGCTCAATTGGAAGAGCATGGGACTCCTAATCTCAGGGTCATGAGTTCGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192574.1.trna33-ArgCCT (498342-498414)  Arg (CCT) 73 bp  Sc: 63.78 
GCCTGGCTGTCTTAGTTGGTAGAGCGCATGACTCCTGATCATGGGGTTGTGGGTTCAAGC 



CCCACATTGGGCA 
>Ailuropoda_melanoleuca_GL192383.1.trna189-ArgCCT (1027921-1027849)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna15-ArgCCT (352303-352375)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Ailuropoda_melanoleuca_GL193204.1.trna73-ArgCCT (65031-64959)  Arg (CCT) 73 bp  Sc: 71.31 
GCCCCGGTGGCCTAATGGAGAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Ailuropoda_melanoleuca_GL193204.1.trna2-ArgCCT (34083-34155)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Ailuropoda_melanoleuca_GL192703.1.trna158-ArgCCT (351331-351259)  Arg (CCT) 73 bp  Sc: 73.41 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna13-ArgCCT (350780-350852)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Ailuropoda_melanoleuca_GL193204.1.trna14-ArgCCT (78013-78085)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Ailuropoda_melanoleuca_GL192664.1.trna67-ArgCCT (40807-40717)  Arg (CCT) 91 bp  Sc: 37.02 
GCCTGGGTGGCTCAGTCGGTTGAGCGCCTGACTCCTGATCTCAGCTCAGATCTTGGTCTC 
AGGGTTGTGGGTTCAGGCCCCACATTGGGCT 
>Ailuropoda_melanoleuca_GL194222.1.trna10-ArgCCT (8058-7968)  Arg (CCT) 91 bp  Sc: 37.17 
ACCTGGGTGGCTCAGTCGGTTGAGTGTCCGACTCCTGGTTTCATCTCAGGTCATGATCTC 
AGGGTCGTGGGATCAAGCCCCATGTCAGGTT 
>Ailuropoda_melanoleuca_GL192357.1.trna143-ArgGCG (3881233-3881323)  Arg (GCG) 91 bp  Sc: 42.98 
GCCTGGGTGGCTCAGTTGGTTGAGTGTCTGACTGCGGATTTCGGTTCACGTCCTGATCTC 
AGGGTCACGGGATCAAGCCCCGTGTCAGGCT 
>Ailuropoda_melanoleuca_GL193601.1.trna16-ArgTCG (587102-587184)  Arg (TCG) 83 bp  Sc: 23.42 
GCCTGGGTGGCTCAGTCGTTTAGTGTCTGCCTTCGGCTCAGGGTGTGATCCCGGCATTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL193722.1.trna6-ArgTCG (391799-391881)  Arg (TCG) 83 bp  Sc: 23.95 
GCCTGGGTGGCTCAGTCGTTGAGTGTCTGCCTTCGGCTCAGGGCGTGATGCCAGCGTTGT 
GGGATCGAGCCCCATGTCAGGTT 
>Ailuropoda_melanoleuca_GL195202.1.trna13-ArgTCG (14503-14421)  Arg (TCG) 83 bp  Sc: 24.07 
GCCTGGGTGGCTCAGTCGCTAAGTGTCTGCCTTCGGCTCAGGGCGTGATCCCTGCGTTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192345.1.trna176-ArgTCG (1659919-1659837)  Arg (TCG) 83 bp  Sc: 24.54 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCATGATCCCGGCGTTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL193379.1.trna15-ArgTCG (718645-718727)  Arg (TCG) 83 bp  Sc: 24.61 
GCCTGGGTGGCTCAGTCGTTAAGTGTCTGCCTTCGGCTCAGGGCGTGATCCCAGCATTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL192700.1.trna48-ArgTCG (882733-882815)  Arg (TCG) 83 bp  Sc: 25.64 
GCCTGGGTGGCTCAATCGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGACATTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192462.1.trna34-ArgTCG (1390281-1390363)  Arg (TCG) 83 bp  Sc: 26.32 
GCCTGGGTGGCTCACTGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCATTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL193042.1.trna76-ArgTCG (105583-105500)  Arg (TCG) 84 bp  Sc: 26.54 
ACCTGGGTGGCTTAGTTGGTTAAGCTTCTGCCTTCGGCTCAGGTCACGATCCCAGAGTCC 
TGGGATTGAGCCCCAGGTCGGGTT 
>Ailuropoda_melanoleuca_GL192712.1.trna12-ArgTCG (612007-612089)  Arg (TCG) 83 bp  Sc: 26.66 
GCCTGGGTAGCTCAGTCGTTAAGCATCTGCCTTCGGCTCAGGGTGTGATCCCAGCGTTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL192426.1.trna39-ArgTCG (1402567-1402649)  Arg (TCG) 83 bp  Sc: 27.70 
ACCTGGGTGGCTCAGTGGTTGGGCTTCTGCCTTCGGCTCAGGGCATGGTCCCGGTGTTAT 
GGGATCAAGCCCCATATCGGGTT 
>Ailuropoda_melanoleuca_GL193342.1.trna21-ArgTCG (564330-564412)  Arg (TCG) 83 bp  Sc: 27.97 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL192452.1.trna81-ArgTCG (175744-175673)  Arg (TCG) 72 bp  Sc: 28.12 
GCTTGGTTGGCTCAGTTGGTTGGGCACCTGTCTTCGGCCCAGGTCATGGTCCCAGGATCC 
TGGGATTGAGCC 



>Ailuropoda_melanoleuca_GL193247.1.trna8-ArgTCG (332589-332672)  Arg (TCG) 84 bp  Sc: 28.65 
GCCTGGGTGGCTCAGTCAGTTAAGCATCTGTCTTCGGCTCAGGTCATGGTCCTGGGTTCC 
TGGGATCGAGTCCCGCCTCAGGCT 
>Ailuropoda_melanoleuca_GL192420.1.trna54-ArgTCG (2738781-2738863)  Arg (TCG) 83 bp  Sc: 28.78 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCGGCGTTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL193538.1.trna23-ArgTCG (231846-231928)  Arg (TCG) 83 bp  Sc: 29.03 
GCCTGGCTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCATTAT 
GGGATCGAGTCCCACGTCAGGCG 
>Ailuropoda_melanoleuca_GL192922.1.trna24-ArgTCG (630753-630835)  Arg (TCG) 83 bp  Sc: 30.30 
GCCTGGGTGGCTCAGTTGCTAAGTGTCTGCCTTCGGCTCAGGGCGTGGTCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192974.1.trna37-ArgTCG (1010536-1010454)  Arg (TCG) 83 bp  Sc: 30.51 
GCCTGGGTGGCTCAGTTGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGGTCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGTT 
>Ailuropoda_melanoleuca_GL192873.1.trna57-ArgTCG (496449-496367)  Arg (TCG) 83 bp  Sc: 30.89 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCAGCTTTCT 
GGGATCGAGCCCCAGCTCAGGCT 
>Ailuropoda_melanoleuca_GL192423.1.trna114-ArgTCG (1141438-1141356)  Arg (TCG) 83 bp  Sc: 30.90 
GCCTGGGTGGCTCAGTTGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCAGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192666.1.trna25-ArgTCG (706625-706694)  Arg (TCG) 70 bp  Sc: 30.91 
ACCTGGTTGGTTCAATCGGTAGAGTATATGACTCGATCTCAGGTTGTGAGTTCAAGCCCC 
ACATTGGGTG 
>Ailuropoda_melanoleuca_GL194160.1.trna13-ArgTCG (153151-153069)  Arg (TCG) 83 bp  Sc: 31.47 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCATGATCCCCATGTTCT 
GGGATCGACCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL193921.1.trna10-ArgTCG (100623-100541)  Arg (TCG) 83 bp  Sc: 31.90 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGAGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192371.1.trna54-ArgTCG (1370961-1371043)  Arg (TCG) 83 bp  Sc: 32.02 
GCCTGGGTGGCTCAGTCGTTGAGCGTCTGCCTTCGGCTCAGGGCATGGTCCCAGGGTCCT 
GGGATCAAGCCCCGGATCAGGCT 
>Ailuropoda_melanoleuca_GL192611.1.trna3-ArgTCG (82703-82785)  Arg (TCG) 83 bp  Sc: 32.23 
GCCTGGGTGGCACAGCGGTTATGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCATTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192392.1.trna161-ArgTCG (2229051-2228969)  Arg (TCG) 83 bp  Sc: 32.68 
GCCTGGGTGGCTCAGTTGTTAAGCGTCTGCCTTCGGCTCAGGGAGTGATCCTGGCATCGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192369.1.trna136-ArgTCG (3374951-3375021)  Arg (TCG) 71 bp  Sc: 32.74 
ACCTGGCTGGCTCAGGTGGAAGAGCATGTGACTCGATTTCAAGGTCGTGAGTTTGAGACC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192857.1.trna23-ArgTCG (909337-909255)  Arg (TCG) 83 bp  Sc: 32.75 
GCCTGGTTGGCACAGCGGTTAAGCATCTGCCTTCGGCTCAGGGTGCGATCCCGGtgttgt 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL194492.1.trna8-ArgTCG (59291-59209)  Arg (TCG) 83 bp  Sc: 32.96 
GCCTGGGTGGCACAGCCGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCAGCGTTGT 
GGGTTCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL192351.1.trna149-ArgTCG (4297729-4297810)  Arg (TCG) 82 bp  Sc: 33.31 
GCCTGAGTGGCTCAGTCAGTTAAGCGTCTGCCTTCGGCTCAGGTCATGATCAGGGTTGTG 
GGATCAAGTCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192414.1.trna23-ArgTCG (567362-567445)  Arg (TCG) 84 bp  Sc: 33.34 
GCCTGGCTGGCTCAGTCGGTGAAGCGTCTGCCTTCGGCTCAGGCCCTGATCCCAGGGCCC 
TGGGATCGAGCCCCATGTCGGGCT 
>Ailuropoda_melanoleuca_GL192446.1.trna103-ArgTCG (634657-634575)  Arg (TCG) 83 bp  Sc: 33.40 
GCCTGGGTGGCTCAGTTGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCAGAGTGGT 
GGGATCGAGTCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL192560.1.trna43-ArgTCG (2020784-2020702)  Arg (TCG) 83 bp  Sc: 33.54 
GCCTGGTTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCTGGCGTTGT 
GGGATCAAGACCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192371.1.trna151-ArgTCG (3170691-3170609)  Arg (TCG) 83 bp  Sc: 33.55 
GCCTGGTTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTAT 
GGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL193955.1.trna10-ArgTCG (168779-168703)  Arg (TCG) 77 bp  Sc: 33.78 
GCCTGGGGAGCTCAGTCGGTTGGGCCTCTGTCTTCGGCTCAGGTCATGGTCCGTGGGATC 
GAGTCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL192548.1.trna12-ArgTCG (289287-289369)  Arg (TCG) 83 bp  Sc: 33.80 



GCCTGAGTGGCCCAGCGGTTAGGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL193249.1.trna53-ArgTCG (352723-352641)  Arg (TCG) 83 bp  Sc: 33.87 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGAGTGATCACGGCGTTGT 
GGGATCGAGTCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192549.1.trna13-ArgTCG (343636-343718)  Arg (TCG) 83 bp  Sc: 33.94 
GCCTGGTTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTGT 
GGGATCAAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193489.1.trna9-ArgTCG (269134-269216)  Arg (TCG) 83 bp  Sc: 34.12 
GCCTGGGTGGCACAGCGGTTATGCGTCTGCCTTCGGCTCAGGGCGTGATCCTAGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192442.1.trna23-ArgTCG (374585-374655)  Arg (TCG) 71 bp  Sc: 34.40 
TCATGGCTGGCTCAGCTGGAAGAGCATGTGACTCGATCTCAGGGTCATGAGTTCTATCCT 
CGtgttgtGTA 
>Ailuropoda_melanoleuca_GL192707.1.trna56-ArgTCG (1168971-1168888)  Arg (TCG) 84 bp  Sc: 34.48 
GCCTGGGTGGCTCAGTCGGGGAAGCGTCTGCCTTCGGCTCAGGTCATGATCCCAGGGTTC 
TGGGATCGAGCCCCAACCCAGGCT 
>Ailuropoda_melanoleuca_GL194769.1.trna11-ArgTCG (120703-120786)  Arg (TCG) 84 bp  Sc: 34.50 
GCCTGGCTGGCTCAGTTGGTTAAGTGTCTGCCTTCGGCCCAGGTCATGATCCTGGGAGCC 
TGGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192684.1.trna26-ArgTCG (1585907-1585825)  Arg (TCG) 83 bp  Sc: 34.53 
GCCTGGGTGGCGGAGCGGTGACGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACGTCGGGCT 
>Ailuropoda_melanoleuca_GL192768.1.trna15-ArgTCG (305050-305132)  Arg (TCG) 83 bp  Sc: 34.60 
GCCTGGTTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCGGCATTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192757.1.trna22-ArgTCG (1448900-1448982)  Arg (TCG) 83 bp  Sc: 34.62 
GCCTGGGTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGAGTGATCCCAGCGTTGT 
GGGATCGAGCCCCACCTCAGGTT 
>Ailuropoda_melanoleuca_GL193020.1.trna9-ArgTCG (555872-555954)  Arg (TCG) 83 bp  Sc: 34.76 
GCCTGGGTGGCACAGCGGTTAGGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGACGTTGT 
GGGATTGAGCCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL192901.1.trna33-ArgTCG (71565-71483)  Arg (TCG) 83 bp  Sc: 34.85 
GCCTGGGTGGCACAGTGGTTATGCATCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192460.1.trna288-ArgTCG (343481-343411)  Arg (TCG) 71 bp  Sc: 35.05 
GCCTAGCTGGCTCAGTTGATAGAGCATGTGACTCGATCTCAGGGTCGTGAGTTTGAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193614.1.trna17-ArgTCG (140740-140657)  Arg (TCG) 84 bp  Sc: 35.36 
GCCTGGCTGGCTCAGTTGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTA 
TGGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192557.1.trna16-ArgTCG (507617-507700)  Arg (TCG) 84 bp  Sc: 35.38 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGCTTTCGGCTCAGGTCATGATTCCAGGGTCC 
TGGGATCGAGGCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL192717.1.trna3-ArgTCG (140561-140643)  Arg (TCG) 83 bp  Sc: 35.59 
GCCTGGGTGGCACAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGTGTGATCCCAGCATTGT 
GGGATCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL193966.1.trna11-ArgTCG (385810-385889)  Arg (TCG) 80 bp  Sc: 35.60 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTGGG 
ATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192415.1.trna38-ArgTCG (1701748-1701831)  Arg (TCG) 84 bp  Sc: 35.63 
GCCTGGATGGCTCAGATGGTTGGGTGTCTGCCTTCGGCTCAGGTCATGATCTCCAGGTCC 
TGGGGTCGAGCCCCATTTCAGGCT 
>Ailuropoda_melanoleuca_GL192877.1.trna39-ArgTCG (347930-347845)  Arg (TCG) 86 bp  Sc: 35.68 
GCCTGGGTGGCACAGCGGTTAAGTGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGGCGT 
TATGGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL194295.1.trna9-ArgTCG (72561-72479)  Arg (TCG) 83 bp  Sc: 36.03 
GCCTGGGTGGCACAGCGGTTGTGCATCTGCCTTCGGCTCAGGGCGTGATCCCAGCGTTGT 
GGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL193503.1.trna3-ArgTCG (249262-249344)  Arg (TCG) 83 bp  Sc: 36.57 
GCCTGGTTGGCACAGTGGTTGGGCGTCTGCCTTCGGCTCAGAGCGTGATCCCGGCATTGT 
GGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192977.1.trna42-ArgTCG (76539-76457)  Arg (TCG) 83 bp  Sc: 36.68 
GCCTGGGTGGCTCAGTTGTTAAGCGTCTGACTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193122.1.trna63-ArgTCG (360059-359989)  Arg (TCG) 71 bp  Sc: 37.50 
GCCTGGCTGGCTCAGCCAGTAGAGCTTGTGACTCGGTCTCGAGGTCGTGAGTTCAAGCCC 



CACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194789.1.trna3-ArgTCG (49517-49435)  Arg (TCG) 83 bp  Sc: 37.74 
GCCTGGGTGGCACAGCGGTTGTGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193551.1.trna37-ArgTCG (322258-322176)  Arg (TCG) 83 bp  Sc: 38.13 
GCCTGGTTGGCACAGTGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193603.1.trna6-ArgTCG (291471-291553)  Arg (TCG) 83 bp  Sc: 38.13 
GCCTGGTTGGCACAGTGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192754.1.trna95-ArgTCG (389999-389917)  Arg (TCG) 83 bp  Sc: 38.21 
GCCTGGGTGGCACAGAGGTTAGGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL195007.1.trna3-ArgTCG (48522-48604)  Arg (TCG) 83 bp  Sc: 38.55 
GCCTGGGTGGCACAGCGGTTGTGCGTCTGCCTTCGGCTCAGGGTGTGATCCTGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL194483.1.trna5-ArgTCG (141774-141856)  Arg (TCG) 83 bp  Sc: 38.68 
GCCTGGGTGGCTCAATGGTTGAGCGCCTGCCTTCGGCTCAGGGCGTGATCCCGGtgttgt 
GGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL193400.1.trna19-ArgTCG (234193-234111)  Arg (TCG) 83 bp  Sc: 38.69 
GCCTGGTTGGCACAGCGGTTGAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192350.1.trna142-ArgTCG (4350619-4350701)  Arg (TCG) 83 bp  Sc: 38.79 
GCCTGGGTGGCAGAGCGGTTAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL192846.1.trna53-ArgTCG (51435-51352)  Arg (TCG) 84 bp  Sc: 39.06 
GCCTGGGTGGCTCAGCGGTTAAAGTGTCTGCCTTCGGCTCAGGGCGTGATCCTGGCGTTA 
TGGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL194891.1.trna7-ArgTCG (19750-19668)  Arg (TCG) 83 bp  Sc: 39.19 
GCCTGGGTGGCTCAGCGGTTGAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCAGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192660.1.trna118-ArgTCG (492709-492627)  Arg (TCG) 83 bp  Sc: 40.18 
GCCTGAGTGGCACAGCGGTTGTGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGACGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192737.1.trna26-ArgTCG (1466839-1466921)  Arg (TCG) 83 bp  Sc: 40.20 
GCCTGGGTGGCACAGTGGTTGTGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193267.1.trna9-ArgTCG (232081-232150)  Arg (TCG) 70 bp  Sc: 40.29 
GCCTGGCTGGCTCAGTGGTAGAGCACGTGACTCGATCTCGGGGTTGTGAGTTTGAGCCCC 
ATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192689.1.trna47-ArgTCG (508166-508084)  Arg (TCG) 83 bp  Sc: 40.29 
GCCTGGGTGGCACAGCGGTTAGGCGTCTGCCTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL193917.1.trna15-ArgTCG (19153-19070)  Arg (TCG) 84 bp  Sc: 40.94 
GCCTGGGTGGCTCAGCGGTTAAAGCATCTGCCTTCGGCTCAGGGCGTGATCCCAGCGTTG 
TGGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL195318.1.trna1-ArgTCG (42653-42736)  Arg (TCG) 84 bp  Sc: 42.66 
GCCTGGGTGGCTCAGCGGTTAAAGCGTCTGCCTTCGGCTCAGGGCGTGATCCCAGCGTTG 
TGGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192357.1.trna86-ArgTCG (2501222-2501292)  Arg (TCG) 71 bp  Sc: 45.18 
GCCTGGCTGGCTCAGTTGGTAGAGTATGTGACTCGATCTCAGGGTTGTGAGTTTGAGCCC 
CACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192829.1.trna60-ArgTCG (1045995-1045913)  Arg (TCG) 83 bp  Sc: 45.98 
GCCTGGGTGGCACAGCGGTTGGGCGCCTGACTTCGGCTCAGGGCGTGATCCCGGCGTTGT 
GGGATCGAGCCCCACTTCAGGCT 
>Ailuropoda_melanoleuca_GL194903.1.trna4-ArgTCG (107940-107857)  Arg (TCG) 84 bp  Sc: 46.81 
GCCTGGGTGGCTCAGTTGGTTAAGCACCTGCCTTCGATTCAGGTCATGATTTCAGGGTCC 
TGGGATCGAGTCCCAGGTTGGGCT 
>Ailuropoda_melanoleuca_GL193874.1.trna10-ArgTCG (364322-364394)  Arg (TCG) 73 bp  Sc: 67.10 
GACCACGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTA 
>Ailuropoda_melanoleuca_GL192703.1.trna157-ArgTCG (351763-351691)  Arg (TCG) 73 bp  Sc: 68.88 
GGCCGCGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Ailuropoda_melanoleuca_GL193874.1.trna11-ArgTCG (386134-386206)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 



>Ailuropoda_melanoleuca_GL193897.1.trna33-ArgTCG (362117-362189)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Ailuropoda_melanoleuca_GL192681.1.trna46-ArgTCG (1283728-1283800)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Ailuropoda_melanoleuca_GL192757.1.trna40-ArgTCG (1027560-1027477)  Arg (TCG) 84 bp  Sc: 26.91 
ACCTGGGTGGCTCAGTCGGTTAAGCATCTGCCTTCGGCTTGGGTCATGGTCCCAGAGTTG 
TGGGATCAAGCCCCATTTCAGGTT 
>Ailuropoda_melanoleuca_GL192467.1.trna118-ArgTCG (1935680-1935597)  Arg (TCG) 84 bp  Sc: 36.37 
GCCTGGGTGGCTCAGTAGGTTAAGCTTCTGACTTCGGCTTAGGTCATGATCACAGGGTCT 
TGGGATCAAGCCCCAGGTCGGGCT 
>Ailuropoda_melanoleuca_GL192346.1.trna94-ArgTCG (4324418-4324506)  Arg (TCG) 89 bp  Sc: 28.07 
ACCCGGGTGGCTCAGTTGGTTGGGCTTCTGATTTCGATTTCCGCTCAGGTCTTGGTCTTG 
GGTCGTGGGTTTGAGCCTTACCCTGGGTA 
>Ailuropoda_melanoleuca_GL192649.1.trna80-ArgTCT (234832-234762)  Arg (TCT) 71 bp  Sc: 27.67 
GCCTGGTTGGCTCAGTCAATAGAGCATGTGACTCTTTCTCAGGGTCATGAGTTCAAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192769.1.trna86-ArgTCT (10010-9927)  Arg (TCT) 84 bp  Sc: 29.23 
GCCTGGGTGGCTCAGTTGGTTAAGTGCCTGCCTTCTGCTCAGGTCATGATCTCAGGATCT 
TGGGATCGGGCCCCAAGTTGGGCT 
>Ailuropoda_melanoleuca_GL193685.1.trna24-ArgTCT (6540-6458)  Arg (TCT) 83 bp  Sc: 33.88 
GCCTGGGTGGCTCAGTTGGTTGAGCATCTGCCTTCTGCTCAGGTCATGATCCTGGGTCCT 
GGGATTGAGCCCCACCTCGGGTT 
>Ailuropoda_melanoleuca_GL192399.1.trna191-ArgTCT (847674-847591)  Arg (TCT) 84 bp  Sc: 37.18 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGTCTTCTGCTCAGGTCCTGATCCCAGGATCC 
TGGGATGGAGCCCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL193075.1.trna19-ArgTCT (499927-499999)  Arg (TCT) 73 bp  Sc: 37.68 
GCCTGGCTGGCTCAGTGGGTGGGGTGTGCGACTTCTAATCTCAGGGCTGTGGGTTTGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192640.1.trna91-ArgTCT (533009-532936)  Arg (TCT) 74 bp  Sc: 37.83 
GCCTGGCTGGCTTAGTCGGTGGAGCATGAGACTTCTGATCTTGGGGGCTGTGAGTTCGAG 
CCCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL193061.1.trna39-ArgTCT (754816-754746)  Arg (TCT) 71 bp  Sc: 38.11 
AACTGACTGGCTCAGTTGGAAGAGCTTGTGACTCTATCTCAGGGTCATGAGTTCTAGCCT 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192357.1.trna5-ArgTCT (24998-25069)  Arg (TCT) 72 bp  Sc: 40.91 
ACCTGGCTGGCTCAGTAGGTAGAGCATGTGACTTCTGATCTCGGGTCATGAGTTCGCGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192364.1.trna239-ArgTCT (303502-303430)  Arg (TCT) 73 bp  Sc: 44.07 
ACCTGGCTGGCTCAGTTGGTGGAGCATGCGACTTCTGATCCCAGGGTTGTGAGTTCGAGG 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192355.1.trna73-ArgTCT (2587691-2587774)  Arg (TCT) 84 bp  Sc: 46.92 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTCTGCTCAGGTCCTAACCTCAGGGTCC 
TGGGATCGAGCCCCATCTCGGGCT 
>Ailuropoda_melanoleuca_GL192626.1.trna59-ArgTCT (1156754-1156826)  Arg (TCT) 73 bp  Sc: 48.37 
GCCTGGCAGGCTCAGTCAGTGGAGCGTGAGACTTCTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193579.1.trna11-ArgTCT (413251-413178)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Ailuropoda_melanoleuca_GL192808.1.trna78-ArgTCT (1203830-1203744)  Arg (TCT) 87 bp  Sc: 71.15 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGACGAAAAAGCGATTCAAAGG 
TTGTGGGTTCGAATCCCACCAGAGTCG 
>Ailuropoda_melanoleuca_GL193552.1.trna71-ArgTCT (286176-286088)  Arg (TCT) 89 bp  Sc: 70.73 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGCTTGAAGGAAGGAATTCAAA 
GGTTGCGGGTTCGAGTCCCGCCAGAGTCG 
>Ailuropoda_melanoleuca_GL194275.1.trna2-ArgTCT (30449-30534)  Arg (TCT) 86 bp  Sc: 68.58 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGACAGATGGAGGCATTCAAAGGT 
TGTGGGTTCGAGTCCCACCAGAGTCG 
>Ailuropoda_melanoleuca_GL192421.1.trna213-ArgTCT (428683-428593)  Arg (TCT) 91 bp  Sc: 66.03 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGCCGATCGTGGTGTGGCGATTCA 
AAGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Ailuropoda_melanoleuca_GL192568.1.trna108-ArgTCT (862272-862188)  Arg (TCT) 85 bp  Sc: 71.82 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGCTGAAGACATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Ailuropoda_melanoleuca_GL192385.1.trna46-AsnATT (1088388-1088459)  Asn (ATT) 72 bp  Sc: 31.79 



GCCTGGCTGGCTCAGTCCGTGGAGCATGGGACTATTGATCTCAGGTGGTGGGTTCAAGCC 
TCACCTTGGGTG 
>Ailuropoda_melanoleuca_GL193160.1.trna71-AsnATT (165361-165289)  Asn (ATT) 73 bp  Sc: 39.49 
ACTTGGCTGGCTGAGTCGATAGGGCACGTGACTATTGATCACAGGGTCATGAGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193448.1.trna5-AsnATT (214971-215043)  Asn (ATT) 73 bp  Sc: 42.21 
ACATGACTGGCTCAGTCGGTGGAGCATGGGACTATTGATCTCGGGGTTGTGAGTTCGAAT 
CTCGTGTTGAGTG 
>Ailuropoda_melanoleuca_GL192360.1.trna276-AsnATT (984804-984732)  Asn (ATT) 73 bp  Sc: 47.33 
GCCTGGCTGGCTCAGTCGTTAGAGTATGTGACTATTGATTTCGAGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192524.1.trna90-AsnATT (1021575-1021503)  Asn (ATT) 73 bp  Sc: 54.73 
TCCTGGCTGGCTCAGTCGGTAGAGCATGAGACTATTGATCTTGGGGTCATGAGTTCGAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL194239.1.trna2-AsnATT (6153-6226)  Asn (ATT) 74 bp  Sc: 72.54 
GTCTCTGTGGTGCAATTGGTTAGCACATTCGGCTATTAACTGAAAGGTTGGTGGTTCAAT 
TCCACCCAGGGATG 
>Ailuropoda_melanoleuca_GL192930.1.trna2-AsnGTT (10550-10622)  Asn (GTT) 73 bp  Sc: 28.02 
GCCTGGCTGGCTTAGCTGGCGGAGTGTGTGATTGTTCATCTCAGAGCTGTGGGTTCGAGC 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193394.1.trna44-AsnGTT (15871-15799)  Asn (GTT) 73 bp  Sc: 38.07 
GCCTAGCTGGCTCAGTTAGTAGAGCATGTGACTGTTGATCTTGGGGTTATGAGTTTGAGA 
CCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192886.1.trna13-AsnGTT (562069-562141)  Asn (GTT) 73 bp  Sc: 38.32 
GCCTGGCTGGTTCAGTCAGAAGAGCATGCGACTGTTGATTTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193652.1.trna14-AsnGTT (363212-363140)  Asn (GTT) 73 bp  Sc: 38.60 
CCCTGGCTGGCTTAGTCTGTACAGCATGAGACTGTTGATCTCGGGGTGGTAGGTTCAAGC 
CCTGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192718.1.trna65-AsnGTT (600915-600843)  Asn (GTT) 73 bp  Sc: 43.55 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTGTTAATCTCAGCGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192382.1.trna68-AsnGTT (2519056-2519128)  Asn (GTT) 73 bp  Sc: 44.24 
GCCTGGCTGGCTCAGTCAGTGGAGCATGTGACTGTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192596.1.trna15-AsnGTT (875690-875762)  Asn (GTT) 73 bp  Sc: 46.89 
GCCTGGCTGGCTCAGTCAGCAGAGCGTGAGACTGTTCATCTTGAGGTTGTGGGTTCGAGT 
CCCATATTGGGTG 
>Ailuropoda_melanoleuca_GL193452.1.trna1-AsnGTT (2381-2453)  Asn (GTT) 73 bp  Sc: 46.94 
ACCTGGCTGGCTTAGTCAGTAGAGCATATGACTGTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192946.1.trna20-AsnGTT (1066543-1066471)  Asn (GTT) 73 bp  Sc: 47.72 
ACCTGGTTGGCTTAGTCAGAAGAGTATGAGACTGTTGATCTCATGGTCGTGGGTTCAGAC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192439.1.trna166-AsnGTT (949071-949000)  Asn (GTT) 72 bp  Sc: 49.21 
GCCTGGCTGGCTCAGTGGGTGAGCATGTGACTGTTGATCTCAGGGTCGTGAGTTCAAGCC 
CCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL194364.1.trna9-AsnGTT (171878-171950)  Asn (GTT) 73 bp  Sc: 50.28 
GCCTGGCTGGCTTAGTTGGTAAAGCATGTGACTGTTGATCTCGGGATTATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192369.1.trna39-AsnGTT (1009406-1009478)  Asn (GTT) 73 bp  Sc: 54.56 
ACCTGGCTGGCTCAGTCAGTAGAGCGTGAGACTGTTGATCTTGCGGTTGTGAGTTCGAGT 
CCCACGTTAGGTA 
>Ailuropoda_melanoleuca_GL193650.1.trna5-AsnGTT (108287-108359)  Asn (GTT) 73 bp  Sc: 56.13 
GCCTGGCTGGCTCAGTAGGTAGAGCATGTGACTGTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCTTGTTGGGTA 
>Ailuropoda_melanoleuca_GL194818.1.trna4-AsnGTT (129366-129295)  Asn (GTT) 72 bp  Sc: 58.89 
ACCTGGCTGGCTCAGTCGGAAGAGTGTGTGACTGTTGATCACAGGTCATGAGTTCAAGCC 
CCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL194883.1.trna18-AsnGTT (18388-18315)  Asn (GTT) 74 bp  Sc: 74.75 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL192355.1.trna220-AsnGTT (2358742-2358669)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL192400.1.trna22-AsnGTT (1576363-1576436)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 



CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL192497.1.trna29-AsnGTT (582682-582755)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL192730.1.trna44-AsnGTT (1355757-1355684)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL193041.1.trna15-AsnGTT (757159-757232)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL193160.1.trna41-AsnGTT (891083-891156)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL193160.1.trna48-AsnGTT (907502-907429)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL193160.1.trna50-AsnGTT (845093-845020)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL194883.1.trna4-AsnGTT (24551-24624)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL194883.1.trna8-AsnGTT (66652-66725)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL194901.1.trna4-AsnGTT (51645-51718)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL193920.1.trna2-AsnGTT (2344-2417)  Asn (GTT) 74 bp  Sc: 84.31 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Ailuropoda_melanoleuca_GL192358.1.trna114-AsnGTT (2863624-2863526)  Asn (GTT) 99 bp  Sc: 30.23 
GCCTAGGTGGCTCAGTCGGTTAATCGGGTAAGCGTCTGACTGTTGGTTTCGGCTTAGGTC 
GTGATCTCACGGTTGTGGGATCAAGCCCCACATTGGGCT 
>Ailuropoda_melanoleuca_GL192551.1.trna11-AspATC (673996-674068)  Asp (ATC) 73 bp  Sc: 62.66 
GCCTGGCTGGCTCAGTTGGTAGAGCCTGCGACTATCAATCTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192425.1.trna6-AspGTC (299957-300029)  Asp (GTC) 73 bp  Sc: 43.73 
GTCTGGCTGGCTTAGTTAGTAGAGCATGTGACTGTCAATCTCAGGGCTGTGAGTTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192592.1.trna46-AspGTC (1261886-1261815)  Asp (GTC) 72 bp  Sc: 50.96 
TCCTCTTTAGTGTAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACTGGGGTTCGATTC 
CTCGACGGGGAG 
>Ailuropoda_melanoleuca_GL192817.1.trna6-AspGTC (384569-384641)  Asp (GTC) 73 bp  Sc: 56.86 
GCCTGGCTGGCTCAGTCGGTAGAGCATGAGACTGTCGATCTCGGGGTCCTGTGTTCAAGC 
CGCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192354.1.trna212-AspGTC (4185733-4185662)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL192354.1.trna214-AspGTC (4183309-4183238)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL192660.1.trna120-AspGTC (480819-480748)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL192808.1.trna54-AspGTC (1126978-1127049)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL193552.1.trna21-AspGTC (274050-274121)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL193552.1.trna66-AspGTC (337596-337525)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL194913.1.trna10-AspGTC (91011-90940)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 



>Ailuropoda_melanoleuca_GL192741.1.trna15-AspGTC (730845-730916)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Ailuropoda_melanoleuca_GL192563.1.trna14-CysGCA (389720-389803)  Cys (GCA) 84 bp  Sc: 36.71 
GCCTGGGTGGCTCAGTAGGTTAAGCATCTGCCTGCAGCTCAGATCGTAATCTCAGTGTCC 
TGGGATCAAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL193067.1.trna90-CysGCA (313321-313250)  Cys (GCA) 72 bp  Sc: 70.28 
GGGGGTATAGCTCAGGGGCAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna10-CysGCA (304924-304995)  Cys (GCA) 72 bp  Sc: 70.97 
GGGGGTATAGCTCAGGGGCAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTACCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna20-CysGCA (431414-431485)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna89-CysGCA (317012-316941)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna79-CysGCA (439199-439128)  Cys (GCA) 72 bp  Sc: 72.34 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAACC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna84-CysGCA (330211-330140)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna87-CysGCA (323445-323374)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna91-CysGCA (293835-293764)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna11-CysGCA (309964-310035)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna80-CysGCA (438110-438039)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna85-CysGCA (325915-325844)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna86-CysGCA (324888-324817)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193401.1.trna57-CysGCA (57920-57849)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna22-CysGCA (494006-494077)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna24-CysGCA (511954-512025)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna16-CysGCA (418374-418445)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna8-CysGCA (297144-297215)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna9-CysGCA (301075-301146)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193067.1.trna19-CysGCA (429682-429753)  Cys (GCA) 72 bp  Sc: 76.00 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna21-CysGCA (488445-488516)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193401.1.trna58-CysGCA (55244-55173)  Cys (GCA) 72 bp  Sc: 77.65 



GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna10-CysGCA (324251-324322)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna11-CysGCA (325039-325110)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL192497.1.trna208-CysGCA (490284-490213)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Ailuropoda_melanoleuca_GL193054.1.trna27-GlnCTG (748251-748323)  Gln (CTG) 73 bp  Sc: 26.65 
ACCTGACTGGCTCAGTCGGAGGAGCACGGGATTCTGGGTTTCAGGGTCGTGAGTTCGAGC 
CCTACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193180.1.trna39-GlnCTG (435031-434958)  Gln (CTG) 74 bp  Sc: 28.91 
ACCTGACTGGCTCAGTGGGTGGAGCATGAGATTCTGGGTTTTTGGGCTTGTGGGTTCGAG 
TCCCAGGTTGGGTG 
>Ailuropoda_melanoleuca_GL193311.1.trna3-GlnCTG (74392-74464)  Gln (CTG) 73 bp  Sc: 33.31 
ACCTGGCTGGCTCAGTCGGGAGGGCATGCAACTCTGGCTTTCAGGGTTGTGAGCTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192474.1.trna106-GlnCTG (361664-361592)  Gln (CTG) 73 bp  Sc: 36.80 
ACCTGGTTGGTTCAATCAGTAGAGTATGAAACTCTGGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192442.1.trna178-GlnCTG (1055217-1055145)  Gln (CTG) 73 bp  Sc: 40.33 
CCCTGGCTGGCTCAATGGGTACAGCATGCGACTCTGGATCTCAGGGTCATGGGTTGAAGC 
CCCGTGTTGGGCG 
>Ailuropoda_melanoleuca_GL192797.1.trna46-GlnCTG (808997-808925)  Gln (CTG) 73 bp  Sc: 40.51 
ACCTGGCTGGTTCAGTCTGTGGAGCATGAGACTCTGGATCTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGATG 
>Ailuropoda_melanoleuca_GL192808.1.trna36-GlnCTG (981786-981858)  Gln (CTG) 73 bp  Sc: 41.05 
GCCTGGCTGGCTCAGTTGGTGGGGTGTGTGACTCTGGATCTCGGGGTCATGAGTTTGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192437.1.trna123-GlnCTG (2434749-2434821)  Gln (CTG) 73 bp  Sc: 43.51 
ACCTGGCTGGCTCAGTCTGAAGAGCATGCGGTTCTGGACCTCGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192350.1.trna114-GlnCTG (3136026-3136098)  Gln (CTG) 73 bp  Sc: 47.22 
ACCTGACTGGCTCAGTTGGTAGAGCATGTGACTCTGGATCTCGGGGCTGTGAGTTCAAAC 
TCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192344.1.trna96-GlnCTG (4104003-4104075)  Gln (CTG) 73 bp  Sc: 51.58 
ACCTAGCTGGCTCAGATGGAAGAGCGTGTGACTCTGGATCTCAAGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193552.1.trna9-GlnCTG (180594-180665)  Gln (CTG) 72 bp  Sc: 66.59 
GGCCCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL194239.1.trna1-GlnCTG (2087-2158)  Gln (CTG) 72 bp  Sc: 67.69 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL194239.1.trna15-GlnCTG (9715-9644)  Gln (CTG) 72 bp  Sc: 67.69 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193874.1.trna20-GlnCTG (377087-377016)  Gln (CTG) 72 bp  Sc: 68.68 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193160.1.trna39-GlnCTG (862970-863041)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193431.1.trna47-GlnCTG (85671-85600)  Gln (CTG) 72 bp  Sc: 70.62 
GGTTCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193552.1.trna24-GlnCTG (299447-299518)  Gln (CTG) 72 bp  Sc: 72.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Ailuropoda_melanoleuca_GL192385.1.trna166-GlnCTG (2301147-2301076)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Ailuropoda_melanoleuca_GL192808.1.trna77-GlnCTG (1204911-1204840)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 



TCGGTGGAACCT 
>Ailuropoda_melanoleuca_GL193552.1.trna67-GlnCTG (326954-326883)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Ailuropoda_melanoleuca_GL193897.1.trna8-GlnCTG (112531-112602)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Ailuropoda_melanoleuca_GL193552.1.trna59-GlnCTG (489184-489113)  Gln (CTG) 72 bp  Sc: 74.13 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL192619.1.trna67-GlnCTG (279344-279253)  Gln (CTG) 92 bp  Sc: 32.45 
GCCTCAGTGGCTCAGTGGGTTGAGCATTGGACTCTGGGTGTCCGCTGAGGTCGTGATCTC 
ATGGGTGGTGGGATCCAGTCCCACCTGGGGCT 
>Ailuropoda_melanoleuca_GL193410.1.trna13-GlnCTG (366748-366837)  Gln (CTG) 90 bp  Sc: 42.66 
GCCCAGGTGGCTCAGTCAGTTAAGCTTCTGACTCTGATCTCAGCTCAAGTCTTGATCTGA 
AGGTCATGAGTTCAAGTCTCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL193039.1.trna81-GlnCTG (9901-9811)  Gln (CTG) 91 bp  Sc: 34.35 
GCCTGGGTAGCTTAGCTGGTTAAGCCTCTGGCTCTGGATTTCAGCTCAGGTCATGGTCTC 
AGAGTCGTGGGATCGAGCCCCACGCCAGGCT 
>Ailuropoda_melanoleuca_GL193564.1.trna21-GlnTTG (37679-37597)  Gln (TTG) 83 bp  Sc: 21.36 
AGCTGGGTGGCTCAGTCGTTAAGCACCTGCCTTTGGCTCAGGGCATGATCCCAGCATTCT 
GGGATCGAGCCCCAGTCAGGCTC 
>Ailuropoda_melanoleuca_GL192514.1.trna45-GlnTTG (1691302-1691372)  Gln (TTG) 71 bp  Sc: 22.14 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGACTTGATCTTGGGGTTATGAGTTCAAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192348.1.trna226-GlnTTG (4643461-4643378)  Gln (TTG) 84 bp  Sc: 22.18 
ACCTGGTTGGCTCAGTCGGTTAAGCGTCTGCCTTTGGCTCAGGTCAGGTTGCCAGGCTCC 
TGGGATTGAGCCCCACGTCGGGTT 
>Ailuropoda_melanoleuca_GL192371.1.trna87-GlnTTG (1920832-1920902)  Gln (TTG) 71 bp  Sc: 24.14 
GCCTGGCTGGCTCAGTCGGTGGAGCATGCGACTTGATCTCGGGGTTGTGAGTTAAAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192431.1.trna36-GlnTTG (1938810-1938894)  Gln (TTG) 85 bp  Sc: 24.99 
GCCTGGGTGGCTCAGTCAGTTAAGCATCTGACTTTGGCTCAGGTCATGATCCCAGGATCT 
TGGGATCGAGTCCCCCATCCGGGTC 
>Ailuropoda_melanoleuca_GL193020.1.trna1-GlnTTG (11945-12027)  Gln (TTG) 83 bp  Sc: 25.54 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTTGGCTCAGGGCATGATCCCGGCGTTAT 
GGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192360.1.trna285-GlnTTG (863210-863127)  Gln (TTG) 84 bp  Sc: 26.85 
GCCTGGGTGGCTCAGTTGGTGAAGTGTCTGTCTTTGGCTCAGGTCATGATCTCATGGACA 
TGGGATTGAGTCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192699.1.trna24-GlnTTG (429776-429846)  Gln (TTG) 71 bp  Sc: 27.07 
ACCTGGCTGGCTCAGTAGGTGGAGCATGTGACTTGATCTCGGGGGCATGAGTTCAAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192360.1.trna90-GlnTTG (1521173-1521254)  Gln (TTG) 82 bp  Sc: 27.30 
GCCTGGGTGGCTCAGTTGGTGAAGCATCTGCCTTTGGCTCAGGTCATGATCTCAGTCTTG 
GGATCAAGGCCCAAGTCAGGCT 
>Ailuropoda_melanoleuca_GL192350.1.trna217-GlnTTG (2890038-2889968)  Gln (TTG) 71 bp  Sc: 28.33 
ACCTGGCTGGCTCAGTTGGGGGAGCATGTGACTTGATCTCGGGGTCGTGGGTTTGAGCCT 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192404.1.trna35-GlnTTG (1470901-1470980)  Gln (TTG) 80 bp  Sc: 28.52 
GCCTGGGTGGCTTAGTCAGTTAAGCGCCTGCCTTTGGCTCAGGTCATGATTCCCAGTGGG 
ATCGAGCCCCACCTCAGGCT 
>Ailuropoda_melanoleuca_GL192764.1.trna14-GlnTTG (376988-377071)  Gln (TTG) 84 bp  Sc: 28.90 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTTGTCTCAGGTCATGATCTCAGGGTCG 
TGGGATTGAGCCCCATGTCAGGTT 
>Ailuropoda_melanoleuca_GL193514.1.trna23-GlnTTG (322333-322251)  Gln (TTG) 83 bp  Sc: 28.92 
GCCTGGGTGGCTCAGTCGTTAAGCGTCTGCCTTTGGCTCAGGGTGTGATTCTGGAGTTCT 
GGGATCGAGCCCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL192399.1.trna184-GlnTTG (1018749-1018666)  Gln (TTG) 84 bp  Sc: 30.11 
GCGTGGGTGGCTCAGTAGGTTAAGCACCTACCTTTGGCTTAGGTCATGATCCCAGGGTCT 
TGGGATCGAGCCCCAACTCAGGCT 
>Ailuropoda_melanoleuca_GL192967.1.trna37-GlnTTG (115664-115581)  Gln (TTG) 84 bp  Sc: 30.14 
GCCTGGCTGGCTCAGTTGGTTAAGTGTCTGCATTTGGCTCAGGTCATGACTGCGGGGTCC 
TGGGATCAAGCCCCGAGTTGGGCT 
>Ailuropoda_melanoleuca_GL192610.1.trna18-GlnTTG (837283-837353)  Gln (TTG) 71 bp  Sc: 30.66 
ACCTGGCTGGCTCAGTCAGAAGAGCATGCGACTTGATCTCGGGGTCATGGGTTTGAGCCC 
CATATTGGGTA 



>Ailuropoda_melanoleuca_GL192415.1.trna40-GlnTTG (1752674-1752744)  Gln (TTG) 71 bp  Sc: 31.76 
GCCTGGCTGGCTCAGTTGGCAGAGCACACAACTTGATCTTGGGATTGTGAGTTTGAGCCC 
CATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192461.1.trna76-GlnTTG (2062608-2062678)  Gln (TTG) 71 bp  Sc: 32.10 
GTCTGGCTGGCTCAGCCAGTAGAGTGTGTGACTTGGTCTCAGGGTCGTGAGTTCAAGCCC 
CACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194830.1.trna1-GlnTTG (90001-90084)  Gln (TTG) 84 bp  Sc: 33.16 
ACCTGGGTGGCTCAGATGGTTGGGCCTCTGACTTTGGCTCAGGTCATGATCTCCAAGTCC 
TGGGATCGAGCCCCGCTTTGGGTT 
>Ailuropoda_melanoleuca_GL192492.1.trna126-GlnTTG (941667-941584)  Gln (TTG) 84 bp  Sc: 33.78 
GCCTGGATGGCTCAGATGGTTGAGCCTCTGCCTTTGGCTCGGGTCATGATCTCCAGGTCC 
TGGGATCAAGACCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL192365.1.trna47-GlnTTG (2092092-2092162)  Gln (TTG) 71 bp  Sc: 33.83 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTTGCTCTTGGGGCTGTGGGTTCGAGCCC 
CACATCAGGTG 
>Ailuropoda_melanoleuca_GL193494.1.trna21-GlnTTG (151173-151103)  Gln (TTG) 71 bp  Sc: 35.39 
GCCTGGGTGGCTCAGTTGGTTGAGTGTCTGCCTTTGGCTCAGGTCATTGGGATCAAGCCC 
CAAGTCAGGCT 
>Ailuropoda_melanoleuca_GL193035.1.trna7-GlnTTG (258206-258276)  Gln (TTG) 71 bp  Sc: 36.08 
GCCTGGCTGGCTCAGTCTGTAGAGCATGTGACTTGATCTCAGGGTTGTGGGTTCAGGTCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193465.1.trna3-GlnTTG (83848-83918)  Gln (TTG) 71 bp  Sc: 36.37 
GCCTGGCTGGCTCACTTGGTAGTGCACATGACTTGATCTTGGGGTCATGGGTTGGAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192644.1.trna7-GlnTTG (808264-808346)  Gln (TTG) 83 bp  Sc: 36.52 
GCCTGGGTGGCTCAGTCGTTGAGCGTCTGCCTTTGGCTCAGGGCGTGATCCTGGCGCTGT 
GGGATCGAGCCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL193839.1.trna14-GlnTTG (138702-138620)  Gln (TTG) 83 bp  Sc: 37.22 
ACCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTTGGCTCAAGTCCTGATCCAGGGTCCT 
GGGATGAAGCCCCAGCTCGGGCT 
>Ailuropoda_melanoleuca_GL192943.1.trna18-GlnTTG (416752-416835)  Gln (TTG) 84 bp  Sc: 37.33 
GCCTGGGTGGCTCAGTGGGCTAAGCGTCTGCCTTTGGCTCAGGTCATGATTTCAGGGTCC 
TGGGATCAAGCCCCATCTTGGGCT 
>Ailuropoda_melanoleuca_GL193510.1.trna25-GlnTTG (100328-100258)  Gln (TTG) 71 bp  Sc: 39.64 
ACCTGGCTGGCTCAGTCAGTAGAGCATATGACTTGATCTTAGGGTTGTGAGTTCGAGCCC 
CATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192607.1.trna17-GlnTTG (679460-679543)  Gln (TTG) 84 bp  Sc: 39.93 
GCCTGGTTGGCTCAGTGGGTTAAGCATCTGACTTTGGCTCGGGTCATGATCTCAGGGTCC 
TGGGATCGAGCCCCAAATCAGGCT 
>Ailuropoda_melanoleuca_GL194797.1.trna1-GlnTTG (83539-83609)  Gln (TTG) 71 bp  Sc: 40.03 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTTGATCTCAGGGTTGTGAGTTCAAGCCC 
CACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193029.1.trna29-GlnTTG (1046319-1046237)  Gln (TTG) 83 bp  Sc: 40.07 
GTCTGGGTGGCTCAGTTGGTTGAGCGTCTGCCTTTGGCTCAGGTCATGATCCTGGGTCGT 
GGGATCCAGCCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL192904.1.trna71-GlnTTG (612804-612721)  Gln (TTG) 84 bp  Sc: 42.63 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTTGGCTCAGGTCATGATCTCAGGGTCC 
TGGGATTGAGCCCCAACTCAGGCT 
>Ailuropoda_melanoleuca_GL193509.1.trna4-GlnTTG (316151-316221)  Gln (TTG) 71 bp  Sc: 43.22 
ACCTGGTTGGCTCAGTTGGCAGAGCGTGTGACTTGATCTTGGGGGTGTGGGTTCGAGCCC 
CACATTGGGTG 
>Ailuropoda_melanoleuca_GL192513.1.trna68-GlnTTG (484811-484728)  Gln (TTG) 84 bp  Sc: 46.99 
GCCTGGGTGGCTCAGTCGGTTAAGCGTCTGACTTTGGCTCAGGTCATGATCCCAGGGTCC 
TGGGATCGAGCCCCAGGTTGGGCT 
>Ailuropoda_melanoleuca_GL193167.1.trna22-GlnTTG (481419-481502)  Gln (TTG) 84 bp  Sc: 48.27 
GCCTGGTTGGCTCAGTTGGTTAAGCGCCTGCCTTTGGCTCAGGTCATGATCGCACGGTCC 
TGGGATCGAGTCCCATATCGGGCT 
>Ailuropoda_melanoleuca_GL192704.1.trna25-GlnTTG (995483-995553)  Gln (TTG) 71 bp  Sc: 51.72 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTTGATCTCAGGGTTGTGGGTTTGAGTCC 
CATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193431.1.trna48-GlnTTG (85490-85419)  Gln (TTG) 72 bp  Sc: 64.27 
GGTTCTATGGTGTAATGGTCAGCACTCTGGACTTTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193552.1.trna8-GlnTTG (177206-177277)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL193874.1.trna21-GlnTTG (376566-376495)  Gln (TTG) 72 bp  Sc: 68.31 



GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL192497.1.trna115-GlnTTG (2314520-2314591)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Ailuropoda_melanoleuca_GL192392.1.trna49-GlnTTG (1858976-1859059)  Gln (TTG) 84 bp  Sc: 37.42 
GCCTGGTTGGCTCAGTCGGTTAAGCGTCTGCCTTTGGCTTGGGTCATGATCCCAGAGTGG 
TGGGATCGAGCCCCACATCGGGCT 
>Ailuropoda_melanoleuca_GL192419.1.trna105-GlnTTG (371652-371569)  Gln (TTG) 84 bp  Sc: 34.08 
GCTTGGGTGGCTCAGTCGGTTAAGCATCTGCCTTTGACTCAGGTCATGATATCAGGGACC 
TGGGATCGAGCCCCAACTCAGGCT 
>Ailuropoda_melanoleuca_GL192798.1.trna36-GlnTTG (807671-807580)  Gln (TTG) 92 bp  Sc: 29.06 
GCCTGGGTGGCTCAGTCGTTTAAGGGTCTGACCCTTTGATTTTGGCTCAGGTCATGATCT 
CAGCCTCATGGGATCGAGTCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL193014.1.trna7-GluCTC (439262-439334)  Glu (CTC) 73 bp  Sc: 24.22 
ACCTGGCTGGCTCAGTGAGTAGAGCATGGGGTTCTCGGTCTCGGGGTTGTGAGTTCAAGC 
CGTACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna79-GluCTC (1741379-1741451)  Glu (CTC) 73 bp  Sc: 28.78 
AGTTTGCTGGCTTGGTTGGTGGAGCGTGTGACTCTCGATCTCAGAGTTGTGGGTTTGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192422.1.trna43-GluCTC (2253837-2253908)  Glu (CTC) 72 bp  Sc: 37.91 
ACCTGGCTGGCTCAGGTGGAAGAGTATGTGACTCTCGATCTTGGGTCATGTGTTTGAGCC 
CCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL192818.1.trna96-GluCTC (107015-106943)  Glu (CTC) 73 bp  Sc: 38.84 
GCCCGGCTGGCTCAGTCAGCAGAGCATGTGACTCTCAGTTTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192793.1.trna48-GluCTC (1021470-1021542)  Glu (CTC) 73 bp  Sc: 41.09 
ACCTGGCTGGCTTAACTGGAAGAGTGTGGGACTCTCGATCTCGGGATTTTGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192420.1.trna111-GluCTC (2290565-2290492)  Glu (CTC) 74 bp  Sc: 41.33 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGCGACTCTCGATCTCAGGGTTTGTGAGTTCAAG 
CCCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193954.1.trna1-GluCTC (10655-10727)  Glu (CTC) 73 bp  Sc: 41.80 
ACCTGGCTGGCTCAGTTGGAGGAGTGTGGGACTCTCGATCTTGGGGTCATGGATTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192338.1.trna124-GluCTC (4413824-4413896)  Glu (CTC) 73 bp  Sc: 42.98 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTCGATCTTGGAGTTGTGGGTTCGAGC 
CTCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL192393.1.trna128-GluCTC (1774427-1774355)  Glu (CTC) 73 bp  Sc: 44.16 
GCCTGGCTAGCTCAGTCAGTAGAGCACGTGACTCTCAATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL193335.1.trna13-GluCTC (470664-470592)  Glu (CTC) 73 bp  Sc: 44.47 
GCCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCTCGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTCGGGTG 
>Ailuropoda_melanoleuca_GL192651.1.trna17-GluCTC (779859-779931)  Glu (CTC) 73 bp  Sc: 44.61 
CCTTGACTGGCTCAGTCAGTAAAGCATGTGACTCTCAATCTCAAAGTCATGAGTTCAAGC 
CCCATGTTGAGGT 
>Ailuropoda_melanoleuca_GL192929.1.trna48-GluCTC (1048896-1048824)  Glu (CTC) 73 bp  Sc: 45.54 
GCTTGGCTGGTTCAGTTGGTAGAGTGTGAGACTCTCTATCTCCAGATTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193332.1.trna1-GluCTC (63749-63821)  Glu (CTC) 73 bp  Sc: 46.07 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTCGATCTCAGCGTTGTGTGTTCGAGC 
CCCATGTCAGGTG 
>Ailuropoda_melanoleuca_GL192728.1.trna39-GluCTC (837382-837454)  Glu (CTC) 73 bp  Sc: 46.44 
GCCTGGCTGGCTCAGTTGGAGGAGCGTGTGACTCTCGATCTCGGGGTCATGAGTTCGAGC 
CCCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192942.1.trna26-GluCTC (875917-875989)  Glu (CTC) 73 bp  Sc: 46.49 
ACCTGGCTGGCTCAGTAGGTGGAGCATGTGACTCTCGATTTCAAGGTTGTGGGTTCGAGC 
CCCAAGTTGGGTG 
>Ailuropoda_melanoleuca_GL193040.1.trna5-GluCTC (172855-172927)  Glu (CTC) 73 bp  Sc: 48.05 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTCGATCTCAGGGTCGTGAGTTTGAGT 
CCCGTGTTGGGCA 
>Ailuropoda_melanoleuca_GL192479.1.trna21-GluCTC (404717-404789)  Glu (CTC) 73 bp  Sc: 49.09 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTCAGTCTCAGGGACATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192750.1.trna93-GluCTC (1037870-1037798)  Glu (CTC) 73 bp  Sc: 50.32 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTCGATCTCAGGGTCGTGAGTTCAAGC 



CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192386.1.trna127-GluCTC (2378619-2378691)  Glu (CTC) 73 bp  Sc: 52.25 
GCCTGGCTGGCTTAGTCGGTGGAGTGTGTGACTCTCAATCTCAGGGTCGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192475.1.trna138-GluCTC (1227880-1227808)  Glu (CTC) 73 bp  Sc: 52.57 
GCCCAGCTGGCTCAGTCGGTAGAGCGGGTGACTCTCGATCTCTGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192736.1.trna6-GluCTC (63940-64012)  Glu (CTC) 73 bp  Sc: 55.25 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTCGATCTCAGGGTCATGAGTTCAAGC 
CCCATACTGGGTG 
>Ailuropoda_melanoleuca_GL193679.1.trna22-GluCTC (448392-448320)  Glu (CTC) 73 bp  Sc: 55.92 
GCCTGGCTGGCTCAAGCGGTAGAGCATGTGACTCTCGATCTCAGGGTCATGAGTTCAAAT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193028.1.trna35-GluCTC (639830-639902)  Glu (CTC) 73 bp  Sc: 56.26 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTCGATCTCAGGGTTGTGAGTTCAAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193384.1.trna19-GluCTC (487490-487562)  Glu (CTC) 73 bp  Sc: 56.34 
GCCTGGCTGGCTCAATCGGTAGAGCATGTGACTCTCGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193146.1.trna84-GluCTC (57550-57478)  Glu (CTC) 73 bp  Sc: 56.47 
GCCTGGCTGGCTCAGTGGGTGGAGTGTGTGACTCTCGATCTCATGGTCGTGAGTTCAAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL192462.1.trna58-GluCTC (1524943-1524871)  Glu (CTC) 73 bp  Sc: 56.59 
ATCTAGCTGGCTCAGTCGGTAGAGCATGTGACTCTCGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192573.1.trna155-GluCTC (1349235-1349163)  Glu (CTC) 73 bp  Sc: 58.24 
GTCAGGCTGGCTCAGTTGGTAGAGCATGTGACTCTCAATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192525.1.trna64-GluCTC (1809980-1809908)  Glu (CTC) 73 bp  Sc: 58.63 
GCCTGGCTGGCTCAGTTGGTAGAGCCTCAGACTCTCGATCTCAGGGTTGTGAGTTCAAGC 
CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL193485.1.trna5-GluCTC (110431-110503)  Glu (CTC) 73 bp  Sc: 59.71 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGGCCTGGGGTTCGATT 
CCCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL192338.1.trna66-GluCTC (2572672-2572744)  Glu (CTC) 73 bp  Sc: 59.99 
TCCTGGCTAGCTTAGCCGGTAGAGCATGTGACTCTCAATCTCAGGGTCGTGAGTTCAAGC 
CCCACGTTGGGAA 
>Ailuropoda_melanoleuca_GL192817.1.trna17-GluCTC (704546-704618)  Glu (CTC) 73 bp  Sc: 64.56 
GCCCGCCTGGCTCAGTCGGTAGAGCGTGGGACTCTCGATCCCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193064.1.trna7-GluCTC (916459-916531)  Glu (CTC) 73 bp  Sc: 66.27 
GCCTGGCTGGCTCAATTGGTAGAGCATGAGACTCTCAATCTCAGGGTTGTGAGTTCGAGC 
CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192419.1.trna24-GluCTC (1374287-1374358)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL193057.1.trna19-GluCTC (707059-707130)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL193160.1.trna34-GluCTC (831034-831105)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL193897.1.trna57-GluCTC (94203-94132)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL194834.1.trna3-GluCTC (64326-64397)  Glu (CTC) 72 bp  Sc: 80.24 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGCCAGGGAA 
>Ailuropoda_melanoleuca_GL192351.1.trna80-GluTTC (2280439-2280511)  Glu (TTC) 73 bp  Sc: 49.95 
GCCTGGCTGGCTCAGTGGGAAGAGCGTGAGACTTTCGATCTCTGGGTCGTGAGTTGGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192516.1.trna99-GluTTC (139290-139218)  Glu (TTC) 73 bp  Sc: 61.15 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTTTCAGTCTCAGGGTCGTGAGTTCAAGT 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna45-GluTTC (909975-910046)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 



>Ailuropoda_melanoleuca_GL193920.1.trna48-GluTTC (11453-11382)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL194883.1.trna19-GluTTC (12779-12708)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL195218.1.trna1-GluTTC (98-169)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL193610.1.trna8-GluTTC (424690-424619)  Glu (TTC) 72 bp  Sc: 74.37 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Ailuropoda_melanoleuca_GL192447.1.trna98-GluTTC (1217307-1217236)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Ailuropoda_melanoleuca_GL194986.1.trna1-GluTTC (58726-58797)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Ailuropoda_melanoleuca_GL193920.1.trna3-GluTTC (10473-10544)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Ailuropoda_melanoleuca_GL192408.1.trna162-GluTTC (1017577-1017506)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Ailuropoda_melanoleuca_GL193488.1.trna37-GlyCCC (585553-585481)  Gly (CCC) 73 bp  Sc: 44.89 
ACCCAGCTGGCTCAGCTGGAAGAGCATGCGACTCCCTATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194257.1.trna6-GlyCCC (231134-231204)  Gly (CCC) 71 bp  Sc: 48.80 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGTGGGAGAGCTGTGTTTGATTCC 
CAGCCAATGCA 
>Ailuropoda_melanoleuca_GL192781.1.trna53-GlyCCC (1229045-1228973)  Gly (CCC) 73 bp  Sc: 50.08 
GCCTGGCTGGCTCAGTCAGAAAAGCGTGTGACTCCCGATCTCGGGGTCATGGGTTCAAGT 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192406.1.trna56-GlyCCC (2450118-2450188)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Ailuropoda_melanoleuca_GL192733.1.trna61-GlyCCC (507191-507121)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna47-GlyCCC (916532-916462)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL195218.1.trna5-GlyCCC (4083-4013)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL193347.1.trna4-GlyGCC (157229-157299)  Gly (GCC) 71 bp  Sc: 66.28 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGGCCCAGGTTTGATTTC 
TGGCCAATGCA 
>Ailuropoda_melanoleuca_GL192795.1.trna12-GlyGCC (370472-370542)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL192795.1.trna13-GlyGCC (371132-371202)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL192795.1.trna96-GlyGCC (362025-361955)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL192808.1.trna79-GlyGCC (1199023-1198953)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL193406.1.trna25-GlyGCC (116810-116740)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL193552.1.trna5-GlyGCC (104498-104568)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL193874.1.trna17-GlyGCC (379275-379205)  Gly (GCC) 71 bp  Sc: 81.62 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL194913.1.trna5-GlyGCC (100377-100447)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL195041.1.trna9-GlyGCC (40417-40347)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Ailuropoda_melanoleuca_GL192559.1.trna24-GlyTCC (1788749-1788821)  Gly (TCC) 73 bp  Sc: 32.28 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGACTTCCGATCTTGGGTTTGTGAGTTCAAAG 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193376.1.trna15-GlyTCC (527758-527841)  Gly (TCC) 84 bp  Sc: 37.22 
GCCTGACTGGCTCAGCGGGTTGAGCGTCTGCCTTCCACTCAGGTCATGGTCCCAGGGTCC 
TAGGATCGAGTCCTGCGTCAGGCT 
>Ailuropoda_melanoleuca_GL192808.1.trna85-GlyTCC (1127539-1127468)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna35-GlyTCC (833047-833118)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Ailuropoda_melanoleuca_GL194913.1.trna8-GlyTCC (111712-111641)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Ailuropoda_melanoleuca_GL194913.1.trna9-GlyTCC (91941-91870)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Ailuropoda_melanoleuca_GL194164.1.trna5-GlyTCC (84198-84269)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna36-HisGTG (833928-833999)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna44-HisGTG (908067-908138)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193552.1.trna48-HisGTG (581521-581450)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193707.1.trna19-HisGTG (494031-494102)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193707.1.trna20-HisGTG (495562-495633)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193707.1.trna21-HisGTG (493366-493295)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL194883.1.trna17-HisGTG (23889-23818)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL194883.1.trna7-HisGTG (64567-64638)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Ailuropoda_melanoleuca_GL193552.1.trna58-IleAAT (495545-495472)  Ile (AAT) 74 bp  Sc: 73.75 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTTGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna80-IleAAT (215848-215775)  Ile (AAT) 74 bp  Sc: 76.56 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGCCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna38-IleAAT (500391-500464)  Ile (AAT) 74 bp  Sc: 78.21 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna54-IleAAT (516370-516297)  Ile (AAT) 74 bp  Sc: 79.56 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGCACGGGCCA 
>Ailuropoda_melanoleuca_GL192632.1.trna80-IleAAT (1648098-1648025)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 



CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL192808.1.trna50-IleAAT (1122366-1122439)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL192808.1.trna84-IleAAT (1147736-1147663)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna43-IleAAT (565066-565139)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna53-IleAAT (516757-516684)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL193552.1.trna79-IleAAT (225692-225619)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL194901.1.trna12-IleAAT (87550-87477)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL194938.1.trna1-IleAAT (15992-16065)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Ailuropoda_melanoleuca_GL192786.1.trna49-IleTAT (973398-973326)  Ile (TAT) 73 bp  Sc: 59.81 
GGTTCCATGGTGTAGTGGTTAACACATTTGCTTTATATGCAGAAGATCCTGGGTTTAATT 
CCCGGTGTAATCA 
>Ailuropoda_melanoleuca_GL193591.1.trna13-IleTAT (156567-156659)  Ile (TAT) 93 bp  Sc: 67.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACGACAGTGCGAGCGGAGCGATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Ailuropoda_melanoleuca_GL193552.1.trna76-IleTAT (237926-237833)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna38-IleTAT (373187-373095)  Ile (TAT) 93 bp  Sc: 66.82 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAAGACAGTAGCTCGTGGGCGATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Ailuropoda_melanoleuca_GL194938.1.trna2-IleTAT (39721-39814)  Ile (TAT) 94 bp  Sc: 64.63 
GCTCCAGTGGCGCAACCGGTTAGCGCGCGGTACTTATAGAGCAGTATGTGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Ailuropoda_melanoleuca_GL192340.1.trna17-IleTAT (472057-472149)  Ile (TAT) 93 bp  Sc: 68.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACATGCAGAGCAATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna6-LeuAAG (108816-108897)  Leu (AAG) 82 bp  Sc: 63.32 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCCGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna36-LeuAAG (437481-437400)  Leu (AAG) 82 bp  Sc: 69.34 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTGCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL195202.1.trna9-LeuAAG (28525-28444)  Leu (AAG) 82 bp  Sc: 69.34 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL194954.1.trna11-LeuAAG (103714-103633)  Leu (AAG) 82 bp  Sc: 69.69 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL193377.1.trna50-LeuAAG (369234-369153)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna58-LeuAAG (90758-90677)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL194214.1.trna35-LeuAAG (28491-28410)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL193897.1.trna54-LeuCAA (113026-112920)  Leu (CAA) 107 bp  Sc: 66.60 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTCGTCTTCCTCGGAAAGAGG 
GTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL193897.1.trna9-LeuCAA (151491-151596)  Leu (CAA) 106 bp  Sc: 63.51 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCCGCTTCCCCGCGCTGGGGA 
TTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 



>Ailuropoda_melanoleuca_GL193552.1.trna18-LeuCAA (256902-257007)  Leu (CAA) 106 bp  Sc: 66.03 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCACCTGCTTCCCGCACTGGGGC 
TTCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL193552.1.trna74-LeuCAA (260951-260846)  Leu (CAA) 106 bp  Sc: 66.03 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCACCTGCTTCCCGCACTGGGGC 
TTCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL193552.1.trna22-LeuCAA (279151-279257)  Leu (CAA) 107 bp  Sc: 63.49 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTTCGCTTCCCGCGCTCGGGG 
CTTCTGGTCTCCAGATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL193474.1.trna20-LeuCAA (378456-378353)  Leu (CAA) 104 bp  Sc: 23.82 
GCCTGGGTGGCTCAGTTGTTGAGCGTCTGCAACGGGCTCAAGGANNNNNNNNNNNGGCTC 
AGGGCGTGATCCTGGAGTTGTGGGATCGAGCCCCACCTCGGGCT 
>Ailuropoda_melanoleuca_GL194834.1.trna2-LeuCAA (63935-64040)  Leu (CAA) 106 bp  Sc: 62.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTTTACCTTCCCTGCGGGCG 
TTCTGGTCTCTGAATAGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL193057.1.trna18-LeuCAA (706668-706773)  Leu (CAA) 106 bp  Sc: 62.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTTTACCTTCCCTGCGGGCG 
TTCTGGTCTCTGAATAGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL192736.1.trna41-LeuCAA (859681-859776)  Leu (CAA) 96 bp  Sc: 29.96 
GCCTGGGTGGCTCAGCGGTTAAGCGTCTGACTCAAGTCTCTGCCTTCGGCTCAGGGCGTG 
ATCCCGGCATTATGGGATCGAGCCCCATATCAGGCT 
>Ailuropoda_melanoleuca_GL192429.1.trna18-LeuCAG (1651497-1651574)  Leu (CAG) 78 bp  Sc: 31.58 
GCCTGGGTGGCTCAGTCGGTTAAGTGTCCAGCTCAGGTCTTGGTCTCATGGTTGTGGGAT 
CGAGCCCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL193920.1.trna22-LeuCAG (330725-330797)  Leu (CAG) 73 bp  Sc: 47.69 
GCCCAGCTGGTTCAGTCGGTGGAGCATGTGACTCAGGATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192338.1.trna89-LeuCAG (3346398-3346480)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL194913.1.trna4-LeuCAG (92512-92594)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Ailuropoda_melanoleuca_GL192338.1.trna225-LeuCAG (3346816-3346734)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Ailuropoda_melanoleuca_GL194901.1.trna8-LeuCAG (113288-113206)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Ailuropoda_melanoleuca_GL193915.1.trna2-LeuCAG (109964-110044)  Leu (CAG) 81 bp  Sc: 30.04 
GCCTGGGTGGCACAGCGGTTAAGCGTGTCTTGGGCTCAGGGCATGATCCCGGCGTTGTGG 
GATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_chrM.trna1-LeuTAA (4040-4114)  Leu (TAA) 75 bp  Sc: 42.19 
GTTAGGGTGGCAGAGCCCGGTAATTGTGCAAAACTTAAACTCTTGTGTCCAGAGGTTCAA 
TTCCTCTCCCTAGCA 
>Ailuropoda_melanoleuca_GL194275.1.trna3-LeuTAA (30911-30993)  Leu (TAA) 83 bp  Sc: 74.33 
ACCAGAATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGATTTATATCCTCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Ailuropoda_melanoleuca_GL193552.1.trna11-LeuTAA (198866-198948)  Leu (TAA) 83 bp  Sc: 81.57 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCGTGTGCCCGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Ailuropoda_melanoleuca_GL193552.1.trna41-LeuTAA (539870-539952)  Leu (TAA) 83 bp  Sc: 81.57 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCGTGTGCCCGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Ailuropoda_melanoleuca_GL192345.1.trna205-LeuTAA (288495-288414)  Leu (TAA) 82 bp  Sc: 81.58 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAATGTCCGCGTG 
GGTTCGAACCCCACTCCTGGTA 
>Ailuropoda_melanoleuca_GL192733.1.trna64-LeuTAG (360481-360411)  Leu (TAG) 71 bp  Sc: 32.10 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGTGACTAGATCTCAAGGTGGTGAGTTCAAGCCC 
CACGCTGGGTG 
>Ailuropoda_melanoleuca_GL193377.1.trna27-LeuTAG (453016-453097)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL195202.1.trna8-LeuTAG (34005-33924)  Leu (TAG) 82 bp  Sc: 70.08 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL194214.1.trna36-LeuTAG (19681-19600)  Leu (TAG) 82 bp  Sc: 70.31 



GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL192808.1.trna59-LeuTAG (1204317-1204398)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Ailuropoda_melanoleuca_GL194118.1.trna6-LysCTT (122221-122293)  Lys (CTT) 73 bp  Sc: 23.39 
GCCTGGTTGGCTCAGTCAGTGGAGCTTGTGAGTCTTGATTTCGGAGTTGTGGGTTTGAGC 
CCCACGCTGGGTA 
>Ailuropoda_melanoleuca_GL192790.1.trna112-LysCTT (517515-517443)  Lys (CTT) 73 bp  Sc: 24.16 
GCCTGGCTGGTTCAGTCGGTGGAACATGCAATTCTTGATTTTGGGGTTGTGAGTTCAGGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL194483.1.trna8-LysCTT (152939-152867)  Lys (CTT) 73 bp  Sc: 25.68 
ACTTGGCTGGCTCAGTTGTTGGAGCATGCAACTCTTGATTTCAGGGTTGTGGGTTCCAGC 
CCCATGTTGGATG 
>Ailuropoda_melanoleuca_GL192578.1.trna47-LysCTT (1082581-1082653)  Lys (CTT) 73 bp  Sc: 26.52 
ACCTGGTTGGCTCAGTTGGAGGAGCCTGTGACTCTTGGTCCCAGGGTTGTGAGTTAGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194771.1.trna2-LysCTT (35796-35868)  Lys (CTT) 73 bp  Sc: 27.59 
ACCTGGCTGGCTCAGTTGGCAGAGCATGTGACTCTTTGTCTTGGGGTTGTGAGTTCAAGT 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192640.1.trna62-LysCTT (1520451-1520379)  Lys (CTT) 73 bp  Sc: 27.79 
ACCTGGCTGGTTCAGTCAGTAGAGCATGCAGTTCTTATTTTCAGGATTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193450.1.trna48-LysCTT (571761-571689)  Lys (CTT) 73 bp  Sc: 28.19 
ACTTGGCTGGCTCAGTCAGAAGAGCGTGGGACTCTTGATCTTGGCTTTGTGAGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192709.1.trna10-LysCTT (379752-379824)  Lys (CTT) 73 bp  Sc: 28.27 
ACCTGGTTGGCTGAGTCAGAGGAGCATGAGACTCTTGACCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193480.1.trna12-LysCTT (520921-520993)  Lys (CTT) 73 bp  Sc: 28.71 
GTCTGGCTGGCTCAGTTGGTGGAGCACGCAACTCTTGATTTCGGGGTTGTGAGTTCCATC 
CCTATGTTGGATG 
>Ailuropoda_melanoleuca_GL193033.1.trna21-LysCTT (439934-439862)  Lys (CTT) 73 bp  Sc: 29.14 
GCCTGGCTGGCTCAGTCAGTACAGCATGTGAGTCTTGATCTTGGGGTGGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192563.1.trna121-LysCTT (1809457-1809385)  Lys (CTT) 73 bp  Sc: 29.23 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCTTGATCTCGGGGATATGGGTTCGAGC 
CCTGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL193721.1.trna10-LysCTT (472282-472210)  Lys (CTT) 73 bp  Sc: 29.46 
GCCTGGCTGGCTTAGTTAGTAGAGCATGCAACTCTTGATTTTAGGATTATGAGTTCAAGG 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193888.1.trna37-LysCTT (172743-172671)  Lys (CTT) 73 bp  Sc: 29.50 
ACCTGGCTGGCTCAGTGGGTGGAGTGTGTGGCTCTTGGTCTCGGAGTTGTGGGTTCAAGC 
CCCATGTTGGGAG 
>Ailuropoda_melanoleuca_GL192356.1.trna345-LysCTT (2025887-2025815)  Lys (CTT) 73 bp  Sc: 29.51 
GCCTGGCTGGCTCAGTCAGAGGAGCATGCGACGCTTGATCTTGGAGTCATGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192640.1.trna44-LysCTT (1603424-1603495)  Lys (CTT) 72 bp  Sc: 29.57 
ACCTGGCTGGCTCAGCTGGTGGAGCTGTGACCCTTGATCTTGCAGTTGTGGGTTTGAGTC 
CCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192392.1.trna231-LysCTT (119542-119470)  Lys (CTT) 73 bp  Sc: 29.95 
ACCTGGCTGGCTCGGTTGGTGGAGCATGTGACTCTTGATTTTGGGGCTGTGGGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192685.1.trna7-LysCTT (183045-183117)  Lys (CTT) 73 bp  Sc: 30.12 
ACCTGGCTGGCTCAGTTGGTGCAGCATGTGGCTCTTGGTCTCAAGGTCGTAAGTTTGAGC 
CCTATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192675.1.trna86-LysCTT (1219093-1219164)  Lys (CTT) 72 bp  Sc: 30.22 
GCCTGGCTGGCTCAGTCAGTGAGCATAAGAATCTTGATCTCGGGGTTATAGGTTCAAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193035.1.trna20-LysCTT (893392-893464)  Lys (CTT) 73 bp  Sc: 30.27 
GCCTGGCTGGCTTAGTCTGTGGAGCATGTGACTCTTGGTCTCAGGGTCGTAGGTTTGAGT 
CCCACGTTGGGTT 
>Ailuropoda_melanoleuca_GL192667.1.trna153-LysCTT (650570-650498)  Lys (CTT) 73 bp  Sc: 30.40 
ATCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTAGTCTCAGGTTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192354.1.trna82-LysCTT (1978644-1978715)  Lys (CTT) 72 bp  Sc: 30.41 
GCCTGGCTGGTTCAGTCAGTGGAGCCTGCGACTCTTGATCTTGGGTTGTGAGTTCGAGCC 



TCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193126.1.trna9-LysCTT (256202-256274)  Lys (CTT) 73 bp  Sc: 30.68 
ACCTGGCTGGCTCAGCTGGTGAAGTGTGGGACTCTTGATGTCAGGGCTTTGGGTTCAAGC 
CCCAGGATGGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna149-LysCTT (445032-444960)  Lys (CTT) 73 bp  Sc: 30.86 
ACCTGGCTGGCTCAGTCAGTGAAGCATGCGACTCTTGATCTCAGCATTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192906.1.trna30-LysCTT (773707-773778)  Lys (CTT) 72 bp  Sc: 30.89 
GCCTGGCTGGCTCAGTTGGAGAAGCGTGTGAATCTTCATCTCGGGTCGTGAGTTCAAGCC 
CCACGTTAGGTA 
>Ailuropoda_melanoleuca_GL193391.1.trna14-LysCTT (416561-416633)  Lys (CTT) 73 bp  Sc: 30.93 
GCCTGGCTGGTTCAGTCAGTGGAGCATGTGATTCTTGATCTCAGGATTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192758.1.trna62-LysCTT (291253-291173)  Lys (CTT) 81 bp  Sc: 31.02 
ACCTGGCTGGTTCAGTTGGTAAAGCATGCAATTCTTGATCTCAAGGTTATGAGTTTATGA 
GTTCAAGCCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192401.1.trna49-LysCTT (1327908-1327980)  Lys (CTT) 73 bp  Sc: 31.05 
ACCTGGCTGGCTCAGTCAGTGAAGCCTATGACTCTTGATCTTGGGATTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192346.1.trna229-LysCTT (1149747-1149675)  Lys (CTT) 73 bp  Sc: 31.10 
GCCTAGCTGGCTCAGTCAGTGAAGCACATGGCTCTTGATCTTGGAGTTATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193437.1.trna17-LysCTT (411891-411819)  Lys (CTT) 73 bp  Sc: 31.46 
GCCTGGCTGGCTCAGTCAGAGGAGCATGCGATTCTTGATCTCGGGATTGTGAGTTCAAGT 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192808.1.trna88-LysCTT (1035073-1035001)  Lys (CTT) 73 bp  Sc: 31.52 
ACCTCACTGGTTCAGTGGGTGGGACGTGTGACTCTTGGTCTCAGCTTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192366.1.trna12-LysCTT (295233-295305)  Lys (CTT) 73 bp  Sc: 31.53 
ACCTGGCTGGCTCAGTTGGAGGAGCATGCGACTCTTGATTTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192364.1.trna43-LysCTT (1144451-1144523)  Lys (CTT) 73 bp  Sc: 31.60 
GCCCAGTTGGCTCACTTGGTGGAGCACGTGACTCTTGATCTCGGCGTTGTGAGTTAGAGC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL193497.1.trna19-LysCTT (630100-630172)  Lys (CTT) 73 bp  Sc: 31.74 
ACCTGGCTGGCTCAGGGGGTGGAGCCTGTGACTCTTGATTTCAAGGTTGTGGGGTCGAGC 
CCCATGGTGGGTT 
>Ailuropoda_melanoleuca_GL193093.1.trna12-LysCTT (299234-299306)  Lys (CTT) 73 bp  Sc: 31.81 
ACCTGGTTGGCTCAGTTGGAAGAGTGTGTAATTCTTGATTTCAGGTTTGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193028.1.trna48-LysCTT (709104-709032)  Lys (CTT) 73 bp  Sc: 31.83 
GCCTGGCTGGCTCAGTTGGTGGAGCGTGCAATTCTTGATTTCAGGGCTGTGGGTTTGAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193073.1.trna29-LysCTT (804957-804885)  Lys (CTT) 73 bp  Sc: 31.97 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192733.1.trna2-LysCTT (46017-46089)  Lys (CTT) 73 bp  Sc: 32.05 
ACCTGGCTGGCTGTGTTGGAAGAGCCTGCGACTCTTGATCTTGGGGCCATGGGTTTGAGC 
CCCATGTCGGGTG 
>Ailuropoda_melanoleuca_GL194356.1.trna16-LysCTT (251245-251316)  Lys (CTT) 72 bp  Sc: 32.06 
ATCTGGCTGGGTTAGTCGGTAGAGCATGTGACTCTTGATCTTGGGTGGTGGGTTTGAGCC 
CCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192548.1.trna16-LysCTT (414496-414568)  Lys (CTT) 73 bp  Sc: 32.20 
ACCTGGCTGGCTCAGTCGGAGAAGCATGTGATTCTTGATCTCAGGATTGTAGGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192654.1.trna36-LysCTT (1443930-1444002)  Lys (CTT) 73 bp  Sc: 32.21 
GCCTGGCTGGCTCAGTCAGTGAAGCATGAAACTCTTGATGTTGGGGTTGTGAGTTCAATT 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193800.1.trna11-LysCTT (345731-345800)  Lys (CTT) 70 bp  Sc: 32.23 
GCCTGGCTGGCTCAGTTGGTGGAGCATGGAACTCTTGATCTCGTTGTGAGTTCGAGCCTC 
ATATTGGGCA 
>Ailuropoda_melanoleuca_GL192574.1.trna86-LysCTT (465068-464996)  Lys (CTT) 73 bp  Sc: 32.32 
GCCTGGCTGGCTCAGCCGAAAAAGCATAAGGCTCTTTATCTCAGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194157.1.trna5-LysCTT (318901-318973)  Lys (CTT) 73 bp  Sc: 32.54 
CCCTGGCTGGTTCAGTTGGGAGAGCATGTGGCTCTTTATCTCAGGGTGGTGAGTTCAAGC 
CCCATGTTGGGGG 



>Ailuropoda_melanoleuca_GL195565.1.trna1-LysCTT (6283-6355)  Lys (CTT) 73 bp  Sc: 32.63 
GCCTGACTGGCTCAGTGGGTGGAGTATGCGACTCTTGATCTCAGAGTGGTGAGTTCAAGC 
CCTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL206637.1.trna1-LysCTT (91-163)  Lys (CTT) 73 bp  Sc: 32.63 
GCCTGACTGGCTCAGTGGGTGGAGTATGCGACTCTTGATCTCAGAGTGGTGAGTTCAAGC 
CCTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192908.1.trna40-LysCTT (829181-829109)  Lys (CTT) 73 bp  Sc: 32.65 
GCCTGGCTGGCTCAGTCAGCAGAGCATAGGACTCTTGATTTTGGGTTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193228.1.trna19-LysCTT (281100-281170)  Lys (CTT) 71 bp  Sc: 32.66 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGTGACTCTTGATCAGGGTTGTGAGTTCAAGCCC 
CACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193488.1.trna54-LysCTT (16485-16413)  Lys (CTT) 73 bp  Sc: 32.68 
ACCTGGCTGGCTCAGTCGGTGGAGCGTGCGACTCTTGATCTTGGGATTGTGAGTTCGGGA 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194223.1.trna13-LysCTT (162732-162660)  Lys (CTT) 73 bp  Sc: 32.76 
GCCTGGCTGGTTCAGGTGGTAAAGCATGTGACTCTTGATTTCAGGGTTGTGAGTTTGAGC 
CCCATGTTAGGTT 
>Ailuropoda_melanoleuca_GL192457.1.trna27-LysCTT (323221-323293)  Lys (CTT) 73 bp  Sc: 32.93 
ATCTGGCTGGCTCAGTCGGTGGGGCGTGTGACTCTTGATCTCGGGGTTATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192748.1.trna20-LysCTT (561052-561124)  Lys (CTT) 73 bp  Sc: 33.14 
ACCTGGCTGGCTCAAACGGCAGAGCATGTGACTCTTGATTTCGGGGCTGTGAGTTCAAGC 
CCCGCGTTGGGTG 
>Ailuropoda_melanoleuca_GL192362.1.trna33-LysCTT (1876352-1876424)  Lys (CTT) 73 bp  Sc: 33.15 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATTTCGGGGTTGTGAGCTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192701.1.trna14-LysCTT (383802-383874)  Lys (CTT) 73 bp  Sc: 33.20 
GCCTGGCTGGGTCAGTTGGTGAAGCGTGTGACTCTTGATTTTGGGATTGTGAGTTCAAGC 
CTCACGTTAGGTG 
>Ailuropoda_melanoleuca_GL193633.1.trna54-LysCTT (197926-197854)  Lys (CTT) 73 bp  Sc: 33.20 
ACCTGGCTGGCTCAATCAGTGGAGTGTGTGACTCTTGATCTTGGAGTCGTGAGTTCGATC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192573.1.trna179-LysCTT (859259-859187)  Lys (CTT) 73 bp  Sc: 33.23 
ACCTGACTGGCTTAGTTGGAGGGGTATGTGACTCTTGATTTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL194254.1.trna7-LysCTT (187864-187936)  Lys (CTT) 73 bp  Sc: 33.26 
GCCTGGCTGGCTTAGTCAGTGGAGCATGTGACTCTTGATCTTAGGGTTGTAAGTTCAAGC 
CCTATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192691.1.trna28-LysCTT (1144521-1144593)  Lys (CTT) 73 bp  Sc: 33.32 
ACCTGGCTGGCTCAGTCGGTGGAGCGTGATACTCTTGATCTTGGGGTTGTGAGTTTAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192450.1.trna35-LysCTT (1354652-1354727)  Lys (CTT) 76 bp  Sc: 33.38 
GCCTGGCTGGCTCAGTTGGCAATGGAGCATGGGACTCTTGATGTCAGGGTTGTGGGTTTG 
AGCCCCATGCTGGCCA 
>Ailuropoda_melanoleuca_GL193122.1.trna22-LysCTT (434197-434267)  Lys (CTT) 71 bp  Sc: 33.81 
ACCTGGCTGGCTCAGTCCGTAGAGCATGTGACTCTTGATCTCGGTCGTGAGTTCAAGCCC 
TACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193361.1.trna16-LysCTT (384761-384833)  Lys (CTT) 73 bp  Sc: 33.85 
GCCTGGCTGGCTCAGTCAGTGGAGCGTGAGACTCTTGATATTGGGGTTGTGAGTTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192881.1.trna62-LysCTT (609456-609384)  Lys (CTT) 73 bp  Sc: 33.96 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTCATCTTGAGGTTGTGGGTTCCAGC 
CCCATGTGGGGTG 
>Ailuropoda_melanoleuca_GL193041.1.trna8-LysCTT (263557-263629)  Lys (CTT) 73 bp  Sc: 34.09 
GCCTAGTTGGCTCGGTCAGTAGAGCATGTGACTCTTGGTCTTGGGGTTGTGAGTTCGAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192360.1.trna69-LysCTT (1184712-1184784)  Lys (CTT) 73 bp  Sc: 34.12 
ACCTGGCTGGCTCAGTTGGAGGAGTATGCAACTCTTGATTTTGGGGTCGTGGGTTCAAGC 
CCCATGTTGGATG 
>Ailuropoda_melanoleuca_GL193167.1.trna81-LysCTT (585848-585776)  Lys (CTT) 73 bp  Sc: 34.16 
GCCTGGCTGGCTCAGTCCGTAGAGCGTGCGACTCTTGGTCTCAGGGATGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193776.1.trna10-LysCTT (277087-277159)  Lys (CTT) 73 bp  Sc: 34.33 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGGCTCTTGATCTCGGGATGGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192751.1.trna16-LysCTT (971841-971913)  Lys (CTT) 73 bp  Sc: 34.45 



GCCCAGTTGGCTCAGTTGGTAGAGCACGAAACTCTTGATTTCAGGGCTGTGAGTTTGAGC 
CCCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192359.1.trna156-LysCTT (4173460-4173388)  Lys (CTT) 73 bp  Sc: 34.49 
GCCCAGCTGGCTCAGTGTGTGGAGCATGCGGCTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192471.1.trna97-LysCTT (72230-72158)  Lys (CTT) 73 bp  Sc: 34.52 
ACCTGGCTGGCTCAGTCTATAGAGCATGTGACTCTTGATCTTGGGATTATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193536.1.trna11-LysCTT (575829-575901)  Lys (CTT) 73 bp  Sc: 34.53 
ACGTGGCTGGCTTAGTTCGTAGAGCATGTGACTCTTGATCTTGGGGCAGTAGGTTCGAGT 
CCCATGTTGCGTG 
>Ailuropoda_melanoleuca_GL192391.1.trna241-LysCTT (1714027-1713955)  Lys (CTT) 73 bp  Sc: 34.64 
GCCTGGCTGGCTCAGCTGGTAGAGCATGTGACTCTTGATTTCAGAGTTGTAAGTTAGACC 
CCTATGTTGGGTT 
>Ailuropoda_melanoleuca_GL193026.1.trna1-LysCTT (17638-17710)  Lys (CTT) 73 bp  Sc: 34.66 
GCCTGGCTGGCTCAGTCAGTGGAGCACGCGAGTCTTGATCTTGAGGTTGTGAGTTCAAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192450.1.trna43-LysCTT (1596590-1596661)  Lys (CTT) 72 bp  Sc: 34.98 
ACCTGGCTGGCTCAGTTGAGGAGTGTGTGACTCTTGATCTCGGGGCTGCAGGTTCGAGCC 
CTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192632.1.trna51-LysCTT (1372838-1372910)  Lys (CTT) 73 bp  Sc: 34.98 
GCCTGGCTGGCTCAATCAGTGGAGCATACGACTCTTGATCTTGCAGTTGTGAGTTCGAAC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192442.1.trna221-LysCTT (199978-199906)  Lys (CTT) 73 bp  Sc: 35.06 
ACCTGGCTGGCTCAGTCTGTGGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193607.1.trna19-LysCTT (12865-12793)  Lys (CTT) 73 bp  Sc: 35.13 
ACTTGGCTGGCTCAGTTGGTAAAGCATGTGAGTCTTGATCTCAGGATTGTGAGTTTGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192474.1.trna12-LysCTT (414509-414581)  Lys (CTT) 73 bp  Sc: 35.22 
ACCTGGCTGGCTCAGTCAGAGGAGCATGTGACTCTTGATCTCGGGATTGTGGGTTCAAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL193010.1.trna84-LysCTT (655169-655097)  Lys (CTT) 73 bp  Sc: 35.30 
GCCTGGCTGGCTCAGTCGGAGGAGTATGTGACTCTTGATCTCAGGTTTGTGAGTTCAAGC 
CCCATGTTGGGTT 
>Ailuropoda_melanoleuca_GL192486.1.trna16-LysCTT (402786-402858)  Lys (CTT) 73 bp  Sc: 35.33 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTAGTCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192521.1.trna8-LysCTT (623219-623291)  Lys (CTT) 73 bp  Sc: 35.35 
GTCTGGCTGGCTCAGTTGGTAGAGTATGCGACTCTTCATCTCAGGGTTGTAAGTTTGAGA 
CCTATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193058.1.trna22-LysCTT (853667-853738)  Lys (CTT) 72 bp  Sc: 35.47 
GCCTGACTGGTTCAGTGGGAAAAGCATGTGATTCTTGATCTCGGGTTGTGAGTTCAAGCC 
CCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192648.1.trna19-LysCTT (1248389-1248461)  Lys (CTT) 73 bp  Sc: 35.57 
ACCTGGCTGGCTTAGTCAGTGGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193028.1.trna53-LysCTT (496155-496084)  Lys (CTT) 72 bp  Sc: 35.59 
GCCTGGCTGGCTCAGTTGGTGGAGCATGCGACTCTTGATCTCGGGTTGTGAGTTTAAGCC 
CCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL193619.1.trna16-LysCTT (418662-418734)  Lys (CTT) 73 bp  Sc: 35.62 
GCCCAGCTGGCTTAGTCAGTGGAGCATGTGATTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna15-LysCTT (242504-242576)  Lys (CTT) 73 bp  Sc: 35.63 
ACCTGGTTGGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTCGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193025.1.trna54-LysCTT (94216-94144)  Lys (CTT) 73 bp  Sc: 35.72 
GCCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGAGTCATGGGTTTGAGC 
CCTATATTGGGTA 
>Ailuropoda_melanoleuca_GL192424.1.trna17-LysCTT (718949-719021)  Lys (CTT) 73 bp  Sc: 35.82 
GCCTGGCTGGCTTAGTCGGTAAAGCATGTGACTCTTGATCTCAGCACTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193188.1.trna73-LysCTT (600678-600606)  Lys (CTT) 73 bp  Sc: 35.84 
ACTTGGCTGGCTCAGTTGGTGGAGTATGTGACTCTTGATCTCAGGGTTGTAGGTTTGTGC 
CCTGCGCTGGGTG 
>Ailuropoda_melanoleuca_GL192433.1.trna92-LysCTT (1803249-1803173)  Lys (CTT) 77 bp  Sc: 35.96 
GCCTGGCTGGCTCAGTCAGTAAAGCACGAGACTCTTGTTCTTGGTTGGGGTTGTGAGTTC 



AAGACCCACGTTGGGCC 
>Ailuropoda_melanoleuca_GL193748.1.trna26-LysCTT (291296-291224)  Lys (CTT) 73 bp  Sc: 35.97 
GCCTGGCTGGCTCAGCTGGAGAAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192420.1.trna104-LysCTT (2651127-2651054)  Lys (CTT) 74 bp  Sc: 35.98 
GCCTGGCTCGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGGTTGTGAGTTCAAG 
CCCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192447.1.trna93-LysCTT (1392550-1392478)  Lys (CTT) 73 bp  Sc: 36.00 
ACCTGGCTGGTTCAGTCAGAAGAGCATGTGACTCTTGATCTCGGCGTCATGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193457.1.trna15-LysCTT (439402-439474)  Lys (CTT) 73 bp  Sc: 36.00 
GCCTGACTGGCTTAGTTGGTGGAGTGTGAGACTCTTGATCTCAGAGTGGTGAGTTCAAGC 
CCTGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192443.1.trna53-LysCTT (2550543-2550615)  Lys (CTT) 73 bp  Sc: 36.01 
ACCTGGCTGGCTCAGTCAGTAGAGTGTGCGAGTCTTGATCTCGGGGTTGTAAGTTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194012.1.trna16-LysCTT (370793-370865)  Lys (CTT) 73 bp  Sc: 36.01 
GCCTGGCTGGCTCAGTGGGTGGAGCGTGTGACTCTTGATCTTGGGGTCATGAGTGCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192660.1.trna30-LysCTT (823534-823606)  Lys (CTT) 73 bp  Sc: 36.03 
GCCTGGCTGGCTCAGCCGGTAGAGCATGCAACTCTTGATTTTGGGGTTGTGAGATCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192450.1.trna74-LysCTT (1620321-1620249)  Lys (CTT) 73 bp  Sc: 36.11 
GCCAGGCTGGCTCAGTCAGGGGAGCATGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192567.1.trna143-LysCTT (1066702-1066630)  Lys (CTT) 73 bp  Sc: 36.11 
GTCTGGCTGGCTCAGCTGGTGGAGTGTGTGACTCTTGATCTCACAGTTGTGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192657.1.trna17-LysCTT (434872-434944)  Lys (CTT) 73 bp  Sc: 36.43 
ACCCGGCTGGCTCAGTCAGTGGAGCATGCGATGCTTGATCTTGGGGTTGTGGGTTCGAGT 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194901.1.trna23-LysCTT (2582-2510)  Lys (CTT) 73 bp  Sc: 36.44 
GCCTGGCTGGCTCAGTTTGTGGAGCATGGGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193477.1.trna10-LysCTT (365111-365183)  Lys (CTT) 73 bp  Sc: 36.45 
ACCTGGCTGGCTCAGTTGGCAGAGTATGTGACTCTTGATCTTGGGGTTGTGAGTCCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192614.1.trna52-LysCTT (1198516-1198444)  Lys (CTT) 73 bp  Sc: 36.51 
GCCTGGCTGGCTCAGTCGGAAGACCATGGGAGTCTTGATTTCAGGGTCATGGGTTCCAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193092.1.trna40-LysCTT (929910-929838)  Lys (CTT) 73 bp  Sc: 36.52 
ACCTGGCTGGCTTACTGGAAAGAGCCTGTGGCTCTTGACCTCGGAGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193629.1.trna36-LysCTT (286518-286446)  Lys (CTT) 73 bp  Sc: 36.56 
ACCTGGCTGGCTCAGTCAGAAAAGCATGTGACTCTTGATCTTGGGGTCGTGAGTTTGAAC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192489.1.trna112-LysCTT (1934894-1934822)  Lys (CTT) 73 bp  Sc: 36.59 
GCCTGACTGGCTCAGTCAGTAGAGCATATGGCTCTTGACCTTGGGTTCATGAGTTCAAGC 
CTTATTTTGGGCC 
>Ailuropoda_melanoleuca_GL192497.1.trna36-LysCTT (787140-787212)  Lys (CTT) 73 bp  Sc: 36.62 
GCCCAGCTGGCTCAGTCTGTAGAGCCTGTGACTCTTGATTTCGGGGTTGTGAGCTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193117.1.trna29-LysCTT (698778-698850)  Lys (CTT) 73 bp  Sc: 36.64 
ACCCAGCTGGCTCAGCCGGAAGAGCACGTGACTCTTGGTCTTGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192401.1.trna111-LysCTT (1375350-1375278)  Lys (CTT) 73 bp  Sc: 36.77 
ACCTGGCTGGCTCAGTTGTTGGAGCATGCGACTCTTCATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGAG 
>Ailuropoda_melanoleuca_GL192357.1.trna190-LysCTT (4489340-4489412)  Lys (CTT) 73 bp  Sc: 36.79 
GCCCGGCTGGCTCAGTCGGTGGAGCCTGTGATTCTTGATCTCGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193497.1.trna17-LysCTT (623279-623351)  Lys (CTT) 73 bp  Sc: 36.79 
ACCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTCATCTTGGAGTCGTGAGTTCGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193390.1.trna42-LysCTT (529495-529423)  Lys (CTT) 73 bp  Sc: 36.84 
GCCTGGCTGGCTCAGTTAGTGGAGCTTGTGACTCTTGATCTTGGAGTTGTGGGTTCAAGC 
CCCATGTTGGGTG 



>Ailuropoda_melanoleuca_GL194240.1.trna10-LysCTT (166869-166941)  Lys (CTT) 73 bp  Sc: 36.87 
GCCTGACTAGCTCAGTCAGTAGGGTATGCGATTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CATACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192507.1.trna111-LysCTT (907503-907431)  Lys (CTT) 73 bp  Sc: 36.88 
GCCCGGCTGGCTCAGTTGGTGGAGCATGCGATTCTTGATCTCGGGATTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193276.1.trna42-LysCTT (274580-274508)  Lys (CTT) 73 bp  Sc: 36.89 
GCCTGGCTGGCTCAGTCGTTGGAGTATGTGACTCTTGATCTCAGAGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193173.1.trna5-LysCTT (76323-76394)  Lys (CTT) 72 bp  Sc: 36.90 
ACCTGGCTGGCTCAGTTGAAGAGCATGTGACTCTTGATCTTAGGGTTGTGAGTTCAAGTC 
CTATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192356.1.trna216-LysCTT (4206487-4206559)  Lys (CTT) 73 bp  Sc: 36.92 
ACCTGGCTGGCTCAGTCAGTAGAGCATGGAGCTCTTGACCTTGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192593.1.trna71-LysCTT (1822195-1822123)  Lys (CTT) 73 bp  Sc: 36.95 
GCCTGGCTGGTTCAGTCAGTGGAGTATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGCTAGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna51-LysCTT (997639-997711)  Lys (CTT) 73 bp  Sc: 36.95 
ACCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTGGTCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192496.1.trna56-LysCTT (2235568-2235496)  Lys (CTT) 73 bp  Sc: 37.16 
GCCTGGCTGGCTCAGTCGATAGAGCATGCGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CTCATGTTGGGGT 
>Ailuropoda_melanoleuca_GL193138.1.trna47-LysCTT (309937-309865)  Lys (CTT) 73 bp  Sc: 37.17 
ACCTGGCTGGCTAAGTAGGAGGAGCATGTGACTCTTGATCTTGGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192392.1.trna229-LysCTT (185862-185790)  Lys (CTT) 73 bp  Sc: 37.28 
ACCTGGCTGGCTCAGTCGGAAAAGCATGTGACTCTTCATCTTGGGGTAATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193067.1.trna37-LysCTT (610989-611062)  Lys (CTT) 74 bp  Sc: 37.29 
GCCTAGCTGGCTCAGTTGGTGGAGCGTGTGACTCTTGATCTTGTGGATCGTGAGTTTGAG 
CCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL195144.1.trna3-LysCTT (23856-23784)  Lys (CTT) 73 bp  Sc: 37.30 
ACCCGGCTGGCTCAGCTGATAGAGCATGCTACTCTTGATGTCAGCGTTGTGAGTTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192340.1.trna99-LysCTT (1861415-1861487)  Lys (CTT) 73 bp  Sc: 37.36 
ACCTGGCTGGCTCAGTCAGAAGAGCTTGCGACTCTTGATCTTGGGGTTGTGAGTTCAAGA 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192654.1.trna43-LysCTT (1503337-1503409)  Lys (CTT) 73 bp  Sc: 37.37 
GCCTGGCTTGCTCAGTTGGTGGAGCCTGTGACTCTTGATCTCGGGGTTGTTGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192338.1.trna211-LysCTT (3763049-3762977)  Lys (CTT) 73 bp  Sc: 37.38 
GCCTGGCTGGTTCAGTTGCTAGAGCACGTGACTCTTGATCTCGGGGTTGTGAGTTAGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194023.1.trna5-LysCTT (348329-348257)  Lys (CTT) 73 bp  Sc: 37.38 
GCCTGGCTGGTTCAATTGGTGGAGCATGTGACTCTTGATCTTGAAGTTATGGGTTCAAAG 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192407.1.trna54-LysCTT (2647031-2647103)  Lys (CTT) 73 bp  Sc: 37.43 
ACCTGGCTGGCTCAGTCGGAAGAGCATGCGACTCTTGATCTTGGTGTTATGAGTTTGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192582.1.trna38-LysCTT (1313848-1313920)  Lys (CTT) 73 bp  Sc: 37.48 
ACTTAGTTAGCTCAGTCAGTACAGCATGTGACTCTTGATCTCGTGGTTGTGAGTTCAAGC 
CTCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193343.1.trna14-LysCTT (403011-403085)  Lys (CTT) 75 bp  Sc: 37.51 
GCCTGGCTGGCTCAGTCAGTAGAGCACAAGAAGCTTAATCTTTCGGGGTCGTGAGTTCAA 
GCCTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192539.1.trna137-LysCTT (1337955-1337883)  Lys (CTT) 73 bp  Sc: 37.64 
GCCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTCATCTTGGGGTTATGAGTTCGAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL193330.1.trna12-LysCTT (689324-689396)  Lys (CTT) 73 bp  Sc: 37.91 
ACCTGGCTGGTTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192377.1.trna128-LysCTT (1386618-1386546)  Lys (CTT) 73 bp  Sc: 37.96 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCTTGATCTCGGGATTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192837.1.trna60-LysCTT (541965-541893)  Lys (CTT) 73 bp  Sc: 38.08 



ACCTGGCTGGCTCAATCGGTGGAGCATGTGATTCTTGATCTTGGGGTTGTAGGTTCGAGC 
CCTGTGTTAGGGG 
>Ailuropoda_melanoleuca_GL194181.1.trna12-LysCTT (126875-126947)  Lys (CTT) 73 bp  Sc: 38.20 
ACCTGGCTGGCTCAGTGGGTGGAGTGTGCGACTCTTGCTCTCGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192370.1.trna89-LysCTT (2930580-2930652)  Lys (CTT) 73 bp  Sc: 38.23 
ACCTAGTTGGCTGAATTGGTACAGCTTGCGACTCTTGATCTTGGAGTCATGAGTTTGAGC 
CCCATATTGGGTG 
>Ailuropoda_melanoleuca_GL192844.1.trna47-LysCTT (1155862-1155934)  Lys (CTT) 73 bp  Sc: 38.28 
GCCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL194018.1.trna2-LysCTT (70635-70707)  Lys (CTT) 73 bp  Sc: 38.31 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCGATTCTTGATCTCAGCATTATAAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192886.1.trna25-LysCTT (816403-816475)  Lys (CTT) 73 bp  Sc: 38.34 
ACCTGGCTGGCTCAGCTGGAAAAGCCTGTGACTCTTGATCTCGGGGTTGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192479.1.trna16-LysCTT (277632-277704)  Lys (CTT) 73 bp  Sc: 38.41 
GCCTGGCTGGCTCAGTTGGTGGAGCATGAAACTCTTGATCTTGGGGTTGTGAGTTCATGT 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192728.1.trna129-LysCTT (412913-412841)  Lys (CTT) 73 bp  Sc: 38.47 
GCCTGGCTAGCTCAGTCAGTGGAGCATGTGACTCTTGATCTCAAAGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193067.1.trna98-LysCTT (9079-9007)  Lys (CTT) 73 bp  Sc: 38.59 
ACCTGGCTGGCTCAGTCGGTGGAGCATGTGGCTCTTGATCTCAGGGTTGTGAGTTTGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192351.1.trna258-LysCTT (2222593-2222521)  Lys (CTT) 73 bp  Sc: 38.66 
GCCTGGCTGGCTCAGTTGGTGGGGTGTGCGACTCTTGGTCTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192571.1.trna80-LysCTT (35829-35757)  Lys (CTT) 73 bp  Sc: 38.67 
GCCTGACTGGCTCAGTTGATAGAGCATGTGACTCTTGATCTCAGAGTCATGAGTTCAAGC 
CCTGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192504.1.trna61-LysCTT (2000533-2000461)  Lys (CTT) 73 bp  Sc: 38.73 
ACCTGGCTGGCTCAGCTGGCAGAGCATGCGATTCTTGGTTTCAGAGTCATGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193360.1.trna16-LysCTT (722621-722693)  Lys (CTT) 73 bp  Sc: 38.77 
GCCTGGTTGGCTCAGTTGGTGGAGTGTGTGACTCTTGATCTCGGGGTTATGAGTTTGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193666.1.trna31-LysCTT (479995-480071)  Lys (CTT) 77 bp  Sc: 38.81 
ACCTGGCTGGCTCAGTCGGAAAAGCATGTGGCTCTTGATCTCAGGGTCGGTCGTGAGTCC 
GAGCCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192793.1.trna115-LysCTT (1030231-1030159)  Lys (CTT) 73 bp  Sc: 38.85 
ACCTGGCTGGCTCAGTCGGTGGTGCGTGTGACTCTTGATCTTGGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTT 
>Ailuropoda_melanoleuca_GL194280.1.trna21-LysCTT (34971-34899)  Lys (CTT) 73 bp  Sc: 38.96 
GCCTGGCTGGCTCAGTCTGTAGAGCATGGGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192615.1.trna35-LysCTT (1172092-1172164)  Lys (CTT) 73 bp  Sc: 39.15 
ACCTGGCTGGCTCAGTTGGAGGAACCTGTGACTCTTGGCCACAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192844.1.trna98-LysCTT (603309-603237)  Lys (CTT) 73 bp  Sc: 39.28 
ACCTGACTGGCTCATTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192515.1.trna34-LysCTT (1301804-1301877)  Lys (CTT) 74 bp  Sc: 39.29 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGGCTCTTAATCTCAGGAGTCATGAGTTCAAG 
CCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193005.1.trna24-LysCTT (888093-888165)  Lys (CTT) 73 bp  Sc: 39.37 
GCCTGGCTGGCTCAGTCGGTGAAGTATGCAACTCTTGATTTCAGGGCTGTGGGTTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192795.1.trna45-LysCTT (1165776-1165848)  Lys (CTT) 73 bp  Sc: 39.37 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGCGACTCTTGATCTCAGGGCTGTAGGTTCAAGT 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193160.1.trna58-LysCTT (649302-649230)  Lys (CTT) 73 bp  Sc: 39.44 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGCGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192518.1.trna27-LysCTT (1150807-1150879)  Lys (CTT) 73 bp  Sc: 39.48 
ACCTGACTGGCTTAGTCGGCAGAGCATGTGACTCTTGATCTCACtgttgtGAGTTCAAGC 



CTTATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192787.1.trna26-LysCTT (765455-765527)  Lys (CTT) 73 bp  Sc: 39.56 
ACCTAGCTGGCTCAGTCAGTGGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192860.1.trna18-LysCTT (755153-755225)  Lys (CTT) 73 bp  Sc: 39.67 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTAACTCTTGATTTCAGGCCTGTGAGTTTGAGT 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192580.1.trna94-LysCTT (609912-609840)  Lys (CTT) 73 bp  Sc: 39.68 
ACCTGGCTGGTTCAGTCCGTGGAGCGTGCGACTCTTGATCTCGGGGTCGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192660.1.trna66-LysCTT (1610381-1610309)  Lys (CTT) 73 bp  Sc: 39.69 
GCCTGACTGGCTCAGTCAGTACAGCATGTGACTCTTGATCTCGGAGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192439.1.trna148-LysCTT (1116069-1115997)  Lys (CTT) 73 bp  Sc: 39.69 
GCCTGGCTGGCTCAGTGGGTGGAGTGTGCGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193673.1.trna12-LysCTT (182971-182899)  Lys (CTT) 73 bp  Sc: 39.86 
ATCTGGCTGGTTCAGTCAGTAGAGTATGAGACTCTTGATCTCAGGGTGGTGAGTTCAAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192723.1.trna113-LysCTT (595512-595440)  Lys (CTT) 73 bp  Sc: 39.97 
ACCTGGCTAGCTCAGTAGGTAGAGCCTGGAACTCTTGATCTTAGGGCTGTGAGTTCGAGC 
CTCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192844.1.trna69-LysCTT (1194405-1194334)  Lys (CTT) 72 bp  Sc: 40.20 
GCCTGGCTGGCTCAGTAGGTGGAGCTTGTGACTCTTGATCTTGGGTTATGGGTTCGAGCC 
CCATGTTGGGTT 
>Ailuropoda_melanoleuca_GL193161.1.trna35-LysCTT (407799-407727)  Lys (CTT) 73 bp  Sc: 40.20 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGtgttgtGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192398.1.trna237-LysCTT (67029-66957)  Lys (CTT) 73 bp  Sc: 40.24 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCCAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192635.1.trna67-LysCTT (1629812-1629740)  Lys (CTT) 73 bp  Sc: 40.26 
GCCCAGCTGGCTCAGTTGGTGGAGCATGCAACTCTTGATTGTGGAGTTGTGGGTTTGAGC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192439.1.trna132-LysCTT (1654630-1654557)  Lys (CTT) 74 bp  Sc: 40.28 
ACCTGGCTGGCTGAATTGGAAGGGGTGTGAGACTCTTGATCTCAGAGTTGTGAGTTCGAA 
CCCCACGTTAGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna222-LysCTT (211211-211139)  Lys (CTT) 73 bp  Sc: 40.30 
ACCTGGCTGGTTCAGTCGGAAGAGTGCGTGACTCTTGGTCTTGGGGTTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192398.1.trna136-LysCTT (2564854-2564782)  Lys (CTT) 73 bp  Sc: 40.36 
ACCTGGCTGGCTCAGTCAGTGGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192545.1.trna100-LysCTT (641150-641078)  Lys (CTT) 73 bp  Sc: 40.42 
CCCTGGCTGGTTCAGTCAGAAAAGCATGCGACTCTTGATCTCAGGGTCATGAGTTCGAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL193093.1.trna45-LysCTT (504978-504906)  Lys (CTT) 73 bp  Sc: 40.49 
ACCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAGAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192415.1.trna52-LysCTT (2477447-2477519)  Lys (CTT) 73 bp  Sc: 40.53 
ACCTGGCTGGCTCAGTCGGTGGAGCGTGCGACTCTTGATCTCAGGGTTGTGAGTTCCAGC 
CCCGTGTTGGGTA 
>Ailuropoda_melanoleuca_GL193001.1.trna35-LysCTT (699817-699889)  Lys (CTT) 73 bp  Sc: 40.55 
GCCTGGCTGGCTCAGTCAGTGAAGCGTGCGACTCTTGATCTCGGGATTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192580.1.trna16-LysCTT (407496-407568)  Lys (CTT) 73 bp  Sc: 40.68 
GATTGGCTGGCTCAGTCAGTAGAGCATGGGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGACG 
>Ailuropoda_melanoleuca_GL192563.1.trna147-LysCTT (1360090-1360018)  Lys (CTT) 73 bp  Sc: 40.74 
ACCCAGCTGGCTCAGTCAGTAGAGCATGTGACTCTTTATCTCGGGATTGTGGGTTTGAGC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL194802.1.trna3-LysCTT (82510-82438)  Lys (CTT) 73 bp  Sc: 40.76 
ACCTGGCTGGCTCAGTGGGAGGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193334.1.trna8-LysCTT (363621-363693)  Lys (CTT) 73 bp  Sc: 40.76 
ACCTGGTTGGCTCAATCGGTGGAGCATGTGACTCTTAATCTCAGGATTGTAGGTTCAAGC 
CCCATGTTGGGTG 



>Ailuropoda_melanoleuca_GL192618.1.trna124-LysCTT (853193-853121)  Lys (CTT) 73 bp  Sc: 40.77 
GCCTGGCTGGTTCAGTCAGTGGAGCATGCGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL193305.1.trna9-LysCTT (348144-348216)  Lys (CTT) 73 bp  Sc: 40.83 
GCTTGGCTGGCTCAGTCAGCAGAGCATGTGACTCTTGATCTCAGGATTGTGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193225.1.trna21-LysCTT (421945-422017)  Lys (CTT) 73 bp  Sc: 40.87 
GCCTGGCTGGCTTAGTCAGTGAAGCGTGCGACTCTTGATCTCGGGATTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193012.1.trna43-LysCTT (956467-956395)  Lys (CTT) 73 bp  Sc: 40.87 
GCCTGGCTGGCTCAGTCAGTAGAGTGTATGACTCTTGATTTTGGGGTTATGAGTTCAAGC 
CCCGTGTTAGGCC 
>Ailuropoda_melanoleuca_GL192385.1.trna206-LysCTT (1500743-1500671)  Lys (CTT) 73 bp  Sc: 40.88 
ACCTGGCTGGCTCAGTTGGCAGAGCACGAGACTCTTGACCTTGGGGGTGTGAGTTTGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL193167.1.trna43-LysCTT (669784-669856)  Lys (CTT) 73 bp  Sc: 40.88 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTTGGGATTGTGAGTTCAAGC 
CCCATGTCAGGTA 
>Ailuropoda_melanoleuca_GL192340.1.trna396-LysCTT (41406-41334)  Lys (CTT) 73 bp  Sc: 41.06 
ACCTGGCTGGCTCAGTCAGTGGAGCGTGCGGCTCTTGATCTCAGGGTTGTGGGTTCGATC 
CCCACGTTGGCTG 
>Ailuropoda_melanoleuca_GL192359.1.trna273-LysCTT (1195320-1195248)  Lys (CTT) 73 bp  Sc: 41.17 
ATCTGGCTGGTTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGACTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193453.1.trna23-LysCTT (81846-81774)  Lys (CTT) 73 bp  Sc: 41.20 
ACCTGGCTGGCTTAGTCAGAAGAGTATGGGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192383.1.trna44-LysCTT (1102008-1102080)  Lys (CTT) 73 bp  Sc: 41.24 
GCCTAGCTGGCTTAGTTGGAAGAGTATGTGGCTCTTGATCTTGGGGTCATGAGTTCGAGC 
TTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192437.1.trna265-LysCTT (608723-608650)  Lys (CTT) 74 bp  Sc: 41.25 
GCCTGACTGGCTTATTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTTAAGTTCAAG 
CCTTATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192546.1.trna12-LysCTT (320869-320941)  Lys (CTT) 73 bp  Sc: 41.39 
ACCTGGCTGGCTCAGTCAGAAGAGCCTGGAACTCTTGATCTCAGGGTCGTAGGTTCGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna106-LysCTT (2819553-2819625)  Lys (CTT) 73 bp  Sc: 41.46 
GTCCAGCTGGCTCAATCGGTGGAGCGTGCGACTCTTGATCTCGGGCTTGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192850.1.trna41-LysCTT (1050973-1050901)  Lys (CTT) 73 bp  Sc: 41.51 
GCCTGGCTGGCTCAGTCAGCAGAGTATGCGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL194842.1.trna6-LysCTT (32130-32059)  Lys (CTT) 72 bp  Sc: 41.52 
ACCTGGCTGGCTCAGTCGGAAGAGCATGCAATTCTTGATTTTGGGTCATGAGTTCGAGTC 
CCATGTCAGGTG 
>Ailuropoda_melanoleuca_GL193618.1.trna4-LysCTT (40487-40559)  Lys (CTT) 73 bp  Sc: 41.56 
ACCTGGCTGGCTCAGGCGGTGGAGTGTGCGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192357.1.trna87-LysCTT (2533482-2533554)  Lys (CTT) 73 bp  Sc: 41.57 
ACCTGGCTGGCTCAGTCAGTAGAGCCTGCGACTCTTGATCTTAGGGTTGTGAGTTCAAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192699.1.trna21-LysCTT (368779-368850)  Lys (CTT) 72 bp  Sc: 41.64 
ACCCGGCTGGCTCAGTTGAAGAGCATGAGATTCTTGATCTTGGGTTTGTGAGTTCGAGCC 
CCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192339.1.trna68-LysCTT (1451385-1451457)  Lys (CTT) 73 bp  Sc: 41.65 
GCCTGGCTGGCTCAGTTGGCAGAGCATGTGATTCTTGATCTTGGGGTCATGAGTTCAAGC 
TCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192979.1.trna60-LysCTT (764845-764773)  Lys (CTT) 73 bp  Sc: 41.73 
GCCTAGCTGGCTCATTCGGAAGAGTATGTGATTCTTGTTCTCGGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194142.1.trna18-LysCTT (100900-100830)  Lys (CTT) 71 bp  Sc: 41.80 
ACCTGGTTGGCTCAGTTGGTATAGCACACGACTCTTGTTCTTGGGTGTGAGTTTGAGCCC 
CACATTGGGTG 
>Ailuropoda_melanoleuca_GL192366.1.trna70-LysCTT (1684798-1684870)  Lys (CTT) 73 bp  Sc: 41.91 
ACCTGGCTAGCTCAGTCAGTAGAGCATGTGAGTCTTGATCTCAGGGTTATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193082.1.trna73-LysCTT (346111-346039)  Lys (CTT) 73 bp  Sc: 41.93 



ATCTGGCTGGCTCAGTTGGTAGAGCATGTAACTCTTAATTTCAGGGTCGTGAGTTCAAGC 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193362.1.trna15-LysCTT (471944-472016)  Lys (CTT) 73 bp  Sc: 41.94 
ACCTGGCTAGCTCAGTCGGTGAAGCATGTGATTCTTGATCTTGGtgttgtGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192649.1.trna40-LysCTT (1627249-1627321)  Lys (CTT) 73 bp  Sc: 41.98 
GCCTGGCTGGCTCAGTCGGTGGAGCGTGCAACTCTTGATTTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192344.1.trna115-LysCTT (4744983-4745055)  Lys (CTT) 73 bp  Sc: 42.05 
GCCTGGCTGGCTCAGTCGATAGAGCATGTGACTCTTGATCTTGGAGTCGTGAGTTTGAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192520.1.trna55-LysCTT (1481269-1481197)  Lys (CTT) 73 bp  Sc: 42.14 
ACCTGGCTGGCTCAGTAGGTAGAGCATGTGACTCTTCATCTTGGGGCTGTGGGTTTGAGC 
CCCACGTCGGGTA 
>Ailuropoda_melanoleuca_GL192512.1.trna19-LysCTT (1076676-1076748)  Lys (CTT) 73 bp  Sc: 42.18 
GCCTGGCTGGCTCAGTTGGAAGAGCATGAGACTCTTGATCTTGGGATGATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193277.1.trna30-LysCTT (669644-669716)  Lys (CTT) 73 bp  Sc: 42.25 
GCCTGGCTGGCTCAGTCGGAGGAGCATGTGACTCTTGATCTTGGGGTTATGAGTTCGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192573.1.trna40-LysCTT (710369-710441)  Lys (CTT) 73 bp  Sc: 42.27 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGGTCTCAGGGTTGTGGGTTTGAGC 
CCCACATTGGGTA 
>Ailuropoda_melanoleuca_GL194413.1.trna12-LysCTT (35429-35357)  Lys (CTT) 73 bp  Sc: 42.28 
ACCTGGCTGGCTCAGTTCGTAGAGCATGTGACTCTTAATTTCAGAGTTATGAGTTCAAGC 
CTCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL193447.1.trna23-LysCTT (599880-599952)  Lys (CTT) 73 bp  Sc: 42.28 
ACCTGGCTGGCTTAGTCTGTAGAGCATGAGACTCTTGATCTCGGAGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192351.1.trna292-LysCTT (1260964-1260892)  Lys (CTT) 73 bp  Sc: 42.35 
GCCCGGCTGGCTCAGTCGGGGGAGTGCGTGACTCTTGATCTCGGGGACGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192725.1.trna8-LysCTT (193465-193537)  Lys (CTT) 73 bp  Sc: 42.37 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGATTCTTGATCTTGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL194842.1.trna4-LysCTT (101158-101086)  Lys (CTT) 73 bp  Sc: 42.37 
GCCTGGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCGGGGTCGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192990.1.trna8-LysCTT (304001-304073)  Lys (CTT) 73 bp  Sc: 42.38 
ACCTAGCTGGCTCATTTGGTGGAGCGCGTGACTCTTGATCTTGAGGTTATGGGTTCCAGC 
CCCCTGCTGGGTG 
>Ailuropoda_melanoleuca_GL193395.1.trna41-LysCTT (84828-84756)  Lys (CTT) 73 bp  Sc: 42.40 
GCCTGGCTGGCTCAGTAGGAAGGGCATGTGACTCTTGATCTCAGGACTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193591.1.trna33-LysCTT (571155-571083)  Lys (CTT) 73 bp  Sc: 42.44 
ACCTGGCTGGCTCAGTTTGTAGAGCATGTGACTCTTGATCTTGTGGTCGTGAGTTTGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192457.1.trna186-LysCTT (1187061-1186989)  Lys (CTT) 73 bp  Sc: 42.46 
GCCTGGCTGGCTCAGTCGGTGGAGTATGTGACTCTTGATCTCAGAGTCATGAGTGCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL194105.1.trna13-LysCTT (107197-107269)  Lys (CTT) 73 bp  Sc: 42.46 
ACCTGGCTGGCTCAGTTGGAAAAGCACGTGACTCTTGATCTTGGGGCTGTGAGTTCAAAG 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192442.1.trna194-LysCTT (857649-857577)  Lys (CTT) 73 bp  Sc: 42.48 
ACCTGGCTGGCTCAGTTGGTGGAGCGTGTGACTCTTCCTCTCAGAGTTGTGGGTTCAAGC 
CCCATGTTAGATG 
>Ailuropoda_melanoleuca_GL192385.1.trna136-LysCTT (2778710-2778782)  Lys (CTT) 73 bp  Sc: 42.48 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGAGGTTGTAGGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192554.1.trna14-LysCTT (319874-319945)  Lys (CTT) 72 bp  Sc: 42.51 
GCCTGGCTAGCTCAGTCGGTAGAGCATGTGACTCTTGATCTTGAATTGTGGGTTTGAGCC 
CCATGTTTGGTA 
>Ailuropoda_melanoleuca_GL192825.1.trna26-LysCTT (384018-384090)  Lys (CTT) 73 bp  Sc: 42.52 
GCCTGGTTGGCTCAGCTGGTGGAGCATGTGACTCTTGATCTCAGGTCTGTGGGCTCGAGC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192808.1.trna33-LysCTT (797472-797544)  Lys (CTT) 73 bp  Sc: 42.57 
ACCTGGCTGGCTTAATGGGTAGAGCGTGTGACTCTTGATTTCAGGGCTGTGAGTTCAAGC 



CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193450.1.trna45-LysCTT (591641-591570)  Lys (CTT) 72 bp  Sc: 42.58 
ACCTGGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCGGGTTGTAGGTTCGAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192440.1.trna94-LysCTT (2272321-2272392)  Lys (CTT) 72 bp  Sc: 42.65 
ACCTGGCTGGCTCAGTTGAAGGAGCATGTGACTCTTGATCTCAGGGTATGGGTTCAAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192774.1.trna14-LysCTT (326317-326389)  Lys (CTT) 73 bp  Sc: 42.66 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGGCTCTTGATCTCGGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192675.1.trna147-LysCTT (608799-608726)  Lys (CTT) 74 bp  Sc: 42.76 
ATCTGGCTGGCTCAGTCGGTAGAGCAAGGGACTCTTGATCTCGGGGGTCGTGAGTTCAAG 
CCTCACCTTGGGTA 
>Ailuropoda_melanoleuca_GL192383.1.trna67-LysCTT (1771372-1771444)  Lys (CTT) 73 bp  Sc: 42.93 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192339.1.trna92-LysCTT (1894670-1894742)  Lys (CTT) 73 bp  Sc: 42.96 
GCTTGGCTGGCTTAGTTGGTAGAGCATGTGGCTCTTAATCTCAGCGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192914.1.trna31-LysCTT (1088263-1088191)  Lys (CTT) 73 bp  Sc: 42.97 
GCCTGGCTGGCTCAGCTGGAGGAGCATGTGACTCTTGATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGAGTG 
>Ailuropoda_melanoleuca_GL192667.1.trna161-LysCTT (440072-440000)  Lys (CTT) 73 bp  Sc: 42.99 
GCCTGGCTGGCTCAGTCGGTGGAGCATGGGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192591.1.trna84-LysCTT (134217-134145)  Lys (CTT) 73 bp  Sc: 43.05 
GCCTGGCTGGCTTAGTCGGAGGAGCGTGAGACTCTTGATCTTGGGGTTGTGGGTTTGAGC 
CCCAGGTCAGGTG 
>Ailuropoda_melanoleuca_GL192641.1.trna55-LysCTT (882434-882362)  Lys (CTT) 73 bp  Sc: 43.09 
ACCTGGCTGGCTCAGTCAGTGGAGCATGCGACTCTTGATCTCAGGGTCGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192382.1.trna87-LysCTT (2804552-2804624)  Lys (CTT) 73 bp  Sc: 43.13 
ACCTGGCTGGCTCAGTTGGTGGAGTGTATGACTCTTGATCTTGGGGTTGTGAGTTCCAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192526.1.trna27-LysCTT (1653588-1653660)  Lys (CTT) 73 bp  Sc: 43.14 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCGGGCTTGTGAGTTCAAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192544.1.trna14-LysCTT (316910-316982)  Lys (CTT) 73 bp  Sc: 43.17 
ACCTGGCTGGCTCAGTTGGTGGAGTGTGTGACTCTTGATTTTGGGGTTGTGGGTTCAAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193538.1.trna25-LysCTT (240695-240767)  Lys (CTT) 73 bp  Sc: 43.22 
ACCTGGCTGGCTCAGTTGGTATAGCATGTGACTCTTGATCTCGGGGTTGTGAGCTCGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192656.1.trna69-LysCTT (429239-429167)  Lys (CTT) 73 bp  Sc: 43.26 
GCCTGGCTGGCTCAGTCGATAGAGCATGTGATTCTTGATCTCAGGGGTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192543.1.trna65-LysCTT (1529307-1529235)  Lys (CTT) 73 bp  Sc: 43.32 
GCCCGGCTGGCTCAGTCCGAAGAGCATGCGACTCTTGATCTCAGGGCAGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192339.1.trna391-LysCTT (2214108-2214036)  Lys (CTT) 73 bp  Sc: 43.32 
ACCTGGCTGGCTCAGTCTGTGGAGCATGTGACTCTTGATCTCGGGGTCGTGGGTTCAAGC 
CCCATCTTAGGTG 
>Ailuropoda_melanoleuca_GL192786.1.trna13-LysCTT (254679-254751)  Lys (CTT) 73 bp  Sc: 43.33 
GCCTGGCTGGCTCATTGGGAAGAGCATGTGACTCTTGATCTCAGAATCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192513.1.trna89-LysCTT (165298-165226)  Lys (CTT) 73 bp  Sc: 43.34 
GCCTGGCTGGCTCAATTGGTAGAGCATGTGACTCTTGATCTTGGGATCATGTGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192524.1.trna77-LysCTT (1333807-1333735)  Lys (CTT) 73 bp  Sc: 43.35 
GCTTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTAATTTCAGGGTTATGAGTTCAAGC 
CCCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192850.1.trna42-LysCTT (1042107-1042035)  Lys (CTT) 73 bp  Sc: 43.36 
ACCTGGCTGGCTCAATCAGAAGAGCATGTGACTCTTGATCTTGGGGTCGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193176.1.trna29-LysCTT (786243-786315)  Lys (CTT) 73 bp  Sc: 43.36 
GCCTGGCTGGCTCAGTTAGTAGAGCACGCGACTCTTGATCTTGGGGTCGTGAGTTTGAGC 
CCCATGCTGGGTA 



>Ailuropoda_melanoleuca_GL193450.1.trna5-LysCTT (74828-74900)  Lys (CTT) 73 bp  Sc: 43.37 
ACCTGGCTGGCTCAGTTGGAAAAGCATGCGACTCTTGATCTCGAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193054.1.trna61-LysCTT (562215-562143)  Lys (CTT) 73 bp  Sc: 43.41 
ATCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTAGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192366.1.trna190-LysCTT (1919994-1919922)  Lys (CTT) 73 bp  Sc: 43.47 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192395.1.trna7-LysCTT (637804-637876)  Lys (CTT) 73 bp  Sc: 43.47 
ACTTGGCTGGCTCAGTTGGTAAAGCTTGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTT 
>Ailuropoda_melanoleuca_GL194504.1.trna14-LysCTT (176199-176271)  Lys (CTT) 73 bp  Sc: 43.49 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGAGTGGTGAGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192350.1.trna40-LysCTT (1281101-1281177)  Lys (CTT) 77 bp  Sc: 43.50 
TCCTGGCTGGCTCAGTTGGTAGAGCCTGTGACTCTTCCTTCATCTCAGGGTTGTGGGTTT 
GAGTCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192363.1.trna111-LysCTT (3874617-3874545)  Lys (CTT) 73 bp  Sc: 43.55 
ACCTGGCTGGCTCAGTCAGTAGAGCGTGAGACTCTTGATCTCGGGGTTGTGGGTTCAGGC 
CCCATGTTGGCTG 
>Ailuropoda_melanoleuca_GL192351.1.trna261-LysCTT (2200071-2199999)  Lys (CTT) 73 bp  Sc: 43.56 
ACCTGGCTGGCTCAGTTGGTATAGCATGTGACTCTTGCTCTCAGGGTTGTGAGTTTGAGT 
CTAATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192477.1.trna49-LysCTT (2403801-2403873)  Lys (CTT) 73 bp  Sc: 43.56 
GCCTGGCTGGCTCAGTTGGTGGAGCATGCGATTCTTGATCTCAGGATTGTGGGTTCAAGC 
TCCACATTGGGTA 
>Ailuropoda_melanoleuca_GL192426.1.trna108-LysCTT (412587-412515)  Lys (CTT) 73 bp  Sc: 43.58 
ACCTGGCTGGCTCAGTTGAAAGAGCATGCGGCTCTTGATCTCAGGGTTGTGTGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192371.1.trna192-LysCTT (1868001-1867929)  Lys (CTT) 73 bp  Sc: 43.68 
GCCCGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGCTCGAGC 
CCCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL192359.1.trna18-LysCTT (886379-886451)  Lys (CTT) 73 bp  Sc: 43.73 
GTCTGGCTGGCTCAGTCAGTATAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGATG 
>Ailuropoda_melanoleuca_GL193481.1.trna19-LysCTT (362086-362158)  Lys (CTT) 73 bp  Sc: 43.74 
ACCTGGCTGGCTCAGTCAGTGGAGCGTGTGACCCTTGTTCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194210.1.trna11-LysCTT (286420-286348)  Lys (CTT) 73 bp  Sc: 43.74 
GTCTGGCTGGCTCAGTTGGTAGAGCCTGCGATGCTTGATCTCGGGGTCGTGAGTTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192398.1.trna156-LysCTT (1892636-1892563)  Lys (CTT) 74 bp  Sc: 43.76 
GCCCGGCTGGCTCAGTCAGTGGAGCGTGCGACTCTTGATCTCAGGGGTTGTGGGTTCGAG 
CCCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192814.1.trna23-LysCTT (1041361-1041433)  Lys (CTT) 73 bp  Sc: 43.77 
GCCTGGCTGGCTCAGTCTGTGAAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCAAGT 
CCCACATTGGGTA 
>Ailuropoda_melanoleuca_GL193960.1.trna10-LysCTT (300066-300138)  Lys (CTT) 73 bp  Sc: 43.80 
ACCCAGCTGGCTGAGTCAGAAAAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCTATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192383.1.trna157-LysCTT (1430131-1430059)  Lys (CTT) 73 bp  Sc: 43.80 
ACCTGGCTGGCTCAGTCAGAAGAGCATGCGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193428.1.trna31-LysCTT (521121-521049)  Lys (CTT) 73 bp  Sc: 43.81 
GCCTGGCTGGCTCAGTCCGTAGAGCATGTGACTCTTGATCCCGGGGTCATGAGCTCGATC 
CCCATGTTGGGCC 
>Ailuropoda_melanoleuca_GL192428.1.trna52-LysCTT (2449549-2449621)  Lys (CTT) 73 bp  Sc: 43.87 
ACCTGGCTGGCTCAGTTGCTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTGGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192588.1.trna142-LysCTT (778700-778627)  Lys (CTT) 74 bp  Sc: 43.87 
GCCTGGCTGGCTCAGTTGGTAAGAGCATGTGACTCTTGATCCCGGGGTTGTGAGTTTGAG 
CCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192398.1.trna13-LysCTT (251562-251634)  Lys (CTT) 73 bp  Sc: 43.87 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTAGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193484.1.trna7-LysCTT (400282-400354)  Lys (CTT) 73 bp  Sc: 43.95 



GCCTGGTTGGTTCATTTGGTACAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193839.1.trna5-LysCTT (443001-443073)  Lys (CTT) 73 bp  Sc: 43.98 
TCCTGGCTGGCTCAGTCGGCAGAGCGGGAGACTCTTGATCTTGGGGTTGTGAGTTCCAGC 
CCCATGTTGGGAG 
>Ailuropoda_melanoleuca_GL192603.1.trna12-LysCTT (540131-540203)  Lys (CTT) 73 bp  Sc: 43.99 
GCCCAGCTGGCTCAGTCAGTAGAGCCTGGGACTCTTGATCTTGGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192494.1.trna90-LysCTT (1713464-1713536)  Lys (CTT) 73 bp  Sc: 44.01 
ACCTGGCTGGCTTAGTCGGTAGAGCACATGATTCTTGATCTTGGGGTTGTAAGTTTGAGC 
CCTGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192969.1.trna81-LysCTT (421580-421508)  Lys (CTT) 73 bp  Sc: 44.05 
ACCAGGCTGGCTCAGTCAGTAGAGTGTGCGACTCTTGATCTCAGGGCTGTGAGTTCAAGC 
CCCATGTTTGGTA 
>Ailuropoda_melanoleuca_GL192794.1.trna21-LysCTT (944158-944230)  Lys (CTT) 73 bp  Sc: 44.05 
ACCTAACTGGCTCAGTCGGAAGAGCATGTGACTCTTAATCTTGGGGTCATGAGTTCAGGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192524.1.trna20-LysCTT (859577-859649)  Lys (CTT) 73 bp  Sc: 44.12 
GCCTGGCTGGCTCAGTTGGTGGAGCGCGTGACTCTTGATTTTGGGGTTGTGGGTTCGAGT 
GCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193724.1.trna3-LysCTT (43109-43181)  Lys (CTT) 73 bp  Sc: 44.13 
GCCTGGCTGGCTCAGCTGGAAGAGCGTGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193098.1.trna16-LysCTT (664232-664304)  Lys (CTT) 73 bp  Sc: 44.17 
ATCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCGAGC 
CTCACGTTGGATG 
>Ailuropoda_melanoleuca_GL192566.1.trna58-LysCTT (1968799-1968727)  Lys (CTT) 73 bp  Sc: 44.19 
GCCTGACTGGCTCAGTTGGTAGAGCATGAAAGTCTTGTTCTTGGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193473.1.trna2-LysCTT (29267-29339)  Lys (CTT) 73 bp  Sc: 44.22 
GCCCAGCTGGCTCAGTCGGGGGAGCATGGGATTCTTGATCTCAGGGTGGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194620.1.trna6-LysCTT (99169-99241)  Lys (CTT) 73 bp  Sc: 44.24 
GCCTGGCTGGCTCAGTCGTTAGAGCATGAAACTCTTGATCTCAGGGTCATGAGTTCGAGC 
CCTATGTTGGGTC 
>Ailuropoda_melanoleuca_GL192703.1.trna74-LysCTT (1270953-1271025)  Lys (CTT) 73 bp  Sc: 44.25 
ACCTGGCTGGCTCAGTCGGCAGAGCATGCGACTCTTGATCTCGGGGTTGTGGGCTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna189-LysCTT (1600405-1600333)  Lys (CTT) 73 bp  Sc: 44.26 
ACCTGGCTGGCTCAGTGGGAAGAGCGTGTGACTCTTGATCTCGGGCTTGTGGGTTTGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193304.1.trna29-LysCTT (683701-683629)  Lys (CTT) 73 bp  Sc: 44.26 
GCCTGGCTGGCTCAGTTGGTGGAGCAGGAGGCTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193342.1.trna29-LysCTT (751188-751260)  Lys (CTT) 73 bp  Sc: 44.28 
ACCTGGCTGGCTCAGTTGGTGGAGTATGTGACTCTTGATCTCAGGGTCATGGGTTTAAGC 
CCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192863.1.trna65-LysCTT (399784-399712)  Lys (CTT) 73 bp  Sc: 44.38 
ATCTGGCTAGCTCAGTTGGAAGAGCATGAGACTCTTGATTTCAGGGTTGTGAGTTTGAGA 
CTCACTTTGGGTA 
>Ailuropoda_melanoleuca_GL192736.1.trna5-LysCTT (47758-47830)  Lys (CTT) 73 bp  Sc: 44.39 
GCCTGGCTGGCTCAGTTGGTGGAGTGTGCGACTCTTGGTCTCGGGATTGTGGGTTCAAGC 
CCCATGTCAGGTG 
>Ailuropoda_melanoleuca_GL193943.1.trna34-LysCTT (94899-94827)  Lys (CTT) 73 bp  Sc: 44.39 
GCCTGACTGGCTCAGTCAGTAGAGCACGTGACTCTTGATCTTGGTGTCATGAGTTCAAAC 
CCCGTGTCAGGTG 
>Ailuropoda_melanoleuca_GL193608.1.trna38-LysCTT (463367-463295)  Lys (CTT) 73 bp  Sc: 44.42 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGGCTCTTGATCTCAGGGTTGTAGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192979.1.trna58-LysCTT (785404-785332)  Lys (CTT) 73 bp  Sc: 44.45 
ACCTGGCTGGCTCAGTCAGTAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192924.1.trna116-LysCTT (582309-582237)  Lys (CTT) 73 bp  Sc: 44.45 
GCCTGCCTGGTTCAGTTGGAGGAGTGTGTGACTCTTGATTTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192729.1.trna25-LysCTT (852304-852376)  Lys (CTT) 73 bp  Sc: 44.46 
GCCTGGCTAGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTCAGGGTTGTGAGTTCAAGC 



CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL194507.1.trna7-LysCTT (179241-179169)  Lys (CTT) 73 bp  Sc: 44.46 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGGCTCTTGATCTCAGGGTTGTGAGTTCAAGC 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna32-LysCTT (672795-672867)  Lys (CTT) 73 bp  Sc: 44.54 
GCCTGGCTGGCTCAGTCGGTAGGGCCTGGGACTCTTGACCTTAGGGTCATGAGTTGGAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192924.1.trna137-LysCTT (150089-150017)  Lys (CTT) 73 bp  Sc: 44.57 
ACCCGGCTGGCTCGGTCAGAAGAGTGTGCGACTCTTGATCTCGGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192344.1.trna56-LysCTT (3002257-3002329)  Lys (CTT) 73 bp  Sc: 44.61 
GCCCGGCTGGCTCAGCTGGAAGAGCATGGGACTCTTCATCTTGCGGTCATGAGTTTGAGT 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192343.1.trna21-LysCTT (1497069-1497141)  Lys (CTT) 73 bp  Sc: 44.65 
ACCTGGCTGGCTCAGTCGGTGGAGCATGCGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CTCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL192395.1.trna17-LysCTT (1316912-1316984)  Lys (CTT) 73 bp  Sc: 44.66 
ACCAGGCTGGTTCAGTTGGAAGAACATGAGACTCTTGATCTTAGAATCGTGGGTTCAGGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192660.1.trna50-LysCTT (1374775-1374847)  Lys (CTT) 73 bp  Sc: 44.67 
ACCTGGCTGGCTTAGTGGGTAGGGCATGTGACTCTTGATCTCAGGGTTATGAGTTTGAAC 
CTCATGGTGGGTG 
>Ailuropoda_melanoleuca_GL192359.1.trna26-LysCTT (1038853-1038925)  Lys (CTT) 73 bp  Sc: 44.72 
ACCCGGCTGGCTCAGTTGGTGGAGTGTGTGACTCTTGATCTCGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193281.1.trna8-LysCTT (664313-664386)  Lys (CTT) 74 bp  Sc: 44.73 
GCCTGGCTGGCTCAGTCCGTAGAGCACGAGACTCTTGATCTCGGGGGTGGTGGGTTTGAG 
CCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192583.1.trna78-LysCTT (1546162-1546090)  Lys (CTT) 73 bp  Sc: 44.74 
ACCCGGCTGGCTCAGTTGATAGAGCATGCGACTCTTGATCTTGGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192342.1.trna202-LysCTT (1229985-1229913)  Lys (CTT) 73 bp  Sc: 44.75 
GCCTGGCTGGCTCAGTCGGTGGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCTAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194201.1.trna3-LysCTT (256907-256979)  Lys (CTT) 73 bp  Sc: 44.80 
ACCTGGCTGGCTCAGTCAGTAGAGTGTGGGACTCTTGATCTCAGGGCTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192699.1.trna103-LysCTT (1054695-1054623)  Lys (CTT) 73 bp  Sc: 44.80 
GCTTGGCTGGCTCAGTCAGCAGAGCACGTGACTCTTGATCTTGGGGTTATGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193135.1.trna34-LysCTT (275676-275604)  Lys (CTT) 73 bp  Sc: 44.84 
ACCTGGCTGGCTCAGTCAGTAGAGCATAAGGCTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGCTAGGTG 
>Ailuropoda_melanoleuca_GL194784.1.trna3-LysCTT (20952-21024)  Lys (CTT) 73 bp  Sc: 44.84 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGGCTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192392.1.trna109-LysCTT (3423524-3423596)  Lys (CTT) 73 bp  Sc: 44.87 
ACCTGGCTGGCTCAGTCAGTAAAGCATGTGATTCTTGATCATTGGGTTGTGAGTTCAAGC 
CTCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL194071.1.trna9-LysCTT (253054-252982)  Lys (CTT) 73 bp  Sc: 44.99 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAAACTCTTGATTTCAGGGTGGTGAGTTTGAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193010.1.trna35-LysCTT (469579-469651)  Lys (CTT) 73 bp  Sc: 45.01 
GCCTGGCTGGCTCAATCGGAAGAGCACGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194250.1.trna7-LysCTT (255900-255972)  Lys (CTT) 73 bp  Sc: 45.06 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTCATCTCAGGGTTGTGAGTTGAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192879.1.trna13-LysCTT (810793-810865)  Lys (CTT) 73 bp  Sc: 45.11 
ACCTGGTTAGTTCAGTCTGTAGGGCATGAGACTCTTGATCTCAGGGTCATGAGTTCGAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192659.1.trna15-LysCTT (287504-287576)  Lys (CTT) 73 bp  Sc: 45.13 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCCCAGGTTTGTGAGTTCAAGT 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna51-LysCTT (942365-942437)  Lys (CTT) 73 bp  Sc: 45.20 
GCCTGGCTGGCTCAGTGGGTATAGCATATGACTCTTGATCACAGCGTCATGAGTTCAAGT 
CCTATGTTAGGCA 



>Ailuropoda_melanoleuca_GL192357.1.trna385-LysCTT (969291-969219)  Lys (CTT) 73 bp  Sc: 45.25 
ACCTGGCTGGCTCAGTTTGTGGAGCGTGTGACTCTTGGTCTCAGGGTTGTGGGTTCGATC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192858.1.trna71-LysCTT (726093-726021)  Lys (CTT) 73 bp  Sc: 45.26 
ACCTGGCTGGCTCAGTTGTTGGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CTCACGTTGGATG 
>Ailuropoda_melanoleuca_GL194557.1.trna2-LysCTT (137892-137964)  Lys (CTT) 73 bp  Sc: 45.26 
GCCCGGCTGGCTCAGTTGGTGGAGCGTGCGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192830.1.trna13-LysCTT (439786-439858)  Lys (CTT) 73 bp  Sc: 45.28 
ACCTAGCTGGCTCAGTCAGTACAGCACGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGT 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192655.1.trna57-LysCTT (798877-798805)  Lys (CTT) 73 bp  Sc: 45.30 
ACCTGACTGGCTCAGTCGGTACAGTGTGTGACTCTTAATCTTGGGATTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193614.1.trna11-LysCTT (520412-520484)  Lys (CTT) 73 bp  Sc: 45.40 
ACCTGGCTGGCTCATTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192618.1.trna44-LysCTT (972709-972781)  Lys (CTT) 73 bp  Sc: 45.42 
GCCTGGCTGGCTCAGTCGGGACAGCATGCGACTCTTGATCTCAGAGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193569.1.trna25-LysCTT (521844-521916)  Lys (CTT) 73 bp  Sc: 45.42 
GCCTGGCTGGCTCAGTTGATAGAGCATGTGACTCTTGATCTTAGGGTCATGAGTTTAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193280.1.trna9-LysCTT (390226-390298)  Lys (CTT) 73 bp  Sc: 45.42 
GCCTGGCTGGCTCAGTTGGAGGAGCATATGACTCTTGATCCTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194667.1.trna9-LysCTT (72988-72916)  Lys (CTT) 73 bp  Sc: 45.45 
ACCCGGCTGGCTCAGTGGGTGAAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGG 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193343.1.trna16-LysCTT (443866-443939)  Lys (CTT) 74 bp  Sc: 45.45 
GCCTGGCTGGCTCAGTCAGTAGAGTATGCGACTCTTGATCTCGCACGTTGTGAGTTCGAG 
CCTCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192885.1.trna2-LysCTT (353251-353323)  Lys (CTT) 73 bp  Sc: 45.46 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192486.1.trna70-LysCTT (2275330-2275402)  Lys (CTT) 73 bp  Sc: 45.50 
GCCTGGCTGGCTCAGTCTGTGGAGCATGGGATTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL195004.1.trna1-LysCTT (17232-17304)  Lys (CTT) 73 bp  Sc: 45.52 
GCCTGGCTGGCTCAGTCGGTAGAGCAAGGGACTCTTGATCTCAGGTTTGTGAGTTCAAGC 
CTCACATTGGGTA 
>Ailuropoda_melanoleuca_GL192494.1.trna92-LysCTT (1724406-1724478)  Lys (CTT) 73 bp  Sc: 45.55 
ACCTGGCTGGCTCAGTCGGTGGAGCATGTGGCTCTTGACCTCAGAGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192615.1.trna62-LysCTT (1749995-1749922)  Lys (CTT) 74 bp  Sc: 45.56 
GCCTGACTGGCTCAGTCGGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAG 
CCACATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192643.1.trna92-LysCTT (940687-940615)  Lys (CTT) 73 bp  Sc: 45.59 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGTGACTCTTGATCTCGGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193928.1.trna12-LysCTT (157874-157946)  Lys (CTT) 73 bp  Sc: 45.71 
ACCCGGCTGGCTCAGCTGGAAGAGCATATGACTCTTGATTGTGCAGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna5-LysCTT (65161-65233)  Lys (CTT) 73 bp  Sc: 45.77 
ACCTGGCTGGTTCAGTGGGTGGAGTACGCGACTCTTGATCTTGGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192900.1.trna68-LysCTT (671698-671626)  Lys (CTT) 73 bp  Sc: 45.84 
GCCTGGCTGGCTCAGTCAGAAGAGCATGTGATTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192369.1.trna38-LysCTT (964405-964477)  Lys (CTT) 73 bp  Sc: 45.84 
GCCTGGCTGGCTCAGTCAGTGGAGCGTGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCAGGTTGGGCA 
>Ailuropoda_melanoleuca_GL192436.1.trna58-LysCTT (1668715-1668643)  Lys (CTT) 73 bp  Sc: 45.87 
GCCTGACTGGCTCAGTGGGTACAGCGTGTGGCTCTTGTTCTCGGGGTTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192443.1.trna111-LysCTT (1145618-1145546)  Lys (CTT) 73 bp  Sc: 45.92 



GCCTGGCTGGCTCAGTCGGTGGAACGTGTGACTCTTGATCTTGGGGTCATGAGTTCGAGC 
CTCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192588.1.trna105-LysCTT (1706755-1706683)  Lys (CTT) 73 bp  Sc: 45.95 
GCCTGGCTGGCTCCATTGGTAAAGCATGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194150.1.trna10-LysCTT (182538-182610)  Lys (CTT) 73 bp  Sc: 45.96 
GCCTGGCTGGCTCAGTTGGTAGAGCATATCACTCTTGATCATGGCATTGTGAGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193246.1.trna62-LysCTT (412331-412259)  Lys (CTT) 73 bp  Sc: 45.97 
ACCTGGCTGGCTCAGTCAGAAGAGCCTGTGACTCTTGATCTCGGGGTCATGAGTTCGAGC 
CTCATGCTGGGGG 
>Ailuropoda_melanoleuca_GL193109.1.trna39-LysCTT (78640-78568)  Lys (CTT) 73 bp  Sc: 45.98 
GCCTGGCTGGCTTAGTCAGTAGAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193800.1.trna8-LysCTT (300885-300957)  Lys (CTT) 73 bp  Sc: 45.98 
ACCTGGCTGGCTCAGTTGGTGAAGCATGTGACTCTTGATCATAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna144-LysCTT (3018641-3018569)  Lys (CTT) 73 bp  Sc: 46.02 
ACCTAGCTGGCTCAGTCTGTGGAGCGTGCGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192825.1.trna89-LysCTT (462208-462136)  Lys (CTT) 73 bp  Sc: 46.05 
GCCTGGCTGGCTGAGTTGGAAGAGCCTGCGACTCTTGATCTCAGGGCTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192347.1.trna75-LysCTT (3612332-3612404)  Lys (CTT) 73 bp  Sc: 46.08 
GCCTGGCTGGCTCAGTCAGTGGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGT 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna116-LysCTT (1739959-1740031)  Lys (CTT) 73 bp  Sc: 46.10 
GCCTGGCTGGCTCAGTTCATAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL192765.1.trna51-LysCTT (1182926-1182998)  Lys (CTT) 73 bp  Sc: 46.12 
ACCTGGCTGGCTCAGTCGGAAGAGCACGCGACTCTTGATCTCGGGGTTGTGAGTTCGGGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192500.1.trna4-LysCTT (47955-48027)  Lys (CTT) 73 bp  Sc: 46.13 
ACCTGGTTGGCTCAGTCGGAAGAGCATGTGACTCTTGATCTTGAAGTCATGAGTTCAAGA 
CCCATGCCGGGTG 
>Ailuropoda_melanoleuca_GL193153.1.trna42-LysCTT (856588-856660)  Lys (CTT) 73 bp  Sc: 46.14 
GCCTGGCTGGCTCAGTCGGTAGAGCATGAGACTCTTGATCCCAGGGTTGTAAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192679.1.trna82-LysCTT (191384-191312)  Lys (CTT) 73 bp  Sc: 46.15 
ACCCAACTGGTTCAGTGGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192588.1.trna137-LysCTT (995637-995565)  Lys (CTT) 73 bp  Sc: 46.18 
GCCTTGCTGGCTCAGTTGGTGGAGTGTGTGACTCTTGATCTCGAGGTCGTGAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193400.1.trna1-LysCTT (45813-45885)  Lys (CTT) 73 bp  Sc: 46.21 
ACCTGGCCGGCTCAGTCGGAAGAGCATGCGACTCTTGATCTTGAGGTTGTGAGTTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194199.1.trna7-LysCTT (196108-196180)  Lys (CTT) 73 bp  Sc: 46.21 
ACCTGGCCGGCTCAGTCGGAAGAGCATGCGACTCTTGATCTTGAGGTTGTGAGTTCAAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194559.1.trna4-LysCTT (121116-121188)  Lys (CTT) 73 bp  Sc: 46.27 
ACCTGACTGGTTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCAGAC 
CTCACATTAGGTG 
>Ailuropoda_melanoleuca_GL192672.1.trna74-LysCTT (722268-722196)  Lys (CTT) 73 bp  Sc: 46.30 
GCCTGGCTGGCTCAGTCAGTAGAGCATGGGACTCTTGATCTCGGGGTCATGAGTTGGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192494.1.trna8-LysCTT (242810-242881)  Lys (CTT) 72 bp  Sc: 46.31 
GCCTGGCTGGCTCAGTTGGAGAGCATGTGACTCTTGATCTCGGGGTTACGAGTTCAAGCC 
TCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192569.1.trna3-LysCTT (104084-104156)  Lys (CTT) 73 bp  Sc: 46.34 
GTCTGACTGGCTCAGTCAGTAGAGCCTGAGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192492.1.trna116-LysCTT (1286353-1286281)  Lys (CTT) 73 bp  Sc: 46.40 
GTCTGGCTGGCTCAGTCAGTAGAGAATGCGACTCTTGATCTCAGGGTCATGGGTTCAAGT 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192435.1.trna95-LysCTT (2385749-2385677)  Lys (CTT) 73 bp  Sc: 46.43 
ACCCGGCTGGCTCAGTTGGTGGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 



CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192840.1.trna79-LysCTT (630261-630189)  Lys (CTT) 73 bp  Sc: 46.44 
ACCTGGCTGGCTCAGTAGATAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCGTGTTGGGTA 
>Ailuropoda_melanoleuca_GL194634.1.trna4-LysCTT (109812-109740)  Lys (CTT) 73 bp  Sc: 46.51 
GCCCAGCTGGCTCAGTGGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTAGGTTCAAGA 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193266.1.trna37-LysCTT (102598-102526)  Lys (CTT) 73 bp  Sc: 46.62 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCACGGTTGTGAGTTTAATC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192676.1.trna52-LysCTT (1249544-1249616)  Lys (CTT) 73 bp  Sc: 46.62 
GCCTGGTTGGCTCAGTTGGAAGAGTATCTGACTCTTGATCTCAAAGTCATGAGTTTGAGC 
CCCATATTGGGTA 
>Ailuropoda_melanoleuca_GL193867.1.trna17-LysCTT (35987-35915)  Lys (CTT) 73 bp  Sc: 46.66 
ACCTGGCTGGCTCAGCTGGTAGAGCATGTGACTCTTGATCTCAGAATCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192635.1.trna65-LysCTT (1674950-1674878)  Lys (CTT) 73 bp  Sc: 46.67 
GCCTGGCTGGCTCAGTCGGTAGAGCATGGGACACTTAATCTCAGGGTTGTGAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192354.1.trna19-LysCTT (713402-713474)  Lys (CTT) 73 bp  Sc: 46.69 
ACCTGGCTGGCTCAGTCCGTACAGCATGTGACTCTTAATCTCGGGGTTATGAGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192420.1.trna40-LysCTT (2409922-2409994)  Lys (CTT) 73 bp  Sc: 46.70 
ACCTGACTGGCTCAGTCAGTAGAGCACGTGACTCTTGATCACAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192840.1.trna21-LysCTT (880142-880214)  Lys (CTT) 73 bp  Sc: 46.75 
ACTTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193162.1.trna13-LysCTT (783505-783577)  Lys (CTT) 73 bp  Sc: 46.80 
TCCTGGCTGGCTCAGTCTGTAGAGCGTGTGACTCTTGATCTCGGGGTGGTGAGTTCAAGC 
CTCACGTTGGGGA 
>Ailuropoda_melanoleuca_GL192443.1.trna56-LysCTT (2577221-2577293)  Lys (CTT) 73 bp  Sc: 46.83 
GCCTGGCTGGCTCAGTCGGTAGAGCACGGAACTCTTGATTTTGGGGTTGTGGGTTCGAGC 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192357.1.trna147-LysCTT (3965204-3965276)  Lys (CTT) 73 bp  Sc: 46.89 
GCCTGGCTGGCTCAGTCAGTGGAGCGTGAGACTCTTTATCTCGGGGTTGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192351.1.trna174-LysCTT (4465023-4464951)  Lys (CTT) 73 bp  Sc: 46.97 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCGGAGTTGTGAGGTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192863.1.trna2-LysCTT (74707-74779)  Lys (CTT) 73 bp  Sc: 47.00 
GCCTGGCTAGCTCAGTCACTAGAGCATGAGACTCTTGATCTTGGGGTCATGAGTTCGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192466.1.trna44-LysCTT (1829587-1829659)  Lys (CTT) 73 bp  Sc: 47.01 
ACCTGGCTGGCTCAGTCAGTAAAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCGAGC 
CTCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192355.1.trna119-LysCTT (3470485-3470557)  Lys (CTT) 73 bp  Sc: 47.06 
GCCTGGCTGGCTCAGTTGGGAGAGTGTGCGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192698.1.trna57-LysCTT (451564-451492)  Lys (CTT) 73 bp  Sc: 47.11 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGGGTCGTGAGTTGGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192349.1.trna64-LysCTT (2080823-2080895)  Lys (CTT) 73 bp  Sc: 47.14 
GCCTGGCTGGCTCAGTCAGTAGAGTGTGTGACTCTTGATCTTGGGGTTGTGAGTTCAACC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192480.1.trna16-LysCTT (1186297-1186369)  Lys (CTT) 73 bp  Sc: 47.15 
GCCTGGCTGGCTCAGTCTGTGGAGTGTGTGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192385.1.trna197-LysCTT (1743138-1743066)  Lys (CTT) 73 bp  Sc: 47.15 
ACCTGGCTGGCTCAGTCGGAAGAGCACGTGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193800.1.trna14-LysCTT (460508-460580)  Lys (CTT) 73 bp  Sc: 47.15 
GCCTGGCTGGCTCAGTTGGAAGAGCATGAGACTCTTGATCTTGGGATGGTGGGTTTGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193846.1.trna2-LysCTT (110340-110412)  Lys (CTT) 73 bp  Sc: 47.19 
ACCTGGCTAGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTTGTAGGTTCAAAC 
CCCATGCTGGGTG 



>Ailuropoda_melanoleuca_GL193254.1.trna20-LysCTT (475731-475803)  Lys (CTT) 73 bp  Sc: 47.19 
GCCTGGCTGGCTCAGCTGGTGGAGCACGTGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna191-LysCTT (1572897-1572825)  Lys (CTT) 73 bp  Sc: 47.20 
GCCTGGCTGGCTCAGTCGATAGAACATGTGACTCTTGATCTCAGAGTCGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194755.1.trna2-LysCTT (79612-79684)  Lys (CTT) 73 bp  Sc: 47.23 
GCCTGGCTGGCTCAGTCAGTGGAGCATGGGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192563.1.trna199-LysCTT (674002-673930)  Lys (CTT) 73 bp  Sc: 47.23 
GCCTGGCTGGCTCAGGTGGTGGAGCATGTGACTCTTCATCTCAGGGTTGTGGGTTCAAGC 
CCCACATTGGGCT 
>Ailuropoda_melanoleuca_GL192740.1.trna25-LysCTT (1198597-1198671)  Lys (CTT) 75 bp  Sc: 47.27 
GCCTGGCTGGCTCAGTTGGTAGAGCGAGTGACTCTTGATCTCTCGGGATTGTGGGTTTGA 
GCCCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192494.1.trna144-LysCTT (1725951-1725879)  Lys (CTT) 73 bp  Sc: 47.27 
GCCTGGTTGGCTCAGTGGGTAGAGCATGTGGCTCTTGACCTCAGAGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192760.1.trna49-LysCTT (878422-878350)  Lys (CTT) 73 bp  Sc: 47.28 
GCCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTAAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193039.1.trna35-LysCTT (978535-978607)  Lys (CTT) 73 bp  Sc: 47.33 
GCCTGGCTGGCTCAGTCAGAAGAGCGTGCGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193217.1.trna15-LysCTT (534167-534095)  Lys (CTT) 73 bp  Sc: 47.34 
GCCTGGCTGGCTCAGTAGGCAGAGTATGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL194272.1.trna7-LysCTT (286971-287043)  Lys (CTT) 73 bp  Sc: 47.37 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna109-LysCTT (1673300-1673372)  Lys (CTT) 73 bp  Sc: 47.39 
GTCTGGCTGGCTTAGTCAGAAGAGCACGCGACCCTTGATCTTGAGGTCATGGGTTCAAGC 
CCCATGCTGGATG 
>Ailuropoda_melanoleuca_GL192439.1.trna120-LysCTT (1934545-1934473)  Lys (CTT) 73 bp  Sc: 47.42 
GCCTGGCTGGCTCAATGGGTAGAGCCTGGGACTCTTGATCTCCGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192338.1.trna242-LysCTT (2479982-2479910)  Lys (CTT) 73 bp  Sc: 47.47 
ACTTGGCTGGCTCAGTTGGTAGAGCGTGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192610.1.trna7-LysCTT (385612-385684)  Lys (CTT) 73 bp  Sc: 47.58 
GTCTGGCTGGCTCAGTCAGTGGAGCATGAGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTGGGGTG 
>Ailuropoda_melanoleuca_GL192376.1.trna67-LysCTT (3524548-3524620)  Lys (CTT) 73 bp  Sc: 47.59 
ACCTGGCTGGCTCAGTTGGAAGAGCACGTGACTCTTGATCTTGAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193772.1.trna10-LysCTT (290367-290438)  Lys (CTT) 72 bp  Sc: 47.68 
AGCTGGCTGGCTCAGTCGGAAGAGCATGAGACTCTTGATCTCGGGTCGTGAGTTTGAGCC 
CCATGTTGGCTG 
>Ailuropoda_melanoleuca_GL193096.1.trna52-LysCTT (852308-852236)  Lys (CTT) 73 bp  Sc: 47.69 
ACCTGGCTGGCTCAGTTGGCAGAGCAGGAAACTCTTGGTCTCTGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192574.1.trna32-LysCTT (486256-486328)  Lys (CTT) 73 bp  Sc: 47.75 
GCCTGGCTCGCTCAGTTGGTGGAGCGTGTGACTCTTGATCTTGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193612.1.trna50-LysCTT (152363-152291)  Lys (CTT) 73 bp  Sc: 47.76 
ACCTGGCTGGCTCAGTCAGTAGAGCCTGAAACTCTTGATCTCAGGGTCATGCGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193622.1.trna59-LysCTT (52160-52087)  Lys (CTT) 74 bp  Sc: 47.76 
GCCTGACTGGCTCAGTTGGTAGAGCAGGTGACTCTTAATCCTCAGGGTTGTGAGTTTGAG 
CCCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192406.1.trna189-LysCTT (20210-20138)  Lys (CTT) 73 bp  Sc: 47.77 
GCCTGGCTGGCTCAGTTGGCAGAGCATGTGACTCTTGATCTTGGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTT 
>Ailuropoda_melanoleuca_GL193822.1.trna29-LysCTT (465419-465347)  Lys (CTT) 73 bp  Sc: 47.85 
ACCTGGCTGGTTCAGTTGGAAAAGTGTGAGACTCTTGATCTCAGGATTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193528.1.trna11-LysCTT (625910-625838)  Lys (CTT) 73 bp  Sc: 47.90 



ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGATTGTAGGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193438.1.trna64-LysCTT (53854-53782)  Lys (CTT) 73 bp  Sc: 47.92 
GCCTGGCTGGCTCAGTAGGAAAAGCATGAGACTCTTGATCTGAGGGTTGTGAGTTCAAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193335.1.trna1-LysCTT (157429-157501)  Lys (CTT) 73 bp  Sc: 48.01 
GCCTGGCTGGCTCAGTTGGAAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192611.1.trna35-LysCTT (1645786-1645714)  Lys (CTT) 73 bp  Sc: 48.02 
ACCCAGCTGGCTCAGTCGGTGAAGTGTGTGACTCTTGATCTCGGGGTTGTGAGTTCAAAC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192924.1.trna64-LysCTT (927334-927406)  Lys (CTT) 73 bp  Sc: 48.05 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192439.1.trna125-LysCTT (1887110-1887038)  Lys (CTT) 73 bp  Sc: 48.26 
GCCTGGCTGGCTTAGCAGGTAGAGTATGTGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192348.1.trna399-LysCTT (570489-570417)  Lys (CTT) 73 bp  Sc: 48.28 
ACCTGGTTGGCTCAGTGGGTGAAGCATGTGACTCTTAATCTCGGGGTCGTGAGTTCAAGC 
CCCACATTGGGTA 
>Ailuropoda_melanoleuca_GL192927.1.trna17-LysCTT (557177-557249)  Lys (CTT) 73 bp  Sc: 48.31 
GCCTGACTGGCTCAGTTGGTAGAGCATGTGATTCTTGGTCTCAGAGTTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193109.1.trna3-LysCTT (29484-29556)  Lys (CTT) 73 bp  Sc: 48.33 
GCCCGGCTCGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGATC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192509.1.trna42-LysCTT (1332864-1332936)  Lys (CTT) 73 bp  Sc: 48.34 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGGTCTCAGGGTCGTGAGTTCAAGC 
TCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192511.1.trna91-LysCTT (216047-215975)  Lys (CTT) 73 bp  Sc: 48.34 
TCCTGGCTGGCTCAGTTGGTGGAGCGTGCGACTCTTGATCTTGGGGTTGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192338.1.trna103-LysCTT (3916944-3917016)  Lys (CTT) 73 bp  Sc: 48.37 
GCCTGGCTGGCTCAGTCGGTGGAGCCTGAGACTCTTGATCTCGGGATGGTGAGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192811.1.trna13-LysCTT (1097257-1097329)  Lys (CTT) 73 bp  Sc: 48.39 
GTCTGGCTGGCTCAGTCTGTAGAGCACATGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTCAGGTG 
>Ailuropoda_melanoleuca_GL193088.1.trna56-LysCTT (568822-568750)  Lys (CTT) 73 bp  Sc: 48.48 
ACCTGGCTGGCTCAGTTGGAAGAGCACATGACTCTTGATCTTGGGGCCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192626.1.trna126-LysCTT (1193659-1193587)  Lys (CTT) 73 bp  Sc: 48.50 
ACCTGGCTGGCTCAGTCAGTAGAGTGTGTGACTCTTGATCTCGGGGTTGTGAGTTCGAGA 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193318.1.trna30-LysCTT (199198-199126)  Lys (CTT) 73 bp  Sc: 48.53 
GCCTGGCTGGCTCAGTCTGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192391.1.trna34-LysCTT (901521-901593)  Lys (CTT) 73 bp  Sc: 48.56 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGGGCC 
>Ailuropoda_melanoleuca_GL193413.1.trna55-LysCTT (25072-25000)  Lys (CTT) 73 bp  Sc: 48.59 
GCCTGGCTGGCTCAGTTGGTGGAGCTTGTGACTCTTGATCTCGGGATTGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193422.1.trna43-LysCTT (270997-270926)  Lys (CTT) 72 bp  Sc: 48.64 
ACCTGGCTGGCTCAGGTGGTGGAGCGTGTGGCTCTTAATCTCAGGGTGTGGGTTCGAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192643.1.trna14-LysCTT (368194-368266)  Lys (CTT) 73 bp  Sc: 48.69 
ACCTGGTTGGCTCAGTTGGCAGAGTATGAGACTCTTAATCTCGGGATTGTGTGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192983.1.trna35-LysCTT (674132-674060)  Lys (CTT) 73 bp  Sc: 48.72 
ACCTGGCTGGCTCAGTCTGTAGAGCATGTGACTCTTGATCTCAGGGTCATGGGTTTGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193127.1.trna49-LysCTT (417506-417434)  Lys (CTT) 73 bp  Sc: 48.76 
ACCTGGCTGGCTCAGTCAGTAAAGCACAAGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192357.1.trna205-LysCTT (4358659-4358587)  Lys (CTT) 73 bp  Sc: 48.77 
ACCTGGCTGGCTCAGTAGGAAGAGTGCGTGGCTCTTAATCTCGGGGTCATGAGTTCAAGC 



CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194256.1.trna20-LysCTT (149779-149707)  Lys (CTT) 73 bp  Sc: 48.78 
GCCTGACTGGCTTAGTTAGTAGAGCATGTGACTCTTGATCCCAGGATCGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193810.1.trna6-LysCTT (89323-89395)  Lys (CTT) 73 bp  Sc: 48.83 
ACCTGGCTGGCTCAGTTGGAAGAGCGTGTGACTCTTGATTTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192489.1.trna31-LysCTT (1164673-1164745)  Lys (CTT) 73 bp  Sc: 48.87 
ACCTGGCTGGCTCAGTCGATAGAGCATGTGACTCTTGATCTTAGGGTCATGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193845.1.trna34-LysCTT (310285-310213)  Lys (CTT) 73 bp  Sc: 48.89 
GCCTGGCTGGCTCAGTAGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192348.1.trna22-LysCTT (564423-564495)  Lys (CTT) 73 bp  Sc: 48.89 
GCCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCGGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193176.1.trna26-LysCTT (731428-731499)  Lys (CTT) 72 bp  Sc: 48.91 
ACCTGGCTGGCTCAGTGGGAGAGCATGAAACTCTTGATCTTAGGGTTGTGAGTTCGAGCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192543.1.trna36-LysCTT (1427119-1427191)  Lys (CTT) 73 bp  Sc: 48.98 
GCCTGGCTGGCTCAGCTGGAAGAGCATGCGACTCTTTATCTCAGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192484.1.trna34-LysCTT (2028051-2028123)  Lys (CTT) 73 bp  Sc: 49.01 
ACCCGGCTGGCTCAGTCAGTAGAGCATGAGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194591.1.trna7-LysCTT (131271-131343)  Lys (CTT) 73 bp  Sc: 49.05 
ACCTGGCTGGCTCAGTTGGTGGAGCGTGTGACTCTTGATCTTGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192545.1.trna23-LysCTT (804218-804290)  Lys (CTT) 73 bp  Sc: 49.07 
ACCTGGCTGGCTCAGTGGGTAAAGCACGAGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192367.1.trna24-LysCTT (744862-744934)  Lys (CTT) 73 bp  Sc: 49.09 
ACCTGGCTGGCTCAGTCGGAGGAGCATGGGACTCTTGATCTCAGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193203.1.trna7-LysCTT (264527-264599)  Lys (CTT) 73 bp  Sc: 49.09 
GCCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCCACGTTAGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna119-LysCTT (2843170-2843100)  Lys (CTT) 71 bp  Sc: 49.10 
GCCGGGCTGGCTCAGTCGGTGGAGTGTGTGACTCTTGATCTCAGGTGTGGGTTCGAGCCC 
CACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192419.1.trna77-LysCTT (2115863-2115792)  Lys (CTT) 72 bp  Sc: 49.10 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGTTGTGAGTTCGATCC 
CCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192893.1.trna91-LysCTT (208967-208895)  Lys (CTT) 73 bp  Sc: 49.18 
GCCTGGCTGGCTCAGGTGGTAGAGCATGGAACTCTTGATCTTGAGACTGTGAGTTCAAGT 
CTCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL193072.1.trna1-LysCTT (35175-35247)  Lys (CTT) 73 bp  Sc: 49.21 
GCCTGGCTGGCTCACTTGGTAGAGCATGTGACTCTTGTTCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192723.1.trna136-LysCTT (255653-255581)  Lys (CTT) 73 bp  Sc: 49.23 
ACCTGGCTGGCTTAGTCGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192408.1.trna154-LysCTT (1140281-1140209)  Lys (CTT) 73 bp  Sc: 49.23 
ACCTGGCTGGTTCAGTTGGAAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CTCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192382.1.trna170-LysCTT (1826932-1826860)  Lys (CTT) 73 bp  Sc: 49.24 
ACCCGGCTGGCTCAGTCTGTAGAGCATGAGACTCTTGATCTGAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192362.1.trna71-LysCTT (2729587-2729659)  Lys (CTT) 73 bp  Sc: 49.26 
GCCTGGCTGGTTCAGTCGGTAAAGCATGGGATTCTTGGTCTCATGGTCGTGAGTTCAAGC 
CCCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL193205.1.trna31-LysCTT (142251-142179)  Lys (CTT) 73 bp  Sc: 49.30 
GCCTGGCTGGCTCAGTTGGTGGAGCATGCAACTCTTGATTTCAGGATTGTGGGTTCGAGC 
CCCACGCTGGGTT 
>Ailuropoda_melanoleuca_GL193435.1.trna18-LysCTT (502206-502134)  Lys (CTT) 73 bp  Sc: 49.30 
ATCTGGCTGGCTCAGTTGGAAGAGCATGGGACTCTTGATCCAGGGGTCATGAGTTCAAGC 
CCCATGTTAGGTG 



>Ailuropoda_melanoleuca_GL192542.1.trna17-LysCTT (637308-637380)  Lys (CTT) 73 bp  Sc: 49.37 
GCCTGGCTGGCTCAGTGAGTAGAGCATGTGACTCTTGATCTCAGGATTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192750.1.trna89-LysCTT (1087021-1086949)  Lys (CTT) 73 bp  Sc: 49.39 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGTCGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192633.1.trna4-LysCTT (35250-35322)  Lys (CTT) 73 bp  Sc: 49.43 
ACCTGGCTGGCTCAGTCGGAGGAGTGTGCGACTCTTGATCTCAGAGTTGTGGGTTCAAAC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193080.1.trna11-LysCTT (393652-393724)  Lys (CTT) 73 bp  Sc: 49.46 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTTGGGGCTGTGAGTTCAAGC 
CTCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192794.1.trna39-LysCTT (1307192-1307264)  Lys (CTT) 73 bp  Sc: 49.48 
GTCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193352.1.trna21-LysCTT (725327-725255)  Lys (CTT) 73 bp  Sc: 49.53 
ACCCGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192708.1.trna81-LysCTT (1558727-1558655)  Lys (CTT) 73 bp  Sc: 49.59 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192838.1.trna48-LysCTT (459152-459080)  Lys (CTT) 73 bp  Sc: 49.63 
ACCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CCTATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193258.1.trna13-LysCTT (654232-654304)  Lys (CTT) 73 bp  Sc: 49.64 
GCCTGGCTGGCTCAGCTGGTAGAGCGTGTGACTCTTGATCTCGGGGTTGTGAGTTCCAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193192.1.trna35-LysCTT (665148-665220)  Lys (CTT) 73 bp  Sc: 49.65 
GCCTGGCTGGCTCAGTGGGAGGAGTGTGCGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193486.1.trna19-LysCTT (572228-572156)  Lys (CTT) 73 bp  Sc: 49.69 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCGGGGTCATGAGTGCAATC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192432.1.trna13-LysCTT (409955-410027)  Lys (CTT) 73 bp  Sc: 49.76 
ACCTGGCTGGCTCAGTCGGAAGAGCACGAAACTCTTGATCTCGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193096.1.trna91-LysCTT (104690-104618)  Lys (CTT) 73 bp  Sc: 49.76 
GCCTGGCTGGCTCAGTTGGTGGGGTGTGTGACTCTTGATCTCAGGGTCGTGAGTTTGAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192557.1.trna6-LysCTT (219686-219758)  Lys (CTT) 73 bp  Sc: 49.77 
GCCTGGCTGGTTCAGTTGGTGAAGCATGTGACTCTTGATCTCAAGATTATGGGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192695.1.trna47-LysCTT (1313816-1313888)  Lys (CTT) 73 bp  Sc: 49.80 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
TCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193060.1.trna57-LysCTT (727680-727608)  Lys (CTT) 73 bp  Sc: 49.92 
GCCTGGCTGGCTCAGTCGGTGGAGTGTGCGACTCTTGATCTCAGGGTTGTGGGTTCATGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL193655.1.trna1-LysCTT (141267-141339)  Lys (CTT) 73 bp  Sc: 49.93 
GCCTGGCTGGCTTAGTCGGTGGAGTGTGTGACTCTTAATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192354.1.trna251-LysCTT (2933921-2933843)  Lys (CTT) 79 bp  Sc: 49.98 
GCCTGGCTGGCTCAGTCGGAAGAGTGTGCGACTCTTGATCTTGGGATCGGGGTTGTGGGT 
TCAAGCCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193216.1.trna42-LysCTT (155368-155296)  Lys (CTT) 73 bp  Sc: 50.02 
GCCTGGCTGGCTCAGGTGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192371.1.trna185-LysCTT (1908628-1908556)  Lys (CTT) 73 bp  Sc: 50.06 
ACCTGGCTGGCTCAGTCATTAGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCACACTGGGTA 
>Ailuropoda_melanoleuca_GL192359.1.trna2-LysCTT (73918-73990)  Lys (CTT) 73 bp  Sc: 50.08 
GCCTAGCTGGCTCAGTTGAAAGAGTGTGTGACTCTTGATCTCAGAGTCATGAGTTCGAGT 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL192391.1.trna222-LysCTT (2105871-2105799)  Lys (CTT) 73 bp  Sc: 50.08 
TGCCGGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGTTGGCAG 
>Ailuropoda_melanoleuca_GL192420.1.trna36-LysCTT (1848269-1848341)  Lys (CTT) 73 bp  Sc: 50.10 



ACCTGGCTGGCTCAGTTGGAAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192533.1.trna54-LysCTT (2159100-2159028)  Lys (CTT) 73 bp  Sc: 50.23 
GCCTGGCTGGCTCAGCTGGAAGAGCATGTGACTCTTGATCTCAGGGTCCTGAGTTCAAGC 
TCCAGGTTGGGTG 
>Ailuropoda_melanoleuca_GL192686.1.trna15-LysCTT (1123885-1123957)  Lys (CTT) 73 bp  Sc: 50.23 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192367.1.trna78-LysCTT (3575595-3575667)  Lys (CTT) 73 bp  Sc: 50.25 
GCCTGGCTGGCTCAATCGGAAGGGCATGAGACTCTTGATCTCGGGGTCGTGAGTTTGATC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna248-LysCTT (1396017-1395945)  Lys (CTT) 73 bp  Sc: 50.33 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTAGGTTTGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193373.1.trna15-LysCTT (324298-324370)  Lys (CTT) 73 bp  Sc: 50.37 
GCCTGGCTGGCTCAGTCTGTAGAGCATGTGACTCTTGATCTCGAGGTTGTGAGTTCAAGC 
CCCATGCTGGGCT 
>Ailuropoda_melanoleuca_GL194453.1.trna16-LysCTT (115660-115588)  Lys (CTT) 73 bp  Sc: 50.41 
GCCTGGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCGGGGTCGTGGGTTTGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193187.1.trna29-LysCTT (646313-646384)  Lys (CTT) 72 bp  Sc: 50.44 
ACCTGGCTGGCTCAGTGGAAGAGCATGGGACTCTTGATCTCAGGGTTGTGGGTTCAAGCT 
CCGTGTTGGGTA 
>Ailuropoda_melanoleuca_GL192879.1.trna14-LysCTT (821917-821989)  Lys (CTT) 73 bp  Sc: 50.50 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCGGGGTAGTGAGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192503.1.trna73-LysCTT (767262-767190)  Lys (CTT) 73 bp  Sc: 50.51 
ACCTGGCTGGCTCACTTGGTAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193487.1.trna29-LysCTT (196860-196788)  Lys (CTT) 73 bp  Sc: 50.58 
ACCTGGCTGGCTCAATTGGAAGAGCATGTGACTCTTGATCACAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193146.1.trna66-LysCTT (373402-373330)  Lys (CTT) 73 bp  Sc: 50.64 
ACCTGGCTGGCTCAGTGGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192635.1.trna45-LysCTT (1573055-1573127)  Lys (CTT) 73 bp  Sc: 50.70 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193192.1.trna16-LysCTT (444930-445002)  Lys (CTT) 73 bp  Sc: 50.70 
GCCTGGCTGGCTCAGTGGGAAGGGCGTGTGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193067.1.trna61-LysCTT (808622-808540)  Lys (CTT) 83 bp  Sc: 50.73 
GCCTGGCTGGCTCAGTTGGAAGAGCATGAGGCTCTTGAACTCAGGGTCGTGAGTGGTCAT 
GAGTTCGAGCCCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192640.1.trna73-LysCTT (1275660-1275588)  Lys (CTT) 73 bp  Sc: 50.73 
GCCTGGCTGGCTCAGTTGGAAAAGCATGAGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192942.1.trna5-LysCTT (87279-87351)  Lys (CTT) 73 bp  Sc: 50.74 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTCGTGAGTTGGAGC 
CCCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL192765.1.trna75-LysCTT (1138700-1138628)  Lys (CTT) 73 bp  Sc: 50.75 
GCCTGGCTAGCTCAGTCAGAAGAGTATGTGATTCTTGATCTCAAGGTCGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193691.1.trna3-LysCTT (368261-368333)  Lys (CTT) 73 bp  Sc: 50.76 
ACCTGGCTGGCTTAGTTGGTAGAGCATGTGACTCTTGATCTTAGGGTTATGAGTTTGAGC 
CTCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193160.1.trna28-LysCTT (716959-717031)  Lys (CTT) 73 bp  Sc: 50.79 
GCCTGGCTGGCTCAGCTGGTAGAGCGTGTGACTCTTCATCTCAGGGCTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192870.1.trna121-LysCTT (259824-259752)  Lys (CTT) 73 bp  Sc: 50.81 
GCCCAGCTGGCTTAGTTGGTGGAGTGTGTGACTCTTGATCTCGGGGCTGTGGGTTCAAAT 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192567.1.trna95-LysCTT (1922394-1922466)  Lys (CTT) 73 bp  Sc: 50.82 
GCCCGGCTGGTTCAGTCGGAAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193416.1.trna11-LysCTT (666403-666331)  Lys (CTT) 73 bp  Sc: 50.83 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTTGAGC 



CTCAGGTTGGGTG 
>Ailuropoda_melanoleuca_GL192383.1.trna179-LysCTT (1128890-1128818)  Lys (CTT) 73 bp  Sc: 50.85 
ACCTGGCTTGCTCAGTGGTTAGAGCGTGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
TCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192766.1.trna4-LysCTT (98589-98661)  Lys (CTT) 73 bp  Sc: 50.86 
GCCTGGCTGGCTCAGTCGGCAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTAAAC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193010.1.trna27-LysCTT (393043-393115)  Lys (CTT) 73 bp  Sc: 50.91 
ACCTGGCTGGCTCAGTCGGCAGAGTATCAGACTCTTGATCTCAGGGTTGTGAGTTTGAGT 
CCCACGTCGGGTG 
>Ailuropoda_melanoleuca_GL192914.1.trna47-LysCTT (393798-393726)  Lys (CTT) 73 bp  Sc: 50.93 
GCCTGGCTGGCTCAGTCAGTAGAGCATGGGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192381.1.trna146-LysCTT (2088110-2088038)  Lys (CTT) 73 bp  Sc: 50.96 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGTGTTCCAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192392.1.trna39-LysCTT (1571634-1571706)  Lys (CTT) 73 bp  Sc: 51.03 
ATCTGGCTAGTTCAGTCGGTAGAGCGTGTGACTCTTGATCTCAGAGTCGTGAGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192421.1.trna31-LysCTT (503122-503194)  Lys (CTT) 73 bp  Sc: 51.06 
GCCTGGCTGGCTCAGTTGGTAGAGCACATGACTCTTGATCTTGGGGTTGTGAGTCCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192457.1.trna33-LysCTT (396400-396472)  Lys (CTT) 73 bp  Sc: 51.06 
GCCTGGCTGGCTCAGTTGGAAGAGCACGTGACTCTTGATCTTGGGGTTGTGGGTTCAAGC 
CCTATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193214.1.trna34-LysCTT (778000-777928)  Lys (CTT) 73 bp  Sc: 51.11 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192786.1.trna17-LysCTT (283485-283557)  Lys (CTT) 73 bp  Sc: 51.13 
GCCTGGCTGGCTCAGTAGGTAGAGCATGGGACTCTTGATCTCAGCATCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193218.1.trna19-LysCTT (588098-588170)  Lys (CTT) 73 bp  Sc: 51.17 
ACCTGGCTGGCTCAGTCAGAAGAGCATGGGACTCTTGATCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192962.1.trna10-LysCTT (409233-409307)  Lys (CTT) 75 bp  Sc: 51.27 
GCCCAGCTGGCTCAGGTGGTAGAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAA 
GCCCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193760.1.trna12-LysCTT (454838-454766)  Lys (CTT) 73 bp  Sc: 51.28 
GCCTGGCTGGCTGAGTTGGTAGAGCATGGGACTCTTGCTTTCAAGGTCATGAGTTCGAGC 
CTTATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192494.1.trna120-LysCTT (2237493-2237421)  Lys (CTT) 73 bp  Sc: 51.31 
GCCTGGCTGGCTCAGTCAGCAGAGTATGGGACTCTTGATCTCAGGGTCATGAGTTCAATC 
CCCATGCTGGGCG 
>Ailuropoda_melanoleuca_GL192835.1.trna39-LysCTT (1241937-1241865)  Lys (CTT) 73 bp  Sc: 51.40 
ACCTGGCTGGCTCATTCGGTAGAGTATGCGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTCGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna193-LysCTT (1559593-1559521)  Lys (CTT) 73 bp  Sc: 51.40 
GCCTGGCTGGCTCAGTAGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL193815.1.trna8-LysCTT (311850-311922)  Lys (CTT) 73 bp  Sc: 51.41 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGCTGTGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192405.1.trna179-LysCTT (1503651-1503579)  Lys (CTT) 73 bp  Sc: 51.42 
GCCTGGCTGGCTCAGTCAGTACAGCATGAGACTCTTGATCTCAGGGTCGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194557.1.trna4-LysCTT (137843-137771)  Lys (CTT) 73 bp  Sc: 51.45 
GCCTGGCTGGCTCAGTTGGTGGAGCGTGCGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCACACTGGGTA 
>Ailuropoda_melanoleuca_GL193385.1.trna15-LysCTT (449472-449543)  Lys (CTT) 72 bp  Sc: 51.46 
GCCTGGCTGGCTCAGTGGTGGAGCGTGTGACTCTTGATCTCAGGGTTGCAGGTTCGAGCC 
CTATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192405.1.trna162-LysCTT (1991269-1991197)  Lys (CTT) 73 bp  Sc: 51.49 
GTGTGGCTGGCTCAGTGGATAGAGCGTGTGGCTCTTGATCTCAGGGTTATGGGTTCAAGC 
CCCATGTTGGATA 
>Ailuropoda_melanoleuca_GL192659.1.trna57-LysCTT (1251207-1251135)  Lys (CTT) 73 bp  Sc: 51.54 
GCCTGGCTGGCTCAGTCGGGAGAGCGTCAGACTCTTGATCTCGGGGTAGTGAGTTCGAGG 
CCCACGTTGGGCG 



>Ailuropoda_melanoleuca_GL192747.1.trna37-LysCTT (314150-314078)  Lys (CTT) 73 bp  Sc: 51.64 
GCCTGGCTGGCTCAGTTGGTAGAGTATATGGCTCTTGATCTTAGGGTCGTGAGTTCAGGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL194181.1.trna5-LysCTT (49023-49095)  Lys (CTT) 73 bp  Sc: 51.65 
ACCTATCTGGCTCAGTTGGTAGAGCGTGCAACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192426.1.trna18-LysCTT (396274-396346)  Lys (CTT) 73 bp  Sc: 51.70 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192732.1.trna78-LysCTT (1075278-1075206)  Lys (CTT) 73 bp  Sc: 51.70 
ACCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTCTTAATCTCGGGGTTGTGGGTTCAGGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192904.1.trna42-LysCTT (1201335-1201407)  Lys (CTT) 73 bp  Sc: 51.73 
GCCTGGCTGGCTCATTTGGGAGAGCATGAGACTCTTGATCTTGGGGTCATGCGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193361.1.trna72-LysCTT (35986-35914)  Lys (CTT) 73 bp  Sc: 51.82 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTAGAGT 
CTCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL193823.1.trna40-LysCTT (10136-10064)  Lys (CTT) 73 bp  Sc: 51.87 
GCCTGGCTGGCTCAGTCAGTGGAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192559.1.trna16-LysCTT (1237909-1237981)  Lys (CTT) 73 bp  Sc: 51.87 
ACCTGGCTGGCTCAGTTGGTAGAGTATGCGACTCTTGATTTCAGGGTTGTAGGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna133-LysCTT (1884306-1884378)  Lys (CTT) 73 bp  Sc: 51.88 
GCCTGGCTGGCTCAGTTGGTGGAGTGTGTGATTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL193748.1.trna22-LysCTT (385883-385811)  Lys (CTT) 73 bp  Sc: 51.88 
ACCTGGCTGGCTCAGTTGGTAGAGTATGTGACTCTTGATTTCATGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193862.1.trna5-LysCTT (68795-68866)  Lys (CTT) 72 bp  Sc: 51.90 
ACCTGGCTGGCTCAATGGTAGGGCATGTGACTCTTGCTCTCAAGGTCATGAGTTCAAGCC 
CCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192543.1.trna60-LysCTT (1750542-1750470)  Lys (CTT) 73 bp  Sc: 51.98 
GCCTGGCTGGCTCAGTCGGTAGAGCATGGGACTCTTGATCTCAGGATTGTGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193204.1.trna6-LysCTT (54595-54667)  Lys (CTT) 73 bp  Sc: 52.06 
GCCCGGCTAGCTCAGTCAGTAGAGCGTGAGACTCTTAACTTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194269.1.trna8-LysCTT (235028-234956)  Lys (CTT) 73 bp  Sc: 52.09 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGATCGTGAGTTCAAGC 
CCCACGTTAGGTG 
>Ailuropoda_melanoleuca_GL192388.1.trna109-LysCTT (2515192-2515120)  Lys (CTT) 73 bp  Sc: 52.09 
GCCTGGCTGGCTCAGTGGGGAGAGTGTGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192573.1.trna156-LysCTT (1341952-1341880)  Lys (CTT) 73 bp  Sc: 52.10 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGATTCTTGATTTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192808.1.trna101-LysCTT (682706-682634)  Lys (CTT) 73 bp  Sc: 52.13 
GCTTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192667.1.trna51-LysCTT (957777-957849)  Lys (CTT) 73 bp  Sc: 52.19 
GCCTGGCTGGTTCAGCGGGTAGAGTATGAGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL194566.1.trna10-LysCTT (35459-35387)  Lys (CTT) 73 bp  Sc: 52.20 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193552.1.trna2-LysCTT (74457-74529)  Lys (CTT) 73 bp  Sc: 52.23 
GCCTGGCTGGCTCAGTCGGAAGAGCGCGAGACTCTTGATCTCGGGGTGATGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192530.1.trna66-LysCTT (2096655-2096583)  Lys (CTT) 73 bp  Sc: 52.39 
ATCTAGCTGGCTCAGTTGGTAAAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGATG 
>Ailuropoda_melanoleuca_GL193085.1.trna23-LysCTT (886675-886747)  Lys (CTT) 73 bp  Sc: 52.44 
ACCCGGCTGGCTCAGTTGGGAGAGTGTGTGACTCTTAATCTCAAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193276.1.trna32-LysCTT (701726-701654)  Lys (CTT) 73 bp  Sc: 52.46 



GCCTGGCTGGCTCAGTCGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGCTAGGTG 
>Ailuropoda_melanoleuca_GL192620.1.trna33-LysCTT (1258837-1258909)  Lys (CTT) 73 bp  Sc: 52.50 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGAGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192571.1.trna13-LysCTT (699020-699092)  Lys (CTT) 73 bp  Sc: 52.55 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGCTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193159.1.trna11-LysCTT (107950-108022)  Lys (CTT) 73 bp  Sc: 52.61 
GCCTGGCTGGCTCAGTCGGTAGAGCCTGTGACTCTTGATCTCAGGGCCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192385.1.trna28-LysCTT (799484-799556)  Lys (CTT) 73 bp  Sc: 52.61 
GCCTGGCTGGCTTAGTTGGTAGAGCATGTGACTCTTGATCTCAGGATCGTGAGTTCCAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192782.1.trna26-LysCTT (773274-773346)  Lys (CTT) 73 bp  Sc: 52.61 
GGCTGGCTGGCTCAGTTGGTAGAGCACATGACTCTTGATCTTGGGGTTGTGGGTTCGAGC 
TCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193622.1.trna54-LysCTT (134188-134116)  Lys (CTT) 73 bp  Sc: 52.61 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192362.1.trna87-LysCTT (3124175-3124247)  Lys (CTT) 73 bp  Sc: 52.70 
ACCTGGCTGGCTCAGATGGCAGAGCATGCGACTCTTGATCTCAGGGCTGTGGGTTCGAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192401.1.trna115-LysCTT (1293367-1293295)  Lys (CTT) 73 bp  Sc: 52.76 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAGGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192387.1.trna113-LysCTT (1698765-1698693)  Lys (CTT) 73 bp  Sc: 52.78 
ACCTGGCTGGCTCAGTGGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193373.1.trna80-LysCTT (124873-124801)  Lys (CTT) 73 bp  Sc: 52.79 
GCCTGACTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192793.1.trna98-LysCTT (1177756-1177684)  Lys (CTT) 73 bp  Sc: 52.90 
GCCTGGCTGGCTCAGTCCGGAGAGCGTGCGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL193446.1.trna41-LysCTT (266999-266927)  Lys (CTT) 73 bp  Sc: 53.01 
ACCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCTACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna42-LysCTT (681786-681858)  Lys (CTT) 73 bp  Sc: 53.10 
ACCTGGCTGGCTCAGTGAGTAGAGCATGTGACTCTTGATCTCAAGGTCATGAGTTCAAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192822.1.trna73-LysCTT (1207665-1207593)  Lys (CTT) 73 bp  Sc: 53.15 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGTTTGTGAGTTTGAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192343.1.trna165-LysCTT (575532-575460)  Lys (CTT) 73 bp  Sc: 53.19 
GCCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193697.1.trna21-LysCTT (8549-8477)  Lys (CTT) 73 bp  Sc: 53.19 
GCCTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192348.1.trna297-LysCTT (2974688-2974616)  Lys (CTT) 73 bp  Sc: 53.29 
ACCCGGTTGGCTCAGTCGGTAGAGCGTGTGACTCTTCATCTTGGGGTTGTGGGTTCGAGC 
CCCACATTGGCTG 
>Ailuropoda_melanoleuca_GL192479.1.trna30-LysCTT (577141-577213)  Lys (CTT) 73 bp  Sc: 53.30 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CTCAAGTTGGGTG 
>Ailuropoda_melanoleuca_GL192425.1.trna20-LysCTT (803540-803612)  Lys (CTT) 73 bp  Sc: 53.30 
GCCTGGCTGGCTCAGTTGGTACAGCATAAGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192369.1.trna86-LysCTT (2163281-2163353)  Lys (CTT) 73 bp  Sc: 53.34 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCCAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193697.1.trna20-LysCTT (21883-21811)  Lys (CTT) 73 bp  Sc: 53.35 
GCCTGGCTGGCTCAATGAGTAGAGTGTGAGACTCTTGATCTCAGGGTTGTGAGTTCAAGT 
CCCATGCCGGGTG 
>Ailuropoda_melanoleuca_GL193445.1.trna12-LysCTT (584049-584121)  Lys (CTT) 73 bp  Sc: 53.42 
GCCTGGCTGGCTCAGTGGGTGGAGCGTGTGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 



CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192649.1.trna29-LysCTT (1104603-1104675)  Lys (CTT) 73 bp  Sc: 53.44 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192372.1.trna218-LysCTT (2238575-2238502)  Lys (CTT) 74 bp  Sc: 53.47 
GCCTGGCTGGCTCAGTCGGAAGAGCATGTGACTCTTGATCGCATGGGTTGTGAGTTCGAG 
TCTCACACTGGGTG 
>Ailuropoda_melanoleuca_GL194135.1.trna20-LysCTT (116059-115986)  Lys (CTT) 74 bp  Sc: 53.57 
GCCTGGCTGGCTCAGTTGGTAGGGGTGTGTGACTCTTGATCTCAGGGTTGTGGGTTCAAG 
CCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192391.1.trna244-LysCTT (1672594-1672522)  Lys (CTT) 73 bp  Sc: 53.60 
ACTTGGCTGGCTCAGTGGGAAGAGCACGTGACTCTTGATCTTGGGGTCATGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193279.1.trna16-LysCTT (707368-707440)  Lys (CTT) 73 bp  Sc: 53.62 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAAGGTCGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193790.1.trna30-LysCTT (110873-110801)  Lys (CTT) 73 bp  Sc: 53.69 
GCCTGGCTGGCTCAGTTGGTGGGGTGTGCGACTCTTGATCTCAAGGTTGTGGGTTCAAGC 
CCCACCCTGGGTG 
>Ailuropoda_melanoleuca_GL193228.1.trna54-LysCTT (650694-650622)  Lys (CTT) 73 bp  Sc: 53.77 
ACCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTTAGGGTTATGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192498.1.trna66-LysCTT (2147659-2147587)  Lys (CTT) 73 bp  Sc: 53.81 
GCCTGGCTGGTTCAGTGGGTAGAGCTTGCGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192448.1.trna175-LysCTT (10718-10646)  Lys (CTT) 73 bp  Sc: 53.84 
ACCTGGCTGGCTCAGTTGGTACAGCATGTGACTCTTAATCCCAAGGTCGTGAGTTTGAGC 
CCCATGCTAGGTA 
>Ailuropoda_melanoleuca_GL192933.1.trna3-LysCTT (135751-135823)  Lys (CTT) 73 bp  Sc: 53.88 
GCCTGGCTGGCTCAGTCGGAAGAGTGTGTGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CTCATATTGGGTG 
>Ailuropoda_melanoleuca_GL193544.1.trna48-LysCTT (616855-616927)  Lys (CTT) 73 bp  Sc: 53.88 
GCCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCGTGCTGGGTG 
>Ailuropoda_melanoleuca_GL192392.1.trna201-LysCTT (1307805-1307733)  Lys (CTT) 73 bp  Sc: 54.02 
ACCCGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCCCAAGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193208.1.trna24-LysCTT (23969-23897)  Lys (CTT) 73 bp  Sc: 54.04 
ACCTGGCTGGCTCAGTTGGCAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CTCACGTCGGGTA 
>Ailuropoda_melanoleuca_GL192756.1.trna23-LysCTT (1101240-1101168)  Lys (CTT) 73 bp  Sc: 54.13 
GCCTAGGTGGCTCAGTTGGTGGAGTATGTGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCACATTAGGTG 
>Ailuropoda_melanoleuca_GL194076.1.trna45-LysCTT (116538-116466)  Lys (CTT) 73 bp  Sc: 54.18 
GCCTGACTGGCTCAGCTGGTAGAGCACGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192765.1.trna48-LysCTT (1168930-1169002)  Lys (CTT) 73 bp  Sc: 54.28 
GCTTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192700.1.trna92-LysCTT (876740-876668)  Lys (CTT) 73 bp  Sc: 54.30 
GCCTGGCTGGCTCAGTCCGTGGAGCTTGAGACTCTTGATCTCAAGGTCGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192818.1.trna56-LysCTT (1017206-1017134)  Lys (CTT) 73 bp  Sc: 54.31 
ACCTGGCTGGCTCAGTAGGTAGAGCGTGTGACTCTTGATCTTGGGGTTGTGGGTTCAAGC 
CCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL194092.1.trna6-LysCTT (98736-98808)  Lys (CTT) 73 bp  Sc: 54.38 
ACCTGGCTGGCTCAGTCGGTAGAGCATGAGACTCTTGGTCTTAGGGTCATGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192494.1.trna47-LysCTT (737994-738066)  Lys (CTT) 73 bp  Sc: 54.39 
GCCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTTAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192942.1.trna42-LysCTT (1018293-1018222)  Lys (CTT) 72 bp  Sc: 54.40 
ACCTGGCTGGCTCAGTGTTAGAGCATGTGACTCTTGATCTCAAGGTTGTGAGTTCAAGCC 
CCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL193606.1.trna30-LysCTT (73843-73771)  Lys (CTT) 73 bp  Sc: 54.41 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTTGAAT 
CTCACATTGGGTA 



>Ailuropoda_melanoleuca_GL194164.1.trna20-LysCTT (214573-214501)  Lys (CTT) 73 bp  Sc: 54.41 
ACCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192363.1.trna36-LysCTT (1212237-1212309)  Lys (CTT) 73 bp  Sc: 54.45 
GCCTAGCTGGCTCAGTCGGTAAAGCATGTGACTCTTGGTCCCGGGGTCGTGAGTTCGAGC 
CCCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL192444.1.trna5-LysCTT (146066-146136)  Lys (CTT) 71 bp  Sc: 54.56 
ACCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTGATCTCAGTCGTGGGTTCAAGCCC 
CATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193226.1.trna32-LysCTT (473796-473724)  Lys (CTT) 73 bp  Sc: 54.62 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTCATAGGTTCAAGC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL194043.1.trna12-LysCTT (282315-282243)  Lys (CTT) 73 bp  Sc: 54.63 
GCCTGGCTGGCTCAGTCGGTGGAGCATGTGATTCTTGATCACAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL193538.1.trna39-LysCTT (302100-302172)  Lys (CTT) 73 bp  Sc: 54.63 
ACCTGGCTGGCTCAGTTGGTAAAGCATGGGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192414.1.trna66-LysCTT (1238336-1238408)  Lys (CTT) 73 bp  Sc: 54.66 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193656.1.trna25-LysCTT (107249-107177)  Lys (CTT) 73 bp  Sc: 54.70 
GCTTGGCTGGCTCAGTCGGAAGAGCATGCGACTCTTGATCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193583.1.trna16-LysCTT (314407-314479)  Lys (CTT) 73 bp  Sc: 54.77 
ACCTGGCTGGCTCAGTAGGTAGAGCGCAAAACTCTTGATCTTGGGGTTGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192368.1.trna128-LysCTT (3122941-3123013)  Lys (CTT) 73 bp  Sc: 54.78 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCGTGAGTTCACGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192385.1.trna173-LysCTT (2158225-2158153)  Lys (CTT) 73 bp  Sc: 55.03 
GCCTGGCTGGCTCAGGGGATAGAGCATGTGACTCTTGATCTGAGGGTCATGAGTTCAAGC 
CCCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL194015.1.trna12-LysCTT (195712-195784)  Lys (CTT) 73 bp  Sc: 55.08 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192873.1.trna63-LysCTT (421536-421464)  Lys (CTT) 73 bp  Sc: 55.09 
GCCTGGTTGGCTCAGTTGGTAGAGCGTGTGACTCTTGGTCACACGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192342.1.trna38-LysCTT (1280547-1280619)  Lys (CTT) 73 bp  Sc: 55.11 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTAATCTGGGGGTCGTGAGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192443.1.trna49-LysCTT (2533182-2533254)  Lys (CTT) 73 bp  Sc: 55.12 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGtgttgtGAGTTCGAGC 
CCCACGCTGGGTA 
>Ailuropoda_melanoleuca_GL193312.1.trna4-LysCTT (127488-127560)  Lys (CTT) 73 bp  Sc: 55.13 
GCCTACCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCGAAC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193288.1.trna4-LysCTT (255130-255202)  Lys (CTT) 73 bp  Sc: 55.14 
GTCCGGCTGGCTCAGTCGGTAGAGCACGCGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192936.1.trna44-LysCTT (942475-942403)  Lys (CTT) 73 bp  Sc: 55.17 
ACCTGTCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACAATGGGTG 
>Ailuropoda_melanoleuca_GL192585.1.trna41-LysCTT (1909131-1909203)  Lys (CTT) 73 bp  Sc: 55.20 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCAACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192826.1.trna18-LysCTT (746977-747049)  Lys (CTT) 73 bp  Sc: 55.27 
GCCCAGCTGGCTCAGTCAGAAGAGTGTGAGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193168.1.trna21-LysCTT (205807-205735)  Lys (CTT) 73 bp  Sc: 55.27 
ACCTGTCTGGCTCAGTTGGTAGAGCATGAGACTCTTGATCTCAAGTTTGTGAGTTCAAGC 
CCCACGTTGGGGG 
>Ailuropoda_melanoleuca_GL194011.1.trna1-LysCTT (36196-36268)  Lys (CTT) 73 bp  Sc: 55.29 
GCCTGGCTGGCTCAGTCGGAAGAGCATGAGACTCTTGATCTCGGGGTCATGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192369.1.trna287-LysCTT (666877-666805)  Lys (CTT) 73 bp  Sc: 55.37 



GCCTGACTGGCTCAGTTGGTAGAGCATGCGACTCTTAATCTCAGGGTCATGAGTTCAAGC 
TCCATGTTGGGCC 
>Ailuropoda_melanoleuca_GL192401.1.trna96-LysCTT (1747190-1747118)  Lys (CTT) 73 bp  Sc: 55.42 
ACCTGGCTGGCTCAGCTGGTAGAGCATGAGACTCTTGATCTCGGGGTTGTGGGTTCAGGC 
CCCACACTGGGTA 
>Ailuropoda_melanoleuca_GL192372.1.trna130-LysCTT (3646036-3646108)  Lys (CTT) 73 bp  Sc: 55.42 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTAAAC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192343.1.trna129-LysCTT (2873284-2873212)  Lys (CTT) 73 bp  Sc: 55.45 
ACCCTGCTGGCTTAGTTGGTAAAGCGTGTGACTCTTAATCACAGGGTCTTGAGTTCAAGT 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192998.1.trna15-LysCTT (835109-835181)  Lys (CTT) 73 bp  Sc: 55.46 
ACCTGGCCGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192460.1.trna237-LysCTT (1486149-1486077)  Lys (CTT) 73 bp  Sc: 55.46 
ACCTGGCTGGCTCAGTCAGTAGAGTGTGTGACTCTTGATCCCAGGGTTGTGGGTTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192818.1.trna9-LysCTT (357585-357657)  Lys (CTT) 73 bp  Sc: 55.48 
ACCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192604.1.trna58-LysCTT (1504157-1504229)  Lys (CTT) 73 bp  Sc: 55.57 
GCCTGGCTGGTTCAGTCGGTAGAACATGTGACTCTTAATCTCAGGGTCATGAGTTCAAGC 
CCCCTGTTAGGTG 
>Ailuropoda_melanoleuca_GL192437.1.trna21-LysCTT (342651-342723)  Lys (CTT) 73 bp  Sc: 55.59 
GCCTGACTGGCTCAATTGGTAGAGCATGCGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193096.1.trna7-LysCTT (151382-151454)  Lys (CTT) 73 bp  Sc: 55.69 
ACCTCGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192516.1.trna87-LysCTT (614566-614494)  Lys (CTT) 73 bp  Sc: 55.69 
GCCTGGCTGGCTCAGTTGGTAGAGCATGAGACTCTTGATCTCAGGGTCATGAGTTCAAGG 
CCCACATTGGGCA 
>Ailuropoda_melanoleuca_GL192475.1.trna75-LysCTT (2099032-2099104)  Lys (CTT) 73 bp  Sc: 55.70 
GCCCGGCTGGCTCAGTTGGAAGAATGTGTGACTCTTGATCTCGGGGTCGTGAGTTCGAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL193084.1.trna14-LysCTT (191416-191486)  Lys (CTT) 71 bp  Sc: 55.74 
GCCTGGCTGGCTCAGTCGGTAGAGCACGGGACTCTTGATCTCGGGGTCGTGGGTTCAAGC 
CACGCTGGGCA 
>Ailuropoda_melanoleuca_GL192470.1.trna25-LysCTT (1942908-1942980)  Lys (CTT) 73 bp  Sc: 55.75 
ATCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGT 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193563.1.trna49-LysCTT (369872-369800)  Lys (CTT) 73 bp  Sc: 55.84 
ACCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192640.1.trna4-LysCTT (82469-82541)  Lys (CTT) 73 bp  Sc: 55.87 
GCCTGGCTGGCTCAGCTGGTAGAGCACGTGACTCTTGATCTCGGCGTTGTGAGTTCAAGC 
CCCATGCCGGGCA 
>Ailuropoda_melanoleuca_GL193386.1.trna19-LysCTT (285511-285439)  Lys (CTT) 73 bp  Sc: 55.88 
GCCTGGCTGGCTCAGTCGGTAAAGCATGTGACTCTTGATCTCAGGGTCGTGAGTTCGAAC 
CCCATGCTGGGAG 
>Ailuropoda_melanoleuca_GL193852.1.trna29-LysCTT (153152-153080)  Lys (CTT) 73 bp  Sc: 55.89 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCTATGTTGGGCG 
>Ailuropoda_melanoleuca_GL192663.1.trna45-LysCTT (1045473-1045401)  Lys (CTT) 73 bp  Sc: 55.92 
GCCTGGCTGGCTCAGTCGGTAAAGTATGTGACTCTTGATCTCAAGGTCATGAGTTCAAGG 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192612.1.trna23-LysCTT (1281359-1281431)  Lys (CTT) 73 bp  Sc: 55.98 
ACCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTGATCTCAAGTTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193217.1.trna1-LysCTT (14345-14417)  Lys (CTT) 73 bp  Sc: 55.98 
ACCTGGCTGGCTCAGTTGGTAGAGCGTGCAACTCTTGATCTCAAGGTCGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193037.1.trna41-LysCTT (601394-601322)  Lys (CTT) 73 bp  Sc: 55.99 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTAATCTCAGGGTCGTGAGTTCAAGC 
CCCACACTGGGCG 
>Ailuropoda_melanoleuca_GL193764.1.trna16-LysCTT (422614-422542)  Lys (CTT) 73 bp  Sc: 56.00 
ACCTGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTGATCTCGAGGTTGTGAGTTTGATC 



CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192703.1.trna75-LysCTT (1283588-1283660)  Lys (CTT) 73 bp  Sc: 56.03 
GCTTGGCTGGCTCAGTCGGTAGAGCATGTGTCTCTTGATCTCAGGGTTGTGGGTTCAAGA 
CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192431.1.trna69-LysCTT (2216527-2216455)  Lys (CTT) 73 bp  Sc: 56.12 
GCCTGGCTGGCTCAGATGGAAGAGCATGTGACTCTTGATCCCAGGGTTGTGAGTTCAAGT 
CTCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192354.1.trna6-LysCTT (82180-82252)  Lys (CTT) 73 bp  Sc: 56.42 
GCCTGGCTGGCTCAGTCGGTGGAGCATGGGACTCTTGATCCCACGGTCATGAGTTCAAGC 
CTCCCGCTGGGCA 
>Ailuropoda_melanoleuca_GL192573.1.trna15-LysCTT (262111-262183)  Lys (CTT) 73 bp  Sc: 56.44 
ACCTGGCTGGCTCAGTTGGTAAAGCGTGTGACTCTTGATCTCAGGGTTGTAGGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192477.1.trna57-LysCTT (2368350-2368278)  Lys (CTT) 73 bp  Sc: 56.62 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCACCGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192392.1.trna86-LysCTT (3058166-3058239)  Lys (CTT) 74 bp  Sc: 56.63 
GCCTGGCTGGTTCAGTCGGTTAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAAG 
CCCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192651.1.trna33-LysCTT (1242002-1242074)  Lys (CTT) 73 bp  Sc: 56.65 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAATTCGAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192660.1.trna122-LysCTT (444357-444285)  Lys (CTT) 73 bp  Sc: 56.75 
ACCTGGCTGGCTCAGTTGGTAGAGTATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193204.1.trna63-LysCTT (353494-353422)  Lys (CTT) 73 bp  Sc: 56.78 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCAACTCTTGTTCTCAGGGTCGTGAGTTCAAGC 
CTCACATTGGGCA 
>Ailuropoda_melanoleuca_GL193562.1.trna6-LysCTT (196759-196831)  Lys (CTT) 73 bp  Sc: 56.84 
GCCTAGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTCATGAGTTGAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192479.1.trna211-LysCTT (625470-625398)  Lys (CTT) 73 bp  Sc: 56.86 
ACCTGGTTGGCTCAGTTGGTACAGCATGAGACTCTTAATCTCAGGGTTGTGAGTTCGAGC 
CCCACATTGAGTA 
>Ailuropoda_melanoleuca_GL193802.1.trna4-LysCTT (425479-425551)  Lys (CTT) 73 bp  Sc: 56.99 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193246.1.trna80-LysCTT (106282-106210)  Lys (CTT) 73 bp  Sc: 57.02 
ACCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGATG 
>Ailuropoda_melanoleuca_GL194686.1.trna15-LysCTT (26298-26226)  Lys (CTT) 73 bp  Sc: 57.04 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193203.1.trna52-LysCTT (547265-547193)  Lys (CTT) 73 bp  Sc: 57.10 
GCCTGACTGGCTCAGTCGGTAGAGCGTGTGACTCTTGATCTCGAGGTCATGAATTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193007.1.trna37-LysCTT (190894-190822)  Lys (CTT) 73 bp  Sc: 57.13 
ACCTGGCTGGCTCAGTCGGTAAAGTGTGTGACTCTTGATCTCAAGGTCATGAGTTCAAGA 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192502.1.trna83-LysCTT (1237424-1237352)  Lys (CTT) 73 bp  Sc: 57.19 
GCCTGGCTGGCTCAGTTGGTGGAGCATGCGACTCTTGATCTCAAGGTTGTGGGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193617.1.trna23-LysCTT (353366-353294)  Lys (CTT) 73 bp  Sc: 57.21 
ACCTGGCTGGCTCAGCTGGTAGAGCATGCGACTCTTGATCTCAGGGTCTTGAGTTCGAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193563.1.trna68-LysCTT (32003-31931)  Lys (CTT) 73 bp  Sc: 57.24 
GCCTGGCTGGCTCAGTGGGTAGAGCATGCAACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL192939.1.trna33-LysCTT (858174-858246)  Lys (CTT) 73 bp  Sc: 57.26 
GCCTGGCTGGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTTGAGT 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192451.1.trna60-LysCTT (2350999-2351071)  Lys (CTT) 73 bp  Sc: 57.28 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192351.1.trna257-LysCTT (2224130-2224058)  Lys (CTT) 73 bp  Sc: 57.30 
TCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 



>Ailuropoda_melanoleuca_GL193581.1.trna60-LysCTT (1652-1580)  Lys (CTT) 73 bp  Sc: 57.31 
ACCTGACTGGCTCAGTTGGAAGAGTATGTGATTCTTGATCTCAGGGTCATGAGTTCGAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192339.1.trna371-LysCTT (2622038-2621966)  Lys (CTT) 73 bp  Sc: 57.31 
ACCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192357.1.trna125-LysCTT (3478007-3478079)  Lys (CTT) 73 bp  Sc: 57.33 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192660.1.trna91-LysCTT (1159085-1159013)  Lys (CTT) 73 bp  Sc: 57.34 
GCCTGGCTGGCTCAGTTGGCAGATCACGAGACTCTTGATCTCGGGGTTGTGGGTTTGAGC 
CCCACGCCGGGTG 
>Ailuropoda_melanoleuca_GL192682.1.trna90-LysCTT (494436-494364)  Lys (CTT) 73 bp  Sc: 57.52 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGATCGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193485.1.trna31-LysCTT (514452-514524)  Lys (CTT) 73 bp  Sc: 57.55 
GCCTGGCTGGCTCAGTCGGTAGAACATGTGACTCTTAATCTCAGGGTCATGAGTTCCAGC 
CTCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192825.1.trna76-LysCTT (618361-618289)  Lys (CTT) 73 bp  Sc: 57.55 
ACCTGGCTGGCTCAGTTGGTAGAGCCTGTGACTCTTGATCTCAAGGTCATGAGTTCAAGC 
CCCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL192351.1.trna187-LysCTT (4237125-4237053)  Lys (CTT) 73 bp  Sc: 57.56 
GCCTGGCTGGCTTAGTTGGTAAAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CTCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193141.1.trna5-LysCTT (189864-189936)  Lys (CTT) 73 bp  Sc: 57.59 
ACCTGGATGGCTCACTCGGTAGAGCATGAGACTCTTGATCTCAGAGTCATGGGTTCAAGC 
CCCATGCTAGGTG 
>Ailuropoda_melanoleuca_GL192542.1.trna82-LysCTT (247843-247771)  Lys (CTT) 73 bp  Sc: 57.62 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTAATCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192791.1.trna44-LysCTT (1120893-1120965)  Lys (CTT) 73 bp  Sc: 57.64 
GCCTGGCTGGCTCACTTGGTAGAGCATGTGACTCTTGATCTTGGGGTCGTGAGTTCAATT 
CTCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193619.1.trna5-LysCTT (116193-116265)  Lys (CTT) 73 bp  Sc: 57.78 
GCCTGACTGGCTCAGTTGGTAGAGCACATGACTCTTGATCTTGAGGCTGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192595.1.trna67-LysCTT (917842-917770)  Lys (CTT) 73 bp  Sc: 57.84 
GCCTAGCTGGCTCAGTCGGTAGAGCACGAGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL193472.1.trna6-LysCTT (321922-321994)  Lys (CTT) 73 bp  Sc: 57.89 
ACCTGGCTGGCTCAGTTGATACAGCATAAGACTCTTGATCTTGGGGTCGTGGGTTCAAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193845.1.trna23-LysCTT (377319-377247)  Lys (CTT) 73 bp  Sc: 57.91 
GCCTGGTTGGTTCAGTCAGTAGAACATGTGACTCTTGATCTCAGGATCCTGAGTTCGAGC 
CCCAGATTGGGCG 
>Ailuropoda_melanoleuca_GL192723.1.trna112-LysCTT (598556-598484)  Lys (CTT) 73 bp  Sc: 57.97 
GCCTGGCTGGCTCAGTGGGTAGAGCATGTGACTCTTGATCTCAGAGTCATGGGTTTAAGC 
CCCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL192350.1.trna204-LysCTT (3133351-3133279)  Lys (CTT) 73 bp  Sc: 58.02 
ACCTGGCTGGTTCAGTCGGTAGAGCTTGAGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192563.1.trna42-LysCTT (1093336-1093408)  Lys (CTT) 73 bp  Sc: 58.16 
ACCCGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCACAGAGTCATGAGTTCAAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192626.1.trna48-LysCTT (921133-921205)  Lys (CTT) 73 bp  Sc: 58.20 
GCCTGGCTGGCTCAGTTGGTAGAGCCTGTGACTCTTGATTTCGGGGTCATGGGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193071.1.trna7-LysCTT (278802-278874)  Lys (CTT) 73 bp  Sc: 58.31 
ACCTGGCTAGCTCAGTTGGTAGAGCATGAAACTCTTGATCTCAGGGTCGTGAGTTCGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192424.1.trna8-LysCTT (431473-431545)  Lys (CTT) 73 bp  Sc: 58.31 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCGAAA 
CTCACATTGGGTG 
>Ailuropoda_melanoleuca_GL194160.1.trna19-LysCTT (9005-8933)  Lys (CTT) 73 bp  Sc: 58.49 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192531.1.trna41-LysCTT (1848585-1848657)  Lys (CTT) 73 bp  Sc: 58.54 



ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCCCAGGGTTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193433.1.trna12-LysCTT (492082-492154)  Lys (CTT) 73 bp  Sc: 58.54 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCCCAGGGTCCTGTGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192571.1.trna15-LysCTT (789301-789373)  Lys (CTT) 73 bp  Sc: 58.70 
ACCTGGCTGGCTCAGTCAGAAGAGCATGAGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192360.1.trna100-LysCTT (1725846-1725918)  Lys (CTT) 73 bp  Sc: 58.83 
GCCTGGCTGGCTCAGTGGGTAGAGCGTGCGACTCTTGATCTCAGGGTTGTGGTTTCGAGC 
CCCACACTGGGCG 
>Ailuropoda_melanoleuca_GL193724.1.trna37-LysCTT (1404-1332)  Lys (CTT) 73 bp  Sc: 58.88 
GCCTGGCTGGCTCAGTGGGTAGAGCACATGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192423.1.trna23-LysCTT (901061-901133)  Lys (CTT) 73 bp  Sc: 59.00 
GCCTGACTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193063.1.trna25-LysCTT (505140-505068)  Lys (CTT) 73 bp  Sc: 59.09 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTAGGTTCGAGT 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193485.1.trna21-LysCTT (472195-472267)  Lys (CTT) 73 bp  Sc: 59.13 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTAATCTCAGGGTCAGGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192906.1.trna46-LysCTT (999483-999555)  Lys (CTT) 73 bp  Sc: 59.14 
GCCTGGCTGGCTTAGTTGGTAGAGCATGAGACTCTTGATCACAGGGTCTTGAGTTCAAGC 
CTCACACTGGGCA 
>Ailuropoda_melanoleuca_GL193091.1.trna26-LysCTT (726924-726852)  Lys (CTT) 73 bp  Sc: 59.21 
ACCTGGCTGGCTCAGTCGGTAAAGTATGTGACTCTTGATCTCAAGGTTGTGGGTTCGAGC 
CCCAGGCTGGGTG 
>Ailuropoda_melanoleuca_GL192356.1.trna395-LysCTT (860449-860377)  Lys (CTT) 73 bp  Sc: 59.23 
GCCTGGCTGGCTCAGTTCGTAGAGCATGAGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGCC 
>Ailuropoda_melanoleuca_GL193863.1.trna1-LysCTT (61451-61523)  Lys (CTT) 73 bp  Sc: 59.30 
ACCTGGCTGGCTCGGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGAGTTCAAGC 
CCCACGCTGGGCA 
>Ailuropoda_melanoleuca_GL192757.1.trna29-LysCTT (1303406-1303334)  Lys (CTT) 73 bp  Sc: 59.38 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAAGGTTGTGGGTTTGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192447.1.trna31-LysCTT (1309160-1309232)  Lys (CTT) 73 bp  Sc: 59.42 
ACCTGGCTGGCTTAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193177.1.trna50-LysCTT (262454-262382)  Lys (CTT) 73 bp  Sc: 59.50 
ACCTGGCTAGCTCAGTTGGTAGAGCTTTAGACTCTTGATCTCGAAGTTGTGGGTTCGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192511.1.trna12-LysCTT (611075-611147)  Lys (CTT) 73 bp  Sc: 59.54 
TCCTGGTTAGTTCAGTCAGTAGAACATGAGACTCTTAATCTCAGGGTCGTGAGTTCAAGT 
CCCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192356.1.trna160-LysCTT (3095397-3095469)  Lys (CTT) 73 bp  Sc: 59.57 
ACCTGGCTGGCTCAGCTGGTAGAGCACGAGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL193062.1.trna47-LysCTT (110610-110538)  Lys (CTT) 73 bp  Sc: 59.61 
GCCTGGCTGGCTCAGTGGGTAAAGCGTGAGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL194476.1.trna1-LysCTT (14384-14456)  Lys (CTT) 73 bp  Sc: 59.64 
GCCAGGCTGGCTCAGTTGGTAGAGCGTGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192382.1.trna82-LysCTT (2753370-2753442)  Lys (CTT) 73 bp  Sc: 59.89 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTGAGGATTATGGGTTCAAAT 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192476.1.trna8-LysCTT (375097-375169)  Lys (CTT) 73 bp  Sc: 59.97 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCGTGGTCGTGAGTTCAAGC 
CTCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL192360.1.trna50-LysCTT (909104-909176)  Lys (CTT) 73 bp  Sc: 60.07 
GCCTGGCTGGCTCAATTGGTAGAGCATGAGACTCTTGATTTCGGGGTCATGAGTTCAAGC 
CCCATGCTGGGCA 
>Ailuropoda_melanoleuca_GL192356.1.trna297-LysCTT (3239330-3239258)  Lys (CTT) 73 bp  Sc: 60.12 
GCCTAGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGTGTCATGAGTTCAAGC 



CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193145.1.trna6-LysCTT (352708-352780)  Lys (CTT) 73 bp  Sc: 60.22 
TCCTGGTTGGCTCAGTTGGTAGAGCATGTGACTCTTATTCTCATGGTTGTGAGTTCAAGC 
CCCACATCAGGTG 
>Ailuropoda_melanoleuca_GL192718.1.trna15-LysCTT (310687-310759)  Lys (CTT) 73 bp  Sc: 60.39 
ACCTGACTGGCTCAGTCGGTAGAGCATGTGACTCTTAATCTCAGGGTTGTGGGTTCAAGC 
CCCAGGTTGGGTG 
>Ailuropoda_melanoleuca_GL192364.1.trna237-LysCTT (364417-364345)  Lys (CTT) 73 bp  Sc: 60.60 
GCCTGGCTGGCTTAGTTGGTAGAGCACGTGACTCTTGATCTTGAGGTTGTGAGATCGAGC 
CTCACACTGGGCA 
>Ailuropoda_melanoleuca_GL192830.1.trna19-LysCTT (906171-906243)  Lys (CTT) 73 bp  Sc: 60.82 
GCCTGGCTGGCTCAGTCAGTAGAGCATATGACTCTTGATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTCGGGCA 
>Ailuropoda_melanoleuca_GL192342.1.trna42-LysCTT (1354975-1355047)  Lys (CTT) 73 bp  Sc: 60.99 
GCCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCACACTAGGCG 
>Ailuropoda_melanoleuca_GL192432.1.trna51-LysCTT (2488203-2488275)  Lys (CTT) 73 bp  Sc: 61.10 
GCCTGGCTGGCTCAGTCGGTAGAGCGTGTGATTCTTAATCTCAGGATTGTGAGTTCAAAC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL196082.1.trna1-LysCTT (4270-4342)  Lys (CTT) 73 bp  Sc: 61.12 
GCCTGGCTGGCTCAGTCAGTAGAGCACACGACTCTTAATCGTGGGGTTGTGAGTTCAAGC 
CACACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192440.1.trna200-LysCTT (687287-687215)  Lys (CTT) 73 bp  Sc: 61.20 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192365.1.trna128-LysCTT (2395133-2395061)  Lys (CTT) 73 bp  Sc: 61.28 
GCCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192368.1.trna53-LysCTT (1958455-1958527)  Lys (CTT) 73 bp  Sc: 61.28 
GCCTGGCTGGCTCAGTTGGTAGAGTGTGTGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192439.1.trna51-LysCTT (1087652-1087724)  Lys (CTT) 73 bp  Sc: 61.39 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACTTTGGGCA 
>Ailuropoda_melanoleuca_GL192536.1.trna97-LysCTT (932359-932287)  Lys (CTT) 73 bp  Sc: 61.45 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192497.1.trna13-LysCTT (377255-377327)  Lys (CTT) 73 bp  Sc: 61.51 
ACCTGGTGGGCTCAGTTGGTAGAGCGTGAGATTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCACATCAGGTG 
>Ailuropoda_melanoleuca_GL194632.1.trna2-LysCTT (88934-89006)  Lys (CTT) 73 bp  Sc: 61.55 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCTTGATCTCGGGGTCATGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192483.1.trna75-LysCTT (2309632-2309704)  Lys (CTT) 73 bp  Sc: 61.62 
GCCTGGCTGGCTCAGTCGGTAGAGCGTGGGACTCTTGATCTCAGAGTCATGAGTTCAAAC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL192400.1.trna73-LysCTT (2145437-2145365)  Lys (CTT) 73 bp  Sc: 61.67 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTCATGAGTTCGAGT 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL193590.1.trna22-LysCTT (562966-562894)  Lys (CTT) 73 bp  Sc: 61.95 
ACCTGGCTGGCTCAGTTGGTAGAGTATGGGACTCTTAATCTCAGGGTCGTGAGTTCAAGC 
CTCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192681.1.trna33-LysCTT (1037785-1037857)  Lys (CTT) 73 bp  Sc: 62.33 
GCCCAGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192618.1.trna79-LysCTT (1651823-1651895)  Lys (CTT) 73 bp  Sc: 62.56 
ACCTGGCTGGCTCAGTTGGAATAGCATGAGACTCTTGATCTCGGGGTCGTGGGTTCGAGT 
CCCACACTGGGTG 
>Ailuropoda_melanoleuca_GL192405.1.trna135-LysCTT (2672718-2672646)  Lys (CTT) 73 bp  Sc: 63.15 
GCCTGGCTGGCTCAGTTGGTAAAGCGTGAGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGACA 
>Ailuropoda_melanoleuca_GL194658.1.trna3-LysCTT (115411-115483)  Lys (CTT) 73 bp  Sc: 63.22 
GCCTGGCTGGCTCAGTGGGTAGAGCACGCGACTCTTGATCTCGGGGTCGTGAGTTCAAGC 
CTCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192382.1.trna65-LysCTT (2474866-2474938)  Lys (CTT) 73 bp  Sc: 64.00 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 



>Ailuropoda_melanoleuca_GL192725.1.trna30-LysCTT (1338799-1338871)  Lys (CTT) 73 bp  Sc: 64.36 
GCCTGGCTGGCTCAGTTGGTAGAACATGTGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193397.1.trna2-LysCTT (133852-133924)  Lys (CTT) 73 bp  Sc: 64.66 
GCCTGGCTGGCTCAGTTGGTAGAGTATGTGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192383.1.trna103-LysCTT (3679712-3679784)  Lys (CTT) 73 bp  Sc: 67.71 
GCCTGGCTGGCTCAGTGGGAAGAGCATGCGACTCTTGATCGCAGGGTCGTGAGTTCGAGC 
CCCACGTCGGGCA 
>Ailuropoda_melanoleuca_GL193160.1.trna37-LysCTT (834909-834981)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193204.1.trna12-LysCTT (74960-75032)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193204.1.trna5-LysCTT (50269-50341)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193204.1.trna76-LysCTT (47023-46951)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193204.1.trna77-LysCTT (42651-42579)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL193204.1.trna9-LysCTT (65847-65919)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL194901.1.trna14-LysCTT (85635-85563)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL194954.1.trna13-LysCTT (85956-85884)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL194954.1.trna5-LysCTT (76903-76975)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL192352.1.trna239-LysCTT (1517025-1516953)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL192987.1.trna35-LysCTT (528919-528847)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL192944.1.trna15-LysCTT (1106404-1106314)  Lys (CTT) 91 bp  Sc: 40.34 
GCCTGGGTGGCTGAGTCGGTTAAGTGTCTGACTCTTGGTTTCAGCTCAGGTCTCGATCTC 
AGGGTCATGAGTTCAAGCCTCATACTGGGCT 
>Ailuropoda_melanoleuca_GL192360.1.trna247-LysCTT (1286283-1286192)  Lys (CTT) 92 bp  Sc: 30.86 
GCCTGGGTGGCTCAGTTGGTTAAGCATCCAACTCTTAGTTTGGGCTCAGGTGCTGATCTC 
ACAAGTTGTGGGATCAAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL195009.1.trna1-LysCTT (13621-13711)  Lys (CTT) 91 bp  Sc: 34.84 
GCCTGGGTGGCTCAGCTGGTTAAGCTTCTGACTCTTGGTTTTGGCTCAGGTCATGATTTC 
AGGATCATGGGATCAAGCCCCGTGCCAGGCT 
>Ailuropoda_melanoleuca_GL193091.1.trna8-LysCTT (160628-160718)  Lys (CTT) 91 bp  Sc: 42.38 
GCCTGGCTGGCTCAGTCGGCGGAGTGTCTGACTCTTGATTTCGGCTCAGGTCATGATCTC 
AGGGTCGTGGGATCGAGCCCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL192514.1.trna38-LysCTT (1637253-1637343)  Lys (CTT) 91 bp  Sc: 30.86 
GCCTAGGTGGCTGAGTCGGTTAAGCATCCGACTCTTGATCTCGGCTCAGATAGTGATCTC 
AGGGTCATGGGGTCAAGCCCCATGTTGGGTT 
>Ailuropoda_melanoleuca_GL192389.1.trna134-LysCTT (16458-16369)  Lys (CTT) 90 bp  Sc: 28.34 
TTCTGGGTAGCTCAGTTGGTTGAGCGTTCAACTCTTGATTTGGCCCAGGTCATGATCTCA 
GGGTTGTGGGATTGAGCCCCACATCAGAAT 
>Ailuropoda_melanoleuca_GL192868.1.trna50-LysCTT (181644-181553)  Lys (CTT) 92 bp  Sc: 35.05 
GCCTGGGTAGCTCAGTTGGTTGAGCATTGAACTCTTGGTTTTGGCTCAGGTCATGATCTC 
CTGAATTGTGGGATCAAACCCCACATTGGGCT 
>Ailuropoda_melanoleuca_GL192549.1.trna85-LysCTT (1959510-1959420)  Lys (CTT) 91 bp  Sc: 27.49 
GCCTGGTTGGCTCAGTGGGTTAAGCATCTGAGTCTTGATTTCGGCTCAGGTAATGATCTC 
AGGGGCATGGGATCGAGCCCCACGTCGGGCT 
>Ailuropoda_melanoleuca_GL192969.1.trna12-LysCTT (201925-202015)  Lys (CTT) 91 bp  Sc: 35.05 



GCCTGGGTGGCTCAGTCAGTTTAGCGTCTGACTCTTGACTTCAGCTCAGGTCTTGACTTC 
AGGGTTGTGGGTTCAAGCCCCACGCTGGGCT 
>Ailuropoda_melanoleuca_GL192412.1.trna6-LysCTT (202097-202187)  Lys (CTT) 91 bp  Sc: 38.84 
GCCTGGTTGGCTCAGTCGGTTAAGCGGCTGACTCTTGGTTTCAGCTCAGATGATGATCTC 
AGTGTCATGGGATCGAGCCCCACACTGGGTT 
>Ailuropoda_melanoleuca_GL192430.1.trna66-LysCTT (2254803-2254891)  Lys (CTT) 89 bp  Sc: 31.07 
GTCTGGGTGGCTCAGTTGGTTAAGCACACGACTCTTGTTCAGCTGGGGTCATGATTGTGG 
CGTTATGGGATCGAGCCCCATGTTGGGCC 
>Ailuropoda_melanoleuca_GL194148.1.trna9-LysCTT (233775-233685)  Lys (CTT) 91 bp  Sc: 32.61 
GCCTGGGTGGCTTAGTTGGTTGGGCATCGGACTCTTGATTTCGGCTCAGGTCCTGGTCTC 
AGGGTTGTGGGATCAAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192370.1.trna62-LysCTT (2395183-2395275)  Lys (CTT) 93 bp  Sc: 39.52 
GCCTGGGTGGCTCAGTTGGTTGAGTGTCAGACTCTTGATTTCGGCTCAGGTCATGATTTC 
TCAGGGTCTTGGGATGGAGCCCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL192425.1.trna135-LysCTT (2457330-2457240)  Lys (CTT) 91 bp  Sc: 38.77 
ACCTGGCTGGCTCAGTTGGTTGAGTGTCCGACTCTTGGTTTTGGCTCTGGTCATGATCTC 
GGGGTTGTGGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192806.1.trna48-LysCTT (263696-263606)  Lys (CTT) 91 bp  Sc: 33.86 
GCCTGGGTGGCTCAGTGGGCTAAGCATCTGACTCTTGGTTTTGGCTCAGGTTGTGATCTC 
GCAGTCATGGGATCGAGCCCCATGTCGGGTT 
>Ailuropoda_melanoleuca_GL193064.1.trna24-LysCTT (26418-26328)  Lys (CTT) 91 bp  Sc: 27.04 
ACCTGGGTGGCTCAGTTAGTTAAGTGTCTGACTCTTGATTTCAGCTCAGTTCACGATCTC 
AGGGTGGTGGGATCAAACCCCACATCAGGTT 
>Ailuropoda_melanoleuca_GL192388.1.trna65-LysCTT (2642183-2642272)  Lys (CTT) 90 bp  Sc: 38.50 
GCCTGGGTGGCTCAGTGGGTTAAGCGGTGACTCTTGGTTTCAGCTCAGGTCATGATCTCA 
GGGTCGTGGGATCGAGCCCCGCCTCGGGCT 
>Ailuropoda_melanoleuca_GL194126.1.trna2-LysCTT (282289-282379)  Lys (CTT) 91 bp  Sc: 42.05 
GCCTGGGTGGCTCAGTTGGTTGAGCATCTGACTCTTAATTTCACCTCAGGTCTTGATCTC 
AGGGTTGTGGGATCAAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL193873.1.trna3-LysCTT (30786-30866)  Lys (CTT) 81 bp  Sc: 53.66 
ACCTGGCTGGCTCAGTCGGTAGAGCATGCGACTCTTGAGCTCTTGATCGTAGGGTTGTGA 
GTTCGAGCCCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192361.1.trna65-LysCTT (3421868-3421959)  Lys (CTT) 92 bp  Sc: 44.96 
GCCTGGCTGGCTCAGTTGGTTGAGCGCCTGACTCTTGATTTGGGCTCAGGTTGTGATCTC 
ATGAGTCATGAGATCGAGCCCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192992.1.trna8-LysCTT (365391-365481)  Lys (CTT) 91 bp  Sc: 34.25 
GCCTGGGTGGCTCAGCTGGTTGAGCATCTAACTCTTGATTTCAGCTCAGGTCATGATCTC 
AGAGTCATGGGATCGAGCCCCGTGTCGGGCT 
>Ailuropoda_melanoleuca_GL192373.1.trna75-LysCTT (3805852-3805762)  Lys (CTT) 91 bp  Sc: 37.64 
GCCTGGGTGGCTCAGTTGGTTAAGCATAGGACTCTTGATTTCAGCTCAGGTCATGATCTC 
AGGAGCATGGGATCGAACCCCAACTCAGGCT 
>Ailuropoda_melanoleuca_GL194281.1.trna35-LysCTT (38103-37981)  Lys (CTT) 123 bp  Sc: 48.74 
GCCTGGGTGGCTCAGTTGGTTAAGCGTCTGACTCTTGATTTCAAAGACTTTCAAGAGTCT 
TTCTGACTCTTGATACCTGAGGTCATGATCTCAGAGTTGTGGGATCGAGTCCCACCTTGG 
GCT 
>Ailuropoda_melanoleuca_GL192340.1.trna147-LysCTT (3848165-3848256)  Lys (CTT) 92 bp  Sc: 27.69 
GCCTAGGTGGCTCAGTAGGTTGAGTGTCTTGACTCTTAATTTCAGCTCAGGCCATGATCT 
CAGGATTGTGGGATCAAGCCCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL192355.1.trna136-LysCTT (4086861-4086951)  Lys (CTT) 91 bp  Sc: 43.24 
GCCTGGATGGCTCAGTTGGTTGAGTGTCGGACTCTTGATTTCAGCTCAGGTAGTGATCTC 
AGGGTCGTGGGATGGATTCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192954.1.trna32-LysCTT (408769-408680)  Lys (CTT) 90 bp  Sc: 39.76 
GCCTGGATGGCTCAGTCGGTTAAGCATCAGACTCTTGATTTGGCTCAAGTTGTGATCTCA 
GGGTTGTGGGATCAAGCCCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192383.1.trna203-LysCTT (414798-414708)  Lys (CTT) 91 bp  Sc: 33.46 
GCCTGGGTGGCTTACTTGGTTGAGCATCTGACTCTTGATTTCAGCTCAGGTCATGATCTG 
GGGATCTTAGGATCAAGCCCTACTTCAGGCT 
>Ailuropoda_melanoleuca_GL192351.1.trna143-LysCTT (4150297-4150388)  Lys (CTT) 92 bp  Sc: 33.37 
GCCTGGGTGGCTCAGTCGGTTGAGCGTCCAACTCTTGGTTTCGGCTCAGGTCATGATCTC 
GGGGGGAGTGGGATCCAGCCCCACACTGGGCT 
>Ailuropoda_melanoleuca_GL194786.1.trna1-LysCTT (4659-4747)  Lys (CTT) 89 bp  Sc: 28.35 
GCCTGGGTGGCTCAGTCAGTTAAGCTTCTGACTCTTGGTTCGGGCAGGTCATGGTCTCAG 
GGTCGTGGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL193612.1.trna21-LysCTT (474158-474249)  Lys (CTT) 92 bp  Sc: 37.76 
GCCTGGGTGGCTCAGTTGGTTGAGCATCAGACTCTTGGTTTCCGCTTGGGTCGTGATCTT 
GGGGGTCGCGGGATCCAGCCCCGCATCAGGCT 
>Ailuropoda_melanoleuca_GL192997.1.trna27-LysCTT (489295-489205)  Lys (CTT) 91 bp  Sc: 39.77 



GCCTGGGTGGCTCAGCTGGTTGAGCATCTGACTCTTGATTTTGGCTCAGGTCATGATCTC 
AGGGTTGTGAGATCGAGCCTCACATCAGGCT 
>Ailuropoda_melanoleuca_GL193444.1.trna10-LysCTT (497269-497359)  Lys (CTT) 91 bp  Sc: 37.21 
GCCTGGGTAGCTCAGTTGGTTGAGCATAAAACTCTTGATTTTGCCTGAGGTCATGATCTC 
AAGGTCATGGGATCCAGCCCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL193485.1.trna52-LysCTT (515076-514986)  Lys (CTT) 91 bp  Sc: 38.74 
GCCTGGGTAGCTCAGTTGGTTAAGTGTCTGACTCTTGATTTCAGCTCAGATCGTGATCTC 
AGGGTTGTGAGATCAAGTCTCACGTCGGGCT 
>Ailuropoda_melanoleuca_GL192547.1.trna73-LysCTT (533356-533252)  Lys (CTT) 105 bp  Sc: 38.72 
GCCTGGGTGGCTCAGTCGGTTAAGCACCCGACTCTTGATCTCAGCTCAGGTCGTGATCTC 
GGGGTCATGGTCTCAGGATCGTGAGTTCAAGCCCCACCTTGGGCT 
>Ailuropoda_melanoleuca_GL192856.1.trna43-LysCTT (58261-58172)  Lys (CTT) 90 bp  Sc: 32.15 
GCCTAGGTGGCTCAGTCGGTTAAGCATCTGACTCTTGGTTCAGCTCAGGTCATGTTCTTG 
CATTTGTGGGATCAAGCCCCACATTGGGCT 
>Ailuropoda_melanoleuca_GL194202.1.trna10-LysCTT (61446-61356)  Lys (CTT) 91 bp  Sc: 35.32 
GCCTGGATGGCTCAGTTGGTTAAGCCTCTGATTCTTGGTTTCGGCTCAGGTCATGAACTC 
AGGGTGGTGGGATCAAGCCCCACTTCAGGCT 
>Ailuropoda_melanoleuca_GL193192.1.trna55-LysCTT (646782-646691)  Lys (CTT) 92 bp  Sc: 39.22 
GCCCAGGTGGCTCAGTCGGTTAAGCATTTGACTCTTGATCTTAGCTCAGGTCTCAAATCT 
CTGGGTCGTGGGTTAAAGTCCCATGTTGGGCT 
>Ailuropoda_melanoleuca_GL192836.1.trna12-LysCTT (712651-712741)  Lys (CTT) 91 bp  Sc: 36.77 
GCCTGGGTAGCTCAGTTGGTTAAGCATCTGACTCTTGGTTTTGGCTCAGGTCACGAACTC 
AGGGTTATGGGATCGAGCCCCATGCCAGGCT 
>Ailuropoda_melanoleuca_GL192870.1.trna37-LysCTT (798010-798100)  Lys (CTT) 91 bp  Sc: 36.04 
GCCTGGGTGGCTCAGTTGGTTAAGCCTCCGACCCTTGATTTTAGCTCAGGTCATGATCTC 
AGGGACGTGGGATCGAGCCCCACCTTGGGCT 
>Ailuropoda_melanoleuca_GL193999.1.trna1-LysCTT (82345-82435)  Lys (CTT) 91 bp  Sc: 27.93 
ACCTGGGTGGCTCAGTTGGTTAAGTATCTGACTCTTGATTTTGGCTCAGGTCATGATCTC 
AGGATTGTGGGATCAAGGCCCACATCAGGTT 
>Ailuropoda_melanoleuca_GL192682.1.trna75-LysCTT (835453-835363)  Lys (CTT) 91 bp  Sc: 36.13 
GCCTGGCTGGCTCAGTCGGTTGAGCGTCCAACTCTTGATCTTGGCTCAGGTTTTGATCTC 
ATGGTGGTGAGTTCGAGCCCCACGTTGGGCT 
>Ailuropoda_melanoleuca_GL192353.1.trna16-LysCTT (875386-875475)  Lys (CTT) 90 bp  Sc: 29.44 
GCCTGGATGGCTCAGTCAGTAAGTGTCTGACTCTTGATTTTGGCTCAGATCATGACCTCA 
GGGTGCTGGGATCGAGCCCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL193154.1.trna31-LysCTT (924877-924786)  Lys (CTT) 92 bp  Sc: 27.51 
GCCTGAGTGGCTCAGTCGGCTAAGCATCTGACTCTTGGTTTCGGCTCAGGTCACAATCTC 
ATGGGTGGTGGGATCGAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192443.1.trna17-LysCTT (950428-950518)  Lys (CTT) 91 bp  Sc: 38.54 
GCCTGGCTGGCTCAGTTGGTTAAGCATCTGACTCTTGGTTTCGGCTCAGGTCATGATCTC 
AGGGTCCTGGGATCAAGCCCCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192508.1.trna37-LysCTT (954885-954979)  Lys (CTT) 95 bp  Sc: 38.99 
GCCTGGGTGGCTCAGTTGGTTGAGCTTCTGACTCTTGATTTTGACTCAGGTCATGATCTC 
ACTCAGGGTCATGAGATCGAGACTCATGTCAGGCT 
>Ailuropoda_melanoleuca_GL192831.1.trna27-LysTTT (545177-545105)  Lys (TTT) 73 bp  Sc: 28.13 
ACCTGGCTGGCTCAGTTGCTAGAGCATGCAGCTTTTGATTTCAGGGTTGTGAGTTTAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193022.1.trna60-LysTTT (1031276-1031204)  Lys (TTT) 73 bp  Sc: 30.16 
GCCTGACTGGCTCAGTAGGTGGAGCGTGCAACTTTTGATTTTGGGGTTGTGGGTTTGAAC 
CCCACGTTGTGTG 
>Ailuropoda_melanoleuca_GL193257.1.trna3-LysTTT (76760-76832)  Lys (TTT) 73 bp  Sc: 30.22 
ATTTGGCTGGCTCAGTCAGTACAGCATGGGATTTTTGATCTTGCGGTCATGAGTTCAAGC 
CCCATGTTGGATA 
>Ailuropoda_melanoleuca_GL193182.1.trna17-LysTTT (414213-414284)  Lys (TTT) 72 bp  Sc: 30.25 
ACCTGGCTGGCTCAGCCAGTACAGCATGTGACTTTTGATCTTGGGTTGTGAGTTCAAGCC 
CCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192471.1.trna96-LysTTT (95370-95298)  Lys (TTT) 73 bp  Sc: 31.73 
ACTGGGCTGGCTCAGTTGGTGGAGCATGCGACTTTTGATTTTAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192359.1.trna179-LysTTT (3484397-3484325)  Lys (TTT) 73 bp  Sc: 32.96 
GCCTGGCTAGCTCACTTGGTGGAGCTTATGACTTTTGATCTTGGGGCTGTGAGTTCGAGC 
CCCATGTTGGGTT 
>Ailuropoda_melanoleuca_GL192521.1.trna48-LysTTT (1540280-1540208)  Lys (TTT) 73 bp  Sc: 34.20 
GCCTGGCTGGCTTGGTTGGTGGAGCTTGTGATTTTTGGTCTTGGGGTTGTGGGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192688.1.trna21-LysTTT (876241-876313)  Lys (TTT) 73 bp  Sc: 34.28 
TTCTGGCTGGCTTAGTCAGCGGAGCATGTGACTTTTGATCTCAGGGTTGTGGGTTCAAGC 



CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192870.1.trna43-LysTTT (857645-857717)  Lys (TTT) 73 bp  Sc: 35.33 
ACCTGGCTGGCTCAGTCAGTGGAGCGTGTGACCTTTGATCTCGGGGTCGTGGGTTCAAGC 
CTCGTGTTGGGTG 
>Ailuropoda_melanoleuca_GL192924.1.trna74-LysTTT (1179198-1179270)  Lys (TTT) 73 bp  Sc: 35.72 
ACCTGACTGGCTCAGTTGGTGGAGCATACGACTTTTGATCTTGGGGTGGTGAGTTTGAGA 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192556.1.trna81-LysTTT (477497-477425)  Lys (TTT) 73 bp  Sc: 35.94 
ATCTGATTGGCTCAGTTGGTGGAGTGTGTGACTTTTGATCTCGGGATTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193249.1.trna34-LysTTT (797839-797767)  Lys (TTT) 73 bp  Sc: 37.76 
ACCTGGCTAGCTCAGTCAGAAGAGTGTGTGACTTTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192489.1.trna125-LysTTT (1658292-1658220)  Lys (TTT) 73 bp  Sc: 38.99 
GCCTGGTTGGCTCAGTTATTAGAGCTTGAGACTTTTGATATCGGGGTCGTGAGTTCAACC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL193447.1.trna24-LysTTT (609067-609139)  Lys (TTT) 73 bp  Sc: 40.63 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTTTTGATTTCAGGGTTGTGAGTGCAAGC 
CCCGTGTTGGGTA 
>Ailuropoda_melanoleuca_GL192405.1.trna159-LysTTT (1997615-1997543)  Lys (TTT) 73 bp  Sc: 42.03 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTTTTGATCTCAGGGTGGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194909.1.trna6-LysTTT (108176-108248)  Lys (TTT) 73 bp  Sc: 42.47 
ACCTGGTTGGCTTAGTCAGTGGAGCATGAGACTTTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL193649.1.trna4-LysTTT (212994-213066)  Lys (TTT) 73 bp  Sc: 43.05 
ACCTGGCTGGCTCAGTCAGTATAGCATGTGACTTTTGATCTCGGGGTTGTGAGTTCAAGC 
CCCACGCTGGGTG 
>Ailuropoda_melanoleuca_GL192489.1.trna67-LysTTT (1883107-1883179)  Lys (TTT) 73 bp  Sc: 43.49 
GCCTGACTGGCTCAGTCAGTGGAGCATGTGACTTTTGATCGCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCC 
>Ailuropoda_melanoleuca_GL194507.1.trna9-LysTTT (18222-18150)  Lys (TTT) 73 bp  Sc: 44.23 
GCCTGGCTGGCTCAATCAGTGGAGCACATGACTTTTGATCCTGGGGTTGTGGGTTCGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL192349.1.trna62-LysTTT (2027453-2027525)  Lys (TTT) 73 bp  Sc: 44.25 
ACCTGACTAGCTCAGTTGGAAGAGCATGTGACTTTTGATCTTGGGGTTGTGAGTTTGAGC 
CTCACATTGGGTA 
>Ailuropoda_melanoleuca_GL192426.1.trna70-LysTTT (2883775-2883847)  Lys (TTT) 73 bp  Sc: 44.34 
ACCCGGCTGGCTCAGTTGGTGAAGCACGTGACTTTTGATCTCGGAGTTGTGGGTTCAAGG 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192810.1.trna67-LysTTT (1204908-1204836)  Lys (TTT) 73 bp  Sc: 44.38 
ACCTGGCTGGCTCAGTCAGAAGAGCATGGGATTTTTGATCTCGGGGTCATGAGTTCGAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL192588.1.trna116-LysTTT (1506922-1506850)  Lys (TTT) 73 bp  Sc: 45.20 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTTTTCATCTTGGGATTGTGTGTTCGAGC 
CTCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193741.1.trna8-LysTTT (508787-508859)  Lys (TTT) 73 bp  Sc: 45.47 
GCCTGGCTGGCTCAGTCAGTAAAGCATGTGACTTTTGATCTCAGGGTCGTGAGTTCAAGC 
CACATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193225.1.trna49-LysTTT (162565-162493)  Lys (TTT) 73 bp  Sc: 45.57 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTTTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTC 
>Ailuropoda_melanoleuca_GL192375.1.trna172-LysTTT (2352673-2352601)  Lys (TTT) 73 bp  Sc: 46.64 
GCCCAGCTGGCTCAGTCTGTGGAGCACGTGACTTTTGATCTTGAGGTTGTGAGTTCGAGT 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192668.1.trna46-LysTTT (1612802-1612874)  Lys (TTT) 73 bp  Sc: 47.12 
ACCTGGCTGGCTCAGTTGGTAAAGCATGTGACCTTTGGTCTCAAGGTTGTGAGTTCAAGC 
CTCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192375.1.trna61-LysTTT (2082234-2082306)  Lys (TTT) 73 bp  Sc: 48.02 
GCCTGGCTGGCTCAGTCGGTGGAGTGTGTGGCTTTTGATCTCATGGTTGTGAGTTCAAAC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193718.1.trna48-LysTTT (225445-225373)  Lys (TTT) 73 bp  Sc: 49.45 
GCCGGGCTGGCTCAGTGGGAGGAGCGTGCGACTTTTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193113.1.trna19-LysTTT (819492-819564)  Lys (TTT) 73 bp  Sc: 49.59 
ACTCGGCTGGCTCAGGCGGAAGAGTGTGTGACTTTTGATCTCAGGGTCCTGAGTTCAAGC 
CTCACGCTGGGTG 



>Ailuropoda_melanoleuca_GL192979.1.trna63-LysTTT (671499-671427)  Lys (TTT) 73 bp  Sc: 50.67 
GCCCAGTTGGCTCAGTCGGTGGAGCGTGCGACTTTTGATTTCAGGGTTGTGAGTTCAAGC 
CCCACATTGGGTA 
>Ailuropoda_melanoleuca_GL192728.1.trna83-LysTTT (1211187-1211115)  Lys (TTT) 73 bp  Sc: 50.69 
GCCTGGCTGGCTCAGTCAGAAGAGCATGTGACTTTTGATCTCAGGGTCGTAGGTTCAAGC 
CCCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL192379.1.trna122-LysTTT (2905569-2905497)  Lys (TTT) 73 bp  Sc: 52.16 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAGATTTTTGATCTCAGGTTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192919.1.trna5-LysTTT (103764-103836)  Lys (TTT) 73 bp  Sc: 55.11 
GCCTGGCTGGCTCAGTCAGAAGAGCGTGAGACTTTTGATCTCAGGGCCATGGGTTCGAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL194512.1.trna2-LysTTT (177440-177368)  Lys (TTT) 73 bp  Sc: 55.11 
GCCTGGCTGGCTCAGTCAGAAGAGCGTGAGACTTTTGATCTCAGGGCCATGGGTTCGAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL194072.1.trna13-LysTTT (13370-13298)  Lys (TTT) 73 bp  Sc: 55.91 
GCCTGGCTGGCTCAGTGGGTAGAGCATGTGACTTTTGATCTCAGGGTTGTGAGTTCGAGT 
CCCACGTTGGGGA 
>Ailuropoda_melanoleuca_GL193003.1.trna10-LysTTT (470017-470089)  Lys (TTT) 73 bp  Sc: 56.10 
GCCTGGCTGGCTCAGTTGGTAGAGCATGCAACTTTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGCA 
>Ailuropoda_melanoleuca_GL192573.1.trna69-LysTTT (1192860-1192932)  Lys (TTT) 73 bp  Sc: 57.12 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTTTTAATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGGG 
>Ailuropoda_melanoleuca_GL192502.1.trna22-LysTTT (1215897-1215969)  Lys (TTT) 73 bp  Sc: 60.59 
GCCTAGCTGGCTCAGTTGGTAGAGCGTGTGACTTTTGATCTAAGGGTTGTGAGTTCAAGC 
CTCACATTGGGCA 
>Ailuropoda_melanoleuca_GL192462.1.trna33-LysTTT (1377651-1377723)  Lys (TTT) 73 bp  Sc: 60.71 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTTTTAATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGGGCG 
>Ailuropoda_melanoleuca_GL193552.1.trna33-LysTTT (457733-457805)  Lys (TTT) 73 bp  Sc: 70.83 
GCCTGGGTAGCTCAGGTGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCAGGTG 
>Ailuropoda_melanoleuca_GL193552.1.trna72-LysTTT (277777-277705)  Lys (TTT) 73 bp  Sc: 76.70 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGC 
CCCTGCTCAGGCG 
>Ailuropoda_melanoleuca_GL193897.1.trna56-LysTTT (106316-106244)  Lys (TTT) 73 bp  Sc: 77.77 
GCCCGGGTAGCTCAGTTGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna52-LysTTT (211639-211567)  Lys (TTT) 73 bp  Sc: 79.39 
GCCTGGATAGCTCAGTCGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Ailuropoda_melanoleuca_GL193552.1.trna20-LysTTT (267210-267282)  Lys (TTT) 73 bp  Sc: 80.08 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Ailuropoda_melanoleuca_GL193897.1.trna23-LysTTT (249131-249203)  Lys (TTT) 73 bp  Sc: 80.53 
GCCCGGATAGCTCAGTTGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL192583.1.trna27-LysTTT (893900-893972)  Lys (TTT) 73 bp  Sc: 81.29 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCGAGT 
CCCCGTTCGGGCG 
>Ailuropoda_melanoleuca_GL192583.1.trna97-LysTTT (894315-894243)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL192808.1.trna76-LysTTT (1205557-1205485)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL194275.1.trna18-LysTTT (36174-36102)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL194275.1.trna4-LysTTT (32562-32634)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL194901.1.trna6-LysTTT (90068-90140)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Ailuropoda_melanoleuca_GL192728.1.trna80-LysTTT (1290013-1289924)  Lys (TTT) 90 bp  Sc: 25.96 



GCCTGGGTGGCTCAGTCGGTCGAGCATTGACTTTTGGTTTCGGCTCAAGTCATAGTCTCA 
GGGACATGGGATTGAGCCCCATGTCGGGCT 
>Ailuropoda_melanoleuca_GL193882.1.trna14-LysTTT (151932-151843)  Lys (TTT) 90 bp  Sc: 38.68 
ACCTGGGTGGCTCAGTTGGTTAAGCATCTGACTTTTGATCTCAGCTCAGGTCTTGATTTG 
GGGTGGTGGGTTCGAACCCCACTCTGGGCT 
>Ailuropoda_melanoleuca_GL192868.1.trna48-LysTTT (201482-201392)  Lys (TTT) 91 bp  Sc: 24.41 
GCCTGGGTGGCTCAGTCGGTTAAGCAACTTACTTTTGATTTCAGCTCAGGTCCTGATCTC 
AGTCTTGTGAGATCGAGCCCCACTTCAGGCT 
>Ailuropoda_melanoleuca_GL192457.1.trna67-MetCAT (718735-718807)  Met (CAT) 73 bp  Sc: 30.11 
GCCTGGCTGGCTCAGTTAGAAGAGCATGCAACTCATTATTTCAGGTTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192364.1.trna134-MetCAT (3885947-3885874)  Met (CAT) 74 bp  Sc: 34.67 
ACCTGGCTGGTTCAGTCAGTACAGCATGTGACTCATGATCTCAGGGTTTGTGAGTTCGAG 
CCCCATGTTAGGTG 
>Ailuropoda_melanoleuca_GL194019.1.trna14-MetCAT (223844-223772)  Met (CAT) 73 bp  Sc: 36.69 
GCCTGGCTGGCTCAGTCTGTAGAGCATGGGACTCATGACCTCAGGGTTGTAAGTTTGAGC 
CCTACGTTAGGTG 
>Ailuropoda_melanoleuca_GL193431.1.trna46-MetCAT (85840-85769)  Met (CAT) 72 bp  Sc: 58.99 
AGCAGAGTGGCGCAGTGGAAGTGTTCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CCTCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193874.1.trna18-MetCAT (378788-378717)  Met (CAT) 72 bp  Sc: 61.41 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGACCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193552.1.trna26-MetCAT (317802-317873)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193552.1.trna37-MetCAT (482918-482989)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL192922.1.trna59-MetCAT (1010783-1010712)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193552.1.trna19-MetCAT (265955-266026)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193552.1.trna34-MetCAT (462929-463000)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193552.1.trna82-MetCAT (186190-186119)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193874.1.trna15-MetCAT (390702-390631)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL193874.1.trna9-MetCAT (360091-360162)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Ailuropoda_melanoleuca_GL192819.1.trna13-MetCAT (286540-286612)  Met (CAT) 73 bp  Sc: 76.47 
GCCCTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL194938.1.trna11-MetCAT (22902-22830)  Met (CAT) 73 bp  Sc: 76.47 
GCCCTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna5-MetCAT (104009-104081)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna55-MetCAT (108163-108091)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Ailuropoda_melanoleuca_GL192661.1.trna2-MetCAT (91466-91538)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL193771.1.trna18-MetCAT (467303-467375)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL194901.1.trna24-MetCAT (327-255)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 



CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL194931.1.trna1-MetCAT (13591-13663)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna37-MetCAT (434992-434920)  Met (CAT) 73 bp  Sc: 77.72 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAAGGCA 
>Ailuropoda_melanoleuca_GL192795.1.trna29-MetCAT (863847-863919)  Met (CAT) 73 bp  Sc: 78.61 
GCCCTCTTGGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Ailuropoda_melanoleuca_GL193135.1.trna45-MetCAT (77347-77275)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Ailuropoda_melanoleuca_GL192607.1.trna26-PheGAA (1209664-1209736)  Phe (GAA) 73 bp  Sc: 80.85 
GCTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCAGCA 
>Ailuropoda_melanoleuca_GL192354.1.trna213-PheGAA (4183962-4183890)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL192615.1.trna100-PheGAA (596407-596335)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193041.1.trna27-PheGAA (757034-756962)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna16-PheGAA (197423-197495)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna20-PheGAA (226997-227069)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna48-PheGAA (230285-230213)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193897.1.trna4-PheGAA (94582-94654)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL194275.1.trna17-PheGAA (39450-39378)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL194275.1.trna19-PheGAA (33659-33587)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Ailuropoda_melanoleuca_GL193552.1.trna77-PheGAA (228398-228326)  Phe (GAA) 73 bp  Sc: 85.19 
GCCGAGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTCTCGGCA 
>Ailuropoda_melanoleuca_GL194214.1.trna4-ProAGG (26260-26331)  Pro (AGG) 72 bp  Sc: 70.27 
GGCACGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL192359.1.trna50-ProAGG (1908784-1908855)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL192425.1.trna188-ProAGG (522902-522831)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna11-ProAGG (71330-71401)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna13-ProAGG (75509-75580)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna75-ProAGG (50047-49976)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193775.1.trna44-ProAGG (100603-100532)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Ailuropoda_melanoleuca_GL194214.1.trna5-ProAGG (29347-29418)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL194901.1.trna13-ProAGG (86526-86455)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL192808.1.trna53-ProCGG (1126404-1126475)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna7-ProCGG (58527-58598)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193775.1.trna3-ProCGG (99823-99894)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL194938.1.trna5-ProCGG (95593-95664)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193608.1.trna41-ProCGG (214639-214550)  Pro (CGG) 90 bp  Sc: 30.83 
GCCTGGGTGGCTCAGCTGGTTAAGTGTCTGACTCGGTTTTGGCTCAGGTCATGATTTCAT 
GGGTCGTGGGATCGAGCCCCACGTCAGGCT 
>Ailuropoda_melanoleuca_GL192359.1.trna75-ProTGG (2452770-2452840)  Pro (TGG) 71 bp  Sc: 31.18 
ACCTGGCTGGCTCAATCAGTAGAGCATGTGACTGGATCTCAGGGTTGTGAGTTCAAGCCC 
CATGTTGGGTT 
>Ailuropoda_melanoleuca_GL192946.1.trna25-ProTGG (719213-719131)  Pro (TGG) 83 bp  Sc: 32.24 
GCCTGGGTGGCTGAGTGGTTAAGTGGCTGCCTTGGGCTCAGGTCATGATCTCGGTGTCCT 
GGGATCTAGCCCCAGGTCAGGCT 
>Ailuropoda_melanoleuca_GL193931.1.trna8-ProTGG (85730-85802)  Pro (TGG) 73 bp  Sc: 54.80 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTTGGGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Ailuropoda_melanoleuca_GL195202.1.trna3-ProTGG (42034-42105)  Pro (TGG) 72 bp  Sc: 73.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna10-ProTGG (69870-69941)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna3-ProTGG (43745-43816)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193204.1.trna74-ProTGG (53288-53217)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL194954.1.trna9-ProTGG (102722-102793)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL192425.1.trna14-ProTGG (522566-522637)  Pro (TGG) 72 bp  Sc: 76.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGGTTTGGGTCCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL194214.1.trna37-ProTGG (14304-14233)  Pro (TGG) 72 bp  Sc: 79.61 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Ailuropoda_melanoleuca_GL193184.1.trna21-ProTGG (328360-328449)  Pro (TGG) 90 bp  Sc: 29.18 
GCCTGGGTAGCTCAGTCAGTTAAGCATCTGACTTGGTTTCAGCTCAGGTCACAATCTCAG 
GGGTCATGGGATCGATCCCCATGTCGGGCT 
>Ailuropoda_melanoleuca_GL193124.1.trna3-SeC(e)TCA (26915-27000)  SeC(e) (TCA) 86 bp  Sc: 73.19 
GCCCGAATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Ailuropoda_melanoleuca_GL192530.1.trna29-SeCTCA (930778-930848)  SeC (TCA) 71 bp  Sc: 50.79 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCAATCTCATGGTTGTGAGTTCGAGACC 
CACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192672.1.trna8-SerACT (206797-206869)  Ser (ACT) 73 bp  Sc: 38.69 
ACCTAGCTGGCTCAGTCAGTGGAGCATATGACTACTGATCTTGGGGTTATGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL192369.1.trna236-SerACT (1803268-1803195)  Ser (ACT) 74 bp  Sc: 38.94 
GCCTGGCTGGCTCAGTTGGTGGGAGCATGAGACTACTGACCTCAGGACTGTGAGTTCAAG 
CCCCATGCTGGGTA 
>Ailuropoda_melanoleuca_GL193552.1.trna64-SerAGA (342452-342371)  Ser (AGA) 82 bp  Sc: 71.86 



GTAGTGGTGGCCGAGCGGTTAAGGCGACGGGCTAGAAATCCGTTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL192808.1.trna51-SerAGA (1122853-1122934)  Ser (AGA) 82 bp  Sc: 79.25 
GTAGTCGTGGCCGAGTGGTTAAGGAGATGGACTAGAGATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna68-SerAGA (319641-319560)  Ser (AGA) 82 bp  Sc: 86.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193450.1.trna4-SerAGA (71574-71655)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna23-SerAGA (292747-292828)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna25-SerAGA (312866-312947)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna63-SerAGA (355839-355758)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna65-SerAGA (337994-337913)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193874.1.trna12-SerAGA (388888-388969)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL193874.1.trna19-SerAGA (378252-378171)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL192457.1.trna23-SerCGA (298871-298952)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Ailuropoda_melanoleuca_GL193552.1.trna14-SerCGA (222967-223048)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Ailuropoda_melanoleuca_GL193552.1.trna50-SerCGA (549261-549181)  Ser (CGA) 81 bp  Sc: 91.15 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCGCGCAG 
GTTCAAATCCTGCTCACAGCG 
>Ailuropoda_melanoleuca_GL192808.1.trna58-SerCGA (1191793-1191874)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Ailuropoda_melanoleuca_GL192770.1.trna40-SerGCT (316281-316200)  Ser (GCT) 82 bp  Sc: 30.88 
GCCTGGGTGGCGCAGTTGTTAAGCGTCTCCTTCTGCTCAGGGCGTGATCCCGGAGTCGTG 
GGATCGAGCCCCACATCAGGCT 
>Ailuropoda_melanoleuca_GL192779.1.trna20-SerGCT (1075400-1075473)  Ser (GCT) 74 bp  Sc: 44.54 
GTCTCTGTGGTGCACCCGGTTAGCACATTCGGTTGCTAGCGGAAAGGTTGGTGGTTCAAA 
CTCACCCAGGGATA 
>Ailuropoda_melanoleuca_GL192457.1.trna169-SerGCT (1463092-1463020)  Ser (GCT) 73 bp  Sc: 61.94 
GCCTGGTTGGCTCAGTTGGTAGAGCATGTGACTGCTGATCTCAGGGCTGTGAGTTCAAGC 
CCCACACTAGGCA 
>Ailuropoda_melanoleuca_GL193874.1.trna22-SerGCT (369593-369512)  Ser (GCT) 82 bp  Sc: 81.10 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTTCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL193000.1.trna28-SerGCT (1022726-1022645)  Ser (GCT) 82 bp  Sc: 81.42 
GACGAGGTGGCCGAGTGGCTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL194938.1.trna3-SerGCT (67807-67888)  Ser (GCT) 82 bp  Sc: 82.98 
GACGGAGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCAAGTCCCACCTTCGTCG 
>Ailuropoda_melanoleuca_GL192356.1.trna194-SerGCT (3632227-3632308)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL192808.1.trna82-SerGCT (1148491-1148410)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL194580.1.trna23-SerGCT (36742-36661)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 



GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL194938.1.trna6-SerGCT (101378-101459)  Ser (GCT) 82 bp  Sc: 85.60 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGTTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Ailuropoda_melanoleuca_GL192492.1.trna161-SerGCT (58893-58812)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Ailuropoda_melanoleuca_GL193552.1.trna60-SerGCT (485939-485858)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Ailuropoda_melanoleuca_GL193897.1.trna29-SerGCT (323226-323307)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Ailuropoda_melanoleuca_GL192896.1.trna34-SerTGA (883254-883184)  Ser (TGA) 71 bp  Sc: 21.16 
ACCTGGCTGGCTCAGCAGGTAAGGCATATGACTTGATTTCAGGGTCATGAGTTTGAGCCC 
CATGTTGGGTA 
>Ailuropoda_melanoleuca_GL193771.1.trna37-SerTGA (307451-307368)  Ser (TGA) 84 bp  Sc: 49.67 
GCCTGAGTGGCTCAGTCGGTTAAGCGTCTGCCTTGAGCTCAGGTCATGATCCCAGGGTCC 
TGGGATCGAGCCCCAGCTCAGGCT 
>Ailuropoda_melanoleuca_GL193552.1.trna27-SerTGA (333436-333517)  Ser (TGA) 82 bp  Sc: 87.07 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGGCTACG 
>Ailuropoda_melanoleuca_GL193552.1.trna69-SerTGA (306572-306491)  Ser (TGA) 82 bp  Sc: 88.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Ailuropoda_melanoleuca_GL192368.1.trna166-SerTGA (3556459-3556378)  Ser (TGA) 82 bp  Sc: 90.86 
GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Ailuropoda_melanoleuca_GL192512.1.trna46-SerTGA (2013404-2013492)  Ser (TGA) 89 bp  Sc: 30.71 
GCCTGAGTGGCTCAGTAGGTTAAGTGCCCGACTTGATTTTGGCTCAGGTCATGATATCGG 
GGTTGTGAGATCGAGCCCCACCTTGGGCT 
>Ailuropoda_melanoleuca_GL192757.1.trna18-SupCTA (1221220-1221292)  Sup (CTA) 73 bp  Sc: 38.38 
ACCTGGCTGGCTCAGTAGGTAGAGTGTGCAACTCTAGATTTTGGGGCTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192790.1.trna61-SupCTA (1289833-1289761)  Sup (CTA) 73 bp  Sc: 38.85 
ATCTGACTGGCTTAGTCAGTAGAGTGTGTGACTCTAGATCTCGGGGTTGTGGGTTTGAGC 
CCCACATTGGGTG 
>Ailuropoda_melanoleuca_GL194579.1.trna17-SupCTA (153367-153295)  Sup (CTA) 73 bp  Sc: 42.52 
GCCCGGCTGGCTCAGTGGGTAGAGCGTAAGACTCTAAGTCTCAGGGCTGTGAGTTTAAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL192766.1.trna7-SupCTA (143169-143241)  Sup (CTA) 73 bp  Sc: 48.21 
GCCTGGCTGGCTCAGTCGGAAGAGCATGGGACTCTAGATCTCAGGGTCATGAGTTCAAGC 
CCTATGTTGGGTG 
>Ailuropoda_melanoleuca_GL195554.1.trna2-SupCTA (7497-7569)  Sup (CTA) 73 bp  Sc: 48.47 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTAGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192346.1.trna43-SupCTA (1927391-1927463)  Sup (CTA) 73 bp  Sc: 50.66 
GCCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTAAATCTCAGGGTTGTGAGTTCGAGC 
CCCATGTCAGGTA 
>Ailuropoda_melanoleuca_GL194216.1.trna8-SupCTA (82558-82486)  Sup (CTA) 73 bp  Sc: 52.90 
GCCTGGCTGGCTCAGTTAGAAGAGCATGTGATTCTAGATCTCAGGGTCGTGAGTTCGAGT 
CGCATGTTGGGCA 
>Ailuropoda_melanoleuca_GL192982.1.trna4-SupCTA (323628-323700)  Sup (CTA) 73 bp  Sc: 53.52 
TCCTGGCTGGCTCAGTCAGTAGAGCATGAGATTCTAAATCTCAGGGTTGTGAGTTCAAGC 
CTCATGTTAGGCA 
>Ailuropoda_melanoleuca_GL192385.1.trna148-SupCTA (3319083-3319011)  Sup (CTA) 73 bp  Sc: 59.76 
GCCTGGCTGGCTCAGTTGGAAGAGCGTGTGACTCTAGATCTCAGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Ailuropoda_melanoleuca_GL194267.1.trna6-SupCTA (165572-165482)  Sup (CTA) 91 bp  Sc: 36.95 
ACCTGGGTGGCTCAGTCGGTTAAGTGTCTTACTCTAGATTTTGTCTCAGATCATGATGTC 
AGAGTCGCGGGATCGAGCCCCGCCTCAGGCT 
>Ailuropoda_melanoleuca_GL192582.1.trna75-SupTTA (627111-627041)  Sup (TTA) 71 bp  Sc: 44.18 
ACCTGGCTAGCTCAGTTGGTAGAGCATGTGACTTAATCTCGGGGTTGTGAGTTCAACCCC 
CACGTTGGGTG 
>Ailuropoda_melanoleuca_GL193552.1.trna55-ThrAGT (505414-505341)  Thr (AGT) 74 bp  Sc: 75.82 
GGCTCTGTGGCTCAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGCGGGGCCT 



>Ailuropoda_melanoleuca_GL193552.1.trna49-ThrAGT (571696-571623)  Thr (AGT) 74 bp  Sc: 79.08 
GGCTCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL193552.1.trna12-ThrAGT (217961-218034)  Thr (AGT) 74 bp  Sc: 81.31 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL193552.1.trna81-ThrAGT (194487-194414)  Thr (AGT) 74 bp  Sc: 81.31 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL192808.1.trna57-ThrAGT (1191262-1191335)  Thr (AGT) 74 bp  Sc: 81.60 
GGCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Ailuropoda_melanoleuca_GL193897.1.trna49-ThrAGT (228494-228421)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL194901.1.trna7-ThrAGT (109134-109207)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL192808.1.trna52-ThrAGT (1123228-1123301)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Ailuropoda_melanoleuca_GL192808.1.trna83-ThrAGT (1148158-1148085)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Ailuropoda_melanoleuca_GL194426.1.trna8-ThrAGT (207449-207376)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Ailuropoda_melanoleuca_GL192596.1.trna81-ThrCGT (1601596-1601524)  Thr (CGT) 73 bp  Sc: 35.90 
GCCTGGCTGGCTCAGTCAGTGGAGCATGGGACTCGTGATCTTGGGGCTGTGGGTTCAAAC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL194240.1.trna9-ThrCGT (157386-157458)  Thr (CGT) 73 bp  Sc: 39.60 
ACCTGGCTGGCTGAATTGGAAGAGCATGCGACTCGTGATTTCAGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL195194.1.trna2-ThrCGT (39310-39382)  Thr (CGT) 73 bp  Sc: 46.58 
GCCTGGCTGGCTCAGCTGGTAGAGCATATGACTCGTGATCGTGGGGCTGTAAGTTCAAGC 
CTCACGTCGGGTG 
>Ailuropoda_melanoleuca_GL192464.1.trna72-ThrCGT (1191169-1191241)  Thr (CGT) 73 bp  Sc: 53.17 
ACCTGGCTGGCTCAGTTGGTACAGCTTGAGATTCGTGATTTCAGGGTCGTGAGTTCGAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL192439.1.trna57-ThrCGT (1625819-1625891)  Thr (CGT) 73 bp  Sc: 62.44 
GCCTAGTTGGCTCAGTCGGAAGAGCGTGGGACTCGTGATCGCAGGGTCGTGGGTTCGAGC 
CCTACATTGGGTG 
>Ailuropoda_melanoleuca_GL193552.1.trna75-ThrCGT (248184-248112)  Thr (CGT) 73 bp  Sc: 76.84 
GGCTCCGTAGCTCAGGGGTTAGAGCACTGGTCTCGTAAACCAGGGGTCGTGAGTTCGAAT 
CTCACTGGGGCCT 
>Ailuropoda_melanoleuca_GL192339.1.trna159-ThrCGT (3515036-3515107)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Ailuropoda_melanoleuca_GL193897.1.trna27-ThrCGT (282097-282170)  Thr (CGT) 74 bp  Sc: 80.30 
GGCTCTGTGGCTTAGTTGGCTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL192574.1.trna84-ThrCGT (585438-585367)  Thr (CGT) 72 bp  Sc: 80.42 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Ailuropoda_melanoleuca_GL193897.1.trna35-ThrCGT (423634-423707)  Thr (CGT) 74 bp  Sc: 81.51 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGTAGGGCCT 
>Ailuropoda_melanoleuca_GL192444.1.trna68-ThrTGT (2546745-2546673)  Thr (TGT) 73 bp  Sc: 35.72 
GCCTGGCTGGCTCAGTCAGAAGAGCACGGGACTTGTGATCTCCTGGGTGTGAGTTCGAGC 
CCCATGCTGGGTG 
>Ailuropoda_melanoleuca_GL193897.1.trna32-ThrTGT (353535-353620)  Thr (TGT) 86 bp  Sc: 47.86 
GGCTCCGTGGCTTAGCGAGTCAAGGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAC 
CCTGGGTTCGACTCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL192539.1.trna167-ThrTGT (233519-233447)  Thr (TGT) 73 bp  Sc: 51.16 
GCCTGGCAGGCTCAGTTGGTACAGCATGAGACTTGTGATCTTGGGGTCGTGAGTTCAAGC 
CTCACGCTAGGTG 
>Ailuropoda_melanoleuca_GL195202.1.trna1-ThrTGT (39745-39817)  Thr (TGT) 73 bp  Sc: 78.79 



GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Ailuropoda_melanoleuca_GL194214.1.trna3-ThrTGT (25871-25943)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Ailuropoda_melanoleuca_GL194954.1.trna8-ThrTGT (100174-100246)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Ailuropoda_melanoleuca_GL194214.1.trna1-ThrTGT (15929-16001)  Thr (TGT) 73 bp  Sc: 80.19 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGAGCCT 
>Ailuropoda_melanoleuca_GL194538.1.trna1-ThrTGT (4819-4892)  Thr (TGT) 74 bp  Sc: 80.36 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGCGGGGCCT 
>Ailuropoda_melanoleuca_GL192382.1.trna128-ThrTGT (2849669-2849597)  Thr (TGT) 73 bp  Sc: 83.03 
GGCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Ailuropoda_melanoleuca_GL192501.1.trna45-TrpCCA (1655840-1655912)  Trp (CCA) 73 bp  Sc: 52.13 
ACCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTCCAGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Ailuropoda_melanoleuca_GL193165.1.trna20-TrpCCA (841151-841223)  Trp (CCA) 73 bp  Sc: 61.04 
GCCTGGCTGGCTCAGTTGGTAGAGTATGCGACTCCAGATCTCAGGGTCGTGAGTTCAAGC 
CCCACATCAGGCA 
>Ailuropoda_melanoleuca_GL192741.1.trna16-TrpCCA (731553-731624)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL193874.1.trna14-TrpCCA (392060-391989)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL192793.1.trna8-TrpCCA (45756-45827)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL192793.1.trna85-TrpCCA (1279081-1279010)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL192808.1.trna55-TrpCCA (1128076-1128147)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL192808.1.trna81-TrpCCA (1148896-1148825)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL193874.1.trna16-TrpCCA (383852-383781)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL193117.1.trna68-TrpCCA (218856-218785)  Trp (CCA) 72 bp  Sc: 75.74 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Ailuropoda_melanoleuca_GL192478.1.trna30-TyrGTA (1362821-1362913)  Tyr (GTA) 93 bp  Sc: 73.81 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCTGACTTCCTGGTAAGAGACATC 
CTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL192478.1.trna31-TyrGTA (1363421-1363510)  Tyr (GTA) 90 bp  Sc: 70.45 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGCGCTGTGCCCGTGGCCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL195734.1.trna2-TyrGTA (14734-14645)  Tyr (GTA) 90 bp  Sc: 63.18 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGCCGGAGAGGCGCGGACATCCTT 
AGGTCGCTGGTTCTAGTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL194214.1.trna2-TyrGTA (16647-16737)  Tyr (GTA) 91 bp  Sc: 74.33 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGGGAAACAACTGCTGTCATCCT 
TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL195202.1.trna12-TyrGTA (19895-19806)  Tyr (GTA) 90 bp  Sc: 71.23 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGACTACACACGTGTGGACATCCTT 
AGGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL195202.1.trna11-TyrGTA (22919-22830)  Tyr (GTA) 90 bp  Sc: 71.23 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGACTACACACGTGTGGACATCCTT 
AGGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL195202.1.trna2-TyrGTA (40763-40853)  Tyr (GTA) 91 bp  Sc: 72.49 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTGCGCTTCCGGTGTAGTCATCCT 



TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL194901.1.trna19-TyrGTA (58511-58423)  Tyr (GTA) 89 bp  Sc: 76.82 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGATGTTTGGTCGTGGTCATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL194901.1.trna17-TyrGTA (68558-68471)  Tyr (GTA) 88 bp  Sc: 76.48 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGTGAGACAGTTGGGCATCCTTAG 
GTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL194901.1.trna16-TyrGTA (73733-73645)  Tyr (GTA) 89 bp  Sc: 75.70 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGAAGCTCTCCAGGCATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL192369.1.trna278-TyrGTA (847626-847537)  Tyr (GTA) 90 bp  Sc: 76.50 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGCATGAGTTGCGGTAATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Ailuropoda_melanoleuca_GL192626.1.trna73-Undet??? (1390198-1390271)  Undet (???) 74 bp  Sc: 55.15 
GCCTGGCTGGCTCAGTTGGTAGAGCCTGAGACTCTTTGATCTCAGGATCGTGAGTTCGAG 
CCCCACGTTGGGTA 
>Ailuropoda_melanoleuca_GL192350.1.trna13-Undet??? (436508-436579)  Undet (???) 72 bp  Sc: 56.15 
GCCCTGCTGGCTCAGTCGGTAGAGCATGCGACTCTTATCTCAGGGTCGTGAGTTCAATTC 
CCACGTTGGGCG 
>Ailuropoda_melanoleuca_GL192382.1.trna67-ValAAC (2509179-2509251)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL192535.1.trna80-ValAAC (69285-69213)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna13-ValAAC (221357-221429)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna52-ValAAC (536565-536493)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna56-ValAAC (502150-502078)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna57-ValAAC (499024-498952)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194954.1.trna10-ValAAC (103099-103171)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194954.1.trna6-ValAAC (80351-80423)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194938.1.trna12-ValAAC (19212-19140)  Val (AAC) 73 bp  Sc: 87.18 
GTTTCCGTAGTGTAGTGGTTATCACGCTCGCCTAACACGCGAGAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194938.1.trna9-ValAAC (26490-26418)  Val (AAC) 73 bp  Sc: 87.18 
GTTTCCGTAGTGTAGTGGTTATCACGCTCGCCTAACACGCGAGAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194164.1.trna26-ValCAC (84541-84469)  Val (CAC) 73 bp  Sc: 85.92 
GTTTCCGTAGTGTAGCGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193160.1.trna43-ValCAC (902548-902620)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna10-ValCAC (192962-193034)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193552.1.trna42-ValCAC (555671-555743)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL193920.1.trna4-ValCAC (16141-16213)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194883.1.trna16-ValCAC (27420-27348)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 



>Ailuropoda_melanoleuca_GL194883.1.trna3-ValCAC (16375-16447)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194901.1.trna10-ValCAC (105031-104959)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL194954.1.trna4-ValCAC (76400-76472)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Ailuropoda_melanoleuca_GL192414.1.trna136-ValTAC (3124730-3124802)  Val (TAC) 73 bp  Sc: 73.86 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGTGTTCGAGC 
CCCCGTGGAACCA 
>Ailuropoda_melanoleuca_GL193552.1.trna44-ValTAC (576187-576259)  Val (TAC) 73 bp  Sc: 79.89 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGTGTTCGATC 
CCCAGTGGAACCA 
>Ailuropoda_melanoleuca_GL194275.1.trna20-ValTAC (30169-30097)  Val (TAC) 73 bp  Sc: 81.05 
GGTTCCATAGTGTAGCGGTTAGCACGTCTGCTTTACGCGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Ailuropoda_melanoleuca_GL193552.1.trna39-ValTAC (511461-511533)  Val (TAC) 73 bp  Sc: 81.19 
GGTTCTGTGGTGTAGTGGTTAGCACATCTGCCTTACACGCAGAAGATCCTGGGTTCGATT 
CCCAGTGGAACCA 
>Ailuropoda_melanoleuca_GL193455.1.trna13-ValTAC (622446-622518)  Val (TAC) 73 bp  Sc: 81.83 
GGTTCCATGGTGTAGTGGTTAGCACATCTGCCTTACACGCAGAAGCTCCTGGGTTCGAGT 
CCCAGTGGAACCA 
>Ailuropoda_melanoleuca_GL192372.1.trna103-ValTAC (3393276-3393348)  Val (TAC) 73 bp  Sc: 83.73 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACGCGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Ailuropoda_melanoleuca_GL193235.1.trna4-ValTAC (734849-734921)  Val (TAC) 73 bp  Sc: 84.42 
GGTTCTATGGTGTAGTGGTTAGCACATCTGCCTTACACGCAGAAGATCCTGGGTTCGATT 
CCCAGTGGAACCA 
>Anabaena_variabilis_ATCC_29413_chr.trna14-AlaCGC (4251344-4251416)  Ala (CGC) 73 bp  Sc: 75.74 
GGGGAATTAGCTCAGTTGGTAGAGCGCTGCGATCGCACCGCAGAGGTCAGGGATTCGAGT 
TCCCTATTCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna29-AlaGGC (4716431-4716359)  Ala (GGC) 73 bp  Sc: 77.13 
GGGGTTATAGCTCAGTTGGTAGAGCGCTGCAATGGCATTGCAGAGGTCAGCGGTTCGAAC 
CCGCTTAGCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna11-AlaTGC (3895832-3895904)  Ala (TGC) 73 bp  Sc: 91.01 
GGGGGTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTAACCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna26-AlaTGC (5435606-5435534)  Ala (TGC) 73 bp  Sc: 91.01 
GGGGGTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTAACCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna3-AlaTGC (1004675-1004747)  Ala (TGC) 73 bp  Sc: 91.01 
GGGGGTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTAACCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna9-AlaTGC (3497796-3497868)  Ala (TGC) 73 bp  Sc: 91.01 
GGGGGTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCGAGT 
CCGCTAACCTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna30-ArgACG (4227368-4227295)  Arg (ACG) 74 bp  Sc: 67.68 
GGGCGTGTAGCTCAGTGGACTAGAGCACGTGGCTACGGACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTCGCCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna47-ArgCCG (238386-238314)  Arg (CCG) 73 bp  Sc: 73.77 
GGGCGCGTGGCTCAGTGGATAGAGCAACAGATTCCGGTTCTGTGGGTCGGGGGTTCAAAT 
CCCTCCGCGCTCG 
>Anabaena_variabilis_ATCC_29413_chr.trna33-ArgCCT (3373777-3373701)  Arg (CCT) 77 bp  Sc: 76.20 
GGGGCTGTAGCTCAGTTGGATAGAGCGAGCGCCTCCTAAGCGCTAGGTCGTGCGTTCAAG 
TCGCACCAGTCCCGTCA 
>Anabaena_variabilis_ATCC_29413_chr.trna21-ArgTCT (6341598-6341525)  Arg (TCT) 74 bp  Sc: 77.97 
GGGCGCGTAACTCAGTTGGATAGAGTATCCGCCTTCTAAGCGGACTGTCGCAGGTTCAAG 
TCCTGCCGCGCCTG 
>Anabaena_variabilis_ATCC_29413_chr.trna18-AsnGTT (5802515-5802589)  Asn (GTT) 75 bp  Sc: 71.61 
CGAAAGTTAGCTCACTGGTAGAGCGATCGACTGTTAATCGATttgttgtAGGTTCGATTC 
CTATACTTTCTCCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna6-AsnGTT (3109711-3109782)  Asn (GTT) 72 bp  Sc: 78.78 
TCCTCAGTAGCTCAGCGGTAGAGCGATCGACTGTTAATCGATTGGTCACTGGTTCGAATC 
CAGTCTGGGGAG 
>Anabaena_variabilis_ATCC_29413_chr.trna22-AspGTC (6126075-6126002)  Asp (GTC) 74 bp  Sc: 78.38 



GGGACTGTAGTTCAATTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna34-CysGCA (3175692-3175621)  Cys (GCA) 72 bp  Sc: 67.71 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCCATCCCCCGGTTCAAATC 
CGGGTGCCGCCT 
>Anabaena_variabilis_ATCC_29413_chr.trna27-GlnTTG (5292286-5292215)  Gln (TTG) 72 bp  Sc: 60.00 
TGGGGCGTCGCCAAGTGGTAAGGCATCGGGTTTTGGTCCCGACATCCCTAGGTTCGAATC 
CTAGCGCCCCAG 
>Anabaena_variabilis_ATCC_29413_chr.trna17-GluTTC (5580255-5580330)  Glu (TTC) 76 bp  Sc: 49.96 
GCCCCCATCGTCTAGAGGCCTAGGACACCTCCCTTTCACGGAGGTAACGGGGATTCGAAT 
TCCCCTGGGGGTACTA 
>Anabaena_variabilis_ATCC_29413_chr.trna28-GlyCCC (5209484-5209413)  Gly (CCC) 72 bp  Sc: 72.00 
GCGGGCGTAATTCAGTGGTAGAATGTCACCTTCCCAAGGTGAACGTCGTGGGTTCGAGTC 
CCATCGCCCGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna40-GlyGCC (2133971-2133900)  Gly (GCC) 72 bp  Sc: 77.98 
GCGGGTATAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC 
GCGTTACCCGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna13-GlyTCC (4023869-4023939)  Gly (TCC) 71 bp  Sc: 66.79 
GCGGGCGTAGTTTAGTGGTAAAACTATAGCCTTCCAAGCTATTAATGCGGGTTCGATTCC 
CGCCGCCCGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna31-HisGTG (3626113-3626041)  His (GTG) 73 bp  Sc: 61.85 
GCGGGCGTAGCCAAGTGGTTAAGGCAGTGGATTGTGGTTCCACCATTCGGGGGTTCAAGT 
CCCCTCGTTCGCC 
>Anabaena_variabilis_ATCC_29413_chr.trna10-IleGAT (3895681-3895757)  Ile (GAT) 77 bp  Sc: 84.18 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCACCT 
>Anabaena_variabilis_ATCC_29413_chr.trna2-IleGAT (1004524-1004600)  Ile (GAT) 77 bp  Sc: 84.18 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCACCT 
>Anabaena_variabilis_ATCC_29413_chr.trna25-IleGAT (5435757-5435681)  Ile (GAT) 77 bp  Sc: 84.18 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCACCT 
>Anabaena_variabilis_ATCC_29413_chr.trna41-LeuCAA (1768664-1768581)  Leu (CAA) 84 bp  Sc: 65.40 
GGGCGGGTGGCGAAACTGGTAGACGCACCACACTCAAAATGTGGCGACCTTGCGGTCATA 
GGAGTTCGATTCTCCTCCTGCCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna4-LeuCAG (1777233-1777314)  Leu (CAG) 82 bp  Sc: 60.23 
GCGGAACTGGCGGAATTGGCAGACGCGCTAGATTCAGGTTCTAGTGCCGCAAGGCTTCCG 
GGTTCAAGTCCCGGGTTCCGCA 
>Anabaena_variabilis_ATCC_29413_chr.trna46-LeuGAG (649992-649912)  Leu (GAG) 81 bp  Sc: 60.28 
GCGGATGTGGCGGAATTGGTATACGCGCACGCTTGAGGTGCGTGTGGCTTTGCCTTGCGA 
GTTCGAGTCTCGCCATCCGCA 
>Anabaena_variabilis_ATCC_29413_chr.trna1-LeuTAG (505303-505384)  Leu (TAG) 82 bp  Sc: 61.46 
GCGGATGTGGCGGAATTGGCAGACGCGCTAGATTTAGGTTCTAGTTCCGAGAGGAGTGAA 
GGTTCAAGTCCTTTCATCCGCA 
>Anabaena_variabilis_ATCC_29413_chr.trna7-LysCTT (3123086-3123157)  Lys (CTT) 72 bp  Sc: 71.90 
GGGTGACTAGCTCAACGGTAGAGCAGTAGACTCTTAATCTATTGGTTGCGGGTTCAAATC 
CCTCGTCACCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna16-LysTTT (5364031-5364102)  Lys (TTT) 72 bp  Sc: 66.30 
GGGTCGCTAACTCAACGGTAGAGTACTCGGCTTTTAACCGATTAGTTCCGGGTTCGAATC 
CCGGGCGACCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna35-MetCAT (2938983-2938911)  Met (CAT) 73 bp  Sc: 48.95 
CCAGGGTTGGCCGAGCGGTTGAGGCAGCGAACTCATAATTCGCCCAAGGCAGGTTCAACT 
CCTGCACCCTGGA 
>Anabaena_variabilis_ATCC_29413_chr.trna37-MetCAT (2508478-2508405)  Met (CAT) 74 bp  Sc: 79.24 
GGCTCAGTAGCTCAGTTGGTTAGAGCACGGGACTCATAAGCCTGGGGTCGTTGGTTCAAA 
TCCGACCTGAGCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna45-MetCAT (906140-906064)  Met (CAT) 77 bp  Sc: 83.46 
CGCGGGATAGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCAGTGGTTCAAA 
TCCACTTCCCGCCACCA 
>Anabaena_variabilis_ATCC_29413_chr.trna24-PheGAA (5557885-5557813)  Phe (GAA) 73 bp  Sc: 81.35 
GCCGGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACGAGTTCAAGT 
CTCGTTCCTGGCA 
>Anabaena_variabilis_ATCC_29413_chr.trna42-ProCGG (1424348-1424275)  Pro (CGG) 74 bp  Sc: 77.90 
CGGGATGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGCCGCTGGTTCGAA 
TCCAGTCATCCCGA 
>Anabaena_variabilis_ATCC_29413_chr.trna38-ProGGG (2494686-2494613)  Pro (GGG) 74 bp  Sc: 74.78 
CGGGGCGTAGCGCAGCTTGGTAGCGCGCCACTTTGGGGTAGTGGAGGTCGTGGGTTCGAA 



TCCCGCCGCTCCGA 
>Anabaena_variabilis_ATCC_29413_chr.trna5-ProTGG (1828001-1828074)  Pro (TGG) 74 bp  Sc: 79.94 
CGGGATGTAGCGCAGCTTGGTAGCGCGCCTGCTTTGGGAGCAGGATGCCGCAGGTTCAAA 
TCCTGTCATCCCGA 
>Anabaena_variabilis_ATCC_29413_chr.trna15-SerCGA (4743213-4743297)  Ser (CGA) 85 bp  Sc: 55.96 
GGAGAGGTGTCCGAGTGGTTGATGGTGACGCACTCGAAATGCGTTTTGGGGAAACCCAAC 
GGGGGTTCAAATCCCCCCCTCTCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna23-SerGCT (6024598-6024507)  Ser (GCT) 92 bp  Sc: 65.99 
GGAGAGGTGGCTGAGTGGTCGAAAGCGGCAGATTGCTAATCtgttgtACGGCAGGCAACT 
CCGTACCGAGGGTTCGAATCCCTCCCTCTCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna44-SerGGA (1182011-1181925)  Ser (GGA) 87 bp  Sc: 68.55 
GGAGAGATGGCCGAGTGGTTTAAGGCGCAGCACTGGAAATGCTGTAATGCGGAAACGTAT 
TCTAGGGTTCAAATCCCTATCTCTCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna39-SerTGA (2470973-2470889)  Ser (TGA) 85 bp  Sc: 58.62 
GGAGAGGTGGCAGAGTGGTCGATTGCGTCCGACTTGAAATCGGATGAGGCTAAAACCTCC 
GGGAGTTCGAATCTCCCCCTCTCCG 
>Anabaena_variabilis_ATCC_29413_chr.trna12-ThrCGT (3948182-3948253)  Thr (CGT) 72 bp  Sc: 79.94 
GCCGATGTGGCTCAGTGGTAGAGCAGCTGATTCGTAATCAGCAGGCCGTGGGTTCAAATC 
CCATCATCGGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna20-ThrGGT (6278962-6279033)  Thr (GGT) 72 bp  Sc: 79.24 
GCCCGTGTGGCTCAGTGGTAGAGCACACCCTTGGTAAGGGTGAGGTCACGAGTTCAATCC 
TCGTCACGGGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna36-ThrTGT (2728193-2728122)  Thr (TGT) 72 bp  Sc: 80.42 
GCCAGCATAGCACAGTGGTAGTGCATCCGACTTGTAATCGGAAGGTCGTCGGTTCAAATC 
CGACTGCTGGCT 
>Anabaena_variabilis_ATCC_29413_chr.trna8-TrpCCA (3152762-3152834)  Trp (CCA) 73 bp  Sc: 77.93 
GCGCTCTTAGTTCAGTTGGTAGAACGCAGGTCTCCAAAACCTGATGTCGGGGGTTCAAGT 
CCTCCAGGGCGCG 
>Anabaena_variabilis_ATCC_29413_chr.trna19-TyrGTA (6278819-6278904)  Tyr (GTA) 86 bp  Sc: 57.48 
GGGTCGGTGTCCGAGTGGTTAATGGAGACGGACTGTAAATCCGTTGGTTTACACCTACGC 
TGGTTCAAATCCAGCCCGGCCCACCT 
>Anabaena_variabilis_ATCC_29413_chr.trna43-ValGAC (1219650-1219577)  Val (GAC) 74 bp  Sc: 86.80 
GGACGTATAGCTCAGTTGGTTAGAGCGCTACGTTGACATCGTAGAGGTCACTGGTTCGAA 
TCCAGTTACGTCCA 
>Anabaena_variabilis_ATCC_29413_chr.trna32-ValTAC (3620894-3620822)  Val (TAC) 73 bp  Sc: 85.44 
GGGCGGTTAGCTCAGTTGGTAGAGCGCCTGCCTTACAAGCAGGATGTCATCAGTTCGAGT 
CTGGTACTGCCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna3-AlaTGC (48972-49044)  Ala (TGC) 73 bp  Sc: 82.60 
GGGGGCATAGCTCAGTTGGTAGAGCATCTGTTTTGCACACAGAAGGTCAGCGGTTCGACC 
CCGCTTGCCTCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna33-ArgACG (642405-642332)  Arg (ACG) 74 bp  Sc: 73.28 
GCGCCCTTAGCTCAGTTGGATAGAGCATTTGACTACGGATCAGAAGGTCGGGCGTTCGAG 
TCGCTCAGGGCGCA 
>Anaplasma_phagocytophilum_HZ_chr.trna9-ArgCCG (361880-361954)  Arg (CCG) 75 bp  Sc: 72.98 
GCACTCGTAGCTCAGTTAGGATAGAGCGCTACCCTCCGGAGGTAGAGGTCGCAGGTTCGA 
GTCCTGCTGAGTGCG 
>Anaplasma_phagocytophilum_HZ_chr.trna17-ArgCCT (1079546-1079619)  Arg (CCT) 74 bp  Sc: 70.84 
GGGGCCGTAGCTCAGTAGGATAGAGCATTAGATTCCTAATCTGAGGGTCGTGCGTTCGAA 
TCGCACCGGTCCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna1-ArgTCT (9233-9309)  Arg (TCT) 77 bp  Sc: 91.04 
GTGTCCGTAGCTCAGCTGGATAGAGCAACAGCCTTCTAAGCTGTGGGTCAGGGGTTCGAA 
TCCCTTCGGGCACACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna30-AsnGTT (821989-821918)  Asn (GTT) 72 bp  Sc: 77.23 
TCCCTGGTAGCTCAGCGGTAGAGCAACTGGCTGTTAACCAGTAGGTCGTTGGTTCGAATC 
CGACCCGGGGAG 
>Anaplasma_phagocytophilum_HZ_chr.trna10-AspGTC (500646-500719)  Asp (GTC) 74 bp  Sc: 81.76 
GGGGGTGTAGCTCAGTTGGTTAGAGCGCAAGCCTGTCACGTTTGAGGTCGCGAGTTCGAG 
TCTCGTCACTCCCG 
>Anaplasma_phagocytophilum_HZ_chr.trna18-CysGCA (1330024-1330095)  Cys (GCA) 72 bp  Sc: 56.39 
GGCTGGGTGGCAGAGTGGTTTATGCAGAGGACTGCAAATCCTTTTATACCGGTTCGATTC 
CGGTCCCGGCCT 
>Anaplasma_phagocytophilum_HZ_chr.trna37-GlnTTG (12233-12162)  Gln (TTG) 72 bp  Sc: 59.16 
TGGGATGTCGCCAAGCGGTAAGGCAACGGTTTTTGGTACCGTTATGCGGAGGTTCGATTC 
CTCCCATCCCAG 
>Anaplasma_phagocytophilum_HZ_chr.trna8-GluTTC (313821-313893)  Glu (TTC) 73 bp  Sc: 46.43 
GACTCCTTCGTCTAGTGGTCTAGGACCCCACCCTTTCACGGTGGTAACGCGGGTTCGACT 
CCCGTGGGAGTCA 



>Anaplasma_phagocytophilum_HZ_chr.trna29-GlyGCC (920897-920826)  Gly (GCC) 72 bp  Sc: 78.14 
GCGGGAGTAGCTCAGTGGTAGAGTATAACCTTGCCAAGGTTAGGGTCGAGGGTTCGAACC 
CCTTCTCCCGCT 
>Anaplasma_phagocytophilum_HZ_chr.trna7-GlyTCC (273587-273657)  Gly (TCC) 71 bp  Sc: 71.64 
GCGGGTATAGCTCAATGGTAGAGTAGCAGCCTTCCAAGCTGCCTGTGTGGGTTCGATTCC 
CATTACCCGCT 
>Anaplasma_phagocytophilum_HZ_chr.trna4-HisGTG (80704-80779)  His (GTG) 76 bp  Sc: 73.71 
GCGGACGTAGCTCAATCGGTGGAGCGTCAGTTTGTGGCACTGAAGGTCGCCAGTTCGATC 
CTGGTCGTTCGCCCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna14-IleGAT (720645-720720)  Ile (GAT) 76 bp  Sc: 87.35 
GGGTCTGTAGCTCAGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAGGTTCGACT 
CTTCCCAGGCCCACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna35-LeuCAA (522750-522668)  Leu (CAA) 83 bp  Sc: 62.69 
GCCCTTATGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTGCCCGTGAGGGTGTGC 
TGGTTCGAGTCCGGCTAAGGGCA 
>Anaplasma_phagocytophilum_HZ_chr.trna22-LeuCAG (1376553-1376470)  Leu (CAG) 84 bp  Sc: 60.32 
GTCCGAATGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTAACCTTACGGTTGTG 
GAAGTTCGAGTCTTCTTTCGGGCA 
>Anaplasma_phagocytophilum_HZ_chr.trna21-LeuGAG (1382940-1382853)  Leu (GAG) 88 bp  Sc: 59.07 
GCGGTTATGGTGGAAATGGTAGACACGCAGCGTTGAGGTCGCTGTGGCTATATCAGCCTT 
GGAAGTTCAAGTCTTCTTAACCGCACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna16-LeuTAA (1048915-1049000)  Leu (TAA) 86 bp  Sc: 66.75 
GTCCATGTGGCGGAATGGTAGACGCTGCGGACTTAAAATCCGTTGACCTTTGGGTCGTGG 
GAGTTCAAGTCTCCCCATGGGCACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna27-LeuTAG (1033518-1033436)  Leu (TAG) 83 bp  Sc: 55.08 
GCGGATATGGCGGAATTGGTAGACGTGCTAGGTTTAGGTCCTAGTGAGTTATGCTCGTGG 
GGGTTCAAGTCCCTCTATCCGCA 
>Anaplasma_phagocytophilum_HZ_chr.trna26-LysCTT (1033737-1033666)  Lys (CTT) 72 bp  Sc: 75.59 
GGTTCCGTAGCTCAGTGGTAGAGCGCCTGACTCTTAATCAGTGTGTCGCGTGTTCGAATC 
ACGCCGGAACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna23-LysTTT (1316557-1316486)  Lys (TTT) 72 bp  Sc: 67.17 
GGTCCTGTAGCTCAGTGGTAGAGCAGGTGGCTTTTAATCACCGTGTCGCGCGTTCGATTC 
GCGCTGGGACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna13-MetCAT (661314-661385)  Met (CAT) 72 bp  Sc: 58.85 
GGCTAGGTAGCTCAGGGGTAGAGCAGGAGCATCATAATCTCCGGGCCGGGGGTTCGAATC 
CCTCCTTAGCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna15-MetCAT (773874-773945)  Met (CAT) 72 bp  Sc: 58.85 
GGCTAGGTAGCTCAGGGGTAGAGCAGGAGCATCATAATCTCCGGGCCGGGGGTTCGAATC 
CCTCCTTAGCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna31-MetCAT (783247-783176)  Met (CAT) 72 bp  Sc: 76.95 
CGCGGGGTGGAGCAGTGGTAGCTCATCAGGCTCATAACCTGAAGGTCGATGGTTCGAGTC 
CGTCCCCCGCAA 
>Anaplasma_phagocytophilum_HZ_chr.trna28-MetCAT (1027436-1027364)  Met (CAT) 73 bp  Sc: 85.12 
GGGGCTGTAGCTCAGTGGTTAGAGCGACTCGCTCATAACGAGTGGGCCGTAGGTTCAAAT 
CCTACCAGCCCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna32-PheGAA (673023-672953)  Phe (GAA) 71 bp  Sc: 72.19 
GGCCTGGTAGCTCAGTGGTAGAGCAGAGGACTGAAAATCCTTGTGCGTTGGTTCAATTCC 
GACCCGGGCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna19-ProGGG (1351275-1351352)  Pro (GGG) 78 bp  Sc: 76.31 
CGGAATGTAGCGCAGCCTGGTTAGCGCGTCAGTCTGGGGGACTGGAGGTCATGGGTTCGA 
ATCCCGTCATTCCGACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna34-ProTGG (526464-526391)  Pro (TGG) 74 bp  Sc: 80.51 
CGGGGTGTGGCGCAGCTTGGTAGCGCACTTGGTTTGGGACCAAGGGGTCGGGAGTTCAAA 
TCTCTCCACCCCGA 
>Anaplasma_phagocytophilum_HZ_chr.trna11-SerGCT (646353-646444)  Ser (GCT) 92 bp  Sc: 64.66 
GGAGAGGTGGCCGAGAGGCTGAAGGCGGCGGTTTGCTAAACCGTTATACAAGTAACATTG 
TATCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna24-SerGGA (1252920-1252836)  Ser (GGA) 85 bp  Sc: 64.40 
GGAGAGATGGCTGAGTGGTCGAAAGCGCACGCCTGGAAAGTGTGTACACAGCAATGTGTC 
GGGGGTTCGAATCCCCCTCTTTCCG 
>Anaplasma_phagocytophilum_HZ_chr.trna2-SerTGA (31291-31377)  Ser (TGA) 87 bp  Sc: 65.85 
GGACGGATGGCCGAGCGGTTTAAGGCACCAGTCTTGAAAACTGACGTACGCTAACACGTA 
CCGTGGGTTCGAATCCCACTCCGTCCG 
>Anaplasma_phagocytophilum_HZ_chr.trna36-ThrGGT (426996-426923)  Thr (GGT) 74 bp  Sc: 72.19 
GCCGTTATAGCTTAGTGGTAGAACGCGTCCTTGGTAAGGACGAAGCCCGAGTTCGATTCT 
CGGTAACGGCACCA 
>Anaplasma_phagocytophilum_HZ_chr.trna12-ThrTGT (650430-650503)  Thr (TGT) 74 bp  Sc: 68.10 



GCCGGCTTAGCTATAATTGGTAGAGCGCCTGACTTGTAATCAGGAtgttgtCGGTTCGAG 
TCCGGCAGTCGGCT 
>Anaplasma_phagocytophilum_HZ_chr.trna25-TrpCCA (1094172-1094099)  Trp (CCA) 74 bp  Sc: 69.90 
AGGAGTGTAGTTCAATGGTAGAACATCAGTCTCCAAAACTGAGAGTATGGGTTCGACTCC 
TGTCACTCCTGCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna6-TyrGTA (273497-273579)  Tyr (GTA) 83 bp  Sc: 60.76 
GGAGGGGTGGCCGAGTGGTTAAAGGCAGCAGACTGTAAATCTGCCCACTTCAGTGTACGT 
AGGTTCGAATCCTACCTCCTCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna20-ValGAC (1456612-1456540)  Val (GAC) 73 bp  Sc: 76.82 
GGGTGATTAGCTCAGGTGGTAGAGCGTTTGCTTGACGTGCAAAAGGCCACTGGTTCGAGT 
CCAGTATCACCCA 
>Anaplasma_phagocytophilum_HZ_chr.trna5-ValTAC (176879-176951)  Val (TAC) 73 bp  Sc: 81.11 
GGGCGGTTAGCTCAGTTGGTAGAGCGCCTCGTTTACACCGAGGAAGTCAGCAGTTCGAGT 
CTGTTACTGCCCA 
>Arcobacter_butzleri_RM4018_chr.trna30-AlaTGC (2274575-2274500)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna32-AlaTGC (2003372-2003297)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna35-AlaTGC (1918431-1918356)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna43-AlaTGC (1783589-1783514)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna9-AlaTGC (849213-849288)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna54-ArgTCG (154500-154424)  Arg (TCG) 77 bp  Sc: 70.20 
GCGTCTGTAGTTCAACTGGATAGAATAACCGGTTTCGACCCGGTGGGTTGTGGGTTCGAC 
TCCTACCAGGCGTGCCA 
>Arcobacter_butzleri_RM4018_chr.trna3-ArgTCT (169616-169692)  Arg (TCT) 77 bp  Sc: 76.69 
GCTTCCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTAGGCCGTACGTTCGAA 
TCGTACTGGGAGTACCA 
>Arcobacter_butzleri_RM4018_chr.trna6-ArgTCT (169934-170010)  Arg (TCT) 77 bp  Sc: 76.69 
GCTTCCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTAGGCCGTACGTTCGAA 
TCGTACTGGGAGTACCA 
>Arcobacter_butzleri_RM4018_chr.trna33-AsnGTT (1920476-1920402)  Asn (GTT) 75 bp  Sc: 81.23 
TCCGGCATAGCTCAGCGGTAGAGTAGATGACTGTTAATCATTTGGTCCCTGGTTCGAACC 
CAGGTGCCGGAGCCA 
>Arcobacter_butzleri_RM4018_chr.trna41-AsnGTT (1785635-1785561)  Asn (GTT) 75 bp  Sc: 81.23 
TCCGGCATAGCTCAGCGGTAGAGTAGATGACTGTTAATCATTTGGTCCCTGGTTCGAACC 
CAGGTGCCGGAGCCA 
>Arcobacter_butzleri_RM4018_chr.trna53-AspGTC (519385-519309)  Asp (GTC) 77 bp  Sc: 91.27 
GCGGCCGTAGTTTAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGAGTTCGAG 
TCTCGTCGGCCGCGCCA 
>Arcobacter_butzleri_RM4018_chr.trna49-AspGTC (519767-519691)  Asp (GTC) 77 bp  Sc: 91.38 
GCGGCTGTAGTTTAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGAGTTCGAG 
TCTCGTCAGCCGCGCCA 
>Arcobacter_butzleri_RM4018_chr.trna28-CysGCA (2103790-2103865)  Cys (GCA) 76 bp  Sc: 71.82 
GGAGGTATAGCAAAGCTGGTAATGCCTCGGATTGCAAATCCGACATGCGTTGGTTCGAGT 
CCGACTACCTCCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna10-GlnTTG (1234392-1234466)  Gln (TTG) 75 bp  Sc: 69.73 
TGGGGTATCGCCAAGCGGTAAGGCAACGGTTTTTGGTACCGTCACTCGAAGGTTCGAATC 
CTTCTACCCCATCCA 
>Arcobacter_butzleri_RM4018_chr.trna14-GlnTTG (1541408-1541482)  Gln (TTG) 75 bp  Sc: 69.73 
TGGGGTATCGCCAAGCGGTAAGGCAACGGTTTTTGGTACCGTCACTCGAAGGTTCGAATC 
CTTCTACCCCATCCA 
>Arcobacter_butzleri_RM4018_chr.trna25-GlnTTG (1882310-1882384)  Gln (TTG) 75 bp  Sc: 69.73 
TGGGGTATCGCCAAGCGGTAAGGCAACGGTTTTTGGTACCGTCACTCGAAGGTTCGAATC 
CTTCTACCCCATCCA 
>Arcobacter_butzleri_RM4018_chr.trna45-GluTTC (1368730-1368655)  Glu (TTC) 76 bp  Sc: 38.23 
GACCCTGTCGTCTAGTGGCCAAGGACGTTAGGATTTCCTCCTAAACACGCAAGTTCGAAT 
CTTGCTGGGGTCGCCA 
>Arcobacter_butzleri_RM4018_chr.trna47-GluTTC (520000-519926)  Glu (TTC) 75 bp  Sc: 54.27 
GGCCCCTTCATCTAACGGTTAGGATTCATGGTTTTCATCCATGCCACAGGGGTTCGAATC 



CCCTAGGGGTCACCA 
>Arcobacter_butzleri_RM4018_chr.trna51-GluTTC (519575-519501)  Glu (TTC) 75 bp  Sc: 54.27 
GGCCCCTTCATCTAACGGTTAGGATTCATGGTTTTCATCCATGCCACAGGGGTTCGAATC 
CCCTAGGGGTCACCA 
>Arcobacter_butzleri_RM4018_chr.trna21-GlyTCC (1876218-1876294)  Gly (TCC) 77 bp  Sc: 91.96 
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG 
TCTCGTCTCCCGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna39-GlyTCC (1898064-1897988)  Gly (TCC) 77 bp  Sc: 91.96 
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG 
TCTCGTCTCCCGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna5-GlyTCC (169789-169865)  Gly (TCC) 77 bp  Sc: 91.96 
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG 
TCTCGTCTCCCGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna7-GlyTCC (170017-170093)  Gly (TCC) 77 bp  Sc: 91.96 
GCGGGAGTAGCTCAGTTGGCTAGAGCTTCTGCCTTCCAAGCAGACTGTCGCGAGTTCGAG 
TCTCGTCTCCCGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna2-HisGTG (169522-169598)  His (GTG) 77 bp  Sc: 79.00 
GTAGGTATAGCTCAGTCGGTTAGAGCATCGGGTTGTGGTTCCGAGGGTCGTGGGTTCGAG 
CCCCATTACCTACCCCA 
>Arcobacter_butzleri_RM4018_chr.trna29-IleGAT (2274706-2274630)  Ile (GAT) 77 bp  Sc: 91.94 
GGGCCTATAGCTCAGCTGGCTAGAGCGCTCGACTGATAATCGTGAGGTCTCAGGTTCAAG 
TCCTGATAGGCCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna31-IleGAT (2003503-2003427)  Ile (GAT) 77 bp  Sc: 91.94 
GGGCCTATAGCTCAGCTGGCTAGAGCGCTCGACTGATAATCGTGAGGTCTCAGGTTCAAG 
TCCTGATAGGCCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna34-IleGAT (1918562-1918486)  Ile (GAT) 77 bp  Sc: 91.94 
GGGCCTATAGCTCAGCTGGCTAGAGCGCTCGACTGATAATCGTGAGGTCTCAGGTTCAAG 
TCCTGATAGGCCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna42-IleGAT (1783720-1783644)  Ile (GAT) 77 bp  Sc: 91.94 
GGGCCTATAGCTCAGCTGGCTAGAGCGCTCGACTGATAATCGTGAGGTCTCAGGTTCAAG 
TCCTGATAGGCCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna8-IleGAT (849082-849158)  Ile (GAT) 77 bp  Sc: 91.94 
GGGCCTATAGCTCAGCTGGCTAGAGCGCTCGACTGATAATCGTGAGGTCTCAGGTTCAAG 
TCCTGATAGGCCCACCA 
>Arcobacter_butzleri_RM4018_chr.trna13-LeuCAA (1324501-1324584)  Leu (CAA) 84 bp  Sc: 70.33 
GCCGCTATGGTGAAATTGGTAGACACAAGGGATTCAAAATCCCTCGCCTTTGGTGTGTCG 
GTTCGAGTCCGACTAGCGGTACCA 
>Arcobacter_butzleri_RM4018_chr.trna18-LeuGAG (1755476-1755560)  Leu (GAG) 85 bp  Sc: 64.86 
GCGGATGTGGTGGAATGGTAGACACGCCATCTTGAGGTGGTGGTGAGCTAAGCTTGTGCG 
GGTTCAAGTCCCGCCATCCGCACCA 
>Arcobacter_butzleri_RM4018_chr.trna17-LeuTAA (1541706-1541792)  Leu (TAA) 87 bp  Sc: 68.34 
GCGAGTGTGGCGGAATAGGTAGACGCGCGGGACTTAAAATCCCGTTCCGGTTTCGGAGTG 
TGAGTTCGATTCTCACCATTCGCACCA 
>Arcobacter_butzleri_RM4018_chr.trna26-LeuTAA (2103540-2103626)  Leu (TAA) 87 bp  Sc: 68.34 
GCGAGTGTGGCGGAATAGGTAGACGCGCGGGACTTAAAATCCCGTTCCGGTTTCGGAGTG 
TGAGTTCGATTCTCACCATTCGCACCA 
>Arcobacter_butzleri_RM4018_chr.trna4-LeuTAG (169697-169781)  Leu (TAG) 85 bp  Sc: 76.84 
GCGGACGTGGTGAAATTGGTAGACACGCCAGACTTAGGATCTGGTGCCTCACGGTGTGAG 
AGTTCGAGTCTCTCCGTCCGCACCA 
>Arcobacter_butzleri_RM4018_chr.trna46-LysTTT (520098-520023)  Lys (TTT) 76 bp  Sc: 84.27 
GACCCGTTAGCTCAGCCGGTAGAGCATCTCACTTTTAATGAGGGGGCCAATGGTTCGAAT 
CCATTACGGGTCACCA 
>Arcobacter_butzleri_RM4018_chr.trna50-LysTTT (519673-519598)  Lys (TTT) 76 bp  Sc: 84.27 
GACCCGTTAGCTCAGCCGGTAGAGCATCTCACTTTTAATGAGGGGGCCAATGGTTCGAAT 
CCATTACGGGTCACCA 
>Arcobacter_butzleri_RM4018_chr.trna23-MetCAT (1882129-1882205)  Met (CAT) 77 bp  Sc: 84.09 
GTCAAGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGAGGGTTCGAG 
TCCCTCTCTTGACACCA 
>Arcobacter_butzleri_RM4018_chr.trna11-MetCAT (1234491-1234567)  Met (CAT) 77 bp  Sc: 84.30 
CGCGGAATAGAGCAGCTAGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATTTCCGCAACCA 
>Arcobacter_butzleri_RM4018_chr.trna22-MetCAT (1876328-1876404)  Met (CAT) 77 bp  Sc: 84.30 
CGCGGAATAGAGCAGCTAGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATTTCCGCAACCA 
>Arcobacter_butzleri_RM4018_chr.trna20-MetCAT (1854194-1854270)  Met (CAT) 77 bp  Sc: 99.94 
GGGTCATTAGCTCAGCTGGTTAGAGCACTCGGCTCATAACCGAGTGGTCGAAGGTTCGAG 
TCCTTCATGACCCACCA 



>Arcobacter_butzleri_RM4018_chr.trna16-PheGAA (1541606-1541681)  Phe (GAA) 76 bp  Sc: 88.27 
GGTTCGATAGCTCAGTCGGTAGAGCAAAGGATTGAAAATCCTTGTGTCGACAGTTCGATT 
CTGTCTCGAACCACCA 
>Arcobacter_butzleri_RM4018_chr.trna36-PheGAA (1898379-1898304)  Phe (GAA) 76 bp  Sc: 88.27 
GGTTCGATAGCTCAGTCGGTAGAGCAAAGGATTGAAAATCCTTGTGTCGACAGTTCGATT 
CTGTCTCGAACCACCA 
>Arcobacter_butzleri_RM4018_chr.trna1-ProTGG (169426-169503)  Pro (TGG) 78 bp  Sc: 90.06 
CGGGGCGTAGCGCAGTCTGGTTAGCGCACCTGGTTTGGGACCAGGGGGCCGGAGGTTCGA 
ATCCTCTCGCCCCGACCA 
>Arcobacter_butzleri_RM4018_chr.trna44-SeCTCA (1529552-1529454)  SeC (TCA) 99 bp  Sc: 35.69 
GGGAGGTTAGTGTACCTGGTGGGCACCACAGGCTTCAACCCTGATTGACGGTTTTGATGA 
CAACGCCGTGGGAGGTTCGATTCCTTCACCTTCTCGCCA 
>Arcobacter_butzleri_RM4018_chr.trna19-SerGCT (1854099-1854189)  Ser (GCT) 91 bp  Sc: 71.27 
GGACAGTTGGGTGAGTTGGCTGAAACCACCTCCCTGCTAAGGAGACGTACTGGCAACGGT 
ACCGAGGGTTCAAATCCCTCACTGTCCGCCA 
>Arcobacter_butzleri_RM4018_chr.trna27-SerTGA (2103636-2103724)  Ser (TGA) 89 bp  Sc: 51.70 
AGAGAGTTGACAGAGTTGGTCGATTGTACCGGTTTTGAAAACCGGCGAGGTTCACGCCTC 
CGAGGGTTCGAATCCCTTGCTCTCTGCCA 
>Arcobacter_butzleri_RM4018_chr.trna12-ThrTGT (1234644-1234720)  Thr (TGT) 77 bp  Sc: 93.03 
GCTGGTGTAGCTCAGTTGGCTAGAGCAGCTGATTTGTAATCAGCAGGTCGGGGGTTCGAC 
TCCCTTCACCAGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna24-ThrTGT (1882216-1882292)  Thr (TGT) 77 bp  Sc: 93.03 
GCTGGTGTAGCTCAGTTGGCTAGAGCAGCTGATTTGTAATCAGCAGGTCGGGGGTTCGAC 
TCCCTTCACCAGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna37-ThrTGT (1898292-1898216)  Thr (TGT) 77 bp  Sc: 93.03 
GCTGGTGTAGCTCAGTTGGCTAGAGCAGCTGATTTGTAATCAGCAGGTCGGGGGTTCGAC 
TCCCTTCACCAGCTCCA 
>Arcobacter_butzleri_RM4018_chr.trna40-TrpCCA (1896346-1896271)  Trp (CCA) 76 bp  Sc: 68.07 
AGGTCAGTAGCTCCAATGGTAGAGCGCCGGATTCCAAATCCGATGGTTGTGGGTTCGAAT 
CCCCCCTGGCCTGCCA 
>Arcobacter_butzleri_RM4018_chr.trna15-TyrGTA (1541504-1541588)  Tyr (GTA) 85 bp  Sc: 57.82 
GGTGAGGTTGGAGAGTGGTCAAATCCTGCGGACTGTAAATCCGCCGCCTACGGCTTCGAA 
GGTTCGAATCCTTCTCTCACCACCA 
>Arcobacter_butzleri_RM4018_chr.trna38-TyrGTA (1898158-1898074)  Tyr (GTA) 85 bp  Sc: 57.82 
GGTGAGGTTGGAGAGTGGTCAAATCCTGCGGACTGTAAATCCGCCGCCTACGGCTTCGAA 
GGTTCGAATCCTTCTCTCACCACCA 
>Arcobacter_butzleri_RM4018_chr.trna48-ValTAC (519906-519831)  Val (TAC) 76 bp  Sc: 92.54 
GGTCGATTAGCTCAGTTGGTAGAGCGCTACCCTTACAAGGTAGATGTCATAAGTTCGAGT 
CTTATATCGACCACCA 
>Arcobacter_butzleri_RM4018_chr.trna52-ValTAC (519481-519406)  Val (TAC) 76 bp  Sc: 92.54 
GGTCGATTAGCTCAGTTGGTAGAGCGCTACCCTTACAAGGTAGATGTCATAAGTTCGAGT 
CTTATATCGACCACCA 
>Arthrobacter_FB24_chr1.trna31-AlaCGC (3217490-3217415)  Ala (CGC) 76 bp  Sc: 87.27 
GGGGCTATAGCTCAGTTGGTAGAGCGCTTCGTTCGCATCGAAGAGGTCAGGGGTTCGAAT 
CCCCTTAGCTCCACAA 
>Arthrobacter_FB24_chr1.trna39-AlaGGC (2670906-2670834)  Ala (GGC) 73 bp  Sc: 84.56 
GGGGCTGTGGCGCAGCTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAGT 
CCCCTCAGCTCCA 
>Arthrobacter_FB24_chr1.trna38-AlaGGC (2671174-2671099)  Ala (GGC) 76 bp  Sc: 85.18 
GGGGCTGTGGCGCAGCTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAGT 
CCCCTCAGCTCCACCC 
>Arthrobacter_FB24_chr1.trna2-AlaTGC (12163-12238)  Ala (TGC) 76 bp  Sc: 94.41 
GGGGGCATGGCGCAATTGGTAGCGCACCTGCTTTGCAAGCAGGGGGTTCGGGGTTCGAGT 
CCCCGTGCCTCCACCA 
>Arthrobacter_FB24_chr1.trna50-ArgACG (710744-710671)  Arg (ACG) 74 bp  Sc: 81.27 
GCGCCCATAGCTCAGCTGGATAGAGCGTCTGTCTACGGAACAGAAGGTCAGGGGTTCGAA 
TCCCTTTGGGCGCA 
>Arthrobacter_FB24_chr1.trna24-ArgCCG (2947636-2947708)  Arg (CCG) 73 bp  Sc: 77.91 
GCCCTCGTAGCTCAGGGGATAGAGCGTCTGCCTCCGGAGCAGAAGGTCGTAGGTTCGAAT 
CCTATCGAGGGCA 
>Arthrobacter_FB24_chr1.trna46-ArgCCT (877220-877148)  Arg (CCT) 73 bp  Sc: 75.16 
GCCCTCGTAGCTCAGTGGATAGAGCACGGCTCTCCTAAAGCCGGTGTCGTTGGTTCGATT 
CCAATCGAGGGCA 
>Arthrobacter_FB24_chr1.trna20-ArgTCT (2715875-2715947)  Arg (TCT) 73 bp  Sc: 75.88 
GCCCCAGTAGCTCAGGGGATAGAGCAGCGGCCTTCTAATCCGCCGGTCGGGGGTTCGATT 
CCCTCCTGGGGCA 
>Arthrobacter_FB24_chr1.trna13-AsnGTT (1502820-1502892)  Asn (GTT) 73 bp  Sc: 78.80 



TCCTCCTTAGCTCAATTGGCAGAGCATTCGACTGTTAATCGAAGGGTTGCTGGTTCAAGT 
CCAGCAGGAGGAG 
>Arthrobacter_FB24_chr1.trna14-AsnGTT (1503019-1503091)  Asn (GTT) 73 bp  Sc: 78.80 
TCCTCCTTAGCTCAATTGGCAGAGCATTCGACTGTTAATCGAAGGGTTGCTGGTTCAAGT 
CCAGCAGGAGGAG 
>Arthrobacter_FB24_chr1.trna7-AspGTC (421519-421592)  Asp (GTC) 74 bp  Sc: 87.50 
GGCCCTGTAGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Arthrobacter_FB24_chr1.trna42-CysGCA (1863418-1863348)  Cys (GCA) 71 bp  Sc: 63.57 
GGTGGGTTGGCCGAGAGGCGAGGCAGCGGCCTGCAAAGCCGTATACACGGGTTCGAATCC 
CGTACCCACCT 
>Arthrobacter_FB24_chr1.trna34-GlnCTG (2827326-2827255)  Gln (CTG) 72 bp  Sc: 50.48 
TGGGATATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTATCCCAG 
>Arthrobacter_FB24_chr1.trna12-GlnTTG (1326164-1326235)  Gln (TTG) 72 bp  Sc: 48.66 
TCCGCTCTGGTGTAATGGCAGCACCCCGGCCTTTGGAGCCGTGGAGTATAGGTTCGAATC 
CTATGGGCGGAA 
>Arthrobacter_FB24_chr1.trna35-GluCTC (2827127-2827052)  Glu (CTC) 76 bp  Sc: 59.41 
GGCCCCATCGTATAGCGGCCTAGTACGCTGCCCTCTCACGGCGGTAACGCGGGTTCGAAT 
CCCGCTGGGGTCACCA 
>Arthrobacter_FB24_chr1.trna6-GluTTC (421350-421422)  Glu (TTC) 73 bp  Sc: 64.51 
GCCCCCATCGTCTAGCGGCCTAGGACACCGCCCTTTCACGGCGGCGGCACGGGTTCGAAT 
CCCGTTGGGGGTA 
>Arthrobacter_FB24_chr1.trna26-GlyCCC (4364506-4364579)  Gly (CCC) 74 bp  Sc: 81.46 
GCGGCTGTAGCTCAATGGTAGAGCGCTAGCTTCCCAAGCTTGATACGCGGGTTCGATTCC 
CGTCAGCCGCTCCA 
>Arthrobacter_FB24_chr1.trna41-GlyGCC (1863537-1863465)  Gly (GCC) 73 bp  Sc: 85.80 
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT 
CTCGTCGTCCGCT 
>Arthrobacter_FB24_chr1.trna44-GlyGCC (1863175-1863103)  Gly (GCC) 73 bp  Sc: 85.80 
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT 
CTCGTCGTCCGCT 
>Arthrobacter_FB24_chr1.trna19-GlyTCC (2701975-2702048)  Gly (TCC) 74 bp  Sc: 75.34 
GGGGACGTAGCTTAATGGTAAAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC 
CGTCGTCCCCTCCA 
>Arthrobacter_FB24_chr1.trna21-HisGTG (2731989-2732061)  His (GTG) 73 bp  Sc: 69.94 
GTGGGCTTAGCTCAGTTGGCAGAGCGCCTGGTTGTGGTCCAGGAGGTCGCGGGTTCAACC 
CCCGTAGCTCACC 
>Arthrobacter_FB24_chr1.trna1-IleGAT (11842-11915)  Ile (GAT) 74 bp  Sc: 85.09 
GGGCGTATAGCTCAGGCGGTTAGAGCGCTTCGCTGATAACGAAGAGGTCCCAGGTTCAAG 
TCCTGGTACGCCCA 
>Arthrobacter_FB24_chr1.trna18-LeuCAA (1892239-1892320)  Leu (CAA) 82 bp  Sc: 70.06 
GCCCGAGTGGCGGAATTGGCAGACGCGCCGCACTCAAAATGCGGTATCGAAAGGTGTGTG 
GGTTCGAGTCCCACCTCGGGCA 
>Arthrobacter_FB24_chr1.trna3-LeuCAG (33132-33214)  Leu (CAG) 83 bp  Sc: 64.30 
GCGCGAGTGGCGGAACGGCAGACGCGCTGGCTTCAGGTGCCAGTGTCCGAAAGGGCGTGG 
GGGTTCAAATCCCCCCTCGCGCA 
>Arthrobacter_FB24_chr1.trna40-LeuGAG (2436594-2436509)  Leu (GAG) 86 bp  Sc: 60.42 
GCGCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTCCTCGAAAGGGGGTGG 
GGGTTCAAGTCCCCCTCCGCGCACAA 
>Arthrobacter_FB24_chr1.trna11-LeuTAA (1251644-1251717)  Leu (TAA) 74 bp  Sc: 69.73 
GCCCCAGTAGCCCAATTGGCAGAGGCAGCGGACTTAAAATCCGCGtgttgtGGGTTCGAG 
TCCCACCTGGGGTA 
>Arthrobacter_FB24_chr1.trna23-LeuTAG (2856320-2856401)  Leu (TAG) 82 bp  Sc: 61.53 
GCGCGAGTGGTGAAATTGGCAGACACGCAGGATTTAGGTTCCTGTGCCTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTGCGCA 
>Arthrobacter_FB24_chr1.trna22-LysCTT (2854533-2854608)  Lys (CTT) 76 bp  Sc: 86.89 
GCACCTCTAGCTCAACTGGCAGAGCAATTGACTCTTAATCAATGGGTTCCGGGTTCGAGT 
CCCGGGGGGTGCACCA 
>Arthrobacter_FB24_chr1.trna4-LysTTT (76568-76640)  Lys (TTT) 73 bp  Sc: 82.32 
GCACCCGTAGCTCAGCTGGGAGAGCAGGGGACTTTTAATCCTCGGGTCGTGGGTTCGAGC 
CCCACCGGGTGCA 
>Arthrobacter_FB24_chr1.trna5-LysTTT (218923-218995)  Lys (TTT) 73 bp  Sc: 85.14 
GGGCCTTTAGCTCAGTTGGTAGAGCATCGGACTTTTAATCCGTGGGTCGTGGGTTCGATC 
CCCACAGGGCCCA 
>Arthrobacter_FB24_chr1.trna15-MetCAT (1509118-1509191)  Met (CAT) 74 bp  Sc: 79.51 
GGGGCTATAGCTCAGCTGGTTAGAGCGCGGGACTCATAATCCTAAGGTCCTCGGTTCAAG 



TCCGAGTAGCCCTA 
>Arthrobacter_FB24_chr1.trna32-MetCAT (3091587-3091514)  Met (CAT) 74 bp  Sc: 81.23 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAA 
>Arthrobacter_FB24_chr1.trna29-MetCAT (3416260-3416184)  Met (CAT) 77 bp  Sc: 88.40 
GGCGGTGTAGCTCAGTTGGTTAGAGCGCACGACTCATAATCGTGAGGTCGGGAGATCGAG 
CCTCCCCACCGCTACCA 
>Arthrobacter_FB24_chr1.trna33-MetCAT (3091325-3091249)  Met (CAT) 77 bp  Sc: 89.53 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Arthrobacter_FB24_chr1.trna8-PheGAA (421641-421716)  Phe (GAA) 76 bp  Sc: 79.10 
GGCTCTGTAGCTCAGTTGGTAGAGCGTTCGACTGAAAATCGAAAGGTCACCGGATCGACG 
CCGGTCGGAGCCACCA 
>Arthrobacter_FB24_chr1.trna25-ProCGG (3828097-3828173)  Pro (CGG) 77 bp  Sc: 87.48 
CGGGATGTGGCGCAGCTTGGTAGCGCGCGTCGTTCGGGACGACGAGGTCGCAGGTTCAAA 
TCCTGTCATCCCGACCA 
>Arthrobacter_FB24_chr1.trna16-ProGGG (1714644-1714720)  Pro (GGG) 77 bp  Sc: 88.91 
CGGGCTGTAGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCAAA 
TCCTGTCAGCCCGACCA 
>Arthrobacter_FB24_chr1.trna37-ProTGG (2701817-2701743)  Pro (TGG) 75 bp  Sc: 85.57 
CGGGGTGTAGCTCAGCTTGGCTAGAGCGCCTGCTTTGGGAGCAGGAAGTCGCAGGTTCAA 
ATCCTGTCACCCCGA 
>Arthrobacter_FB24_chr1.trna51-SerCGA (687336-687247)  Ser (CGA) 90 bp  Sc: 50.21 
GGTGACGTGTCCGAGCGGCCGAAGGTGCAACACTCGAAAtgttgtTTGGTGTCAAAGCCA 
ACGTGGGTTCAAATCCCACCGTCACCGCGA 
>Arthrobacter_FB24_chr1.trna49-SerGCT (722414-722327)  Ser (GCT) 88 bp  Sc: 56.00 
GGAGACGTGCCAGAGCGGCCGAATGGGCTTCACTGCTAATGAAGTGTGGGGCACAACTCC 
ACCGGGGGTTCAAATCCCCCCGTCTCCG 
>Arthrobacter_FB24_chr1.trna9-SerGGA (596911-596995)  Ser (GGA) 85 bp  Sc: 57.93 
GGAGAATTCGCCTAGCGGCCTATGGCGCACGCCTGGAACGCGTGTTGGGTTAACGCCCTC 
GGGGGTTCAAATCCCCCATTCTCCG 
>Arthrobacter_FB24_chr1.trna48-SerTGA (733196-733106)  Ser (TGA) 91 bp  Sc: 52.59 
GGAAGGTTGTCCGAGCGGCCGAAGGAGCTGGTCTTGAAAACCAGTGTGCGGTAACCCCGT 
ACCAAGAGTTCGAATCTCTTACCTTCCGCGA 
>Arthrobacter_FB24_chr1.trna47-ThrCGT (760820-760748)  Thr (CGT) 73 bp  Sc: 77.66 
GCTTCCTTAGCTCAGTCGGTAGAGCGTTTCACTCGTAATGAAAAGGTCATCAGTTCGATT 
CTGATAGGAAGCT 
>Arthrobacter_FB24_chr1.trna28-ThrGGT (3416393-3416322)  Thr (GGT) 72 bp  Sc: 67.14 
GCCCCCCTAGCTCAGTGGTAGAGCGCGTTCTTGGTAAGAACGAGGTCACCGGATCGATTC 
CGGTGGGGGGCT 
>Arthrobacter_FB24_chr1.trna10-ThrTGT (816148-816224)  Thr (TGT) 77 bp  Sc: 89.94 
GCCTCCTTAGCTCAGTTGGCCAGAGCACCGCTCTTGTAAAGCGGGGGTCGTCGGTTCGAA 
TCCGACAGGGGGCTCCA 
>Arthrobacter_FB24_chr1.trna30-TrpCCA (3364657-3364585)  Trp (CCA) 73 bp  Sc: 77.06 
AGGGTAGTGGCGCAATTGGTAGCGCAGCGGTCTCCAAAACCGCAGGTTGCAGGTTCGAGT 
CCTGTCTGCCCTG 
>Arthrobacter_FB24_chr1.trna27-TyrGTA (3444175-3444091)  Tyr (GTA) 85 bp  Sc: 56.33 
GGCAGATTACCCGAGCGGCCAAAGGGGGCTGACTGTAAATCAGCTGGCAACGCCTACGGG 
GGTTCGAATCCCTCATCTGCCACCC 
>Arthrobacter_FB24_chr1.trna17-ValCAC (1863854-1863928)  Val (CAC) 75 bp  Sc: 81.53 
GGGCGATTGGCGCAGTGGTAGCGCGCTTCGTTCACACCGAAGAGGTCACTGGTTCGAACC 
CAGTATCGCCCACCC 
>Arthrobacter_FB24_chr1.trna43-ValGAC (1863305-1863231)  Val (GAC) 75 bp  Sc: 89.88 
GGGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCCCACCA 
>Arthrobacter_FB24_chr1.trna45-ValGAC (1863064-1862990)  Val (GAC) 75 bp  Sc: 89.88 
GGGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCCCACCA 
>Arthrobacter_FB24_chr1.trna36-ValTAC (2756648-2756573)  Val (TAC) 76 bp  Sc: 86.12 
GGGTCTTTAGCTCAGCTGGTAGAGCGCCACGTTTACACCGTGGATGTCATCGGTTCGATC 
CCGGTAGGACCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna31-AlaCGC (3123682-3123610)  Ala (CGC) 73 bp  Sc: 83.84 
GGGGCTATAGCTCAGTTGGTAGAGCGCTTCGTTCGCATCGAAGAGGTCAGGAGTTCGAAT 
CTCCTTAGCTCCA 
>Arthrobacter_aurescens_TC1_chr.trna40-AlaGGC (2593417-2593345)  Ala (GGC) 73 bp  Sc: 84.56 
GGGGCTGTGGCGCAGCTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAGT 
CCCCTCAGCTCCA 



>Arthrobacter_aurescens_TC1_chr.trna39-AlaGGC (2594538-2594463)  Ala (GGC) 76 bp  Sc: 92.85 
GGGGCTGTGGCGCAGCTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAGT 
CCCCTCAGCTCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna2-AlaTGC (12161-12236)  Ala (TGC) 76 bp  Sc: 94.41 
GGGGGCATGGCGCAATTGGTAGCGCACCTGCTTTGCAAGCAGGGGGTTCGGGGTTCGAGT 
CCCCGTGCCTCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna52-ArgACG (869019-868946)  Arg (ACG) 74 bp  Sc: 81.27 
GCGCCCATAGCTCAGCTGGATAGAGCGTCTGTCTACGGAACAGAAGGTCAGGGGTTCGAA 
TCCCTTTGGGCGCA 
>Arthrobacter_aurescens_TC1_chr.trna23-ArgCCG (2872934-2873009)  Arg (CCG) 76 bp  Sc: 73.94 
GCCCTCGTAGCTCAGGGGATAGAGCGTCTGCCTCCGGAGCAGAAGGCCGTAGGTTCGAAT 
CCTATCGAGGGCACAA 
>Arthrobacter_aurescens_TC1_chr.trna48-ArgCCT (1100732-1100660)  Arg (CCT) 73 bp  Sc: 75.16 
GCCCTCGTAGCTCAGTGGATAGAGCACGGCTCTCCTAAAGCCGGTGTCGTTGGTTCGATT 
CCAATCGAGGGCA 
>Arthrobacter_aurescens_TC1_chr.trna37-ArgTCT (2638735-2638663)  Arg (TCT) 73 bp  Sc: 75.88 
GCCCCAGTAGCTCAGGGGATAGAGCAGCGGCCTTCTAATCCGCCGGTCGGGGGTTCGATT 
CCCTCCTGGGGCA 
>Arthrobacter_aurescens_TC1_chr.trna12-AsnGTT (1634392-1634464)  Asn (GTT) 73 bp  Sc: 78.69 
TCCTCCGTAGCTCAATTGGCAGAGCATTCGACTGTTAATCGAAGGGTTACTGGTTCAAGT 
CCAGTCGGAGGAG 
>Arthrobacter_aurescens_TC1_chr.trna13-AsnGTT (1634581-1634653)  Asn (GTT) 73 bp  Sc: 78.69 
TCCTCCGTAGCTCAATTGGCAGAGCATTCGACTGTTAATCGAAGGGTTACTGGTTCAAGT 
CCAGTCGGAGGAG 
>Arthrobacter_aurescens_TC1_chr.trna6-AspGTC (431107-431180)  Asp (GTC) 74 bp  Sc: 87.50 
GGCCCTGTAGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Arthrobacter_aurescens_TC1_chr.trna54-CysGCA (417046-416976)  Cys (GCA) 71 bp  Sc: 52.45 
CGTGGTGTACCCGAGAGGCCAGGGAGCTGCCTGCAAAGCAGCGCACGCGGGTTCGAATCC 
CGCCACCACGT 
>Arthrobacter_aurescens_TC1_chr.trna43-CysGCA (1987753-1987683)  Cys (GCA) 71 bp  Sc: 63.57 
GGTGGGTTGGCCGAGAGGCGAGGCAGCGGCCTGCAAAGCCGTATACACGGGTTCGAATCC 
CGTACCCACCT 
>Arthrobacter_aurescens_TC1_chr.trna34-GlnCTG (2736077-2736006)  Gln (CTG) 72 bp  Sc: 50.48 
TGGGATATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTATCCCAG 
>Arthrobacter_aurescens_TC1_chr.trna11-GlnTTG (1435208-1435279)  Gln (TTG) 72 bp  Sc: 48.66 
TCCGCTCTGGTGTAATGGCAGCACCCCGGCCTTTGGAGCCGTGGAGTATAGGTTCGAATC 
CTATGGGCGGAA 
>Arthrobacter_aurescens_TC1_chr.trna35-GluCTC (2735878-2735803)  Glu (CTC) 76 bp  Sc: 57.21 
GGCCCCATCGTATAGCGGCCTAGTACGCCGCCCTCTCACGGCGGTAACGCGGGTTCGAAT 
CCCGCTGGGGTCACAA 
>Arthrobacter_aurescens_TC1_chr.trna5-GluTTC (430950-431022)  Glu (TTC) 73 bp  Sc: 64.51 
GCCCCCATCGTCTAGCGGCCTAGGACACCGCCCTTTCACGGCGGCGGCACGGGTTCGAAT 
CCCGTTGGGGGTA 
>Arthrobacter_aurescens_TC1_chr.trna25-GlyCCC (4045671-4045744)  Gly (CCC) 74 bp  Sc: 79.70 
GCGGGCGTAGCTCAATGGTAGAGCGCTAGCTTCCCAAGCTCGATACGCGGGTTCGATTCC 
CGTCGCCCGCTCCA 
>Arthrobacter_aurescens_TC1_chr.trna42-GlyGCC (1987872-1987800)  Gly (GCC) 73 bp  Sc: 85.80 
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT 
CTCGTCGTCCGCT 
>Arthrobacter_aurescens_TC1_chr.trna45-GlyGCC (1987512-1987440)  Gly (GCC) 73 bp  Sc: 85.80 
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT 
CTCGTCGTCCGCT 
>Arthrobacter_aurescens_TC1_chr.trna47-GlyGCC (1987283-1987208)  Gly (GCC) 76 bp  Sc: 94.10 
GCGGACGTAGCTCAGCTGGTAGAGCACCACCTTGCCAAGGTGGATGTCGCGAGTTCGAAT 
CTCGTCGTCCGCTCCA 
>Arthrobacter_aurescens_TC1_chr.trna18-GlyTCC (2625965-2626038)  Gly (TCC) 74 bp  Sc: 75.34 
GGGGACGTAGCTTAATGGTAAAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC 
CGTCGTCCCCTCCA 
>Arthrobacter_aurescens_TC1_chr.trna19-HisGTG (2644367-2644442)  His (GTG) 76 bp  Sc: 78.24 
GTGGGCTTAGCTCAGTTGGCAGAGCGCCTGGTTGTGGTCCAGGAGGTCGCGGGTTCAACC 
CCCGTAGCTCACCCCA 
>Arthrobacter_aurescens_TC1_chr.trna1-IleGAT (11850-11923)  Ile (GAT) 74 bp  Sc: 85.09 
GGGCGTATAGCTCAGGCGGTTAGAGCGCTTCGCTGATAACGAAGAGGTCCCAGGTTCAAG 
TCCTGGTACGCCCA 
>Arthrobacter_aurescens_TC1_chr.trna17-LeuCAA (2016989-2017070)  Leu (CAA) 82 bp  Sc: 68.75 



GCCCGAGTGGCGGAATTGGCAGACGCGCTGCACTCAAAATGCAGTATCGAAAGGTGTGTG 
GGTTCGAGTCCCACCTCGGGCA 
>Arthrobacter_aurescens_TC1_chr.trna3-LeuCAG (33474-33556)  Leu (CAG) 83 bp  Sc: 63.18 
GCGCGAGTGGCGGAACGGCAGACGCGCTGGCTTCAGGTGCCAGTATCCGAAAGGGTGTGG 
GGGTTCAAATCCCCCCTCGCGCA 
>Arthrobacter_aurescens_TC1_chr.trna26-LeuGAG (4546298-4546213)  Leu (GAG) 86 bp  Sc: 60.42 
GCGCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTCCTCGAAAGGGGGTGG 
GGGTTCAAGTCCCCCTCCGCGCACAA 
>Arthrobacter_aurescens_TC1_chr.trna41-LeuGAG (2359800-2359715)  Leu (GAG) 86 bp  Sc: 60.42 
GCGCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTCCTCGAAAGGGGGTGG 
GGGTTCAAGTCCCCCTCCGCGCACAA 
>Arthrobacter_aurescens_TC1_chr.trna10-LeuTAA (1355200-1355276)  Leu (TAA) 77 bp  Sc: 73.87 
GCCCCAGTAGCCCAATTGGCAGAGGCAGCGGACTTAAAATCCGCGtgttgtGGGTTCGAG 
TCCCACCTGGGGCACAA 
>Arthrobacter_aurescens_TC1_chr.trna22-LeuTAG (2766406-2766487)  Leu (TAG) 82 bp  Sc: 61.53 
GCGCGAGTGGTGAAATTGGCAGACACGCAGGATTTAGGTTCCTGTGCCTTCGGGCGTGGG 
GGTTCAAGTCCCCCCTTGCGCA 
>Arthrobacter_aurescens_TC1_chr.trna20-LysCTT (2764879-2764954)  Lys (CTT) 76 bp  Sc: 86.89 
GCACCTCTAGCTCAACTGGCAGAGCAATTGACTCTTAATCAATGGGTTCCGGGTTCGAGT 
CCCGGGGGGTGCACCA 
>Arthrobacter_aurescens_TC1_chr.trna21-LysCTT (2765150-2765225)  Lys (CTT) 76 bp  Sc: 86.89 
GCACCTCTAGCTCAACTGGCAGAGCAATTGACTCTTAATCAATGGGTTCCGGGTTCGAGT 
CCCGGGGGGTGCACCA 
>Arthrobacter_aurescens_TC1_chr.trna4-LysTTT (209827-209902)  Lys (TTT) 76 bp  Sc: 85.76 
GGGCCTTTAGCTCAGTTGGTAGAGCATCGGACTTTTAATCCGTGGGTCGTGGGTTCGATC 
CCCACAGGGCCCACCC 
>Arthrobacter_aurescens_TC1_chr.trna14-MetCAT (1644503-1644576)  Met (CAT) 74 bp  Sc: 79.51 
GGGGCTATAGCTCAGCTGGTTAGAGCGCGGGACTCATAATCCTAAGGTCCTCGGTTCAAG 
TCCGAGTAGCCCTA 
>Arthrobacter_aurescens_TC1_chr.trna29-MetCAT (3296611-3296538)  Met (CAT) 74 bp  Sc: 80.11 
GGCGGTGTAGCTCAGTTGGTTAGAGCGCACGACTCATAATCGTGAGGTCGGGAGATCGAG 
CCTCCCCACCGCTA 
>Arthrobacter_aurescens_TC1_chr.trna32-MetCAT (3004752-3004679)  Met (CAT) 74 bp  Sc: 81.23 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAA 
>Arthrobacter_aurescens_TC1_chr.trna33-MetCAT (3004366-3004293)  Met (CAT) 74 bp  Sc: 81.23 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAA 
>Arthrobacter_aurescens_TC1_chr.trna7-PheGAA (431227-431302)  Phe (GAA) 76 bp  Sc: 79.10 
GGCTCTGTAGCTCAGTTGGTAGAGCGTTCGACTGAAAATCGAAAGGTCACCGGATCGACG 
CCGGTCGGAGCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna24-ProCGG (3719623-3719699)  Pro (CGG) 77 bp  Sc: 90.60 
CGGGATGTAGCGCAGCTTGGTAGCGCGCTTCGTTCGGGACGAAGAGGTCGCAGGTTCAAA 
TCCTGTCATCCCGACCA 
>Arthrobacter_aurescens_TC1_chr.trna15-ProGGG (1833188-1833264)  Pro (GGG) 77 bp  Sc: 88.91 
CGGGCTGTAGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCAAA 
TCCTGTCAGCCCGACCA 
>Arthrobacter_aurescens_TC1_chr.trna38-ProTGG (2625836-2625762)  Pro (TGG) 75 bp  Sc: 85.57 
CGGGGTGTAGCTCAGCTTGGCTAGAGCGCCTGCTTTGGGAGCAGGAAGTCGCAGGTTCAA 
ATCCTGTCACCCCGA 
>Arthrobacter_aurescens_TC1_chr.trna53-SerCGA (822934-822845)  Ser (CGA) 90 bp  Sc: 58.01 
GGTGACGTGTCCGAGCGGCCGAAGGTGCAACACTCGAAAtgttgtTTGGTGTAAAAGCCA 
ACGTGGGTTCAAATCCCACCGTCACCGCCA 
>Arthrobacter_aurescens_TC1_chr.trna51-SerGCT (878944-878854)  Ser (GCT) 91 bp  Sc: 56.62 
GGAGACGTGCCAGAGCGGCCGAATGGGCTTCACTGCTAATGAAGTGTGGGGCACAACTCC 
ACCGGGGGTTCAAATCCCCCCGTCTCCGCGA 
>Arthrobacter_aurescens_TC1_chr.trna8-SerGGA (688080-688167)  Ser (GGA) 88 bp  Sc: 58.55 
GGAGAATTCGCCTAGCGGCCTATGGCGCACGCCTGGAACGCGTGTTGGGTTAACGCCCTC 
GGGGGTTCAAATCCCCCATTCTCCGCCG 
>Arthrobacter_aurescens_TC1_chr.trna50-SerTGA (891050-890960)  Ser (TGA) 91 bp  Sc: 56.50 
GGAAGGTTGTCCGAGCGGCCTAAGGAGCTGGTCTTGAAAACCAGTGTGCGGTAACCCCGT 
ACCAAGGGTTCAAATCCCTTACCTTCCGCGA 
>Arthrobacter_aurescens_TC1_chr.trna49-ThrCGT (930743-930671)  Thr (CGT) 73 bp  Sc: 77.66 
GCTTCCTTAGCTCAGTCGGTAGAGCGTTTCACTCGTAATGAAAAGGTCATCAGTTCGATT 
CTGATAGGAAGCT 
>Arthrobacter_aurescens_TC1_chr.trna28-ThrGGT (3296744-3296673)  Thr (GGT) 72 bp  Sc: 67.14 
GCCCCCCTAGCTCAGTGGTAGAGCGCGTTCTTGGTAAGAACGAGGTCACCGGATCGATTC 



CGGTGGGGGGCT 
>Arthrobacter_aurescens_TC1_chr.trna9-ThrTGT (992133-992209)  Thr (TGT) 77 bp  Sc: 89.94 
GCCTCCTTAGCTCAGTTGGCCAGAGCACCGCTCTTGTAAAGCGGGGGTCGTCGGTTCGAA 
TCCGACAGGGGGCTCCA 
>Arthrobacter_aurescens_TC1_chr.trna30-TrpCCA (3249809-3249737)  Trp (CCA) 73 bp  Sc: 77.06 
AGGGTAGTGGCGCAATTGGTAGCGCAGCGGTCTCCAAAACCGCAGGTTGCAGGTTCGAGT 
CCTGTCTGCCCTG 
>Arthrobacter_aurescens_TC1_chr.trna27-TyrGTA (3332622-3332538)  Tyr (GTA) 85 bp  Sc: 56.33 
GGCAGATTACCCGAGCGGCCAAAGGGGGCTGACTGTAAATCAGCTGGCAACGCCTACGGG 
GGTTCGAATCCCTCATCTGCCACCC 
>Arthrobacter_aurescens_TC1_chr.trna16-ValCAC (1988123-1988197)  Val (CAC) 75 bp  Sc: 89.21 
GGGCGATTGGCGCAGTGGTAGCGCGCTTCGTTCACACCGAAGAGGTCACTGGTTCGAACC 
CAGTATCGCCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna44-ValGAC (1987644-1987570)  Val (GAC) 75 bp  Sc: 89.88 
GGGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna46-ValGAC (1987416-1987342)  Val (GAC) 75 bp  Sc: 89.88 
GGGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCCCACCA 
>Arthrobacter_aurescens_TC1_chr.trna36-ValTAC (2666668-2666593)  Val (TAC) 76 bp  Sc: 86.12 
GGGTCTTTAGCTCAGCTGGTAGAGCGCCACGTTTACACCGTGGATGTCATCGGTTCGATC 
CCGGTAGGACCCACCA 
>Aspergillus_fumigatus_chr2.trna2-AlaAGC (935026-935097)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr2.trna21-AlaAGC (937016-936945)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr2.trna22-AlaAGC (934042-933971)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr2.trna3-AlaAGC (937478-937549)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr3.trna21-AlaAGC (741446-741375)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr3.trna25-AlaAGC (289763-289692)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr3.trna5-AlaAGC (531049-531120)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr7.trna6-AlaAGC (1156256-1156327)  Ala (AGC) 72 bp  Sc: 74.84 
GGGCTTGTGGTTTAGTGGTATAATACCCCCTTAGCATGGGGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr5.trna27-AlaCGC (2654429-2654358)  Ala (CGC) 72 bp  Sc: 82.54 
GGGCTGTTAGCACAGTGGTAGTGCGCCCGCTTCGCATGCGGGAGGTCGTGGGTTCGATTC 
CCACATAGTCCA 
>Aspergillus_fumigatus_chr8.trna7-AlaCGC (1422869-1422953)  Ala (CGC) 85 bp  Sc: 71.56 
GGGCTTGTGGTTTAGGGGTATAACGCTCCATTCGCATATGCAATGGGTCTTGGAGAGGTC 
CCGGGTTCGATTCCCGGCGAGTCCA 
>Aspergillus_fumigatus_chr5.trna4-AlaTGC (1440602-1440673)  Ala (TGC) 72 bp  Sc: 81.20 
GGGCTTGTGGTTTAGTGGTATAATACCTGCCTTGCAAGCAGGTGGTCCGGGGTTCGATTC 
CCCGCGAGTCCA 
>Aspergillus_fumigatus_chr5.trna3-AlaTGC (1440395-1440499)  Ala (TGC) 105 bp  Sc: 58.41 
GGGCTTGTAGCTCAGTGGTAGTAGCGCTCGCTTTGCATTTAATAAAGGTGCAGGTCCTCG 
GACTAGATATGCGAGAGGTCCGGGGTTCAATCCCCCGTGAGTCCA 
>Aspergillus_fumigatus_chr2.trna6-AlaTGC (2549759-2549860)  Ala (TGC) 102 bp  Sc: 60.01 
GGGCTTGTAGCTCAGTGGTAGTAGCGCTCGCTTTGCATTTGTAAATGCAGGTTTTTAGAC 
CTAGATTGCGAGAGGTCCGGGGTTCAATCCCCCGTGAGTCCA 
>Aspergillus_fumigatus_chr2.trna25-ArgACG (87180-87109)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr2.trna8-ArgACG (2993163-2993234)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 



>Aspergillus_fumigatus_chr3.trna6-ArgACG (821186-821257)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr6.trna10-ArgACG (3587601-3587672)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr6.trna11-ArgACG (3438601-3438530)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr6.trna14-ArgACG (847831-847760)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr6.trna16-ArgACG (713999-713928)  Arg (ACG) 72 bp  Sc: 75.55 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTAGGTCA 
>Aspergillus_fumigatus_chr7.trna7-ArgACG (994880-994809)  Arg (ACG) 72 bp  Sc: 76.08 
GGCCGGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGTCGGTCA 
>Aspergillus_fumigatus_chr2.trna19-ArgACG (1651778-1651707)  Arg (ACG) 72 bp  Sc: 76.87 
GGCCTGCTGGCCCAATGGTAAGGCGCTTGACTACGGATCAAGAGATTGCAGGTTCGAATC 
CTGCGCAGGTCA 
>Aspergillus_fumigatus_chr3.trna9-ArgCCG (2342082-2342153)  Arg (CCG) 72 bp  Sc: 65.23 
GGTCTCGTGGCGCAATGGTAGCGCGTTAGTTTCCGGTACTAAAGGCTGTGCGTTCGAATC 
GCACCGGGATCG 
>Aspergillus_fumigatus_chr3.trna10-ArgCCG (2345014-2345085)  Arg (CCG) 72 bp  Sc: 65.96 
GGTCTCGTGGCGCAATGGTAGCGCATTAGTTTCCGGTACTAAAGGTTGTGCGTTCGAGTC 
GCACCGGGATCG 
>Aspergillus_fumigatus_chr6.trna17-ArgCCT (596224-596153)  Arg (CCT) 72 bp  Sc: 71.52 
GGCCGGCTGGCCTAATGGTAAGGCGTTGCTCTCCTAAAGCAAAGATTGCAGGTTCGATCC 
CTGCGTCGGTCG 
>Aspergillus_fumigatus_chr8.trna17-ArgCCT (648049-647970)  Arg (CCT) 80 bp  Sc: 60.99 
GGTCTATTGGCTCAATGGTAGAGCACCTGTCTCCTATGCTGGAAAACAGGAGGTTGTGGG 
TTCGAGTCCCATGTAGATCG 
>Aspergillus_fumigatus_chr3.trna23-ArgTCG (493923-493852)  Arg (TCG) 72 bp  Sc: 69.93 
GGCCGGATGGCGCAATGGTAGCGCGTTGGTTTTCGGCACCAAAGGTTGCGCGTTCGAATC 
GCGTTTCGGTCG 
>Aspergillus_fumigatus_chr3.trna17-ArgTCG (1149522-1149451)  Arg (TCG) 72 bp  Sc: 75.02 
GGCCGGCTGGCCTAATGGTAAGGCGCTTGACTTCGGATCAAGAGATTGCAGGTTCGATCC 
CTGCGTCGGTCA 
>Aspergillus_fumigatus_chr7.trna2-ArgTCT (114031-114102)  Arg (TCT) 72 bp  Sc: 77.85 
GCCCTGCTGGCGCAATGGTAGCGCGTCAGACTTCTAATCTGAAGGTTGTGGGTTCGACCC 
CCACGTAGGGCT 
>Aspergillus_fumigatus_chr3.trna26-AsnGTT (179048-178975)  Asn (GTT) 74 bp  Sc: 79.12 
GTCTCCGTGGCGCAATTGGTTAGCGCGTCTGACTGTTAATCAGGAGGTTGGAAGTTCGAG 
CCTTCCCGGGGACG 
>Aspergillus_fumigatus_chr5.trna15-AsnGTT (3372970-3373059)  Asn (GTT) 90 bp  Sc: 66.22 
GTCTCCATGGCCCAGCTGGTTAAGGCGTCCGACTGTTAAGCAGTGGCTTGTGCAATCGGG 
AGATCGGCAGTTCGAGCCTGCCTGGGGACG 
>Aspergillus_fumigatus_chr5.trna20-AsnGTT (3373659-3373563)  Asn (GTT) 97 bp  Sc: 64.72 
GTCTCCATGGCCCAGCTGGTTAAGGCGTCCGACTGTTATCGCAGTCCATTTGGACTCGGC 
AATCGGGAGATCGGCAGTTCGAGCCTGCCTGGGGACG 
>Aspergillus_fumigatus_chr5.trna19-AsnGTT (3374293-3374204)  Asn (GTT) 90 bp  Sc: 66.22 
GTCTCCATGGCCCAGCTGGTTAAGGCGTCCGACTGTTAAGCAGTGGCTTGTGCAATCGGG 
AGATCGGCAGTTCGAGCCTGCCTGGGGACG 
>Aspergillus_fumigatus_chr5.trna18-AsnGTT (3374656-3374565)  Asn (GTT) 92 bp  Sc: 67.53 
GTCTCCGTGGCCCAGCTGGTTAAGGCGTCCGACTGTTAAGCTAGCTGCTCCTAGCAATCG 
GGAGATCGGCAGTTCGATCCTGCCCGGGGACG 
>Aspergillus_fumigatus_chr8.trna5-AspGTC (1023658-1023746)  Asp (GTC) 89 bp  Sc: 57.72 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCTCAATGAGAACGAGCGCGGG 
AGACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr2.trna20-AspGTC (1301538-1301452)  Asp (GTC) 87 bp  Sc: 57.47 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCCAAGAGAACGAGCGCGGGAG 
ACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr8.trna6-AspGTC (1409471-1409558)  Asp (GTC) 88 bp  Sc: 57.73 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCGAATGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr1.trna12-AspGTC (2727249-2727336)  Asp (GTC) 88 bp  Sc: 56.96 



TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCCAACGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr6.trna18-AspGTC (490809-490721)  Asp (GTC) 89 bp  Sc: 58.49 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCAAATTGAGAACGAGCGCGGG 
AGACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr1.trna1-AspGTC (766126-766213)  Asp (GTC) 88 bp  Sc: 57.73 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCAACAGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr1.trna32-AspGTC (767355-767268)  Asp (GTC) 88 bp  Sc: 57.73 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCAACAGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr3.trna20-AspGTC (900660-900573)  Asp (GTC) 88 bp  Sc: 58.23 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCTAATGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr3.trna19-AspGTC (979297-979210)  Asp (GTC) 88 bp  Sc: 56.95 
TCCTCGATGGTCTAACGGTCATGATTTCCGCTTGTCACTCCGATGAGAACGAGCGCGGGA 
GACCAGGGTTCGACTCCCTGTCGGGGAG 
>Aspergillus_fumigatus_chr3.trna4-CysGCA (395422-395493)  Cys (GCA) 72 bp  Sc: 71.41 
GGACTGGTAGCTCAGTGGTAGAGCGTGAGATTGCAAATCTTAAGGTCGCGTGTTCGATCC 
ACGCTTAGTCCT 
>Aspergillus_fumigatus_chr3.trna24-CysGCA (401933-401862)  Cys (GCA) 72 bp  Sc: 71.64 
GGGCTGGTAGCTCAGTGGTAGAGCGTGAGATTGCAAATCTTAAGGTCGCGTGTTCGATCC 
ACGCTTAGCCCT 
>Aspergillus_fumigatus_chr5.trna16-CysGCA (3703632-3703727)  Cys (GCA) 96 bp  Sc: 58.99 
GGACTGGTACCTCAGTGGTAGAGGGTGAGATTGCAATAACATCGCAAGATGTACTGTAAT 
ATCTTGAGGTCCCGTGTTCGATCCACGGTCAGTCCT 
>Aspergillus_fumigatus_chr8.trna8-GlnCTG (1428297-1428368)  Gln (CTG) 72 bp  Sc: 63.14 
GGTTGTGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCTTGGTTCGATTC 
CGAGCACGACCT 
>Aspergillus_fumigatus_chr1.trna29-GlnCTG (2279068-2278997)  Gln (CTG) 72 bp  Sc: 64.64 
GGTTGTGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCCTGGTTCGATTC 
CGGGCACGACCT 
>Aspergillus_fumigatus_chr1.trna9-GlnCTG (2282077-2282148)  Gln (CTG) 72 bp  Sc: 64.64 
GGTTGTGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCCTGGTTCGATTC 
CGGGCACGACCT 
>Aspergillus_fumigatus_chr1.trna10-GlnCTG (2282224-2282295)  Gln (CTG) 72 bp  Sc: 65.89 
GGTTGCGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCCTGGTTCGATTC 
CGGGCGCGACCT 
>Aspergillus_fumigatus_chr1.trna28-GlnCTG (2280625-2280554)  Gln (CTG) 72 bp  Sc: 65.89 
GGTTGCGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCCTGGTTCGATTC 
CGGGCGCGACCT 
>Aspergillus_fumigatus_chr1.trna8-GlnCTG (2281487-2281558)  Gln (CTG) 72 bp  Sc: 65.89 
GGTTGCGTAGTGTAATGGTTATCACTCCAGATTCTGATTCTGGCAATCCTGGTTCGATTC 
CGGGCGCGACCT 
>Aspergillus_fumigatus_chr8.trna14-GlnTTG (1106893-1106808)  Gln (TTG) 86 bp  Sc: 63.13 
GCTTCTATGGTCTAGTGGTTATGACTCCGGATTTTGAGCATTCGCTGAGTCTTCCGGCAA 
CCCCGGTTCGAATCCGGGTAGGAGCT 
>Aspergillus_fumigatus_chr6.trna2-GlnTTG (248352-248435)  Gln (TTG) 84 bp  Sc: 60.03 
GGTTCCATGGTCTAGTGGTTATGACTCCGGATTTTGACGCGTGTCAGTTTTCCGGCAACT 
CGGGTTCAATTCCCGATGGGACCT 
>Aspergillus_fumigatus_chr5.trna12-GluCTC (3206972-3207043)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna14-GluCTC (3207575-3207646)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna17-GluCTC (3575251-3575180)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna21-GluCTC (3208796-3208725)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna22-GluCTC (3208340-3208269)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna34-GluCTC (1723131-1723060)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 



CCCGCATCGGAA 
>Aspergillus_fumigatus_chr5.trna5-GluCTC (1723332-1723403)  Glu (CTC) 72 bp  Sc: 57.70 
TCCGATGTGGTGTAATGGCTAACATCGCTGTCTCTCACACAGCAGCTCGGGGTTCGATTC 
CCCGCATCGGAA 
>Aspergillus_fumigatus_chr1.trna20-GluCTC (4489501-4489430)  Glu (CTC) 72 bp  Sc: 62.13 
TCCGATATGGTGTAGTGGCTAACATCGCCGTCTCTCACACGGCAGCCGGGGGTTCGATTC 
CCCCTATCGGAG 
>Aspergillus_fumigatus_chr1.trna3-GluTTC (1380646-1380717)  Glu (TTC) 72 bp  Sc: 51.51 
TCCGATATGGTGTAACGGCTAACATCGCCGTCTTTCACACGGCAGCTCGGGGTTCGACTC 
CCCGTATCGGAG 
>Aspergillus_fumigatus_chr1.trna31-GluTTC (1387319-1387248)  Glu (TTC) 72 bp  Sc: 51.51 
TCCGATATGGTGTAACGGCTAACATCGCCGTCTTTCACACGGCAGCTCGGGGTTCGACTC 
CCCGTATCGGAG 
>Aspergillus_fumigatus_chr1.trna4-GluTTC (1380814-1380885)  Glu (TTC) 72 bp  Sc: 56.66 
TCCGATATGGTGTAATGGCTAACATCGCCGTCTTTCACACGGCAGCTCGGGGTTCGATTC 
CCCGTATCGGAG 
>Aspergillus_fumigatus_chr2.trna7-GluTTC (2619790-2619861)  Glu (TTC) 72 bp  Sc: 65.66 
TCCGTTGTAGTGTAACGGCTATCATACCTGTCTTTCACACAGGAGATCGGGGTTCGATTC 
CCCGCAACGGAA 
>Aspergillus_fumigatus_chr4.trna9-GlyCCC (2307984-2307898)  Gly (CCC) 87 bp  Sc: 60.39 
GCGCCAATGGTCTAGTGGTTAGGATGCGGTCCTCCCATTCCCCTACTGGGCAAGACCGAG 
ACACGAGTTCGAATCCCGTTTGGCGCA 
>Aspergillus_fumigatus_chr1.trna13-GlyGCC (2907410-2907480)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr1.trna7-GlyGCC (1651256-1651326)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr2.trna23-GlyGCC (465305-465235)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr3.trna13-GlyGCC (3556767-3556837)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr4.trna6-GlyGCC (3650153-3650223)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr4.trna8-GlyGCC (2409096-2409026)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr5.trna33-GlyGCC (1903658-1903588)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr5.trna35-GlyGCC (321680-321610)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr5.trna9-GlyGCC (3086241-3086311)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr6.trna9-GlyGCC (3477652-3477722)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr8.trna16-GlyGCC (665850-665780)  Gly (GCC) 71 bp  Sc: 66.83 
GCATCATTGGTCTAGTGGTAGAATTCGTCGTTGCCATCGACGAGGCCCGTGTTCGATTCA 
CGGATGATGCA 
>Aspergillus_fumigatus_chr1.trna19-GlyTCC (4157779-4157850)  Gly (TCC) 72 bp  Sc: 71.91 
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC 
CCAGCTAACGCA 
>Aspergillus_fumigatus_chr5.trna30-GlyTCC (2561769-2561698)  Gly (TCC) 72 bp  Sc: 71.91 
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC 
CCAGCTAACGCA 
>Aspergillus_fumigatus_chr7.trna4-GlyTCC (220338-220409)  Gly (TCC) 72 bp  Sc: 71.91 
GCGTTAGTGGTGTAGCGGTTAGCATTGTTGCCTTCCAAGCAATAGATCTGGGTTCGACTC 
CCAGCTAACGCA 
>Aspergillus_fumigatus_chr5.trna8-HisGTG (2557308-2557378)  His (GTG) 71 bp  Sc: 59.31 
GGTGCTATGGTCTAGGGGTAGGACGCCACGTTGTGGCCGTGTCAGCCCCGGTTCGATTCC 
GGGTAGCGCCA 



>Aspergillus_fumigatus_chr5.trna29-HisGTG (2565008-2564938)  His (GTG) 71 bp  Sc: 67.88 
GGTGCTGTGGTCTAGTGGTAGGACGTCACGTTGTGGCCGTGCCAGCCCCGGTTCGATTCC 
GGGCAGCACCA 
>Aspergillus_fumigatus_chr8.trna11-HisGTG (1618840-1618770)  His (GTG) 71 bp  Sc: 67.88 
GGTGCTGTGGTCTAGTGGTAGGACGTCACGTTGTGGCCGTGCCAGCCCCGGTTCGATTCC 
GGGCAGCACCA 
>Aspergillus_fumigatus_chr4.trna5-HisGTG (3470061-3470144)  His (GTG) 84 bp  Sc: 54.03 
GGTGCTGTAGTGTAGTGGTTATCATGCGACGTTGTGGCTCCCCACAGCTCCGTCTCGACC 
TGGGTTCGATTCCCAGCAGCGCCA 
>Aspergillus_fumigatus_chr3.trna1-IleAAT (108846-108919)  Ile (AAT) 74 bp  Sc: 75.60 
GGTCGCTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGTGACCA 
>Aspergillus_fumigatus_chr4.trna10-IleAAT (1817040-1816967)  Ile (AAT) 74 bp  Sc: 75.60 
GGTCGCTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGTGACCA 
>Aspergillus_fumigatus_chr8.trna12-IleAAT (1434776-1434703)  Ile (AAT) 74 bp  Sc: 75.60 
GGTCGCTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGTGACCA 
>Aspergillus_fumigatus_chr3.trna11-IleAAT (2793260-2793333)  Ile (AAT) 74 bp  Sc: 76.01 
GGTCCTTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGGGACCA 
>Aspergillus_fumigatus_chr3.trna12-IleAAT (2793697-2793770)  Ile (AAT) 74 bp  Sc: 76.01 
GGTCCTTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGGGACCA 
>Aspergillus_fumigatus_chr3.trna16-IleAAT (2792050-2791977)  Ile (AAT) 74 bp  Sc: 76.01 
GGTCCTTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGGGACCA 
>Aspergillus_fumigatus_chr8.trna15-IleAAT (970558-970485)  Ile (AAT) 74 bp  Sc: 76.01 
GGTCCTTTAGCTCAGTCGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGAGTTCGAC 
CCTCGTAGGGACCA 
>Aspergillus_fumigatus_chr4.trna12-IleTAT (913009-912922)  Ile (TAT) 88 bp  Sc: 65.84 
GGACGCGTAGCTCAGTTGGTTAGAGCGACGAGCTTATGAGGTCGTTTGTGATCCTCGTAG 
GTCGGGAGTTCGACTCTCCCCGTGTCCA 
>Aspergillus_fumigatus_chr3.trna7-LeuAAG (2145343-2145455)  Leu (AAG) 113 bp  Sc: 57.90 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTACACCTTAATACCAAACTCT 
ATGAGTTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr2.trna16-LeuAAG (2412140-2412028)  Leu (AAG) 113 bp  Sc: 57.12 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTTCACCTTAATACCAAACTCT 
TAGAGCTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr5.trna28-LeuAAG (2570024-2569912)  Leu (AAG) 113 bp  Sc: 56.98 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTCTACCTTAATATCAAACTCT 
CCGAGTTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr2.trna9-LeuAAG (3830552-3830664)  Leu (AAG) 113 bp  Sc: 58.39 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTATACCTTAATATCAAACTCT 
TCGAGTTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr2.trna13-LeuAAG (4667163-4667051)  Leu (AAG) 113 bp  Sc: 56.20 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTCCACCTTAATACCACTCTCT 
TAGAGTTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr7.trna8-LeuAAG (817375-817263)  Leu (AAG) 113 bp  Sc: 59.66 
GGCAAGATGGCCGAGTTGGTCCAAGGCGTGAGGTTAAGGTATACCTTAATAATCAACTTT 
TCTAAGTTCCTCATCATCGTATGATGGCGTGGGTTCGAATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr4.trna7-LeuCAA (3456679-3456566)  Leu (CAA) 114 bp  Sc: 58.46 
GGTAAGATGACCGAGTGGTTAAGGTGGTGCACTCAAGCTGGTTAGCTTTCTCTAGAAAAC 
TAGATTTGTCATGCACTCTCGCAAGAGGCCTGGGTTCGACTCCCAGTCTTACCA 
>Aspergillus_fumigatus_chr4.trna4-LeuCAA (3456951-3457064)  Leu (CAA) 114 bp  Sc: 58.46 
GGTAAGATGACCGAGTGGTTAAGGTGGTGCACTCAAGCTGGTTAGCTTTCTCTAGAAAAC 
TAGATTTGTCATGCACTCTCGCAAGAGGCCTGGGTTCGACTCCCAGTCTTACCA 
>Aspergillus_fumigatus_chr6.trna12-LeuCAG (3400535-3400425)  Leu (CAG) 111 bp  Sc: 55.71 
GGCAAGGTGTCCGAGTGGTCCAAGGAGCACGGTTCAGGAACTGAACCTACAAACTGATTC 
ATCAGTTTCCGTGTCTCGAAAGGGGCGTGGGTTCGAATCCCACCCTTGTCA 
>Aspergillus_fumigatus_chr6.trna8-LeuCAG (3401235-3401345)  Leu (CAG) 111 bp  Sc: 52.62 
GGCAAGGTGTCCGAGCGGTCCAAGGAGCACGGTTCAGGAACTGAACCTACAAACTGATTC 
GTCAGTTTCCGTGTCTCGAAAGGGGCGTGGGTTCGAATCCCACCCTTGTCA 
>Aspergillus_fumigatus_chr2.trna10-LeuCAG (4365818-4365928)  Leu (CAG) 111 bp  Sc: 57.01 
GGCAAGGTGTCCGAGTGGTCTAAGGAGCACGGTTCAGGAACTGAACCTACAAACTGTTTC 
GTCAGTTTCCGTGTCTCGCAAGGGGCGTGGGTTCGAATCCCACCCTTGTCA 
>Aspergillus_fumigatus_chr7.trna13-LeuCAG (87486-87376)  Leu (CAG) 111 bp  Sc: 55.20 



GGCAAGGTGTCCGAGTGGTCCAAGGAGCACGGTTCAGGAACTGGACCTTAAAACTGAGTC 
ATCAGTTTCCGTGTCTCGAAAGGGGCGTGGGTTCGAATCCCACCCTTGTCA 
>Aspergillus_fumigatus_chr5.trna25-LeuTAA (2691226-2691096)  Leu (TAA) 131 bp  Sc: 56.82 
GGTAAGATGGCCGAGTGGTTAAGGCGAGTGACTTAAGTGCTGCGTGCTGTACCACAGCTT 
TTACATAAGCTGTACAGGCCGCTCAAATTCACTTGACGAAAGTCGCGTGGGTTCGAACCC 
CACTCTTACCA 
>Aspergillus_fumigatus_chr7.trna10-LysCTT (632409-632337)  Lys (CTT) 73 bp  Sc: 72.66 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGCTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr2.trna14-LysCTT (4182933-4182861)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr3.trna14-LysCTT (3583456-3583528)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr3.trna15-LysCTT (3571414-3571342)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr3.trna18-LysCTT (1149267-1149195)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr5.trna26-LysCTT (2687508-2687436)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr7.trna11-LysCTT (631929-631857)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr7.trna9-LysCTT (632559-632487)  Lys (CTT) 73 bp  Sc: 76.76 
GCCGGGCTAGCTCAATCGGTAGAGCGTGAGACTCTTAATCTCAAGGTTGCGGGTTCGACC 
CCCGCGTTCGGCT 
>Aspergillus_fumigatus_chr5.trna1-LysTTT (883190-883272)  Lys (TTT) 83 bp  Sc: 71.51 
GCCCGATTAACTCAGTTGGTTAGAGTGTCAGACTTTTATGGCAAGAGATCTGAAAGTCGC 
GAGTTCGACCCTCGCATCGGGCG 
>Aspergillus_fumigatus_chr5.trna31-MetCAT (2538536-2538465)  Met (CAT) 72 bp  Sc: 75.63 
AGCATGTTAGCTCAGGGGAAGAGCGCCGGGCTCATAACCCGGAGGTCCCTGGATCGAAAC 
CAGGACATGCTA 
>Aspergillus_fumigatus_chr5.trna32-MetCAT (2538092-2538021)  Met (CAT) 72 bp  Sc: 75.63 
AGCATGTTAGCTCAGGGGAAGAGCGCCGGGCTCATAACCCGGAGGTCCCTGGATCGAAAC 
CAGGACATGCTA 
>Aspergillus_fumigatus_chr5.trna7-MetCAT (2535907-2535978)  Met (CAT) 72 bp  Sc: 75.63 
AGCATGTTAGCTCAGGGGAAGAGCGCCGGGCTCATAACCCGGAGGTCCCTGGATCGAAAC 
CAGGACATGCTA 
>Aspergillus_fumigatus_chr8.trna9-MetCAT (1674926-1674997)  Met (CAT) 72 bp  Sc: 75.63 
AGCATGTTAGCTCAGGGGAAGAGCGCCGGGCTCATAACCCGGAGGTCCCTGGATCGAAAC 
CAGGACATGCTA 
>Aspergillus_fumigatus_chr1.trna5-MetCAT (1461859-1461966)  Met (CAT) 108 bp  Sc: 72.25 
GCCTCTGTGGTGTAGTTGGTTATCACGTGAGTCTCATATCTTACATATGACTCAGAAGGG 
TACTTCTGGGACATCTCAAGGTCGGGAGTTCGATCCTCCCCGGAGGCA 
>Aspergillus_fumigatus_chr8.trna10-MetCAT (1756466-1756578)  Met (CAT) 113 bp  Sc: 68.06 
GCCTCTATGGTGTAGTTGGTTATCACGCAGGTCTCATATCACATGACTCTTCTGTCAACA 
GAGGGGATGTTCCTGAAATCCTGAGGTCTCCAGTTCGATCCTGGATGGAGGCA 
>Aspergillus_fumigatus_chr3.trna8-MetCAT (2210063-2210170)  Met (CAT) 108 bp  Sc: 72.89 
GCCTCTGTGGTGTAGTTGGTTATCACGTGAGTCTCATATTATGTATATGATCAGAAGCTG 
CACTTCTGGGACATCTCAAGGTCGGGAGTTCGATCCTCCCCGGAGGCA 
>Aspergillus_fumigatus_chr2.trna12-MetCAT (4722232-4722338)  Met (CAT) 107 bp  Sc: 72.49 
GCCTCTGTGGTGTAGTTGGTTATCACGTGAGTCTCATATTGCCTATATGATCAGAAGATC 
ACTTCTGAGCCATCTCAAGGTCGGGAGTTCGATCCTCCCCGGAGGCA 
>Aspergillus_fumigatus_chr3.trna2-PheGAA (115480-115567)  Phe (GAA) 88 bp  Sc: 68.72 
GGGGTGATAGCTCAGTTGGGAGAGCGTGCGACTGAAGTTACTCAGTCATTTAATCGTAAG 
GTCGCCGGTTCAATCCCGGCTCACCCCA 
>Aspergillus_fumigatus_chr5.trna24-PheGAA (3169547-3169460)  Phe (GAA) 88 bp  Sc: 72.33 
GGGGTGATAGCTCAGTTGGGAGAGCGTACGACTGAAGTTACTCAGTCACTTAATCGTAAG 
GTCGCCGGTTCAATCCCGGCTCACCCCA 
>Aspergillus_fumigatus_chr5.trna23-PheGAA (3169866-3169779)  Phe (GAA) 88 bp  Sc: 72.47 
GGGGTGATAGCTCAGTTGGGAGAGCGTACGACTGAAGTTACTCAGTCACATAATCGTAAG 
GTCGCCGGTTCAATCCCGGCTCACCCCA 
>Aspergillus_fumigatus_chr5.trna10-PheGAA (3171825-3171912)  Phe (GAA) 88 bp  Sc: 72.33 



GGGGTGATAGCTCAGTTGGGAGAGCGTACGACTGAAGTTACTCAGTCACTTAATCGTAAG 
GTCGCCGGTTCAATCCCGGCTCACCCCA 
>Aspergillus_fumigatus_chr5.trna11-PheGAA (3171999-3172086)  Phe (GAA) 88 bp  Sc: 71.21 
GGGGTGATAGCTCAGTTGGGAGAGCGTACGACTGAAGTTATTCAGTCACATAATCGTAAG 
GTCGCCGGTTCAATCCCGGCTCATCCCA 
>Aspergillus_fumigatus_chr1.trna14-ProAGG (3107447-3107536)  Pro (AGG) 90 bp  Sc: 65.92 
GCCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGAAAAACCCCAAGCATATCTGCGAG 
AGGTCCCGCGTTCGATCCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr6.trna7-ProAGG (3140471-3140558)  Pro (AGG) 88 bp  Sc: 66.16 
GCCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGAAAACCCAAGCACATTTGCGAGAG 
GTCCCGCGTTCGATCCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr1.trna17-ProAGG (3802349-3802437)  Pro (AGG) 89 bp  Sc: 66.43 
GCCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGAAAAACCCAAGCATATCTGCGAGA 
GGTCCCGCGTTCGATCCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr3.trna22-ProAGG (577205-577117)  Pro (AGG) 89 bp  Sc: 67.07 
GCCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGAAAAACCCAAGCATATTTGCGAGA 
GGTCCCGCGTTCGATCCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr4.trna13-ProAGG (722485-722398)  Pro (AGG) 88 bp  Sc: 66.31 
GCCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGAAAACCCAAGCAAATCTGCGAGAG 
GTCCCGCGTTCGATCCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr1.trna21-ProCGG (4333677-4333579)  Pro (CGG) 99 bp  Sc: 54.28 
GCCTGAATAGTCTAGAGGTAGGATTCATCCTTCGGGAACTCCCGGCTCTCAAAAGAGCTA 
TGAATGGATGAGGCCCGCGTTCGAATCGCGGTTCAGGCC 
>Aspergillus_fumigatus_chr7.trna5-ProCGG (689334-689419)  Pro (CGG) 86 bp  Sc: 53.62 
GCCCGAGTGGTCCAGGGGTAAGATTCATCGTTCGGGTGTGCAAACCTTGTCTCGATGAGA 
CCCGCGTTCGAATCGCGGCTCGGGCC 
>Aspergillus_fumigatus_chr1.trna25-ProTGG (3698876-3698805)  Pro (TGG) 72 bp  Sc: 71.85 
GCCCGGATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGCGTTCGACTC 
GCGCTTCGGGCC 
>Aspergillus_fumigatus_chr5.trna13-ProTGG (3207244-3207315)  Pro (TGG) 72 bp  Sc: 71.85 
GCCCGGATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGCGTTCGACTC 
GCGCTTCGGGCC 
>Aspergillus_fumigatus_chr1.trna30-SerAGA (1609041-1608961)  Ser (AGA) 81 bp  Sc: 70.79 
GTCAGTGTGCCCGAGTGGTTAAGGGGAGTGATTAGAAATCACTTGGCTTCGGCCGCATAG 
GTTCGAGTCCTATCGCTGACG 
>Aspergillus_fumigatus_chr1.trna6-SerAGA (1609608-1609688)  Ser (AGA) 81 bp  Sc: 70.79 
GTCAGTGTGCCCGAGTGGTTAAGGGGAGTGATTAGAAATCACTTGGCTTCGGCCGCATAG 
GTTCGAGTCCTATCGCTGACG 
>Aspergillus_fumigatus_chr2.trna1-SerAGA (463802-463882)  Ser (AGA) 81 bp  Sc: 70.79 
GTCAGTGTGCCCGAGTGGTTAAGGGGAGTGATTAGAAATCACTTGGCTTCGGCCGCATAG 
GTTCGAGTCCTATCGCTGACG 
>Aspergillus_fumigatus_chr2.trna4-SerAGA (1301238-1301318)  Ser (AGA) 81 bp  Sc: 70.79 
GTCAGTGTGCCCGAGTGGTTAAGGGGAGTGATTAGAAATCACTTGGCTTCGGCCGCATAG 
GTTCGAGTCCTATCGCTGACG 
>Aspergillus_fumigatus_chr4.trna1-SerAGA (420996-421076)  Ser (AGA) 81 bp  Sc: 70.79 
GTCAGTGTGCCCGAGTGGTTAAGGGGAGTGATTAGAAATCACTTGGCTTCGGCCGCATAG 
GTTCGAGTCCTATCGCTGACG 
>Aspergillus_fumigatus_chr7.trna12-SerCGA (133143-133017)  Ser (CGA) 127 bp  Sc: 62.02 
GGCAAGGTGGCCGAGTGGTTAAGGCGTTTGATTCGAATTGGGtgttgtAAAGACCGATGC 
CGGTCTGGTCATCATCCCCGACTATCAAATTCATTCGTGAGCCGGGGTTCAAATCCCCGC 
CTTGTCG 
>Aspergillus_fumigatus_chr7.trna3-SerCGA (133533-133629)  Ser (CGA) 97 bp  Sc: 70.47 
GGCAAGGTGGCCGAGTGGTTAAGGCGTCAGTTTCGAATTGAGCAAACTCAATTAGCTGAT 
TCCCTAGGGATCGCCGGTTCGAATCCGGTCCTTGTCG 
>Aspergillus_fumigatus_chr1.trna11-SerGCT (2426522-2426602)  Ser (GCT) 81 bp  Sc: 82.08 
GACACTTTGGCCGAGTGGTTAAGGCGCAGGCCTGCTAAGCCTGTGGGTTCGCCCGCCTGG 
GTTCGAATCCCAGAGGTGTCG 
>Aspergillus_fumigatus_chr1.trna26-SerGCT (2425996-2425916)  Ser (GCT) 81 bp  Sc: 82.08 
GACACTTTGGCCGAGTGGTTAAGGCGCAGGCCTGCTAAGCCTGTGGGTTCGCCCGCCTGG 
GTTCGAATCCCAGAGGTGTCG 
>Aspergillus_fumigatus_chr1.trna27-SerGCT (2425454-2425374)  Ser (GCT) 81 bp  Sc: 82.08 
GACACTTTGGCCGAGTGGTTAAGGCGCAGGCCTGCTAAGCCTGTGGGTTCGCCCGCCTGG 
GTTCGAATCCCAGAGGTGTCG 
>Aspergillus_fumigatus_chr6.trna4-SerGCT (874333-874413)  Ser (GCT) 81 bp  Sc: 82.08 
GACACTTTGGCCGAGTGGTTAAGGCGCAGGCCTGCTAAGCCTGTGGGTTCGCCCGCCTGG 
GTTCGAATCCCAGAGGTGTCG 
>Aspergillus_fumigatus_chr1.trna2-SerTGA (917096-917192)  Ser (TGA) 97 bp  Sc: 68.58 



GGCAAGGTGGCCGAGTGGTTAAGGCGTCAGTTTTGAATTTGAGCAAACTCAATAGCTGAT 
TCCCTAGGGATCGTCGGTTCGAATCCGGCCCTTGTCG 
>Aspergillus_fumigatus_chr2.trna24-ThrAGT (143028-142956)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr3.trna3-ThrAGT (163221-163293)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr4.trna2-ThrAGT (2000974-2001046)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr4.trna3-ThrAGT (2410166-2410238)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr6.trna13-ThrAGT (2164940-2164868)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr6.trna6-ThrAGT (2165147-2165219)  Thr (AGT) 73 bp  Sc: 84.01 
GCTCGCATAGCTCAGTTGGTAGAGCGCATGACTAGTAATCATGAGGTCAGCGGTTCAAAT 
CCGCTTGTGAGCA 
>Aspergillus_fumigatus_chr2.trna11-ThrCGT (4499991-4500062)  Thr (CGT) 72 bp  Sc: 82.80 
GCATCTATGGCTCAGTGGTAGAGCGTTCCACTCGTAATGGAAAGGTCCATGGTTCAATCC 
CGTGTAGATGCA 
>Aspergillus_fumigatus_chr6.trna5-ThrCGT (1574776-1574860)  Thr (CGT) 85 bp  Sc: 71.97 
GCACCTATAGCTCAGTGGTAGAGCGTTCCACTCGTATGGTGTACGACCTATGGAAAGGTC 
CGCGGTTCGATCCCGCGTCGGTGCA 
>Aspergillus_fumigatus_chr4.trna11-ThrTGT (1213130-1213043)  Thr (TGT) 88 bp  Sc: 76.20 
GCACCTATGGCTCAGTGGTAGAGCATTCCACTTGTATTGTCAAGAAACAGTGATGGAAAG 
GTCCGCGGTTCGATCCCGCGTGGGTGCA 
>Aspergillus_fumigatus_chr6.trna3-ThrTGT (617113-617210)  Thr (TGT) 98 bp  Sc: 63.28 
GCACGAGTGGCCAAGTGGCTAAGGCGTCGCACTTGTATCTGCCCGCTTGGGCTAAGATCG 
CTATGCGAAGATCGGGGGTTCAATTCCCCTCTTGTGCA 
>Aspergillus_fumigatus_chr5.trna2-ThrTGT (883581-883709)  Thr (TGT) 129 bp  Sc: 56.44 
GCCCGATTAACTCAGTTGGCTAGAGTGTCAGACTTGTTCGTACCCCTTCTTAGTCATATC 
TTCTTTCGCACATTACTAATAACCACCCAGTTAATCTGAACGTCGGGGGTTCGAGCCCCC 
CATCGGGCG 
>Aspergillus_fumigatus_chr2.trna17-TrpCCA (1691252-1691180)  Trp (CCA) 73 bp  Sc: 59.83 
GGGGCTGTGGCGTAATTGGTAGCGCGTGAGACTCCAGATCTTAAGGTTATCCGTTCAAGT 
CGGGTCAGCCTCA 
>Aspergillus_fumigatus_chr2.trna18-TrpCCA (1690720-1690648)  Trp (CCA) 73 bp  Sc: 59.83 
GGGGCTGTGGCGTAATTGGTAGCGCGTGAGACTCCAGATCTTAAGGTTATCCGTTCAAGT 
CGGGTCAGCCTCA 
>Aspergillus_fumigatus_chr2.trna5-TrpCCA (1691910-1691982)  Trp (CCA) 73 bp  Sc: 59.83 
GGGGCTGTGGCGTAATTGGTAGCGCGTGAGACTCCAGATCTTAAGGTTATCCGTTCAAGT 
CGGGTCAGCCTCA 
>Aspergillus_fumigatus_chr1.trna15-TyrGTA (3759573-3759657)  Tyr (GTA) 85 bp  Sc: 69.98 
CCCCCGATGGTCTAGTTGGATATGGCGTTCGGCTGTAATGGAAATTGTAACCGAAAGGTC 
GCCGGCTCGATTCCGGCTCGGGGGA 
>Aspergillus_fumigatus_chr1.trna16-TyrGTA (3760089-3760173)  Tyr (GTA) 85 bp  Sc: 69.34 
CCCCCGATGGTCTAGTTGGATATGGCGTTCGGCTGTAATGGGAATTGTAACCGAAAGGTC 
GCCGGCTCGATTCCGGCTCGGGGGA 
>Aspergillus_fumigatus_chr1.trna24-TyrGTA (3760797-3760713)  Tyr (GTA) 85 bp  Sc: 69.98 
CCCCCGATGGTCTAGTTGGATATGGCGTTCGGCTGTAATGGAAATTGTAACCGAAAGGTC 
GCCGGCTCGATTCCGGCTCGGGGGA 
>Aspergillus_fumigatus_chr1.trna23-TyrGTA (3761229-3761145)  Tyr (GTA) 85 bp  Sc: 69.34 
CCCCCGATGGTCTAGTTGGATATGGCGTTCGGCTGTAATGGAAATTGTGACCGAAAGGTC 
GCCGGCTCGATTCCGGCTCGGGGGA 
>Aspergillus_fumigatus_chr1.trna22-TyrGTA (3761792-3761708)  Tyr (GTA) 85 bp  Sc: 69.34 
CCCCCGATGGTCTAGTTGGATATGGCGTTCGGCTGTAATGGGAATTGTAACCGAAAGGTC 
GCCGGCTCGATTCCGGCTCGGGGGA 
>Aspergillus_fumigatus_chr6.trna15-Undet??? (809379-809244)  Undet (???) 136 bp  Sc: 39.26 
GGCAAGATGGCCGAGTGGTTAAGGCGGTGAGTGTTTCCATGTGTCCCTTAGTCTTTCGAC 
ATTCTATCTAATAAATCAACCAGTTACGTTTAGGCCGTAATGGGAAACCGCGTGGGTTCG 
AATCCCACTCTTGTCA 
>Aspergillus_fumigatus_chr8.trna3-ValAAC (1011735-1011808)  Val (AAC) 74 bp  Sc: 73.95 
GGCTGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 



>Aspergillus_fumigatus_chr6.trna1-ValAAC (126214-126287)  Val (AAC) 74 bp  Sc: 75.17 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr7.trna1-ValAAC (103767-103840)  Val (AAC) 74 bp  Sc: 75.17 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr8.trna1-ValAAC (1009806-1009879)  Val (AAC) 74 bp  Sc: 75.17 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr8.trna13-ValAAC (1315335-1315262)  Val (AAC) 74 bp  Sc: 75.17 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr8.trna4-ValAAC (1016439-1016512)  Val (AAC) 74 bp  Sc: 75.17 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAG 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr8.trna2-ValAAC (1010165-1010238)  Val (AAC) 74 bp  Sc: 76.83 
GGCCGGTTGGTGTAGTTGGTTATCACGTATCGTTAACACCGATAAGGTCGCCGGATCGAA 
CCCGGCACTGGTCA 
>Aspergillus_fumigatus_chr2.trna15-ValCAC (3631928-3631830)  Val (CAC) 99 bp  Sc: 65.23 
AGTCACGTGGTCTAATGGTTATGATTTCTCGTTCACAATTAAAAGTGAGCTCCTTAAAGG 
ATACCGAGAAGGTTCCCGGTTCGATCCCGGGCGTGACTA 
>Aspergillus_fumigatus_chr1.trna18-ValCAC (3909273-3909368)  Val (CAC) 96 bp  Sc: 62.98 
AGTCGCGTGGTCTAATGGTTATGATTTCTCGTTCACAGTCATGTGAGCTTCGCAAGGATT 
CCGAGAAGGTTCCCGGTTCGATCCCGGGCGCGACTA 
>Aspergillus_fumigatus_chr5.trna6-ValTAC (2114322-2114394)  Val (TAC) 73 bp  Sc: 82.61 
GGCCGGTTGGCGTAGTGGTTATCGCGTTTCGTTTACACCGAAAAGGTCGCCGGTTCGAAC 
CCGGCACTGGTCA 
>Arabidopsis_thaliana_chr4.trna25-AlaAGC (13454563-13454635)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr4.trna71-AlaAGC (6905552-6905480)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna88-AlaAGC (17476475-17476403)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna71-AlaAGC (13144385-13144313)  Ala (AGC) 73 bp  Sc: 65.56 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna11-AlaAGC (2025355-2025427)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna13-AlaAGC (2334819-2334891)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna2-AlaAGC (706795-706867)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna99-AlaAGC (846926-846854)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr3.trna29-AlaAGC (10753668-10753740)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr3.trna75-AlaAGC (10760702-10760630)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr4.trna70-AlaAGC (7232865-7232793)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna111-AlaAGC (2432336-2432264)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna123-AlaAGC (150426-150354)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna30-AlaAGC (15993515-15993587)  Ala (AGC) 73 bp  Sc: 68.12 



GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna56-AlaAGC (24726892-24726964)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr5.trna74-AlaAGC (22502068-22501996)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna27-AlaCGC (9598107-9598179)  Ala (CGC) 73 bp  Sc: 61.16 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGTTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr3.trna57-AlaCGC (22871102-22871174)  Ala (CGC) 73 bp  Sc: 64.52 
GGGGATGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna164-AlaCGC (23936800-23936872)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr4.trna23-AlaCGC (12429609-12429681)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr4.trna51-AlaCGC (13885269-13885197)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr5.trna110-AlaCGC (2587899-2587827)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr5.trna53-AlaCGC (24547402-24547474)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Arabidopsis_thaliana_chr3.trna59-AlaTGC (23047855-23047927)  Ala (TGC) 73 bp  Sc: 63.65 
GGGGATGTAGCTCATATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACAGGGTTCGATT 
CCCTGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna207-AlaTGC (20416667-20416595)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna22-AlaTGC (4741996-4742068)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna23-AlaTGC (4743092-4743164)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna237-AlaTGC (2846611-2846539)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr1.trna33-AlaTGC (9158170-9158242)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna59-AlaTGC (19351497-19351569)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna98-AlaTGC (1054787-1054715)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr3.trna61-AlaTGC (23296801-23296729)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr3.trna62-AlaTGC (23296640-23296568)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Arabidopsis_thaliana_chr2.trna80-ArgACG (9472733-9472661)  Arg (ACG) 73 bp  Sc: 70.96 
GACTCCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGACTCTGGGTTCGATC 
CCCAGTGGAGTCG 
>Arabidopsis_thaliana_chr1.trna20-ArgACG (4440212-4440284)  Arg (ACG) 73 bp  Sc: 73.60 
GACTTCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGTGAAGTCG 
>Arabidopsis_thaliana_chr2.trna55-ArgACG (17880767-17880839)  Arg (ACG) 73 bp  Sc: 73.60 
GACTTCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 



CCCAGTGAAGTCG 
>Arabidopsis_thaliana_chr2.trna28-ArgACG (10380656-10380728)  Arg (ACG) 73 bp  Sc: 74.20 
GACTCTGTGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGCAGAGTCG 
>Arabidopsis_thaliana_chr5.trna107-ArgACG (3212424-3212352)  Arg (ACG) 73 bp  Sc: 74.20 
GACTCTGTGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGCAGAGTCG 
>Arabidopsis_thaliana_chr3.trna79-ArgACG (7224296-7224224)  Arg (ACG) 73 bp  Sc: 74.25 
GGTTCCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGTGGAATCG 
>Arabidopsis_thaliana_chr4.trna31-ArgACG (15183090-15183162)  Arg (ACG) 73 bp  Sc: 75.05 
GACTCCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGTGGAGTCG 
>Arabidopsis_thaliana_chr4.trna44-ArgACG (18501778-18501706)  Arg (ACG) 73 bp  Sc: 75.05 
GACTCCATGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGTGGAGTCG 
>Arabidopsis_thaliana_chr5.trna61-ArgACG (25989904-25989976)  Arg (ACG) 73 bp  Sc: 75.45 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGAAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Arabidopsis_thaliana_chr1.trna181-ArgCCG (29809016-29809088)  Arg (CCG) 73 bp  Sc: 72.20 
GACCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTGTGGGTTCGAGT 
CCCACCGTGGTCG 
>Arabidopsis_thaliana_chr1.trna227-ArgCCG (5619537-5619465)  Arg (CCG) 73 bp  Sc: 72.20 
GACCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTGTGGGTTCGAGT 
CCCACCGTGGTCG 
>Arabidopsis_thaliana_chr3.trna7-ArgCCG (1220235-1220307)  Arg (CCG) 73 bp  Sc: 72.92 
GTTTGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGAAGCGGGAGATTGTGGGTTCGAAT 
CCCATCGCGAACG 
>Arabidopsis_thaliana_chr3.trna82-ArgCCG (3995176-3995104)  Arg (CCG) 73 bp  Sc: 85.01 
GATCCCATAGCGGAGTGGATATCGCGTTAGACTCCGAATCTAAAGGTCGTGGGTTCGATT 
CCCACTGGGATCA 
>Arabidopsis_thaliana_chr5.trna94-ArgCCT (13823284-13823212)  Arg (CCT) 73 bp  Sc: 57.69 
GCGCATGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTTGACC 
CCTACCTGGCACG 
>Arabidopsis_thaliana_chr4.trna48-ArgCCT (16454773-16454701)  Arg (CCT) 73 bp  Sc: 71.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAAGTCGAAGGTTCGACC 
CCTTCCTGGCGCG 
>Arabidopsis_thaliana_chr5.trna12-ArgCCT (3324703-3324775)  Arg (CCT) 73 bp  Sc: 75.77 
GCGTCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGACGCG 
>Arabidopsis_thaliana_chr1.trna74-ArgCCT (18391470-18391542)  Arg (CCT) 73 bp  Sc: 76.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Arabidopsis_thaliana_chr3.trna14-ArgCCT (3535152-3535224)  Arg (CCT) 73 bp  Sc: 76.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Arabidopsis_thaliana_chr3.trna23-ArgCCT (6663714-6663786)  Arg (CCT) 73 bp  Sc: 76.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Arabidopsis_thaliana_chr5.trna6-ArgCCT (1742693-1742765)  Arg (CCT) 73 bp  Sc: 76.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Arabidopsis_thaliana_chr5.trna62-ArgCCT (26212685-26212757)  Arg (CCT) 73 bp  Sc: 76.26 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Arabidopsis_thaliana_chr1.trna200-ArgTCG (22481511-22481438)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Arabidopsis_thaliana_chr1.trna210-ArgTCG (19502161-19502088)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Arabidopsis_thaliana_chr1.trna235-ArgTCG (3678848-3678775)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Arabidopsis_thaliana_chr1.trna186-ArgTCG (30088962-30088889)  Arg (TCG) 74 bp  Sc: 82.11 
GACCGCATAGCGCAGTGGATTAGCGCGTTTGACTTCGGATCAAAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 



>Arabidopsis_thaliana_chr3.trna86-ArgTCG (2918492-2918419)  Arg (TCG) 74 bp  Sc: 82.11 
GACCGCATAGCGCAGTGGATTAGCGCGTTTGACTTCGGATCAAAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Arabidopsis_thaliana_chr5.trna119-ArgTCG (588964-588891)  Arg (TCG) 74 bp  Sc: 82.11 
GACCGCATAGCGCAGTGGATTAGCGCGTTTGACTTCGGATCAAAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Arabidopsis_thaliana_chr5.trna5-ArgTCT (998941-999013)  Arg (TCT) 73 bp  Sc: 66.87 
GCACCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCACACGATTGTGGGTTCGAGT 
CCCACCGGGTGTG 
>Arabidopsis_thaliana_chr2.trna56-ArgTCT (18576986-18577058)  Arg (TCT) 73 bp  Sc: 70.42 
GCACCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAGCGATTGTGGGTTCGAGT 
CCCACCGGGTGTG 
>Arabidopsis_thaliana_chr4.trna35-ArgTCT (16304129-16304201)  Arg (TCT) 73 bp  Sc: 71.62 
GCGCTCGTGGCCCAATGGATAAGGCGTCTGACTTCTAATCAGACGATTGTGGGTTCGATC 
CCCACCGAGCGTG 
>Arabidopsis_thaliana_chr4.trna30-ArgTCT (15120656-15120728)  Arg (TCT) 73 bp  Sc: 73.37 
GCACCCATGGCCTAATGGATAAGGCGCTTGACTTCTAATCAAGCGATTGTGGGTTCGAGT 
CCCACTGGGTGTG 
>Arabidopsis_thaliana_chr4.trna32-ArgTCT (15576656-15576728)  Arg (TCT) 73 bp  Sc: 73.37 
GCACCCATGGCCTAATGGATAAGGCGCTTGACTTCTAATCAAGCGATTGTGGGTTCGAGT 
CCCACTGGGTGTG 
>Arabidopsis_thaliana_chr3.trna13-ArgTCT (3096221-3096293)  Arg (TCT) 73 bp  Sc: 73.39 
GCACCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAACGATTGTGGGTTCGAGT 
CCCACCGGGTGTG 
>Arabidopsis_thaliana_chr1.trna64-ArgTCT (13687638-13687710)  Arg (TCT) 73 bp  Sc: 73.62 
GCGCCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAACGATTGTGGGTTCGAGT 
CCCACCGGGCGTG 
>Arabidopsis_thaliana_chr2.trna51-ArgTCT (15353239-15353311)  Arg (TCT) 73 bp  Sc: 73.62 
GCGCCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAACGATTGTGGGTTCGAGT 
CCCACCGGGCGTG 
>Arabidopsis_thaliana_chr2.trna29-ArgTCT (10820918-10820990)  Arg (TCT) 73 bp  Sc: 75.03 
GCACCCATGGCCTAATGGATAAGGCGCTTGACTTCTAATCAAGCGATTGTGGGTTCGAAT 
CCCACTGGGTGTG 
>Arabidopsis_thaliana_chr2.trna34-AsnGTT (13658351-13658425)  Asn (GTT) 75 bp  Sc: 72.51 
GCTGGAATAGCTCAGTAGGTTTAGAGCGTGTGGCTGTTAACCTCAAGGTCGGAGGTTCGA 
CCCCTCCTTTCAGCG 
>Arabidopsis_thaliana_chr1.trna230-AsnGTT (5189755-5189682)  Asn (GTT) 74 bp  Sc: 73.38 
GCTGGAATAGCTCAGATGGCTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr2.trna18-AsnGTT (3496437-3496508)  Asn (GTT) 72 bp  Sc: 77.17 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACTGATTGGTCGTAGGTTCAAATC 
CTACTTGGGGAG 
>Arabidopsis_thaliana_chr4.trna69-AsnGTT (7341494-7341421)  Asn (GTT) 74 bp  Sc: 78.40 
GCTGGAGTAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCAGAGGTTCGAC 
CCCTTTCTCTAGCG 
>Arabidopsis_thaliana_chr1.trna77-AsnGTT (19428224-19428297)  Asn (GTT) 74 bp  Sc: 80.57 
GCTGGAGTAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCAGAGGTTCGAC 
CCCTCTCTCTAGCG 
>Arabidopsis_thaliana_chr2.trna86-AsnGTT (7962832-7962759)  Asn (GTT) 74 bp  Sc: 80.57 
GCTGGAGTAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCAGAGGTTCGAC 
CCCTCTCTCTAGCG 
>Arabidopsis_thaliana_chr4.trna20-AsnGTT (11910300-11910373)  Asn (GTT) 74 bp  Sc: 80.57 
GCTGGAGTAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCAGAGGTTCGAC 
CCCTCTCTCTAGCG 
>Arabidopsis_thaliana_chr5.trna67-AsnGTT (26573322-26573249)  Asn (GTT) 74 bp  Sc: 80.57 
GCTGGAGTAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCAGAGGTTCGAC 
CCCTCTCTCTAGCG 
>Arabidopsis_thaliana_chr1.trna170-AsnGTT (26053141-26053214)  Asn (GTT) 74 bp  Sc: 82.29 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr2.trna1-AsnGTT (102064-102137)  Asn (GTT) 74 bp  Sc: 82.29 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr2.trna48-AsnGTT (15175941-15176014)  Asn (GTT) 74 bp  Sc: 82.29 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr3.trna42-AsnGTT (18928414-18928487)  Asn (GTT) 74 bp  Sc: 82.29 



GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr5.trna68-AsnGTT (26238933-26238860)  Asn (GTT) 74 bp  Sc: 82.29 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr5.trna93-AsnGTT (15049811-15049738)  Asn (GTT) 74 bp  Sc: 82.29 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAC 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr1.trna242-AsnGTT (1583844-1583771)  Asn (GTT) 74 bp  Sc: 82.78 
GCTGGAATAGCTCAGCTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAA 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr1.trna32-AsnGTT (9143797-9143870)  Asn (GTT) 74 bp  Sc: 84.99 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAT 
CCCTCCTTCTAGCG 
>Arabidopsis_thaliana_chr2.trna94-AspGTC (3255902-3255829)  Asp (GTC) 74 bp  Sc: 60.73 
GGGATTGTAGTTCAATCGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Arabidopsis_thaliana_chr5.trna27-AspGTC (11802285-11802356)  Asp (GTC) 72 bp  Sc: 61.39 
GTCGTTATAGTATAGTGGTAAGTATTCCCGCCTGTCATGCGGGTGACCCGGGTTCAATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna213-AspGTC (16588216-16588145)  Asp (GTC) 72 bp  Sc: 63.92 
GTCGTTGTAGTATAGTGGTAAGGATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
TCGGCAACGACG 
>Arabidopsis_thaliana_chr2.trna35-AspGTC (14250207-14250278)  Asp (GTC) 72 bp  Sc: 64.11 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAAAGGCG 
>Arabidopsis_thaliana_chr1.trna174-AspGTC (27792644-27792715)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna176-AspGTC (28188193-28188264)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna179-AspGTC (28531428-28531499)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna212-AspGTC (18139337-18139266)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna26-AspGTC (6075813-6075884)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna27-AspGTC (6345757-6345828)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna5-AspGTC (877649-877720)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr2.trna36-AspGTC (14251775-14251846)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr2.trna64-AspGTC (16646929-16646858)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna18-AspGTC (4330779-4330850)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna26-AspGTC (10211565-10211636)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna3-AspGTC (476809-476880)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna44-AspGTC (19566014-19566085)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna66-AspGTC (22149895-22149824)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 



CCGGCAACGGCG 
>Arabidopsis_thaliana_chr3.trna70-AspGTC (19044443-19044372)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna16-AspGTC (4673903-4673974)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna19-AspGTC (5161515-5161586)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna49-AspGTC (23861432-23861503)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna7-AspGTC (1788652-1788723)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna91-AspGTC (16256937-16256866)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr5.trna97-AspGTC (7222131-7222060)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr1.trna29-AspGTC (7004505-7004576)  Asp (GTC) 72 bp  Sc: 71.35 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGGCCCGGGTTCGATCC 
CCGGCAACGGCG 
>Arabidopsis_thaliana_chr2.trna17-CysGCA (3495439-3495509)  Cys (GCA) 71 bp  Sc: 42.92 
GGCTAGGTAACATAATGGAAATGTATCGGACTGCAAATCCTGTAATGACGGTTCGACTCC 
GTCCTTGGCCT 
>Arabidopsis_thaliana_chr5.trna99-CysGCA (7074429-7074358)  Cys (GCA) 72 bp  Sc: 59.44 
AGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTTGAACC 
TGGTTGGGCCCT 
>Arabidopsis_thaliana_chr5.trna98-CysGCA (7074845-7074774)  Cys (GCA) 72 bp  Sc: 64.57 
AGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGATTGGGCCCT 
>Arabidopsis_thaliana_chr4.trna65-CysGCA (9978189-9978118)  Cys (GCA) 72 bp  Sc: 71.20 
GGGTCCATAGCTCAGTGATAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr5.trna100-CysGCA (7074016-7073945)  Cys (GCA) 72 bp  Sc: 71.20 
GGGTCCATAGCTCAGTGATAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr5.trna90-CysGCA (16524832-16524761)  Cys (GCA) 72 bp  Sc: 73.07 
GGGCCCATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCACCGGTTCGAACC 
CGGTTGAGCCCT 
>Arabidopsis_thaliana_chr5.trna101-CysGCA (7073603-7073532)  Cys (GCA) 72 bp  Sc: 76.48 
GGGTTCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr1.trna198-CysGCA (23562921-23562850)  Cys (GCA) 72 bp  Sc: 76.97 
GGGCTCATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr2.trna53-CysGCA (16525847-16525918)  Cys (GCA) 72 bp  Sc: 77.51 
GAGCCTATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAATC 
CGGTTGGGCTCT 
>Arabidopsis_thaliana_chr2.trna65-CysGCA (16525713-16525642)  Cys (GCA) 72 bp  Sc: 77.51 
GAGCCTATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAATC 
CGGTTGGGCTCT 
>Arabidopsis_thaliana_chr3.trna19-CysGCA (4998148-4998219)  Cys (GCA) 72 bp  Sc: 77.60 
GGGTCCTTAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCACCGGTTCGAACC 
CGGTAGGGCCCT 
>Arabidopsis_thaliana_chr3.trna68-CysGCA (19420417-19420346)  Cys (GCA) 72 bp  Sc: 78.18 
GGGTCCATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr5.trna36-CysGCA (18924750-18924821)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Arabidopsis_thaliana_chr1.trna208-CysGCA (19929578-19929507)  Cys (GCA) 72 bp  Sc: 79.91 
GGGTCCTTAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAATC 
CGGTAGGGCCCT 



>Arabidopsis_thaliana_chr2.trna30-CysGCA (12336080-12336151)  Cys (GCA) 72 bp  Sc: 79.91 
GGGTCCTTAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAATC 
CGGTAGGGCCCT 
>Arabidopsis_thaliana_chr2.trna21-GlnCTG (7046176-7046247)  Gln (CTG) 72 bp  Sc: 69.59 
GGTTCTATGGTCTAGCGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAATTC 
TCGGTAGAACCT 
>Arabidopsis_thaliana_chr2.trna82-GlnCTG (9277814-9277743)  Gln (CTG) 72 bp  Sc: 69.59 
GGTTCTATGGTCTAGCGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAATTC 
TCGGTAGAACCT 
>Arabidopsis_thaliana_chr4.trna52-GlnCTG (13882994-13882923)  Gln (CTG) 72 bp  Sc: 69.59 
GGTTCTATGGTCTAGCGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAATTC 
TCGGTAGAACCT 
>Arabidopsis_thaliana_chr4.trna79-GlnCTG (424788-424717)  Gln (CTG) 72 bp  Sc: 69.59 
GGTTCTATGGTCTAGCGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAATTC 
TCGGTAGAACCT 
>Arabidopsis_thaliana_chr3.trna58-GlnCTG (22892782-22892853)  Gln (CTG) 72 bp  Sc: 69.79 
GGTTCCATGGTCTAGTGGTCAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Arabidopsis_thaliana_chr1.trna6-GlnCTG (892514-892585)  Gln (CTG) 72 bp  Sc: 70.28 
GGTCCCATGGTCTAGTGGTCAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Arabidopsis_thaliana_chr5.trna24-GlnCTG (7387891-7387962)  Gln (CTG) 72 bp  Sc: 70.28 
GGTCCCATGGTCTAGTGGTCAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Arabidopsis_thaliana_chr4.trna5-GlnCTG (1501606-1501677)  Gln (CTG) 72 bp  Sc: 70.67 
GGTCCTATGGTCTAGTGGTCAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAATC 
TCGGTAGGACCT 
>Arabidopsis_thaliana_chr1.trna245-GlnCTG (111961-111890)  Gln (CTG) 72 bp  Sc: 72.52 
GGTTCCATGGTCTAGCGGTTAGGACACTAGACTCTGAATCTAGTAACCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Arabidopsis_thaliana_chr2.trna5-GlnTTG (3276437-3276508)  Gln (TTG) 72 bp  Sc: 54.44 
TGGAGTATAGCCAAGTGGTAAGGCACCGGTTTTTGGTACCGGCATGCAAAGGTTCGAATC 
CTTTTACTCCAG 
>Arabidopsis_thaliana_chr5.trna25-GlnTTG (7981401-7981472)  Gln (TTG) 72 bp  Sc: 73.55 
GGTTCTATGGTGTAGTGGTTAGCACTCAGGACTTTGAATCCTGCGACCTGGGTTCGACTC 
CCGGTAGAACCT 
>Arabidopsis_thaliana_chr1.trna188-GlnTTG (29148055-29147984)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr1.trna190-GlnTTG (28952519-28952448)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr1.trna221-GlnTTG (7656180-7656109)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr1.trna222-GlnTTG (7499793-7499722)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr3.trna38-GlnTTG (18080063-18080134)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr5.trna40-GlnTTG (20692448-20692519)  Gln (TTG) 72 bp  Sc: 74.09 
GGTTCTATGGTGTAGTGGTTAGCACTCTGGACTTTGAATCCAGCGACCTGGGTTCGACTC 
CCGGTAGGACCT 
>Arabidopsis_thaliana_chr4.trna19-GluCTC (10302012-10302084)  Glu (CTC) 73 bp  Sc: 70.56 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCAAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr1.trna177-GluCTC (28411645-28411717)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr1.trna192-GluCTC (28377222-28377150)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr1.trna218-GluCTC (10207364-10207292)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr1.trna61-GluCTC (10756704-10756776)  Glu (CTC) 73 bp  Sc: 76.51 



TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr2.trna58-GluCTC (18963714-18963786)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr3.trna55-GluCTC (22786897-22786969)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr4.trna36-GluCTC (16556628-16556700)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr4.trna38-GluCTC (17130055-17130127)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr5.trna108-GluCTC (3030890-3030818)  Glu (CTC) 73 bp  Sc: 76.51 
TCCGTTGTAGTCTAGCTGGTCAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr2.trna52-GluCTC (15923895-15923967)  Glu (CTC) 73 bp  Sc: 78.60 
TCCGTTGTAGTCTAGCTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCAACGGAG 
>Arabidopsis_thaliana_chr3.trna71-GluCTC (19008694-19008622)  Glu (CTC) 73 bp  Sc: 79.86 
TCCGTCGTAGTCTAGCTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCGACGGAG 
>Arabidopsis_thaliana_chr4.trna12-GluCTC (7814198-7814270)  Glu (CTC) 73 bp  Sc: 79.86 
TCCGTCGTAGTCTAGCTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCGAGT 
CCCGGCGACGGAG 
>Arabidopsis_thaliana_chr4.trna77-GluTTC (611932-611866)  Glu (TTC) 67 bp  Sc: 24.19 
CTTAAACACTCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCCATTCCC 
GGTAACG 
>Arabidopsis_thaliana_chr2.trna93-GluTTC (3303312-3303241)  Glu (TTC) 72 bp  Sc: 65.98 
GTCCCTTTCGTCCAGTGGTTAGGACATCGTCTTTTCATGTCGAAGACACGGGTTCGATTC 
CCGTAAGGGATA 
>Arabidopsis_thaliana_chr1.trna191-GluTTC (28523717-28523646)  Glu (TTC) 72 bp  Sc: 71.73 
TCCGTTATCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGTAACGGAG 
>Arabidopsis_thaliana_chr3.trna72-GluTTC (18755860-18755789)  Glu (TTC) 72 bp  Sc: 71.73 
TCCGTTATCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGTAACGGAG 
>Arabidopsis_thaliana_chr1.trna17-GluTTC (2939419-2939490)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr1.trna224-GluTTC (6995344-6995273)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr4.trna46-GluTTC (17500872-17500801)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr5.trna66-GluTTC (26670567-26670496)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr5.trna84-GluTTC (18560278-18560207)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr5.trna95-GluTTC (9815477-9815406)  Glu (TTC) 72 bp  Sc: 72.05 
TCCGATGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCATCGGAG 
>Arabidopsis_thaliana_chr3.trna93-GluTTC (1601415-1601344)  Glu (TTC) 72 bp  Sc: 72.13 
TCCGTTGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCAACGGAG 
>Arabidopsis_thaliana_chr3.trna40-GluTTC (18837021-18837092)  Glu (TTC) 72 bp  Sc: 72.20 
TCCATTGTCGTCCAGCGGTTAGGATATCTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
CCGGCAATGGAG 
>Arabidopsis_thaliana_chr1.trna215-GlyACC (12097327-12097259)  Gly (ACC) 69 bp  Sc: 20.99 
GCACCAATGGTTCAGTGGTAGATTAATACTCTACCACTATCTAACCCGGGTTCGATCCCA 
GACGGTGTA 
>Arabidopsis_thaliana_chr2.trna60-GlyCCC (19566995-19566925)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 



CTGGATGCGCA 
>Arabidopsis_thaliana_chr3.trna60-GlyCCC (23221683-23221753)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Arabidopsis_thaliana_chr4.trna59-GlyCCC (12486282-12486212)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Arabidopsis_thaliana_chr4.trna6-GlyCCC (6646426-6646496)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Arabidopsis_thaliana_chr5.trna78-GlyCCC (21740410-21740340)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Arabidopsis_thaliana_chr1.trna7-GlyGCC (1159022-1159092)  Gly (GCC) 71 bp  Sc: 57.43 
TAACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr2.trna88-GlyGCC (3444431-3444360)  Gly (GCC) 72 bp  Sc: 62.60 
GCGGAAATAGCTTAATGGTAGAGCATAGCCTTGCCAAGGCTAAGGTTGAGGGTTCAAGTC 
CCTCCTTCCGCT 
>Arabidopsis_thaliana_chr3.trna91-GlyGCC (1843400-1843330)  Gly (GCC) 71 bp  Sc: 65.04 
GCACCAGTGGTCTAGTGGTAGAATAGAACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr5.trna122-GlyGCC (389960-389890)  Gly (GCC) 71 bp  Sc: 66.11 
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACATACCCGGGTTCAATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna201-GlyGCC (22401327-22401257)  Gly (GCC) 71 bp  Sc: 67.59 
GCACCAGTGGTCTAGTGGTAGAATAGTACTCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna161-GlyGCC (22431832-22431902)  Gly (GCC) 71 bp  Sc: 69.82 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr2.trna54-GlyGCC (17667856-17667926)  Gly (GCC) 71 bp  Sc: 69.82 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna171-GlyGCC (26977051-26977121)  Gly (GCC) 71 bp  Sc: 70.74 
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr5.trna87-GlyGCC (17512839-17512769)  Gly (GCC) 71 bp  Sc: 70.74 
GCACCAGTGGTCTAGTGGCATGATAGTACCCTGCCACGGTACAGACCCGGGTTCAATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna202-GlyGCC (22398372-22398302)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna203-GlyGCC (22317149-22317079)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna240-GlyGCC (2111217-2111147)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna241-GlyGCC (2107467-2107397)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr2.trna32-GlyGCC (12888668-12888738)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr2.trna33-GlyGCC (12889811-12889881)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr2.trna72-GlyGCC (12983095-12983025)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr3.trna47-GlyGCC (19995919-19995989)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr3.trna51-GlyGCC (21553259-21553329)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 



>Arabidopsis_thaliana_chr3.trna56-GlyGCC (22853497-22853567)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr4.trna33-GlyGCC (15671399-15671469)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr5.trna113-GlyGCC (2212749-2212679)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr5.trna23-GlyGCC (6401241-6401311)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr5.trna65-GlyGCC (26700004-26699934)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Arabidopsis_thaliana_chr1.trna14-GlyTCC (2588522-2588593)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr1.trna232-GlyTCC (4285956-4285885)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr2.trna74-GlyTCC (12478921-12478850)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr2.trna75-GlyTCC (11871302-11871231)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr3.trna35-GlyTCC (17160737-17160808)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr3.trna74-GlyTCC (16438097-16438026)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr4.trna63-GlyTCC (10326047-10325976)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr5.trna105-GlyTCC (3578367-3578296)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr5.trna13-GlyTCC (3617059-3617130)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr5.trna34-GlyTCC (18576072-18576143)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr5.trna50-GlyTCC (23971168-23971239)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr5.trna51-GlyTCC (23974656-23974727)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Arabidopsis_thaliana_chr4.trna2-HisGTG (901176-901247)  His (GTG) 72 bp  Sc: 57.37 
GTGGTTGTAGTATAGCGGTTAGTATCCCACGTTGTGGCCGTGGGGACCCGGGCTCGAATC 
CCGGCAGCCACA 
>Arabidopsis_thaliana_chr1.trna239-HisGTG (2406902-2406831)  His (GTG) 72 bp  Sc: 62.38 
GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr1.trna3-HisGTG (552640-552711)  His (GTG) 72 bp  Sc: 62.38 
GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr3.trna89-HisGTG (2105033-2104962)  His (GTG) 72 bp  Sc: 62.38 
GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr4.trna40-HisGTG (18293774-18293845)  His (GTG) 72 bp  Sc: 62.38 
GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr5.trna120-HisGTG (559399-559328)  His (GTG) 72 bp  Sc: 62.38 



GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr5.trna39-HisGTG (20064049-20064120)  His (GTG) 72 bp  Sc: 62.38 
GTGGCTGTAGTTTAGTGGTAAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr2.trna31-HisGTG (12346828-12346899)  His (GTG) 72 bp  Sc: 62.41 
GTGGCTGTAGTTTAGTGGTTAGAATCCCACGTTGTGGCCGTGGGGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr4.trna13-HisGTG (8255696-8255767)  His (GTG) 72 bp  Sc: 62.41 
GTGGCTGTAGTTTAGTGGTTAGAATCCCACGTTGTGGCCGTGGGGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr5.trna71-HisGTG (25892691-25892620)  His (GTG) 72 bp  Sc: 67.27 
GTGGCTGTAGTTTAGTGGTTAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Arabidopsis_thaliana_chr2.trna7-IleAAT (3290963-3291034)  Ile (AAT) 72 bp  Sc: 42.87 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACCTAATAAAGAGGCAAGTAGGTTCGATTC 
CTGCTGGATGCA 
>Arabidopsis_thaliana_chr2.trna95-IleAAT (3239725-3239654)  Ile (AAT) 72 bp  Sc: 42.87 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACCTAATAAAGAGGCAAGTAGGTTCGATTC 
CTGCTGGATGCA 
>Arabidopsis_thaliana_chr1.trna169-IleAAT (25993393-25993466)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr1.trna62-IleAAT (11104094-11104167)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr2.trna26-IleAAT (9509360-9509433)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr2.trna81-IleAAT (9456962-9456889)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr3.trna76-IleAAT (9373684-9373611)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr4.trna53-IleAAT (13341575-13341502)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr4.trna54-IleAAT (13336419-13336346)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr5.trna18-IleAAT (5157642-5157715)  Ile (AAT) 74 bp  Sc: 83.92 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAT 
CCCTGTATAGGCCA 
>Arabidopsis_thaliana_chr1.trna10-IleAAT (1978083-1978156)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr1.trna166-IleAAT (25890199-25890272)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr1.trna231-IleAAT (4522779-4522706)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr2.trna22-IleAAT (7749794-7749867)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr3.trna2-IleAAT (469667-469740)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr4.trna43-IleAAT (18542165-18542238)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr5.trna29-IleAAT (15593087-15593160)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr5.trna45-IleAAT (22845357-22845430)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 



ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr5.trna63-IleAAT (26585623-26585696)  Ile (AAT) 74 bp  Sc: 86.52 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAA 
ACCTGCATGGGCCA 
>Arabidopsis_thaliana_chr3.trna8-IleTAT (1738797-1738870)  Ile (TAT) 74 bp  Sc: 81.06 
GCTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGAAGCA 
>Arabidopsis_thaliana_chr1.trna12-IleTAT (2177884-2177957)  Ile (TAT) 74 bp  Sc: 85.40 
GGTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGACCA 
>Arabidopsis_thaliana_chr1.trna78-IleTAT (19851641-19851714)  Ile (TAT) 74 bp  Sc: 85.40 
GGTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGACCA 
>Arabidopsis_thaliana_chr3.trna81-IleTAT (5068374-5068301)  Ile (TAT) 74 bp  Sc: 85.40 
GGTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGACCA 
>Arabidopsis_thaliana_chr4.trna47-IleTAT (17276779-17276706)  Ile (TAT) 74 bp  Sc: 85.40 
GGTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGACCA 
>Arabidopsis_thaliana_chr1.trna66-LeuAAG (17159800-17159871)  Leu (AAG) 72 bp  Sc: 55.79 
GGGCATTTGGTCTAGTGGTTTGATTTTCGCTTAAGGTGCGAGAGGTCCCGAGTTCAATTC 
TCAGAATGCCCC 
>Arabidopsis_thaliana_chr5.trna52-LeuAAG (24279806-24279886)  Leu (AAG) 81 bp  Sc: 66.01 
GTTGATATGGCCGAGTTGGTCCAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr1.trna193-LeuAAG (28024124-28024044)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr2.trna77-LeuAAG (11122837-11122757)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr2.trna83-LeuAAG (9273969-9273889)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr3.trna17-LeuAAG (4254535-4254615)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr3.trna54-LeuAAG (22622385-22622465)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr4.trna11-LeuAAG (7730957-7731037)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr5.trna11-LeuAAG (3118378-3118458)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr5.trna116-LeuAAG (970878-970798)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr5.trna31-LeuAAG (16427813-16427893)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr5.trna60-LeuAAG (25942292-25942372)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Arabidopsis_thaliana_chr5.trna109-LeuCAA (2898951-2898868)  Leu (CAA) 84 bp  Sc: 69.94 
GTCAGGTTGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCTTCGAGAGAGGGCG 
TGGGTTCAAATCCCACATCTGACA 
>Arabidopsis_thaliana_chr5.trna9-LeuCAA (2411149-2411232)  Leu (CAA) 84 bp  Sc: 69.94 
GTCAGGTTGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCTTCGAGAGAGGGCG 
TGGGTTCAAATCCCACATCTGACA 
>Arabidopsis_thaliana_chr1.trna163-LeuCAA (23806216-23806299)  Leu (CAA) 84 bp  Sc: 70.82 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCTTCGAAAGAGGGCG 
TGGGTTCAAATCCCACTTCTGACA 
>Arabidopsis_thaliana_chr4.trna22-LeuCAA (12320120-12320203)  Leu (CAA) 84 bp  Sc: 72.13 
GTCAGGGTGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAATCCCACTTCTGACA 



>Arabidopsis_thaliana_chr5.trna26-LeuCAA (8906419-8906502)  Leu (CAA) 84 bp  Sc: 72.13 
GTCAGGGTGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAATCCCACTTCTGACA 
>Arabidopsis_thaliana_chr5.trna79-LeuCAA (21318189-21318106)  Leu (CAA) 84 bp  Sc: 72.13 
GTCAGGGTGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAATCCCACTTCTGACA 
>Arabidopsis_thaliana_chr4.trna56-LeuCAA (13076666-13076583)  Leu (CAA) 84 bp  Sc: 72.24 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCTTCGTAAGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Arabidopsis_thaliana_chr1.trna225-LeuCAA (6948934-6948851)  Leu (CAA) 84 bp  Sc: 73.97 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Arabidopsis_thaliana_chr4.trna72-LeuCAA (6837853-6837770)  Leu (CAA) 84 bp  Sc: 73.97 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Arabidopsis_thaliana_chr5.trna32-LeuCAA (16655394-16655477)  Leu (CAA) 84 bp  Sc: 73.97 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCGTAAGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Arabidopsis_thaliana_chr1.trna175-LeuCAG (28031621-28031701)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Arabidopsis_thaliana_chr1.trna28-LeuCAG (6488646-6488726)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Arabidopsis_thaliana_chr4.trna18-LeuCAG (9289707-9289787)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Arabidopsis_thaliana_chr2.trna24-LeuGAG (9291114-9291185)  Leu (GAG) 72 bp  Sc: 49.78 
GTGGCTGTAATACAGTGGTTAGTATTCTACGTTGAGGCCGAAGGGACCTGGGCTCGATTC 
CCAGCAGACACA 
>Arabidopsis_thaliana_chr3.trna12-LeuTAA (3090549-3090631)  Leu (TAA) 83 bp  Sc: 63.86 
GCAGGTTTGCCCGAGAGGTTAAGGGGGAAGACTTAAGTTCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCTGCA 
>Arabidopsis_thaliana_chr3.trna45-LeuTAA (19648106-19648188)  Leu (TAA) 83 bp  Sc: 63.86 
GCAGGTTTGCCCGAGAGGTTAAGGGGGAAGACTTAAGTTCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCTGCA 
>Arabidopsis_thaliana_chr2.trna50-LeuTAA (15327313-15327395)  Leu (TAA) 83 bp  Sc: 68.40 
GCAGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGTTCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCTGCA 
>Arabidopsis_thaliana_chr2.trna67-LeuTAA (15327546-15327464)  Leu (TAA) 83 bp  Sc: 68.40 
GCAGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGTTCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCTGCA 
>Arabidopsis_thaliana_chr5.trna4-LeuTAA (984366-984448)  Leu (TAA) 83 bp  Sc: 68.40 
GCAGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGTTCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCTGCA 
>Arabidopsis_thaliana_chr4.trna73-LeuTAA (6837639-6837556)  Leu (TAA) 84 bp  Sc: 74.53 
GTCAGTATGGCCGAGTGGTCTAAGGCGCCAGACTTAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCAAACCCCACTGCTGACA 
>Arabidopsis_thaliana_chr4.trna74-LeuTAG (5268210-5268125)  Leu (TAG) 86 bp  Sc: 41.09 
GCCGCTATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTAGAGCATCTCGG 
TTCGAGTTCGAGTCCGAGTAGCGGCA 
>Arabidopsis_thaliana_chr1.trna75-LeuTAG (18556667-18556746)  Leu (TAG) 80 bp  Sc: 63.97 
GATAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr1.trna76-LeuTAG (18561568-18561647)  Leu (TAG) 80 bp  Sc: 63.97 
GATAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr1.trna162-LeuTAG (22890755-22890834)  Leu (TAG) 80 bp  Sc: 68.10 
GACAATTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGTTGTCA 
>Arabidopsis_thaliana_chr2.trna49-LeuTAG (15176657-15176736)  Leu (TAG) 80 bp  Sc: 68.10 
GACAATTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGTTGTCA 
>Arabidopsis_thaliana_chr4.trna64-LeuTAG (10093157-10093078)  Leu (TAG) 80 bp  Sc: 68.10 
GACAATTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGTTGTCA 
>Arabidopsis_thaliana_chr1.trna19-LeuTAG (3881529-3881608)  Leu (TAG) 80 bp  Sc: 68.72 



GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr3.trna43-LeuTAG (19511966-19512045)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr5.trna115-LeuTAG (1853382-1853303)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr5.trna35-LeuTAG (18807535-18807614)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Arabidopsis_thaliana_chr4.trna21-LysCTT (11974952-11975032)  Lys (CTT) 81 bp  Sc: 33.91 
CATCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACTTTGTGGACTTGTGGTCATTG 
GTTCGAGTTACATGGTGGGCG 
>Arabidopsis_thaliana_chr4.trna58-LysCTT (13006316-13006244)  Lys (CTT) 73 bp  Sc: 77.71 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTCTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr1.trna228-LysCTT (5518128-5518056)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr1.trna244-LysCTT (309347-309275)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr1.trna30-LysCTT (7016507-7016579)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr1.trna4-LysCTT (604402-604474)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr1.trna72-LysCTT (17735510-17735582)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr2.trna57-LysCTT (18710752-18710824)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr3.trna31-LysCTT (11961646-11961718)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr3.trna64-LysCTT (22481288-22481216)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr3.trna67-LysCTT (20824568-20824496)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr4.trna1-LysCTT (33800-33872)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr4.trna10-LysCTT (7256409-7256481)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr4.trna14-LysCTT (8979657-8979729)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr4.trna60-LysCTT (11954824-11954752)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr5.trna121-LysCTT (508500-508428)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr5.trna15-LysCTT (4530476-4530548)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr3.trna21-LysCTT (5632858-5632930)  Lys (CTT) 73 bp  Sc: 86.03 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAAC 
CCCACGGTGGGCG 
>Arabidopsis_thaliana_chr3.trna10-LysTTT (2285608-2285679)  Lys (TTT) 72 bp  Sc: 81.97 
GCCGTCTTAGCTCAGCGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 



CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna37-LysTTT (19658829-19658900)  Lys (TTT) 72 bp  Sc: 83.16 
GCCTTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGTCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr4.trna27-LysTTT (14032496-14032567)  Lys (TTT) 72 bp  Sc: 84.12 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTACCCACGAGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr1.trna182-LysTTT (29838010-29838081)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr1.trna183-LysTTT (29838611-29838682)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr2.trna76-LysTTT (11782000-11781929)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr3.trna16-LysTTT (3942013-3942084)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr3.trna46-LysTTT (19935355-19935426)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna14-LysTTT (4471051-4471122)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna42-LysTTT (21418370-21418441)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna55-LysTTT (24684508-24684579)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna82-LysTTT (19761472-19761401)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr5.trna86-LysTTT (17856883-17856812)  Lys (TTT) 72 bp  Sc: 84.42 
GCCGTCTTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACAGACGGCG 
>Arabidopsis_thaliana_chr2.trna89-MetCAT (3383474-3383401)  Met (CAT) 74 bp  Sc: 49.74 
GGGCTTATAGTTTAATTGGTTGAAACGTACCGCTCATAACGGTTATATTGTAGGTTCGAG 
CCCTACTAAGCCTA 
>Arabidopsis_thaliana_chr3.trna49-MetCAT (20720152-20720223)  Met (CAT) 72 bp  Sc: 57.66 
ATCAAAGTGGTGCAGCGGAAGCGTGATGGGCCCATAACCCACAGGTCACAGGATCGAAAC 
CTGTCTTTGATA 
>Arabidopsis_thaliana_chr2.trna90-MetCAT (3328739-3328667)  Met (CAT) 73 bp  Sc: 59.47 
ACCTACTTGACTCAGCGGTTAGAGTATCGCTTTCATACGGCGAGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Arabidopsis_thaliana_chr2.trna12-MetCAT (3462075-3462148)  Met (CAT) 74 bp  Sc: 61.58 
AGCGGGGTAGAGGAATTGGTCAACTCATCAGGCTCATGACCTGAAGATTACAGGTTCGAA 
TCCTGTCCCCGCAT 
>Arabidopsis_thaliana_chr1.trna214-MetCAT (15733127-15733056)  Met (CAT) 72 bp  Sc: 65.74 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAAGATCGAAAC 
TTGGCTCTGATA 
>Arabidopsis_thaliana_chr3.trna48-MetCAT (20704665-20704736)  Met (CAT) 72 bp  Sc: 65.74 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAAGATCGAAAC 
TTGGCTCTGATA 
>Arabidopsis_thaliana_chr1.trna168-MetCAT (25944827-25944898)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Arabidopsis_thaliana_chr2.trna78-MetCAT (10066597-10066526)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Arabidopsis_thaliana_chr2.trna79-MetCAT (9810368-9810297)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Arabidopsis_thaliana_chr5.trna47-MetCAT (23463220-23463291)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 



>Arabidopsis_thaliana_chr5.trna64-MetCAT (26938898-26938969)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Arabidopsis_thaliana_chr5.trna77-MetCAT (22304923-22304852)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Arabidopsis_thaliana_chr5.trna89-MetCAT (16684735-16684664)  Met (CAT) 72 bp  Sc: 69.22 
AGCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGCTA 
>Arabidopsis_thaliana_chr1.trna216-MetCAT (11797265-11797181)  Met (CAT) 85 bp  Sc: 60.80 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr1.trna8-MetCAT (1324922-1325006)  Met (CAT) 85 bp  Sc: 60.94 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACAGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr2.trna70-MetCAT (14054503-14054419)  Met (CAT) 85 bp  Sc: 60.80 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr2.trna47-MetCAT (14847686-14847770)  Met (CAT) 85 bp  Sc: 60.80 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr4.trna50-MetCAT (15345802-15345718)  Met (CAT) 85 bp  Sc: 61.43 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTATTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr5.trna38-MetCAT (19820361-19820446)  Met (CAT) 86 bp  Sc: 61.56 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTATCTGAGTAATCCTGAGGT 
CGAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr3.trna88-MetCAT (2232556-2232471)  Met (CAT) 86 bp  Sc: 61.56 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTATCTGAGTAATCCTGAGGT 
CGAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr5.trna70-MetCAT (26114793-26114709)  Met (CAT) 85 bp  Sc: 60.93 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAGTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr1.trna187-MetCAT (29448903-29448819)  Met (CAT) 85 bp  Sc: 60.80 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr1.trna18-MetCAT (3676607-3676691)  Met (CAT) 85 bp  Sc: 61.43 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTATTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr1.trna220-MetCAT (7884443-7884359)  Met (CAT) 85 bp  Sc: 60.80 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTACTGAGTGATCCTGAGGTC 
GAGAGTTCGAGCCTCTCTCACCCCA 
>Arabidopsis_thaliana_chr1.trna167-PheGAA (25931859-25931931)  Phe (GAA) 73 bp  Sc: 63.59 
GCGGGGATAGCTCAGTTGGGAGAGCGTGACACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr1.trna195-PheGAA (25935812-25935740)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr1.trna2-PheGAA (515494-515566)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr1.trna243-PheGAA (909882-909810)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr3.trna20-PheGAA (5275156-5275228)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr3.trna63-PheGAA (23062517-23062445)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr4.trna26-PheGAA (13704788-13704860)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr4.trna75-PheGAA (1520854-1520782)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr4.trna76-PheGAA (808342-808270)  Phe (GAA) 73 bp  Sc: 77.43 



GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna104-PheGAA (3669073-3669001)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna117-PheGAA (862468-862396)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna43-PheGAA (22091632-22091704)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna44-PheGAA (22094088-22094160)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna75-PheGAA (22357799-22357727)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna76-PheGAA (22355970-22355898)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr5.trna96-PheGAA (8946899-8946827)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Arabidopsis_thaliana_chr1.trna36-ProAGG (10089884-10089955)  Pro (AGG) 72 bp  Sc: 36.67 
GGGCATTTGGTCTAGTGGTATGATTCTTGCTTAGGGTGCGAGAGGCCCGGAGCTCAATTC 
TCGGAAAACCCC 
>Arabidopsis_thaliana_chr1.trna44-ProAGG (10096937-10097008)  Pro (AGG) 72 bp  Sc: 64.32 
TGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna194-ProAGG (26385888-26385817)  Pro (AGG) 72 bp  Sc: 69.40 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCGGAGTTCAATTC 
TCCGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna165-ProAGG (25833317-25833388)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna49-ProAGG (10099411-10099482)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna40-ProAGG (14360222-14360293)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna44-ProAGG (14363134-14363205)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr3.trna1-ProAGG (259641-259712)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr3.trna30-ProAGG (11076815-11076886)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr3.trna69-ProAGG (19403723-19403652)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr4.trna3-ProAGG (1390895-1390966)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr5.trna92-ProAGG (15844325-15844254)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna16-ProAGG (2879306-2879377)  Pro (AGG) 72 bp  Sc: 72.36 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr1.trna204-ProAGG (22044348-22044277)  Pro (AGG) 72 bp  Sc: 72.36 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr1.trna236-ProAGG (3431257-3431186)  Pro (AGG) 72 bp  Sc: 72.36 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 



TCGGAACGCCCC 
>Arabidopsis_thaliana_chr3.trna77-ProAGG (7567471-7567400)  Pro (AGG) 72 bp  Sc: 72.36 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr2.trna43-ProCGG (14362216-14362287)  Pro (CGG) 72 bp  Sc: 71.52 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGGGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr3.trna92-ProCGG (1707815-1707744)  Pro (CGG) 72 bp  Sc: 72.45 
GGGTGTTTGGTCTAGTGGTATGATTCGCGCTTCGGGTGCGCGAGGTCCCGAGTTCGATTC 
TCGGAACACCCC 
>Arabidopsis_thaliana_chr2.trna23-ProCGG (9144436-9144507)  Pro (CGG) 72 bp  Sc: 74.22 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACACCCC 
>Arabidopsis_thaliana_chr3.trna83-ProCGG (3622769-3622698)  Pro (CGG) 72 bp  Sc: 74.22 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACACCCC 
>Arabidopsis_thaliana_chr4.trna39-ProCGG (17149474-17149545)  Pro (CGG) 72 bp  Sc: 74.22 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACACCCC 
>Arabidopsis_thaliana_chr2.trna16-ProTGG (3495009-3495083)  Pro (TGG) 75 bp  Sc: 54.34 
CGAGGTGTAGCGCAGTCTGGTCAGCGCATCTGTTTTGGGTACAGAGGGCCATAGGTTCGA 
ATCCTGTCACCTTGA 
>Arabidopsis_thaliana_chr1.trna35-ProTGG (10089423-10089494)  Pro (TGG) 72 bp  Sc: 54.44 
CAGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCAAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna60-ProTGG (10108696-10108767)  Pro (TGG) 72 bp  Sc: 67.03 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGCAATGCCCC 
>Arabidopsis_thaliana_chr1.trna37-ProTGG (10090354-10090425)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna38-ProTGG (10090755-10090826)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna39-ProTGG (10092311-10092382)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna40-ProTGG (10092787-10092858)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna41-ProTGG (10093295-10093366)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna42-ProTGG (10093732-10093803)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna43-ProTGG (10094159-10094230)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna45-ProTGG (10097100-10097171)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna46-ProTGG (10097704-10097775)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna47-ProTGG (10098639-10098710)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna48-ProTGG (10099065-10099136)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna50-ProTGG (10099813-10099884)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna51-ProTGG (10100259-10100330)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 



>Arabidopsis_thaliana_chr1.trna52-ProTGG (10101014-10101085)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna53-ProTGG (10101586-10101657)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna54-ProTGG (10101979-10102050)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna55-ProTGG (10106076-10106147)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna56-ProTGG (10106514-10106585)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna57-ProTGG (10106884-10106955)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna58-ProTGG (10107635-10107706)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna59-ProTGG (10108375-10108446)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna65-ProTGG (17159047-17159118)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna67-ProTGG (17160971-17161042)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna68-ProTGG (17161419-17161490)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna69-ProTGG (17162968-17163039)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna70-ProTGG (17163409-17163480)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna71-ProTGG (17164462-17164533)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna37-ProTGG (14357465-14357536)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna38-ProTGG (14358438-14358509)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna39-ProTGG (14359270-14359341)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna41-ProTGG (14360735-14360806)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna42-ProTGG (14361177-14361248)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr2.trna45-ProTGG (14363600-14363671)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr3.trna90-ProTGG (1920110-1920039)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Arabidopsis_thaliana_chr1.trna31-ProTGG (7082658-7082729)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr3.trna27-ProTGG (10319499-10319570)  Pro (TGG) 72 bp  Sc: 74.34 



GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr3.trna28-ProTGG (10325876-10325947)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr4.trna29-ProTGG (14470284-14470355)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr4.trna55-ProTGG (13285503-13285432)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr5.trna22-ProTGG (6258147-6258218)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr5.trna46-ProTGG (22973067-22973138)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr5.trna83-ProTGG (18715960-18715889)  Pro (TGG) 72 bp  Sc: 74.34 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAACGCCCC 
>Arabidopsis_thaliana_chr1.trna34-ProAGG (10088850-10088921)  Pro (AGG) 72 bp  Sc: 38.27 
GGGCTTTTGGTCTAGTGGTATGATTCTTGCTTAGGGTGCGGGAGGTCCCGAGTTCAATTA 
TAGGAATGACTA 
>Arabidopsis_thaliana_chr1.trna15-ArgCCG (2751332-2751404)  Arg (CCG) 73 bp  Sc: 37.42 
GTTCGCGTGGCCCAATGGATAAGGCGCTCGCCTCCGGAGGGGGATATTCTCGGTTCGACC 
TCCATCGTGAACG 
>Arabidopsis_thaliana_chr2.trna10-PheGAA (3437581-3437649)  Phe (GAA) 69 bp  Sc: 29.25 
AGGTAGTAGCTCTGGTAGAGCGAGGGACTGAAAATCCTTCTGTCTGCGGTTCGAATCCGG 
ACTCACTTC 
>Arabidopsis_thaliana_chr1.trna63-GlyGCC (12083875-12083945)  Gly (GCC) 71 bp  Sc: 27.76 
GCATTAGTCGTCTAGTGGTTGTATTGTAGCCTGCCACTTGACAGTCCAGGGTTCGATTCC 
CGGATGGTGCA 
>Arabidopsis_thaliana_chr2.trna13-TyrGTA (3489586-3489654)  Tyr (GTA) 69 bp  Sc: 22.49 
AGGTAGTAGCTCTGGTAGAGTGCAGGACTGTAAATCCTTCTGTGAGCGGTTCGAATCCGC 
AATCACTTA 
>Arabidopsis_thaliana_chr2.trna85-GluTTC (8002594-8002514)  Glu (TTC) 81 bp  Sc: 32.64 
AGATCTGTAAGCTCAAATTGGTAGAGCGCTCGTTTTCTTCTAGTGGACGAGAGGTTGGTG 
GTTCGAATCCACCCAGTTCTG 
>Arabidopsis_thaliana_chr1.trna173-GluTTC (27691824-27691895)  Glu (TTC) 72 bp  Sc: 46.41 
TCCGATGTCGTCCAGCGGTTAGGATATTTGGCTTTCACCCAGGAGACCCGGGTTCGATTC 
TTGGAATGGGAA 
>Arabidopsis_thaliana_chr1.trna238-LysTTT (2464959-2464889)  Lys (TTT) 71 bp  Sc: 28.25 
GGTCGCTTAGCTCAGTTGATAGAGCACCACATTTTTTGTGGTAGAAATCGGTTTGAATCC 
GATAGCGGCTT 
>Arabidopsis_thaliana_chr1.trna149-SerAGA (21306648-21306729)  Ser (AGA) 82 bp  Sc: 55.83 
GTGGACGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGAGGCTTTGCCCGCGCA 
CGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna155-SerAGA (21309720-21309801)  Ser (AGA) 82 bp  Sc: 55.83 
GTGGACGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGAGGCTTTGCCCGCGCA 
CGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna122-SerAGA (21293777-21293858)  Ser (AGA) 82 bp  Sc: 57.29 
GTGGAAGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGGGGCTTTGCCCGCGCA 
GGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna128-SerAGA (21296657-21296738)  Ser (AGA) 82 bp  Sc: 57.29 
GTGGAAGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGGGGCTTTGCCCGCGCA 
GGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna152-SerAGA (21308185-21308268)  Ser (AGA) 84 bp  Sc: 57.41 
GTGGACATGCCGGAGTGGTGTTATCGGGCATAACTAGAAATCATGTGGGCTTTGCCCGCG 
CAGGTTCGAATCATGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna158-SerAGA (21311257-21311340)  Ser (AGA) 84 bp  Sc: 57.41 
GTGGACATGCCGGAGTGGTGTTATCGGGCATAACTAGAAATCATGTGGGCTTTGCCCGCG 
CAGGTTCGAATCATGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna134-SerAGA (21299537-21299618)  Ser (AGA) 82 bp  Sc: 61.91 
GTGGACGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGGGGCTTTGCCCGCGCA 
GGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna140-SerAGA (21302418-21302499)  Ser (AGA) 82 bp  Sc: 61.91 
GTGGACGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGGGGCTTTGCCCGCGCA 



GGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna146-SerAGA (21305299-21305380)  Ser (AGA) 82 bp  Sc: 61.91 
GTGGACGTGCCGGAGTGGTTATCGGGAATGACTAGAAATCATGGGGGCTTTGCCCGCGCA 
GGTTTGAATCTTGCCGTTTACG 
>Arabidopsis_thaliana_chr1.trna80-SerAGA (21272452-21272533)  Ser (AGA) 82 bp  Sc: 75.14 
GTGGAAGTGGCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna86-SerAGA (21275470-21275551)  Ser (AGA) 82 bp  Sc: 75.14 
GTGGAAGTGGCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna101-SerAGA (21283055-21283136)  Ser (AGA) 82 bp  Sc: 76.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATAACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna92-SerAGA (21278488-21278569)  Ser (AGA) 82 bp  Sc: 79.70 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGTTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna98-SerAGA (21281526-21281607)  Ser (AGA) 82 bp  Sc: 79.70 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGTTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr3.trna4-SerAGA (586093-586174)  Ser (AGA) 82 bp  Sc: 81.73 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna104-SerAGA (21284587-21284668)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna107-SerAGA (21286119-21286200)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna110-SerAGA (21287651-21287732)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna113-SerAGA (21289184-21289265)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna116-SerAGA (21290715-21290796)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna119-SerAGA (21292246-21292327)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna125-SerAGA (21295126-21295207)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna131-SerAGA (21298006-21298087)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna137-SerAGA (21300886-21300967)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna143-SerAGA (21303767-21303848)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna172-SerAGA (27397047-27397128)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna184-SerAGA (30242676-30242757)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna196-SerAGA (24490736-24490655)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna205-SerAGA (21887589-21887508)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna24-SerAGA (5380902-5380983)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 



>Arabidopsis_thaliana_chr1.trna83-SerAGA (21273961-21274042)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna89-SerAGA (21276979-21277060)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr1.trna95-SerAGA (21280017-21280098)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr5.trna20-SerAGA (5358919-5359000)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr5.trna41-SerAGA (20773556-20773637)  Ser (AGA) 82 bp  Sc: 82.22 
GTGGACGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGTTCACG 
>Arabidopsis_thaliana_chr3.trna36-SerAGA (17275565-17275646)  Ser (AGA) 82 bp  Sc: 82.83 
GTGGGCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGCTCACG 
>Arabidopsis_thaliana_chr1.trna25-SerAGA (6038750-6038831)  Ser (AGA) 82 bp  Sc: 84.50 
GTAGGCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGCCTACG 
>Arabidopsis_thaliana_chr5.trna48-SerCGA (23661937-23662018)  Ser (CGA) 82 bp  Sc: 81.35 
GTCAATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTTGACG 
>Arabidopsis_thaliana_chr5.trna2-SerCGA (614642-614723)  Ser (CGA) 82 bp  Sc: 85.19 
GTCGATATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr3.trna11-SerCGA (2944617-2944698)  Ser (CGA) 82 bp  Sc: 85.25 
GTCAATATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCTGTTGACG 
>Arabidopsis_thaliana_chr4.trna34-SerCGA (15804554-15804635)  Ser (CGA) 82 bp  Sc: 85.25 
GTCAATATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCTGTTGACG 
>Arabidopsis_thaliana_chr3.trna65-SerGCT (22197892-22197811)  Ser (GCT) 82 bp  Sc: 69.54 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTTCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTGTCAGGCGACG 
>Arabidopsis_thaliana_chr3.trna78-SerGCT (7319664-7319583)  Ser (GCT) 82 bp  Sc: 76.07 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGATTTTCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr5.trna69-SerGCT (26174496-26174415)  Ser (GCT) 82 bp  Sc: 78.42 
GTCGCTTTGGCCGAGTGGTTAAGGCGCTCGCCTGCTAAGTGAGTGGGATTTTCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr3.trna50-SerGCT (21498294-21498375)  Ser (GCT) 82 bp  Sc: 79.46 
GACACTTTGGCCGAGTGGTTAAGGCGTTTGCCTGCTAAGTAAATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGTGTCG 
>Arabidopsis_thaliana_chr2.trna61-SerGCT (18317134-18317053)  Ser (GCT) 82 bp  Sc: 79.53 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr4.trna28-SerGCT (14267287-14267368)  Ser (GCT) 82 bp  Sc: 79.53 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr5.trna106-SerGCT (3287635-3287554)  Ser (GCT) 82 bp  Sc: 79.53 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr1.trna189-SerGCT (29007180-29007099)  Ser (GCT) 82 bp  Sc: 80.11 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGCTCTGCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr4.trna24-SerGCT (12686149-12686230)  Ser (GCT) 82 bp  Sc: 80.11 
GTCGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGCTCTGCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr2.trna63-SerGCT (17545862-17545781)  Ser (GCT) 82 bp  Sc: 81.30 
GTCGCTTTGGCCGAGTGGTTAAGGCGTTTGCCTGCTAAGTAAATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr5.trna114-SerGCT (2060235-2060154)  Ser (GCT) 82 bp  Sc: 81.30 
GTCGCTTTGGCCGAGTGGTTAAGGCGTTTGCCTGCTAAGTAAATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGACG 
>Arabidopsis_thaliana_chr2.trna91-SerGCT (3303819-3303732)  Ser (GCT) 88 bp  Sc: 40.19 



GGAGGGATGGCTGAGTGGCTTAAGGCATTGGTTTGCTAAATCGACATACAAGAAGATTGT 
ATCATGGGTTCGAATCCCATTTCCTCCG 
>Arabidopsis_thaliana_chr2.trna14-SerGCT (3494379-3494466)  Ser (GCT) 88 bp  Sc: 40.19 
GGAGGGATGGCTGAGTGGCTTAAGGCATTGGTTTGCTAAATCGACATACAAGAAGATTGT 
ATCATGGGTTCGAATCCCATTTCCTCCG 
>Arabidopsis_thaliana_chr2.trna11-SerGGA (3452974-3453060)  Ser (GGA) 87 bp  Sc: 58.88 
GGAGAGATGGCCGAGTGGTTTAAGGCGTAGCATTGGAACTGCTATGTAGGCTTTTGTTTA 
CCGAGGGTTCGAATCCCTCTCTTTCCG 
>Arabidopsis_thaliana_chr2.trna20-SerTGA (3503519-3503605)  Ser (TGA) 87 bp  Sc: 56.81 
GGATGGATGTCTGAGCGGTTGAAAGAGTCGGTCTTGAAAACCGAAGTATTTCTAGGAATA 
CCGGGGGTTCGAATCCCTCTCCATCCG 
>Arabidopsis_thaliana_chr2.trna9-SerTGA (3369351-3369437)  Ser (TGA) 87 bp  Sc: 56.81 
GGATGGATGTCTGAGCGGTTGAAAGAGTCGGTCTTGAAAACCGAAGTATTTCTAGGAATA 
CCGGGGGTTCGAATCCCTCTCCATCCG 
>Arabidopsis_thaliana_chr1.trna79-SerTGA (20794977-20795058)  Ser (TGA) 82 bp  Sc: 80.82 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr4.trna57-SerTGA (13058922-13058841)  Ser (TGA) 82 bp  Sc: 80.82 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr5.trna80-SerTGA (21275141-21275060)  Ser (TGA) 82 bp  Sc: 80.82 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr3.trna87-SerTGA (2253762-2253681)  Ser (TGA) 82 bp  Sc: 80.89 
GTCAATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTTGACG 
>Arabidopsis_thaliana_chr3.trna85-SerTGA (2945782-2945701)  Ser (TGA) 82 bp  Sc: 81.08 
GTCGATATGTCCGAGTGGTTAAGGAGATAGACTTGAAATCTATTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr5.trna118-SerTGA (642479-642398)  Ser (TGA) 82 bp  Sc: 81.08 
GTCGATATGTCCGAGTGGTTAAGGAGATAGACTTGAAATCTATTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Arabidopsis_thaliana_chr1.trna180-SerTGA (28639586-28639667)  Ser (TGA) 82 bp  Sc: 81.15 
GTCAATATGTCCGAGTGGTTAAGGAGATAGACTTGAAATCTATTGGGCTTCGCCCGCGCA 
GGTTCGAACCCTGCTGTTGACG 
>Arabidopsis_thaliana_chr1.trna211-ThrAGT (18234220-18234147)  Thr (AGT) 74 bp  Sc: 70.04 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAAAGCA 
>Arabidopsis_thaliana_chr4.trna37-ThrAGT (16655291-16655364)  Thr (AGT) 74 bp  Sc: 70.04 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAAAGCA 
>Arabidopsis_thaliana_chr2.trna69-ThrAGT (14750627-14750554)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Arabidopsis_thaliana_chr4.trna17-ThrAGT (9287231-9287304)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Arabidopsis_thaliana_chr4.trna49-ThrAGT (15430303-15430230)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Arabidopsis_thaliana_chr4.trna62-ThrAGT (10878807-10878734)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Arabidopsis_thaliana_chr5.trna33-ThrAGT (18058015-18058088)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Arabidopsis_thaliana_chr3.trna80-ThrAGT (6484019-6483946)  Thr (AGT) 74 bp  Sc: 75.17 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAGAGCA 
>Arabidopsis_thaliana_chr4.trna15-ThrAGT (9108318-9108391)  Thr (AGT) 74 bp  Sc: 75.17 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAGAGCA 
>Arabidopsis_thaliana_chr4.trna68-ThrAGT (8301794-8301721)  Thr (AGT) 74 bp  Sc: 75.17 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAGAGCA 
>Arabidopsis_thaliana_chr2.trna46-ThrCGT (14757143-14757213)  Thr (CGT) 71 bp  Sc: 22.63 
CTTAGGATGGCCGAGTGGACACAAGTTCTGGTCCTCGTAAGAGGGTGTGGGTTCAAACCC 



CACTTCTGACA 
>Arabidopsis_thaliana_chr2.trna97-ThrCGT (1114052-1113981)  Thr (CGT) 72 bp  Sc: 77.36 
GCCTCCGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGTCGTGAGTTCGATCC 
TCACCGTAGGCT 
>Arabidopsis_thaliana_chr2.trna96-ThrCGT (1123458-1123387)  Thr (CGT) 72 bp  Sc: 79.41 
GCCTCTGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGCCGCGAGTTCGATCC 
TCGCCGGAGGCT 
>Arabidopsis_thaliana_chr1.trna178-ThrCGT (28444550-28444621)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGCCGCGAGTTCGATCC 
TCGCCGGGGGCT 
>Arabidopsis_thaliana_chr1.trna21-ThrCGT (4709632-4709703)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGCCGCGAGTTCGATCC 
TCGCCGGGGGCT 
>Arabidopsis_thaliana_chr5.trna54-ThrCGT (24548893-24548964)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGCCGCGAGTTCGATCC 
TCGCCGGGGGCT 
>Arabidopsis_thaliana_chr3.trna52-ThrTGT (21970487-21970557)  Thr (TGT) 71 bp  Sc: 67.75 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGTGGCA 
>Arabidopsis_thaliana_chr2.trna62-ThrTGT (18002721-18002650)  Thr (TGT) 72 bp  Sc: 73.80 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCTATCC 
TGCGTGTGGGCA 
>Arabidopsis_thaliana_chr1.trna9-ThrTGT (1817399-1817470)  Thr (TGT) 72 bp  Sc: 80.35 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGTGGGCA 
>Arabidopsis_thaliana_chr4.trna4-ThrTGT (1442005-1442076)  Thr (TGT) 72 bp  Sc: 80.35 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGTGGGCA 
>Arabidopsis_thaliana_chr4.trna8-ThrTGT (6944722-6944793)  Thr (TGT) 72 bp  Sc: 80.35 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGTGGGCA 
>Arabidopsis_thaliana_chr5.trna58-ThrTGT (25347262-25347333)  Thr (TGT) 72 bp  Sc: 80.35 
GCCCGTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGTGGGCA 
>Arabidopsis_thaliana_chr1.trna197-ThrTGT (23671219-23671148)  Thr (TGT) 72 bp  Sc: 81.19 
GCCCTTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGAGGGCA 
>Arabidopsis_thaliana_chr3.trna37-ThrTGT (17905396-17905467)  Thr (TGT) 72 bp  Sc: 81.19 
GCCCTTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGAGGGCA 
>Arabidopsis_thaliana_chr2.trna6-TrpCCA (3280860-3280933)  Trp (CCA) 74 bp  Sc: 67.55 
GCGCTCTTAGTTCAGTTCGGTAGAACGTGGGTCTCCAAAACCCAATGTCGTAGGTTCAAA 
TCCTACAGAGCGTG 
>Arabidopsis_thaliana_chr5.trna21-TrpCCA (5984379-5984450)  Trp (CCA) 72 bp  Sc: 70.65 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCTTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr1.trna223-TrpCCA (7242821-7242750)  Trp (CCA) 72 bp  Sc: 75.00 
GGATTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr1.trna185-TrpCCA (30178977-30178906)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr1.trna199-TrpCCA (22870494-22870423)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr1.trna229-TrpCCA (5309713-5309642)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr1.trna234-TrpCCA (3914700-3914629)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr3.trna5-TrpCCA (981976-982047)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr3.trna6-TrpCCA (984106-984177)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 



>Arabidopsis_thaliana_chr4.trna41-TrpCCA (18395022-18395093)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr4.trna66-TrpCCA (9873596-9873525)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr4.trna67-TrpCCA (9815287-9815216)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr5.trna102-TrpCCA (5966044-5965973)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr5.trna103-TrpCCA (5962771-5962700)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Arabidopsis_thaliana_chr2.trna8-TyrGTA (3332675-3332756)  Tyr (GTA) 82 bp  Sc: 32.67 
GGGAAAGGGGAGAGTGGTCAAAAGCGGCAGACTGTAAATCTGTTGAAGTTTTTCTACGTA 
GGTTCGAATCCTGCCTCTCCCA 
>Arabidopsis_thaliana_chr2.trna4-TyrGTA (3268804-3268883)  Tyr (GTA) 80 bp  Sc: 39.02 
TCACAGGTAGCTCAGATGGTTAGAGCAAAGGACTGTAAATCCTTGTGTTAGTGGTTCGAT 
TCCACAACCACTTCTATGCG 
>Arabidopsis_thaliana_chr2.trna15-TyrGTA (3494773-3494847)  Tyr (GTA) 75 bp  Sc: 52.74 
AAGTGGTTCAGCTCAGCTGGTTAGAGCAAAGGACTGTAAATCCTTGTGTCAGTGGTTCGA 
ATCCACAACCACTTC 
>Arabidopsis_thaliana_chr2.trna92-TyrGTA (3303425-3303351)  Tyr (GTA) 75 bp  Sc: 52.74 
AAGTGGTTCAGCTCAGCTGGTTAGAGCAAAGGACTGTAAATCCTTGTGTCAGTGGTTCGA 
ATCCACAACCACTTC 
>Arabidopsis_thaliana_chr3.trna24-TyrGTA (7104315-7104398)  Tyr (GTA) 84 bp  Sc: 53.74 
GGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGTAAATTCGTTGGCAATATGTCTACG 
CTGGTTCAAATCCAGCTCGGCCCA 
>Arabidopsis_thaliana_chr2.trna19-TyrGTA (3497355-3497437)  Tyr (GTA) 83 bp  Sc: 56.98 
GGGAGAGTGGCCGAGTGGTCAAAAGCGGCAGACTGTAAATCTGTTGAAGTTTTTCTACGT 
AGGTTCGAATCCTGCCTCTCCCA 
>Arabidopsis_thaliana_chr4.trna61-TyrGTA (11774558-11774473)  Tyr (GTA) 86 bp  Sc: 77.17 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTCTTTGACAGATAATCTTTAGGT 
CGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr2.trna68-TyrGTA (15215517-15215434)  Tyr (GTA) 84 bp  Sc: 76.77 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTTGCTGTAATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr2.trna66-TyrGTA (15477324-15477241)  Tyr (GTA) 84 bp  Sc: 76.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTAGCTGTAATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr3.trna73-TyrGTA (17985661-17985576)  Tyr (GTA) 86 bp  Sc: 76.04 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTCTGTGACAGCAAATCTTTAGGT 
CGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr4.trna45-TyrGTA (18255066-18254983)  Tyr (GTA) 84 bp  Sc: 76.77 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTTGCTGTAATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna73-TyrGTA (18312571-18312655)  Tyr (GTA) 85 bp  Sc: 76.40 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTGTTTGCAGACAATCTTTAGGTC 
GCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna209-TyrGTA (19688887-19688802)  Tyr (GTA) 86 bp  Sc: 77.17 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTCTTTGACAGATAATCTTTAGGT 
CGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr5.trna81-TyrGTA (20758940-20758852)  Tyr (GTA) 89 bp  Sc: 77.34 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTTGTTTGCAACAGAAAATCTTTA 
GGTCGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna81-TyrGTA (21272787-21272871)  Tyr (GTA) 85 bp  Sc: 68.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ATTGGTTCGAATCCGCTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna82-TyrGTA (21273217-21273301)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna84-TyrGTA (21274296-21274380)  Tyr (GTA) 85 bp  Sc: 68.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ATTGGTTCGAATCCGCTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna85-TyrGTA (21274726-21274810)  Tyr (GTA) 85 bp  Sc: 74.91 



CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna87-TyrGTA (21275805-21275889)  Tyr (GTA) 85 bp  Sc: 68.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ATTGGTTCGAATCCGCTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna88-TyrGTA (21276235-21276319)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna90-TyrGTA (21277314-21277398)  Tyr (GTA) 85 bp  Sc: 68.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ATTGGTTCGAATCCGCTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna91-TyrGTA (21277744-21277828)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna93-TyrGTA (21278823-21278907)  Tyr (GTA) 85 bp  Sc: 74.76 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna94-TyrGTA (21279274-21279358)  Tyr (GTA) 85 bp  Sc: 75.54 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGTAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna96-TyrGTA (21280352-21280436)  Tyr (GTA) 85 bp  Sc: 68.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ATTGGTTCGAATCCGCTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna97-TyrGTA (21280782-21280866)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna99-TyrGTA (21281861-21281945)  Tyr (GTA) 85 bp  Sc: 74.76 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna100-TyrGTA (21282312-21282396)  Tyr (GTA) 85 bp  Sc: 75.54 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGTAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna102-TyrGTA (21283385-21283469)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna103-TyrGTA (21283843-21283927)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna105-TyrGTA (21284917-21285001)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna106-TyrGTA (21285375-21285459)  Tyr (GTA) 85 bp  Sc: 63.52 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCTGGTAGGTTTGA 
>Arabidopsis_thaliana_chr1.trna108-TyrGTA (21286449-21286533)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna109-TyrGTA (21286907-21286991)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna111-TyrGTA (21287981-21288065)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna112-TyrGTA (21288439-21288523)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna114-TyrGTA (21289514-21289598)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna115-TyrGTA (21289971-21290055)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna117-TyrGTA (21291045-21291129)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna118-TyrGTA (21291502-21291586)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 



ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna120-TyrGTA (21292575-21292659)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna121-TyrGTA (21293033-21293117)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna123-TyrGTA (21294110-21294194)  Tyr (GTA) 85 bp  Sc: 70.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ATTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna124-TyrGTA (21294568-21294652)  Tyr (GTA) 85 bp  Sc: 65.30 
CCGACTTTAGCTCAGTTGGTAGAGCGGAGGACAGTAGAAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna126-TyrGTA (21295456-21295540)  Tyr (GTA) 85 bp  Sc: 68.58 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATTCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna127-TyrGTA (21295913-21295997)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna129-TyrGTA (21296990-21297074)  Tyr (GTA) 85 bp  Sc: 70.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ATTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna130-TyrGTA (21297448-21297532)  Tyr (GTA) 85 bp  Sc: 65.30 
CCGACTTTAGCTCAGTTGGTAGAGCGGAGGACAGTAGAAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna132-TyrGTA (21298336-21298420)  Tyr (GTA) 85 bp  Sc: 68.58 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATTCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna133-TyrGTA (21298793-21298877)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna135-TyrGTA (21299870-21299954)  Tyr (GTA) 85 bp  Sc: 70.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ATTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna136-TyrGTA (21300328-21300412)  Tyr (GTA) 85 bp  Sc: 63.02 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACAGTAGAAGACGCAGATTATCCTTAGGTC 
ACAGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna138-TyrGTA (21301216-21301300)  Tyr (GTA) 85 bp  Sc: 58.50 
CCAACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATTTGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna139-TyrGTA (21301674-21301758)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna141-TyrGTA (21302751-21302835)  Tyr (GTA) 85 bp  Sc: 70.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ATTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna142-TyrGTA (21303209-21303293)  Tyr (GTA) 85 bp  Sc: 63.02 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACAGTAGAAGACGCAGATTATCCTTAGGTC 
ACAGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna144-TyrGTA (21304097-21304181)  Tyr (GTA) 85 bp  Sc: 58.50 
CCAACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATTTGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna145-TyrGTA (21304555-21304639)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna147-TyrGTA (21305632-21305716)  Tyr (GTA) 85 bp  Sc: 70.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ATTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna148-TyrGTA (21306090-21306174)  Tyr (GTA) 85 bp  Sc: 58.73 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACAGTAGAAGACGCAGATTATCCTTAGGTC 
ATAGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna150-TyrGTA (21306982-21307066)  Tyr (GTA) 85 bp  Sc: 75.68 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGAAGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna151-TyrGTA (21307442-21307526)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 



>Arabidopsis_thaliana_chr1.trna153-TyrGTA (21308521-21308600)  Tyr (GTA) 80 bp  Sc: 55.49 
CCGACCTTAGCTCTGTTGGTATAGCGGAGGACTGTAGTTGACGCATCCTTAGGTCACTGG 
TTCGAATTCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna154-TyrGTA (21308976-21309060)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna156-TyrGTA (21310054-21310138)  Tyr (GTA) 85 bp  Sc: 75.68 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGAAGCAGATAATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna157-TyrGTA (21310514-21310598)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna159-TyrGTA (21311593-21311677)  Tyr (GTA) 85 bp  Sc: 56.05 
CCGACCTTAGCTCTGTTGGTATAGCGGAGGACTGTAGTTGACGCAGATAATCCTTAGGTC 
ACTGGTTCGAATTCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna160-TyrGTA (21312052-21312136)  Tyr (GTA) 85 bp  Sc: 74.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTAGACGCAGATTATCCTTAGGTC 
ACTGGTTCGAATCCGGTAGGTCGGA 
>Arabidopsis_thaliana_chr5.trna112-TyrGTA (2309549-2309464)  Tyr (GTA) 86 bp  Sc: 76.04 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTCTGTGACAGCAAATCTTTAGGT 
CGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr5.trna57-TyrGTA (24856206-24856290)  Tyr (GTA) 85 bp  Sc: 78.43 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAATGTTTGCAGATAATCTTTAGGTC 
GCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr3.trna84-TyrGTA (3238461-3238372)  Tyr (GTA) 90 bp  Sc: 73.56 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAATGGGTAATTCCAAAGAAATCTTT 
AGGTCGCTGGTTCGATTCCGGCAGGTTGAA 
>Arabidopsis_thaliana_chr3.trna22-TyrGTA (6540637-6540721)  Tyr (GTA) 85 bp  Sc: 75.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGGCGTTGCAGATAATCTTTAGGTC 
GCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr4.trna7-TyrGTA (6819288-6819371)  Tyr (GTA) 84 bp  Sc: 76.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTTGCTGAAATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr2.trna87-TyrGTA (6953961-6953873)  Tyr (GTA) 89 bp  Sc: 78.61 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTTGTTTAAAACAGATAATCTTTA 
GGTCGCTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr5.trna3-TyrGTA (858535-858618)  Tyr (GTA) 84 bp  Sc: 76.91 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTAGCTGTAATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr2.trna84-TyrGTA (9241356-9241273)  Tyr (GTA) 84 bp  Sc: 76.13 
CCGACCTTAGCTCAGTTGGTAGAGCGGAAGACTGTAGTAGTTGCTGTGATCTTTAGGTCG 
CTGGTTCGATTCCGGCAGGTCGGA 
>Arabidopsis_thaliana_chr1.trna206-Undet??? (21378054-21377984)  Undet (???) 71 bp  Sc: 27.18 
TCCGCTGTAGCACAATGGTTAAAACAGCTGTCTAAACATCTGATTTCCGAGTTCAAAGCT 
CGGCAGTGGAA 
>Arabidopsis_thaliana_chr4.trna78-ValAAC (562634-562561)  Val (AAC) 74 bp  Sc: 43.60 
GGTTTCGTGGTGTAGTTGTTTATCACGTCATTCTAACACAACTAAGGTTTCTGGTTCGAA 
CCCGGTCAAAACCA 
>Arabidopsis_thaliana_chr3.trna33-ValAAC (16902624-16902697)  Val (AAC) 74 bp  Sc: 70.95 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTAAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr1.trna217-ValAAC (10963627-10963554)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr1.trna219-ValAAC (8520352-8520279)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr1.trna226-ValAAC (6076011-6075938)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr1.trna233-ValAAC (4267059-4266986)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr3.trna32-ValAAC (16896876-16896949)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr3.trna34-ValAAC (16905148-16905221)  Val (AAC) 74 bp  Sc: 77.22 



GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr3.trna39-ValAAC (18518797-18518870)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr3.trna53-ValAAC (22149700-22149773)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr4.trna9-ValAAC (7185698-7185771)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr5.trna1-ValAAC (530820-530893)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr5.trna10-ValAAC (2993328-2993401)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr5.trna59-ValAAC (25801341-25801414)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr5.trna72-ValAAC (24157245-24157172)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Arabidopsis_thaliana_chr3.trna15-ValCAC (3575850-3575923)  Val (CAC) 74 bp  Sc: 85.02 
GTCTGGGTAGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr2.trna25-ValCAC (9400750-9400823)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr3.trna25-ValCAC (9840421-9840494)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr4.trna42-ValCAC (18411259-18411332)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr5.trna17-ValCAC (4929563-4929636)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr5.trna28-ValCAC (15242548-15242621)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr5.trna73-ValCAC (23072070-23071997)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr5.trna8-ValCAC (1804617-1804690)  Val (CAC) 74 bp  Sc: 85.42 
GTCTGGGTGGTGTAGTCGGTTATCACGCTAGTCTCACACACTAGAGGTCCCCGGTTCGAA 
CCCGGGCTCAGACA 
>Arabidopsis_thaliana_chr3.trna41-ValTAC (18907852-18907924)  Val (TAC) 73 bp  Sc: 76.93 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGACC 
CTGGGCAGCACCA 
>Arabidopsis_thaliana_chr4.trna16-ValTAC (9191591-9191663)  Val (TAC) 73 bp  Sc: 77.60 
GATTCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 
CTGGGCAGAATCA 
>Arabidopsis_thaliana_chr1.trna1-ValTAC (306384-306456)  Val (TAC) 73 bp  Sc: 79.63 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 
CTGGGCAGCACCA 
>Arabidopsis_thaliana_chr2.trna3-ValTAC (1154382-1154454)  Val (TAC) 73 bp  Sc: 79.63 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 
CTGGGCAGCACCA 
>Arabidopsis_thaliana_chr2.trna73-ValTAC (12645305-12645233)  Val (TAC) 73 bp  Sc: 79.63 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 
CTGGGCAGCACCA 
>Arabidopsis_thaliana_chr3.trna9-ValTAC (2222252-2222324)  Val (TAC) 73 bp  Sc: 79.63 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 
CTGGGCAGCACCA 
>Arabidopsis_thaliana_chr5.trna85-ValTAC (17894979-17894907)  Val (TAC) 73 bp  Sc: 79.63 
GGTGCTGTGGTGTAGTGGTTATCACGTTTGCCTTACACGCAAAAGGTCTCCAGTTCGATC 



CTGGGCAGCACCA 
>Azoarcus_BH72_chr.trna21-AlaCGC (1508492-1508567)  Ala (CGC) 76 bp  Sc: 82.95 
GGGCCGATAGCTCAGCTGGGAGAGCGCTGCGTTCGCAATGCAGAGGTCGGGAGTTCGATC 
CTCCTTCGGTCCACCA 
>Azoarcus_BH72_chr.trna12-AlaGGC (1105287-1105362)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Azoarcus_BH72_chr.trna9-AlaGGC (1104890-1104965)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Azoarcus_BH72_chr.trna20-AlaTGC (1393621-1393696)  Ala (TGC) 76 bp  Sc: 92.07 
GGGGCTGTAGCTCAGCTGGGAGAGCGGCGGCTTTGCAAGCCGTAGGTCGTCGGTTCGATC 
CCGACCAGCTCCACCA 
>Azoarcus_BH72_chr.trna3-AlaTGC (206517-206592)  Ala (TGC) 76 bp  Sc: 92.07 
GGGGCTGTAGCTCAGCTGGGAGAGCGGCGGCTTTGCAAGCCGTAGGTCGTCGGTTCGATC 
CCGACCAGCTCCACCA 
>Azoarcus_BH72_chr.trna34-AlaTGC (3515226-3515151)  Ala (TGC) 76 bp  Sc: 92.07 
GGGGCTGTAGCTCAGCTGGGAGAGCGGCGGCTTTGCAAGCCGTAGGTCGTCGGTTCGATC 
CCGACCAGCTCCACCA 
>Azoarcus_BH72_chr.trna5-AlaTGC (772439-772514)  Ala (TGC) 76 bp  Sc: 92.07 
GGGGCTGTAGCTCAGCTGGGAGAGCGGCGGCTTTGCAAGCCGTAGGTCGTCGGTTCGATC 
CCGACCAGCTCCACCA 
>Azoarcus_BH72_chr.trna48-ArgACG (1466348-1466272)  Arg (ACG) 77 bp  Sc: 76.44 
GCGCCCGTAGCTCATCTGGATAGAGTACCTGGCTACGAACCAGGGGGTAGGAGGTTCGAA 
TCCTTCCGGGCGCGCCA 
>Azoarcus_BH72_chr.trna1-ArgCCG (204448-204524)  Arg (CCG) 77 bp  Sc: 84.33 
GCGCCCGTAGCTCAGCTGGATAGAGTACTGCCCTCCGAAGGCAGGGGTCGGACGTTCGAA 
TCGTCTCGGGCGCGCCA 
>Azoarcus_BH72_chr.trna27-ArgCCT (3499971-3500045)  Arg (CCT) 75 bp  Sc: 68.43 
CTCGCCATAGTTCAATGGATAGAACACGGACCTCCTAAGTCTGAGATGCAGGTTCGATTC 
CTGCTGGCGAGGCCA 
>Azoarcus_BH72_chr.trna40-ArgTCT (2308196-2308120)  Arg (TCT) 77 bp  Sc: 88.11 
CTGCCCGTAGCTCAATTGGATAGAGCACCGGCCTTCTAAGCCGGGGGTTGCAGGTTCGAT 
CCCTGCCGGGCAGGCCA 
>Azoarcus_BH72_chr.trna46-AsnGTT (1772190-1772115)  Asn (GTT) 76 bp  Sc: 84.40 
TCCTCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGAGGAGCCA 
>Azoarcus_BH72_chr.trna47-AsnGTT (1772049-1771974)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Azoarcus_BH72_chr.trna11-AspGTC (1105124-1105200)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Azoarcus_BH72_chr.trna14-AspGTC (1105508-1105584)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Azoarcus_BH72_chr.trna24-CysGCA (1810049-1810122)  Cys (GCA) 74 bp  Sc: 58.52 
GGCGCGATAGCAAAGCGGTTATGCACCGGATTGCAAATCCGTGTAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Azoarcus_BH72_chr.trna53-GlnTTG (807679-807603)  Gln (TTG) 77 bp  Sc: 79.11 
TGGGGAGTCGCCAAGTCGGTTAAGGCACCGGATTTTGATTCCGGCATTCGAGGGTTCGAA 
TCCTTCCTCCCCAGCCA 
>Azoarcus_BH72_chr.trna10-GluTTC (1104986-1105061)  Glu (TTC) 76 bp  Sc: 55.53 
GTCCCCATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGATAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Azoarcus_BH72_chr.trna13-GluTTC (1105372-1105447)  Glu (TTC) 76 bp  Sc: 55.53 
GTCCCCATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGATAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Azoarcus_BH72_chr.trna28-GlyCCC (4144876-4144950)  Gly (CCC) 75 bp  Sc: 60.99 
GCGGGCGTCGTATAACGGCTATTACCTCAGCTTCCCAAGCTGATGACGAGGGTTCGACTC 
CCTTCGCCCGCTCCA 
>Azoarcus_BH72_chr.trna23-GlyGCC (1809899-1809974)  Gly (GCC) 76 bp  Sc: 88.26 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTTTCCCGCTCCA 
>Azoarcus_BH72_chr.trna25-GlyGCC (1810132-1810207)  Gly (GCC) 76 bp  Sc: 88.26 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTTTCCCGCTCCA 



>Azoarcus_BH72_chr.trna30-GlyTCC (3760855-3760782)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Azoarcus_BH72_chr.trna41-HisGTG (2308074-2307999)  His (GTG) 76 bp  Sc: 86.36 
GCGGCATTAGCTCAGTTGGTAGAGCACTGGATTGTGGCTCCAGGTGTCACCGGTTCGATT 
CCGGTATGTCGCCCCA 
>Azoarcus_BH72_chr.trna19-IleGAT (1393517-1393593)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_BH72_chr.trna2-IleGAT (206413-206489)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_BH72_chr.trna33-IleGAT (3515330-3515254)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_BH72_chr.trna4-IleGAT (772335-772411)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_BH72_chr.trna6-LeuCAA (973414-973498)  Leu (CAA) 85 bp  Sc: 79.74 
GCCGGGATGGCGGAATCGGTAGACGCAGCGGATTCAAAATCCGCCGCCGCAAGGTGTGTG 
GGTTCGAGTCCCACTCCCGGCACCA 
>Azoarcus_BH72_chr.trna50-LeuCAG (1005437-1005353)  Leu (CAG) 85 bp  Sc: 69.74 
GCCCAGATGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGCTGCGAGGCGTGGA 
GGTTCGAGTCCTCTTCTGGGCACCA 
>Azoarcus_BH72_chr.trna51-LeuCAG (1005179-1005095)  Leu (CAG) 85 bp  Sc: 72.23 
GCCCAGATGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGCCGCGAGGCGTGGA 
GGTTCGAGTCCTCTTCTGGGCACCA 
>Azoarcus_BH72_chr.trna22-LeuGAG (1524791-1524875)  Leu (GAG) 85 bp  Sc: 63.82 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGTG 
AGTTCGAGTCTCACCGTCGGCACCA 
>Azoarcus_BH72_chr.trna45-LeuTAA (1812305-1812221)  Leu (TAA) 85 bp  Sc: 70.17 
GCCCGGGTGATGAAATCGGTAACCATAGCGGACTTAAAATCCGCCGGCGCAAGCCTTACG 
GGTTCGAGTCCCGTCCCGGGCACCA 
>Azoarcus_BH72_chr.trna26-LeuTAG (2045941-2046025)  Leu (TAG) 85 bp  Sc: 76.14 
GCGAGGGTGGCGGAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGCGTGAG 
AGTTCGAGTCTCTTCCCTCGCACCA 
>Azoarcus_BH72_chr.trna54-LysCTT (601766-601691)  Lys (CTT) 76 bp  Sc: 97.03 
GGGGGTATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGTAGGTCCAAGGTTCGAAT 
CCTTGTGCCCCCACCA 
>Azoarcus_BH72_chr.trna55-LysTTT (438288-438216)  Lys (TTT) 73 bp  Sc: 90.50 
GGGTCGGTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGAGGGTTCGAGT 
CCCTCCCGACCCA 
>Azoarcus_BH72_chr.trna37-MetCAT (2869448-2869372)  Met (CAT) 77 bp  Sc: 87.64 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Azoarcus_BH72_chr.trna52-MetCAT (832527-832451)  Met (CAT) 77 bp  Sc: 89.34 
GGTGATGTAGCTCAGACGGTTAGAGCGACGGATTCATAACCCGTAGGTCGGCGGTTCGAT 
TCCGCCCATCACCACCA 
>Azoarcus_BH72_chr.trna7-PheGAA (1052967-1053042)  Phe (GAA) 76 bp  Sc: 90.03 
GGCCAGTTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCCGTGGTTCGATT 
CCGCGACTGGCCACCA 
>Azoarcus_BH72_chr.trna8-ProCGG (1091451-1091527)  Pro (CGG) 77 bp  Sc: 85.19 
CGGGGAATAGCTCAGCCTGGTAGAGCACTGCGTTCGGGACGCAGGGGCCGGAGGTTCGAA 
TCCTCTTTCCCCGACCA 
>Azoarcus_BH72_chr.trna16-ProGGG (1170058-1170134)  Pro (GGG) 77 bp  Sc: 81.03 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCGAGTTCGAA 
TCCCGCCGCCCCGACCA 
>Azoarcus_BH72_chr.trna39-ProTGG (2308300-2308224)  Pro (TGG) 77 bp  Sc: 89.92 
CGGGGTGTAGCGCAGTCCGGTAGCGCGCTTGCTTTGGGAGCAAGATGTCGGGGGTTCGAA 
TCCCTCCACCCCGACCA 
>Azoarcus_BH72_chr.trna49-SerCGA (1445408-1445319)  Ser (CGA) 90 bp  Sc: 74.76 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTAGGTGCAAGCCTA 
CCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Azoarcus_BH72_chr.trna35-SerGCT (3423134-3423041)  Ser (GCT) 94 bp  Sc: 75.50 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATGCGGGCTAAAACT 
CGCATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Azoarcus_BH72_chr.trna38-SerGGA (2508863-2508773)  Ser (GGA) 91 bp  Sc: 71.71 



GGAGAGGTGGATGAGCGGTTTAAGTCGCACGCCTGGAAAGCGTGTTCAGGGTAATACCCT 
GACGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Azoarcus_BH72_chr.trna17-SerTGA (1184957-1185046)  Ser (TGA) 90 bp  Sc: 76.28 
GGATGGGTGGCAGAGCGGTTTAATGCACTGGTCTTGAAAACCAGCGTGCATGTGAGTGCA 
CCGTGGGTTCGAATCCCACCCCATCCGCCA 
>Azoarcus_BH72_chr.trna18-ThrCGT (1283196-1283271)  Thr (CGT) 76 bp  Sc: 91.51 
GCTGCTGTAGCTCAGTCGGTAGAGCAACTGATTCGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTCAGCAGCACCA 
>Azoarcus_BH72_chr.trna31-ThrGGT (3760760-3760686)  Thr (GGT) 75 bp  Sc: 81.50 
GCCCATGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGCCACGTGTTCAATCC 
ACGTCATGGGCACCA 
>Azoarcus_BH72_chr.trna36-ThrTGT (2962675-2962600)  Thr (TGT) 76 bp  Sc: 88.19 
GCCCTTGTAGCTCAGTTGGTAGAGCAACGGTTTTGTAAACCGAAGGTCGCGGGTTCGAGT 
CCTGCCGGGGGCACCA 
>Azoarcus_BH72_chr.trna32-TrpCCA (3759359-3759284)  Trp (CCA) 76 bp  Sc: 87.97 
AGGGGCATAGCTCAATTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Azoarcus_BH72_chr.trna29-TyrGTA (3761025-3760941)  Tyr (GTA) 85 bp  Sc: 72.08 
GGAGGGGTTCCCGAGCGGTCAAAGGGATCAGACTGTAAATCTGACGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCCCCCTCCACCA 
>Azoarcus_BH72_chr.trna43-ValCAC (2269337-2269263)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Azoarcus_BH72_chr.trna44-ValCAC (2269224-2269150)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Azoarcus_BH72_chr.trna15-ValGAC (1162391-1162467)  Val (GAC) 77 bp  Sc: 93.92 
AGGCGCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGCGCCTACCA 
>Azoarcus_BH72_chr.trna42-ValTAC (2269493-2269418)  Val (TAC) 76 bp  Sc: 91.62 
GGGTGCTTAGCTCAGTTGGTAGAGCGTCGCCCTTACAAGGCGAATGTCGGCGGTTCGACC 
CCGTCAGCACCCACCA 
>Azoarcus_sp_EbN1_chr.trna58-AlaCGC (55689-55614)  Ala (CGC) 76 bp  Sc: 85.36 
GGGCCGATAGCTCAGCTGGGAGAGCGCTGCGTTCGCAATGCAGAGGTCGAGGGTTCGATC 
CCCTTTCGGTCCACCA 
>Azoarcus_sp_EbN1_chr.trna24-AlaGGC (2803127-2803202)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna27-AlaGGC (2803552-2803627)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna14-AlaTGC (1847570-1847645)  Ala (TGC) 76 bp  Sc: 95.18 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGACGGTTCGATC 
CCGTCATCCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna20-AlaTGC (2413420-2413495)  Ala (TGC) 76 bp  Sc: 95.18 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGACGGTTCGATC 
CCGTCATCCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna22-AlaTGC (2622691-2622766)  Ala (TGC) 76 bp  Sc: 95.18 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGACGGTTCGATC 
CCGTCATCCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna51-AlaTGC (548735-548660)  Ala (TGC) 76 bp  Sc: 95.18 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGACGGTTCGATC 
CCGTCATCCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna57-ArgACG (340005-339929)  Arg (ACG) 77 bp  Sc: 72.96 
GCGCCCGTAGCTCATCTGGATAGAGTACTTGGCTACGAACCAAGGGGTAGGGAGTTCGAA 
TCTCTCCGGGCGCGCCA 
>Azoarcus_sp_EbN1_chr.trna12-ArgCCG (1833251-1833327)  Arg (CCG) 77 bp  Sc: 84.33 
GCGCCCGTAGCTCAGCTGGATAGAGTACTGCCCTCCGAAGGCAGGGGTCGGACGTTCGAA 
TCGTCTCGGGCGCGCCA 
>Azoarcus_sp_EbN1_chr.trna1-ArgCCT (13221-13295)  Arg (CCT) 75 bp  Sc: 66.53 
CTCCTCGTAGTTCAATGGATAGAACGAGCGCCTCCTAAGCGCTAGATGTGAGTTCGATTC 
TCGCCGAGGAGACCA 
>Azoarcus_sp_EbN1_chr.trna37-ArgTCT (3482360-3482436)  Arg (TCT) 77 bp  Sc: 87.27 
CTGCCCGTAGCTCAATTGGATAGAGCACCGGCCTTCTAAGCCGGGGGTTACAGGTTCGAT 
CCCTGTCGGGCAGGCCA 
>Azoarcus_sp_EbN1_chr.trna44-AsnGTT (3240506-3240431)  Asn (GTT) 76 bp  Sc: 87.97 
TCCCCGATAGCTCAGTCGGTAGAGCAACGGACTGTTAATCCGTGTGTCCCTGGTTCGAGC 



CCAGGTCGGGGAGCCA 
>Azoarcus_sp_EbN1_chr.trna45-AsnGTT (3240391-3240316)  Asn (GTT) 76 bp  Sc: 87.97 
TCCCCGATAGCTCAGTCGGTAGAGCAACGGACTGTTAATCCGTGTGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Azoarcus_sp_EbN1_chr.trna26-AspGTC (2803363-2803439)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna29-AspGTC (2803788-2803864)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna34-CysGCA (3380747-3380816)  Cys (GCA) 70 bp  Sc: 21.54 
CGCGCCAATGCTGGAAATCCCACGGCCTGCAAAGCCGTGTACATCGGTTCGATTCCGGTT 
CGCGCCTCCA 
>Azoarcus_sp_EbN1_chr.trna33-CysGCA (3305084-3305157)  Cys (GCA) 74 bp  Sc: 69.09 
GGCGCGATGGCAGAGTGGTTATGCAGCGGCCTGCAAAGCCGTGTACATCGGTTCGATTCC 
GGTTCGCGCCTCCA 
>Azoarcus_sp_EbN1_chr.trna7-GlnTTG (826265-826341)  Gln (TTG) 77 bp  Sc: 77.07 
TGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATTCGAAGGTTCGAA 
TCCTTCTTCCCCAGCCA 
>Azoarcus_sp_EbN1_chr.trna25-GluTTC (2803221-2803296)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Azoarcus_sp_EbN1_chr.trna28-GluTTC (2803646-2803721)  Glu (TTC) 76 bp  Sc: 56.27 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Azoarcus_sp_EbN1_chr.trna8-GlyCCC (1383723-1383796)  Gly (CCC) 74 bp  Sc: 65.01 
GCGGGCGTCGTATAATGGTAATACCCTAGCTTCCCAAGCTAGAGCCGTGGGTTCGATTCC 
CATCGCCCGCTCCA 
>Azoarcus_sp_EbN1_chr.trna32-GlyGCC (3304938-3305013)  Gly (GCC) 76 bp  Sc: 88.26 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTTTCCCGCTCCA 
>Azoarcus_sp_EbN1_chr.trna35-GlyGCC (3400810-3400885)  Gly (GCC) 76 bp  Sc: 88.26 
GCGGGAATAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTTTCCCGCTCCA 
>Azoarcus_sp_EbN1_chr.trna16-GlyTCC (2242786-2242859)  Gly (TCC) 74 bp  Sc: 82.26 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTATGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Azoarcus_sp_EbN1_chr.trna38-HisGTG (3482477-3482552)  His (GTG) 76 bp  Sc: 83.72 
GCGGCATTAGCTCAGTTGGTAGAGCACTGGATTGTGGCTCCAGTTGTCACCGGTTCGATC 
CCGGTATGTCGCCCCA 
>Azoarcus_sp_EbN1_chr.trna13-IleGAT (1847482-1847558)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_sp_EbN1_chr.trna19-IleGAT (2413332-2413408)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_sp_EbN1_chr.trna21-IleGAT (2622603-2622679)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_sp_EbN1_chr.trna50-IleGAT (548823-548747)  Ile (GAT) 77 bp  Sc: 92.16 
GGGTCTGTAGCTCAGCTGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
CCCAACCAGACCCACCA 
>Azoarcus_sp_EbN1_chr.trna48-LeuCAA (828913-828827)  Leu (CAA) 87 bp  Sc: 80.90 
GCCGGGATGGCGGAATCGGTAGACGCAGCGGATTCAAAATCCGCCGGTGGTAACACTGTG 
AGGGTTCGAGTCCCTCTCCCGGCACCA 
>Azoarcus_sp_EbN1_chr.trna4-LeuCAG (735160-735244)  Leu (CAG) 85 bp  Sc: 69.74 
GCCCAGATGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGCTGCGAGGCGTGGA 
GGTTCGAGTCCTCTTCTGGGCACCA 
>Azoarcus_sp_EbN1_chr.trna5-LeuCAG (735370-735454)  Leu (CAG) 85 bp  Sc: 72.23 
GCCCAGATGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGCCGCGAGGCGTGGA 
GGTTCGAGTCCTCTTCTGGGCACCA 
>Azoarcus_sp_EbN1_chr.trna30-LeuGAG (2866309-2866393)  Leu (GAG) 85 bp  Sc: 65.14 
GCCGACGTGGTGAAATTGGTAGACACGCCATCTTGAGGGGGTGGTGGCGAAAGCCGTGTG 
AGTTCGAGTCTCACCGTCGGCACCA 
>Azoarcus_sp_EbN1_chr.trna43-LeuTAA (3402745-3402661)  Leu (TAA) 85 bp  Sc: 72.36 
GCCGGGGTGGTGAAATCGGTATACACAGCGGATTTAAAATCCGCCGCCTTCGGGCTTACG 
GGTTCAAGTCCCGTCCCCGGCACCA 



>Azoarcus_sp_EbN1_chr.trna42-LeuTAG (4035847-4035763)  Leu (TAG) 85 bp  Sc: 76.14 
GCGAGGGTGGCGGAATTGGTAGACGCACTGGATTTAGGTTCCAGCGCCGCAAGGCGTGAG 
AGTTCGAGTCTCTTCCCTCGCACCA 
>Azoarcus_sp_EbN1_chr.trna11-LysCTT (1599533-1599600)  Lys (CTT) 68 bp  Sc: 33.58 
GGCGGAATTGATGGAAATTGTGACTCTTAATCAGTAGGTCGTAGGTTCGAATCCTACTGC 
CCCCACCA 
>Azoarcus_sp_EbN1_chr.trna10-LysCTT (1583319-1583394)  Lys (CTT) 76 bp  Sc: 99.01 
GGGGGTATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGTAGGTCGTAGGTTCGAAT 
CCTACTGCCCCCACCA 
>Azoarcus_sp_EbN1_chr.trna9-LysTTT (1583229-1583304)  Lys (TTT) 76 bp  Sc: 90.00 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGCAGGTTCGAAT 
CCCGCACGGCCTACCA 
>Azoarcus_sp_EbN1_chr.trna3-MetCAT (139763-139839)  Met (CAT) 77 bp  Sc: 87.64 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Azoarcus_sp_EbN1_chr.trna6-MetCAT (792356-792432)  Met (CAT) 77 bp  Sc: 88.03 
GGTGATGTAGCTCAGACGGTTAGAGCGATGGATTCATAACCCATAGGTCGGCGGTTCGAT 
TCCGCCCATCACCACCA 
>Azoarcus_sp_EbN1_chr.trna47-MetCAT (2581896-2581821)  Met (CAT) 76 bp  Sc: 94.30 
GGGCCCATAGCTCAATGGTTAGAGCAGAGGACTCATAATCCTTTGGTTGCAGGTTCGAGT 
CCTGCTGGGCCCACCA 
>Azoarcus_sp_EbN1_chr.trna49-PheGAA (689528-689453)  Phe (GAA) 76 bp  Sc: 96.42 
GGCCAGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGCGGTTCGATT 
CCGTCCCTGGCCACCA 
>Azoarcus_sp_EbN1_chr.trna23-ProCGG (2677689-2677765)  Pro (CGG) 77 bp  Sc: 85.19 
CGGGGAATAGCTCAGCCTGGTAGAGCACTGCGTTCGGGACGCAGGGGCCGGAGGTTCGAA 
TCCTCTTTCCCCGACCA 
>Azoarcus_sp_EbN1_chr.trna53-ProGGG (504198-504122)  Pro (GGG) 77 bp  Sc: 81.03 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCGAGTTCGAA 
TCCCGCCGCCCCGACCA 
>Azoarcus_sp_EbN1_chr.trna36-ProTGG (3482256-3482332)  Pro (TGG) 77 bp  Sc: 89.92 
CGGGGTGTAGCGCAGTCCGGTAGCGCGCTTGCTTTGGGAGCAAGATGTCGGGGGTTCGAA 
TCCCTCCACCCCGACCA 
>Azoarcus_sp_EbN1_chr.trna39-SerCGA (4155777-4155688)  Ser (CGA) 90 bp  Sc: 71.26 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTAGGTGCGAGCCTA 
CCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna56-SerGCT (372265-372172)  Ser (GCT) 94 bp  Sc: 74.87 
GGAGAGTTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATGCGGGCTAAAACT 
CGCATCGAGGGTTCGAATCCCTCACTCTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna46-SerGGA (2695011-2694921)  Ser (GGA) 91 bp  Sc: 72.00 
GGAGAGGTGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTTTGGGATAATATCCC 
AACGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna55-SerTGA (440758-440671)  Ser (TGA) 88 bp  Sc: 66.83 
GGAAGCGTGGCAGAGTGGTCGATTGCACCGGTCTTGAAAACCGGCAACGGGCAACCGTTC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Azoarcus_sp_EbN1_chr.trna54-ThrCGT (469570-469495)  Thr (CGT) 76 bp  Sc: 91.51 
GCTGCTGTAGCTCAGTCGGTAGAGCAACTGATTCGTAATCAGTAGGTCACCAGTTCGATT 
CCGGTCAGCAGCACCA 
>Azoarcus_sp_EbN1_chr.trna17-ThrGGT (2242886-2242960)  Thr (GGT) 75 bp  Sc: 86.08 
GCCCATGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCACGTGTTCAATCC 
ACGTCATGGGCACCA 
>Azoarcus_sp_EbN1_chr.trna2-ThrTGT (119914-119989)  Thr (TGT) 76 bp  Sc: 90.15 
GCCGGCATAGCTCAGTTGGTAGAGCAACCGCCTTGTAAGCGGTAGGTCATCTGTTCGAGT 
CAGATTGTCGGCACCA 
>Azoarcus_sp_EbN1_chr.trna18-TrpCCA (2244297-2244372)  Trp (CCA) 76 bp  Sc: 87.97 
AGGGGCATAGCTCAATTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Azoarcus_sp_EbN1_chr.trna15-TyrGTA (2242628-2242712)  Tyr (GTA) 85 bp  Sc: 70.88 
GGAGGGGTTCCCGAGCGGTCAAAGGGATCAGACTGTAAATCTGACGGCACTGCCTTCGAA 
GGTTCGAATCCTTCCCCCTCCACCA 
>Azoarcus_sp_EbN1_chr.trna40-ValCAC (4068953-4068879)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Azoarcus_sp_EbN1_chr.trna41-ValCAC (4068850-4068776)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Azoarcus_sp_EbN1_chr.trna52-ValGAC (511820-511744)  Val (GAC) 77 bp  Sc: 93.06 



AGGCGCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGCGCCTACCA 
>Azoarcus_sp_EbN1_chr.trna31-ValTAC (2959537-2959612)  Val (TAC) 76 bp  Sc: 92.87 
GGGTGCTTAGCTCAGTTGGTAGAGCGCCGCCCTTACAAGGCGGATGTCGGCGGTTCGAGC 
CCGTCAGCACCTACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna38-AlaCGC (4254192-4254117)  Ala (CGC) 76 bp  Sc: 85.66 
GGGGCCGTAGCTCAGATGGGAGAGCGCTGCAATCGCACTGCAGAGGTCAGGGGTTCGATT 
CCCCTCGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna37-AlaGGC (4492652-4492577)  Ala (GGC) 76 bp  Sc: 86.53 
GGGGTCATAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGGCGGTTCGATT 
CCGCCTGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna36-AlaGGC (4492943-4492868)  Ala (GGC) 76 bp  Sc: 90.20 
GGGGCCATAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGGCGGTTCGATT 
CCGCCTGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna3-AlaTGC (682344-682419)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna33-AlaTGC (5045414-5045339)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna35-AlaTGC (4778952-4778877)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna27-ArgACG (4641635-4641711)  Arg (ACG) 77 bp  Sc: 92.98 
GCGCCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGAGGTTCGAA 
TCCTTTCGGGCGCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna40-ArgCCG (3766370-3766294)  Arg (CCG) 77 bp  Sc: 87.21 
GCACCCGTAGCTCAGCTGGATAGAGCGTTGCCCTCCGAAGGCAAAGGTCGCACGTTCGAA 
TCGTGCCGGGTGCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna25-ArgCCT (4270441-4270517)  Arg (CCT) 77 bp  Sc: 82.13 
CTCCCGGTAGCTCAGCAGGATAGAGCACAGGTTTCCTAAACCTGGGGTCAGGGGTTCGAT 
TCCCTTCCGGGAGGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna10-ArgTCT (1777284-1777360)  Arg (TCT) 77 bp  Sc: 90.66 
GGCCCCGTAGCTCAGCTGGATAGAGCAAGTGCCTTCTAAGCACTAGGTCGCAGGTTCGAG 
CCCTGCCGGGGTCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna20-AsnGTT (3210345-3210419)  Asn (GTT) 75 bp  Sc: 90.41 
TCCCCGGTAGCTCAGTGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna47-AspGTC (1846897-1846821)  Asp (GTC) 77 bp  Sc: 97.83 
GGGGGTGTAGCTCAGTTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCCCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna19-CysGCA (3208033-3208106)  Cys (GCA) 74 bp  Sc: 68.35 
GGCCACGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGTGGCCTCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna4-GlnCTG (740234-740307)  Gln (CTG) 74 bp  Sc: 69.00 
TGGGGGATAGTTCAACGGTAGAACCGCGGACTCTGACTCCGTTAATCCTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna48-GlnTTG (1744594-1744520)  Gln (TTG) 75 bp  Sc: 77.41 
TGGGGCGTAGCCAAGTGGTAAGGCAGGGGATTTTGATTCCCCCATTCCCAGGTTCGAATC 
CTGGCGCCCCAGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna52-GluCTC (322656-322581)  Glu (CTC) 76 bp  Sc: 66.94 
GCTCCCATCGTCTAGCGGTCTAGGACGTCGCCCTCTCACGGCGAAAACAGGGGTTCGAGT 
CCCCTTGGGAGCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna46-GluTTC (2235680-2235606)  Glu (TTC) 75 bp  Sc: 60.47 
GCGCCCTTCGTCTATCGGTTAGGACGCCACCCTTTCACGGTGGAGAGAGGGGTTCGACTC 
CCCTAGGGCGCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna53-GlyCCC (260304-260230)  Gly (CCC) 75 bp  Sc: 90.16 
GCGGGCGTAGTTCAGTGGTAGAACGACAGCTTCCCAAGCTGTATGTCGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna26-GlyGCC (4346061-4346135)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna7-GlyTCC (981811-981884)  Gly (TCC) 74 bp  Sc: 82.42 
GCGGGTGTAGCTCAATGGTAGAGCAACAGCCTTCCAAGCTGATGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna18-HisGTG (2944201-2944277)  His (GTG) 77 bp  Sc: 93.68 
GCAGCTGTAGCTCAGTTGGTTAGAGCGCCGGTCTGTGGAACCGGAGGTCGGTGGTTCGAG 



CCCACCCAGCTGTACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna2-IleGAT (682210-682286)  Ile (GAT) 77 bp  Sc: 92.10 
GGGCCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGACGTTCGAG 
TCGTCCCAGGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna32-IleGAT (5045548-5045472)  Ile (GAT) 77 bp  Sc: 92.10 
GGGCCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGACGTTCGAG 
TCGTCCCAGGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna34-IleGAT (4779086-4779010)  Ile (GAT) 77 bp  Sc: 92.10 
GGGCCTGTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGACGTTCGAG 
TCGTCCCAGGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna29-LeuCAA (4773690-4773776)  Leu (CAA) 87 bp  Sc: 79.42 
GCGGGTGTGGCGGAACTGGTAGACGCGACGGACTCAAAATCCGTTTCTGGTGACAGAGTG 
TCGGTTCGAGTCCGACCACCCGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna5-LeuCAG (906185-906269)  Leu (CAG) 85 bp  Sc: 73.31 
GCCCAGGTGGCGGAATTGGTAGACGCGCTGGTTTCAGGTACCAGTAGTGAAAGCTGTGGA 
GGTTCGAGTCCTCTCCTGGGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna42-LeuGAG (3233045-3232961)  Leu (GAG) 85 bp  Sc: 68.46 
GCGGTCGTGGCGGAATTGGTAGACGCGCTAGCTTGAGGTGCTAGTGGGGAGACCCGTGGA 
GGTTCGAGTCCTCTCGTCCGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna39-LeuTAA (4097057-4096969)  Leu (TAA) 89 bp  Sc: 77.16 
GCGGGCGTGGCGAAACTGGTAAACGCAGCGGACTTAAAATTCGCCGCCCTTTCAATGGCT 
TGCGGGTTCGAGCCCCGCCGCCCGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna11-LeuTAG (1833437-1833521)  Leu (TAG) 85 bp  Sc: 70.01 
GCGGGCGTGGCGGAACTGGTAGACGCGCGGGATTTAGGTTCCCGTGACGAAAGTCGTGGG 
GGTTCGAAACCCTCCGCCCGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna23-LysCTT (4079261-4079336)  Lys (CTT) 76 bp  Sc: 96.14 
GGGCGCATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCTAGGTTCGAGC 
CCTAGTGCGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna24-LysCTT (4079417-4079492)  Lys (CTT) 76 bp  Sc: 96.14 
GGGCGCATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCTAGGTTCGAGC 
CCTAGTGCGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna16-LysTTT (2509899-2509974)  Lys (TTT) 76 bp  Sc: 90.38 
GAGCCCGTAGCTCAGCCGGTAGAGCACGTGACTTTTAATCATGGGGTCTCGGGTTCGAAT 
CCCGACGGGCTCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna49-MetCAT (1660418-1660343)  Met (CAT) 76 bp  Sc: 85.45 
GGGCCTGTAGCTCAATGGTTAGAGCTGACCGCTCATAACGGTCTGGTTGGGGGTTCGAGT 
CCCTCCGGGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna15-MetCAT (2138705-2138781)  Met (CAT) 77 bp  Sc: 85.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna31-MetCAT (5086224-5086148)  Met (CAT) 77 bp  Sc: 90.53 
GGCAGCGTAGCTCAGTTGGTGAGAGCGCCGGATTCATAACCCGGAGGTCGGCGGTTCAAG 
TCCGCCCGCTGCTACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna9-PheGAA (1710750-1710825)  Phe (GAA) 76 bp  Sc: 91.10 
GCCCAGGTAGCTCAGTTGGTAGAGCATGCGACTGAAAATCGCAGTGTCGGTGGTTCGATT 
CCGCCCCTGGGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna13-ProCGG (2005036-2005112)  Pro (CGG) 77 bp  Sc: 88.17 
CGGAGTGTAGCGCAGTCTGGTAGCGCACCACGTTCGGGACGTGGGGGTCGCAGGTTCAAA 
TCCTGCCACTCCGACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna14-ProCGG (2005292-2005368)  Pro (CGG) 77 bp  Sc: 88.17 
CGGAGTGTAGCGCAGTCTGGTAGCGCACCACGTTCGGGACGTGGGGGTCGCAGGTTCAAA 
TCCTGCCACTCCGACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna44-ProGGG (2614230-2614153)  Pro (GGG) 78 bp  Sc: 81.55 
CGGGCAGTAGCGCAGCCCGGTTAGCGCACTAGTCTGGGGGACTAGGGGTCGTGGGTTCAA 
ATCCCGCCTGCCCGACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna43-ProTGG (3132381-3132305)  Pro (TGG) 77 bp  Sc: 89.09 
CGGAGCATAGCGCAGCCTGGTAGCGCATCTGCTTTGGGAGCAGAGGGTCGCAGGTTCAAA 
TCCTGCTGCTCCGACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna50-SeC(p)TCA (1285115-1285024)  SeC(p) (TCA) 92 bp  Sc: 54.71 
GGAGGAGAAGCGTCCCTGGTGGGGCGTCCGGACTTCAAATCCGGGAGGGGCCGCGAGCCG 
GTCCTTGGTGGGTTCGACTCCCACTCTCTTCC 
>Azorhizobium_caulinodans_ORS_571_chr.trna28-SerCGA (4663988-4664077)  Ser (CGA) 90 bp  Sc: 81.19 
GGAGAGGTGGCAGAGTGGTTGAATGCACCGCACTCGAAATGCGGCATACGGGCAACCGTA 
TCGGGGGTTCGAATCCCCCCCTCTCCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna41-SerGCT (3345883-3345792)  Ser (GCT) 92 bp  Sc: 68.39 
GGAGACGTGGCCGAGAGGCTGAAGGCACTCGTTTGCTAAATGAGCAGACCCCTAAAAGGG 
TCTCGAGGGTTCGAATCCCTCCGTCTCCGCCA 



>Azorhizobium_caulinodans_ORS_571_chr.trna1-SerGGA (258233-258322)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna45-SerTGA (2487298-2487209)  Ser (TGA) 90 bp  Sc: 80.63 
GGAAGGGTGGCCGAGTGGTTTAAGGCAGCGGTCTTGAAAACCGCCGTGGGTGCAAGCCCA 
CCGTGGGTTCGAATCCCACCCCTTCCGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna21-ThrCGT (3606742-3606817)  Thr (CGT) 76 bp  Sc: 100.66 
GCCGCTTTAGCTCAGCTGGTAGAGCACCTCATTCGTAATGAGGGGGTCGGGGGTTCGAAT 
CCCTCAAGCGGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna22-ThrGGT (4041028-4041102)  Thr (GGT) 75 bp  Sc: 86.73 
GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna51-ThrTGT (934686-934612)  Thr (TGT) 75 bp  Sc: 85.16 
GCCGGCTTAGCACAGCGGTAGTGCAGCGGTTTTGTAAACCGAAGGTCGGGGGTTCGATCC 
CCTCAGCCGGCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna8-TrpCCA (983455-983531)  Trp (CCA) 77 bp  Sc: 90.34 
AGGAGTGTAGCTCAACTGGTTAGAGCACCGGTCTCCAAAACCGGGGGTTGGGGGTTCGAG 
TCCCTCCACTCCTGCCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna6-TyrGTA (981689-981773)  Tyr (GTA) 85 bp  Sc: 72.88 
GGAGGGGTGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTCTGCCTACGTT 
GGTTCGAATCCAACCCCCTCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna17-ValCAC (2688478-2688552)  Val (CAC) 75 bp  Sc: 88.51 
GGGCGATTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCGCAGGTTCAATCC 
CTGCATCGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna30-ValGAC (4865454-4865528)  Val (GAC) 75 bp  Sc: 87.73 
GGGCGCGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCGATCC 
CTGTCGCGCCCACCA 
>Azorhizobium_caulinodans_ORS_571_chr.trna12-ValTAC (1845381-1845456)  Val (TAC) 76 bp  Sc: 95.21 
GGGCGGTTAGCTCAGTTGGTAGAGCATCTCGTTTACACCGAGAGGGTCGGCGGTTCGAGC 
CCGTCACCGCCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna63-AlaGGC (2940796-2940724)  Ala (GGC) 73 bp  Sc: 77.43 
GGGGCCATAGCTCAGCTGGGAGAGCGCTACGCTGGCAGCGTAGAGGTCAGGGGTTCGAGC 
CCCCTTGGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna18-AlaTGC (167353-167425)  Ala (TGC) 73 bp  Sc: 84.64 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna74-AlaTGC (2921864-2921792)  Ala (TGC) 73 bp  Sc: 84.64 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna12-AlaTGC (96824-96899)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna22-AlaTGC (168370-168445)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna65-AlaTGC (2925902-2925827)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna10-ArgACG (96650-96726)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna16-ArgACG (167179-167255)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna35-ArgACG (604799-604875)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna72-ArgACG (2922039-2921963)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna62-ArgCCG (3296286-3296211)  Arg (CCG) 76 bp  Sc: 66.66 
GCGCTCGTAGCTCAGTTGGATAGAGCGGTGGTTTCCGGTACCACGTCTGTCGGGGGTTCG 
AATCCCTCCGAGCGCG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna89-ArgCCT (1974432-1974360)  Arg (CCT) 73 bp  Sc: 69.33 
GCTCTAGTAGCACAGCGGATAGTGCAGCAGTTTCCTAAACTGCAGGTCGGGAGTTCGAAT 
CTCTCCTAGAGCG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna88-ArgTCT (2663208-2663135)  Arg (TCT) 74 bp  Sc: 81.02 



GTCCCAGTAGCTCAGCCGGATAGAGCAACGGCCTTCTAAGCCGTCGGTCGGGAGTTCGAA 
TCTCTCCTGGGACG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna87-ArgTCT (2663406-2663333)  Arg (TCT) 74 bp  Sc: 83.12 
GTCCCAGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTCGGTCGGGAGTTCGAA 
TCTCTCCTGGGACG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna28-AsnGTT (501647-501721)  Asn (GTT) 75 bp  Sc: 87.08 
TCCACAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGTGGAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna84-AsnGTT (2920970-2920896)  Asn (GTT) 75 bp  Sc: 87.08 
TCCACAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGTGGAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna13-AsnGTT (166580-166654)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna39-AsnGTT (881058-881132)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAATC 
CTACCTGCGGAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna38-AspGTC (609983-610059)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna44-AspGTC (881514-881590)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna60-AspGTC (3852563-3852487)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna79-AspGTC (2921413-2921337)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna52-CysGCA (882253-882323)  Cys (GCA) 71 bp  Sc: 67.07 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCGGTTCGAATCC 
GGGTGTCGCCT 
>Bacillus_amyloliquefaciens_FZB42_chr.trna57-GlnTTG (2436822-2436892)  Gln (TTG) 71 bp  Sc: 65.47 
TGGGCTATAGCCAAGCGGTAAGGCAATGGACTTTGACTCCGTGATCGTTGGTTCGAATCC 
AGCTAGCCCAG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna27-GlnTTG (198400-198471)  Gln (TTG) 72 bp  Sc: 67.67 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGTTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna50-GlnTTG (882047-882118)  Gln (TTG) 72 bp  Sc: 67.67 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGTTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_amyloliquefaciens_FZB42_chr.trna31-GlnTTG (501921-501995)  Gln (TTG) 75 bp  Sc: 75.97 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGTTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna23-GluTTC (198063-198134)  Glu (TTC) 72 bp  Sc: 70.15 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna41-GluTTC (881265-881336)  Glu (TTC) 72 bp  Sc: 70.15 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna59-GluTTC (3852719-3852648)  Glu (TTC) 72 bp  Sc: 70.15 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna86-GluTTC (2920798-2920727)  Glu (TTC) 72 bp  Sc: 70.15 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna3-GluTTC (70956-71030)  Glu (TTC) 75 bp  Sc: 70.77 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCATCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna30-GluTTC (501835-501909)  Glu (TTC) 75 bp  Sc: 78.45 
GGCCCGTTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna15-GlyGCC (167072-167146)  Gly (GCC) 75 bp  Sc: 90.25 
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna51-GlyGCC (882172-882246)  Gly (GCC) 75 bp  Sc: 90.25 
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 



CCGTCTTCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna70-GlyGCC (2922228-2922154)  Gly (GCC) 75 bp  Sc: 90.25 
GCGGAAGTAGTTCAGTGGTAGAACATCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna8-GlyGCC (96464-96538)  Gly (GCC) 75 bp  Sc: 94.93 
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna36-GlyTCC (604884-604957)  Gly (TCC) 74 bp  Sc: 78.55 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna55-GlyTCC (897337-897410)  Gly (TCC) 74 bp  Sc: 78.55 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna82-GlyTCC (2921146-2921073)  Gly (TCC) 74 bp  Sc: 81.36 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna49-HisGTG (881962-882037)  His (GTG) 76 bp  Sc: 72.51 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCACTCGTGGGTTCGATT 
CCCATCAATCGCCCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna81-HisGTG (2921230-2921155)  His (GTG) 76 bp  Sc: 72.51 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCACTCGTGGGTTCGATT 
CCCATCAATCGCCCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna21-IleGAT (168279-168355)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna64-IleGAT (2925993-2925917)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna83-IleGAT (2921057-2920981)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna54-LeuCAA (882665-882746)  Leu (CAA) 82 bp  Sc: 61.23 
GCCGGTGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCTGGAGTGCC 
GGTTCGACCCCGGCCACCGGTA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna69-LeuCAG (2922321-2922238)  Leu (CAG) 84 bp  Sc: 64.19 
GCGGATGTGGCGGAATTGGCAGACGCGCTAGAATCAGGCTCTAGTGTCTTTACAGACGTG 
GGGGTTCAAGTCCCTTCATCCGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna34-LeuGAG (502263-502346)  Leu (GAG) 84 bp  Sc: 53.11 
GCGGTCGTGGCGGAATGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGTGAATAACCCGTG 
GAGGTTCAAGTCCTCTCGGCCGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna71-LeuTAA (2922134-2922049)  Leu (TAA) 86 bp  Sc: 68.21 
GCCGGGGTGGTGGAATTGGCAGACACACAGGACTTAAAATCCTGCGGTAGGTGACTACCG 
TGCCGGTTCAAGTCCGGCCCTCGGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna9-LeuTAA (96553-96638)  Leu (TAA) 86 bp  Sc: 68.21 
GCCGGGGTGGTGGAATTGGCAGACACACAGGACTTAAAATCCTGCGGTAGGTGACTACCG 
TGCCGGTTCAAGTCCGGCCCTCGGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna53-LeuTAA (882331-882419)  Leu (TAA) 89 bp  Sc: 76.51 
GCCGGGGTGGTGGAATTGGCAGACACACAGGACTTAAAATCCTGCGGTAGGTGACTACCG 
TGCCGGTTCAAGTCCGGCCCTCGGCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna7-LeuTAG (96358-96439)  Leu (TAG) 82 bp  Sc: 71.53 
GCGGGTGTGGCGGAATTGGCAGACGCGCTAGACTTAGGATCTAGTGTCTTATGACGTGGG 
GGTTCAAGTCCCTTCACCCGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna33-LeuTAG (502113-502194)  Leu (TAG) 82 bp  Sc: 73.07 
GCGGGTGTGGCGGAATTGGCAGACGCGCTAGACTTAGGATCTAGTGTCTTACGACGTGGG 
GGTTCGAGTCCCTTCACCCGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna32-LysTTT (502029-502104)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna58-LysTTT (3852803-3852728)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna6-LysTTT (96276-96351)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna68-LysTTT (2922407-2922332)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 



>Bacillus_amyloliquefaciens_FZB42_chr.trna20-MetCAT (167525-167594)  Met (CAT) 70 bp  Sc: 36.46 
GGACCTTTAGCTCAGTTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTGAGC 
ATGTGGTTTA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna19-MetCAT (167446-167522)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna2-MetCAT (70870-70946)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna75-MetCAT (2921771-2921695)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna37-MetCAT (609896-609972)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna43-MetCAT (881430-881506)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna78-MetCAT (2921496-2921420)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna76-MetCAT (2921692-2921616)  Met (CAT) 77 bp  Sc: 97.54 
GGACCTTTAGCTCAGTTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna61-PheGAA (3852450-3852378)  Phe (GAA) 73 bp  Sc: 89.60 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna45-PheGAA (881601-881676)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna80-PheGAA (2921326-2921251)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna11-ProTGG (96743-96819)  Pro (TGG) 77 bp  Sc: 94.72 
CGGGAAGTAGCTCAGCTTGGTAGAGCACATGGTTTGGGACCATGGGGTCGCAGGTTCGAA 
TCCTGTCTTCCCGACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna17-ProTGG (167272-167348)  Pro (TGG) 77 bp  Sc: 94.72 
CGGGAAGTAGCTCAGCTTGGTAGAGCACATGGTTTGGGACCATGGGGTCGCAGGTTCGAA 
TCCTGTCTTCCCGACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna73-ProTGG (2921945-2921869)  Pro (TGG) 77 bp  Sc: 94.72 
CGGGAAGTAGCTCAGCTTGGTAGAGCACATGGTTTGGGACCATGGGGTCGCAGGTTCGAA 
TCCTGTCTTCCCGACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna29-SerGCT (501725-501815)  Ser (GCT) 91 bp  Sc: 71.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGCGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna85-SerGCT (2920892-2920802)  Ser (GCT) 91 bp  Sc: 72.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGTGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna40-SerGGA (881138-881228)  Ser (GGA) 91 bp  Sc: 61.49 
GGAGAGCTGTCCGAGTGGCCGAAGGAGCACGATTGGAAATCGTGTAGGCGGTAACCCCGT 
CTCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna1-SerTGA (23312-23404)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna77-SerTGA (2921608-2921516)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna14-ThrGGT (166657-166729)  Thr (GGT) 73 bp  Sc: 75.20 
GCTTCCATAGCTCAGCAGGTAGAGCACTTCCATGGTAAGGAAGAGGTCAGCGGTTCGAGC 
CCGCTTGGAAGCT 
>Bacillus_amyloliquefaciens_FZB42_chr.trna46-ThrTGT (881680-881752)  Thr (TGT) 73 bp  Sc: 82.36 
GCCGGTCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna25-ThrTGT (198219-198291)  Thr (TGT) 73 bp  Sc: 84.64 
GCCGGCCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna67-ThrTGT (2922520-2922445)  Thr (TGT) 76 bp  Sc: 91.03 



GCCGGTGTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTTGCCGGCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna5-ThrTGT (96164-96239)  Thr (TGT) 76 bp  Sc: 92.93 
GCCGGCCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna48-TrpCCA (881859-881932)  Trp (CCA) 74 bp  Sc: 71.01 
AGGGGCATAGTTTAACGGTAGAACAGAGGTCTCCAAAACCTCCGGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna26-TyrGTA (198311-198395)  Tyr (GTA) 85 bp  Sc: 78.86 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
AGTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna47-TyrGTA (881764-881848)  Tyr (GTA) 85 bp  Sc: 78.86 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
AGTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna56-ValGAC (1164134-1164206)  Val (GAC) 73 bp  Sc: 71.64 
GATTCCGTAGCTCAGCTGGGAGAGCGCTACCTTGACAGGGTAGAGGTCGCTGGTTCGAGC 
CCAGTCGGAATCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna24-ValTAC (198138-198213)  Val (TAC) 76 bp  Sc: 96.46 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGAGC 
CCGTCATCCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna4-ValTAC (96083-96158)  Val (TAC) 76 bp  Sc: 96.46 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGAGC 
CCGTCATCCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna42-ValTAC (881347-881422)  Val (TAC) 76 bp  Sc: 96.46 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGAGC 
CCGTCATCCTCCACCA 
>Bacillus_amyloliquefaciens_FZB42_chr.trna66-ValTAC (2922625-2922550)  Val (TAC) 76 bp  Sc: 96.46 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGAGC 
CCGTCATCCTCCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna34-ArgCCG (209104-209026)  Arg (CCG) 79 bp  Sc: 62.69 
GCGCCCATAGCTCAGTCGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCTGGGCGCGTCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna4-AsnGTT (784437-784508)  Asn (GTT) 72 bp  Sc: 45.62 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGATGTTAACCGATCGGTCGTAGGTTCGANNN 
NNNNNNNNNNNN 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna19-AsnGTT (1250303-1250376)  Asn (GTT) 74 bp  Sc: 77.34 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCAGTCC 
TACCTGCGGAGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna25-AsnGTT (5092950-5092876)  Asn (GTT) 75 bp  Sc: 82.05 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCKGAGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna32-AspGTC (547398-547323)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna6-AspGTC (784682-784757)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna8-AspGTC (1048640-1048715)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna16-CysGCA (1049396-1049466)  Cys (GCA) 71 bp  Sc: 71.27 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCACCGGTTCAAATCC 
GGTTGCCGCCT 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna14-GlnTTG (1049227-1049301)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna20-GluTTC (1250378-1250449)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna27-GluTTC (5092771-5092700)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna3-GluTTC (621633-621704)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna31-GluTTC (547490-547419)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 



CCGTACGGGTCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna15-GlyGCC (1049307-1049381)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna18-GlyTCC (1053988-1054061)  Gly (TCC) 74 bp  Sc: 60.03 
TCCGGAGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna13-HisGTG (1049088-1049163)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna17-LeuCAA (1049477-1049561)  Leu (CAA) 85 bp  Sc: 60.08 
GCCGATGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCATCGGTATCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna30-LysTTT (547579-547504)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna7-MetCAT (1048561-1048636)  Met (CAT) 76 bp  Sc: 69.29 
CGCGGGGTGGAGCAGCACGTTAGCTCACGGGCTCATAACCCGAAGGTCGCAGGTTCAAAT 
CCTGTCCCCGCAACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna2-MetCAT (621546-621619)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna5-MetCAT (784602-784678)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna28-MetCAT (4540320-4540247)  Met (CAT) 74 bp  Sc: 88.27 
GGACCCTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAGGGTCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna33-PheGAA (547281-547209)  Phe (GAA) 73 bp  Sc: 84.57 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna22-PheGAA (5093322-5093247)  Phe (GAA) 76 bp  Sc: 86.60 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGATCCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna9-PheGAA (1048725-1048800)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna24-LysTTT (5093146-5093088)  Lys (TTT) 59 bp  Sc: 27.20 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGGTCGAAGNNNNNN 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna26-SerGCT (5092868-5092778)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna1-SerTGA (584432-584524)  Ser (TGA) 93 bp  Sc: 71.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna21-SerTGA (5093554-5093462)  Ser (TGA) 93 bp  Sc: 71.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna10-ThrTGT (1048819-1048894)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna23-ThrTGT (5093232-5093157)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna11-TyrGTA (1048905-1048988)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna12-Undet??? (1048996-1049068)  Undet (???) 73 bp  Sc: 53.73 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTGAAAACCTCCAGTGTGGGTTCGATTCCT 
ACTGCCCCTGCCA 
>Bacillus_anthracis_A2012_,_unfinished_sequence.trna29-ValGAC (1725129-1725057)  Val (GAC) 73 bp  Sc: 64.72 
GATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGATCA 
>Bacillus_anthracis_Ames_chr.trna16-AlaTGC (151060-151132)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_anthracis_Ames_chr.trna54-AlaTGC (747102-747174)  Ala (TGC) 73 bp  Sc: 85.62 



GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_anthracis_Ames_chr.trna78-AlaTGC (4651174-4651102)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_anthracis_Ames_chr.trna2-AlaTGC (11077-11152)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna5-AlaTGC (30871-30946)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna52-ArgACG (746928-747001)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_anthracis_Ames_chr.trna76-ArgACG (4651347-4651274)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_anthracis_Ames_chr.trna25-ArgACG (245902-245978)  Arg (ACG) 77 bp  Sc: 78.27 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_anthracis_Ames_chr.trna69-ArgCCG (4867440-4867362)  Arg (CCG) 79 bp  Sc: 62.69 
GCGCCCATAGCTCAGTCGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCTGGGCGCGTCA 
>Bacillus_anthracis_Ames_chr.trna93-ArgTCT (4287577-4287501)  Arg (TCT) 77 bp  Sc: 79.49 
GTCCCAGTAGCTCAGCCGGATAGAGCATACGCCTTCTAAGCGTACGGTCGGGAGTTCGAA 
TCTCTCCTGGGACGCTA 
>Bacillus_anthracis_Ames_chr.trna30-AsnGTT (537272-537346)  Asn (GTT) 75 bp  Sc: 86.53 
TCCGCAGTAGCTCAGCGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGATTC 
CTACCTGCGGAGCCA 
>Bacillus_anthracis_Ames_chr.trna17-AsnGTT (245009-245083)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_anthracis_Ames_chr.trna63-AsnGTT (747950-748024)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_anthracis_Ames_chr.trna8-AsnGTT (150319-150393)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_anthracis_Ames_chr.trna89-AsnGTT (4650189-4650115)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_anthracis_Ames_chr.trna21-AspGTC (245387-245462)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna29-AspGTC (251085-251160)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna35-AspGTC (537718-537793)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna58-AspGTC (747536-747611)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna67-AspGTC (5206864-5206789)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna83-AspGTC (4650707-4650632)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_anthracis_Ames_chr.trna43-CysGCA (538475-538545)  Cys (GCA) 71 bp  Sc: 71.27 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCACCGGTTCAAATCC 
GGTTGCCGCCT 
>Bacillus_anthracis_Ames_chr.trna13-GlnTTG (150817-150891)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_anthracis_Ames_chr.trna22-GlnTTG (245551-245625)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 



CAGCTAGCCCAGCCA 
>Bacillus_anthracis_Ames_chr.trna41-GlnTTG (538306-538380)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_anthracis_Ames_chr.trna47-GlnTTG (746466-746540)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_anthracis_Ames_chr.trna64-GluTTC (748026-748097)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_Ames_chr.trna66-GluTTC (5206956-5206885)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_Ames_chr.trna7-GluTTC (64512-64583)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_Ames_chr.trna91-GluTTC (4650010-4649939)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_anthracis_Ames_chr.trna10-GluTTC (150495-150569)  Glu (TTC) 75 bp  Sc: 72.70 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAAAACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_anthracis_Ames_chr.trna19-GluTTC (245186-245260)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_anthracis_Ames_chr.trna32-GluTTC (537458-537532)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_anthracis_Ames_chr.trna15-GlyGCC (150978-151049)  Gly (GCC) 72 bp  Sc: 80.56 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_anthracis_Ames_chr.trna42-GlyGCC (538386-538460)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_anthracis_Ames_chr.trna50-GlyGCC (746745-746819)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_anthracis_Ames_chr.trna74-GlyGCC (4651530-4651456)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_anthracis_Ames_chr.trna27-GlyTCC (246061-246131)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_anthracis_Ames_chr.trna87-GlyTCC (4650354-4650284)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_anthracis_Ames_chr.trna45-GlyTCC (543071-543144)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_anthracis_Ames_chr.trna92-GlyTCC (4287652-4287579)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_anthracis_Ames_chr.trna40-HisGTG (538167-538242)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_anthracis_Ames_chr.trna72-HisGTG (4651738-4651663)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_anthracis_Ames_chr.trna1-IleGAT (10992-11068)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_anthracis_Ames_chr.trna4-IleGAT (30786-30862)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_anthracis_Ames_chr.trna88-IleGAT (4650273-4650197)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 



>Bacillus_anthracis_Ames_chr.trna62-IleGAT (747865-747941)  Ile (GAT) 77 bp  Sc: 94.98 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Bacillus_anthracis_Ames_chr.trna44-LeuCAA (538556-538640)  Leu (CAA) 85 bp  Sc: 60.08 
GCCGATGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCATCGGTATCA 
>Bacillus_anthracis_Ames_chr.trna24-LeuGAG (245721-245806)  Leu (GAG) 86 bp  Sc: 57.19 
GCGGTCGTGGCGGAACGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGGGAAACCCCGTGG 
AGGTTCAAGTCCTCTCGGCCGCATCA 
>Bacillus_anthracis_Ames_chr.trna51-LeuTAA (746836-746924)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_anthracis_Ames_chr.trna75-LeuTAA (4651439-4651351)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_anthracis_Ames_chr.trna49-LeuTAG (746635-746715)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_anthracis_Ames_chr.trna73-LeuTAG (4651640-4651560)  Leu (TAG) 81 bp  Sc: 67.96 
GCGGGTGTGGCGGAATTGGCAGACGCACCAGACTTAGGATCTGGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_anthracis_Ames_chr.trna23-LysTTT (245631-245703)  Lys (TTT) 73 bp  Sc: 90.38 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCA 
>Bacillus_anthracis_Ames_chr.trna14-LysTTT (150897-150972)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_anthracis_Ames_chr.trna48-LysTTT (746545-746620)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_anthracis_Ames_chr.trna65-LysTTT (5207045-5206970)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_anthracis_Ames_chr.trna86-LysTTT (4650443-4650368)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_anthracis_Ames_chr.trna79-MetCAT (4651081-4651004)  Met (CAT) 78 bp  Sc: 72.67 
GGCGGTGTAGCTCAGCTAGGCTAGAGCGTATGGTTCATACCCGTGAGGTCGGGGGTTCGA 
TCCCCTCCGCCGCTACCA 
>Bacillus_anthracis_Ames_chr.trna6-MetCAT (64425-64498)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_anthracis_Ames_chr.trna34-MetCAT (537638-537714)  Met (CAT) 77 bp  Sc: 80.72 
CGCGGGGTGGAGCAGCACGTTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_anthracis_Ames_chr.trna28-MetCAT (251005-251081)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_anthracis_Ames_chr.trna57-MetCAT (747455-747531)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_anthracis_Ames_chr.trna94-MetCAT (4094657-4094584)  Met (CAT) 74 bp  Sc: 88.27 
GGACCCTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAGGGTCCA 
>Bacillus_anthracis_Ames_chr.trna82-MetCAT (4650785-4650709)  Met (CAT) 77 bp  Sc: 89.08 
CGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_anthracis_Ames_chr.trna80-MetCAT (4650999-4650923)  Met (CAT) 77 bp  Sc: 96.69 
GGACCTTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_anthracis_Ames_chr.trna68-PheGAA (5206747-5206675)  Phe (GAA) 73 bp  Sc: 84.57 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_anthracis_Ames_chr.trna84-PheGAA (4650619-4650544)  Phe (GAA) 76 bp  Sc: 86.60 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGATCCACCA 
>Bacillus_anthracis_Ames_chr.trna36-PheGAA (537803-537878)  Phe (GAA) 76 bp  Sc: 92.86 



GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_anthracis_Ames_chr.trna59-PheGAA (747620-747695)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_anthracis_Ames_chr.trna53-ProTGG (747012-747085)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_anthracis_Ames_chr.trna77-ProTGG (4651263-4651190)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_anthracis_Ames_chr.trna26-ProTGG (245983-246059)  Pro (TGG) 77 bp  Sc: 93.98 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGACCA 
>Bacillus_anthracis_Ames_chr.trna18-SerGCT (245087-245177)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_anthracis_Ames_chr.trna90-SerGCT (4650107-4650017)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_anthracis_Ames_chr.trna31-SerGGA (537349-537440)  Ser (GGA) 92 bp  Sc: 63.66 
GGAGAGCTGTCCGAGTTGGCCGAAGGAGCACGATTGGAAATCGTGTATACGTCACAAGCG 
TATCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_anthracis_Ames_chr.trna55-SerTGA (747195-747287)  Ser (TGA) 93 bp  Sc: 71.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGTGAGAAT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_Ames_chr.trna3-SerTGA (21769-21861)  Ser (TGA) 93 bp  Sc: 71.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_Ames_chr.trna56-SerTGA (747342-747434)  Ser (TGA) 93 bp  Sc: 71.91 
GGAGGTATACCCAAGCTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGAGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_Ames_chr.trna81-SerTGA (4650905-4650813)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_anthracis_Ames_chr.trna9-ThrGGT (150398-150470)  Thr (GGT) 73 bp  Sc: 78.48 
GCTTCCATAGCTCAGCTGGTAGAGCACTTCCATGGTAAGGAAGAGGTCACCGGTTCAAGC 
CCGGTTGGAAGCT 
>Bacillus_anthracis_Ames_chr.trna60-ThrTGT (747705-747777)  Thr (TGT) 73 bp  Sc: 87.87 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCA 
>Bacillus_anthracis_Ames_chr.trna71-ThrTGT (4651823-4651748)  Thr (TGT) 76 bp  Sc: 92.70 
GCCGACTTAGCTCAATTGGGAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCACCA 
>Bacillus_anthracis_Ames_chr.trna37-ThrTGT (537897-537972)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_anthracis_Ames_chr.trna85-ThrTGT (4650529-4650454)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_anthracis_Ames_chr.trna61-TrpCCA (747784-747854)  Trp (CCA) 71 bp  Sc: 53.62 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTG 
>Bacillus_anthracis_Ames_chr.trna39-TrpCCA (538074-538147)  Trp (CCA) 74 bp  Sc: 61.92 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_anthracis_Ames_chr.trna12-TyrGTA (150668-150751)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna38-TyrGTA (537983-538066)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna95-ValGAC (1232550-1232478)  Val (GAC) 73 bp  Sc: 64.72 
GATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGATCA 
>Bacillus_anthracis_Ames_chr.trna11-ValTAC (150575-150650)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 



CCGTCATCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna20-ValTAC (245265-245340)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna33-ValTAC (537538-537613)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna46-ValTAC (746379-746454)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_anthracis_Ames_chr.trna70-ValTAC (4651903-4651828)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna16-AlaTGC (151066-151138)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna57-AlaTGC (823794-823866)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna81-AlaTGC (4650152-4650080)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna2-AlaTGC (11076-11151)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna5-AlaTGC (30850-30925)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna55-ArgACG (823621-823694)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_cereus_ATCC_10987_chr.trna79-ArgACG (4650325-4650252)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_cereus_ATCC_10987_chr.trna25-ArgACG (279293-279369)  Arg (ACG) 77 bp  Sc: 78.27 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna72-ArgCCG (4843854-4843776)  Arg (CCG) 79 bp  Sc: 62.69 
GCGCCCATAGCTCAGTCGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCTGGGCGCGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna32-AsnGTT (609775-609849)  Asn (GTT) 75 bp  Sc: 86.53 
TCCGCAGTAGCTCAGCGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGATTC 
CTACCTGCGGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna17-AsnGTT (278404-278478)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna66-AsnGTT (824646-824720)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna8-AsnGTT (150325-150399)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna92-AsnGTT (4649168-4649094)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna21-AspGTC (278782-278857)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna29-AspGTC (284475-284550)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna31-AspGTC (285007-285082)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna37-AspGTC (610220-610295)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 



>Bacillus_cereus_ATCC_10987_chr.trna61-AspGTC (824231-824306)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna70-AspGTC (5203863-5203788)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna86-AspGTC (4649686-4649611)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna45-CysGCA (610977-611047)  Cys (GCA) 71 bp  Sc: 71.27 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCACCGGTTCAAATCC 
GGTTGCCGCCT 
>Bacillus_cereus_ATCC_10987_chr.trna13-GlnTTG (150823-150897)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna22-GlnTTG (278945-279019)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna43-GlnTTG (610808-610882)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna50-GlnTTG (823159-823233)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna67-GluTTC (824722-824793)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna69-GluTTC (5203956-5203885)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna7-GluTTC (64526-64597)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna94-GluTTC (4648989-4648918)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna10-GluTTC (150501-150575)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna19-GluTTC (278581-278655)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna34-GluTTC (609961-610035)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna15-GlyGCC (150984-151055)  Gly (GCC) 72 bp  Sc: 80.56 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_cereus_ATCC_10987_chr.trna44-GlyGCC (610888-610962)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna53-GlyGCC (823438-823512)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna77-GlyGCC (4650508-4650434)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna27-GlyTCC (279452-279522)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_cereus_ATCC_10987_chr.trna90-GlyTCC (4649333-4649263)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_cereus_ATCC_10987_chr.trna47-GlyTCC (615179-615252)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna95-GlyTCC (4248374-4248301)  Gly (TCC) 74 bp  Sc: 80.08 



GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna42-HisGTG (610669-610744)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_cereus_ATCC_10987_chr.trna75-HisGTG (4650716-4650641)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_cereus_ATCC_10987_chr.trna1-IleGAT (10991-11067)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna4-IleGAT (30765-30841)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna65-IleGAT (824561-824637)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna91-IleGAT (4649252-4649176)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna46-LeuCAA (611058-611142)  Leu (CAA) 85 bp  Sc: 60.08 
GCCGATGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCATCGGTATCA 
>Bacillus_cereus_ATCC_10987_chr.trna24-LeuGAG (279114-279199)  Leu (GAG) 86 bp  Sc: 57.19 
GCGGTCGTGGCGGAACGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGGGAAACCCCGTGG 
AGGTTCAAGTCCTCTCGGCCGCATCA 
>Bacillus_cereus_ATCC_10987_chr.trna54-LeuTAA (823529-823617)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna78-LeuTAA (4650417-4650329)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna52-LeuTAG (823328-823408)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_cereus_ATCC_10987_chr.trna76-LeuTAG (4650618-4650538)  Leu (TAG) 81 bp  Sc: 67.96 
GCGGGTGTGGCGGAATTGGCAGACGCACCAGACTTAGGATCTGGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_cereus_ATCC_10987_chr.trna23-LysTTT (279025-279097)  Lys (TTT) 73 bp  Sc: 90.38 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCA 
>Bacillus_cereus_ATCC_10987_chr.trna14-LysTTT (150903-150978)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna51-LysTTT (823238-823313)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna68-LysTTT (5204045-5203970)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna89-LysTTT (4649422-4649347)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna30-MetCAT (284925-285003)  Met (CAT) 79 bp  Sc: 66.09 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCCGAAGGTCGCAGGTTCAA 
ATCCTNGTCCCCGCAACCA 
>Bacillus_cereus_ATCC_10987_chr.trna6-MetCAT (64439-64512)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_cereus_ATCC_10987_chr.trna82-MetCAT (4650059-4649983)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_cereus_ATCC_10987_chr.trna28-MetCAT (284395-284471)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_cereus_ATCC_10987_chr.trna36-MetCAT (610140-610216)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 



TCCTGTCCCCGCAACCA 
>Bacillus_cereus_ATCC_10987_chr.trna60-MetCAT (824151-824227)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_cereus_ATCC_10987_chr.trna97-MetCAT (4043277-4043204)  Met (CAT) 74 bp  Sc: 88.27 
GGACCCTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAGGGTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna85-MetCAT (4649764-4649688)  Met (CAT) 77 bp  Sc: 89.08 
CGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_cereus_ATCC_10987_chr.trna83-MetCAT (4649978-4649902)  Met (CAT) 77 bp  Sc: 96.69 
GGACCTTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna71-PheGAA (5203746-5203674)  Phe (GAA) 73 bp  Sc: 84.57 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna38-PheGAA (610305-610380)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna62-PheGAA (824316-824391)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna87-PheGAA (4649598-4649523)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna56-ProTGG (823705-823778)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_cereus_ATCC_10987_chr.trna80-ProTGG (4650241-4650168)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_cereus_ATCC_10987_chr.trna26-ProTGG (279374-279450)  Pro (TGG) 77 bp  Sc: 93.98 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGACCA 
>Bacillus_cereus_ATCC_10987_chr.trna96-GlnTTG (4246559-4246487)  Gln (TTG) 73 bp  Sc: 28.25 
GAGGTCGTGGAGTAACGGTTTAACTCGCCTATACTTTGTATAGGAGATGGGGGTTCGATT 
CCCTTCGACCAAA 
>Bacillus_cereus_ATCC_10987_chr.trna18-SerGCT (278482-278572)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna93-SerGCT (4649086-4648996)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna33-SerGGA (609852-609943)  Ser (GGA) 92 bp  Sc: 63.66 
GGAGAGCTGTCCGAGTTGGCCGAAGGAGCACGATTGGAAATCGTGTATACGTCACAAGCG 
TATCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna58-SerTGA (823887-823979)  Ser (TGA) 93 bp  Sc: 71.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGTGAGAAT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna3-SerTGA (21771-21863)  Ser (TGA) 93 bp  Sc: 71.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna84-SerTGA (4649884-4649792)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna59-SerTGA (824031-824123)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_cereus_ATCC_10987_chr.trna9-ThrGGT (150404-150476)  Thr (GGT) 73 bp  Sc: 78.48 
GCTTCCATAGCTCAGCTGGTAGAGCACTTCCATGGTAAGGAAGAGGTCACCGGTTCAAGC 
CCGGTTGGAAGCT 
>Bacillus_cereus_ATCC_10987_chr.trna63-ThrTGT (824401-824473)  Thr (TGT) 73 bp  Sc: 87.15 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCA 
>Bacillus_cereus_ATCC_10987_chr.trna74-ThrTGT (4650801-4650726)  Thr (TGT) 76 bp  Sc: 95.44 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCACCA 



>Bacillus_cereus_ATCC_10987_chr.trna39-ThrTGT (610399-610474)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna88-ThrTGT (4649508-4649433)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna64-TrpCCA (824480-824550)  Trp (CCA) 71 bp  Sc: 53.62 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTG 
>Bacillus_cereus_ATCC_10987_chr.trna41-TrpCCA (610576-610649)  Trp (CCA) 74 bp  Sc: 61.92 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_cereus_ATCC_10987_chr.trna12-TyrGTA (150674-150757)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna40-TyrGTA (610485-610568)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna49-TyrGTA (823064-823147)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna98-ValGAC (1389582-1389510)  Val (GAC) 73 bp  Sc: 61.20 
GATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGGTCA 
>Bacillus_cereus_ATCC_10987_chr.trna11-ValTAC (150581-150656)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna20-ValTAC (278660-278735)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna35-ValTAC (610040-610115)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna48-ValTAC (822980-823055)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_cereus_ATCC_10987_chr.trna73-ValTAC (4650881-4650806)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna50-AlaGGC (3143484-3143412)  Ala (GGC) 73 bp  Sc: 77.59 
GGGGCATTAGCTCAGCTGGGAGAGCGCTACACTGGCAGTGTAGAGGTCAGCGGTTCGAGC 
CCGCTATGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna58-AlaTGC (3116676-3116604)  Ala (TGC) 73 bp  Sc: 84.64 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna2-AlaTGC (11641-11716)  Ala (TGC) 76 bp  Sc: 85.87 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCATGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna5-AlaTGC (36344-36419)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna22-ArgACG (611686-611762)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna56-ArgACG (3116844-3116768)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna49-ArgCCG (3538188-3538113)  Arg (CCG) 76 bp  Sc: 61.22 
GCGCTCGTAGCTCAGCTGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCCGAGCGCG 
>Bacillus_licheniformis_ATCC_14580_chr.trna43-ArgCCT (2175934-2176007)  Arg (CCT) 74 bp  Sc: 76.22 
GTCCCAGTAGCTCAGGTGGATAGAGCAACAGCCTCCTAAGCTGTGTGTCGGGAGTTCGAA 
TCTCTCCTGGGACG 
>Bacillus_licheniformis_ATCC_14580_chr.trna71-ArgTCT (2865376-2865300)  Arg (TCT) 77 bp  Sc: 83.73 
GTCCCAGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTCGGTCGGGAGTTCGAA 
TCTCTCCTGGGACGTCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna15-AsnGTT (572258-572332)  Asn (GTT) 75 bp  Sc: 87.08 



TCCACAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGTGGAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna26-AsnGTT (925436-925510)  Asn (GTT) 75 bp  Sc: 89.95 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGCGGAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna68-AsnGTT (3115738-3115664)  Asn (GTT) 75 bp  Sc: 89.95 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGCGGAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna25-AspGTC (617041-617117)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna31-AspGTC (926003-926079)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna47-AspGTC (4187251-4187175)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna63-AspGTC (3116176-3116100)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna39-CysGCA (926729-926799)  Cys (GCA) 71 bp  Sc: 67.07 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCGGTTCGAATCC 
GGGTGTCGCCT 
>Bacillus_licheniformis_ATCC_14580_chr.trna44-GlnTTG (2558249-2558323)  Gln (TTG) 75 bp  Sc: 57.71 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTGACGCGCTGGTTCGAATC 
CACCAGCTAGCCCAG 
>Bacillus_licheniformis_ATCC_14580_chr.trna14-GlnTTG (176973-177044)  Gln (TTG) 72 bp  Sc: 70.30 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_licheniformis_ATCC_14580_chr.trna37-GlnTTG (926516-926587)  Gln (TTG) 72 bp  Sc: 70.30 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_licheniformis_ATCC_14580_chr.trna18-GlnTTG (572538-572612)  Gln (TTG) 75 bp  Sc: 75.97 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGTTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna10-GluTTC (176445-176518)  Glu (TTC) 74 bp  Sc: 66.32 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGTTCGAATCC 
CGTACGGGTCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna17-GluTTC (572454-572525)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna46-GluTTC (4187411-4187340)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna7-GluTTC (75033-75104)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna70-GluTTC (3115559-3115485)  Glu (TTC) 75 bp  Sc: 71.62 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCATCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna28-GluTTC (925623-925697)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna55-GlyGCC (3116926-3116855)  Gly (GCC) 72 bp  Sc: 86.63 
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_licheniformis_ATCC_14580_chr.trna38-GlyGCC (926641-926715)  Gly (GCC) 75 bp  Sc: 94.93 
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna23-GlyTCC (611775-611848)  Gly (TCC) 74 bp  Sc: 78.55 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna42-GlyTCC (953171-953244)  Gly (TCC) 74 bp  Sc: 81.36 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna66-GlyTCC (3115907-3115834)  Gly (TCC) 74 bp  Sc: 81.36 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC 



CATCACCCGCTCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna36-HisGTG (926435-926507)  His (GTG) 73 bp  Sc: 64.21 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCACTCGTGGGTTCGATT 
CCCATCAATCGCC 
>Bacillus_licheniformis_ATCC_14580_chr.trna65-HisGTG (3115991-3115916)  His (GTG) 76 bp  Sc: 79.15 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCATTCGTGGGTTCGATT 
CCCATCAACCGCCCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna67-IleGAT (3115821-3115745)  Ile (GAT) 77 bp  Sc: 102.00 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTCAGGCCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna1-IleGAT (11553-11629)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna4-IleGAT (36256-36332)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna41-LeuCAA (926913-926997)  Leu (CAA) 85 bp  Sc: 60.81 
GCCGGTGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCACCGGTATCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna54-LeuCAG (3117026-3116942)  Leu (CAG) 85 bp  Sc: 62.54 
GCGGATGTGGCGGAATTGGCAGACGCGCTAGAATCAGGCTCTAGTGTCTTTTAAAGACGT 
GGGGGTTCAAGTCCCTTCATCCGCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna21-LeuGAG (572812-572895)  Leu (GAG) 84 bp  Sc: 53.11 
GCGGTCGTGGCGGAATGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGTGAATAACCCGTG 
GAGGTTCAAGTCCTCTCGGCCGCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna40-LeuTAA (926810-926898)  Leu (TAA) 89 bp  Sc: 76.51 
GCCGGGGTGGTGGAATTGGCAGACACACAGGACTTAAAATCCTGCGGTAGGTGACTACCG 
TGCCGGTTCAAGTCCGGCCCTCGGCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna20-LeuTAG (572709-572791)  Leu (TAG) 83 bp  Sc: 69.61 
GCGGGTGTGGCGGAATTGGCAGACGCGCTAGACTTAGGATCTAGTGTCTTTACGGCGTGG 
GGGTTCGAGTCCCTTCACCCGCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna19-LysTTT (572621-572696)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna45-LysTTT (4187494-4187419)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna53-LysTTT (3117108-3117033)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna6-MetCAT (74949-75022)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_licheniformis_ATCC_14580_chr.trna59-MetCAT (3116578-3116505)  Met (CAT) 74 bp  Sc: 78.06 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
TCCCTCCGCCGCTA 
>Bacillus_licheniformis_ATCC_14580_chr.trna24-MetCAT (616923-616999)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna30-MetCAT (925912-925988)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna62-MetCAT (3116298-3116222)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna60-MetCAT (3116499-3116423)  Met (CAT) 77 bp  Sc: 97.54 
GGACCTTTAGCTCAGTTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna48-PheGAA (4187148-4187076)  Phe (GAA) 73 bp  Sc: 89.60 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna32-PheGAA (926090-926165)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna64-PheGAA (3116089-3116014)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 



>Bacillus_licheniformis_ATCC_14580_chr.trna57-ProTGG (3116759-3116683)  Pro (TGG) 77 bp  Sc: 94.72 
CGGGAAGTAGCTCAGCTTGGTAGAGCACATGGTTTGGGACCATGGGGTCGCAGGTTCGAA 
TCCTGTCTTCCCGACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna16-SerGCT (572335-572425)  Ser (GCT) 91 bp  Sc: 71.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGCGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna69-SerGCT (3115662-3115572)  Ser (GCT) 91 bp  Sc: 71.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGCGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna27-SerGGA (925517-925608)  Ser (GGA) 92 bp  Sc: 63.95 
GGAGAGCTGTCCGAGTGGTCGAAGGAGCACGATTGGAAATCGTGTAGGCGGCCAACGCCG 
TCTCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna3-SerTGA (26549-26641)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna61-SerTGA (3116415-3116323)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna52-ThrCGT (3117265-3117190)  Thr (CGT) 76 bp  Sc: 85.36 
GCCGGTGTAGCTCAATTGGTAGAGCAACTGAATCGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTTGCCGGCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna9-ThrGGT (163318-163390)  Thr (GGT) 73 bp  Sc: 75.20 
GCTTCCATAGCTCAGCAGGTAGAGCACTTCCATGGTAAGGAAGAGGTCAGCGGTTCGAGC 
CCGCTTGGAAGCT 
>Bacillus_licheniformis_ATCC_14580_chr.trna12-ThrTGT (176803-176875)  Thr (TGT) 73 bp  Sc: 82.36 
GCCGGTCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna33-ThrTGT (926169-926241)  Thr (TGT) 73 bp  Sc: 82.36 
GCCGGTCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna35-TrpCCA (926341-926414)  Trp (CCA) 74 bp  Sc: 71.01 
AGGGGCATAGTTTAACGGTAGAACAGAGGTCTCCAAAACCTCCGGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna13-TyrGTA (176884-176968)  Tyr (GTA) 85 bp  Sc: 80.73 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
GGTTCGAATCCGTCCCCCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna34-TyrGTA (926249-926333)  Tyr (GTA) 85 bp  Sc: 80.73 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
GGTTCGAATCCGTCCCCCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna8-Undet??? (163242-163315)  Undet (???) 74 bp  Sc: 80.44 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTAACCGATCGGTCGCAGGTTCGAATCC 
TGCCTGCGGAGCCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna72-ValGAC (1299799-1299727)  Val (GAC) 73 bp  Sc: 71.64 
GATTCCGTAGCTCAGCTGGGAGAGCGCTACCTTGACAGGGTAGAGGTCGCTGGTTCGAGC 
CCAGTCGGAATCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna11-ValTAC (176669-176744)  Val (TAC) 76 bp  Sc: 95.52 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna29-ValTAC (925815-925890)  Val (TAC) 76 bp  Sc: 95.52 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_ATCC_14580_chr.trna51-ValTAC (3117356-3117281)  Val (TAC) 76 bp  Sc: 95.52 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna50-AlaGGC (3143658-3143586)  Ala (GGC) 73 bp  Sc: 77.59 
GGGGCATTAGCTCAGCTGGGAGAGCGCTACACTGGCAGTGTAGAGGTCAGCGGTTCGAGC 
CCGCTATGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna58-AlaTGC (3116853-3116781)  Ala (TGC) 73 bp  Sc: 84.64 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna2-AlaTGC (11446-11521)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna5-AlaTGC (36144-36219)  Ala (TGC) 76 bp  Sc: 92.94 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna22-ArgACG (611478-611554)  Arg (ACG) 77 bp  Sc: 81.43 



GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna56-ArgACG (3117021-3116945)  Arg (ACG) 77 bp  Sc: 81.43 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna49-ArgCCG (3538357-3538282)  Arg (CCG) 76 bp  Sc: 61.22 
GCGCTCGTAGCTCAGCTGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCCGAGCGCG 
>Bacillus_licheniformis_DSM_13_chr.trna43-ArgCCT (2176780-2176853)  Arg (CCT) 74 bp  Sc: 76.22 
GTCCCAGTAGCTCAGGTGGATAGAGCAACAGCCTCCTAAGCTGTGTGTCGGGAGTTCGAA 
TCTCTCCTGGGACG 
>Bacillus_licheniformis_DSM_13_chr.trna71-ArgTCT (2866237-2866161)  Arg (TCT) 77 bp  Sc: 83.73 
GTCCCAGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTCGGTCGGGAGTTCGAA 
TCTCTCCTGGGACGTCA 
>Bacillus_licheniformis_DSM_13_chr.trna15-AsnGTT (572074-572148)  Asn (GTT) 75 bp  Sc: 87.08 
TCCACAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGTGGAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna26-AsnGTT (925729-925803)  Asn (GTT) 75 bp  Sc: 89.95 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGCGGAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna68-AsnGTT (3115915-3115841)  Asn (GTT) 75 bp  Sc: 89.95 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGCGGAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna8-AsnGTT (163048-163122)  Asn (GTT) 75 bp  Sc: 89.95 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGCAGGTTCGAATC 
CTGCCTGCGGAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna25-AspGTC (616831-616907)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna31-AspGTC (926296-926372)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna47-AspGTC (4187366-4187290)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna63-AspGTC (3116353-3116277)  Asp (GTC) 77 bp  Sc: 95.80 
GGTCCGGTAGTTCAGTTGGTTAGAATGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGACCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna39-CysGCA (927022-927092)  Cys (GCA) 71 bp  Sc: 67.07 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCGGTTCGAATCC 
GGGTGTCGCCT 
>Bacillus_licheniformis_DSM_13_chr.trna44-GlnTTG (2559110-2559181)  Gln (TTG) 72 bp  Sc: 68.66 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTGACGCGCTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_licheniformis_DSM_13_chr.trna14-GlnTTG (176781-176852)  Gln (TTG) 72 bp  Sc: 70.30 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_licheniformis_DSM_13_chr.trna37-GlnTTG (926809-926880)  Gln (TTG) 72 bp  Sc: 70.30 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAG 
>Bacillus_licheniformis_DSM_13_chr.trna18-GlnTTG (572354-572428)  Gln (TTG) 75 bp  Sc: 75.97 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGTTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna17-GluTTC (572270-572341)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_DSM_13_chr.trna46-GluTTC (4187526-4187455)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_DSM_13_chr.trna7-GluTTC (74834-74905)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_licheniformis_DSM_13_chr.trna70-GluTTC (3115736-3115662)  Glu (TTC) 75 bp  Sc: 71.62 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCATCA 
>Bacillus_licheniformis_DSM_13_chr.trna10-GluTTC (176252-176326)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 



CCGTACGGGTCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna28-GluTTC (925916-925990)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna55-GlyGCC (3117103-3117032)  Gly (GCC) 72 bp  Sc: 86.63 
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_licheniformis_DSM_13_chr.trna38-GlyGCC (926934-927008)  Gly (GCC) 75 bp  Sc: 94.93 
GCGGAAGTAGTTCAGTGGTAGAACACCACCTTGCCAAGGTGGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna23-GlyTCC (611567-611640)  Gly (TCC) 74 bp  Sc: 78.55 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna42-GlyTCC (953465-953538)  Gly (TCC) 74 bp  Sc: 81.36 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna66-GlyTCC (3116084-3116011)  Gly (TCC) 74 bp  Sc: 81.36 
GCGGGTGTAGTTTAGTGGTAAAACCTCAGCCTTCCAAGCTGATGTCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Bacillus_licheniformis_DSM_13_chr.trna36-HisGTG (926728-926800)  His (GTG) 73 bp  Sc: 64.21 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCACTCGTGGGTTCGATT 
CCCATCAATCGCC 
>Bacillus_licheniformis_DSM_13_chr.trna65-HisGTG (3116168-3116093)  His (GTG) 76 bp  Sc: 79.15 
GCGGTTGTGGCGAAGTGGTTAACGCACCAGATTGTGGCTCTGGCATTCGTGGGTTCGATT 
CCCATCAACCGCCCCA 
>Bacillus_licheniformis_DSM_13_chr.trna67-IleGAT (3115998-3115922)  Ile (GAT) 77 bp  Sc: 102.00 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTCAGGCCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna1-IleGAT (11358-11434)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna4-IleGAT (36056-36132)  Ile (GAT) 77 bp  Sc: 102.39 
GGGCCTGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACTCAGGCCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna41-LeuCAA (927206-927290)  Leu (CAA) 85 bp  Sc: 60.81 
GCCGGTGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCACCGGTATCA 
>Bacillus_licheniformis_DSM_13_chr.trna54-LeuCAG (3117203-3117119)  Leu (CAG) 85 bp  Sc: 62.54 
GCGGATGTGGCGGAATTGGCAGACGCGCTAGAATCAGGCTCTAGTGTCTTTTAAAGACGT 
GGGGGTTCAAGTCCCTTCATCCGCA 
>Bacillus_licheniformis_DSM_13_chr.trna21-LeuGAG (572628-572711)  Leu (GAG) 84 bp  Sc: 53.11 
GCGGTCGTGGCGGAATGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGTGAATAACCCGTG 
GAGGTTCAAGTCCTCTCGGCCGCA 
>Bacillus_licheniformis_DSM_13_chr.trna40-LeuTAA (927103-927191)  Leu (TAA) 89 bp  Sc: 76.51 
GCCGGGGTGGTGGAATTGGCAGACACACAGGACTTAAAATCCTGCGGTAGGTGACTACCG 
TGCCGGTTCAAGTCCGGCCCTCGGCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna20-LeuTAG (572525-572607)  Leu (TAG) 83 bp  Sc: 69.61 
GCGGGTGTGGCGGAATTGGCAGACGCGCTAGACTTAGGATCTAGTGTCTTTACGGCGTGG 
GGGTTCGAGTCCCTTCACCCGCA 
>Bacillus_licheniformis_DSM_13_chr.trna19-LysTTT (572437-572512)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna45-LysTTT (4187609-4187534)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna53-LysTTT (3117285-3117210)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna6-MetCAT (74750-74823)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_licheniformis_DSM_13_chr.trna59-MetCAT (3116755-3116682)  Met (CAT) 74 bp  Sc: 78.06 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
TCCCTCCGCCGCTA 
>Bacillus_licheniformis_DSM_13_chr.trna24-MetCAT (616713-616789)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 



>Bacillus_licheniformis_DSM_13_chr.trna30-MetCAT (926205-926281)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_licheniformis_DSM_13_chr.trna62-MetCAT (3116475-3116399)  Met (CAT) 77 bp  Sc: 90.17 
CGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bacillus_licheniformis_DSM_13_chr.trna60-MetCAT (3116676-3116600)  Met (CAT) 77 bp  Sc: 97.54 
GGACCTTTAGCTCAGTTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna48-PheGAA (4187263-4187191)  Phe (GAA) 73 bp  Sc: 89.60 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna32-PheGAA (926383-926458)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna64-PheGAA (3116266-3116191)  Phe (GAA) 76 bp  Sc: 97.89 
GGCTCGGTAGCTCAGTTGGTAGAGCAACGGACTGAAAATCCGTGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna57-ProTGG (3116936-3116860)  Pro (TGG) 77 bp  Sc: 94.72 
CGGGAAGTAGCTCAGCTTGGTAGAGCACATGGTTTGGGACCATGGGGTCGCAGGTTCGAA 
TCCTGTCTTCCCGACCA 
>Bacillus_licheniformis_DSM_13_chr.trna16-SerGCT (572151-572241)  Ser (GCT) 91 bp  Sc: 71.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGCGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna69-SerGCT (3115839-3115749)  Ser (GCT) 91 bp  Sc: 71.43 
GGAGAAGTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGCGTAAGCGG 
CGCGAGGGTTCAAATCCCTCCTTCTCCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna27-SerGGA (925810-925901)  Ser (GGA) 92 bp  Sc: 63.95 
GGAGAGCTGTCCGAGTGGTCGAAGGAGCACGATTGGAAATCGTGTAGGCGGCCAACGCCG 
TCTCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna3-SerTGA (26352-26444)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna61-SerTGA (3116592-3116500)  Ser (TGA) 93 bp  Sc: 72.49 
GGAGGAATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGGGTGTCAAAG 
CCCGCGGGGGTTCGAATCCCTCTTCCTCCGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna52-ThrCGT (3117442-3117367)  Thr (CGT) 76 bp  Sc: 85.36 
GCCGGTGTAGCTCAATTGGTAGAGCAACTGAATCGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTTGCCGGCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna9-ThrGGT (163125-163197)  Thr (GGT) 73 bp  Sc: 75.20 
GCTTCCATAGCTCAGCAGGTAGAGCACTTCCATGGTAAGGAAGAGGTCAGCGGTTCGAGC 
CCGCTTGGAAGCT 
>Bacillus_licheniformis_DSM_13_chr.trna12-ThrTGT (176611-176683)  Thr (TGT) 73 bp  Sc: 82.36 
GCCGGTCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_licheniformis_DSM_13_chr.trna33-ThrTGT (926462-926534)  Thr (TGT) 73 bp  Sc: 82.36 
GCCGGTCTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTGGCCGGCA 
>Bacillus_licheniformis_DSM_13_chr.trna35-TrpCCA (926634-926707)  Trp (CCA) 74 bp  Sc: 71.01 
AGGGGCATAGTTTAACGGTAGAACAGAGGTCTCCAAAACCTCCGGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_licheniformis_DSM_13_chr.trna13-TyrGTA (176692-176776)  Tyr (GTA) 85 bp  Sc: 80.73 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
GGTTCGAATCCGTCCCCCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna34-TyrGTA (926542-926626)  Tyr (GTA) 85 bp  Sc: 80.73 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCCTCAGGGTTCGGC 
GGTTCGAATCCGTCCCCCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna72-ValGAC (1300661-1300589)  Val (GAC) 73 bp  Sc: 71.64 
GATTCCGTAGCTCAGCTGGGAGAGCGCTACCTTGACAGGGTAGAGGTCGCTGGTTCGAGC 
CCAGTCGGAATCA 
>Bacillus_licheniformis_DSM_13_chr.trna11-ValTAC (176477-176552)  Val (TAC) 76 bp  Sc: 95.52 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna29-ValTAC (926108-926183)  Val (TAC) 76 bp  Sc: 95.52 
GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_licheniformis_DSM_13_chr.trna51-ValTAC (3117533-3117458)  Val (TAC) 76 bp  Sc: 95.52 



GGAGGATTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna88-AlaTGC (4667458-4667385)  Ala (TGC) 74 bp  Sc: 76.07 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGCAT 
CCCGCTAGGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna25-AlaTGC (156787-156859)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna64-AlaTGC (767640-767712)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna16-AlaTGC (87995-88070)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna2-AlaTGC (11078-11153)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna5-AlaTGC (30878-30953)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna14-ArgACG (87830-87903)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_thuringiensis_Al_Hakam_chr.trna62-ArgACG (767466-767539)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_thuringiensis_Al_Hakam_chr.trna86-ArgACG (4667632-4667559)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_thuringiensis_Al_Hakam_chr.trna34-ArgACG (257898-257974)  Arg (ACG) 77 bp  Sc: 78.27 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna79-ArgCCG (4880634-4880559)  Arg (CCG) 76 bp  Sc: 62.08 
GCGCCCATAGCTCAGTCGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCTGGGCGCG 
>Bacillus_thuringiensis_Al_Hakam_chr.trna39-AsnGTT (539300-539374)  Asn (GTT) 75 bp  Sc: 86.53 
TCCGCAGTAGCTCAGCGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGATTC 
CTACCTGCGGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna17-AsnGTT (156046-156120)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna26-AsnGTT (257007-257081)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna73-AsnGTT (768497-768571)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna99-AsnGTT (4666473-4666399)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna30-AspGTC (257385-257460)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna38-AspGTC (263080-263155)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna44-AspGTC (539746-539821)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna68-AspGTC (768081-768156)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna77-AspGTC (5236660-5236585)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna93-AspGTC (4666991-4666916)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 



CCGGTCGGGACCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna52-CysGCA (540503-540573)  Cys (GCA) 71 bp  Sc: 71.27 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCACCGGTTCAAATCC 
GGTTGCCGCCT 
>Bacillus_thuringiensis_Al_Hakam_chr.trna22-GlnTTG (156544-156618)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna31-GlnTTG (257548-257622)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna50-GlnTTG (540334-540408)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna57-GlnTTG (767004-767078)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna101-GluTTC (4666294-4666223)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna7-GluTTC (64523-64594)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna74-GluTTC (768573-768644)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna76-GluTTC (5236753-5236682)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna19-GluTTC (156222-156296)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna28-GluTTC (257184-257258)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna41-GluTTC (539486-539560)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna24-GlyGCC (156705-156776)  Gly (GCC) 72 bp  Sc: 80.56 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_thuringiensis_Al_Hakam_chr.trna12-GlyGCC (87647-87721)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna51-GlyGCC (540414-540488)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna60-GlyGCC (767283-767357)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna84-GlyGCC (4667815-4667741)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna36-GlyTCC (258057-258127)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_thuringiensis_Al_Hakam_chr.trna97-GlyTCC (4666638-4666568)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_thuringiensis_Al_Hakam_chr.trna102-GlyTCC (4294741-4294668)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna54-GlyTCC (552778-552851)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna49-HisGTG (540195-540270)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 



>Bacillus_thuringiensis_Al_Hakam_chr.trna82-HisGTG (4668023-4667948)  His (GTG) 76 bp  Sc: 74.61 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCGATT 
CCCATCAGTCGCCCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna1-IleGAT (10993-11069)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna4-IleGAT (30793-30869)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna72-IleGAT (768410-768486)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna98-IleGAT (4666557-4666481)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna53-LeuCAA (540584-540668)  Leu (CAA) 85 bp  Sc: 60.08 
GCCGATGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCATCGGTATCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna33-LeuGAG (257717-257802)  Leu (GAG) 86 bp  Sc: 57.19 
GCGGTCGTGGCGGAACGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGGGAAACCCCGTGG 
AGGTTCAAGTCCTCTCGGCCGCATCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna13-LeuTAA (87738-87826)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna61-LeuTAA (767374-767462)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna85-LeuTAA (4667724-4667636)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna11-LeuTAG (87537-87617)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna59-LeuTAG (767173-767253)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna83-LeuTAG (4667925-4667845)  Leu (TAG) 81 bp  Sc: 67.96 
GCGGGTGTGGCGGAATTGGCAGACGCACCAGACTTAGGATCTGGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna32-LysTTT (257628-257700)  Lys (TTT) 73 bp  Sc: 90.38 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna10-LysTTT (87446-87521)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna23-LysTTT (156624-156699)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna58-LysTTT (767083-767158)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna75-LysTTT (5236842-5236767)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna96-LysTTT (4666727-4666652)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAGT 
CCTTCATGGCTCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna6-MetCAT (64436-64509)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna89-MetCAT (4667364-4667288)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna37-MetCAT (263000-263076)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna43-MetCAT (539666-539742)  Met (CAT) 77 bp  Sc: 85.35 



CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna67-MetCAT (768001-768077)  Met (CAT) 77 bp  Sc: 85.35 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna103-MetCAT (4081704-4081631)  Met (CAT) 74 bp  Sc: 88.27 
GGACCCTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAGGGTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna92-MetCAT (4667069-4666993)  Met (CAT) 77 bp  Sc: 89.08 
CGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna90-MetCAT (4667283-4667207)  Met (CAT) 77 bp  Sc: 96.69 
GGACCTTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna78-PheGAA (5236543-5236471)  Phe (GAA) 73 bp  Sc: 84.57 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna45-PheGAA (539831-539906)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna69-PheGAA (768165-768240)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna94-PheGAA (4666903-4666828)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna15-ProTGG (87912-87985)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna63-ProTGG (767550-767623)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna87-ProTGG (4667548-4667475)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna35-ProTGG (257979-258055)  Pro (TGG) 77 bp  Sc: 93.98 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna100-SerGCT (4666391-4666301)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna27-SerGCT (257085-257175)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna40-SerGGA (539377-539468)  Ser (GGA) 92 bp  Sc: 63.66 
GGAGAGCTGTCCGAGTTGGCCGAAGGAGCACGATTGGAAATCGTGTATACGTCACAAGCG 
TATCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna65-SerTGA (767733-767825)  Ser (TGA) 93 bp  Sc: 71.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGTGAGAAT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna91-SerTGA (4667189-4667097)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna66-SerTGA (767881-767973)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna3-SerTGA (21776-21868)  Ser (TGA) 93 bp  Sc: 72.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGTGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna18-ThrGGT (156125-156197)  Thr (GGT) 73 bp  Sc: 78.48 
GCTTCCATAGCTCAGCTGGTAGAGCACTTCCATGGTAAGGAAGAGGTCACCGGTTCAAGC 
CCGGTTGGAAGCT 
>Bacillus_thuringiensis_Al_Hakam_chr.trna70-ThrTGT (768250-768322)  Thr (TGT) 73 bp  Sc: 87.15 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna81-ThrTGT (4668108-4668033)  Thr (TGT) 76 bp  Sc: 95.44 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 



CCTCTAGTCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna9-ThrTGT (87357-87432)  Thr (TGT) 76 bp  Sc: 95.44 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna46-ThrTGT (539925-540000)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna95-ThrTGT (4666813-4666738)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna71-TrpCCA (768329-768399)  Trp (CCA) 71 bp  Sc: 53.62 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTG 
>Bacillus_thuringiensis_Al_Hakam_chr.trna48-TrpCCA (540102-540175)  Trp (CCA) 74 bp  Sc: 61.92 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCGATTCC 
TACTGCCCCTGCCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna21-TyrGTA (156395-156478)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna47-TyrGTA (540011-540094)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna56-TyrGTA (766909-766992)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna104-ValGAC (1292474-1292402)  Val (GAC) 73 bp  Sc: 61.20 
GATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGGTCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna20-ValTAC (156302-156377)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna29-ValTAC (257263-257338)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna42-ValTAC (539566-539641)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna55-ValTAC (766825-766900)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna8-ValTAC (87277-87352)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_thuringiensis_Al_Hakam_chr.trna80-ValTAC (4668188-4668113)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna25-AlaTGC (156674-156746)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna66-AlaTGC (733984-734056)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna90-AlaTGC (4694623-4694551)  Ala (TGC) 73 bp  Sc: 85.62 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna16-AlaTGC (87840-87915)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna2-AlaTGC (10790-10865)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna5-AlaTGC (30624-30699)  Ala (TGC) 76 bp  Sc: 93.92 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna14-ArgACG (87675-87748)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 



>Bacillus_weihenstephanensis_KBAB4_chr.trna64-ArgACG (733811-733884)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_weihenstephanensis_KBAB4_chr.trna88-ArgACG (4694796-4694723)  Arg (ACG) 74 bp  Sc: 69.97 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCG 
>Bacillus_weihenstephanensis_KBAB4_chr.trna35-ArgACG (247496-247572)  Arg (ACG) 77 bp  Sc: 78.27 
GCGCCCGTAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAGAGGTTAGGGGTTCGAC 
TCCTCTCGGGCGCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna81-ArgCCG (4900468-4900393)  Arg (CCG) 76 bp  Sc: 62.08 
GCGCCCATAGCTCAGTCGGATAGAGCGGTGGTTTCCGGTACCACGTCTGCCGGGGGTTCG 
AATCCCTCTGGGCGCG 
>Bacillus_weihenstephanensis_KBAB4_chr.trna105-ArgTCT (4322774-4322698)  Arg (TCT) 77 bp  Sc: 79.49 
GTCCCAGTAGCTCAGCCGGATAGAGCATACGCCTTCTAAGCGTACGGTCGGGAGTTCGAA 
TCTCTCCTGGGACGCTA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna17-AsnGTT (155935-156009)  Asn (GTT) 75 bp  Sc: 86.53 
TCCGCAGTAGCTCAGCGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGATTC 
CTACCTGCGGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna40-AsnGTT (520791-520865)  Asn (GTT) 75 bp  Sc: 86.53 
TCCGCAGTAGCTCAGCGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGATTC 
CTACCTGCGGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna101-AsnGTT (4693639-4693565)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna26-AsnGTT (246549-246623)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna75-AsnGTT (734849-734923)  Asn (GTT) 75 bp  Sc: 88.32 
TCCGCAGTAGCTCAGTGGTAGAGCTATCGGCTGTTAACCGATCGGTCGTAGGTTCGAGTC 
CTACCTGCGGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna31-AspGTC (246985-247060)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna39-AspGTC (252731-252806)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna46-AspGTC (521373-521448)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna70-AspGTC (734425-734500)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna79-AspGTC (5242040-5241965)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna95-AspGTC (4694155-4694080)  Asp (GTC) 76 bp  Sc: 76.06 
GGTCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGCCGGTTCGACC 
CCGGTCGGGACCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna54-CysGCA (522129-522199)  Cys (GCA) 71 bp  Sc: 67.53 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTACCACCGGTTCAAATCC 
GGTTGCCGCCT 
>Bacillus_weihenstephanensis_KBAB4_chr.trna22-GlnTTG (156431-156505)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna32-GlnTTG (247148-247222)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna52-GlnTTG (521960-522034)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna59-GlnTTG (733347-733421)  Gln (TTG) 75 bp  Sc: 78.60 
TGGGCTATAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCGCTGGTTCGAATC 
CAGCTAGCCCAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna103-GluTTC (4693461-4693390)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna7-GluTTC (64377-64448)  Glu (TTC) 72 bp  Sc: 71.01 



GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna76-GluTTC (734925-734996)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna78-GluTTC (5242134-5242063)  Glu (TTC) 72 bp  Sc: 71.01 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna19-GluTTC (156110-156184)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna28-GluTTC (246726-246800)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna42-GluTTC (520979-521053)  Glu (TTC) 75 bp  Sc: 79.30 
GGCCCGTTGGTCAAGTGGTTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAATC 
CCGTACGGGTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna24-GlyGCC (156592-156663)  Gly (GCC) 72 bp  Sc: 80.56 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCT 
>Bacillus_weihenstephanensis_KBAB4_chr.trna12-GlyGCC (87492-87566)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna53-GlyGCC (522040-522114)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna62-GlyGCC (733628-733702)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna86-GlyGCC (4694979-4694905)  Gly (GCC) 75 bp  Sc: 88.86 
GCGGAAGTAGTTCAGTGGTAGAATACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna37-GlyTCC (247654-247724)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_weihenstephanensis_KBAB4_chr.trna99-GlyTCC (4693800-4693730)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCT 
>Bacillus_weihenstephanensis_KBAB4_chr.trna104-GlyTCC (4322849-4322776)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna56-GlyTCC (527074-527147)  Gly (TCC) 74 bp  Sc: 80.08 
GCGGGTGTAGTTTAGTGGTAAAACAAGAGCCTTCCAAGCTCTGGTCGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna84-HisGTG (4695189-4695114)  His (GTG) 76 bp  Sc: 71.48 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCACTCGTGGGTTCAATT 
CCCATCAGTCGCCCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna51-HisGTG (521819-521894)  His (GTG) 76 bp  Sc: 73.48 
GCGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCATTCGTGGGTTCAATT 
CCCATCAGTCGCCCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna1-IleGAT (10703-10779)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna100-IleGAT (4693723-4693647)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna4-IleGAT (30537-30613)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna74-IleGAT (734765-734841)  Ile (GAT) 77 bp  Sc: 101.21 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGGCCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna55-LeuCAA (522209-522293)  Leu (CAA) 85 bp  Sc: 60.08 
GCCGATGTGGCGGAATTGGCAGACGCGCACGACTCAAAATCGTGTTCCTTCGGGAGTGTC 
GGTTCGACCCCGACCATCGGTATCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna34-LeuGAG (247317-247402)  Leu (GAG) 86 bp  Sc: 57.19 
GCGGTCGTGGCGGAACGGCAGACGCGCTAGGTTGAGGGCCTAGTGGGGGAAACCCCGTGG 



AGGTTCAAGTCCTCTCGGCCGCATCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna13-LeuTAA (87583-87671)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna63-LeuTAA (733719-733807)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna87-LeuTAA (4694888-4694800)  Leu (TAA) 89 bp  Sc: 71.28 
GCCGGGGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGTGGGTGACCACCG 
TGCGGGTTCGACCCCCGCCCTCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna11-LeuTAG (87382-87462)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna61-LeuTAG (733518-733598)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna85-LeuTAG (4695089-4695009)  Leu (TAG) 81 bp  Sc: 66.65 
GCGGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCCGCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna33-LysTTT (247228-247300)  Lys (TTT) 73 bp  Sc: 90.38 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna10-LysTTT (87292-87367)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna23-LysTTT (156511-156586)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna60-LysTTT (733426-733501)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna77-LysTTT (5242223-5242148)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna98-LysTTT (4693889-4693814)  Lys (TTT) 76 bp  Sc: 98.67 
GAGCCATTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGAAGGTTCGAAT 
CCTTCATGGCTCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna6-MetCAT (64290-64363)  Met (CAT) 74 bp  Sc: 75.69 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna69-MetCAT (734346-734422)  Met (CAT) 77 bp  Sc: 81.59 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAATCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna91-MetCAT (4694530-4694454)  Met (CAT) 77 bp  Sc: 83.99 
GGCGGTGTAGCTCAGCTGGCTAGAGCGTACGGTTCATACCCGTGAGGTCGGGGGTTCGAT 
CCCCTCCGCCGCTACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna30-MetCAT (246905-246981)  Met (CAT) 77 bp  Sc: 86.20 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna38-MetCAT (252651-252727)  Met (CAT) 77 bp  Sc: 86.20 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna44-MetCAT (521159-521235)  Met (CAT) 77 bp  Sc: 86.20 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna45-MetCAT (521293-521369)  Met (CAT) 77 bp  Sc: 86.20 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna94-MetCAT (4694235-4694159)  Met (CAT) 77 bp  Sc: 86.20 
CGCGGGGTGGAGCAGTACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna106-MetCAT (4133101-4133028)  Met (CAT) 74 bp  Sc: 89.13 
GGACCCTTAGCTCAGTTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAGGGTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna92-MetCAT (4694449-4694373)  Met (CAT) 77 bp  Sc: 96.69 
GGACCTTTAGCTCAGCTGGTTAGAGCAGACGGCTCATAACCGTCCGGTCGTAGGTTCGAG 
TCCTACAAGGTCCACCA 



>Bacillus_weihenstephanensis_KBAB4_chr.trna80-PheGAA (5241923-5241851)  Phe (GAA) 73 bp  Sc: 84.57 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna47-PheGAA (521458-521533)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna71-PheGAA (734510-734585)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna96-PheGAA (4694065-4693990)  Phe (GAA) 76 bp  Sc: 92.86 
GGCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCCGAGCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna15-ProTGG (87757-87830)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna65-ProTGG (733895-733968)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna89-ProTGG (4694711-4694638)  Pro (TGG) 74 bp  Sc: 85.68 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna36-ProTGG (247576-247652)  Pro (TGG) 77 bp  Sc: 93.98 
CGGGAAGTGGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCAGGTTCAAA 
TCCTGTCTTCCCGACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna27-SerGCT (246627-246717)  Ser (GCT) 91 bp  Sc: 67.68 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCTAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna102-SerGCT (4693558-4693468)  Ser (GCT) 91 bp  Sc: 67.93 
AGAGAAGTACCCAAGTGGCTCAAGGGGCTCCCCTGCTAAGGGAGTAGATCGCGAACGCGG 
TGCGAGGGTTCGAATCCCTTCTTCTCTGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna41-SerGGA (520868-520959)  Ser (GGA) 92 bp  Sc: 63.66 
GGAGAGCTGTCCGAGTTGGCCGAAGGAGCACGATTGGAAATCGTGTATACGTCACAAGCG 
TATCAAGGGTTCGAATCCCTTGCTCTCCGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna3-SerTGA (21481-21573)  Ser (TGA) 93 bp  Sc: 71.57 
GGAGGTATACCCAAGTCTGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna67-SerTGA (734075-734167)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna68-SerTGA (734229-734321)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna93-SerTGA (4694355-4694263)  Ser (TGA) 93 bp  Sc: 72.21 
GGAGGTATACCCAAGTTCGGCTGAAGGGATCGGTCTTGAAAACCGACAGGCGGCGAGAGT 
CGCGCGGGGGTTCGAATCCCTCTACCTCCTCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna18-ThrGGT (156014-156086)  Thr (GGT) 73 bp  Sc: 74.15 
GCTTCCATAGCTCAGCTGGTAGAGTACTTCCATGGTAAGGAAGAGGTCACCGGTTCAAGC 
CCGGTTGGAAGCT 
>Bacillus_weihenstephanensis_KBAB4_chr.trna83-ThrTGT (4695275-4695200)  Thr (TGT) 76 bp  Sc: 95.44 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna9-ThrTGT (87203-87278)  Thr (TGT) 76 bp  Sc: 95.44 
GCCGACTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGTCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna48-ThrTGT (521548-521623)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna72-ThrTGT (734605-734680)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna97-ThrTGT (4693975-4693900)  Thr (TGT) 76 bp  Sc: 96.17 
GCCGGCTTAGCTCAATTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTAGCCGGCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna73-TrpCCA (734684-734754)  Trp (CCA) 71 bp  Sc: 52.50 
AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCAATTCC 
TACTGCCCCTG 
>Bacillus_weihenstephanensis_KBAB4_chr.trna50-TrpCCA (521726-521799)  Trp (CCA) 74 bp  Sc: 60.79 



AGGGGCATAGTTTAAAGGTAGAACTGAGGTCTCCAAAACCTCCAGTGTGGGTTCAATTCC 
TACTGCCCCTGCCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna21-TyrGTA (156282-156365)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTTGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna49-TyrGTA (521634-521717)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna58-TyrGTA (733251-733334)  Tyr (GTA) 84 bp  Sc: 77.59 
GGAGGGGTAGCGAAGTGGCTAAACGCGGCGGACTGTAAATCCGCTCCTTCGGGTTCGGCA 
GTTCGAATCTGCCCCCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna108-ValGAC (1243656-1243584)  Val (GAC) 73 bp  Sc: 53.67 
CATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna107-ValGAC (1260461-1260389)  Val (GAC) 73 bp  Sc: 61.20 
GATCCCGTAGCTCAGCAGGGAGAGCGCCACCTTGACAGGGTGGAGGTCGTGAGTTCGAGC 
CTCTCCGGGGTCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna20-ValTAC (156190-156265)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna29-ValTAC (246805-246880)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna43-ValTAC (521059-521134)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna57-ValTAC (733167-733242)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna8-ValTAC (87123-87198)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacillus_weihenstephanensis_KBAB4_chr.trna82-ValTAC (4695355-4695280)  Val (TAC) 76 bp  Sc: 97.03 
GGAGGATTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGGCGGTTCGATC 
CCGTCATCCTCCACCA 
>Bacteroides_fragilis_YCH46_chr.trna16-AlaGGC (3713658-3713731)  Ala (GGC) 74 bp  Sc: 62.47 
GGGGGGTTAGCTCATCTGGCTAGAGCGTAACACTGGCAGTGTTAAGGTGATCGGTTCGAG 
TCCGATACTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna26-AlaTGC (5195246-5195173)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna35-AlaTGC (4735486-4735413)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna37-AlaTGC (4676129-4676056)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna42-AlaTGC (4526710-4526637)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna46-AlaTGC (3947586-3947513)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna48-AlaTGC (3143990-3143917)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_fragilis_YCH46_chr.trna56-ArgACG (2780447-2780374)  Arg (ACG) 74 bp  Sc: 54.07 
GGTCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGATCA 
>Bacteroides_fragilis_YCH46_chr.trna58-ArgACG (2780259-2780183)  Arg (ACG) 77 bp  Sc: 54.69 
GGTCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGATCACAA 
>Bacteroides_fragilis_YCH46_chr.trna57-ArgACG (2780355-2780282)  Arg (ACG) 74 bp  Sc: 55.81 
GGCCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGGTCA 
>Bacteroides_fragilis_YCH46_chr.trna43-ArgCCG (4350434-4350360)  Arg (CCG) 75 bp  Sc: 36.35 
GCTCCTGTAGTTCAACGAATAGAATGTAGGTTTCCGGTACCTAAGATAAGGGTTTGATTC 



CCTTCGGGAGTACAA 
>Bacteroides_fragilis_YCH46_chr.trna27-ArgCCT (5081077-5081003)  Arg (CCT) 75 bp  Sc: 51.34 
GGCCCTGTAGTTCAACGGATAGAATAGATGTTTCCTAAACATTAGATAGGGGTTCGATTC 
TCCTCGGGGCTACAA 
>Bacteroides_fragilis_YCH46_chr.trna12-ArgTCT (2609966-2610042)  Arg (TCT) 77 bp  Sc: 76.34 
GGTTCCGTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGTCAAGCGTTCGAA 
TCGCTTCGGAATCACAA 
>Bacteroides_fragilis_YCH46_chr.trna22-AsnGTT (4989982-4990055)  Asn (GTT) 74 bp  Sc: 79.33 
TCTTCCTTAGCTCAGTCGGTTAGAGCATCTGACTGTTAATCAGAGGGTCCTTGGTTCAAG 
TCCAAGAGGAAGAG 
>Bacteroides_fragilis_YCH46_chr.trna23-AsnGTT (4990085-4990161)  Asn (GTT) 77 bp  Sc: 79.94 
TCTTCCTTAGCTCAGTCGGTTAGAGCATCTGACTGTTAATCAGAGGGTCCTTGGTTCAAG 
TCCAAGAGGAAGAGCAA 
>Bacteroides_fragilis_YCH46_chr.trna13-AspGTC (3453440-3453513)  Asp (GTC) 74 bp  Sc: 85.50 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCG 
>Bacteroides_fragilis_YCH46_chr.trna11-AspGTC (2410290-2410366)  Asp (GTC) 77 bp  Sc: 86.11 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCGCGA 
>Bacteroides_fragilis_YCH46_chr.trna14-AspGTC (3453544-3453620)  Asp (GTC) 77 bp  Sc: 86.11 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCGCAA 
>Bacteroides_fragilis_YCH46_chr.trna8-CysGCA (1662518-1662589)  Cys (GCA) 72 bp  Sc: 51.74 
GGTTCCTTGGATGAGTGGCTTAGTCAGCGGTCTGCAAAACCGTGTACGGCGGTTCGAATC 
CGCCAGGAACCT 
>Bacteroides_fragilis_YCH46_chr.trna4-GlnCTG (923978-924051)  Gln (CTG) 74 bp  Sc: 47.13 
TGGGCTATGGTGTAATGGTAACACTACAGATTCTGGTCCTGTCATTTCTGGTTCGAGTCC 
AGATAGCCCAACAA 
>Bacteroides_fragilis_YCH46_chr.trna1-GlnTTG (74043-74113)  Gln (TTG) 71 bp  Sc: 47.95 
TGTCCTATGGTGTAATGGTAGCACAACAGTTTTTGGTTCTGTTTGTCTAAGTTCGAATCT 
TGGTAGGACAA 
>Bacteroides_fragilis_YCH46_chr.trna10-GluCTC (2136722-2136796)  Glu (CTC) 75 bp  Sc: 57.41 
GGTGGGTTCGTCTAACGGTTAGGACACATGCCTCTCACGCATGTAATACGAGTTCGATTC 
TCGTACCCACTACTA 
>Bacteroides_fragilis_YCH46_chr.trna74-GluTTC (331696-331622)  Glu (TTC) 75 bp  Sc: 50.05 
GGCCCGTTCGTCTATCGGTTAGGACGCAAGATTTTCATTCTTGAAAGGGGGGTTCGATTC 
CCCCACGGGCTACAA 
>Bacteroides_fragilis_YCH46_chr.trna55-GlyCCC (2858492-2858417)  Gly (CCC) 76 bp  Sc: 72.47 
GCGGTAGTAGCTCAGTTGGCAGAGCGGCGGCTTCCCAAGCCGCAGGTCACGAGTTCGACC 
CTCGCCTACCGCTCTA 
>Bacteroides_fragilis_YCH46_chr.trna2-GlyGCC (589029-589101)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_fragilis_YCH46_chr.trna49-GlyGCC (2904824-2904752)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_fragilis_YCH46_chr.trna54-GlyGCC (2904274-2904202)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_fragilis_YCH46_chr.trna52-GlyGCC (2904501-2904426)  Gly (GCC) 76 bp  Sc: 85.15 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCTCAA 
>Bacteroides_fragilis_YCH46_chr.trna31-GlyTCC (4795253-4795181)  Gly (TCC) 73 bp  Sc: 68.88 
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC 
CCCGTCTTCCGCT 
>Bacteroides_fragilis_YCH46_chr.trna67-GlyTCC (1157452-1157377)  Gly (TCC) 76 bp  Sc: 69.50 
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC 
CCCGTCTTCCGCTCTA 
>Bacteroides_fragilis_YCH46_chr.trna15-HisGTG (3655080-3655155)  His (GTG) 76 bp  Sc: 69.34 
GTGGCTGTAGTTCAGTTGGTTAGAGCGTCAGATTGTGGTTCTGAATGTCGTGGGTTCGAG 
TCCCATCTGCCACCCA 
>Bacteroides_fragilis_YCH46_chr.trna25-IleGAT (5195351-5195275)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 
>Bacteroides_fragilis_YCH46_chr.trna34-IleGAT (4735591-4735515)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 



>Bacteroides_fragilis_YCH46_chr.trna36-IleGAT (4676234-4676158)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 
>Bacteroides_fragilis_YCH46_chr.trna41-IleGAT (4526815-4526739)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 
>Bacteroides_fragilis_YCH46_chr.trna45-IleGAT (3947691-3947615)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 
>Bacteroides_fragilis_YCH46_chr.trna47-IleGAT (3144095-3144019)  Ile (GAT) 77 bp  Sc: 86.36 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACCA 
>Bacteroides_fragilis_YCH46_chr.trna28-LeuCAA (4919485-4919402)  Leu (CAA) 84 bp  Sc: 50.22 
GCCCAGATGGCGGAATCGGTAGACGCGCTGGTCTCAAACACCAGTGGATTCACTTCCATC 
CCGGTTCGACCCCGGGTCTGGGTA 
>Bacteroides_fragilis_YCH46_chr.trna50-LeuCAG (2904726-2904642)  Leu (CAG) 85 bp  Sc: 51.53 
GCCCAGGTGGCGGAATTGGTAGACGCGCACGTTTCAGGTGCGTGTGTCGAGAGGCATGCA 
GGTTCGAGTCCTGTTCTGGGCACAA 
>Bacteroides_fragilis_YCH46_chr.trna53-LeuCAG (2904363-2904279)  Leu (CAG) 85 bp  Sc: 51.53 
GCCCAGGTGGCGGAATTGGTAGACGCGCACGTTTCAGGTGCGTGTGTCGAGAGGCATGCA 
GGTTCGAGTCCTGTTCTGGGCACTA 
>Bacteroides_fragilis_YCH46_chr.trna51-LeuGAG (2904607-2904524)  Leu (GAG) 84 bp  Sc: 47.76 
GGAGAGGTGGCGGAATTGGTAGACGCGCTACTTTGAGGGGGTAGTGACATTACTGTCGTG 
GGAGTTCGAGTCTCCTTCTCTTCA 
>Bacteroides_fragilis_YCH46_chr.trna3-LeuTAA (589116-589199)  Leu (TAA) 84 bp  Sc: 60.93 
GCTCGAATGGTGGAATGGTAGACACGAAGGACTTAAAATCCTTTGGCCATTGCGGCTGTG 
CGGGTTCAAGTCCCGCTTCGAGTA 
>Bacteroides_fragilis_YCH46_chr.trna73-LeuTAG (473498-473414)  Leu (TAG) 85 bp  Sc: 67.89 
GCGGATGTGGCGTAATTGGTAGCCGCGCCAGACTTAGGATCTGGTGTCTCGCGACGTGTA 
GGTTCGAGTCCTATCATCCGCACAA 
>Bacteroides_fragilis_YCH46_chr.trna61-LysCTT (2663522-2663447)  Lys (CTT) 76 bp  Sc: 81.92 
GCACTCTTAGCTCAGCTGGTAGAGCAATTGACTCTTAATCAATGGGTCCAGGGTTCGAGT 
CCCTGAGGGTGTACAA 
>Bacteroides_fragilis_YCH46_chr.trna62-LysCTT (2660162-2660087)  Lys (CTT) 76 bp  Sc: 81.92 
GCACTCTTAGCTCAGCTGGTAGAGCAATTGACTCTTAATCAATGGGTCCAGGGTTCGAGT 
CCCTGAGGGTGTACAA 
>Bacteroides_fragilis_YCH46_chr.trna63-LysTTT (2330116-2330044)  Lys (TTT) 73 bp  Sc: 70.05 
GATTCGCTAGCTCAGCAGGTAGAGCACAACACTTTTAATGTTGGGGTCCTGGGTTCGAGC 
CCCAGGCGGATCA 
>Bacteroides_fragilis_YCH46_chr.trna69-LysTTT (770262-770190)  Lys (TTT) 73 bp  Sc: 70.05 
GATTCGCTAGCTCAGCAGGTAGAGCACAACACTTTTAATGTTGGGGTCCTGGGTTCGAGC 
CCCAGGCGGATCA 
>Bacteroides_fragilis_YCH46_chr.trna24-MetCAT (5184390-5184463)  Met (CAT) 74 bp  Sc: 73.67 
GGGCTTATAGCTCAGTTGGTTAGAGCAACAGACTCATAATCTGGAGGTCCTAGGTTCAAG 
CCCTAGTTGGCCCA 
>Bacteroides_fragilis_YCH46_chr.trna20-MetCAT (4717266-4717341)  Met (CAT) 76 bp  Sc: 74.39 
CGCGGAGTGGAGCAGTTGGTAGCTCGTTGGGCTCATAACCCAAAGGTCGTCTGTTCGAGT 
CAGGCCTCCGCAACTA 
>Bacteroides_fragilis_YCH46_chr.trna70-MetCAT (695614-695538)  Met (CAT) 77 bp  Sc: 92.99 
GGCGGGATAGCTCAGCTGGTTAGAGCGCATGATTCATAATCATGAGGTCCCCGGTTCAAT 
CCCGGGTCCCGCTACCA 
>Bacteroides_fragilis_YCH46_chr.trna17-PheGAA (3956374-3956446)  Phe (GAA) 73 bp  Sc: 82.07 
GGTGCCATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCCCCGGTTCGATT 
CCTGGTGGCACCA 
>Bacteroides_fragilis_YCH46_chr.trna71-PheGAA (614218-614146)  Phe (GAA) 73 bp  Sc: 82.07 
GGTGCCATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCCCCGGTTCGATT 
CCTGGTGGCACCA 
>Bacteroides_fragilis_YCH46_chr.trna72-ProCGG (614133-614061)  Pro (CGG) 73 bp  Sc: 74.71 
CGGAATGTAGCGCAGTTGGTAGCGCACTACGTTCGGGACGTAGGGGTCGGGCGTTCGAGT 
CGCCTCATTCCGA 
>Bacteroides_fragilis_YCH46_chr.trna68-ProGGG (879366-879289)  Pro (GGG) 78 bp  Sc: 65.93 
CGGGGTGTAGCTCAGCCCGGTTAGAGTACGCGTCTGGGGGGCGTGTGGTCGCTGGTTCGA 
ATCCAGTCACCCCGACTA 
>Bacteroides_fragilis_YCH46_chr.trna60-ProTGG (2726331-2726254)  Pro (TGG) 78 bp  Sc: 81.48 
CGGGGTGTAGCGCAGTCCGGTTAGCGCACCAGCTTTGGGAGCTGGGGGTCGTGGGTTCGA 
ATCCCGCTACCCCGACAA 
>Bacteroides_fragilis_YCH46_chr.trna59-ProTGG (2726442-2726365)  Pro (TGG) 78 bp  Sc: 82.39 



CGGGGTGTAGCGCAGTCCGGTTAGCGCACCTGCTTTGGGAGCAGGGGGTCGTGGGTTCGA 
ATCCCGCTACCCCGACAA 
>Bacteroides_fragilis_YCH46_chr.trna21-SerCGA (4810635-4810722)  Ser (CGA) 88 bp  Sc: 37.65 
GGAAAGATGCCAGAGTGATCGAATGGGCCGGACTCGAAATCCGGTGAACGGCTTGTCCGT 
TCCGTGGGTTTGAATCCCACTCTCTCCG 
>Bacteroides_fragilis_YCH46_chr.trna18-PheGAA (3972876-3972949)  Phe (GAA) 74 bp  Sc: 24.48 
GCGAGGCTTTTAAAGGTCTTGAGAGCAAAGGACTGAAAATCCTTGTGTCCCCGGTTCGAT 
TCCTGGTGGCACCA 
>Bacteroides_fragilis_YCH46_chr.trna9-SerGCT (2136557-2136643)  Ser (GCT) 87 bp  Sc: 59.32 
GGAAGTTTGGGTGAGTGGCTGAAACCACCAGTTTGCTAAACTGACGTACGGGTAACCGTA 
CCGGGGGTTCGAATCCCCCAGCTTCCG 
>Bacteroides_fragilis_YCH46_chr.trna44-SerGGA (4249228-4249141)  Ser (GGA) 88 bp  Sc: 62.11 
GGAGAGATGCTCGAGTGGTTGAAGAGGCACGCCTGGAAAGCGTGTATACGCCAAAAGTGT 
ATCGCGGGTTCGAATCCCGCTCTCTCCG 
>Bacteroides_fragilis_YCH46_chr.trna7-SerTGA (1584834-1584918)  Ser (TGA) 85 bp  Sc: 48.26 
GGAGAGGTGGCAGAGTGGTCGATTGCGGCGGTCTTGAAAACCGTTGTACTGCGAGGTACC 
CGGGGTTCGAATCCCTGTCTCTCCG 
>Bacteroides_fragilis_YCH46_chr.trna6-SerTGA (1506263-1506350)  Ser (TGA) 88 bp  Sc: 48.87 
GGAGAGGTGGCAGAGTGGTCGATTGCGGCGGTCTTGAAAACCGTTGTACTGCGAGGTACC 
CGGGGTTCGAATCCCTGTCTCTCCGCAA 
>Bacteroides_fragilis_YCH46_chr.trna64-ThrCGT (1970190-1970118)  Thr (CGT) 73 bp  Sc: 79.29 
GCCGCTATAGCTCAGTCGGTAGAGCAACGCATTCGTAACGCGTAGGTCGCCAGTTCAAGT 
CTGGCTAGCGGCT 
>Bacteroides_fragilis_YCH46_chr.trna32-ThrGGT (4795170-4795099)  Thr (GGT) 72 bp  Sc: 81.61 
GCTGTTATAGCTCAGTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCCCGGGTTCAAATC 
CCGGTAACAGCT 
>Bacteroides_fragilis_YCH46_chr.trna29-ThrTGT (4795515-4795439)  Thr (TGT) 77 bp  Sc: 73.56 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCTCAA 
>Bacteroides_fragilis_YCH46_chr.trna5-ThrTGT (1422325-1422401)  Thr (TGT) 77 bp  Sc: 73.56 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCTCAA 
>Bacteroides_fragilis_YCH46_chr.trna65-ThrTGT (1691024-1690948)  Thr (TGT) 77 bp  Sc: 73.56 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCTCAA 
>Bacteroides_fragilis_YCH46_chr.trna19-TrpCCA (4095270-4095342)  Trp (CCA) 73 bp  Sc: 80.46 
ACGGGAGTAGCTCAGTTGGTAGAGCACCGGTCTCCAAAACCGGGTGTCGGGAGTTCGAGC 
CTCTCCTCCCGTG 
>Bacteroides_fragilis_YCH46_chr.trna33-TrpCCA (4793810-4793735)  Trp (CCA) 76 bp  Sc: 81.08 
ACGGGAGTAGCTCAGTTGGTAGAGCACCGGTCTCCAAAACCGGGTGTCGGGAGTTCGAGC 
CTCTCCTCCCGTGCTA 
>Bacteroides_fragilis_YCH46_chr.trna66-TyrGTA (1157543-1157458)  Tyr (GTA) 86 bp  Sc: 63.89 
GGGCAAATACCAGAGTGGCCAAATGGGGCAGACTGTAAATCTGCTGTCTTTCGACTTCGG 
TGGTTCGAATCCATCTTTGCCCACAA 
>Bacteroides_fragilis_YCH46_chr.trna30-TyrGTA (4795367-4795282)  Tyr (GTA) 86 bp  Sc: 65.64 
GGGCAAATACCAGAGTGGCCAAATGGGGCAGACTGTAAATCTGCTGGCTTACGCCTTCGG 
TGGTTCGAATCCATCTTTGCCCACAA 
>Bacteroides_fragilis_YCH46_chr.trna39-ValTAC (4590711-4590637)  Val (TAC) 75 bp  Sc: 90.62 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCA 
>Bacteroides_fragilis_YCH46_chr.trna40-ValTAC (4590585-4590511)  Val (TAC) 75 bp  Sc: 90.62 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCA 
>Bacteroides_fragilis_YCH46_chr.trna38-ValTAC (4590815-4590738)  Val (TAC) 78 bp  Sc: 91.24 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna28-AlaGGC (3838191-3838264)  Ala (GGC) 74 bp  Sc: 64.94 
GGGGTATTAGCTCATCTGGCTAGAGCGTTAGACTGGCAGTCTAAAGGTGGCGAGTTCGAG 
TCTCGCATGCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna13-AlaTGC (2097198-2097271)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna15-AlaTGC (2185290-2185363)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna19-AlaTGC (2589478-2589551)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 



TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna42-AlaTGC (4742891-4742818)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna44-AlaTGC (4430229-4430156)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna78-AlaTGC (647594-647521)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna83-AlaTGC (346495-346422)  Ala (TGC) 74 bp  Sc: 84.82 
GGGGGATTAGCTCAGCTGGCTAGAGCATCTGCCTTGCACGCAGAGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna35-ArgACG (4140540-4140616)  Arg (ACG) 77 bp  Sc: 54.69 
GGTCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGATCACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna33-ArgACG (4140343-4140419)  Arg (ACG) 77 bp  Sc: 56.43 
GGCCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGGTCACTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna34-ArgACG (4140446-4140522)  Arg (ACG) 77 bp  Sc: 56.43 
GGCCGCGTAGCTCAACTGAATAGAGTAGCTGACTACGGATCAGCCGGTTACAGGTTTGAA 
TCCTGTCGCGGTCACTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna36-ArgCCG (5109298-5109224)  Arg (CCG) 75 bp  Sc: 52.64 
GCACCCGTAGTTCAATGGATAGAATACCGGATTCCGGTTCCGACGATATGAGTTCGATTC 
TCATCGGGTGTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna7-ArgCCT (1295598-1295672)  Arg (CCT) 75 bp  Sc: 54.54 
GGCCTTGTAGTTCAACGGATAGAATAGAAGTTTCCTAAACTTTAGATAGGGGTTCGATTC 
CCCTCGGGGCTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna8-ArgCCT (1304273-1304347)  Arg (CCT) 75 bp  Sc: 54.54 
GGCCTTGTAGTTCAACGGATAGAATAGAAGTTTCCTAAACTTTAGATAGGGGTTCGATTC 
CCCTCGGGGCTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna26-ArgTCT (3460103-3460176)  Arg (TCT) 74 bp  Sc: 71.16 
GGTTCCGTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGTCTTGCGTTCGAA 
TCGCAACGGAATCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna5-AsnGTT (1133552-1133625)  Asn (GTT) 74 bp  Sc: 79.42 
TCTTCGTTAGCTCAGTCGGTTAGAGCATCTGACTGTTAATCAGAGGGTCCTTGGTTCAAG 
TCCAAGACGAAGAG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna6-AsnGTT (1133651-1133724)  Asn (GTT) 74 bp  Sc: 79.42 
TCTTCGTTAGCTCAGTCGGTTAGAGCATCTGACTGTTAATCAGAGGGTCCTTGGTTCAAG 
TCCAAGACGAAGAG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna27-AspGTC (3770740-3770813)  Asp (GTC) 74 bp  Sc: 85.50 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna40-AspGTC (4751005-4750932)  Asp (GTC) 74 bp  Sc: 85.50 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna38-AspGTC (4751212-4751136)  Asp (GTC) 77 bp  Sc: 86.11 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna39-AspGTC (4751108-4751032)  Asp (GTC) 77 bp  Sc: 86.11 
GGTGCGTTAGTTCAGTTGGTTAGAATACATGCCTGTCACGCATGGGGTCACGGGTTCGAG 
TCCCGTACGCACCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna54-CysGCA (3649745-3649671)  Cys (GCA) 75 bp  Sc: 60.03 
GGTTCCTTGGATGAGTGGCTTAGTCAGCGGTCTGCAAAACCGTGTACGGCGGTTCGAATC 
CGCCAGGAACCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna16-GlnCTG (2499345-2499415)  Gln (CTG) 71 bp  Sc: 53.75 
TGGGATATGGTGTAATGGTAACACAACAGATTCTGGTCCTGTTTTTCCAGGTTCGAATCC 
TGGTATCCCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna9-GlnTTG (1609248-1609318)  Gln (TTG) 71 bp  Sc: 51.46 
TGGACTATGGTGTAATGGTAGCACAACAGGTTTTGGTTCTGTTTGTCCAAGTTCGAATCT 
TGGTAGTCCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna56-GluCTC (3648550-3648475)  Glu (CTC) 76 bp  Sc: 44.64 
GGCGGTATCGTCTAGTGGCCTAGGACGCGGCCCTCTCACGGCTGAAACTCGGGTTCGATT 
CCCGGTTCCGCTACCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna68-GluTTC (1862716-1862642)  Glu (TTC) 75 bp  Sc: 50.05 
GGCCCGTTCGTCTATCGGTTAGGACGCAAGATTTTCATTCTTGAAAGGGGGGTTCGATTC 
CCCCACGGGCTACAA 



>Bacteroides_vulgatus_ATCC_8482_chr.trna63-GluTTC (3129481-3129407)  Glu (TTC) 75 bp  Sc: 57.73 
GGCCCGTTCGTCTATCGGTTAGGACGCAAGATTTTCATTCTTGAAAGGGGGGTTCGATTC 
CCCCACGGGCTACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna30-GlyCCC (3958542-3958639)  Gly (CCC) 98 bp  Sc: 53.14 
GCGGCAGTAGCTCAGTTGGTCACTTTTAATCCGCAGGATTAAAAGGCATCAGCTTCCCAA 
GCTGAGGGTCGCGGGTTCGAATCCCGTTTGCCGCTCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna29-GlyCCC (3943164-3943236)  Gly (CCC) 73 bp  Sc: 76.85 
GCGGCAGTAGCTCAGTTGGTAGAGCATCAGCTTCCCAAGCTGAGGGTCACGAGTTCGAAC 
CTCGCTTGCCGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna59-GlyCCC (3633774-3633700)  Gly (CCC) 75 bp  Sc: 83.20 
GGACGATTAGCTCAGAGGCAGAGCATCAGCTTCCCAAGCTGAGGGTCGCGGGTTCAAGTC 
CCGTATCGTCCACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna45-GlyGCC (4390009-4389937)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna48-GlyGCC (4389685-4389613)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna69-GlyGCC (1160616-1160544)  Gly (GCC) 73 bp  Sc: 84.53 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna50-GlyGCC (4389469-4389394)  Gly (GCC) 76 bp  Sc: 85.15 
GCGGAAATAGCTCAGTTGGTAGAGCATAACCTTGCCAAGGTTAGGGTCGCGAGTTCGAGT 
CTCGTTTTCCGCTCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna73-GlyTCC (1120213-1120141)  Gly (TCC) 73 bp  Sc: 68.88 
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC 
CCCGTCTTCCGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna62-GlyTCC (3328976-3328901)  Gly (TCC) 76 bp  Sc: 69.50 
GCGGAAGTAGCTCAGTTGATAGAGCATTAGCCTTCCAAGCTGAGGGTCGCGGGTTTGAGC 
CCCGTCTTCCGCTCTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna21-HisGTG (2864348-2864424)  His (GTG) 77 bp  Sc: 68.54 
GTGACTATAGTTCAGTCGGTTAGAGCGTCAGATTGTGGTTCTGAATGTCGTGGGTTCGAA 
TCCCACTAGTCACCCCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna12-IleGAT (2097107-2097183)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna14-IleGAT (2185199-2185275)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna18-IleGAT (2589387-2589463)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna41-IleGAT (4742982-4742906)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna43-IleGAT (4430320-4430244)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna77-IleGAT (647685-647609)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna82-IleGAT (346586-346510)  Ile (GAT) 77 bp  Sc: 78.68 
AGTCCTATAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCGGCAGTTCAAC 
TCTGCCTGGGACTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna11-LeuCAA (1916377-1916463)  Leu (CAA) 87 bp  Sc: 50.84 
GCCCAGATGGCGGAATCGGTAGACGCGCTGGTCTCAAACACCAGTGGATTCACTTCCATC 
CCGGTTCGACCCCGGGTCTGGGTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna46-LeuCAG (4389889-4389806)  Leu (CAG) 84 bp  Sc: 52.96 
GCCCAGGTGGCGGAATGGTAGACGCGCACGTTTCAGGTGCGTGTGTCGAGAGACATGCAG 
GTTCGAGTCCTGTTCTGGGCACTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna49-LeuCAG (4389565-4389482)  Leu (CAG) 84 bp  Sc: 56.47 
GCCCAGGTGGCGGAATGGTAGACGCGCACGTTTCAGGTGCGTGTGTCGAGAGGCATGCAG 
GTTCGAGTCCTGTTCTGGGCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna47-LeuGAG (4389785-4389699)  Leu (GAG) 87 bp  Sc: 49.96 
GGAGGAATGGCGGAATTGGTAGACGCGCCACTTTGAGGGGGTGGTGACAATTATGTCGTG 
TGAGTTCGAGTCTCATTTCCTTCACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna70-LeuTAA (1160527-1160440)  Leu (TAA) 88 bp  Sc: 60.87 



GCTCGAATGGTGGAATCGGTAGACACGAGGGACTTAAAATCCCTTGGCCATTGCGGCTGT 
GCGGGTTCAAGTCCCGCTTCGAGTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna1-LeuTAG (325238-325322)  Leu (TAG) 85 bp  Sc: 68.96 
GCGCGTGTGGCGTAATTGGTAGCCGCGCCAGACTTAGGATCTGGTGTCGTGAGACGTGTA 
GGTTCGAGTCCTATCACGCGCACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna52-LysCTT (3881640-3881565)  Lys (CTT) 76 bp  Sc: 81.92 
GCACTCTTAGCTCAGCTGGTAGAGCAATTGACTCTTAATCAATGGGTCCAGGGTTCGAGT 
CCCTGAGGGTGTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna51-LysCTT (3881737-3881662)  Lys (CTT) 76 bp  Sc: 84.08 
GCACTCTTAGCTCAGTTGGTAGAGCAACTGACTCTTAATCAGTGGGTCCAGGGTTCGAAT 
CCCTGAGGGTGTACGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna53-LysCTT (3881547-3881472)  Lys (CTT) 76 bp  Sc: 84.08 
GCACTCTTAGCTCAGTTGGTAGAGCAACTGACTCTTAATCAGTGGGTCCAGGGTTCGAAT 
CCCTGAGGGTGTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna25-LysTTT (3442271-3442343)  Lys (TTT) 73 bp  Sc: 67.31 
GATTCGCTAGCTCAGCAGGTAGAGCACAACACTTTTAATGTTGGGGTCTTGGGTTCGAGC 
CCCAAGCGGATCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna66-LysTTT (2380170-2380095)  Lys (TTT) 76 bp  Sc: 75.61 
GATTCGCTAGCTCAGCAGGTAGAGCACAACACTTTTAATGTTGGGGTCTTGGGTTCGAGC 
CCCAAGCGGATCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna3-MetCAT (559150-559225)  Met (CAT) 76 bp  Sc: 74.39 
CGCGGAGTGGAGCAGTTGGTAGCTCGTTGGGCTCATAACCCAAAGGTCGTCTGTTCGAGT 
CAGGCCTCCGCAACTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna10-MetCAT (1753704-1753780)  Met (CAT) 77 bp  Sc: 74.47 
GGACTTGTAGCTCAGTTGGTTAGAGCAACAGACTCATAATCTGGAGGTCCCTGGTTCAAG 
CCCAGGCTGGTCCACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna84-MetCAT (212472-212396)  Met (CAT) 77 bp  Sc: 82.50 
GGCGGGATAGCTCAGCTGGTTAGAGCGCATGATTCATAATCATGAGGTCCCCAGTTCAAT 
CCTGGGTCCCGCTACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna85-MetCAT (212336-212263)  Met (CAT) 74 bp  Sc: 84.69 
GGCGGGATAGCTCAGCTGGTTAGAGCGCATGATTCATAATCATGAGGTCCCCGGTTCAAT 
CCCGGGTCCCGCTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna4-PheGAA (920578-920653)  Phe (GAA) 76 bp  Sc: 90.36 
GGTGCCATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCCCCGGTTCGATT 
CCTGGTGGCACCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna67-PheGAA (2084844-2084769)  Phe (GAA) 76 bp  Sc: 90.36 
GGTGCCATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCCCCGGTTCGATT 
CCTGGTGGCACCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna76-ProCGG (920397-920325)  Pro (CGG) 73 bp  Sc: 74.71 
CGGAATGTAGCGCAGTTGGTAGCGCACTACGTTCGGGACGTAGGGGTCGGGCGTTCGAGT 
CGCCTCATTCCGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna65-ProGGG (2471235-2471158)  Pro (GGG) 78 bp  Sc: 65.93 
CGGGGTGTAGCTCAGCCCGGTTAGAGTACGCGTCTGGGGGGCGTGTGGTCGCTGGTTCGA 
ATCCAGTCACCCCGACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna31-ProTGG (4005155-4005229)  Pro (TGG) 75 bp  Sc: 81.77 
CGGGGTGTAGCGCAGTCCGGTTAGCGCACCTGCTTTGGGAGCAGGGGGTCGTGGGTTCGA 
ATCCCGCTACCCCGA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna32-ProTGG (4018554-4018627)  Pro (TGG) 74 bp  Sc: 22.00 
GATGATATTAATAAGGTTAGCGCACCTGCTTTGGGAGCAGGGGGTCGTGGGTTCGAATCC 
CGCTACCCCGACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna60-ProTGG (3633243-3633137)  Pro (TGG) 107 bp  Sc: 23.77 
GGAGAAATGGCGGAATAGGCAGACGCACCATTAGATGACAGGAAGGCCAACCTTGGATGT 
GGCGGACCTGGCAACTCATCCCGGTTCGAATCCGGGTTTCTCCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna55-SerGCT (3648992-3648903)  Ser (GCT) 90 bp  Sc: 59.94 
GGAAGTTTGGGTGAGTGGCTGAAACCACCAGTTTGCTAAACTGACGTACGGGTAACCGTA 
CCGGGGGTTCGAATCCCCCAGCTTCCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna22-SerGGA (2907991-2908081)  Ser (GGA) 91 bp  Sc: 58.00 
GGAGAGGTGCTCGAGTGGTTGAAGAGGCACGCCTGGAAAGCGTGTATACCCCAAAAGGGT 
ATCCGGGGTTCGAATCCCCGTCTCTCCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna17-SerGGA (2522607-2522694)  Ser (GGA) 88 bp  Sc: 60.38 
GGAGAGATGCTCGAGTGGTTGAAGAGGCACGCCTGGAAAGCGTGTAAACGCCAAAAGTGT 
TTCGCGGGTTCGAATCCCGCTCTCTCCG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna23-SerTGA (3152477-3152564)  Ser (TGA) 88 bp  Sc: 48.87 
GGAGAGGTGGCAGAGTGGTCGATTGCGGCGGTCTTGAAAACCGTTGTACTGCGAGGTACC 
CGGGGTTCGAATCCCTGTCTCTCCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna20-SerTGA (2710261-2710348)  Ser (TGA) 88 bp  Sc: 50.28 
GGAGAGGTGGCAGAGTGGTCGATTGCGGCGGTCTTGAAAACCGTTGTACCGCGAGGTACC 



CGGGGTTCGAATCCCTGTCTCTCCGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna37-ThrCGT (4945142-4945067)  Thr (CGT) 76 bp  Sc: 86.05 
GCCGAAATGGCTCAGTTGGTAGAGCAATTCATTCGTAATGAATAGGTCCCGGGTTCGAGT 
CCCGGTTTCGGCTCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna74-ThrGGT (1120128-1120057)  Thr (GGT) 72 bp  Sc: 80.28 
GCTGTTATAGCTCAGTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCACGAGTTCAAGTC 
TCGTTAACAGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna2-ThrTGT (501218-501291)  Thr (TGT) 74 bp  Sc: 72.94 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna24-ThrTGT (3345414-3345487)  Thr (TGT) 74 bp  Sc: 72.94 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCT 
>Bacteroides_vulgatus_ATCC_8482_chr.trna71-ThrTGT (1120446-1120370)  Thr (TGT) 77 bp  Sc: 73.56 
GCCTCTTTAGCTCAGTTGGCCAGAGCACGTGATTTGTAATCTCGGGGTCGTTGGTTCGAA 
TCCGACAAGAGGCTCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna64-TrpCCA (2696640-2696565)  Trp (CCA) 76 bp  Sc: 81.08 
ACGGGAGTAGCTCAGTTGGTAGAGCACCGGTCTCCAAAACCGGGTGTCGGGAGTTCGAGC 
CTCTCCTCCCGTGCAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna75-TrpCCA (1118763-1118688)  Trp (CCA) 76 bp  Sc: 81.08 
ACGGGAGTAGCTCAGTTGGTAGAGCACCGGTCTCCAAAACCGGGTGTCGGGAGTTCGAGC 
CTCTCCTCCCGTGCTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna72-TyrGTA (1120329-1120247)  Tyr (GTA) 83 bp  Sc: 63.27 
GGGCAAATACCAGAGTGGCCAAATGGGGCAGACTGTAAATCTGCTGTCTTTCGACTTCGG 
TGGTTCGAATCCATCTTTGCCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna61-TyrGTA (3329068-3328983)  Tyr (GTA) 86 bp  Sc: 63.89 
GGGCAAATACCAGAGTGGCCAAATGGGGCAGACTGTAAATCTGCTGTCTTTCGACTTCGG 
TGGTTCGAATCCATCTTTGCCCACAA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna57-Undet??? (3635321-3635249)  Undet (???) 73 bp  Sc: 50.49 
GGTGATGTAGTTCAGTCAGGCAGAGCACATGGTTCCCATGAGGCCGGCGGTTCGAGTCCG 
CCCGTCACCTCTA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna58-Undet??? (3633924-3633851)  Undet (???) 74 bp  Sc: 67.83 
GCGGATGTAGCTCAGTCAGGCAGAGCGCATGGTTTTCCGTGAGGTCGGCGGTTCGAGTCC 
GCCCGTCCGCACCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna79-ValTAC (587016-586942)  Val (TAC) 75 bp  Sc: 90.62 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCA 
>Bacteroides_vulgatus_ATCC_8482_chr.trna80-ValTAC (586903-586826)  Val (TAC) 78 bp  Sc: 91.24 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCACCG 
>Bacteroides_vulgatus_ATCC_8482_chr.trna81-ValTAC (586788-586711)  Val (TAC) 78 bp  Sc: 91.24 
GGGCGTTTAGCTCAGCTGGTTCAGAGCATCTGCCTTACAAGCAGAGGGTCGGCGGTTCGA 
ATCCGTCAACGCCCACCG 
>Bartonella_bacilliformis_KC583_chr.trna25-AlaGGC (1345411-1345336)  Ala (GGC) 76 bp  Sc: 86.51 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna27-AlaTGC (1111896-1111821)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna3-AlaTGC (253896-253971)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna41-ArgACG (292219-292143)  Arg (ACG) 77 bp  Sc: 89.63 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGGAGTTCGAA 
TCTCTTCGGGTGCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna12-ArgCCG (628819-628895)  Arg (CCG) 77 bp  Sc: 89.22 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGTCACAGATTCGAA 
TTCTGTCGGGTGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna17-ArgTCT (784570-784646)  Arg (TCT) 77 bp  Sc: 94.56 
GGTCCCGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCACAGGTTCGAA 
TCCTGTCGGGATCACCA 
>Bartonella_bacilliformis_KC583_chr.trna36-AsnGTT (695670-695596)  Asn (GTT) 75 bp  Sc: 85.91 
TCCTCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Bartonella_bacilliformis_KC583_chr.trna37-AsnGTT (667917-667843)  Asn (GTT) 75 bp  Sc: 85.91 
TCCTCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 



>Bartonella_bacilliformis_KC583_chr.trna18-AspGTC (789082-789158)  Asp (GTC) 77 bp  Sc: 87.35 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCTGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna14-CysGCA (668105-668178)  Cys (GCA) 74 bp  Sc: 62.66 
GGCCTTGTGGCGGAATGGTTACGCAGAGGACTGCAAATCCTTGTATCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Bartonella_bacilliformis_KC583_chr.trna15-CysGCA (695858-695931)  Cys (GCA) 74 bp  Sc: 62.66 
GGCCTTGTGGCGGAATGGTTACGCAGAGGACTGCAAATCCTTGTATCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Bartonella_bacilliformis_KC583_chr.trna23-GlnCTG (1153813-1153886)  Gln (CTG) 74 bp  Sc: 67.51 
TGGGGAATAGTTTAATGGTAGAACAGCGGACTCTGACTCCGTTAATCTTGGTTCGAATCC 
AGGTTCCCCAGCCA 
>Bartonella_bacilliformis_KC583_chr.trna6-GlnTTG (423255-423329)  Gln (TTG) 75 bp  Sc: 76.64 
TGGGGTATAGCCAAGCGGTAAGGCACCGGTTTTTGGTACCGGCATTCCCTGGTTCGAATC 
CAGGTACCCCAGCCA 
>Bartonella_bacilliformis_KC583_chr.trna35-GluTTC (754788-754714)  Glu (TTC) 75 bp  Sc: 67.99 
GCGCCCATCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Bartonella_bacilliformis_KC583_chr.trna44-GlyGCC (50872-50798)  Gly (GCC) 75 bp  Sc: 87.83 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC 
CCATCGCCCGCTCCA 
>Bartonella_bacilliformis_KC583_chr.trna10-GlyTCC (572451-572524)  Gly (TCC) 74 bp  Sc: 81.40 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Bartonella_bacilliformis_KC583_chr.trna5-HisGTG (282066-282142)  His (GTG) 77 bp  Sc: 84.34 
GCGGTTGTAGCTCAGCTGGTTAGAGCGCTGGTTTGTGGCACCAGAGGTCGTAGGTTCAAA 
TCCCACCAACCGTACCA 
>Bartonella_bacilliformis_KC583_chr.trna2-IleGAT (253697-253773)  Ile (GAT) 77 bp  Sc: 96.25 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna26-IleGAT (1112095-1112019)  Ile (GAT) 77 bp  Sc: 96.25 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna1-LeuCAA (191477-191561)  Leu (CAA) 85 bp  Sc: 73.37 
GCGGGTGTGGTGGAACTGGTAGACGCGCCAGACTCAAAATCTGGTTCCGAGAGGAGTGTC 
GGTTCGAGTCCGACCACCCGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna22-LeuCAG (1088890-1088974)  Leu (CAG) 85 bp  Sc: 65.29 
GCCCAGATGGCGGAATTGGTAGACGCGCAGGTTTCAGGTATCTGTGCTGCGAAGCGTGGA 
GGTTCGAGTCCTCTTCTGGGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna13-LeuGAG (662845-662929)  Leu (GAG) 85 bp  Sc: 66.41 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACTCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna19-LeuTAA (903483-903568)  Leu (TAA) 86 bp  Sc: 72.65 
GCGGACGTGATGAAATTGGTAAACATAGCAGACTTAAAATCTGCCGGTCAAAGACCTTGC 
GGGTTCAAGTCCCGCCGCCCGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna8-LeuTAG (565396-565478)  Leu (TAG) 83 bp  Sc: 70.69 
GCGGGTGTGGCGAAATTGGTAGACGCATCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCACCCGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna20-LysCTT (911355-911430)  Lys (CTT) 76 bp  Sc: 92.83 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTGGGTTCGATC 
CCCTCATCACCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna31-LysTTT (844319-844244)  Lys (TTT) 76 bp  Sc: 97.14 
GAGCGCGTAGCTCAGCTGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Bartonella_bacilliformis_KC583_chr.trna28-MetCAT (1108355-1108279)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_bacilliformis_KC583_chr.trna4-MetCAT (257437-257513)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_bacilliformis_KC583_chr.trna21-MetCAT (1061073-1061149)  Met (CAT) 77 bp  Sc: 86.65 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAA 
TCCCTCCTCCGCTACCA 
>Bartonella_bacilliformis_KC583_chr.trna29-MetCAT (996091-996015)  Met (CAT) 77 bp  Sc: 89.54 
GGGCCTGTAGCTCAATTGGTTAGAGCCAGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna42-PheGAA (260898-260823)  Phe (GAA) 76 bp  Sc: 91.21 



GCCCAGATAGCTCAGTTGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCGTGGTTCGAAT 
CCGCGTCTGGGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna38-ProGGG (631293-631217)  Pro (GGG) 77 bp  Sc: 79.52 
CGGAGCGTAGCGCAGCCTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGTTCCGACCA 
>Bartonella_bacilliformis_KC583_chr.trna16-ProTGG (784065-784141)  Pro (TGG) 77 bp  Sc: 91.02 
CGGAGCGTAGCGCAGTCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Bartonella_bacilliformis_KC583_chr.trna40-SerCGA (298834-298745)  Ser (CGA) 90 bp  Sc: 80.66 
GGAGAGATGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATAGGGGCAACTCTA 
TCGGGGGTTCAAATCCCTCTCTCTCCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna7-SerGCT (454701-454791)  Ser (GCT) 91 bp  Sc: 70.31 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGGGCTCAAAAGGCT 
CTCGAGAGTTCGAATCTCTTCCTCTCCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna30-SerGGA (935519-935430)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna32-SerTGA (835359-835270)  Ser (TGA) 90 bp  Sc: 80.78 
GGAGGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCAGGAGACTGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Bartonella_bacilliformis_KC583_chr.trna24-ThrCGT (1240034-1240109)  Thr (CGT) 76 bp  Sc: 94.45 
GCCGCATTAGCTCAGTCGGTAGAGCACATCATTCGTAATGATGGGGTCGCTGGTTCGAAT 
CCGGCATGCGGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna43-ThrGGT (201897-201823)  Thr (GGT) 75 bp  Sc: 84.84 
GCTGCGGTAGCTCAGTGGCAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna34-ThrTGT (776412-776337)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Bartonella_bacilliformis_KC583_chr.trna11-TrpCCA (573914-573989)  Trp (CCA) 76 bp  Sc: 80.53 
AGGGGTATAGCTCAGTTGGTAGAGCGGCGGTCTCCAAAACCGTAGGTCGCGGGTTCAAAT 
CCTGCTGCCCCTGCCG 
>Bartonella_bacilliformis_KC583_chr.trna9-TyrGTA (572344-572427)  Tyr (GTA) 84 bp  Sc: 74.29 
GGAGGGGTGCCCGAGTGGTTAAAGGGGGCGGACTGTAAATCCGTTGCGTATGCTACGTTG 
GTTCGAATCCAACCCCCTCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna39-ValGAC (629346-629272)  Val (GAC) 75 bp  Sc: 87.15 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGAGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Bartonella_bacilliformis_KC583_chr.trna33-ValTAC (788859-788784)  Val (TAC) 76 bp  Sc: 93.45 
GGGCGATTAGCTCAGCTGGTAGAGCGCCTCGTTTACACCGAGGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Bartonella_quintana_Toulouse_chr.trna1-AlaGGC (121934-122009)  Ala (GGC) 76 bp  Sc: 87.36 
GGGGCTATAGCTCAGTTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Bartonella_quintana_Toulouse_chr.trna20-AlaTGC (1295304-1295229)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_quintana_Toulouse_chr.trna23-AlaTGC (1176590-1176515)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_quintana_Toulouse_chr.trna42-ArgACG (164300-164224)  Arg (ACG) 77 bp  Sc: 89.63 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGGAGTTCGAA 
TCTCTTCGGGTGCGCCA 
>Bartonella_quintana_Toulouse_chr.trna33-ArgCCG (796830-796754)  Arg (CCG) 77 bp  Sc: 89.22 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGTCACAGATTCGAA 
TTCTGTCGGGTGCACCA 
>Bartonella_quintana_Toulouse_chr.trna29-ArgTCT (865164-865088)  Arg (TCT) 77 bp  Sc: 93.05 
GGTCCCGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCACAGGTTCGAA 
TCCTGTCGGGATCGCCA 
>Bartonella_quintana_Toulouse_chr.trna10-AsnGTT (983247-983321)  Asn (GTT) 75 bp  Sc: 90.41 
TCCCCGGTAGCTCAGTGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Bartonella_quintana_Toulouse_chr.trna7-AspGTC (669195-669271)  Asp (GTC) 77 bp  Sc: 87.35 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCTGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Bartonella_quintana_Toulouse_chr.trna27-CysGCA (983061-982988)  Cys (GCA) 74 bp  Sc: 64.93 
GGCCTCGTGGCGGAATGGTTACGCAGAGGACTGCAAATCCTTGTATCCCGGTTCGATTCC 



GGGCGAGGCCTCCA 
>Bartonella_quintana_Toulouse_chr.trna15-GlnCTG (1223802-1223875)  Gln (CTG) 74 bp  Sc: 65.45 
TGGGGAATAGTTTAAGGGTAGAACAACGGACTCTGACTCCGTGAATCTTGGTTCGAATCC 
AGGTTCCCCAGCCA 
>Bartonella_quintana_Toulouse_chr.trna4-GlnTTG (473911-473985)  Gln (TTG) 75 bp  Sc: 76.64 
TGGGGTATAGCCAAGCGGTAAGGCACCGGTTTTTGGTACCGGCATTCCCTGGTTCGAATC 
CAGGTACCCCAGCCA 
>Bartonella_quintana_Toulouse_chr.trna9-GluTTC (921688-921762)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Bartonella_quintana_Toulouse_chr.trna16-GlyGCC (1535763-1535837)  Gly (GCC) 75 bp  Sc: 87.83 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC 
CCATCGCCCGCTCCA 
>Bartonella_quintana_Toulouse_chr.trna31-GlyTCC (855787-855714)  Gly (TCC) 74 bp  Sc: 81.40 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Bartonella_quintana_Toulouse_chr.trna3-HisGTG (360936-361012)  His (GTG) 77 bp  Sc: 86.32 
GCGGTTGTAGCTCAGTTGGTTAGAGCGCTGGTTTGTGGCACCAGAGGTCGTAGGTTCGAA 
TCCCACCAACCGTACCA 
>Bartonella_quintana_Toulouse_chr.trna19-IleGAT (1295645-1295569)  Ile (GAT) 77 bp  Sc: 95.39 
GGGCTTGTAGCTCAGCTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_quintana_Toulouse_chr.trna22-IleGAT (1176931-1176855)  Ile (GAT) 77 bp  Sc: 95.39 
GGGCTTGTAGCTCAGCTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_quintana_Toulouse_chr.trna17-LeuCAA (1367920-1367836)  Leu (CAA) 85 bp  Sc: 73.37 
GCGGGTGTGGTGGAACTGGTAGACGCGCCAGACTCAAAATCTGGTTCCGAGAGGAGTGTC 
GGTTCGAGTCCGACCACCCGCACCA 
>Bartonella_quintana_Toulouse_chr.trna14-LeuCAG (1160971-1161055)  Leu (CAG) 85 bp  Sc: 70.84 
GCCCAGATGGCGGAATTGGTAGACGCGCAGGTTTCAGGTACCTGTGCCGTAAGGCGTGGA 
GGTTCGAGTCCTCTTTTGGGCACCA 
>Bartonella_quintana_Toulouse_chr.trna6-LeuGAG (665057-665141)  Leu (GAG) 85 bp  Sc: 61.85 
GCGGTCGTGGCGGAAGTGGTAGACGTGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Bartonella_quintana_Toulouse_chr.trna11-LeuTAA (985365-985450)  Leu (TAA) 86 bp  Sc: 74.47 
GCGGATGTGATGAAATCGGTAAACATAGCAGACTTAAAATCTGCCGGTCTAAGACCTTGC 
GGGTTCAAGTCCCGCCGTCCGCACCA 
>Bartonella_quintana_Toulouse_chr.trna5-LeuTAG (620443-620525)  Leu (TAG) 83 bp  Sc: 72.86 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACTGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Bartonella_quintana_Toulouse_chr.trna12-LysCTT (999088-999163)  Lys (CTT) 76 bp  Sc: 93.11 
GGGTGATTAGCTCAGTCGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTGGGTTCGATT 
CCCTCATCACCCACCA 
>Bartonella_quintana_Toulouse_chr.trna34-LysTTT (729960-729885)  Lys (TTT) 76 bp  Sc: 96.01 
GAGCGCGTAGCTCAGCTGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCAAAT 
CCCTGCGCGCTCACCA 
>Bartonella_quintana_Toulouse_chr.trna21-MetCAT (1291713-1291637)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_quintana_Toulouse_chr.trna24-MetCAT (1172999-1172923)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_quintana_Toulouse_chr.trna13-MetCAT (1129906-1129982)  Met (CAT) 77 bp  Sc: 85.53 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCAAA 
TCCCTCCTCCGCTACCA 
>Bartonella_quintana_Toulouse_chr.trna26-MetCAT (1072651-1072575)  Met (CAT) 77 bp  Sc: 89.54 
GGGCCTGTAGCTCAATTGGTTAGAGCCAGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Bartonella_quintana_Toulouse_chr.trna39-PheGAA (344708-344633)  Phe (GAA) 76 bp  Sc: 91.21 
GCCCAGATAGCTCAGTTGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCGTGGTTCGAAT 
CCGCGTCTGGGCACCA 
>Bartonella_quintana_Toulouse_chr.trna36-ProGGG (630460-630384)  Pro (GGG) 77 bp  Sc: 82.24 
CGGAGCGTAGCGCAGCCTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGACCA 
>Bartonella_quintana_Toulouse_chr.trna28-ProTGG (865673-865597)  Pro (TGG) 77 bp  Sc: 90.17 
CGGAGCGTAGCGCAGCCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 



>Bartonella_quintana_Toulouse_chr.trna41-SerCGA (170943-170854)  Ser (CGA) 90 bp  Sc: 80.66 
GGAGAGATGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATAGGGGCAACTCTA 
TCGGGGGTTCAAATCCCTCTCTCTCCGCCA 
>Bartonella_quintana_Toulouse_chr.trna25-SerGCT (1164015-1163925)  Ser (GCT) 91 bp  Sc: 70.31 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGGGCTCAAAAGGCT 
CTCGAGAGTTCGAATCTCTTCCTCTCCGCCA 
>Bartonella_quintana_Toulouse_chr.trna2-SerGGA (176397-176486)  Ser (GGA) 90 bp  Sc: 74.44 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATATAGGAAACTATA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Bartonella_quintana_Toulouse_chr.trna38-SerTGA (622670-622581)  Ser (TGA) 90 bp  Sc: 73.81 
GGATGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCAGGAGACTGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Bartonella_quintana_Toulouse_chr.trna40-ThrCGT (336370-336295)  Thr (CGT) 76 bp  Sc: 86.50 
GCCGCATTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCTGGTTCGAAC 
CCGGCATGCGGCACCG 
>Bartonella_quintana_Toulouse_chr.trna18-ThrGGT (1342282-1342208)  Thr (GGT) 75 bp  Sc: 84.84 
GCTGCGGTAGCTCAGTGGCAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Bartonella_quintana_Toulouse_chr.trna8-ThrTGT (770509-770584)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Bartonella_quintana_Toulouse_chr.trna32-TrpCCA (854293-854218)  Trp (CCA) 76 bp  Sc: 86.54 
AGGGGTATAGCTCAGTTGGTAGAGCGGCGGTCTCCAAAACCGCAGGTCGCGGGTTCAAGC 
CCTGCTGCCCCTGCCA 
>Bartonella_quintana_Toulouse_chr.trna30-TyrGTA (855900-855817)  Tyr (GTA) 84 bp  Sc: 74.29 
GGAGGGGTGCCCGAGTGGTTAAAGGGGGCGGACTGTAAATCCGTTGCGTATGCTACGTTG 
GTTCGAATCCAACCCCCTCCACCA 
>Bartonella_quintana_Toulouse_chr.trna37-ValGAC (627358-627284)  Val (GAC) 75 bp  Sc: 87.84 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCGATCC 
CTGTCACGCCCACCA 
>Bartonella_quintana_Toulouse_chr.trna35-ValTAC (669021-668946)  Val (TAC) 76 bp  Sc: 92.14 
GGGCGATTAGCTCAGCTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna42-AlaGGC (102580-102505)  Ala (GGC) 76 bp  Sc: 86.51 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna24-AlaTGC (2060928-2060853)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna28-AlaTGC (1854531-1854456)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna41-ArgACG (178038-177962)  Arg (ACG) 77 bp  Sc: 89.63 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGGAGTTCGAA 
TCTCTTCGGGTGCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna8-ArgCCG (1009656-1009732)  Arg (CCG) 77 bp  Sc: 89.22 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGTCACAGATTCGAA 
TTCTGTCGGGTGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna34-ArgTCT (1426041-1425965)  Arg (TCT) 77 bp  Sc: 94.56 
GGTCCCGTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCACAGGTTCGAA 
TCCTGTCGGGATCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna15-AsnGTT (1625105-1625179)  Asn (GTT) 75 bp  Sc: 89.56 
TCCCCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna36-AspGTC (1305738-1305662)  Asp (GTC) 77 bp  Sc: 89.12 
GCGAGTGTAGCTCAGTTGGTTAGAGTGCTGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna32-CysGCA (1624918-1624845)  Cys (GCA) 74 bp  Sc: 62.66 
GGCCTTGTGGCGGAATGGTTACGCAGAGGACTGCAAATCCTTGTATCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna18-GlnCTG (1932867-1932940)  Gln (CTG) 74 bp  Sc: 68.42 
TGGGGAATAGTTTAATGGTAGAACAGCGGACTCTGACTCCGTCAATCTTGGTTCGAATCC 
AAGTTCCCCAGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna3-GlnTTG (723322-723396)  Gln (TTG) 75 bp  Sc: 76.64 
TGGGGTATAGCCAAGCGGTAAGGCACCGGTTTTTGGTACCGGCATTCCCTGGTTCGAATC 
CAGGTACCCCAGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna14-GluTTC (1481765-1481839)  Glu (TTC) 75 bp  Sc: 67.99 



GCGCCCATCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna21-GlyGCC (2530958-2531032)  Gly (GCC) 75 bp  Sc: 87.83 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGGGTTCGAATC 
CCATCGCCCGCTCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna6-GlyTCC (949166-949239)  Gly (TCC) 74 bp  Sc: 81.40 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATATGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna2-HisGTG (604758-604834)  His (GTG) 77 bp  Sc: 85.20 
GCGGTTGTAGCTCAGTTGGTTAGAGCGCTGGTTTGTGGCACCAGAGGTCGTAGGTTCAAA 
TCCCACCAACCGTACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna23-IleGAT (2061326-2061250)  Ile (GAT) 77 bp  Sc: 96.25 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna27-IleGAT (1854929-1854853)  Ile (GAT) 77 bp  Sc: 96.25 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna22-LeuCAA (2277078-2276994)  Leu (CAA) 85 bp  Sc: 76.87 
GCGGGTGTGGTGGAACTGGTAGACGCGCCAGACTCAAAATCTGGTTCCGAAAGGAGTGTC 
GGTTCGAGTCCGACCACCCGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna19-LeuCAG (2018302-2018386)  Leu (CAG) 85 bp  Sc: 71.46 
GCCCAGATGGCGGAATTGGTAGACGCGCAGGTTTCAGGTACCTGTGCCGCAAGGCGTGGA 
GGTTCGAGTCCTCTTCCGGGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna35-LeuGAG (1385101-1385017)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna16-LeuTAA (1630267-1630352)  Leu (TAA) 86 bp  Sc: 73.08 
GCGGACGTGATGAAAACGGTAAACATAGCAGACTTAAAATCTGCCGGTCGAAGACCTTGC 
GGGTTCAAGTCCCGCCGTCCGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna4-LeuTAG (941712-941794)  Leu (TAG) 83 bp  Sc: 74.64 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna31-LysCTT (1641520-1641445)  Lys (CTT) 76 bp  Sc: 90.73 
GGGTGATTAGCTCAGTCGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTGGGTTCGATC 
CCCTCATCACCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna9-LysTTT (1235938-1236013)  Lys (TTT) 76 bp  Sc: 97.14 
GAGCGCGTAGCTCAGCTGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna17-MetCAT (1758516-1758592)  Met (CAT) 77 bp  Sc: 81.69 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCAAA 
TCCCTCCTTCGCTACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna25-MetCAT (2057411-2057335)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna29-MetCAT (1851014-1850938)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna30-MetCAT (1725700-1725624)  Met (CAT) 77 bp  Sc: 89.54 
GGGCCTGTAGCTCAATTGGTTAGAGCCAGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna38-PheGAA (586990-586915)  Phe (GAA) 76 bp  Sc: 87.70 
GCCCAGATAGCTCAGTAGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCGTGGTTCGAAT 
CCGCGTCTGGGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna12-ProGGG (1420725-1420801)  Pro (GGG) 77 bp  Sc: 84.33 
CGGAGCGTAGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna33-ProTGG (1426559-1426483)  Pro (TGG) 77 bp  Sc: 89.64 
CGGAGCGTAGCGCAGCCTGGTAGCGCGCCTGATTTGGGATCAGGGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna40-SerCGA (184929-184840)  Ser (CGA) 90 bp  Sc: 76.12 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATAGGGGTGACTCTA 
TCGAGGGTTCAAATCCCTCTCTCTCCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna26-SerGCT (2025419-2025329)  Ser (GCT) 91 bp  Sc: 70.31 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGGGCTCAAAAGGCT 
CTCGAGAGTTCGAATCTCTTCCTCTCCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna1-SerGGA (190497-190586)  Ser (GGA) 90 bp  Sc: 76.03 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATATGGGAAACCATA 



TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna11-SerTGA (1307069-1307158)  Ser (TGA) 90 bp  Sc: 80.78 
GGAGGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCAGGAGACTGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna39-ThrCGT (423186-423111)  Thr (CGT) 76 bp  Sc: 96.55 
GCCGCATTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCTGGTTCGAAT 
CCGGCATGCGGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna20-ThrGGT (2158311-2158385)  Thr (GGT) 75 bp  Sc: 86.73 
GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna37-ThrTGT (1191859-1191784)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna7-TrpCCA (950644-950719)  Trp (CCA) 76 bp  Sc: 88.91 
AGGGGTATAGCTCAGTTGGTAGAGCGGCGGTCTCCAAAACCGCAGGTCGCGGGTTCAAGT 
CCTGCTGCCCCTGCCA 
>Bartonella_tribocorum_CIP_105476_chr.trna5-TyrGTA (949051-949134)  Tyr (GTA) 84 bp  Sc: 74.29 
GGAGGGGTGCCCGAGTGGTTAAAGGGGGCGGACTGTAAATCCGTTGCGTATGCTACGTTG 
GTTCGAATCCAACCCCCTCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna13-ValGAC (1423970-1424044)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Bartonella_tribocorum_CIP_105476_chr.trna10-ValTAC (1305918-1305993)  Val (TAC) 76 bp  Sc: 93.45 
GGGCGATTAGCTCAGCTGGTAGAGCGCCTCGTTTACACCGAGGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Brachypodium_distachyon_chr4.trna90-AlaAGC (15207225-15207153)  Ala (AGC) 73 bp  Sc: 57.37 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGTGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna120-AlaAGC (61989288-61989216)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna159-AlaAGC (15937200-15937128)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna56-AlaAGC (46913635-46913707)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna57-AlaAGC (46920993-46921065)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna83-AlaAGC (63855207-63855279)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna131-AlaAGC (1139589-1139517)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna42-AlaAGC (43981410-43981482)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna20-AlaAGC (15151867-15151939)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna48-AlaAGC (46553572-46553644)  Ala (AGC) 73 bp  Sc: 64.02 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGCACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna18-AlaAGC (4590279-4590351)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna55-AlaAGC (46901642-46901714)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna77-AlaAGC (60974559-60974631)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr2.trna80-AlaAGC (56635004-56634932)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 



>Brachypodium_distachyon_chr3.trna32-AlaAGC (37543514-37543586)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna91-AlaAGC (31494715-31494643)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna65-AlaAGC (41853058-41852986)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna91-AlaAGC (14430576-14430504)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr5.trna8-AlaAGC (9795827-9795899)  Ala (AGC) 73 bp  Sc: 68.12 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna119-AlaCGC (63261119-63261047)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr1.trna27-AlaCGC (13804012-13804084)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr3.trna120-AlaCGC (11514917-11514845)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr3.trna132-AlaCGC (967505-967433)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr5.trna33-AlaCGC (26907234-26907162)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr5.trna41-AlaCGC (23991988-23991916)  Ala (CGC) 73 bp  Sc: 65.14 
GGGGGTGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCACCTCCA 
>Brachypodium_distachyon_chr3.trna37-AlaCGC (40013896-40013968)  Ala (CGC) 73 bp  Sc: 65.78 
GGGGACGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCGTCTCCA 
>Brachypodium_distachyon_chr3.trna49-AlaCGC (48122984-48123056)  Ala (CGC) 73 bp  Sc: 65.78 
GGGGACGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCGTCTCCA 
>Brachypodium_distachyon_chr3.trna63-AlaCGC (59117222-59117150)  Ala (CGC) 73 bp  Sc: 65.78 
GGGGACGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCGTCTCCA 
>Brachypodium_distachyon_chr4.trna39-AlaCGC (36876269-36876341)  Ala (CGC) 73 bp  Sc: 65.78 
GGGGACGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCGTCTCCA 
>Brachypodium_distachyon_chr5.trna53-AlaCGC (14649994-14649922)  Ala (CGC) 73 bp  Sc: 65.78 
GGGGACGTAGCTCATATGGTAGAGCGCTCGCTTCGCATGCGAGAGGCACGGGGTTCGATT 
CCCCGCGTCTCCA 
>Brachypodium_distachyon_chr4.trna17-AlaTGC (14646954-14647026)  Ala (TGC) 73 bp  Sc: 30.80 
GGGGATGTAGCTCAATTGGTAGAGTGAATGTCCTGCTTTCATTAGGTATAGGGTTCAATT 
CTTCGCATCTCCT 
>Brachypodium_distachyon_chr4.trna25-AlaTGC (26001278-26001350)  Ala (TGC) 73 bp  Sc: 31.06 
GGGGATGTAGCTCAATTGGTAGAGTACAAAGTATGCTTCTTTGAGGTATGGGGTTTGATT 
CCTCGCGTCTCCA 
>Brachypodium_distachyon_chr4.trna114-AlaTGC (401874-401803)  Ala (TGC) 72 bp  Sc: 43.53 
GCGGATGTAGCTCAAATGGTAGAGCGCTCACTTTGCATGCGAGAGGCACTGGGTTCGATC 
CCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna57-AlaTGC (45002307-45002235)  Ala (TGC) 73 bp  Sc: 66.06 
GGGGATGTAGCTCAAATGGTAGAGCGCCCGCTTTGCATGCGGGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna78-AlaTGC (31514755-31514683)  Ala (TGC) 73 bp  Sc: 66.06 
GGGGATGTAGCTCAAATGGTAGAGCGCCCGCTTTGCATGCGGGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr2.trna98-AlaTGC (39835351-39835279)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna30-AlaTGC (36427064-36427136)  Ala (TGC) 73 bp  Sc: 66.31 



GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna55-AlaTGC (50982203-50982275)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr3.trna78-AlaTGC (47790217-47790145)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna49-AlaTGC (47450861-47450933)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr5.trna21-AlaTGC (19709538-19709610)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr5.trna55-AlaTGC (14079477-14079405)  Ala (TGC) 73 bp  Sc: 66.31 
GGGGATGTAGCTCAAATGGTAGAGCGCTCGCTTTGCATGCGAGAGGCACGGGGTTCGATC 
CCCCGCATCTCCA 
>Brachypodium_distachyon_chr4.trna19-ArgACG (14650211-14650282)  Arg (ACG) 72 bp  Sc: 23.11 
GGGGATGTAGCTCAATTGGTAGAGCAATCGCAACGCTTGTGTTAGGTTCGGGGTTTGATT 
CCTCCATCTCCA 
>Brachypodium_distachyon_scaffold_6.trna25-ArgACG (124545-124474)  Arg (ACG) 72 bp  Sc: 52.32 
GGCCTGTAGCTCAGAGGATTAGAGCACGTGGCTACGAACCACGGTGTCGGGGGTTCGAAT 
CCCTCCTCGCCA 
>Brachypodium_distachyon_chr2.trna97-ArgACG (42002717-42002644)  Arg (ACG) 74 bp  Sc: 61.16 
GGGCCTGTAGCTCAGAGGATTAGAGCACGTGGCTACGAACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTCGCCCA 
>Brachypodium_distachyon_chr4.trna9-ArgACG (7037102-7037175)  Arg (ACG) 74 bp  Sc: 61.16 
GGGCCTGTAGCTCAGAGGATTAGAGCACGTGGCTACGAACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTCGCCCA 
>Brachypodium_distachyon_scaffold_6.trna5-ArgACG (106887-106960)  Arg (ACG) 74 bp  Sc: 61.16 
GGGCCTGTAGCTCAGAGGATTAGAGCACGTGGCTACGAACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTCGCCCA 
>Brachypodium_distachyon_chr1.trna105-ArgACG (69699692-69699620)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr1.trna167-ArgACG (5798492-5798420)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr1.trna17-ArgACG (4579162-4579234)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr2.trna127-ArgACG (5125576-5125504)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr2.trna17-ArgACG (14465396-14465468)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr2.trna24-ArgACG (17439705-17439777)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr2.trna48-ArgACG (46368365-46368437)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr2.trna54-ArgACG (49964187-49964259)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr4.trna108-ArgACG (3066089-3066017)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr5.trna1-ArgACG (385423-385495)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr5.trna17-ArgACG (15581039-15581111)  Arg (ACG) 73 bp  Sc: 74.06 
GACTCCGTGGCCCAATGGATAAGGCGCTGGTCTACGGAACCAGAGATTCTGGGTTCGATC 
CCCAGCGGAGTCG 
>Brachypodium_distachyon_chr3.trna82-ArgCCG (44162787-44162715)  Arg (CCG) 73 bp  Sc: 67.58 
GATCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTCTGGGTTCGAGT 



CCCAGCGTGGTCG 
>Brachypodium_distachyon_chr1.trna147-ArgCCG (28072547-28072475)  Arg (CCG) 73 bp  Sc: 71.52 
GGTCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTCTGGGTTCGAGT 
CCCAGCGTGATCG 
>Brachypodium_distachyon_chr2.trna89-ArgCCG (50732740-50732668)  Arg (CCG) 73 bp  Sc: 72.32 
GACCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTCTGGGTTCGAGT 
CCCAGCGTGGTCG 
>Brachypodium_distachyon_chr4.trna44-ArgCCG (43297813-43297885)  Arg (CCG) 73 bp  Sc: 72.32 
GACCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTCTGGGTTCGAGT 
CCCAGCGTGGTCG 
>Brachypodium_distachyon_chr4.trna61-ArgCCG (43199399-43199327)  Arg (CCG) 73 bp  Sc: 72.32 
GACCGCGTGGCCTAATGGATAAGGCGCTCGCCTCCGGAGCGGGAGATTCTGGGTTCGAGT 
CCCAGCGTGGTCG 
>Brachypodium_distachyon_chr2.trna61-ArgCCG (53419344-53419416)  Arg (CCG) 73 bp  Sc: 72.55 
GATCATATAGCGAAGTGGATATCGCGTTAGATTCCGAATCTATAGGTCGTGGGTTCGAAT 
CCCACTATGATCA 
>Brachypodium_distachyon_chr1.trna21-ArgCCT (7415979-7416051)  Arg (CCT) 73 bp  Sc: 70.66 
GCGCTTGTAGCTCAGCGGATAGAGCATTTGTTTCCTAAACAAAAAGTCGAAGGTTCGATC 
CCTTCCTAGCGCA 
>Brachypodium_distachyon_chr1.trna166-ArgCCT (6010907-6010835)  Arg (CCT) 73 bp  Sc: 72.16 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGCCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr3.trna107-ArgCCT (22890191-22890119)  Arg (CCT) 73 bp  Sc: 72.16 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGCCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr4.trna2-ArgCCT (510874-510946)  Arg (CCT) 73 bp  Sc: 72.16 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAGGCCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr1.trna23-ArgCCT (9682917-9682989)  Arg (CCT) 73 bp  Sc: 72.36 
GCGCCTGTAGCTCAGTGGATAGAGCGTCCGTTTCCTAAGCGGAAGGCCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr1.trna111-ArgCCT (67536386-67536314)  Arg (CCT) 73 bp  Sc: 72.63 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAAGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr2.trna16-ArgCCT (13630974-13631046)  Arg (CCT) 73 bp  Sc: 72.63 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAAGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr2.trna37-ArgCCT (25503480-25503552)  Arg (CCT) 73 bp  Sc: 72.63 
GCGCCTGTAGCTCAGTGGATAGAGCGTCTGTTTCCTAAGCAGAAAGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr3.trna108-ArgCCT (20546990-20546918)  Arg (CCT) 73 bp  Sc: 76.45 
GCGCCTGTAGCTCAGTGGATAGAGCGTCCGTTTCCTAAGCGGAAGGTCGTAGGTTCGACC 
CCTACCTGGCGCG 
>Brachypodium_distachyon_chr2.trna114-ArgGCG (16637404-16637333)  Arg (GCG) 72 bp  Sc: 27.18 
GGGGATGTAGCTAATTGGTAGAGCAAACGCAGCGCTTGTGTCAGGTACGGGGTTCAATTC 
CTCGCATCTCCA 
>Brachypodium_distachyon_chr1.trna115-ArgTCG (65079478-65079405)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Brachypodium_distachyon_chr1.trna25-ArgTCG (13339445-13339518)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Brachypodium_distachyon_chr2.trna43-ArgTCG (34812136-34812209)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Brachypodium_distachyon_chr2.trna46-ArgTCG (37819368-37819441)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Brachypodium_distachyon_chr2.trna73-ArgTCG (59188324-59188397)  Arg (TCG) 74 bp  Sc: 81.86 
GACCGCATAGCGCAGTGGATTAGCGCGTCTGACTTCGGATCAGAAGGTCGTGGGTTCGAC 
TCCCACTGTGGTCG 
>Brachypodium_distachyon_chr4.trna100-ArgTCT (7034934-7034864)  Arg (TCT) 71 bp  Sc: 39.92 
GCGTCCATTGTCTAATGGATAGGACAGAGGTCTTCTAAACCTTTGGTATAGGTTCAAATC 
CTATTGATTTA 
>Brachypodium_distachyon_chr3.trna15-ArgTCT (16309909-16309980)  Arg (TCT) 72 bp  Sc: 59.70 
GCGTCCATTGTCTAATGGATAGGACAGAGGTCTTCTAAACCTTTGGTATAGGTTCAAATC 
CTGTTGGACGCA 



>Brachypodium_distachyon_chr3.trna111-ArgTCT (17523513-17523441)  Arg (TCT) 73 bp  Sc: 70.00 
GCGCCCATGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGGCGATTGTGGGTTCGAGT 
CCCACTGGGCGTG 
>Brachypodium_distachyon_chr3.trna14-ArgTCT (15122101-15122173)  Arg (TCT) 73 bp  Sc: 70.00 
GCGCCCATGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGGCGATTGTGGGTTCGAGT 
CCCACTGGGCGTG 
>Brachypodium_distachyon_chr4.trna43-ArgTCT (42821868-42821940)  Arg (TCT) 73 bp  Sc: 70.00 
GCGCCCATGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGGCGATTGTGGGTTCGAGT 
CCCACTGGGCGTG 
>Brachypodium_distachyon_chr2.trna78-ArgTCT (58536954-58536882)  Arg (TCT) 73 bp  Sc: 70.40 
GCGCCCGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGGCGATTGTGGGTTCGAGT 
CCCACCGGGCGTG 
>Brachypodium_distachyon_chr3.trna10-ArgTCT (11745707-11745779)  Arg (TCT) 73 bp  Sc: 70.45 
GCGCTCGTGGCCTAATGGATAAGGCATTTGACTTCTAATCAAAGGATTGTGGGTTCGAGT 
CCCACCGAGCGTG 
>Brachypodium_distachyon_chr4.trna82-ArgTCT (28744617-28744545)  Arg (TCT) 73 bp  Sc: 70.66 
GCGCCCGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAGCGATTGTGGGTTCGAGT 
CCCACCGGGCGTG 
>Brachypodium_distachyon_chr4.trna56-ArgTCT (45400635-45400563)  Arg (TCT) 73 bp  Sc: 72.36 
GCGCCTGTGGCCTAATGGATAAGGCGTTTGACTTCTAATCAAACGATTGTGGGTTCGAGT 
CCCACCAGGCGTG 
>Brachypodium_distachyon_chr2.trna39-AsnGTT (27777640-27777711)  Asn (GTT) 72 bp  Sc: 51.20 
TCCTCGGTAGCTCACTGGTAGAGCGGTCTATTGTTAACTGACTGGTCGTAGGTTCGAATC 
CTACTTGGAGAG 
>Brachypodium_distachyon_scaffold_6.trna6-AsnGTT (124147-124217)  Asn (GTT) 71 bp  Sc: 63.35 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACTGACTGGTCGTAGTTCGAATCC 
TACTTGGGGAG 
>Brachypodium_distachyon_chr1.trna89-AsnGTT (73156645-73156718)  Asn (GTT) 74 bp  Sc: 75.83 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr1.trna91-AsnGTT (74089196-74089269)  Asn (GTT) 74 bp  Sc: 75.83 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr2.trna23-AsnGTT (17212759-17212832)  Asn (GTT) 74 bp  Sc: 75.83 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr2.trna45-AsnGTT (36712861-36712934)  Asn (GTT) 74 bp  Sc: 75.83 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr3.trna93-AsnGTT (30227304-30227231)  Asn (GTT) 74 bp  Sc: 75.83 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr3.trna21-AsnGTT (28276041-28276112)  Asn (GTT) 72 bp  Sc: 77.16 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACTGACTGGTCGTAGGTTCGAATC 
CTACTTGGGGAG 
>Brachypodium_distachyon_scaffold_6.trna2-AsnGTT (40188-40259)  Asn (GTT) 72 bp  Sc: 77.16 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACTGACTGGTCGTAGGTTCGAATC 
CTACTTGGGGAG 
>Brachypodium_distachyon_scaffold_6.trna27-AsnGTT (107291-107220)  Asn (GTT) 72 bp  Sc: 77.16 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACTGACTGGTCGTAGGTTCGAATC 
CTACTTGGGGAG 
>Brachypodium_distachyon_chr1.trna33-AsnGTT (17870882-17870955)  Asn (GTT) 74 bp  Sc: 77.57 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr2.trna100-AsnGTT (34996655-34996582)  Asn (GTT) 74 bp  Sc: 77.57 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr2.trna38-AsnGTT (26257764-26257837)  Asn (GTT) 74 bp  Sc: 77.57 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr4.trna69-AsnGTT (40357031-40356958)  Asn (GTT) 74 bp  Sc: 77.57 
GCTGGAATAGCTCAGTTGGCCAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCGAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr1.trna122-AsnGTT (61760521-61760448)  Asn (GTT) 74 bp  Sc: 81.83 
GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr5.trna12-AsnGTT (12050936-12051009)  Asn (GTT) 74 bp  Sc: 81.83 



GCTGGAATAGCTCAGTTGGTTAGAGCGTGTGGCTGTTAACCACAAGGTCGGAGGTTCAAG 
CCCTCCTTCTAGCG 
>Brachypodium_distachyon_chr2.trna125-AspGTC (6913871-6913798)  Asp (GTC) 74 bp  Sc: 51.70 
GTGATTGTAGCTCAATTGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCTGGCCAGTCCCA 
>Brachypodium_distachyon_chr1.trna51-AspGTC (35763915-35763988)  Asp (GTC) 74 bp  Sc: 61.37 
GGGATTGTAGTTCAATTGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Brachypodium_distachyon_chr1.trna68-AspGTC (55191976-55192049)  Asp (GTC) 74 bp  Sc: 61.37 
GGGATTGTAGTTCAATTGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Brachypodium_distachyon_chr3.trna102-AspGTC (28292859-28292786)  Asp (GTC) 74 bp  Sc: 61.37 
GGGATTGTAGTTCAATTGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Brachypodium_distachyon_chr1.trna139-AspGTC (47379825-47379754)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna162-AspGTC (12063211-12063140)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna32-AspGTC (17689894-17689965)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna58-AspGTC (48912751-48912822)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna60-AspGTC (50222028-50222099)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna73-AspGTC (58370791-58370862)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr1.trna87-AspGTC (69705565-69705636)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna111-AspGTC (18137381-18137310)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna117-AspGTC (15346531-15346460)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna118-AspGTC (15345496-15345425)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna129-AspGTC (3214977-3214906)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna25-AspGTC (17694575-17694646)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna26-AspGTC (17721420-17721491)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna3-AspGTC (1977258-1977329)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna57-AspGTC (50722739-50722810)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna88-AspGTC (51403877-51403806)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr2.trna92-AspGTC (49271200-49271129)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_chr3.trna88-AspGTC (37178844-37178773)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 



CCGGCAACGGCG 
>Brachypodium_distachyon_chr4.trna33-AspGTC (33713673-33713744)  Asp (GTC) 72 bp  Sc: 69.46 
GTCGTTGTAGTATAGTGGTAAGTATTCCCGCCTGTCACGCGGGTGACCCGGGTTCGATCC 
CCGGCAACGGCG 
>Brachypodium_distachyon_scaffold_6.trna18-AspGTC (456938-457011)  Asp (GTC) 74 bp  Sc: 77.79 
GGGGAAATAGCTCAGTTGGTTAGAGTGCTGGTCTGTCACGCCAGAAGTCGCGGGTTCGAA 
CCCCGTTTTCCCCG 
>Brachypodium_distachyon_scaffold_6.trna28-AspGTC (40972-40899)  Asp (GTC) 74 bp  Sc: 77.79 
GGGGAAATAGCTCAGTTGGTTAGAGTGCTGGTCTGTCACGCCAGAAGTCGCGGGTTCGAA 
CCCCGTTTTCCCCG 
>Brachypodium_distachyon_chr1.trna137-CysGCA (48299567-48299484)  Cys (GCA) 84 bp  Sc: 32.10 
CGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGCAAATTTGTTGACAATATGTCTACG 
CTGGTTCAAATCCAACTCGGCCCA 
>Brachypodium_distachyon_chr3.trna68-CysGCA (56006742-56006672)  Cys (GCA) 71 bp  Sc: 59.84 
GGGTCCATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCTCTGGTTTGAACC 
CGGTGGGCCCT 
>Brachypodium_distachyon_scaffold_6.trna8-CysGCA (169528-169598)  Cys (GCA) 71 bp  Sc: 62.84 
GGCGGCATGGCCAAGCGGTAAGGCAGGGGACTGCAAATCCTTTATCCCCAGTTCAAATCT 
GGGTGTCGCCT 
>Brachypodium_distachyon_chr1.trna143-CysGCA (35766774-35766704)  Cys (GCA) 71 bp  Sc: 66.65 
GGCGGCATGGCCAAGTGGTAAGGCAGGGGACTGCAAATCCTTTATCCCCAGTTCAAATCT 
GGGTGCCGCCT 
>Brachypodium_distachyon_chr3.trna26-CysGCA (33554811-33554881)  Cys (GCA) 71 bp  Sc: 66.65 
GGCGGCATGGCCAAGTGGTAAGGCAGGGGACTGCAAATCCTTTATCCCCAGTTCAAATCT 
GGGTGCCGCCT 
>Brachypodium_distachyon_chr1.trna15-CysGCA (4216669-4216740)  Cys (GCA) 72 bp  Sc: 73.78 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
TGGTTGGGCCCT 
>Brachypodium_distachyon_chr3.trna80-CysGCA (46874580-46874509)  Cys (GCA) 72 bp  Sc: 77.23 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCTCCGGTTCGAACC 
CGGATGGGCCCT 
>Brachypodium_distachyon_chr5.trna23-CysGCA (21137820-21137891)  Cys (GCA) 72 bp  Sc: 78.18 
GGGTCCATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr1.trna126-CysGCA (55676885-55676814)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr1.trna127-CysGCA (55675756-55675685)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr1.trna174-CysGCA (1309065-1308994)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr1.trna65-CysGCA (53173251-53173322)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr2.trna130-CysGCA (2951235-2951164)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr2.trna77-CysGCA (58758356-58758285)  Cys (GCA) 72 bp  Sc: 79.11 
GGGTCCATAGCTCAGTGGTAGAGCAATTGACTGCAGATCAATAGGTCACCGGTTCGAACC 
CGGTTGGGCCCT 
>Brachypodium_distachyon_chr2.trna10-GlnCTG (6431756-6431827)  Gln (CTG) 72 bp  Sc: 69.43 
GGTTCCATGGTCTAGCGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Brachypodium_distachyon_chr2.trna11-GlnCTG (6432429-6432500)  Gln (CTG) 72 bp  Sc: 71.88 
GGTTCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Brachypodium_distachyon_chr2.trna40-GlnCTG (31590021-31590092)  Gln (CTG) 72 bp  Sc: 71.88 
GGTTCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Brachypodium_distachyon_chr1.trna168-GlnCTG (5044583-5044512)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr1.trna42-GlnCTG (30719971-30720042)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 



>Brachypodium_distachyon_chr1.trna48-GlnCTG (34356637-34356708)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr2.trna41-GlnCTG (31986634-31986705)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr2.trna56-GlnCTG (50679753-50679824)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr3.trna57-GlnCTG (54012205-54012276)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr3.trna9-GlnCTG (7108537-7108608)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr4.trna112-GlnCTG (500681-500610)  Gln (CTG) 72 bp  Sc: 72.36 
GGTCCCATGGTCTAGTGGTTAGGACATTGGACTCTGAATCCAGTAACCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Brachypodium_distachyon_chr5.trna7-GlnTTG (9572094-9572165)  Gln (TTG) 72 bp  Sc: 49.58 
TGGAGTATAGCCAAGTGGTAAGGCATCGGTTTTTGGTACCGGCATGCAAAGGTTCGAATC 
CTTTTACTCTAG 
>Brachypodium_distachyon_scaffold_6.trna9-GlnTTG (244600-244671)  Gln (TTG) 72 bp  Sc: 51.09 
TGGAGTATAGCCAAGTGGTAAGGCATCGGTTTTTGGTACCGGCATGCAAAGGTTCGAATC 
CTTTTACTCCAG 
>Brachypodium_distachyon_chr3.trna19-GlnTTG (26072257-26072328)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_108.trna2-GlnTTG (3401-3472)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_116.trna1-GlnTTG (90-161)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_120.trna2-GlnTTG (2921-2850)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_127.trna2-GlnTTG (1147-1076)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_149.trna2-GlnTTG (2670-2599)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_scaffold_55.trna2-GlnTTG (2352-2423)  Gln (TTG) 72 bp  Sc: 61.03 
TGGGGCGTGGCCAAGTGGTAAGGCAGCGGGTTTTGGTCCCGTTACTCGGAGGTTCGAATC 
CTTCCGTCCCAG 
>Brachypodium_distachyon_chr3.trna121-GlnTTG (7597830-7597759)  Gln (TTG) 72 bp  Sc: 68.99 
GGTTCCATAGTGTAGTGGCTAGCACCCCAGACTTTGAATCTGGTAACCTGGGTTCGAATC 
CCGGTGGGACCT 
>Brachypodium_distachyon_chr3.trna79-GlnTTG (47474389-47474318)  Gln (TTG) 72 bp  Sc: 76.11 
GGTTCTATAGTGTAGTGGTTAGCACTCCAGACTTTGAATCTGGCGACCTGGGTTCGAATC 
CCGGTAGGACCT 
>Brachypodium_distachyon_chr2.trna84-GlnTTG (54637690-54637619)  Gln (TTG) 72 bp  Sc: 76.32 
GGTTTCGTAGTGTAGTGGTTAGCACTCCAGACTTTGAATCTGGCGACCTGGGTTCGAATC 
CCGGCGAGACCT 
>Brachypodium_distachyon_chr3.trna119-GlnTTG (11703219-11703148)  Gln (TTG) 72 bp  Sc: 76.52 
GGTTCTATGGTGTAGTGGTTAGCACTCCAGACTTTGAATCTGGCGACCTGGGTTCGAATC 
CCGGTAGGACCT 
>Brachypodium_distachyon_chr5.trna31-GlnTTG (28168258-28168187)  Gln (TTG) 72 bp  Sc: 76.52 
GGTTCTATGGTGTAGTGGTTAGCACTCCAGACTTTGAATCTGGCGACCTGGGTTCGAATC 
CCGGTAGGACCT 
>Brachypodium_distachyon_chr1.trna5-GlnTTG (1656154-1656225)  Gln (TTG) 72 bp  Sc: 77.37 
GGTTCCATAGTGTAGTGGTTAGCACTCCAGACTTTGAATCTGGCGACCTGGGTTCGAATC 
CCGGTGGGACCT 
>Brachypodium_distachyon_chr1.trna40-GluCTC (26560508-26560581)  Glu (CTC) 74 bp  Sc: 57.24 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGAACCCGGGTTCAAG 
TCCCAGCAATGGAG 
>Brachypodium_distachyon_chr4.trna62-GluCTC (42918624-42918552)  Glu (CTC) 73 bp  Sc: 71.68 



TCCGTCGTACTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna146-GluCTC (29582441-29582369)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna171-GluCTC (2918684-2918612)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna41-GluCTC (26573445-26573517)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna6-GluCTC (2586359-2586431)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna7-GluCTC (2593290-2593362)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna1-GluCTC (410517-410589)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna18-GluCTC (15335622-15335694)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna32-GluCTC (20333016-20333088)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna36-GluCTC (24233023-24233095)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna47-GluCTC (38126383-38126455)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna49-GluCTC (47121681-47121753)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna7-GluCTC (4945030-4945102)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna87-GluCTC (53193837-53193765)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr2.trna9-GluCTC (6419624-6419696)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr3.trna127-GluCTC (4186781-4186709)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr3.trna73-GluCTC (51896138-51896066)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr3.trna83-GluCTC (42511049-42510977)  Glu (CTC) 73 bp  Sc: 77.59 
TCCGTCGTAGTCTAGGTGGTTAGGATACTCGGCTCTCACCCGAGAGACCCGGGTTCAAGT 
CCCGGCGACGGAA 
>Brachypodium_distachyon_chr1.trna50-GluTTC (35763355-35763427)  Glu (TTC) 73 bp  Sc: 50.26 
GCCCCTATCGTCTAGTGGTTCAGGACATCTCTCTTTCAAGGAGGCAGCGGGGATTCGACT 
TCCCCTGGGGGTA 
>Brachypodium_distachyon_chr1.trna132-GluTTC (54725024-54724952)  Glu (TTC) 73 bp  Sc: 50.26 
GCCCCTATCGTCTAGTGGTTCAGGACATCTCTCTTTCAAGGAGGCAGCGGGGATTCGACT 
TCCCCTGGGGGTA 
>Brachypodium_distachyon_chr3.trna100-GluTTC (28293429-28293357)  Glu (TTC) 73 bp  Sc: 50.26 
GCCCCTATCGTCTAGTGGTTCAGGACATCTCTCTTTCAAGGAGGCAGCGGGGATTCGACT 
TCCCCTGGGGGTA 
>Brachypodium_distachyon_chr5.trna59-GluTTC (9568491-9568420)  Glu (TTC) 72 bp  Sc: 54.67 
GTCCCTTTCATCCAGAGGTTAGGATATCGGTTTTTCATGTCGAAGACACGGGTTCGATTC 
CCGTAAGGGATA 
>Brachypodium_distachyon_scaffold_6.trna16-GluTTC (329847-329918)  Glu (TTC) 72 bp  Sc: 58.65 
GTCCCTTTCATCCAGAGGTTAGGATATCGGCTTTTCATGTCGAAGACACGGGTTCGATTC 



CCGTAAGGGATA 
>Brachypodium_distachyon_chr4.trna47-GluTTC (46274830-46274903)  Glu (TTC) 74 bp  Sc: 63.93 
TCCATTGTCGTCCAGCCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCAATGGAG 
>Brachypodium_distachyon_chr1.trna125-GluTTC (56247642-56247569)  Glu (TTC) 74 bp  Sc: 64.32 
TCCATTGTCGTCCAGCCCGGTTAGGATACCTGGCTTTCACCCAGGCGACCCGGGTTCAAA 
TCCCGGCAATGGAG 
>Brachypodium_distachyon_chr3.trna115-GluTTC (14148888-14148815)  Glu (TTC) 74 bp  Sc: 64.32 
TCCATTGTCGTCCAGCCCGGTTAGGATACCTGGCTTTCACCCAGGCGACCCGGGTTCAAA 
TCCCGGCAATGGAG 
>Brachypodium_distachyon_chr3.trna116-GluTTC (14144590-14144517)  Glu (TTC) 74 bp  Sc: 64.32 
TCCATTGTCGTCCAGCCCGGTTAGGATACCTGGCTTTCACCCAGGCGACCCGGGTTCAAA 
TCCCGGCAATGGAG 
>Brachypodium_distachyon_chr3.trna117-GluTTC (14141900-14141827)  Glu (TTC) 74 bp  Sc: 64.32 
TCCATTGTCGTCCAGCCCGGTTAGGATACCTGGCTTTCACCCAGGCGACCCGGGTTCAAA 
TCCCGGCAATGGAG 
>Brachypodium_distachyon_chr1.trna20-GluTTC (5186760-5186833)  Glu (TTC) 74 bp  Sc: 65.35 
TCCATTGTCGTCTAGTCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCAATGGAA 
>Brachypodium_distachyon_chr4.trna3-GluTTC (2077666-2077739)  Glu (TTC) 74 bp  Sc: 65.35 
TCCATTGTCGTCTAGTCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCAATGGAA 
>Brachypodium_distachyon_chr4.trna88-GluTTC (17066933-17066860)  Glu (TTC) 74 bp  Sc: 65.35 
TCCATTGTCGTCTAGTCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCAATGGAA 
>Brachypodium_distachyon_chr5.trna37-GluTTC (25542104-25542031)  Glu (TTC) 74 bp  Sc: 65.35 
TCCATTGTCGTCTAGTCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCAATGGAA 
>Brachypodium_distachyon_chr1.trna112-GluTTC (67455025-67454952)  Glu (TTC) 74 bp  Sc: 66.61 
TCCATCGTCGTCTAGTCCGGTTAGGATATCTGGCTTTCACCCAGACGACCCGGGTTCAAA 
TCCCGGCGATGGAA 
>Brachypodium_distachyon_chr1.trna109-GlyCCC (67836802-67836732)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr1.trna161-GlyCCC (14510054-14509984)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr1.trna29-GlyCCC (14682083-14682153)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr1.trna80-GlyCCC (62214183-62214253)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr2.trna93-GlyCCC (48559532-48559462)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr3.trna7-GlyCCC (5483812-5483882)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr3.trna85-GlyCCC (38548253-38548183)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr4.trna104-GlyCCC (4667360-4667290)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr4.trna72-GlyCCC (35285672-35285602)  Gly (CCC) 71 bp  Sc: 68.50 
GCGCATCTGGTGTAGTGGTATCATAGTACCCTCCCACGGTACTGACCAGGGTTCGATTCC 
CTGGATGCGCA 
>Brachypodium_distachyon_chr4.trna113-GlyGCC (407298-407228)  Gly (GCC) 71 bp  Sc: 54.35 
GCGAGTGTAGTTCAATGGTAAACCATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTCGCC 
>Brachypodium_distachyon_chr5.trna58-GlyGCC (9608389-9608319)  Gly (GCC) 71 bp  Sc: 55.65 
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTTGATTCC 
CGCCGCTCGCC 
>Brachypodium_distachyon_chr1.trna175-GlyGCC (778570-778500)  Gly (GCC) 71 bp  Sc: 55.92 
GCAAGTGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTCGCC 



>Brachypodium_distachyon_chr3.trna98-GlyGCC (28296252-28296182)  Gly (GCC) 71 bp  Sc: 61.61 
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTTGCC 
>Brachypodium_distachyon_chr1.trna130-GlyGCC (54727850-54727780)  Gly (GCC) 71 bp  Sc: 62.56 
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTCGCC 
>Brachypodium_distachyon_chr1.trna92-GlyGCC (74163058-74163128)  Gly (GCC) 71 bp  Sc: 62.56 
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTCGCC 
>Brachypodium_distachyon_chr2.trna116-GlyGCC (16388847-16388777)  Gly (GCC) 71 bp  Sc: 62.56 
GCGAGCGTAGTTCAATGGTAAAACATCTCCTTGCCAAGGAGAAGATACGGGTTCGATTCC 
CGCCGCTCGCC 
>Brachypodium_distachyon_chr3.trna27-GlyGCC (35358440-35358510)  Gly (GCC) 71 bp  Sc: 65.59 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACTGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr5.trna45-GlyGCC (18805152-18805082)  Gly (GCC) 71 bp  Sc: 67.64 
GCACCAGTGGTCTAGTGGCAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna101-GlyGCC (72602209-72602139)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna102-GlyGCC (72597467-72597397)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna117-GlyGCC (64237306-64237236)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna129-GlyGCC (54918233-54918163)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna163-GlyGCC (10042289-10042219)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna169-GlyGCC (4075009-4074939)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna47-GlyGCC (32957780-32957850)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna52-GlyGCC (42995888-42995958)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna59-GlyGCC (49670122-49670192)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna88-GlyGCC (72190585-72190655)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr2.trna128-GlyGCC (3857235-3857165)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr3.trna124-GlyGCC (6185863-6185793)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr3.trna31-GlyGCC (36642001-36642071)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr3.trna33-GlyGCC (37560538-37560608)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr3.trna94-GlyGCC (29683449-29683379)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr4.trna105-GlyGCC (3885550-3885480)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr4.trna111-GlyGCC (752951-752881)  Gly (GCC) 71 bp  Sc: 71.56 



GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr4.trna59-GlyGCC (44583073-44583003)  Gly (GCC) 71 bp  Sc: 71.56 
GCACCAGTGGTCTAGTGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
CGGCTGGTGCA 
>Brachypodium_distachyon_chr1.trna82-GlyTCC (63387217-63387287)  Gly (TCC) 71 bp  Sc: 49.97 
GTGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCTGTTCGACTCC 
CGGCAGACGCA 
>Brachypodium_distachyon_chr1.trna34-GlyTCC (20063451-20063522)  Gly (TCC) 72 bp  Sc: 73.14 
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr2.trna31-GlyTCC (20084762-20084833)  Gly (TCC) 72 bp  Sc: 73.14 
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr2.trna60-GlyTCC (52940374-52940445)  Gly (TCC) 72 bp  Sc: 73.14 
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr2.trna96-GlyTCC (42096168-42096097)  Gly (TCC) 72 bp  Sc: 73.14 
GCGTTTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr1.trna69-GlyTCC (55523598-55523669)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr3.trna11-GlyTCC (12376076-12376147)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr4.trna107-GlyTCC (3767461-3767390)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr5.trna10-GlyTCC (10925504-10925575)  Gly (TCC) 72 bp  Sc: 75.78 
GCGTCTGTAGTCCAACGGTTAGGATAATTGCCTTCCAAGCAATAGACCCGGGTTCGACTC 
CCGGCAGACGCA 
>Brachypodium_distachyon_chr3.trna5-HisATG (3083067-3083138)  His (ATG) 72 bp  Sc: 20.85 
GGGGATGTAGCTCAATTGGTAGAGCACAAATGATGCATGTTCGAGACACAGGTTCAACGC 
CTCGCGTCTCCA 
>Brachypodium_distachyon_chr1.trna95-HisATG (73289380-73289308)  His (ATG) 73 bp  Sc: 21.24 
GCGGATGTAGCTCAATTTGTAGAGCAAATGTCATGCTTTCATTAGGTACGGGGTTCGAAT 
CCTCAAATCTCCA 
>Brachypodium_distachyon_chr3.trna3-HisATG (3080249-3080321)  His (ATG) 73 bp  Sc: 32.44 
GGGGATGTAGCTCAATTGGTAGAGCGCAAATCATGCTTGTTTGAGGCATGGGGTTCAATT 
CCTTGCATCTCCA 
>Brachypodium_distachyon_chr1.trna106-HisGTG (69467106-69467033)  His (GTG) 74 bp  Sc: 45.59 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCTGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_chr5.trna54-HisGTG (14474031-14473958)  His (GTG) 74 bp  Sc: 45.59 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCAGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_chr4.trna24-HisGTG (22611111-22611184)  His (GTG) 74 bp  Sc: 48.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGCTCGCC 
>Brachypodium_distachyon_chr1.trna170-HisGTG (3929213-3929140)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_chr3.trna16-HisGTG (16803262-16803335)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_chr4.trna89-HisGTG (16071083-16071010)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_scaffold_55.trna3-HisGTG (9149-9222)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_scaffold_6.trna4-HisGTG (64035-64108)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCC 
>Brachypodium_distachyon_scaffold_84.trna3-HisGTG (5531-5458)  His (GTG) 74 bp  Sc: 52.58 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 



TCCCGTCGTTCGCC 
>Brachypodium_distachyon_chr3.trna67-HisGTG (56995534-56995461)  His (GTG) 74 bp  Sc: 55.60 
GCGGATGTAGCCAAGTGGATCAAGGCAGTGGATTGTGAATCCACCATGCGCGGGTTCAAT 
TCCCGTCGTTCGCA 
>Brachypodium_distachyon_scaffold_186.trna1-HisGTG (49-121)  His (GTG) 73 bp  Sc: 56.45 
GCGGATGTAGCCAAGTGGATTAAGGCAGTGGATTGTGAATTCACCATCGCGGGTTCAATT 
CCCGTCGTTCGCC 
>Brachypodium_distachyon_chr1.trna116-HisGTG (64449771-64449700)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr1.trna145-HisGTG (30017782-30017711)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr1.trna151-HisGTG (21653466-21653395)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr1.trna158-HisGTG (16228656-16228585)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr1.trna90-HisGTG (73311513-73311584)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr2.trna101-HisGTG (34898647-34898576)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr2.trna12-HisGTG (10380106-10380177)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr3.trna129-HisGTG (2239588-2239517)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr4.trna35-HisGTG (34309271-34309342)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr4.trna81-HisGTG (29872294-29872223)  His (GTG) 72 bp  Sc: 63.70 
GTGGCTGTAGTTTAGTGGTGAGAATTCCACGTTGTGGCCGTGGAGACCTGGGCTCGAATC 
CCAGCAGCCACA 
>Brachypodium_distachyon_chr4.trna26-IleAAT (26437653-26437726)  Ile (AAT) 74 bp  Sc: 20.05 
GGGGATGTAGCTCATTTGGTAGAGCGCCGCTAATACGCACGACAGAGGTACGGGGTTTGA 
GTCTCGCATCTTCA 
>Brachypodium_distachyon_chr3.trna25-IleAAT (30183820-30183893)  Ile (AAT) 74 bp  Sc: 72.36 
TGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr2.trna134-IleAAT (31892-31819)  Ile (AAT) 74 bp  Sc: 72.97 
GGCCTATTAGCTTAGCTGGTAAGAGCGTGGTCCTAATAAGGCCAAGGTCGCAGGTTCGAG 
ACCTGCATAGGCCA 
>Brachypodium_distachyon_chr1.trna157-IleAAT (16369721-16369648)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr2.trna30-IleAAT (19712848-19712921)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr2.trna64-IleAAT (55276388-55276461)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr3.trna38-IleAAT (41572273-41572346)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr4.trna71-IleAAT (35761796-35761723)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr5.trna47-IleAAT (18242240-18242167)  Ile (AAT) 74 bp  Sc: 77.66 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCACAGGTTCGAG 
ACCTGTATGGGCCA 
>Brachypodium_distachyon_chr2.trna59-IleAAT (52561829-52561902)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 



>Brachypodium_distachyon_chr2.trna95-IleAAT (45477975-45477902)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr3.trna52-IleAAT (48904610-48904683)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr4.trna40-IleAAT (38988368-38988441)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr4.trna51-IleAAT (48176308-48176235)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr4.trna76-IleAAT (31865255-31865182)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr5.trna18-IleAAT (16544101-16544174)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr5.trna46-IleAAT (18789094-18789021)  Ile (AAT) 74 bp  Sc: 79.79 
GGCCTATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr2.trna65-IleAAT (55554250-55554323)  Ile (AAT) 74 bp  Sc: 81.06 
GGCCTATTAGCTCAGTTGGTTAGAGCGTCGCTCTAATAAGGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr2.trna67-IleAAT (55906781-55906854)  Ile (AAT) 74 bp  Sc: 82.42 
GGCCCATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr2.trna75-IleAAT (59007551-59007478)  Ile (AAT) 74 bp  Sc: 82.42 
GGCCCATTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCAGGTTCGAG 
ACCTGCATGGGCCA 
>Brachypodium_distachyon_chr4.trna95-IleGAT (13905444-13905371)  Ile (GAT) 74 bp  Sc: 64.57 
GGTCCTGTAGCTCAGTTGGTTACAGTATTGGTCTGATATGCCAAAGGTCTTGGGTTCAAG 
CCCCAACAGGAGCA 
>Brachypodium_distachyon_chr5.trna42-IleGAT (22879886-22879813)  Ile (GAT) 74 bp  Sc: 71.73 
GGTCCCGTAGCTCAGTTGGTTAGAGTGCTGGTCTGATATGCCATAGGCCTTGGGTTCAAA 
TCCCAACGGGACCA 
>Brachypodium_distachyon_chr2.trna106-IleTAT (22886234-22886161)  Ile (TAT) 74 bp  Sc: 74.63 
GCCCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGTGGGTTCGAG 
CCCCCCCGGGAGCA 
>Brachypodium_distachyon_chr2.trna81-IleTAT (55415741-55415668)  Ile (TAT) 74 bp  Sc: 83.43 
GGTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAAGTCGCGGGTTCGAA 
CCCCGCCGGGACCA 
>Brachypodium_distachyon_chr2.trna107-IleTAT (22880080-22880007)  Ile (TAT) 74 bp  Sc: 86.19 
GCTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGAGCA 
>Brachypodium_distachyon_chr2.trna126-IleTAT (6793972-6793899)  Ile (TAT) 74 bp  Sc: 86.19 
GCTCCCGTAGCTCAGTTGGTTAGAGCGTTGGTCTTATGAGCCGAAGGTCGCGGGTTCGAG 
CCCCGCCGGGAGCA 
>Brachypodium_distachyon_chr5.trna11-LeuAAG (11114395-11114475)  Leu (AAG) 81 bp  Sc: 65.09 
GTTGAGATGGTCGAGTTGGTCTAAGGCGCCAGATTAAGGCTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTCAACA 
>Brachypodium_distachyon_chr3.trna28-LeuAAG (35476740-35476820)  Leu (AAG) 81 bp  Sc: 65.41 
GATCAGATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTGGTCA 
>Brachypodium_distachyon_chr2.trna42-LeuAAG (33028250-33028330)  Leu (AAG) 81 bp  Sc: 66.11 
GATCAGATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGCTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTGGTCA 
>Brachypodium_distachyon_chr3.trna29-LeuAAG (35478689-35478769)  Leu (AAG) 81 bp  Sc: 66.11 
GATCAGATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGCTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTGGTCA 
>Brachypodium_distachyon_chr1.trna153-LeuAAG (19626935-19626855)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr1.trna43-LeuAAG (32016414-32016494)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr1.trna44-LeuAAG (32024389-32024469)  Leu (AAG) 81 bp  Sc: 68.09 



GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr2.trna69-LeuAAG (57245777-57245857)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr2.trna79-LeuAAG (57240403-57240323)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr3.trna6-LeuAAG (5447167-5447247)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr5.trna60-LeuAAG (477422-477342)  Leu (AAG) 81 bp  Sc: 68.09 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr3.trna45-LeuAAG (46256811-46256891)  Leu (AAG) 81 bp  Sc: 68.80 
GTTGATATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGCTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTGTCAACA 
>Brachypodium_distachyon_chr2.trna13-LeuAAG (11204167-11204247)  Leu (AAG) 81 bp  Sc: 69.68 
GTTGAGATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGTTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTCAACA 
>Brachypodium_distachyon_chr1.trna84-LeuAAG (64181816-64181896)  Leu (AAG) 81 bp  Sc: 70.38 
GTTGAGATGGCCGAGTTGGTCTAAGGCGCCAGATTAAGGCTCTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTCAACA 
>Brachypodium_distachyon_chr5.trna14-LeuCAA (14469394-14469476)  Leu (CAA) 83 bp  Sc: 45.38 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCATGCTGAAGAGCGTGTGG 
AGGTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr1.trna152-LeuCAA (21460239-21460159)  Leu (CAA) 81 bp  Sc: 54.16 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAACGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr1.trna10-LeuCAA (3886087-3886167)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr1.trna13-LeuCAA (3924480-3924560)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr3.trna17-LeuCAA (17460817-17460897)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr3.trna96-LeuCAA (28316420-28316340)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr4.trna85-LeuCAA (22615598-22615518)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_scaffold_84.trna1-LeuCAA (794-874)  Leu (CAA) 81 bp  Sc: 55.48 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCGTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr3.trna59-LeuCAA (56642538-56642618)  Leu (CAA) 81 bp  Sc: 58.95 
GCCTTGATGGTGAAATGGTAGACACGCGAGACTCAAAATCTCGTGCTGAAGAGCTTGGAG 
GTTCGAGTCCTCTTCAAGGCA 
>Brachypodium_distachyon_chr1.trna103-LeuCAA (71768049-71767966)  Leu (CAA) 84 bp  Sc: 75.15 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr4.trna54-LeuCAA (47741968-47741885)  Leu (CAA) 84 bp  Sc: 75.15 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCAAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr1.trna172-LeuCAA (2800687-2800604)  Leu (CAA) 84 bp  Sc: 76.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCGAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr1.trna45-LeuCAA (32226901-32226984)  Leu (CAA) 84 bp  Sc: 76.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCGAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr3.trna69-LeuCAA (55916199-55916116)  Leu (CAA) 84 bp  Sc: 76.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 
TGGGTTCGAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr4.trna30-LeuCAA (31280958-31281041)  Leu (CAA) 84 bp  Sc: 76.89 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCTGGTCCTCTTACGAGGGCG 



TGGGTTCGAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr1.trna123-LeuCAG (60506877-60506797)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr1.trna144-LeuCAG (31347273-31347193)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr1.trna30-LeuCAG (16409166-16409246)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr1.trna35-LeuCAG (20701832-20701912)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr2.trna132-LeuCAG (2143876-2143796)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr2.trna33-LeuCAG (20968458-20968538)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr3.trna76-LeuCAG (48574638-48574558)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr4.trna38-LeuCAG (35860057-35860137)  Leu (CAG) 81 bp  Sc: 68.96 
GTCAAGATGGCCGAGTTGGTCTAAGGCGCCAGTTTCAGGTACTGGTCCGAAAGGGCGTGG 
GTTCAAATCCCACTCTTGACA 
>Brachypodium_distachyon_chr4.trna10-LeuTAA (11787188-11787270)  Leu (TAA) 83 bp  Sc: 68.63 
GCTGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGATCTTCTGCACAGAAGTGCGCGT 
GGGTTCGAACCCCACAGCCAGCA 
>Brachypodium_distachyon_chr4.trna7-LeuTAA (5063490-5063572)  Leu (TAA) 83 bp  Sc: 68.63 
GCTGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGATCTTCTGCACAGAAGTGCGCGT 
GGGTTCGAACCCCACAGCCAGCA 
>Brachypodium_distachyon_chr5.trna49-LeuTAA (17555926-17555844)  Leu (TAA) 83 bp  Sc: 68.63 
GCTGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGATCTTCTGCACAGAAGTGCGCGT 
GGGTTCGAACCCCACAGCCAGCA 
>Brachypodium_distachyon_chr2.trna71-LeuTAA (58807352-58807434)  Leu (TAA) 83 bp  Sc: 71.47 
GCTGGTTTGCCCGAGTGGTTAAGGGGGAAGACTTAAGATCTTCTGCACATAAGTGCGCGT 
GGGTTCGAACCCCACAGCCAGCA 
>Brachypodium_distachyon_chr4.trna97-LeuTAG (9310472-9310393)  Leu (TAG) 80 bp  Sc: 52.01 
GCCGCCATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTCAAGCATCTCGG 
TTTGAATCCGAGTGGCGGCA 
>Brachypodium_distachyon_chr1.trna128-LeuTAG (55191815-55191736)  Leu (TAG) 80 bp  Sc: 58.92 
GCCGCCATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTCAAGCATCTCGG 
TTCGAATCCGAGTGGCGGCA 
>Brachypodium_distachyon_chr2.trna14-LeuTAG (11487374-11487453)  Leu (TAG) 80 bp  Sc: 58.92 
GCCGCCATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTCAAGCATCTCGG 
TTCGAATCCGAGTGGCGGCA 
>Brachypodium_distachyon_chr4.trna27-LeuTAG (28202134-28202213)  Leu (TAG) 80 bp  Sc: 58.92 
GCCGCCATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTCAAGCATCTCGG 
TTCGAATCCGAGTGGCGGCA 
>Brachypodium_distachyon_scaffold_6.trna26-LeuTAG (118010-117931)  Leu (TAG) 80 bp  Sc: 58.92 
GCCGCCATGGTGAAATTGGTAGACACGCTGCTCTTAGGAAGCAGTGCTCAAGCATCTCGG 
TTCGAATCCGAGTGGCGGCA 
>Brachypodium_distachyon_chr2.trna109-LeuTAG (21701689-21701610)  Leu (TAG) 80 bp  Sc: 62.05 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGTTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Brachypodium_distachyon_chr2.trna70-LeuTAG (58754033-58754112)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Brachypodium_distachyon_chr2.trna85-LeuTAG (54261834-54261755)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Brachypodium_distachyon_chr2.trna99-LeuTAG (39520224-39520145)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 
>Brachypodium_distachyon_chr3.trna46-LeuTAG (46954060-46954139)  Leu (TAG) 80 bp  Sc: 68.72 
GACAGTTTGGCCGAGTGGTCTAAGGCGCCAGATTTAGGCTCTGGTCCGAAAGGGCGTGGG 
TTCAAATCCCACAGCTGTCA 



>Brachypodium_distachyon_chr2.trna105-LysCTT (27485808-27485736)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna21-LysCTT (16690355-16690427)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna22-LysCTT (17137037-17137109)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna52-LysCTT (48891053-48891125)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna53-LysCTT (49650721-49650793)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna62-LysCTT (53494490-53494562)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr3.trna12-LysCTT (14055378-14055450)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr3.trna13-LysCTT (14057649-14057721)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr3.trna35-LysCTT (37905937-37906009)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr3.trna36-LysCTT (38104418-38104490)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr3.trna95-LysCTT (28920681-28920609)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna36-LysCTT (34530662-34530734)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna37-LysCTT (34832025-34832097)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna4-LysCTT (3028993-3029065)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna5-LysCTT (3516416-3516488)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna74-LysCTT (33858056-33857984)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr4.trna98-LysCTT (8580123-8580051)  Lys (CTT) 73 bp  Sc: 84.38 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCG 
>Brachypodium_distachyon_chr2.trna74-LysCTT (59246779-59246851)  Lys (CTT) 73 bp  Sc: 84.85 
GCCCGTCTAGCTCAGTTGGTAGAGCGCAAGGCTCTTAACCTTGTGGTCGTGGGTTCGAGC 
CCCACGGTGGGCA 
>Brachypodium_distachyon_chr3.trna106-LysTTT (26124667-26124595)  Lys (TTT) 73 bp  Sc: 54.70 
ATTGGCTTAGCTCAGAGGTTAGAGCATCGCATTTTTAATGCGAGGGTCATCGGTTCAAAT 
CCGATAGTCGGCT 
>Brachypodium_distachyon_chr4.trna84-LysTTT (26776601-26776530)  Lys (TTT) 72 bp  Sc: 58.49 
GCTGACCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTTGATCG 
CCACGGTTGGCC 
>Brachypodium_distachyon_scaffold_6.trna10-LysTTT (248492-248564)  Lys (TTT) 73 bp  Sc: 77.00 
GGGTGTATAGCTCAGTTGGTAGAGCATTGGGCTTTTAACCTAATGGTCGCAGGTTCAAGT 
CCTGCTATACCCA 
>Brachypodium_distachyon_chr2.trna8-LysTTT (6124706-6124777)  Lys (TTT) 72 bp  Sc: 82.49 
GCCGACCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACGGTCGGCG 
>Brachypodium_distachyon_chr4.trna45-LysTTT (45004335-45004406)  Lys (TTT) 72 bp  Sc: 82.49 



GCCGACCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACGGTCGGCG 
>Brachypodium_distachyon_chr4.trna83-LysTTT (26890086-26890015)  Lys (TTT) 72 bp  Sc: 82.49 
GCCGACCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACGGTCGGCG 
>Brachypodium_distachyon_chr4.trna67-LysTTT (41084085-41084014)  Lys (TTT) 72 bp  Sc: 82.58 
GCCGTCCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGCCGTGGGTTCGATCC 
CCACGGACGGCG 
>Brachypodium_distachyon_chr2.trna68-LysTTT (57130574-57130645)  Lys (TTT) 72 bp  Sc: 86.68 
GCCGTCCTAGCTCAGTGGTAGAGCGCGTGGCTTTTAACCACGTGGTCGTGGGTTCGATCC 
CCACGGACGGCG 
>Brachypodium_distachyon_chr3.trna128-LysTTT (3430445-3430373)  Lys (TTT) 73 bp  Sc: 87.57 
GCCGTCTTAGCTCAGCTGGTAGAGCGCGTGGCTTTTAACCACGTGGTCGTGGGTTCGATT 
CCCACAGACGGCG 
>Brachypodium_distachyon_chr3.trna48-LysTTT (47920220-47920292)  Lys (TTT) 73 bp  Sc: 89.09 
GCCGTCTTAGCTCAGTTGGTAGAGCGCATGGCTTTTAACCATGTGGTCGTGGGTTCGAGT 
CCCACAGACGGCG 
>Brachypodium_distachyon_chr5.trna52-LysTTT (14885233-14885161)  Lys (TTT) 73 bp  Sc: 89.09 
GCCGTCTTAGCTCAGTTGGTAGAGCGCATGGCTTTTAACCATGTGGTCGTGGGTTCGAGT 
CCCACAGACGGCG 
>Brachypodium_distachyon_chr1.trna54-LysTTT (45444968-45445040)  Lys (TTT) 73 bp  Sc: 89.11 
GCCGTCCTAGCTCAGTTGGTAGAGCGCACGGCTTTTAACCGTGTGGTCGTGGGTTCGAAT 
CCCACGGACGGCG 
>Brachypodium_distachyon_chr1.trna118-MetCAT (63716068-63715990)  Met (CAT) 79 bp  Sc: 28.46 
ATCAGAGTGGCGAAGCGGAAGTGTGGTGGGCCCATAAACCACAGGCCACAGGTCCCAAGA 
TCCAAACTTGGCTCTGATA 
>Brachypodium_distachyon_chr5.trna35-MetCAT (25630023-25629950)  Met (CAT) 74 bp  Sc: 31.50 
AGAGGATAGAGGAGTCTGGTAGCTCACAAGTCTCATAACCTTGGGGTTGTGGGTTCGATT 
CCCACTAGCATTTG 
>Brachypodium_distachyon_chr2.trna29-MetCAT (18375155-18375227)  Met (CAT) 73 bp  Sc: 48.94 
GACTACTTAACTCAGTGGTTAGAGTATTGCTTTCATACGGCGGGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_scaffold_6.trna13-MetCAT (277865-277938)  Met (CAT) 74 bp  Sc: 48.95 
AGCGGGGTAGAGGAATTGGTCGACTCATCAGGCTCATGACCTGAAGACTGCAGGTTCGAA 
TCCTGTCCCCGCCT 
>Brachypodium_distachyon_scaffold_6.trna23-MetCAT (235820-235747)  Met (CAT) 74 bp  Sc: 48.95 
AGCGGGGTAGAGGAATTGGTCGACTCATCAGGCTCATGACCTGAAGACTGCAGGTTCGAA 
TCCTGTCCCCGCCT 
>Brachypodium_distachyon_scaffold_6.trna17-MetCAT (354304-354377)  Met (CAT) 74 bp  Sc: 48.95 
CGCGGGGTAGAGGAATTGGTCGACTCATCAGGCTCATGACCTGAAGACTGCAGGTTCGAA 
TCCTGTCCCCGCCT 
>Brachypodium_distachyon_chr4.trna58-MetCAT (44948704-44948631)  Met (CAT) 74 bp  Sc: 51.21 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGTGGGTTCAAT 
TCCTGTTGGATGCA 
>Brachypodium_distachyon_chr2.trna124-MetCAT (11497772-11497700)  Met (CAT) 73 bp  Sc: 55.64 
GCCTACTTAACTCAGTGGTTAGAGTATTGCTTTCATACGGCGGGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_chr3.trna103-MetCAT (28280520-28280448)  Met (CAT) 73 bp  Sc: 55.64 
GCCTACTTAACTCAGTGGTTAGAGTATTGCTTTCATACGGCGGGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_chr4.trna80-MetCAT (29903552-29903480)  Met (CAT) 73 bp  Sc: 55.64 
GCCTACTTAACTCAGTGGTTAGAGTATTGCTTTCATACGGCGGGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_scaffold_6.trna3-MetCAT (41670-41743)  Met (CAT) 74 bp  Sc: 56.91 
GGGCTTATAGTTTAATTGGTTGAAACGTACCGCTCATAACGGTGATATTGTAGGTTCGAG 
CCCTACTAAGCCCA 
>Brachypodium_distachyon_chr1.trna14-MetCAT (3927053-3927126)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr1.trna148-MetCAT (27802125-27802052)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr1.trna8-MetCAT (2616618-2616691)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr2.trna104-MetCAT (30709157-30709084)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 



TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr3.trna113-MetCAT (16805422-16805349)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr3.trna18-MetCAT (17463393-17463466)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr3.trna97-MetCAT (28313849-28313776)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr4.trna86-MetCAT (22613039-22612966)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr5.trna15-MetCAT (14471922-14471995)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr5.trna2-MetCAT (4856156-4856229)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr5.trna5-MetCAT (7217193-7217266)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_scaffold_84.trna2-MetCAT (3371-3444)  Met (CAT) 74 bp  Sc: 58.29 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGTAAATTTGCGGGTTCAAT 
TCCTGCTGGATGCA 
>Brachypodium_distachyon_chr4.trna70-MetCAT (40042659-40042587)  Met (CAT) 73 bp  Sc: 59.47 
ACCTACTTGACTCAGCGGTTAGAGTATCGCTTTCATACGGCGAGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_scaffold_6.trna29-MetCAT (24697-24625)  Met (CAT) 73 bp  Sc: 59.47 
ACCTACTTGACTCAGCGGTTAGAGTATCGCTTTCATACGGCGAGAGTCATTGGTTCAAAT 
CCAATAGTAGGTA 
>Brachypodium_distachyon_chr1.trna66-MetCAT (54727271-54727344)  Met (CAT) 74 bp  Sc: 61.45 
AGCGGAGTAGAGCAGTTTGGTAGCTCACGAGGCTCATAACCTTGAGGTCACGGGTTCGAT 
TCCCGTCTCCGCAC 
>Brachypodium_distachyon_chr2.trna19-MetCAT (16388267-16388340)  Met (CAT) 74 bp  Sc: 61.45 
AGCGGAGTAGAGCAGTTTGGTAGCTCACGAGGCTCATAACCTTGAGGTCACGGGTTCGAT 
TCCCGTCTCCGCAC 
>Brachypodium_distachyon_chr3.trna23-MetCAT (28295672-28295745)  Met (CAT) 74 bp  Sc: 61.45 
AGCGGAGTAGAGCAGTTTGGTAGCTCACGAGGCTCATAACCTTGAGGTCACGGGTTCGAT 
TCCCGTCTCCGCAC 
>Brachypodium_distachyon_scaffold_111.trna1-MetCAT (3398-3471)  Met (CAT) 74 bp  Sc: 62.47 
GCATCCATGGCTGAATGGTTAAAGCGCCCAACTCATAATTGGCGAATTCGTAGGTTCAAT 
TCCTACTGGATGCA 
>Brachypodium_distachyon_chr1.trna108-MetCAT (69079862-69079791)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr1.trna121-MetCAT (61779977-61779906)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr1.trna142-MetCAT (41470220-41470149)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr1.trna64-MetCAT (52934017-52934088)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr1.trna85-MetCAT (64283476-64283547)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr1.trna86-MetCAT (69014429-69014500)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr3.trna58-MetCAT (56240012-56240083)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr3.trna64-MetCAT (58553480-58553409)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 



>Brachypodium_distachyon_chr3.trna71-MetCAT (53032877-53032806)  Met (CAT) 72 bp  Sc: 68.81 
ATCAGAGTGGCGCAGCGGAAGCGTGGTGGGCCCATAACCCACAGGTCCCAGGATCGAAAC 
CTGGCTCTGATA 
>Brachypodium_distachyon_chr4.trna110-MetCAT (1340669-1340580)  Met (CAT) 90 bp  Sc: 60.72 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAATACGCGAGTGATCCTG 
AGGTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr2.trna115-MetCAT (16500517-16500431)  Met (CAT) 87 bp  Sc: 47.77 
GGGGTAGTGGCGCAGTTGGCTAGCGAGTAGGTCTCATAGCTTTGTTGAGTGATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna31-MetCAT (17165947-17166034)  Met (CAT) 88 bp  Sc: 61.74 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAAAGTGAGTGATCCTGAG 
GTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr2.trna27-MetCAT (17774050-17774139)  Met (CAT) 90 bp  Sc: 61.36 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTATAAACGTGAGTGATCCTG 
AGGTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr3.trna110-MetCAT (18248851-18248766)  Met (CAT) 86 bp  Sc: 60.92 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTTGTTGAGTGATCCTGAGGT 
CGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr3.trna109-MetCAT (18251716-18251626)  Met (CAT) 91 bp  Sc: 42.91 
GGGTGGATGGCGCAGTTGGCTAGCGCGTATGTCGCATAGGTTATCATCAGGAGTGATCGT 
GAGGTCGAGAGTTCGAACCTCTCTCACCCCA 
>Brachypodium_distachyon_chr5.trna25-MetCAT (22921886-22921972)  Met (CAT) 87 bp  Sc: 60.84 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAAGCGAGTGATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna9-MetCAT (3076312-3076399)  Met (CAT) 88 bp  Sc: 60.96 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTTAAAGCGAGTGATCCTGAG 
GTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr2.trna6-MetCAT (3616171-3616258)  Met (CAT) 88 bp  Sc: 60.96 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAACGTGAGTGATCCTGAG 
GTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr3.trna90-MetCAT (36514123-36514037)  Met (CAT) 87 bp  Sc: 61.47 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAAGTGAGTGATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr3.trna50-MetCAT (48136444-48136531)  Met (CAT) 88 bp  Sc: 41.17 
GGGATGGTGGCGCAGTTGGCTGGCGCGGTGGTCTCATAGCTGGATGTGAGTGATCCTGAG 
GTCGAGAGTTCGAACCTCTCTCACCCCA 
>Brachypodium_distachyon_chr2.trna58-MetCAT (50781671-50781756)  Met (CAT) 86 bp  Sc: 64.14 
GGGGTGATGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTTGTTGAGTGATCCTGAGGT 
CGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna136-MetCAT (52386688-52386601)  Met (CAT) 88 bp  Sc: 60.82 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAATTGCGAGTGATCCTGAG 
GTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr3.trna70-MetCAT (55399908-55399822)  Met (CAT) 87 bp  Sc: 61.83 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAACTTGAGTAATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna71-MetCAT (57071369-57071458)  Met (CAT) 90 bp  Sc: 60.72 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAGTACGTGAGTGATCCTG 
AGGTCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr2.trna76-MetCAT (59006317-59006231)  Met (CAT) 87 bp  Sc: 61.97 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAAATTGAGTGATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna75-MetCAT (60156000-60156086)  Met (CAT) 87 bp  Sc: 60.69 
GGGGTGGTGGCGCAGTTGGCTAGCGCGTAGGTCTCATAGCTAATGCGAGTGATCCTGAGG 
TCGAGAGTTCGAGCCTCTCTCACCCCA 
>Brachypodium_distachyon_chr1.trna36-PheGAA (21634890-21634962)  Phe (GAA) 73 bp  Sc: 63.65 
GTCAGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGCCACCAGTTCAAAT 
CTGGTTCCTGGCA 
>Brachypodium_distachyon_chr1.trna78-PheGAA (61408109-61408181)  Phe (GAA) 73 bp  Sc: 65.48 
GTCAGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCGGTTCAAAT 
CTGGTTCCTGGCA 
>Brachypodium_distachyon_chr2.trna123-PheGAA (11501759-11501687)  Phe (GAA) 73 bp  Sc: 67.75 
GTCAGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCAGTTCAAAT 
CTGGTTCCTGGCA 
>Brachypodium_distachyon_chr5.trna28-PheGAA (25641472-25641544)  Phe (GAA) 73 bp  Sc: 67.75 
GTCAGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCAGTTCAAAT 
CTGGTTCCTGGCA 
>Brachypodium_distachyon_scaffold_6.trna21-PheGAA (459699-459627)  Phe (GAA) 73 bp  Sc: 67.75 



GTCAGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCAGTTCAAAT 
CTGGTTCCTGGCA 
>Brachypodium_distachyon_chr5.trna13-PheGAA (13925632-13925704)  Phe (GAA) 73 bp  Sc: 70.52 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTTGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr1.trna107-PheGAA (69342262-69342190)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr1.trna135-PheGAA (54274244-54274172)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr2.trna112-PheGAA (17136249-17136177)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr2.trna133-PheGAA (1545873-1545801)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr2.trna91-PheGAA (49630424-49630352)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr3.trna39-PheGAA (42291484-42291556)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr3.trna47-PheGAA (47767951-47768023)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr3.trna54-PheGAA (50957010-50957082)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr3.trna86-PheGAA (37769642-37769570)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr4.trna34-PheGAA (33867732-33867804)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr4.trna41-PheGAA (39510482-39510554)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr5.trna20-PheGAA (19663123-19663195)  Phe (GAA) 73 bp  Sc: 77.43 
GCGGGGATAGCTCAGTTGGGAGAGCGTCAGACTGAAGATCTGAAGGTCGCGTGTTCGATC 
CACGCTCACCGCA 
>Brachypodium_distachyon_chr4.trna11-ProAGG (14247912-14247984)  Pro (AGG) 73 bp  Sc: 29.66 
TAGAATTTAGTCTAGTGGTAAGATGCTCACTTAGGGAGTGGATGGTCCTGAGTTCAATCC 
TTAGAATCTCCAA 
>Brachypodium_distachyon_chr3.trna105-ProAGG (27495972-27495899)  Pro (AGG) 74 bp  Sc: 54.36 
GGGCCTGTAGCTCAGAGGATTAGACCACGTGGCTAGGAACCACGGTGTCGGGGGTTCGAA 
TCCCTCCTCGCCCA 
>Brachypodium_distachyon_chr1.trna173-ProAGG (2613567-2613496)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr1.trna46-ProAGG (32296995-32297066)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr2.trna103-ProAGG (34329161-34329090)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr2.trna5-ProAGG (3156244-3156315)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr3.trna60-ProAGG (59416528-59416599)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna102-ProAGG (5860302-5860231)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna103-ProAGG (4898563-4898492)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 



TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna106-ProAGG (3872146-3872075)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna13-ProAGG (14249738-14249809)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna79-ProAGG (30278984-30278913)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna93-ProAGG (13927247-13927176)  Pro (AGG) 72 bp  Sc: 71.75 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna12-ProAGG (14249364-14249435)  Pro (AGG) 72 bp  Sc: 73.34 
GGGGATTTAGTCTAGTGGTAAGATATTCGCTTAGGGAGCGAAAGGTCCCGAGTTCAATTC 
TCGGAATCCCCA 
>Brachypodium_distachyon_chr4.trna92-ProAGG (13927644-13927573)  Pro (AGG) 72 bp  Sc: 73.34 
GGGGATTTAGTCTAGTGGTAAGATATTCGCTTAGGGAGCGAAAGGTCCCGAGTTCAATTC 
TCGGAATCCCCA 
>Brachypodium_distachyon_chr2.trna86-ProCGG (54249393-54249322)  Pro (CGG) 72 bp  Sc: 63.45 
GGGCGTTTGGTCTAGTGGTATGATTCCCGCTTCGGGTGCGGGAGGTCATGAGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_chr4.trna50-ProCGG (48009796-48009867)  Pro (CGG) 72 bp  Sc: 69.81 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGTGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr1.trna37-ProCGG (23951885-23951956)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr4.trna29-ProCGG (30951986-30952057)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr4.trna52-ProCGG (48146440-48146369)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr4.trna60-ProCGG (43423498-43423427)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr4.trna77-ProCGG (31856994-31856923)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr5.trna22-ProCGG (20300770-20300841)  Pro (CGG) 72 bp  Sc: 74.11 
GGGTGTTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACACCCC 
>Brachypodium_distachyon_chr5.trna3-ProTGG (4857576-4857649)  Pro (TGG) 74 bp  Sc: 43.92 
AGGGACGTAGCACAGCTTGGTAGCGCGTTTGTTTTGGGTAAAAAATGTCACAGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_chr4.trna109-ProTGG (1728830-1728759)  Pro (TGG) 72 bp  Sc: 51.95 
GGGCGTTTGGTATAGTGGTGTGATTCTTGCTTTGGGTGCGAGAGGTCGCGGGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_scaffold_6.trna1-ProTGG (5512-5586)  Pro (TGG) 75 bp  Sc: 54.34 
CGAGGTGTAGCGCAGTCTGGTCAGCGCATCTGTTTTGGGTACAGAGGGCCATAGGTTCGA 
ATCCTGTCACCTTGA 
>Brachypodium_distachyon_scaffold_6.trna15-ProTGG (309692-309766)  Pro (TGG) 75 bp  Sc: 54.34 
CGAGGTGTAGCGCAGTCTGGTCAGCGCATCTGTTTTGGGTACAGAGGGCCATAGGTTCGA 
ATCCTGTCACCTTGA 
>Brachypodium_distachyon_chr1.trna164-ProTGG (9836753-9836680)  Pro (TGG) 74 bp  Sc: 54.68 
AGGGATGTAGCGCAGCTTGGTAGCGCATTTGTTTTGGGTACAAAATGCCACAGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_scaffold_6.trna11-ProTGG (251226-251299)  Pro (TGG) 74 bp  Sc: 54.91 
AGGGATGTAGCGCAGCTTGGTAGCGCGTTTGTTTTGGGTACAAAATGTCACGGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_chr4.trna22-ProTGG (19571402-19571475)  Pro (TGG) 74 bp  Sc: 58.78 
AGGGATGTAGCGCAGCTTGGTAGCGCATTTGTTTTGGGTACAAAATGTCACAGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_chr1.trna113-ProTGG (66524063-66523990)  Pro (TGG) 74 bp  Sc: 59.74 
AGGGATGTAGCGCAGCTTGTTAGCGCGTTTGTTTTGGGTACAAAATGTCACAGGTTCAAA 
TCCTGTCATCCCTA 



>Brachypodium_distachyon_chr1.trna11-ProTGG (3914450-3914523)  Pro (TGG) 74 bp  Sc: 60.50 
AGGGATGTAGCGCAGCTTGGTAGCGCGTTTGTTTTGGGTACAAAATGTCACAGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_chr5.trna29-ProTGG (25652808-25652881)  Pro (TGG) 74 bp  Sc: 60.50 
AGGGATGTAGCGCAGCTTGGTAGCGCGTTTGTTTTGGGTACAAAATGTCACAGGTTCAAA 
TCCTGTCATCCCTA 
>Brachypodium_distachyon_chr1.trna160-ProTGG (14944840-14944769)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr1.trna79-ProTGG (61630288-61630359)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr3.trna56-ProTGG (51218308-51218379)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr4.trna21-ProTGG (15158072-15158143)  Pro (TGG) 72 bp  Sc: 73.73 
GGGCATTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGAGTTCGATTC 
TCGGAATGCCCC 
>Brachypodium_distachyon_chr1.trna140-ProTGG (47146919-47146848)  Pro (TGG) 72 bp  Sc: 74.23 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_chr1.trna150-ProTGG (24807816-24807745)  Pro (TGG) 72 bp  Sc: 74.23 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_chr3.trna43-ProTGG (43999429-43999500)  Pro (TGG) 72 bp  Sc: 74.23 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_chr4.trna66-ProTGG (41732553-41732482)  Pro (TGG) 72 bp  Sc: 74.23 
GGGCGTTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGAGTTCGATTC 
TCGCAACGCCCC 
>Brachypodium_distachyon_chr1.trna138-Undet??? (47381918-47381848)  Undet (???) 71 bp  Sc: 20.61 
GACTCTCTAGCCTAGTGGTTAGAGGGTCTAGTAGCACCTCTTTGGTCTTGGGTTCGATTC 
CCGCGGGAGCG 
>Brachypodium_distachyon_chr1.trna99-Undet??? (73288822-73288749)  Undet (???) 74 bp  Sc: 25.74 
GGGGACGTAGCTCAATTGGTAGAGCAAATGCAAATGCTTGTGTTAGGTACGGGGTTCGAT 
TCATTGCATCTCCA 
>Brachypodium_distachyon_chr1.trna63-Undet??? (52781493-52781572)  Undet (???) 80 bp  Sc: 28.69 
GGGGGtgttgtCAAATGGAATGACAGACGGATTAATAACCGTTGCTCTTTGAGCTGAGAG 
TTCAATTCTCTCCATTTCCC 
>Brachypodium_distachyon_chr2.trna2-Undet??? (1893901-1893980)  Undet (???) 80 bp  Sc: 28.69 
GGGGGtgttgtCAAATGGAATGACAGACGGATTAATAACCGTTGCTCTTTGAGCTGAGAG 
TTCAATTCTCTCCATTTCCC 
>Brachypodium_distachyon_chr1.trna100-Undet??? (73288682-73288610)  Undet (???) 73 bp  Sc: 29.10 
GGGGATGTAGCTCAATTGGTAGAGCAATTGCAGCGCTTGTGTTAGGTACGGGGTTCAATT 
CCTTGCATCTCCA 
>Brachypodium_distachyon_chr4.trna18-Undet??? (14647472-14647544)  Undet (???) 73 bp  Sc: 30.84 
GGGGATGTAGCTCAATTGGTAGAGCAATTGCAGCGCTTGTGTTAGGTACGGGGTTCGATT 
CCTTGCATCTCCA 
>Brachypodium_distachyon_chr5.trna26-ValAAC (23012386-23012457)  Val (AAC) 72 bp  Sc: 37.37 
AGGGATATAACTCATCGGTAGAGTGTCACCTTAACGTGATGGAAGTCATCAGATCGAACC 
TGATTATCTCTA 
>Brachypodium_distachyon_chr3.trna104-LeuCAA (28134878-28134794)  Leu (CAA) 85 bp  Sc: 44.47 
GCTAGGATGGTTGAGTGGTCTAAGGCGCTAGACTCAAGTTTTGGTCCTCTTACGAGGGGT 
GTGGGTTCAAACCCCACTTCTGACA 
>Brachypodium_distachyon_chr4.trna94-MetCAT (13912905-13912829)  Met (CAT) 77 bp  Sc: 28.74 
GGTGCCTTATCTCAGTTGGTTCAGAGCATTGGTCTCATATGCCAAAAGGTCAATGGGTTC 
AAACCCCAACAGGACTA 
>Brachypodium_distachyon_chr3.trna81-ArgCCT (46482776-46482701)  Arg (CCT) 76 bp  Sc: 20.07 
TGCCGGTTGGTGCAGTGGTGCTTGCTTGCCTCCTAGTTGCGAGCTAGAGGTAGTGAGTTC 
GAACCCACGTCTGTCT 
>Brachypodium_distachyon_chr4.trna101-ValGAC (7032116-7032045)  Val (GAC) 72 bp  Sc: 45.14 
AGGGATATAACTCAGCAGTAGAGTGTCACCTTGACATGGTGGAAGTCATCAGTTCGAGCC 
TGATTATCCCTA 
>Brachypodium_distachyon_chr4.trna8-CysGCA (6031624-6031697)  Cys (GCA) 74 bp  Sc: 21.02 
GAGCCTCTAGCCTAGTGGTCAAGGGCTCTAGTAGCACCCTTTTGGTCCCGGGTTCGACTC 
CTCCGGGAGGTGAA 
>Brachypodium_distachyon_chr1.trna26-GlyGCC (13487392-13487459)  Gly (GCC) 68 bp  Sc: 28.93 



GCACCAGTGGTCTTATGGTAGAATAGTACCCTGCCACGGTACAGACCCGGGTTCGATTCC 
GGGGTACA 
>Brachypodium_distachyon_chr1.trna134-AspGTC (54724454-54724382)  Asp (GTC) 73 bp  Sc: 33.60 
GGGATTGTAGTTCAATTGGTCAGAGCACCGCCCTGTCAAGGCGGAAGCTGCGGGTTCGAG 
CCCGGAATTACCT 
>Brachypodium_distachyon_chr3.trna4-AlaTGC (3082872-3082944)  Ala (TGC) 73 bp  Sc: 22.54 
GGGGATGTAGCTCGTTTGGTAGAGCACAAATTATGCATGTTTGAGGGACGGGGTTTGATT 
CCTCGCATCTCCC 
>Brachypodium_distachyon_chr5.trna16-SerAGA (14863899-14863979)  Ser (AGA) 81 bp  Sc: 49.52 
GTGGACGTGTCAGAGTGGTTATTGGGTATGACTAGAAATCATATGGGTTTTGCCCGCGTA 
GGTTCGAATCCTTCTTACACG 
>Brachypodium_distachyon_chr3.trna51-SerAGA (48192407-48192488)  Ser (AGA) 82 bp  Sc: 83.72 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr1.trna2-SerAGA (1436131-1436212)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr1.trna39-SerAGA (26251071-26251152)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr1.trna61-SerAGA (51423901-51423982)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr2.trna108-SerAGA (22824386-22824305)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr2.trna131-SerAGA (2579385-2579304)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr2.trna82-SerAGA (55364119-55364038)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr3.trna126-SerAGA (4359787-4359706)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr3.trna53-SerAGA (49728683-49728764)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr4.trna63-SerAGA (42772790-42772709)  Ser (AGA) 82 bp  Sc: 84.20 
GTGGTCGTGCCGGAGTGGTTATCGGGCATGACTAGAAATCATGTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Brachypodium_distachyon_chr1.trna3-SerCGA (1506575-1506656)  Ser (CGA) 82 bp  Sc: 81.28 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna119-SerCGA (14766543-14766462)  Ser (CGA) 82 bp  Sc: 81.28 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna34-SerCGA (22535393-22535474)  Ser (CGA) 82 bp  Sc: 81.28 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna63-SerCGA (55047140-55047221)  Ser (CGA) 82 bp  Sc: 81.28 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna94-SerCGA (46837951-46837870)  Ser (CGA) 82 bp  Sc: 81.28 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTCGAAATCTGTTGGGCTTTGCCTGCGCA 
GGTTCGAATCCTGCTGTCGACG 
>Brachypodium_distachyon_scaffold_127.trna1-SerGCT (2407-2321)  Ser (GCT) 87 bp  Sc: 47.37 
GGAGAGATGGCTGAGTGGACTAAAGCGGCGGATTGCTAATCCGTTGTACAATTTTTTTTG 
TACGAGGGTTCGATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_149.trna1-SerGCT (3930-3843)  Ser (GCT) 88 bp  Sc: 54.57 
GGAGAGATGGCTGAGTGGACCAAGGCGGCGGATTGCTAATCCGTTGTTCAATTTTTTTGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_chr5.trna4-SerGCT (6651810-6651897)  Ser (GCT) 88 bp  Sc: 59.95 
GGAGAGATGGCTGAGTGGACTAAAGCGGCGGATTGCTAATCCGTTGTACAATTTTTTTGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_108.trna1-SerGCT (2140-2227)  Ser (GCT) 88 bp  Sc: 59.95 
GGAGAGATGGCTGAGTGGACTAAAGCGGCGGATTGCTAATCCGTTGTACAATTTTTTTGT 



ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_120.trna1-SerGCT (4182-4095)  Ser (GCT) 88 bp  Sc: 59.95 
GGAGAGATGGCTGAGTGGACTAAAGCGGCGGATTGCTAATCCGTTGTACAATTTTTTTGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_55.trna1-SerGCT (1091-1178)  Ser (GCT) 88 bp  Sc: 59.95 
GGAGAGATGGCTGAGTGGACTAAAGCGGCGGATTGCTAATCCGTTGTACAATTTTTTTGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_chr1.trna154-SerGCT (17425440-17425359)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr1.trna155-SerGCT (17424289-17424208)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr1.trna53-SerGCT (44829766-44829847)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr1.trna74-SerGCT (59380988-59381069)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr3.trna112-SerGCT (17500655-17500574)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr3.trna130-SerGCT (1696260-1696179)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr3.trna2-SerGCT (1162248-1162329)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr3.trna84-SerGCT (40332077-40331996)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_chr4.trna96-SerGCT (13572113-13572032)  Ser (GCT) 82 bp  Sc: 77.62 
GACGCTTTGGCCGAGTGGTTAAGGCGTGTGCCTGCTAAGTACATGGGGTTTCCCCGCGAG 
AGTTCGAATCTCTCAGGCGTCG 
>Brachypodium_distachyon_scaffold_6.trna24-SerGCT (143272-143185)  Ser (GCT) 88 bp  Sc: 38.42 
GGAGGTATGGCTGAGTGGCTTAAGGCATTGGTTTGCTAAATCGACATACAAGAAGATTGT 
ATCATGGGTTCGAATCCCATTTCCTCCG 
>Brachypodium_distachyon_chr3.trna24-SerGCT (28830394-28830481)  Ser (GCT) 88 bp  Sc: 40.56 
GGAGGTATGGCTGAGTGGCTTAAGGCATTGGTTTGCTAAATCGACATACAAGAAGATTGC 
ATCATGGGTTCGAATCCCATTTCCTCCG 
>Brachypodium_distachyon_scaffold_6.trna19-SerGCT (489019-489106)  Ser (GCT) 88 bp  Sc: 38.42 
GGAGGTATGGCTGAGTGGCTTAAGGCATTGGTTTGCTAAATCGACATACAAGAAGATTGT 
ATCATGGGTTCGAATCCCATTTCCTCCG 
>Brachypodium_distachyon_chr2.trna28-SerGGA (18188711-18188797)  Ser (GGA) 87 bp  Sc: 49.82 
GGAGAGATGGCCGAGCGGTTCAAGGCATAGCATTGGAACTGCTATGTAGACTTTTGTTCA 
CCGAGGGTTCGAATCCCTCTCTTTCTG 
>Brachypodium_distachyon_chr2.trna122-SerGGA (11504917-11504831)  Ser (GGA) 87 bp  Sc: 55.11 
GGAGAGATGGCCGAGCGGTTCAAGGCGTAGCATTGGAACTGCTATGTAGACTTTTGTTTA 
CCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_chr5.trna27-SerGGA (25638321-25638407)  Ser (GGA) 87 bp  Sc: 55.11 
GGAGAGATGGCCGAGCGGTTCAAGGCGTAGCATTGGAACTGCTATGTAGACTTTTGTTTA 
CCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_6.trna20-SerGGA (461351-461265)  Ser (GGA) 87 bp  Sc: 56.80 
GGAGAGATGGCCGAGTGGTTCAAGGCGTAGCATTGGAACTGCTATGTAGGCTTTTGTTTA 
CCGAGGGTTCGAATCCCTCTCTTTCCG 
>Brachypodium_distachyon_scaffold_6.trna14-SerTGA (290336-290422)  Ser (TGA) 87 bp  Sc: 53.41 
GGATGGATGTCTGAGCGGTTGAAAGAGTCGGTCTTGAAAACCGAAGTATTGATAGGAATA 
CCGGGGGTTCGAATCCCTCTCCATCCG 
>Brachypodium_distachyon_chr5.trna9-SerTGA (10657657-10657744)  Ser (TGA) 88 bp  Sc: 53.43 
GGAGAGATGGCTGAGTGGTTGATAGCTCCGGTCTTGAAAACCGGTATAGTTCTAGTAACT 
ATCGAGGGTTCGAATCCCTCTCTCTCCT 
>Brachypodium_distachyon_chr1.trna67-SerTGA (54728665-54728752)  Ser (TGA) 88 bp  Sc: 54.93 
GGAGAGATGGCTGAGTGGTTGATAGCTCCGGTCTTGAAAACCGGTATAGTTCTAGGAACT 
ATCGAGGGTTCGAATCCCTCTCTCTCCT 
>Brachypodium_distachyon_chr1.trna93-SerTGA (74162243-74162156)  Ser (TGA) 88 bp  Sc: 54.93 
GGAGAGATGGCTGAGTGGTTGATAGCTCCGGTCTTGAAAACCGGTATAGTTCTAGGAACT 
ATCGAGGGTTCGAATCCCTCTCTCTCCT 



>Brachypodium_distachyon_chr2.trna121-SerTGA (12981974-12981887)  Ser (TGA) 88 bp  Sc: 54.93 
GGAGAGATGGCTGAGTGGTTGATAGCTCCGGTCTTGAAAACCGGTATAGTTCTAGGAACT 
ATCGAGGGTTCGAATCCCTCTCTCTCCT 
>Brachypodium_distachyon_chr1.trna28-SerTGA (14428888-14428969)  Ser (TGA) 82 bp  Sc: 77.78 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTACGCCCGCGCA 
GGTTCGATCCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna102-SerTGA (34567465-34567384)  Ser (TGA) 82 bp  Sc: 77.78 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTACGCCCGCGCA 
GGTTCGATCCCTGCTGTCGACG 
>Brachypodium_distachyon_chr4.trna53-SerTGA (47878315-47878234)  Ser (TGA) 82 bp  Sc: 77.78 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTACGCCCGCGCA 
GGTTCGATCCCTGCTGTCGACG 
>Brachypodium_distachyon_chr1.trna81-SerTGA (62282106-62282187)  Ser (TGA) 82 bp  Sc: 78.02 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTACGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Brachypodium_distachyon_chr2.trna4-SerTGA (2881620-2881701)  Ser (TGA) 82 bp  Sc: 78.02 
GTCGATATGTCCGAGTGGTTAAGGAGACAGACTTGAAATCTGTTGGGCTACGCCCGCGCA 
GGTTCGAACCCTGCTGTCGACG 
>Brachypodium_distachyon_chr5.trna19-ThrAGT (18263979-18264055)  Thr (AGT) 77 bp  Sc: 51.14 
GCTTTCATAGCTCAGTTGGGTTAGGAGCACCCCGTTTAGTAAGCGGGAGGTCTTGAGTTC 
AACTCTCAATGAAAGCA 
>Brachypodium_distachyon_chr1.trna70-ThrAGT (56682862-56682933)  Thr (AGT) 72 bp  Sc: 54.10 
GCTTTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCACGAAGCA 
>Brachypodium_distachyon_chr2.trna44-ThrAGT (35184008-35184081)  Thr (AGT) 74 bp  Sc: 61.37 
GCTCTCGTAGCTCAGTTGGTTAGAGCACCCGTTAAGTAAACGGGAGTTCCTGAGTTCAAC 
TCTCAACGAGAGCA 
>Brachypodium_distachyon_chr1.trna22-ThrAGT (9629726-9629798)  Thr (AGT) 73 bp  Sc: 61.86 
GCTTTCATAGCTCAGTTGGTTAGAGCACCGTTTAGTAAGCGGGAGGTCTTGAGTTCAACT 
CTCAATGAAAGCA 
>Brachypodium_distachyon_chr1.trna110-ThrAGT (67616328-67616255)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Brachypodium_distachyon_chr4.trna1-ThrAGT (441647-441720)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Brachypodium_distachyon_chr4.trna46-ThrAGT (45715081-45715154)  Thr (AGT) 74 bp  Sc: 74.28 
GCTTTCATAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAATGAAAGCA 
>Brachypodium_distachyon_chr2.trna55-ThrAGT (50679605-50679678)  Thr (AGT) 74 bp  Sc: 74.68 
GCTTTCGTAGCTCAGTTGGTTAGAGCACCCGTTTAGTAAGCGGGAGGTCTTGAGTTCAAC 
TCTCAACGAAAGCA 
>Brachypodium_distachyon_chr1.trna19-ThrAGT (4997295-4997498)  Thr (AGT) 204 bp  Sc: 37.05 
GCTTTCATAGCTCAGTGTTAGAGCACCGTTTAGTAGCGGGGAGGTCTTGAGTCACTCTCA 
TGAATGCGTTttgttgtTTTTTTCAATCGTAGTCAGGAACGAATTTGGTCTCTCTTTTGT 
GTTTGTGTGTGTTttgttgtCTCTAACCATTTCGGCAATCTTTGACTAAGCGGGAGGTCT 
TGAGTTCAACTCTCAATGAAAGCA 
>Brachypodium_distachyon_chr4.trna64-ThrCGT (42431030-42430959)  Thr (CGT) 72 bp  Sc: 78.75 
GCTTCCGTAGCATAGTGGTATTGCGTTCGCTTCGTAAGCGAAAGGTCGTGAGTTCGATCC 
TCGCCGGGAGCT 
>Brachypodium_distachyon_chr1.trna149-ThrCGT (25266830-25266759)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTAGTGCGTTCCCTTCGTAAGGGAAAGGTCGTGAGTTCGATCC 
TCACCGGGGGCT 
>Brachypodium_distachyon_chr1.trna72-ThrCGT (57107413-57107484)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTAGTGCGTTCCCTTCGTAAGGGAAAGGTCGTGAGTTCGATCC 
TCACCGGGGGCT 
>Brachypodium_distachyon_chr3.trna62-ThrCGT (59638413-59638342)  Thr (CGT) 72 bp  Sc: 80.56 
GCCTCCGTAGCATAGTGGTAGTGCGTTCCCTTCGTAAGGGAAAGGTCGTGAGTTCGATCC 
TCACCGGGGGCT 
>Brachypodium_distachyon_chr3.trna72-ThrCGT (52249200-52249129)  Thr (CGT) 72 bp  Sc: 81.33 
GCTTCCGTAGCATAGTGGTAGTGCGTTCGCTTCGTAAGCGAAAGGTCGTGAGTTCGATCC 
TCACCGGGAGCT 
>Brachypodium_distachyon_chr5.trna24-ThrCGT (21477049-21477120)  Thr (CGT) 72 bp  Sc: 82.82 
GCTTCCGTAGCATAGTGGTAGTGCGTTCGCTTCGTAAGCGAAAGGTCGCGAGTTCGATCC 
TCGCCGGGAGCT 
>Brachypodium_distachyon_chr1.trna131-ThrGGT (54725620-54725549)  Thr (GGT) 72 bp  Sc: 57.42 
GCCCTTTTAACTCAGTGGTAGAGTAATGCCATGGTAAGGCGTAAGTCATCGGTTCAAATC 



CGATAAAGGGCT 
>Brachypodium_distachyon_chr1.trna49-ThrGGT (35762760-35762831)  Thr (GGT) 72 bp  Sc: 57.42 
GCCCTTTTAACTCAGTGGTAGAGTAATGCCATGGTAAGGCGTAAGTCATCGGTTCAAATC 
CGATAAAGGGCT 
>Brachypodium_distachyon_chr3.trna99-ThrGGT (28294024-28293953)  Thr (GGT) 72 bp  Sc: 57.42 
GCCCTTTTAACTCAGTGGTAGAGTAATGCCATGGTAAGGCGTAAGTCATCGGTTCAAATC 
CGATAAAGGGCT 
>Brachypodium_distachyon_chr5.trna57-ThrTGT (10539747-10539675)  Thr (TGT) 73 bp  Sc: 54.66 
GACCACTTAGCTCAGAGGTTAGAGCATCGCATTTGTAATGTGAGGGTCATCGGTTCAAAT 
CCGATAGTCGGCT 
>Brachypodium_distachyon_chr3.trna125-ThrTGT (5635079-5635008)  Thr (TGT) 72 bp  Sc: 55.08 
GCCCACTTAGCTTAGAGGTTAGAGCATCGCATTTGTAATGCGAGGTCATCGGTTCAAATC 
CGATAGTCTGCT 
>Brachypodium_distachyon_chr5.trna34-ThrTGT (25639665-25639593)  Thr (TGT) 73 bp  Sc: 64.66 
GCCCACTTAGCTCAGAGGTTAGAGCATCGCATTTGTAATGCGAGGGTCATCGGTTCAAAT 
CCGGTAGTCGGCT 
>Brachypodium_distachyon_chr2.trna15-ThrTGT (11503571-11503643)  Thr (TGT) 73 bp  Sc: 67.46 
GCCCACTTAGCTCAGAGGTTAGAGCATCGCATTTGTAATGCGAGGGTCATCGGTTCAAAT 
CCGATAGTCGGCT 
>Brachypodium_distachyon_chr1.trna38-ThrTGT (24018510-24018581)  Thr (TGT) 72 bp  Sc: 78.52 
GCCCCTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCTGTAGTTCGATCC 
TGCATGGGGGCA 
>Brachypodium_distachyon_chr3.trna74-ThrTGT (50960940-50960869)  Thr (TGT) 72 bp  Sc: 78.52 
GCCCCTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCTGTAGTTCGATCC 
TGCATGGGGGCA 
>Brachypodium_distachyon_chr3.trna92-ThrTGT (31450973-31450902)  Thr (TGT) 72 bp  Sc: 78.52 
GCCCCTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCTGTAGTTCGATCC 
TGCATGGGGGCA 
>Brachypodium_distachyon_chr4.trna68-ThrTGT (40617450-40617379)  Thr (TGT) 72 bp  Sc: 80.01 
GCCCTTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGGGGGCA 
>Brachypodium_distachyon_chr1.trna94-ThrTGT (74061976-74061905)  Thr (TGT) 72 bp  Sc: 81.19 
GCCCTTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGAGGGCA 
>Brachypodium_distachyon_chr3.trna41-ThrTGT (43623107-43623178)  Thr (TGT) 72 bp  Sc: 82.64 
GCCCCTATAGCTCAGTGGTAGAGCGTCAGTCTTGTAAACTGAAGGTCCGTAGTTCGATCC 
TGCGTGGGGGCA 
>Brachypodium_distachyon_chr4.trna23-TrpCCA (19571616-19571689)  Trp (CCA) 74 bp  Sc: 56.77 
ATGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTGGGTTCAAA 
TCCTACAGAGCGTG 
>Brachypodium_distachyon_chr5.trna43-TrpCCA (22215750-22215677)  Trp (CCA) 74 bp  Sc: 61.75 
ACGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCTGATGTCGTAGGTTCAAA 
TCCTACAGAGCGTC 
>Brachypodium_distachyon_chr1.trna114-TrpCCA (66523859-66523786)  Trp (CCA) 74 bp  Sc: 62.41 
ACGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAA 
TCCTACGGAGCGTG 
>Brachypodium_distachyon_scaffold_6.trna12-TrpCCA (251442-251515)  Trp (CCA) 74 bp  Sc: 67.55 
GCGCTCTTAGTTCAGTTCGGTAGAACGTGGGTCTCCAAAACCCAATGTCGTAGGTTCAAA 
TCCTACAGAGCGTG 
>Brachypodium_distachyon_chr1.trna12-TrpCCA (3914664-3914737)  Trp (CCA) 74 bp  Sc: 67.94 
GCGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAA 
TCCTACAGAGCGTG 
>Brachypodium_distachyon_chr1.trna165-TrpCCA (9836539-9836466)  Trp (CCA) 74 bp  Sc: 67.94 
GCGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAA 
TCCTACAGAGCGTG 
>Brachypodium_distachyon_chr5.trna30-TrpCCA (25653022-25653095)  Trp (CCA) 74 bp  Sc: 67.94 
GCGCTCTTAGTTCAGTTCGGTAGAACGCGGGTCTCCAAAACCCGATGTCGTAGGTTCAAA 
TCCTACAGAGCGTG 
>Brachypodium_distachyon_chr1.trna141-TrpCCA (43595658-43595587)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr1.trna156-TrpCCA (16496552-16496481)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr1.trna76-TrpCCA (60384326-60384397)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 



>Brachypodium_distachyon_chr3.trna118-TrpCCA (13896382-13896311)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr3.trna65-TrpCCA (58368565-58368494)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr3.trna75-TrpCCA (48636944-48636873)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr3.trna77-TrpCCA (48510642-48510571)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr4.trna99-TrpCCA (7424590-7424519)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr5.trna38-TrpCCA (25320530-25320459)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr5.trna50-TrpCCA (15882606-15882535)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr5.trna51-TrpCCA (15680893-15680822)  Trp (CCA) 72 bp  Sc: 77.63 
GGATCCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGATTC 
ACGTCGGGTTCA 
>Brachypodium_distachyon_chr2.trna51-TyrATA (48880360-48880432)  Tyr (ATA) 73 bp  Sc: 45.86 
GCGGTGATAGCTCAGATGGGAGAGCGTCGGAAATAACATCTGAAGGACCCGTGTTCGATC 
CACGGTCACTGCA 
>Brachypodium_distachyon_chr1.trna133-TyrGTA (54724890-54724807)  Tyr (GTA) 84 bp  Sc: 50.98 
GGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGTAAATTCGTTGACAAAATGTCTACG 
CTGGTTCAAATCCAGCTCGGCCCA 
>Brachypodium_distachyon_chr3.trna101-TyrGTA (28293295-28293212)  Tyr (GTA) 84 bp  Sc: 50.98 
GGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGTAAATTCGTTGACAAAATGTCTACG 
CTGGTTCAAATCCAGCTCGGCCCA 
>Brachypodium_distachyon_chr3.trna122-TyrGTA (7501619-7501536)  Tyr (GTA) 84 bp  Sc: 50.98 
GGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGTAAATTCGTTGACAAAATGTCTACG 
CTGGTTCAAATCCAGCTCGGCCCA 
>Brachypodium_distachyon_chr5.trna6-TyrGTA (9243386-9243469)  Tyr (GTA) 84 bp  Sc: 50.98 
GGGTCGATGCCCGAGCGGTTAATGGGGACGGACTGTAAATTCGTTGACAAAATGTCTACG 
CTGGTTCAAATCCAGCTCGGCCCA 
>Brachypodium_distachyon_scaffold_6.trna22-TyrGTA (340549-340467)  Tyr (GTA) 83 bp  Sc: 53.60 
GGGAGAGTGGCCGAGCGGTCAAAAGCGACAGACTGTAAATCTGTTGAAGGTTTTCTACGT 
AGGTTCGAATCCTGCCTCTCCCA 
>Brachypodium_distachyon_chr4.trna14-TyrGTA (14431578-14431665)  Tyr (GTA) 88 bp  Sc: 74.93 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGCGTTGCAGATAAAATCCTTAG 
GTCACTGGTTCGAATCCGGTAGGTCGGA 
>Brachypodium_distachyon_chr3.trna114-TyrGTA (15427109-15427025)  Tyr (GTA) 85 bp  Sc: 77.66 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTTGCAGATAAATCCTTAGGTC 
GCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr5.trna40-TyrGTA (24434148-24434063)  Tyr (GTA) 86 bp  Sc: 77.16 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTTCGCAGATAAATCCTTAGGT 
CGCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr5.trna32-TyrGTA (27764422-27764336)  Tyr (GTA) 87 bp  Sc: 77.92 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTTTGCAGATTAAATCCTTAGG 
TCGCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr4.trna32-TyrGTA (33318988-33319074)  Tyr (GTA) 87 bp  Sc: 74.52 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGCGTTGCAGATTAATCCTTAGG 
TCACTGGTTCGAATCCGGTAGGTCGGA 
>Brachypodium_distachyon_chr4.trna73-TyrGTA (34372500-34372414)  Tyr (GTA) 87 bp  Sc: 78.06 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTTGAAGCAGATTAATCCTTAGG 
TCGCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr3.trna89-TyrGTA (37033788-37033704)  Tyr (GTA) 85 bp  Sc: 76.89 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTCGTTGCAGATAATCCTTAGGTC 
GCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr3.trna87-TyrGTA (37542375-37542289)  Tyr (GTA) 87 bp  Sc: 75.44 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTACGTTGCAGAAAAATCCTTAGG 
TCACTGGTTCGAATCCGGTAGGTCGGA 
>Brachypodium_distachyon_chr3.trna34-TyrGTA (37822417-37822502)  Tyr (GTA) 86 bp  Sc: 75.03 



CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTCGTTGCAGATAAATCCTTAGGT 
CACTGGTTCGAATCCGGTAGGTCGGA 
>Brachypodium_distachyon_chr2.trna90-TyrGTA (50360167-50360082)  Tyr (GTA) 86 bp  Sc: 75.40 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTATTTCCAGATCAATCCTTAGGT 
CACTGGTTCGAATCCGGTAGGTCGGA 
>Brachypodium_distachyon_chr3.trna66-TyrGTA (58083907-58083822)  Tyr (GTA) 86 bp  Sc: 76.38 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTCGTTGCAGATCAATCCTTAGGT 
CGCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr1.trna104-TyrGTA (69768723-69768638)  Tyr (GTA) 86 bp  Sc: 77.16 
CCGACCTTAGCTCAGTTGGTAGAGCGGAGGACTGTAGTCGTTGCAGATAAATCCTTAGGT 
CGCTGGTTCGAATCCGGCAGGTCGGA 
>Brachypodium_distachyon_chr1.trna96-Undet??? (73289240-73289160)  Undet (???) 81 bp  Sc: 23.64 
GGTGGTGTAGCTCAATTGGTAGAGCAAACGCAAACGCTTGTGTTAGGTATGGGGTATGGG 
GTTCGATTCCTCGCATCTCCA 
>Brachypodium_distachyon_chr2.trna113-Undet??? (16637543-16637470)  Undet (???) 74 bp  Sc: 26.05 
GGGGATGTAGCTCAATTGGTAGAGCAAATGCAAATGCTTGTGTTAGGTATGGGGTTTGAT 
TCCTTGCATCTCCA 
>Brachypodium_distachyon_chr1.trna97-Undet??? (73289091-73289018)  Undet (???) 74 bp  Sc: 31.13 
GGGGATGTAGCTCAATTGGTAGAGCAAATGCAAACGCTTGTGTTAGGTACGGGGTTTGAT 
TCCTTGCATCTCCA 
>Brachypodium_distachyon_chr4.trna42-Undet??? (41011373-41011446)  Undet (???) 74 bp  Sc: 33.04 
GGGGATGTAGCTCAATTGGTAGAGAAAAAACAAACGCTTGTGTTAAGTTCGGGGTTCGAT 
TCCTCGCATCTCCA 
>Brachypodium_distachyon_chr2.trna35-Undet??? (23881057-23881130)  Undet (???) 74 bp  Sc: 33.37 
GGGGATGTAGCTCAGTTGGTAGAGCGATTGAAATTGCTTTCAGTAGGCTTGGGGTTTGAC 
TCCTCACATCTCCA 
>Brachypodium_distachyon_chr1.trna98-Undet??? (73288951-73288878)  Undet (???) 74 bp  Sc: 40.21 
GGGGATGTAGCTCAATTGGTAGAGCAAATGCAAACGCTTGTGTTAGGTACGGGGTTCGAT 
TCCTCGCATCTCCA 
>Brachypodium_distachyon_chr5.trna36-Undet??? (25629842-25629772)  Undet (???) 71 bp  Sc: 53.03 
GCGTCCATTGTCTAATGGATAGGACAGAGGTCTTCTAACCTTTGGTATAGGTTCAAATCC 
TATTGGACGCA 
>Brachypodium_distachyon_chr1.trna124-ValAAC (57070584-57070511)  Val (AAC) 74 bp  Sc: 75.48 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCAAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr2.trna72-ValAAC (59007354-59007427)  Val (AAC) 74 bp  Sc: 75.48 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCAAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr1.trna16-ValAAC (4573767-4573840)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr1.trna4-ValAAC (1530755-1530828)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr1.trna62-ValAAC (51468509-51468582)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr2.trna110-ValAAC (20779116-20779043)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr2.trna83-ValAAC (55025738-55025665)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr3.trna1-ValAAC (956323-956396)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr3.trna123-ValAAC (7331140-7331067)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr3.trna40-ValAAC (43445447-43445520)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr3.trna8-ValAAC (6959115-6959188)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr4.trna28-ValAAC (29159127-29159200)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 



CCCGGGCGAAGCCA 
>Brachypodium_distachyon_chr5.trna39-ValAAC (24474183-24474110)  Val (AAC) 74 bp  Sc: 77.22 
GGTTTCGTGGTGTAGTTGGTTATCACGTCAGTCTAACACACTGAAGGTCTCCGGTTCGAA 
CCCGGGCGAAGCCA 
>Brachypodium_distachyon_scaffold_6.trna7-ValAAC (139575-139659)  Val (AAC) 85 bp  Sc: 28.24 
GCATCCATGGCTGAATGGTGAAAGCGCCCACCAACCTAGAAAGGAAAAATGGGTAAAAAA 
GTAGGTTCGATTCCTGCCGGATGCA 
>Brachypodium_distachyon_chr3.trna61-ValAAC (59854599-59854515)  Val (AAC) 85 bp  Sc: 24.77 
GCATCCATGGCTGAATGGTGAAAGCGCCCACCAACCTAGAAAGGCAAAATGGGTCAAAAA 
GTAGGTTCGACTCCTGCCGGATGCA 
>Brachypodium_distachyon_chr5.trna56-ValCAC (10672193-10672120)  Val (CAC) 74 bp  Sc: 68.51 
GTCAGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGAGCTTAGACA 
>Brachypodium_distachyon_chr4.trna16-ValCAC (14518582-14518655)  Val (CAC) 74 bp  Sc: 81.25 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTTAGACA 
>Brachypodium_distachyon_chr4.trna75-ValCAC (33454049-33453976)  Val (CAC) 74 bp  Sc: 81.25 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTTAGACA 
>Brachypodium_distachyon_chr1.trna1-ValCAC (1247156-1247229)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr1.trna24-ValCAC (10735326-10735399)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr2.trna66-ValCAC (55583945-55584018)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr3.trna44-ValCAC (44312619-44312692)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr4.trna15-ValCAC (14505423-14505496)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr4.trna31-ValCAC (31538163-31538236)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr4.trna55-ValCAC (47333237-47333164)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr5.trna48-ValCAC (18013959-18013886)  Val (CAC) 74 bp  Sc: 82.62 
GTCTGGGTGGTGTAGTTGGTTATCACGTTAGTCTCACACACTAAAGGTCCCCAGTTCGAA 
CCTGGGCTCAGACA 
>Brachypodium_distachyon_chr3.trna20-ValGAC (26471540-26471611)  Val (GAC) 72 bp  Sc: 51.67 
AGGGATATAACTCAGCGGTAGAGTGTCACCTTGACGTGGTGGAAGTCATCAGTTCGAGCC 
TGATTATCCCTA 
>Brachypodium_distachyon_chr3.trna22-ValGAC (28288141-28288212)  Val (GAC) 72 bp  Sc: 51.67 
AGGGATATAACTCAGCGGTAGAGTGTCACCTTGACGTGGTGGAAGTCATCAGTTCGAGCC 
TGATTATCCCTA 
>Brachypodium_distachyon_chr4.trna87-ValGAC (19566463-19566392)  Val (GAC) 72 bp  Sc: 51.67 
AGGGATATAACTCAGCGGTAGAGTGTCACCTTGACGTGGTGGAAGTCATCAGTTCGAGCC 
TGATTATCCCTA 
>Brachypodium_distachyon_chr5.trna44-ValTAC (21887935-21887863)  Val (TAC) 73 bp  Sc: 74.81 
GTTTCTGTGGTGTAGTGGTCATCACGTCAGTTTTACACACTGAAGATCCCCAGTTCGATC 
CTGGGCAGGAACA 
>Brachypodium_distachyon_chr2.trna120-ValTAC (13139877-13139805)  Val (TAC) 73 bp  Sc: 76.67 
GTTGCTGTGGTGTAGTGGTTATCACGTCAGTCTTACACACTGAAGGTCTCCAGTTCGATC 
CTGGGCAGCAACA 
>Brachypodium_distachyon_chr2.trna20-ValTAC (16676349-16676421)  Val (TAC) 73 bp  Sc: 76.67 
GTTGCTGTGGTGTAGTGGTTATCACGTCAGTCTTACACACTGAAGGTCTCCAGTTCGATC 
CTGGGCAGCAACA 
>Brachypodium_distachyon_chr2.trna50-ValTAC (48786753-48786825)  Val (TAC) 73 bp  Sc: 76.67 
GTTGCTGTGGTGTAGTGGTTATCACGTCAGTCTTACACACTGAAGGTCTCCAGTTCGATC 
CTGGGCAGCAACA 
>Brachypodium_distachyon_chr4.trna6-ValTAC (3855861-3855934)  Val (TAC) 74 bp  Sc: 79.77 
GGTGCTGTGGTGTAGTCGGTTATCACGTTAGTCTTACACACTAAAGGTCCCCAGTTCGAG 
CCTGGGCAGCACCA 



>Beijerinckia_indica_ATCC_9039_chr.trna20-AlaCGC (3289472-3289547)  Ala (CGC) 76 bp  Sc: 85.78 
GGGGCTGTAGCTCAGATGGGAGAGCGCTGCAATCGCACTGCAGAGGTCAGGGGTTCGATT 
CCCCTCAGCTCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna21-AlaGGC (3352815-3352890)  Ala (GGC) 76 bp  Sc: 84.87 
GGGGTCATAGCTCAGTTGGGAGAGCGCTTCAATGGCATTGAAGAGGTCGGCGGTTCGATT 
CCGCCTGGCTCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna26-AlaTGC (3931734-3931659)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna32-AlaTGC (3418064-3417989)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna4-AlaTGC (682425-682500)  Ala (TGC) 76 bp  Sc: 87.21 
GGGGCCATAGCTCAGTTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGTCTGGCTCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna23-ArgACG (4009812-4009736)  Arg (ACG) 77 bp  Sc: 89.50 
GCGCCCGTAGCTCAGCTGGATAGAGCACTAGACTACGAATCTAGGGGTCAGGAGTTCGAA 
TCTCTTCGGGCGCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna30-ArgCCG (3529719-3529643)  Arg (CCG) 77 bp  Sc: 89.17 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCAGAGGTTCGAA 
TCCTCTCGGGTGCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna22-ArgCCT (3610522-3610598)  Arg (CCT) 77 bp  Sc: 83.59 
CTCCCGGTAGCTCAGCAGGATAGAGCAACGGTTTCCTAAACCGTAGGTCAGGGGTTCGAA 
TCCCTTCCGGGAGGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna49-ArgTCT (1751788-1751712)  Arg (TCT) 77 bp  Sc: 91.17 
GGCCCCATAGCTCAGCTGGATAGAGCAGCCGCCTTCTAAGCGGCAGGTCGCAGGTTCGAA 
CCCTGCTGGGGTCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna17-AsnGTT (2438863-2438938)  Asn (GTT) 76 bp  Sc: 90.13 
TCCCTGATAGCTCAGCCGGTAGAGCAATCGACTGTTAATCGATCGGTCGCAGGTTCGAGT 
CCTGCTCAGGGAGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna37-AspGTC (2740885-2740809)  Asp (GTC) 77 bp  Sc: 92.70 
GGGGGAGTAGCTCAGCTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCTCTCTCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna41-CysGCA (2438654-2438581)  Cys (GCA) 74 bp  Sc: 66.24 
GGCCTCGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna43-GlnCTG (2160025-2159952)  Gln (CTG) 74 bp  Sc: 71.34 
TGGGGGATAGTTCAATGGTAGAACAGCGGACTCTGACTCCGTTAATCTTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna16-GlnTTG (2422185-2422259)  Gln (TTG) 75 bp  Sc: 81.90 
TGGGGCGTAGCCAAGTGGTAAGGCAGCGGATTTTGATTCCGCCATTCGGAGGTTCGAGTC 
CTCCCGCCCCAGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna6-GluCTC (932762-932837)  Glu (CTC) 76 bp  Sc: 67.01 
GCTCCCTTCGTCTAGCGGTCTAGGACGTCGCCCTCTCACGGCGAAAACAGGGGTTCGAGT 
CCCCTAGGGAGCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna47-GluTTC (1764532-1764458)  Glu (TTC) 75 bp  Sc: 57.07 
GCGCTCTTCGTCTATCGGTTAGGACGGCACCCTTTCACGGTGCAGAGAGGGGTTCGATTC 
CCCTAGAGCGCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna1-GlyCCC (431977-432050)  Gly (CCC) 74 bp  Sc: 80.62 
GCGGGCGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGGGTTCGATTCC 
CTTCGCCCGCTCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna34-GlyGCC (3178840-3178766)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna13-GlyTCC (1547422-1547495)  Gly (TCC) 74 bp  Sc: 82.33 
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna51-HisGTG (759445-759369)  His (GTG) 77 bp  Sc: 85.36 
GCCGCCATAGCTCAGTTGGTTAGAGCGCTAGATTGTGGATCTAGAGGTCCCCCGTTCGAG 
CCGGGGTGGCGGTACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna25-IleGAT (3931940-3931864)  Ile (GAT) 77 bp  Sc: 93.43 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna3-IleGAT (682219-682295)  Ile (GAT) 77 bp  Sc: 93.43 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna31-IleGAT (3418291-3418215)  Ile (GAT) 77 bp  Sc: 93.43 



GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna42-LeuCAA (2391696-2391610)  Leu (CAA) 87 bp  Sc: 79.42 
GCGGGCGTGGCGGAACAGGTAGACGCGCCGGACTCAAAATCCGGTTCTGGTAACAGAGTG 
TCGGTTCGATTCCGACCGCCCGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna10-LeuCAG (1515738-1515822)  Leu (CAG) 85 bp  Sc: 69.76 
GCCCTGGTGGCGGAATTGGTAGACGCGCTGGTTTCAGGTACCAGTGGGTAACACCGTGGA 
GGTTCGAGTCCTCTCCAGGGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna46-LeuGAG (1832213-1832129)  Leu (GAG) 85 bp  Sc: 71.14 
GCGGCCATGGCGGAATTGGTAGACGCGCTAGCTTGAGGTGCTAGTTGGGAGACCAGTGGA 
GGTTCGAGTCCTCTTGGCCGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna39-LeuTAG (2499512-2499428)  Leu (TAG) 85 bp  Sc: 77.94 
GCGGGCGTGGCGGAATTGGTAGACGCGCCGGATTTAGGTTCCGGTGATGAAAATCGTGGG 
GGTTCGAGTCCCTTCGCCCGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna2-LysCTT (667706-667781)  Lys (CTT) 76 bp  Sc: 91.42 
GGGCGTATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCACAGTTCGAGC 
CTGTGTGCGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna45-LysTTT (2021140-2021065)  Lys (TTT) 76 bp  Sc: 96.75 
GAGCGCGTAGCTCAGTCGGTAGAGCATCTGACTTTTAATCAGAGGGTCATGGGTTCGAAT 
CCCATCGCGCTCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna35-MetCAT (3051495-3051419)  Met (CAT) 77 bp  Sc: 85.32 
GGCGGAGTAGCTCAGCCGGCTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAG 
TCCCTCCTCCGCTACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna27-MetCAT (3928066-3927990)  Met (CAT) 77 bp  Sc: 85.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna33-MetCAT (3414406-3414330)  Met (CAT) 77 bp  Sc: 85.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna5-MetCAT (686093-686169)  Met (CAT) 77 bp  Sc: 85.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna24-MetCAT (3968812-3968737)  Met (CAT) 76 bp  Sc: 86.11 
GGGCCGGTAGCTCAATGGTTAGAGCCGGCCGCTCATAACGGTCTGGTTGCAGGTTCGAGT 
CCTGCCCGGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna7-PheGAA (1164649-1164724)  Phe (GAA) 76 bp  Sc: 91.10 
GCCCAGGTAGCTCAGTTGGTAGAGCATGCGACTGAAAATCGCAGTGTCGGTGGTTCGATT 
CCGCCCCTGGGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna36-ProCGG (2763339-2763263)  Pro (CGG) 77 bp  Sc: 88.00 
CGGAGTGTAGCGCAGCCTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna28-ProGGG (3830915-3830838)  Pro (GGG) 78 bp  Sc: 79.89 
CGGAGTGTAGCGCAGCCCGGTTAGCGCACTAGTCTGGGGGACTAGGGGTCGTGGGTTCGA 
ATCCCGCCACTCCGACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna48-ProTGG (1752260-1752184)  Pro (TGG) 77 bp  Sc: 85.37 
CGGGGTATAGCGCAGTCTGGTAGCGCGGAAGTTTTGGGAACTTCAGGTCGCAGGTTCGAA 
TCCTGCTGCCCCGACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna18-ThrCGT (2869646-2869721)  Thr (CGT) 76 bp  Sc: 53.13 
GGCTGAGTAGCTCAGCCGGCTAGAGCACGTCATTCGTAATGAGAGGGTCGGGGTTCGAGT 
CCCTCCCCTGCAGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna52-SerCGA (45536-45447)  Ser (CGA) 90 bp  Sc: 84.29 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATAGGTGCAAGCCTA 
TCGGGGGTTCGAATCCCCCCCTCTCCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna15-SerGCT (2137115-2137208)  Ser (GCT) 94 bp  Sc: 72.33 
GGAGACGTGGCCGAGAGGCTGAAGGCGGCGGTTTGCTAAACCGTTATAGGGTTGTAAAGC 
CCTATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna50-SerGGA (1198394-1198305)  Ser (GGA) 90 bp  Sc: 76.79 
GGAGGGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAAAGTGTGTATACGGGAAACCGTA 
TCGCGGGTTCGAATCCCGCTCCCTCCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna38-SerTGA (2623984-2623895)  Ser (TGA) 90 bp  Sc: 73.46 
GGAAGGGTGGCCGAGTGGTTTAAGGCAGCGGTCTTGAAAACCGCCGTGGGTGCAAGCCTA 
CCGTGGGTTCGAATCCCACCTCTTCCGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna9-ThrCGT (1382498-1382573)  Thr (CGT) 76 bp  Sc: 100.45 
GCCGCAATAGCTCAGCTGGTAGAGCACCTCATTCGTAATGAGGGGGTCGGGGGTTCGAAT 
CCCTCTTGCGGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna19-ThrGGT (3100608-3100682)  Thr (GGT) 75 bp  Sc: 87.76 
GCTGCCGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCGATCC 



TCTCTGGCAGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna44-ThrTGT (2070017-2069942)  Thr (TGT) 76 bp  Sc: 98.31 
GCCGGTTTAGCTCAGTTGGTAGAGCAACTGATTTGTAATCAGTAGGTCGCGGGTTCGACT 
CCTGCAACCGGCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna8-TrpCCA (1307425-1307502)  Trp (CCA) 78 bp  Sc: 84.09 
AGGAGTGTAGCTCAATTTGGTTAGAGCACCGGTCTCCAAAACCGGGGGTTGGGGGTTCGA 
GTCCCTCCTCTCCTGCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna12-TyrGTA (1547235-1547317)  Tyr (GTA) 83 bp  Sc: 59.64 
GGGAGTGTCCCGAGCGGCAAAGGGGGCGGACTGTAAATCCGCTGGCTATGCCTTCGTAGG 
TTCGAGTCCTACCTCCCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna11-ValCAC (1516464-1516535)  Val (CAC) 72 bp  Sc: 67.08 
GGGTGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCATAGGTTCAATCC 
CTGTGGCGCCCA 
>Beijerinckia_indica_ATCC_9039_chr.trna14-ValCAC (1899325-1899399)  Val (CAC) 75 bp  Sc: 88.42 
GGGCGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCACAGGTTCAATCC 
CTGTCGCGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna29-ValGAC (3660181-3660107)  Val (GAC) 75 bp  Sc: 88.73 
GGGCGCGTAGCTCAGCGGGAGAGCACTACCTTGACATGGTAGGGGTCACAGGTTCGATCC 
CTGTCGCGCCCACCA 
>Beijerinckia_indica_ATCC_9039_chr.trna40-ValTAC (2491813-2491738)  Val (TAC) 76 bp  Sc: 94.06 
GGGCGGTTAGCTCAGTTGGTAGAGCATCTCGTTTACACCGAGAGGGTCGGCGGTTCGAGT 
CCGTCACCGCCTACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna28-AlaCGC (1951626-1951701)  Ala (CGC) 76 bp  Sc: 78.13 
GGGGCTGTAGCTCAGTTGGTAGAGCGCTTCGTTCGCATCGAAGAGGTCGCGGTTTCGACT 
ACCGTCAGCTCCACGA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna54-AlaGGC (13132-13060)  Ala (GGC) 73 bp  Sc: 80.60 
GGGGCTATGGCGCAGCTGGTAGCGCATCTCCATGGCATGGAGAGGGTCAGGGGTTCGAAT 
CCCCTTAGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna33-AlaGGC (1084245-1084170)  Ala (GGC) 76 bp  Sc: 81.22 
GGGGCTATGGCGCAGCTGGTAGCGCATCTCCATGGCATGGAGAGGGTCAGGGGTTCGAAT 
CCCCTTAGCTCCACGA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna53-AlaTGC (13206-13134)  Ala (TGC) 73 bp  Sc: 89.29 
GGGGCTATAGCGCAGCTGGTAGCGCATCTGCTTTGCAAGCAGAGGGTCGCCGGTTCGAAC 
CCGGCTAGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna18-ArgACG (738577-738650)  Arg (ACG) 74 bp  Sc: 73.52 
GCGCGAGTAGCCCAGCGGATTAGAGCAGCTGACTACGGATCAGCAGGTCGCAGGTTCGAA 
TCCTGTCTCGCGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna17-ArgACG (738459-738535)  Arg (ACG) 77 bp  Sc: 81.82 
GCGCGAGTAGCCCAGCGGATTAGAGCAGCTGACTACGGATCAGCAGGTCGCAGGTTCGAA 
TCCTGTCTCGCGCACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna32-ArgCCG (1796439-1796364)  Arg (CCG) 76 bp  Sc: 74.44 
GGGTTTGTAGCTCAGCGGATAGAGCGTCTGTCTCCGGAACAGAAGGTCGTGGGTTCGATC 
CCCATCAAGCCCACCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna26-ArgCCT (1522409-1522481)  Arg (CCT) 73 bp  Sc: 77.22 
GCCTCAGTAGCTCAGTGGATAGAGCACTTCTCTCCTAAAGAAGGTGTCGTAGGTTCGATT 
CCTATCTGGGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna16-ArgTCT (626466-626542)  Arg (TCT) 77 bp  Sc: 83.49 
GGCCCTGTAGCTCAGCTGGATAGAGCATGTGACTTCTAATCTCAAGGTCGCCGGTTCGAG 
CCCGGCCGGGGTCACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna23-AsnGTT (972247-972319)  Asn (GTT) 73 bp  Sc: 79.71 
TCCTGCGTAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAACGGTCACTGGTTCAAGC 
CCAGTCGCAGGAG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna22-AsnGTT (972147-972219)  Asn (GTT) 73 bp  Sc: 81.02 
TCCTGCGTAGCTCAGTTGGCAGAGCATCCGACTGTTAATCGGACGGTCACTGGTTCAAGC 
CCAGTCGCAGGAG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna34-AsnGTT (1071366-1071291)  Asn (GTT) 76 bp  Sc: 89.32 
TCCTGCGTAGCTCAGTTGGCAGAGCATCCGACTGTTAATCGGACGGTCACTGGTTCAAGC 
CCAGTCGCAGGAGCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna13-AspGTC (493171-493244)  Asp (GTC) 74 bp  Sc: 77.86 
GGCCGCGTAGCTCAGTTGGTTAGAGCGCCGCCCTGTCACGGCGGAGGTCACCGGTTCAAG 
TCCGGCCGTGGTCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna46-AspGTC (490738-490662)  Asp (GTC) 77 bp  Sc: 86.15 
GGCCGCGTAGCTCAGTTGGTTAGAGCGCCGCCCTGTCACGGCGGAGGTCACCGGTTCAAG 
TCCGGCCGTGGTCGCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna37-CysGCA (1029044-1028974)  Cys (GCA) 71 bp  Sc: 54.73 
GGTGGGTTAGCCAAGCGGTTAGGCAGCGGCCTGCAAAGCCGTATAGACGAGTTCGACTCT 
CGTACCCACCT 



>Bifidobacterium_adolescentis_ATCC_15703_chr.trna3-GlnCTG (240596-240670)  Gln (CTG) 75 bp  Sc: 63.28 
TGGGATGTGGTGTAATTGGCAACACAGCTGATTCTGGTTCAGCCATTCTTGGTTCGAGTC 
CAGGCATCCCAGCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna24-GlnTTG (1107262-1107335)  Gln (TTG) 74 bp  Sc: 49.45 
TCCCCCATGGTGTAATGGCAGCACACGGGTCTTTGGAACCCTTTGTCTTGGTTCGAGTCC 
AGGTGGGGGAGCAA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna2-GluCTC (240485-240560)  Glu (CTC) 76 bp  Sc: 49.25 
GCCCCCGTCGTCTAGCGGTCTAGGACTACGCCCTCTCACGGCGCCAACACCGGTTCAAAT 
CCGGTCGGGGGTACGA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna12-GluTTC (493074-493145)  Glu (TTC) 72 bp  Sc: 53.66 
GCCCCCTTCGTCTAACGGTTAGGACACCAGACTTTCAATCTGACAACGAGAGTTCGACTC 
TCTCAGGGGGTA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna1-GlyCCC (81167-81240)  Gly (CCC) 74 bp  Sc: 67.14 
GCGGATGTAGTTCATCGGTAGAACGAAAGCTTCCCAAGCTTTAAAGGCGGGTTCGACTCC 
CGTCATCCGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna35-GlyGCC (1060616-1060541)  Gly (GCC) 76 bp  Sc: 76.41 
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTCCGAGT 
CCCGTTGTCCGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna45-GlyGCC (628805-628730)  Gly (GCC) 76 bp  Sc: 76.41 
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTCCGAGT 
CCCGTTGTCCGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna36-GlyGCC (1029147-1029072)  Gly (GCC) 76 bp  Sc: 76.69 
GCGGACATAGCTTAGTTGGTAAAGCGCAACCTTGCCAAGGTTGAGACCGCGGGTTCGAGT 
CCCGTTGTCCGCTCTA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna7-GlyTCC (342497-342570)  Gly (TCC) 74 bp  Sc: 79.76 
GCGGATGTAGCTCAATGGTAGAGCCTCAGTCTTCCAAACTGATTACGCGGGTTCGATTCC 
CGTCATCCGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna42-HisGTG (662696-662621)  His (GTG) 76 bp  Sc: 74.58 
GTGGCTATAGCTCAGTTGGTAGAGCATCTGATTGTGGTTCAGAAGGTCGCGCGTTCGAGC 
CGCGTTAGCCACCCCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna52-IleGAT (13322-13249)  Ile (GAT) 74 bp  Sc: 89.90 
GGGCCCGTAGCTCAGGTGGTTAGAGCGCATCCCTGATAAGGATGAGGTCGGAGGTTCAAG 
TCCTCCCGGGCCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna15-IleTAT (553096-553169)  Ile (TAT) 74 bp  Sc: 82.79 
GCCCTCGTAGCTCAGTTGGTTAGAGCAGCACCCTTATAAGGTGTTTGTCCTGGGTTCAAG 
TCCCAGCGAGGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna20-LeuCAA (847728-847801)  Leu (CAA) 74 bp  Sc: 48.19 
GCCCTCGTATCCCAATTGGTAGAGGAAGCAGCCTCAAAATCTGCGCAGTGTGGGTTCGAG 
TCCCACCGAGGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna51-LeuCAG (64761-64679)  Leu (CAG) 83 bp  Sc: 50.26 
GCGAGCGTGGCGGAATGGTAGACGCGCTGTCTTCAGGTGGCAGTGAGTGTATGCTCGTGG 
GGGTTCAACTCCCCCCGCTCGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna41-LeuGAG (904886-904796)  Leu (GAG) 91 bp  Sc: 58.25 
GTCCGGGTGGCGGAATGGTAGACGCGCTAGCTTGAGGTGCTAGTGCCTATTTTATACAGG 
CGTGCGGGTTCAAGTCCCGCTCCGGACACCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna19-LeuTAA (812748-812827)  Leu (TAA) 80 bp  Sc: 59.60 
GCCTCCATGGCGAAATCGGTATACGCAGTCGACTTAAAATCGACCTCTTCGGATTGTGGG 
TTCGAGTCCCGCTGGAGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna5-LeuTAG (302204-302284)  Leu (TAG) 81 bp  Sc: 66.45 
GCGCGAGTGGCGGAATTGGTAGACGCGCAGGATTTAGGTTCCTGTGTCTTTGACGTGTGG 
GTTCAAGTCCCATCTCGCGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna31-LysCTT (1861680-1861607)  Lys (CTT) 74 bp  Sc: 86.48 
GCCCCTTTAGCTCAGTTGGTTAGAGCAGCTGACTCTTAATCAGCGTGTCCAGGGTTCGAA 
TCCCTGAGGGGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna50-LysTTT (152339-152267)  Lys (TTT) 73 bp  Sc: 73.84 
GCCCCTCTAGCTCAACGGTTAGAGCAGCGTCCTTTTAAGTCGTGGGTTGTGGGTTCGAAT 
CCCACGGGGGGCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna10-MetCAT (388109-388185)  Met (CAT) 77 bp  Sc: 80.92 
GGCGGGATAGCTCAGCTGGCTAGAGCGTACGACTCATAATCGTAAGGTCAAGAGTTCGAG 
TCTCTTTCTCGCTACAA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna27-MetCAT (1810564-1810640)  Met (CAT) 77 bp  Sc: 83.43 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCCATGGTTCAAA 
TCCATGCCCCGCTACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna14-PheGAA (493268-493343)  Phe (GAA) 76 bp  Sc: 79.96 
GGCTCTGTAGCTCAGTTGGTAGAGCGAACGACTGAAAATCGTTAGGTCAGCGGATCGATG 
CCGCTCGGAGCCACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna47-ProCGG (474265-474189)  Pro (CGG) 77 bp  Sc: 80.22 



CGGGCTGTAGCGCAGCTTGGTAGCGCGCTTCGTTCGGGACGAAGAGGCCGCGGGTTCAAA 
TCCCGCCAGCCCGACAA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna40-ProGGG (1018241-1018165)  Pro (GGG) 77 bp  Sc: 87.08 
CGGACCATAGCGCAGTTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCGGGTTCAAA 
TCCCGCTGGTCCGACCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna21-ProTGG (856660-856736)  Pro (TGG) 77 bp  Sc: 85.27 
CGGGCTGTAGCGCAGTTTGGTAGCGCGTCTGCTTTGGGAGCAGAATGTCGCAGGTTCAAA 
TCCTGTCAGCCCGACAA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna48-SerCGA (442196-442111)  Ser (CGA) 86 bp  Sc: 58.08 
GGATAAGTGTCCGAGCGGTCTAAGGAGCACGCCTCGAAAGCGTGTGAGGGCGAACCCCTC 
CGCGAGTTCGAATCTCGCCTTATCCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna49-SerGCT (400828-400738)  Ser (GCT) 91 bp  Sc: 52.97 
GGAGTCATGCCTGAGTGGCCGATAGGGGCACCCTGCTAAGGTGTTAGTCGTGTTTAGCGG 
CTCGAGGGTTCGAATCCCTCTGACTCCGCCT 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna30-SerGGA (1905059-1904972)  Ser (GGA) 88 bp  Sc: 59.29 
GGAGAATTCGCCTAGTGGTCTATGGCGCACGCTTGGAAAGCGTGTTGGTGTAACAGCCTC 
ACGAGTTCGAATCTCGTATTCTCCGCCC 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna11-SerTGA (465693-465777)  Ser (TGA) 85 bp  Sc: 59.36 
GGGTAGATGTCTGAGCGGTCTAAAGAGACGGTCTTGAAAACCGTTGAGGTGCAAGCCTCC 
GCGAGTTCGAATCTCGCTCTGCCCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna4-ThrCGT (302036-302111)  Thr (CGT) 76 bp  Sc: 88.32 
GCCACTTTAGCTCAGTCGGTAGAGCGGCTCACTCGTAATGAGCAGGTCGACAGTTCGATT 
CTGTCAAGTGGCTCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna9-ThrGGT (388031-388103)  Thr (GGT) 73 bp  Sc: 65.14 
GCCTCGATAGCTCAGTGGTAGAGCACTTCCTTGGTAAAGGAAGAGGTCGTGAGTCCGATT 
CTCACTCGAGGCT 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna29-ThrTGT (2069586-2069662)  Thr (TGT) 77 bp  Sc: 77.62 
GCCTCCTTAGCTCAGATGGCCAGAGCGGCCGCCTTGTAAGCGGCAGGTCGTCGGTTCGAT 
CCCGACAGGAGGCTCGA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna6-TrpCCA (320827-320902)  Trp (CCA) 76 bp  Sc: 87.91 
AGGGAAGTGGCGCAATTGGTAGCGCAACGGTCTCCAAAACCGTAGGTTGTGGGTTCGAGT 
CCCGCCTTCCCTGCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna8-TyrGTA (387948-388029)  Tyr (GTA) 82 bp  Sc: 64.35 
GGCGGATTTCCCAAGCGGTCAAAGGGAACTGACTGTAAATCAGTCGCCTCGTGCTTCAGT 
GGTTCGAATCCACTATCCGCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna44-ValCAC (628911-628839)  Val (CAC) 73 bp  Sc: 79.39 
GGGTGATTGGCGCAGCGGCTAGCGCACTTCCTTCACACGGAAGGGGTCATAGGTTCGATT 
CCTATATCACCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna39-ValCAC (1028831-1028756)  Val (CAC) 76 bp  Sc: 80.01 
GGGTGATTGGCGCAGCGGCTAGCGCACTTCCTTCACACGGAAGGGGTCATAGGTTCGATT 
CCTATATCACCCACCG 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna38-ValGAC (1028933-1028862)  Val (GAC) 72 bp  Sc: 74.35 
GGGCGGTTGGCGCAGAGGTAGCGCACTTCCCTGACACGGAAGGGGTCACAAGTTCGAATC 
TTGTATCGCCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna43-ValGAC (629028-628957)  Val (GAC) 72 bp  Sc: 74.35 
GGGCGGTTGGCGCAGAGGTAGCGCACTTCCCTGACACGGAAGGGGTCACAAGTTCGAATC 
TTGTATCGCCCA 
>Bifidobacterium_adolescentis_ATCC_15703_chr.trna25-ValTAC (1435985-1436058)  Val (TAC) 74 bp  Sc: 89.66 
GGGCGATTAGCTCAGTTGGTTAGAGCGCCACCTTTACACGGTGGATGTCGGGGGTTCGAA 
TCCCTCATCGCCCA 
>Blochmannia_floridanus_chr.trna20-AlaTGC (664314-664242)  Ala (TGC) 73 bp  Sc: 80.93 
GGGGCTATAGCTCAATTGGGAGAGCATCTGTTTTGCACACAGAAGGTTAGCGGTTCGATT 
CCGCTTAGCTCCA 
>Blochmannia_floridanus_chr.trna6-ArgACG (204800-204873)  Arg (ACG) 74 bp  Sc: 79.10 
GCACCCGTAGCTCAGTTGGATAGAGCACTCGGCTACGAACCGAGAGGTCGGGGGTTCAAA 
TCCTCTCGGGTGTA 
>Blochmannia_floridanus_chr.trna23-ArgCCG (653133-653060)  Arg (CCG) 74 bp  Sc: 66.11 
GCGTCCGTAGCTTAATTGGATAGAGCATTGCCCTCCGAAGGCAAAGGTGTCAGGTTCGAT 
CCCTGTCGGGCGCA 
>Blochmannia_floridanus_chr.trna16-ArgCCT (556861-556932)  Arg (CCT) 72 bp  Sc: 52.37 
GTCTTCGTAGTTAAACGGATATAACAAGCCTCTCCTAAAGGCTAATTACAGGTTCGATCC 
CTGTCGAAGACA 
>Blochmannia_floridanus_chr.trna12-ArgTCT (338731-338804)  Arg (TCT) 74 bp  Sc: 71.59 
GCGCTCTTAACTCAATAGGATAGAGTAACGGCCTTCTAAGCCGTAAGTTATAGGTTCGAA 
TCCTATAGAGCGCA 
>Blochmannia_floridanus_chr.trna15-AsnGTT (505897-505972)  Asn (GTT) 76 bp  Sc: 85.94 
TCCTCTGTAGTTCAGTTGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAAT 



CCAGTCAGGGGAGCCA 
>Blochmannia_floridanus_chr.trna21-AspGTC (664177-664101)  Asp (GTC) 77 bp  Sc: 87.47 
GGTGCGGTAGTTCAGATGGTTAGAATATCGGCTTGTCACGCCGGAGGTCGCGGGTTCGAA 
TCCCGTCCGCACCGCCA 
>Blochmannia_floridanus_chr.trna30-CysGCA (455468-455398)  Cys (GCA) 71 bp  Sc: 56.37 
GGCGCGTTAACAAAGTGGTAATGTAGCGGACTGCAAATCCGTATAGCTCGGTTCGAATCC 
GAGACGCGCCT 
>Blochmannia_floridanus_chr.trna35-GlnTTG (353907-353836)  Gln (TTG) 72 bp  Sc: 67.90 
TGGGGTATAGCCAAGCGGTAAGGCAGCGGGTTTTGATCCCGCCACTCCCAGGTTCGAATC 
CTGGTACCCCAG 
>Blochmannia_floridanus_chr.trna27-GluTTC (616408-616337)  Glu (TTC) 72 bp  Sc: 49.34 
GTCCCCTTCGTCTAGAGGTTAGGACACTGCCCTTTCACGGCGGCAACAGGGGTTCGAAAC 
CCCTAGGGGACA 
>Blochmannia_floridanus_chr.trna2-GlyGCC (82596-82669)  Gly (GCC) 74 bp  Sc: 79.17 
GCGGGAATAGCTCAGATGGTTAGAGTGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAA 
TCTCGTTTCCCGCT 
>Blochmannia_floridanus_chr.trna9-GlyTCC (220138-220209)  Gly (TCC) 72 bp  Sc: 42.59 
GTGGGCATCGTATAATGGTTATTACCTCAACCTTCCAAGTTGATGATGTGGGTTCGATTC 
CCACTGTCCGCT 
>Blochmannia_floridanus_chr.trna24-HisGTG (652988-652914)  His (GTG) 75 bp  Sc: 73.32 
GTGATTGTAGCTCAGTTGGTAGAGCTCTGGATTGTGGTTCCAGTGGTCGTGGGTTCGAAT 
CCCATCAGTCACCCA 
>Blochmannia_floridanus_chr.trna19-IleGAT (705085-705012)  Ile (GAT) 74 bp  Sc: 81.35 
AGGCTTGTAGCTCAGCCGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGGCCTA 
>Blochmannia_floridanus_chr.trna1-LeuCAA (46904-46985)  Leu (CAA) 82 bp  Sc: 57.72 
GCCGAAGTGGCGGAAAAGGTAGACGCAATTGATTCAAAATCAATCACTGTGAGGTGTGTC 
GGTTCGAGTCCGACCTTCGGTA 
>Blochmannia_floridanus_chr.trna25-LeuCAG (652885-652799)  Leu (CAG) 87 bp  Sc: 45.40 
GCGAAGGTGGCGAAATAGGTAGACGCACTAGCTTCAGGGGTTAGTGTCTTGTATGTAGAC 
GTAAGGGTTCAAATCCCTTCCTTCGTA 
>Blochmannia_floridanus_chr.trna3-LeuGAG (110685-110768)  Leu (GAG) 84 bp  Sc: 44.99 
GCCGAGATGGTGAAATTTGGTATACACGCTACTTTGAGGGGGTAGTCCGGTTAATGGTTG 
CGGGTTCAAATCCCGTTCTCGGCA 
>Blochmannia_floridanus_chr.trna31-LeuTAA (455378-455296)  Leu (TAA) 83 bp  Sc: 59.80 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCAGTTTTATACTGTAC 
GAGTTCAAGTCTCGTCCCGGGTA 
>Blochmannia_floridanus_chr.trna34-LeuTAG (354041-353957)  Leu (TAG) 85 bp  Sc: 47.33 
ACGGGAGTGGCGAAATAGGTAGACGCGTCAGAGTTAGAGTCTGATATCCTTAGATATGCG 
AGTTCAAATCTCGCCTCCCGTATCA 
>Blochmannia_floridanus_chr.trna13-LysCTT (456786-456857)  Lys (CTT) 72 bp  Sc: 79.31 
GGGTCGTTAGCTCAATGGTAGAGCAGTTGACTCTTAATCAATTGATTGTAGGTTCGAGTC 
CTACACGACCCA 
>Blochmannia_floridanus_chr.trna18-LysTTT (561984-562056)  Lys (TTT) 73 bp  Sc: 90.12 
GGGTCGTTAGCTCAGTTGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCAGGTTCAAGT 
CCTGCACGACCCA 
>Blochmannia_floridanus_chr.trna33-MetCAT (354170-354097)  Met (CAT) 74 bp  Sc: 78.66 
GGCTACGTAGCTCAGATGGTTAGAGCGCAGCACTCATAATGCTGAGGGCACAGGTTCAAA 
TCCTGTCGTAGCTA 
>Blochmannia_floridanus_chr.trna4-MetCAT (110836-110912)  Met (CAT) 77 bp  Sc: 82.21 
CGCGGGGTGGAGCAGTATGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCAACCA 
>Blochmannia_floridanus_chr.trna37-MetCAT (59570-59497)  Met (CAT) 74 bp  Sc: 87.58 
GGCCCTTTAGCTCAGTTGGTTAGAGCAGGCGACTCATAATCGCTTGGTCACTGGTTCAAA 
TCCAGTAAGGGCCA 
>Blochmannia_floridanus_chr.trna36-PheGAA (73366-73291)  Phe (GAA) 76 bp  Sc: 85.67 
GCCCAGATAGCTCAGTTGGTAGAGCAGAGGACTGAAGATCCTCGTGTCCTTGGTTCGATT 
CCGAGTCTGGGCACCA 
>Blochmannia_floridanus_chr.trna26-ProTGG (652786-652713)  Pro (TGG) 74 bp  Sc: 77.60 
CGGCGAGTGGCGCAGTTTGGTAGCGTGGCTGGTTTGGGACCAGTAGGTCGGAGGTTCGAA 
TCCTCTCTCGCCGA 
>Blochmannia_floridanus_chr.trna28-SerCGA (505721-505634)  Ser (CGA) 88 bp  Sc: 52.03 
GGAGAGATGCCGGAGTGGATGAACGGGACGGTTTCGAAAATCGTTAAAGAATGTAATTTT 
TTCAAGGGTTCGAATCCCTTTCTCTCCT 
>Blochmannia_floridanus_chr.trna5-SerGCT (204652-204742)  Ser (GCT) 91 bp  Sc: 57.55 
AGTGAGGTGGCCGAGAGGCTAAAGGCACTCCCCTGCTAAGGGAGTATATAGTCTAAATAC 
TGTATCGAGGGTTCGAATCCCTCCCTCACTG 



>Blochmannia_floridanus_chr.trna14-SerGGA (505174-505261)  Ser (GGA) 88 bp  Sc: 53.70 
GGTGAGGTGTCCGAGAGGCTCAAGGAGCATGCCTGGAAAGCATGTATACATATAATATGT 
ATCAAGGGTTCGAATCCCTTCCTCACCG 
>Blochmannia_floridanus_chr.trna29-SerTGA (457082-456999)  Ser (TGA) 84 bp  Sc: 50.49 
GGAGGAGTGGCCGAGAGGATGAAGGCGCCGGTCTTGAAAATCGGTAATGTAAAAAATTCT 
AGAGTTCGAATCTCTACTCCTCCG 
>Blochmannia_floridanus_chr.trna11-ThrCGT (241865-241937)  Thr (CGT) 73 bp  Sc: 73.67 
GCCGATATAGCTTAATTGGTAGAGCAATGCATTCGTAATGCAAAGGTTGTAGGTTCGAAT 
CCTATTGTCGGCA 
>Blochmannia_floridanus_chr.trna10-ThrGGT (220246-220317)  Thr (GGT) 72 bp  Sc: 73.01 
GCTGATATAGCTCAGGGGCAGAGCACTCCCTTGGTAAGGGTGAGGTCGGCAGTTCGATTC 
TGCTTATCAGCA 
>Blochmannia_floridanus_chr.trna7-ThrTGT (219918-219989)  Thr (TGT) 72 bp  Sc: 77.81 
GCCGGTGTAGCTCAATGGTAGAGCAACTGATTTGTAATCAGTGGGTTAAGGGTTCAAATC 
CTTTTGCCGGCA 
>Blochmannia_floridanus_chr.trna22-TrpCCA (664046-663975)  Trp (CCA) 72 bp  Sc: 70.05 
AGGGGTGTAGTTCAATGGTAGAATATCGGTCTCCAAAACCGAGGGTTGGGAGTTCAAGTC 
TCTTCACCCCTG 
>Blochmannia_floridanus_chr.trna8-TyrGTA (220004-220085)  Tyr (GTA) 82 bp  Sc: 66.39 
GATGGGGTGCCCGAGTGGTTAAAGGGAGCAGACTGTAAATCTGCCGTCGTAGACTTCGAA 
GGTTCAAATCCTTCCCCCATCA 
>Blochmannia_floridanus_chr.trna32-ValGAC (402258-402185)  Val (GAC) 74 bp  Sc: 72.33 
GCGTTCTTAGCTCAGTTGGTTAGAGTGCTACCGTGACATGGTAGAGGTCGATGGTTCGAG 
TCCATTAGAACGCA 
>Blochmannia_floridanus_chr.trna17-ValTAC (561868-561940)  Val (TAC) 73 bp  Sc: 72.12 
AGGTGATTAGCTCAATAGGTAGAGTATCTCTCTTACAAGGAGAAGGTCGGCGGTTCAAAT 
CCGCCATCACCTA 
>Bordetella_avium_197N_chr.trna51-AlaCGC (1703594-1703519)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Bordetella_avium_197N_chr.trna53-AlaGGC (877634-877559)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Bordetella_avium_197N_chr.trna56-AlaGGC (877059-876984)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Bordetella_avium_197N_chr.trna8-AlaGGC (885428-885503)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Bordetella_avium_197N_chr.trna30-AlaTGC (3150360-3150285)  Ala (TGC) 76 bp  Sc: 88.49 
GGGGGTGTAGCTCAGCTGGGAGAGCGCCTGCTTTGCAAGCAGGATGTCATCGGTTCGATC 
CCGTTCACCTCCACCA 
>Bordetella_avium_197N_chr.trna41-AlaTGC (2699255-2699180)  Ala (TGC) 76 bp  Sc: 88.49 
GGGGGTGTAGCTCAGCTGGGAGAGCGCCTGCTTTGCAAGCAGGATGTCATCGGTTCGATC 
CCGTTCACCTCCACCA 
>Bordetella_avium_197N_chr.trna48-AlaTGC (2398053-2397978)  Ala (TGC) 76 bp  Sc: 88.49 
GGGGGTGTAGCTCAGCTGGGAGAGCGCCTGCTTTGCAAGCAGGATGTCATCGGTTCGATC 
CCGTTCACCTCCACCA 
>Bordetella_avium_197N_chr.trna37-ArgACG (2768511-2768435)  Arg (ACG) 77 bp  Sc: 86.25 
GCGCCCGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCGGGCGCGCCA 
>Bordetella_avium_197N_chr.trna38-ArgACG (2768300-2768224)  Arg (ACG) 77 bp  Sc: 86.25 
GCGCCCGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCGGGCGCGCCA 
>Bordetella_avium_197N_chr.trna39-ArgACG (2766465-2766389)  Arg (ACG) 77 bp  Sc: 86.25 
GCGCCCGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCGGGCGCGCCA 
>Bordetella_avium_197N_chr.trna26-ArgCCG (3468618-3468544)  Arg (CCG) 75 bp  Sc: 61.31 
GTGCCCGTAGTTCAATGGATAGAATGAGAGTTTCCGAAGCTCTTGATACAGGTTCGATTC 
CTGTCGGGCGCGCCA 
>Bordetella_avium_197N_chr.trna11-ArgCCT (962825-962899)  Arg (CCT) 75 bp  Sc: 58.85 
GTCCCTGTAGTTCAATGGATAGAACAGGTTCCTCCTAAGAATCAGATCCAGGTTCGATTC 
CTGGTGGGGACGCCA 
>Bordetella_avium_197N_chr.trna52-ArgTCT (1380288-1380212)  Arg (TCT) 77 bp  Sc: 78.38 
GCGCCCGTAGCTCAAATGGATAGAGCAGAGGATTTCTACCCCTCAGGTTGCAGGTTCGAC 
TCCTGCCGGGCGCGCCA 
>Bordetella_avium_197N_chr.trna34-ArgTCT (2815281-2815205)  Arg (TCT) 77 bp  Sc: 85.87 



CCGCCCTTAGCTCAGTCGGATAGAGCACTCGCCTTCTAAGCGAGCGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Bordetella_avium_197N_chr.trna25-AsnGTT (3619019-3619094)  Asn (GTT) 76 bp  Sc: 87.19 
TCCCCGATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCGCTGGTTCGAGC 
CCAGCTCGGGGAGCCA 
>Bordetella_avium_197N_chr.trna43-AsnGTT (2594270-2594195)  Asn (GTT) 76 bp  Sc: 87.19 
TCCCCGATAGCTCAGTCGGTAGAGCGACGGACTGTTAATCCGCAGGTCGCTGGTTCGAGC 
CCAGCTCGGGGAGCCA 
>Bordetella_avium_197N_chr.trna10-AspGTC (885641-885717)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Bordetella_avium_197N_chr.trna55-AspGTC (877420-877344)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Bordetella_avium_197N_chr.trna58-AspGTC (876845-876769)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Bordetella_avium_197N_chr.trna23-CysGCA (2974965-2975038)  Cys (GCA) 74 bp  Sc: 68.57 
GGCGCAATGGCAGAGTGGTTATGCAGCGGATTGCAAATCCGTGTACGTCGGTTCGATTCC 
GGCTTGCGCCTCCA 
>Bordetella_avium_197N_chr.trna7-GlnTTG (558750-558826)  Gln (TTG) 77 bp  Sc: 77.70 
TGGGGAGTCGCCAAGCTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAAGGTTCGAA 
TCCTTCCTCCCCAGCCA 
>Bordetella_avium_197N_chr.trna54-GluTTC (877534-877459)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Bordetella_avium_197N_chr.trna57-GluTTC (876959-876884)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Bordetella_avium_197N_chr.trna9-GluTTC (885527-885602)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Bordetella_avium_197N_chr.trna6-GlyCCC (455847-455920)  Gly (CCC) 74 bp  Sc: 77.64 
GCGGGTGTAGTTCAATGGTAGAACGGCGGCTTCCCAAGCCTCAAGCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Bordetella_avium_197N_chr.trna21-GlyGCC (2953742-2953817)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Bordetella_avium_197N_chr.trna22-GlyGCC (2962130-2962205)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Bordetella_avium_197N_chr.trna2-GlyTCC (5642-5715)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Bordetella_avium_197N_chr.trna35-HisGTG (2811770-2811695)  His (GTG) 76 bp  Sc: 80.26 
GTGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 
>Bordetella_avium_197N_chr.trna29-IleGAT (3150444-3150368)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Bordetella_avium_197N_chr.trna40-IleGAT (2699339-2699263)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Bordetella_avium_197N_chr.trna47-IleGAT (2398137-2398061)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Bordetella_avium_197N_chr.trna59-LeuCAA (443768-443684)  Leu (CAA) 85 bp  Sc: 75.82 
GCCCGGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCCGGGCACCA 
>Bordetella_avium_197N_chr.trna14-LeuCAG (2273831-2273915)  Leu (CAG) 85 bp  Sc: 75.85 
GCCCAGGTGGCGGAATTGGTAGACGCGCATGGTTCAGGTCCATGTGCCGCAAGGTGTGGA 
GGTTCGAGTCCTCTCCTGGGCACCA 
>Bordetella_avium_197N_chr.trna15-LeuCAG (2274782-2274866)  Leu (CAG) 85 bp  Sc: 75.85 
GCCCAGGTGGCGGAATTGGTAGACGCGCATGGTTCAGGTCCATGTGCCGCAAGGTGTGGA 
GGTTCGAGTCCTCTCCTGGGCACCA 
>Bordetella_avium_197N_chr.trna16-LeuCAG (2275016-2275100)  Leu (CAG) 85 bp  Sc: 75.85 
GCCCAGGTGGCGGAATTGGTAGACGCGCATGGTTCAGGTCCATGTGCCGCAAGGTGTGGA 



GGTTCGAGTCCTCTCCTGGGCACCA 
>Bordetella_avium_197N_chr.trna33-LeuGAG (2871644-2871560)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Bordetella_avium_197N_chr.trna13-LeuTAG (1496530-1496616)  Leu (TAG) 87 bp  Sc: 68.96 
GCGAAGGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCGTAACAGGTGTG 
CGGGTTCGAGTCCCGCCCTTCGCACCA 
>Bordetella_avium_197N_chr.trna32-LysCTT (3093135-3093060)  Lys (CTT) 76 bp  Sc: 88.69 
GGGCTGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGC 
CACTCACAGCCCACCA 
>Bordetella_avium_197N_chr.trna31-LysTTT (3098700-3098625)  Lys (TTT) 76 bp  Sc: 92.60 
GGGTCGTTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGCGCGTTCGAGT 
CGCGCACGACCCACCA 
>Bordetella_avium_197N_chr.trna44-MetCAT (2507391-2507313)  Met (CAT) 79 bp  Sc: 66.21 
GGGCCTCTAGCTCATGCCTGGTTAGAGCAGCGGACTCATAATCCGTTGGTGCCGAGTTCG 
ACTCTCGGGGGGCCTACCA 
>Bordetella_avium_197N_chr.trna17-MetCAT (2281839-2281915)  Met (CAT) 77 bp  Sc: 81.73 
GGCGCATTAGCTCAGCCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCCCTGTTCGAA 
TCAGGGATGCGCCACCA 
>Bordetella_avium_197N_chr.trna18-MetCAT (2592127-2592203)  Met (CAT) 77 bp  Sc: 85.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bordetella_avium_197N_chr.trna45-MetCAT (2500626-2500550)  Met (CAT) 77 bp  Sc: 85.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Bordetella_avium_197N_chr.trna61-PheGAA (309323-309248)  Phe (GAA) 76 bp  Sc: 86.41 
GGCCTGGTAGCTCAGTCGGTAGAGCAGAGGATTGAAAATCCTTGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Bordetella_avium_197N_chr.trna5-ProCGG (267998-268074)  Pro (CGG) 77 bp  Sc: 85.02 
CGGGGCGTAGCTCAGTCTGGTAGAGTACTGCGTTCGGGACGCAGGAGTCGGAGGTTCGAA 
TCCTCTCGCCCCGACCA 
>Bordetella_avium_197N_chr.trna50-ProGGG (2204244-2204168)  Pro (GGG) 77 bp  Sc: 77.19 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCGAGTTCGAA 
TCCCGCCGTCCCGACCA 
>Bordetella_avium_197N_chr.trna12-ProTGG (1013977-1014053)  Pro (TGG) 77 bp  Sc: 87.76 
CGGGGCGTAGCGCAGCCTGGTAGCGCATCTGCTTTGGGAGCAGAGGGTCGCGAGTTCGAA 
TCCCGCCGCCCCGACCA 
>Bordetella_avium_197N_chr.trna60-Undet??? (402562-402479)  Undet (???) 84 bp  Sc: 25.82 
ACCCGCGTATTTACTGGTTTCTTTGGTGGGACTCAAAATCCCCCGCCGCAAGGCGTGCCG 
GTTCGATTCCGGCCCCGGGCACCA 
>Bordetella_avium_197N_chr.trna20-SerCGA (2896943-2897032)  Ser (CGA) 90 bp  Sc: 77.54 
GGAGAGGTGGCAGAGTGGTCGAATGCGCCGGACTCGAAATCCGGTATACGTTTAGGCGTA 
TCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Bordetella_avium_197N_chr.trna36-SerGCT (2768859-2768767)  Ser (GCT) 93 bp  Sc: 69.39 
GGAGACGTGCCCGAGAGGCTGAAGGGGCTCCCCTGCTAAGGGAGTATGTGGCTAAAAACT 
GCATCGTGGGTTCGAATCCCACCGTCTCCGCCA 
>Bordetella_avium_197N_chr.trna27-SerGGA (3208335-3208245)  Ser (GGA) 91 bp  Sc: 75.09 
GGACAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAAAGCGTGTATACGTGATAAGCGT 
ATCGGGGGTTCGAATCCCCCTCTGTCCGCCA 
>Bordetella_avium_197N_chr.trna19-SerTGA (2878073-2878162)  Ser (TGA) 90 bp  Sc: 75.83 
GGAAGCGTGGCCGAGCGGTTGAAGGCACCGGTCTTGAAAACCGGCAAGGGTTTATACCCT 
TCGTGGGTTCGAATCCCACCGCTTCCGCCA 
>Bordetella_avium_197N_chr.trna42-ThrCGT (2594536-2594461)  Thr (CGT) 76 bp  Sc: 90.68 
GCCGGCATAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGGGGTTCGACT 
CCTCTTGCCGGCACCA 
>Bordetella_avium_197N_chr.trna3-ThrGGT (5719-5793)  Thr (GGT) 75 bp  Sc: 86.85 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCACGCGTTCGATCC 
GCGTCATGGGCACCA 
>Bordetella_avium_197N_chr.trna24-ThrTGT (3618347-3618422)  Thr (TGT) 76 bp  Sc: 95.16 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCTCACTTGTAATGAGAAGGTCGAGGGTTCGATT 
CCTTTCACCGGCACCA 
>Bordetella_avium_197N_chr.trna4-TrpCCA (7199-7274)  Trp (CCA) 76 bp  Sc: 85.26 
AGGGGTATAGCTCAATTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGTAGGTTCGATT 
CCTACTGCCCCTGCCA 
>Bordetella_avium_197N_chr.trna1-TyrGTA (5439-5525)  Tyr (GTA) 87 bp  Sc: 66.36 
GGAGGGGTGCCCGAGTGGTTAAAGGGGGCAGACTGTAAATCTGTTGGCCTTGCGCCTACG 
TTGGTTCGAATCCAACCTCCTCCACCA 



>Bordetella_avium_197N_chr.trna28-ValCAC (3187668-3187594)  Val (CAC) 75 bp  Sc: 85.38 
GGGTGGTTAGCTCAGTGGTAGAGCACTGCCTTCACACGGCAGGGGTCACAAGTTCGAAAC 
TTGTACCACCCACCA 
>Bordetella_avium_197N_chr.trna46-ValGAC (2442088-2442012)  Val (GAC) 77 bp  Sc: 86.03 
AGGCGGTTAGCTCAGATGGTTAGAGCGCTACGTTGACATCGTAGAGGTCGTTGGTTCGAT 
TCCAATACCGCCTACCA 
>Bordetella_avium_197N_chr.trna49-ValTAC (2268394-2268319)  Val (TAC) 76 bp  Sc: 92.94 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCACAGGTTCGACC 
CCTGTAGCACCCACCA 
>Borrelia_afzelii_PKo_chr.trna31-AlaTGC (448255-448182)  Ala (TGC) 74 bp  Sc: 91.03 
GGGGGTTTAGCTCAGTTGGCTAGAGCATCGGCTTTGCAAGCCGAGGGTCAAGGGTTCGAG 
TCCCTTAACCTCCA 
>Borrelia_afzelii_PKo_chr.trna10-ArgGCG (486081-486154)  Arg (GCG) 74 bp  Sc: 72.81 
GTGTCCATAGCTCAGTTGGATAGAGCGTTAGATTGCGATTCTTAAGGTCGGAGGTTCAAG 
TCCTCTTGGACACG 
>Borrelia_afzelii_PKo_chr.trna13-ArgTCG (640003-640076)  Arg (TCG) 74 bp  Sc: 69.91 
GCATTCATAGCTCAATTGGATAGAGCAGTGGACTTCGAATCCGAAGGTTGCAGGTTCGAA 
TCCTGCTGAGTGCG 
>Borrelia_afzelii_PKo_chr.trna22-ArgTCT (792833-792760)  Arg (TCT) 74 bp  Sc: 78.73 
GCACCAATAGCTCAATTGGATAGAGCAACAGACTTCTAATCTGTAGGTTTTAGGTTCGAG 
TCCTAATTGGTGCG 
>Borrelia_afzelii_PKo_chr.trna17-AsnGTT (660719-660790)  Asn (GTT) 72 bp  Sc: 76.04 
TCCCCTATAGCTCAGTGGTAGAGCGGGTGGCTGTTAACCACTAGGTCGGAGGTTCAAGTC 
CTTCTGGGGGAG 
>Borrelia_afzelii_PKo_chr.trna25-AspGTC (666899-666826)  Asp (GTC) 74 bp  Sc: 79.20 
GGGGGCGTAGTTCAGATGGTTAGAACGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
ACCCGTCGCTCCCG 
>Borrelia_afzelii_PKo_chr.trna2-CysGCA (202115-202187)  Cys (GCA) 73 bp  Sc: 69.14 
GGCGCTGTACCCAAGTGGCTAAGGGAGAAGTCTGCAAAACTTTGATTCGCCGGTTCGATT 
CCGGTCAGCGCCT 
>Borrelia_afzelii_PKo_chr.trna21-GlnTTG (826673-826744)  Gln (TTG) 72 bp  Sc: 59.77 
TGGGACGTCGACAAGCGGTAAGTCAACTGGTTTTGGTCCAGTCATTCGAGGGTTCGAATC 
CTTCCGTCCCAG 
>Borrelia_afzelii_PKo_chr.trna15-GlyGCC (640242-640313)  Gly (GCC) 72 bp  Sc: 66.76 
GCGAAAGTAACTCAGGGGTAGAGTGTCACCTTGCCAAGGTGGAAGTCGCGGGTTCAAATC 
CCGTCTTTCGCT 
>Borrelia_afzelii_PKo_chr.trna1-GlyTCC (46313-46384)  Gly (TCC) 72 bp  Sc: 50.44 
GCGTCCTTCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGTCGGTTCGATTC 
CGATAGGACGCT 
>Borrelia_afzelii_PKo_chr.trna12-HisGTG (639907-639979)  His (GTG) 73 bp  Sc: 64.57 
GTGGTTGTAGCTCAGTTGGTAGAGCGTCGGGTTGTGGTTCCGAATGTCGCGGGTTCAAGC 
CCCGTCAATCACC 
>Borrelia_afzelii_PKo_chr.trna7-IleGAT (446076-446149)  Ile (GAT) 74 bp  Sc: 71.67 
GGGATCATAGCTCAGGTGGTTAGAGCGCAGGTCTGATAAACCTGAGGTCGGATGTTCAAC 
TCATCCTGGTCCCA 
>Borrelia_afzelii_PKo_chr.trna27-LeuCAA (587950-587867)  Leu (CAA) 84 bp  Sc: 63.10 
GCCGGTATGGCGGAATTGGTAGACGCGTCAGACTCAAAATCTGATGGGGGCAACTTCGTG 
TCGGTTCGACTCCGACTACCGGTA 
>Borrelia_afzelii_PKo_chr.trna6-LeuGAG (255201-255285)  Leu (GAG) 85 bp  Sc: 46.32 
GCTGTGGTGGTGGAAGTGGTAGACACGCTAGCTTGAGGGGCTAGTGGGCGATAAGCCCAT 
GCTGGTTCAAGTCCAGTTCACAGCA 
>Borrelia_afzelii_PKo_chr.trna20-LeuTAA (805331-805414)  Leu (TAA) 84 bp  Sc: 65.47 
GCCGAAGTGGTGGAAGTGGTAGACACACAGGACTTAAAATCCTGAGGAGGAAGCTCCGTA 
CCGGTTCAAGTCCGGTCTTCGGTA 
>Borrelia_afzelii_PKo_chr.trna14-LeuTAG (640156-640236)  Leu (TAG) 81 bp  Sc: 53.67 
GCAGGAGTGGTGGAATTGGCAGACACGCTAGACTTAGGATCTAGTGCTTTTGGCGTGTGG 
GTTCGACTCCCACCTTCTGTA 
>Borrelia_afzelii_PKo_chr.trna28-LysCTT (551697-551625)  Lys (CTT) 73 bp  Sc: 70.67 
GGGCTGCTAGCTCAAGTGGTAGAGCATCGGACTCTTAATCCGTTGGTTACAGGTTCAAGT 
CCTGTGCAGCTCA 
>Borrelia_afzelii_PKo_chr.trna29-LysTTT (551517-551445)  Lys (TTT) 73 bp  Sc: 77.18 
GGGCTCATAGCTCAGGTGGTAGAGCAGCGCCCTTTTAAGGCGTTTGTCGTAGGTTCGAGT 
CCTACTGAGCTCA 
>Borrelia_afzelii_PKo_chr.trna26-MetCAT (646988-646916)  Met (CAT) 73 bp  Sc: 80.18 
CGCAGGGTAGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCGAGT 
CCTATCCCTGCTA 
>Borrelia_afzelii_PKo_chr.trna16-MetCAT (652244-652317)  Met (CAT) 74 bp  Sc: 82.28 



GCTGATGTAGCTCAGTTGGTTAGAGCACTCGGCTCATATCCGAGTTGTCGTGGGTTCAAG 
TCCCTCCATCAGCA 
>Borrelia_afzelii_PKo_chr.trna5-MetCAT (217430-217503)  Met (CAT) 74 bp  Sc: 88.53 
GGGCCCATAGCTCAGTTGGTTAGAGCACCCGACTCATAATCGGTAGGTCCCAGGTTCAAG 
TCCTGGTGGGCCCA 
>Borrelia_afzelii_PKo_chr.trna4-PheGAA (205829-205901)  Phe (GAA) 73 bp  Sc: 77.30 
GTCGCTGTAGCTCAGTTGGTAGAGCATAGGACTGAAAATCCTTGTGTCAGGAGTTCGATT 
CTCCTCGGCGACA 
>Borrelia_afzelii_PKo_chr.trna3-PheGAA (205737-205809)  Phe (GAA) 73 bp  Sc: 78.84 
GCTGCTGTAGCTCAGTTGGTAGAGCATAGGACTGAAAATCCTTGTGTCAGGAGTTCGATT 
CTCCTCGGCAGCA 
>Borrelia_afzelii_PKo_chr.trna23-ProTGG (792752-792680)  Pro (TGG) 73 bp  Sc: 68.55 
CGGGATGTGGCCTAGTGGCTAAGGCACCTGCTTTGGGAGCAGGGGATCGTGAGTTCGAAT 
CCCACCATCCCGA 
>Borrelia_afzelii_PKo_chr.trna30-GluTTC (551439-551368)  Glu (TTC) 72 bp  Sc: 34.25 
GTCCTCTTCGTCTATCGGTCAGGACTCCAGGTTTTCATCCTGGCAAGAGGGGTTCGATTC 
CCCTAGAGGATG 
>Borrelia_afzelii_PKo_chr.trna8-SerGCT (485038-485127)  Ser (GCT) 90 bp  Sc: 56.66 
GGAGAGATGCCAGAGTGGCCGAATGGGGCTTCCTGCTAAGAAGTTGTCCTTTTAAAAAGG 
GGACCATGGGTTCGAATCCCATTCTCTCCG 
>Borrelia_afzelii_PKo_chr.trna11-SerGGA (486170-486256)  Ser (GGA) 87 bp  Sc: 68.51 
GGAGAGATGGCCGAGTGGCTTAAGGCGCACGCTTGGAAAGCGTGTATACGGTAAAATGTA 
TCATGGGTTCGAATCCCATTCTCTCCG 
>Borrelia_afzelii_PKo_chr.trna9-SerTGA (485184-485270)  Ser (TGA) 87 bp  Sc: 67.23 
GGAGAGGTGGCAGAGTGGTTTAATGCTACGGTCTTGAAAACCGTTGTAGGTGTAAGCCTA 
CCGTGAGTTCGAATCTCACCCTCTCCG 
>Borrelia_afzelii_PKo_chr.trna32-ThrGGT (410685-410613)  Thr (GGT) 73 bp  Sc: 78.49 
GCCCTTATAGCTCAGTTGGTAGAGCACCACCATGGTAAGGTGGGGGTCGTCGGTTCAAGT 
CCGATTGAGGGCT 
>Borrelia_afzelii_PKo_chr.trna18-ThrTGT (748734-748807)  Thr (TGT) 74 bp  Sc: 80.38 
GCCGACTTAGCTCAGCTGGCCAGAGCAGCGGTCTTGTAAACCGCAGGTCGTCGGTTCGAC 
TCCGACAGTCGGCT 
>Borrelia_afzelii_PKo_chr.trna33-TrpCCA (410397-410325)  Trp (CCA) 73 bp  Sc: 58.17 
AGGTCAGTAGTTCCAACGGTAGAACGACAGTCTCCAAAACTGTATGCTGGGGGTTCGAAT 
CCCTCCTGACCTG 
>Borrelia_afzelii_PKo_chr.trna19-TyrGTA (748812-748893)  Tyr (GTA) 82 bp  Sc: 57.25 
GGGGCGGTACCGAAGTGGTTAACCGGGGCAGACTGTAAATCTGTTGGCTTTGCCTACGTG 
GGTTCGAATCCCACCCTCCCCA 
>Borrelia_afzelii_PKo_chr.trna24-ValTAC (734390-734317)  Val (TAC) 74 bp  Sc: 85.81 
GGGCTCATAGCTCAGTTGGTCAGAGCGCCTGCCTTACAAGCAGGATGTCGGGAGTTCGAA 
TCTCTCTGGGCCCA 
>Borrelia_garinii_PBi_chrlinear.trna31-AlaTGC (446598-446525)  Ala (TGC) 74 bp  Sc: 91.03 
GGGGGTTTAGCTCAGTTGGCTAGAGCATCGGCTTTGCAAGCCGAGGGTCAAGGGTTCGAG 
TCCCTTAACCTCCA 
>Borrelia_garinii_PBi_chrlinear.trna10-ArgGCG (484443-484516)  Arg (GCG) 74 bp  Sc: 72.81 
GTGTCCATAGCTCAGTTGGATAGAGCGTTAGATTGCGATTCTTAAGGTCGGAGGTTCAAG 
TCCTCTTGGACACG 
>Borrelia_garinii_PBi_chrlinear.trna13-ArgTCG (638176-638249)  Arg (TCG) 74 bp  Sc: 69.91 
GCATTCATAGCTCAATTGGATAGAGCAGTGGACTTCGAATCCGAAGGTTGCAGGTTCGAG 
TCCTGCTGAGTGCG 
>Borrelia_garinii_PBi_chrlinear.trna22-ArgTCT (791200-791127)  Arg (TCT) 74 bp  Sc: 75.09 
GCATCAATAGCTCAATTGGATAGAGCAACAGACTTCTAATCTGTAGGTTTTAGGTTCGAG 
TCCTAATTGGTGCG 
>Borrelia_garinii_PBi_chrlinear.trna17-AsnGTT (658879-658950)  Asn (GTT) 72 bp  Sc: 76.04 
TCCCCTATAGCTCAGTGGTAGAGCGGGTGGCTGTTAACCACTAGGTCGGAGGTTCAAGTC 
CTTCTGGGGGAG 
>Borrelia_garinii_PBi_chrlinear.trna25-AspGTC (665077-665004)  Asp (GTC) 74 bp  Sc: 79.20 
GGGGGCGTAGTTCAGATGGTTAGAACGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
ACCCGTCGCTCCCG 
>Borrelia_garinii_PBi_chrlinear.trna2-CysGCA (202268-202340)  Cys (GCA) 73 bp  Sc: 69.14 
GGCGCTGTACCCAAGTGGCTAAGGGAGAAGTCTGCAAAACTTTGATTCGCCGGTTCGATT 
CCGGTCAGCGCCT 
>Borrelia_garinii_PBi_chrlinear.trna21-GlnTTG (825030-825101)  Gln (TTG) 72 bp  Sc: 59.77 
TGGGACGTCGACAAGCGGTAAGTCAACTGGTTTTGGTCCAGTCATTCGAGGGTTCGAATC 
CTTCCGTCCCAG 
>Borrelia_garinii_PBi_chrlinear.trna15-GlyGCC (638415-638486)  Gly (GCC) 72 bp  Sc: 66.76 
GCGAAAGTAACTCAGGGGTAGAGTGTCACCTTGCCAAGGTGGAAGTCGCGGGTTCAAATC 



CCGTCTTTCGCT 
>Borrelia_garinii_PBi_chrlinear.trna1-GlyTCC (46379-46450)  Gly (TCC) 72 bp  Sc: 50.44 
GCGTCCTTCGTATAATGGCTATTACCTTAGCCTTCCAAGCTAATGATGTCGGTTCGATTC 
CGATAGGACGCT 
>Borrelia_garinii_PBi_chrlinear.trna12-HisGTG (638080-638152)  His (GTG) 73 bp  Sc: 64.57 
GTGGTTGTAGCTCAGTTGGTAGAGCGTCGGGTTGTGGTTCCGAATGTCGCGGGTTCAAGC 
CCCGTCAATCACC 
>Borrelia_garinii_PBi_chrlinear.trna7-IleGAT (444915-444988)  Ile (GAT) 74 bp  Sc: 71.67 
GGGATCATAGCTCAGGTGGTTAGAGCGCAGGTCTGATAAACCTGAGGTCGGATGTTCAAC 
TCATCCTGGTCCCA 
>Borrelia_garinii_PBi_chrlinear.trna27-LeuCAA (586110-586027)  Leu (CAA) 84 bp  Sc: 65.10 
GCCGGTATGGCGGAATTGGTAGACGCGTCAGACTCAAAATCTGATGAGGGCAACTTCGTG 
TCGGTTCGACTCCGACTACCGGTA 
>Borrelia_garinii_PBi_chrlinear.trna6-LeuGAG (255077-255163)  Leu (GAG) 87 bp  Sc: 51.29 
GCTGTGGTGGTGGAAGTGGTAGACACGCTAGCTTGAGGGGCTAGTGGGCGTAAGCCCATG 
CTGGTTCAAGTCCAGTTCACAGCATCA 
>Borrelia_garinii_PBi_chrlinear.trna20-LeuTAA (803728-803811)  Leu (TAA) 84 bp  Sc: 65.47 
GCCGAAGTGGTGGAAGTGGTAGACACACAGGACTTAAAATCCTGAGGAGGAAGCTCCGTA 
CCGGTTCAAGTCCGGTCTTCGGTA 
>Borrelia_garinii_PBi_chrlinear.trna14-LeuTAG (638329-638409)  Leu (TAG) 81 bp  Sc: 53.67 
GCAGGAGTGGTGGAATTGGCAGACACGCTAGACTTAGGATCTAGTGCTTTTGGCGTGTGG 
GTTCGACTCCCACCTTCTGTA 
>Borrelia_garinii_PBi_chrlinear.trna28-LysCTT (549950-549878)  Lys (CTT) 73 bp  Sc: 70.67 
GGGCTGCTAGCTCAAGTGGTAGAGCATCGGACTCTTAATCCGTTGGTTACAGGTTCAAGT 
CCTGTGCAGCTCA 
>Borrelia_garinii_PBi_chrlinear.trna29-LysTTT (549767-549695)  Lys (TTT) 73 bp  Sc: 77.18 
GGGCTCATAGCTCAGGTGGTAGAGCAGCGCCCTTTTAAGGCGTTTGTCGTAGGTTCGAGT 
CCTACTGAGCTCA 
>Borrelia_garinii_PBi_chrlinear.trna26-MetCAT (645152-645080)  Met (CAT) 73 bp  Sc: 80.18 
CGCAGGGTAGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCGAGT 
CCTATCCCTGCTA 
>Borrelia_garinii_PBi_chrlinear.trna16-MetCAT (650409-650482)  Met (CAT) 74 bp  Sc: 82.28 
GCTGATGTAGCTCAGTTGGTTAGAGCACTCGGCTCATATCCGAGTTGTCGTGGGTTCAAG 
TCCCTCCATCAGCA 
>Borrelia_garinii_PBi_chrlinear.trna5-MetCAT (217290-217363)  Met (CAT) 74 bp  Sc: 88.53 
GGGCCCATAGCTCAGTTGGTTAGAGCACCCGACTCATAATCGGTAGGTCCCAGGTTCAAG 
TCCTGGTGGGCCCA 
>Borrelia_garinii_PBi_chrlinear.trna4-PheGAA (206023-206095)  Phe (GAA) 73 bp  Sc: 77.30 
GTCGCTGTAGCTCAGTTGGTAGAGCATAGGACTGAAAATCCTTGTGTCAGGAGTTCGATT 
CTCCTCGGCGACA 
>Borrelia_garinii_PBi_chrlinear.trna3-PheGAA (205930-206002)  Phe (GAA) 73 bp  Sc: 78.84 
GCTGCTGTAGCTCAGTTGGTAGAGCATAGGACTGAAAATCCTTGTGTCAGGAGTTCGATT 
CTCCTCGGCAGCA 
>Borrelia_garinii_PBi_chrlinear.trna23-ProTGG (791119-791047)  Pro (TGG) 73 bp  Sc: 68.55 
CGGGATGTGGCCTAGTGGCTAAGGCACCTGCTTTGGGAGCAGGGGATCGTGAGTTCGAAT 
CCCACCATCCCGA 
>Borrelia_garinii_PBi_chrlinear.trna30-GluTTC (549689-549618)  Glu (TTC) 72 bp  Sc: 36.94 
GTCCTCTTCGTCTATCGGTTAGGACTCCAGGTTTTCATCCTGGCAAGAGGGGTTCGATTC 
CCCTAGAGGATG 
>Borrelia_garinii_PBi_chrlinear.trna8-SerGCT (483406-483494)  Ser (GCT) 89 bp  Sc: 51.84 
GGAGAGATGCCAGAGTGGCCGAATGGGGCTTCCTGCTAAGAAGTTGTCCTTTTGAAAGGG 
GACCATGGGTTCGAATCCCATTCTCTCCG 
>Borrelia_garinii_PBi_chrlinear.trna11-SerGGA (484533-484619)  Ser (GGA) 87 bp  Sc: 68.51 
GGAGAGATGGCCGAGTGGCTTAAGGCGCACGCTTGGAAAGCGTGTATACGGTAAAATGTA 
TCATGGGTTCGAATCCCATTCTCTCCG 
>Borrelia_garinii_PBi_chrlinear.trna9-SerTGA (483551-483637)  Ser (TGA) 87 bp  Sc: 67.23 
GGAGAGGTGGCAGAGTGGTTTAATGCTACGGTCTTGAAAACCGTTGTAGGTGTAAGCCTA 
CCGTGAGTTCGAATCTCACCCTCTCCG 
>Borrelia_garinii_PBi_chrlinear.trna32-ThrGGT (409127-409055)  Thr (GGT) 73 bp  Sc: 78.49 
GCCCTTATAGCTCAGTTGGTAGAGCACCACCATGGTAAGGTGGGGGTCGTCGGTTCAAGT 
CCGATTGAGGGCT 
>Borrelia_garinii_PBi_chrlinear.trna18-ThrTGT (746829-746902)  Thr (TGT) 74 bp  Sc: 80.38 
GCCGACTTAGCTCAGCTGGCCAGAGCAGCGGTCTTGTAAACCGCAGGTCGTCGGTTCGAC 
TCCGACAGTCGGCT 
>Borrelia_garinii_PBi_chrlinear.trna33-TrpCCA (408839-408767)  Trp (CCA) 73 bp  Sc: 58.17 
AGGTCAGTAGTTCCAACGGTAGAACGACAGTCTCCAAAACTGTATGCTGGGGGTTCGAAT 
CCCTCCTGACCTG 



>Borrelia_garinii_PBi_chrlinear.trna19-TyrGTA (746907-746988)  Tyr (GTA) 82 bp  Sc: 57.25 
GGGGCGGTACCGAAGTGGTTAACCGGGGCAGACTGTAAATCTGTTGGCTTTGCCTACGTG 
GGTTCGAATCCCACCCTCCCCA 
>Borrelia_garinii_PBi_chrlinear.trna24-ValTAC (732507-732434)  Val (TAC) 74 bp  Sc: 85.81 
GGGCTCATAGCTCAGTTGGTCAGAGCGCCTGCCTTACAAGCAGGATGTCGGGAGTTCGAA 
TCTCTCTGGGCCCA 
>Bradyrhizobium_BTAi1_chr.trna3-AlaCGC (276743-276818)  Ala (CGC) 76 bp  Sc: 85.83 
GGGGCCATAGCTCAGCTGGGAGAGCGCATCGTTCGCAATGATGAGGTCGGCGGTTCGATC 
CCGCCTGGCTCCACCA 
>Bradyrhizobium_BTAi1_chr.trna1-AlaGGC (112686-112761)  Ala (GGC) 76 bp  Sc: 87.23 
GGGGCCATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCGGCGGTTCGATC 
CCGCCTGGCTCCACCA 
>Bradyrhizobium_BTAi1_chr.trna10-AlaTGC (1275627-1275702)  Ala (TGC) 76 bp  Sc: 90.33 
GGGGCCTTAGCTCAGCTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGACAGGCTCCACCA 
>Bradyrhizobium_BTAi1_chr.trna18-AlaTGC (3362428-3362503)  Ala (TGC) 76 bp  Sc: 90.33 
GGGGCCTTAGCTCAGCTGGGAGAGCGCGTGCTTTGCAAGCATGAGGTCGTCGGTTCGATC 
CCGACAGGCTCCACCA 
>Bradyrhizobium_BTAi1_chr.trna32-ArgACG (7688295-7688219)  Arg (ACG) 77 bp  Sc: 85.54 
GCGCCCGTAGCTCAGCTGGATAGAGCATCAGACTACGAATCTGAGGGTCGGACGTTCGAA 
TCGTTCCGGGCGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna30-ArgCCG (8089157-8089233)  Arg (CCG) 77 bp  Sc: 94.29 
GCACCCATAGCTCAGCTGGATAGAGCGCCACCCTCCGAAGGTGGAGGTCACAGGTTCGAA 
TCCTGTTGGGTGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna31-ArgCCT (7905048-7904972)  Arg (CCT) 77 bp  Sc: 80.28 
GGTCCCGTAGCTCAGCTGGATAGAGCGGCGGTTTCCTAAACCGTAGGTCGCATGTTCGAG 
TCATGCCGGGATCGCCA 
>Bradyrhizobium_BTAi1_chr.trna24-ArgTCG (5191948-5192024)  Arg (TCG) 77 bp  Sc: 87.99 
GCGCTCGTAGCTCAGCTGGATAGAGCATCGGATTTCGATTCCGAGGGTCGGGAGTTCGAA 
TCTCTCCGAGCGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna46-ArgTCT (4096206-4096130)  Arg (TCT) 77 bp  Sc: 80.78 
GGTCCCATAGCTCAACTGGATAGAGTAGCGGATTTCTACTCCGCGGGTTGCAGGTTCGAG 
TCCTGCTGGGATCGCCA 
>Bradyrhizobium_BTAi1_chr.trna48-AsnGTT (3926576-3926502)  Asn (GTT) 75 bp  Sc: 33.52 
GCGCCGTGGTGAGGAGTGCTGATACTTCGACTGTTAATCGAGAGGTCGTGGGTTCGAGTC 
CCACCCGGCGTTCCA 
>Bradyrhizobium_BTAi1_chr.trna44-AsnGTT (4137815-4137741)  Asn (GTT) 75 bp  Sc: 88.70 
TCCTCGGTAGCTCAGCGGTAGAGCATTCGACTGTTAATCGAATGGTCGCTGGTTCGAATC 
CAGCCCGGGGAGCCA 
>Bradyrhizobium_BTAi1_chr.trna43-AspGTC (4783835-4783759)  Asp (GTC) 77 bp  Sc: 97.02 
GCGGGAGTAGCTCAGTTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCTCTCGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna45-CysGCA (4131244-4131171)  Cys (GCA) 74 bp  Sc: 67.89 
GGCCACGTGGCGGAGTGGTTACGCAGCGGTCTGCAAAACCGTTTACACCAGTTCAATTCT 
GGTCGTGGCCTCCA 
>Bradyrhizobium_BTAi1_chr.trna49-GlnCTG (3688300-3688227)  Gln (CTG) 74 bp  Sc: 68.00 
TGGGGAATGGTGTAACGGTAGCACAACAGACTCTGACTCTGTTTGTCTTGGTTCGAATCC 
AGGTTCCCCAGCCA 
>Bradyrhizobium_BTAi1_chr.trna16-GlnTTG (2583194-2583268)  Gln (TTG) 75 bp  Sc: 77.73 
TGGGGCGTAGCCAAGCGGTAAGGCAGCGGATTTTGATTCCGCCATTCGGAGGTTCGATCC 
CTCCCGCCCCAGCCA 
>Bradyrhizobium_BTAi1_chr.trna34-GluCTC (7041998-7041924)  Glu (CTC) 75 bp  Sc: 68.86 
GCTCCCTTCGTCTAGCGGTTAGGACGCGGCCCTCTCAAGGCTGAAACAGGGGTTCGATTC 
CCCTAGGGAGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna19-GluTTC (4231469-4231543)  Glu (TTC) 75 bp  Sc: 60.15 
GCTCCCTTCGTCTATCGGTTAGGACGCCACCCTTTCACGGTGGAGAGAGCGGTTCGATTC 
CGCTAGGGAGCGCCA 
>Bradyrhizobium_BTAi1_chr.trna7-GlyCCC (799661-799734)  Gly (CCC) 74 bp  Sc: 80.62 
GCGGGCGTAGTTCAATGGTAGAACGGCAGCTTCCCAAGCTGCATACGAGGGTTCGATTCC 
CTTCGCCCGCTCCA 
>Bradyrhizobium_BTAi1_chr.trna4-GlyGCC (310428-310502)  Gly (GCC) 75 bp  Sc: 88.70 
GCGGGTGTAGCTCAGTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGAGGGTTCGAACC 
CCTTCGCCCGCTCCA 
>Bradyrhizobium_BTAi1_chr.trna37-GlyTCC (5356535-5356462)  Gly (TCC) 74 bp  Sc: 82.33 
GCGGGTGTAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Bradyrhizobium_BTAi1_chr.trna33-HisGTG (7140394-7140318)  His (GTG) 77 bp  Sc: 90.83 



GCAGTTGTAGCTCAGTTGGTTAGAGCGCCTGTCTGTGGAACAGGAGGTCGGTGGTTCGAG 
CCCACCCAACTGTACCA 
>Bradyrhizobium_BTAi1_chr.trna17-IleGAT (3362208-3362284)  Ile (GAT) 77 bp  Sc: 93.43 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna9-IleGAT (1275407-1275483)  Ile (GAT) 77 bp  Sc: 93.43 
GGGCTTGTAGCTCAGTTGGTTAGAGCGCGCGCTTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna50-LeuCAA (1169298-1169214)  Leu (CAA) 85 bp  Sc: 77.17 
GCCCCTGTGGCGGAACTGGTAGACGCGCTCGACTCAAAATCGAGTTCCGCAAGGAGTGCT 
GGTTCGATTCCGGCCAGGGGCACCA 
>Bradyrhizobium_BTAi1_chr.trna2-LeuCAG (230495-230581)  Leu (CAG) 87 bp  Sc: 75.99 
GCCCAGGTGGCGGAATTGGTAGACGCGCTGGCTTCAGGTGCCAGTGGCTTAACGGCCGTG 
AAGGTTCGAGTCCTTTCCTGGGCACCA 
>Bradyrhizobium_BTAi1_chr.trna39-LeuGAG (5131078-5130994)  Leu (GAG) 85 bp  Sc: 71.15 
GCGCTCGTGGCGGAATTGGTAGACGCGCTGCCTTGAGGTGGCAGTGGGTAACACCGTGGG 
GGTTCGAGTCCCTCCGAGCGCACCA 
>Bradyrhizobium_BTAi1_chr.trna26-LeuTAA (5463122-5463208)  Leu (TAA) 87 bp  Sc: 76.40 
GCGGACGTGGCGGAATTGGTAGACGCAAGGGACTTAAAATCCCTCGATGGCAACGTCGTG 
TGGGTTCGAGTCCCACCGCCCGCACCA 
>Bradyrhizobium_BTAi1_chr.trna41-LeuTAG (4796235-4796151)  Leu (TAG) 85 bp  Sc: 76.68 
GCGGGCGTGGCGGAACTGGTAGACGCGCTGGATTTAGGTTCCAGTGACGAAAGTTGTGGG 
GGTTCGAGTCCCTCCGCCCGCACCA 
>Bradyrhizobium_BTAi1_chr.trna35-LysCTT (6260780-6260705)  Lys (CTT) 76 bp  Sc: 96.14 
GGGCGCATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCTAGGTTCGAGC 
CCTAGTGCGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna22-LysTTT (4388572-4388647)  Lys (TTT) 76 bp  Sc: 90.48 
GAGCGCGTAGCTCAGCCGGTAGAGCACGTGACTTTTAATCACGGGGTCCTGGGTTCGAGC 
CCCAGCGCGCTCACCA 
>Bradyrhizobium_BTAi1_chr.trna27-MetCAT (6615111-6615186)  Met (CAT) 76 bp  Sc: 83.74 
GGGCCTGTAGCTCAATGGTTAGAGCCGGCCGCTCATAACGGTCTGGTTGCAGGTTCGAGT 
CCTGCCGGGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna11-MetCAT (1294885-1294961)  Met (CAT) 77 bp  Sc: 83.88 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAACCA 
>Bradyrhizobium_BTAi1_chr.trna14-MetCAT (1951990-1952066)  Met (CAT) 77 bp  Sc: 92.61 
GGCGGGGTAGCTCAGCTGGTTAGAGCACGGGAATCATAATCCTGGGGTCGGGGGTTCGAG 
TCCCTCCCCCGCTACCA 
>Bradyrhizobium_BTAi1_chr.trna8-PheGAA (935782-935857)  Phe (GAA) 76 bp  Sc: 91.10 
GCCCAGGTAGCTCAGTTGGTAGAGCATGCGACTGAAAATCGCAGTGTCGGTGGTTCGATT 
CCGCCCCTGGGCACCA 
>Bradyrhizobium_BTAi1_chr.trna15-ProCGG (2477299-2477375)  Pro (CGG) 77 bp  Sc: 86.24 
CGGAGCGTGGCTCAGCCCGGTAGAGCACTGCGTTCGGGACGCAGGGGTCGCAGGTTCGAA 
TCCTGCCGCTCCGACCA 
>Bradyrhizobium_BTAi1_chr.trna40-ProGGG (4855481-4855404)  Pro (GGG) 78 bp  Sc: 78.41 
CGGAGCGTGGCGCAGCCCGGTTAGCGCACTAGTCTGGGGGACTAGGGGTCGTGGGTTCGA 
ATCCCGCCGCTCCGACCA 
>Bradyrhizobium_BTAi1_chr.trna20-ProTGG (4237965-4238041)  Pro (TGG) 77 bp  Sc: 79.83 
CGGGGTATAGCGCAGCCTGGTAGCGCGGCAGTTTTGGGTACTGCAGGTCGTTGGTTCGAA 
TCCAGCTGCCCCGACCA 
>Bradyrhizobium_BTAi1_chr.trna29-Undet??? (7078602-7078678)  Undet (???) 77 bp  Sc: 22.69 
GGCCCGGTGGCGGAAGCTACGACGCGAAGAGCGGTGCAACGCTCTTGAACCTGGTTCAAG 
TCCAGGCCGGGCCTCCA 
>Bradyrhizobium_BTAi1_chr.trna12-MetCAT (1326564-1326631)  Met (CAT) 68 bp  Sc: 22.61 
GGCGGGAATGAGCAATCATCGTACTCATAACCTGAAGGTCATAGGTTCAAATCCTATCCC 
CGCAACCA 
>Bradyrhizobium_BTAi1_chr.trna47-GluTTC (3926805-3926738)  Glu (TTC) 68 bp  Sc: 27.12 
GCCGTGGTGAAGATGACTGTTACTTCGCCTTTCACGCGAGAGGTCGCGGGTTCGAATCCC 
GCCCGGCG 
>Bradyrhizobium_BTAi1_chr.trna5-SerCGA (432947-433036)  Ser (CGA) 90 bp  Sc: 78.76 
GGAGAGGTGGCAGAGTGGTTGAATGCACCGCACTCGAAATGCGGCATAGGTGCAAGCCTA 
TCGGGGGTTCGAATCCCTCCCTCTCCGCCA 
>Bradyrhizobium_BTAi1_chr.trna23-SerGCT (4931548-4931641)  Ser (GCT) 94 bp  Sc: 76.24 
GGAGACGTGGCCGAGTGGCTGAAGGCGGCGGTTTGCTAAACCGTTATAGGGTTGTAAAGC 
CCTATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Bradyrhizobium_BTAi1_chr.trna6-SerGGA (587810-587899)  Ser (GGA) 90 bp  Sc: 81.68 
GGAGAGATGGCCGAGTGGCTTAAGGCGCACGCTTGGAAAGCGTGTGTGCGGGAAACCGTA 



CCGTGGGTTCGAATCCCACTCTCTCCGCCA 
>Bradyrhizobium_BTAi1_chr.trna21-SerTGA (4309469-4309558)  Ser (TGA) 90 bp  Sc: 79.34 
GGAAGGGTGGCCGAGTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCCCGCAAGGGTA 
CCGTGGGTTCGAATCCCACCCCTTCCGCCA 
>Bradyrhizobium_BTAi1_chr.trna52-ThrCGT (289723-289648)  Thr (CGT) 76 bp  Sc: 97.39 
GCCGCAATAGCTCAGCTGGTAGAGCACGTCATTCGTAATGACGGGGTCGGGGGTTCGAGT 
CCCTCTTGCGGCACCA 
>Bradyrhizobium_BTAi1_chr.trna51-ThrGGT (927963-927889)  Thr (GGT) 75 bp  Sc: 89.61 
GCTGCCGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGACAGTTCAATCC 
TGTCCGGCAGCACCA 
>Bradyrhizobium_BTAi1_chr.trna25-ThrTGT (5392519-5392593)  Thr (TGT) 75 bp  Sc: 88.63 
GCCGGCTTAGCTCAGCGGTAGAGCAGCGGTTTTGTAAACCGAAGGTCGGGGGTTCAATCC 
CCTCAGCCGGCACCA 
>Bradyrhizobium_BTAi1_chr.trna38-TrpCCA (5321801-5321726)  Trp (CCA) 76 bp  Sc: 85.27 
AGGAGTGTAGCTCAATTGGTAGAGCACCGGTCTCCAAAACCGGGGGTTGGGAGTTCGAGC 
CTCTCCACTCCTGCCA 
>Bradyrhizobium_BTAi1_chr.trna36-TyrGTA (5389349-5389264)  Tyr (GTA) 86 bp  Sc: 74.36 
GGGGGAGTGTCCCGAGTGGCAAAGGGAGCTGACTGTAAATCAGCCGCCTCATGGCTTCGC 
AGGTTCGAGTCCTGCCTCCCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna28-ValCAC (6851026-6851100)  Val (CAC) 75 bp  Sc: 81.20 
GGGCGCATAGCTCAGCGGGAGAGCGTTCCCTTCACACGGGAGAGGTCCAAGGTTCGATCC 
CTTGTGCGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna13-ValGAC (1490439-1490513)  Val (GAC) 75 bp  Sc: 88.00 
GGGCACGTAGCTCAGCGGGAGAGCACTACCTTGACATGGTAGGGGTCACAGGTTCGATCC 
CTGTCGTGCCCACCA 
>Bradyrhizobium_BTAi1_chr.trna42-ValTAC (4788972-4788896)  Val (TAC) 77 bp  Sc: 91.77 
GGGCGGTTAGCTCAGCTGGTTAGAGCATCTCGTTTACACCGAGAGGGTCGGGAGTTCGAA 
TCTCTCACCGCCTACCA 
>Brucella_canis_ATCC_23365_chrI.trna21-AlaCGC (1917379-1917304)  Ala (CGC) 76 bp  Sc: 85.21 
GGGGCTGTAGCTCAGCTGGGAGAGCGCGTCGTTCGCAATGACGAGGTCAGGGGTTCGATC 
CCCCTCAGCTCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna41-AlaGGC (28391-28316)  Ala (GGC) 76 bp  Sc: 87.70 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGCATGGCATGCAGGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna23-AlaTGC (1791467-1791392)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna26-AlaTGC (1587062-1586987)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_canis_ATCC_23365_chrII.trna8-AlaTGC (1107201-1107126)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna39-ArgACG (279486-279410)  Arg (ACG) 77 bp  Sc: 91.80 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGAGGTTCGAA 
TCCTTTCGGGTGCGCCA 
>Brucella_canis_ATCC_23365_chrI.trna8-ArgCCG (935320-935396)  Arg (CCG) 77 bp  Sc: 90.06 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCACAGGTTCGAA 
TCCTGTCGGGTGCGCCA 
>Brucella_canis_ATCC_23365_chrI.trna20-ArgCCT (1961622-1961698)  Arg (CCT) 77 bp  Sc: 88.11 
GGTCCCGTAGCTCAGTAGGATAGAGCGACAGATTCCTAATCTGTAGGTCACAGGTTCGAT 
TCCTGTCGGGATCACCA 
>Brucella_canis_ATCC_23365_chrI.trna5-ArgTCT (704407-704483)  Arg (TCT) 77 bp  Sc: 90.69 
GGTCCCGTAGCTCAGTTGGATAGAGCACCGGCCTTCTAAGCCGATGGTCGCAGGTTCGAA 
TCCTGCCGGGATCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna10-AsnGTT (608777-608703)  Asn (GTT) 75 bp  Sc: 89.56 
TCCCCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Brucella_canis_ATCC_23365_chrI.trna6-AspGTC (776844-776920)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna13-AspGTC (305172-305096)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna1-CysGCA (604341-604414)  Cys (GCA) 74 bp  Sc: 66.24 
GGCCTCGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 



>Brucella_canis_ATCC_23365_chrI.trna16-GlnCTG (1562849-1562922)  Gln (CTG) 74 bp  Sc: 66.55 
TGGGGGATAGTTTAAGGGTAGAACAGCGGACTCTGACTCCGTTAGTCTTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Brucella_canis_ATCC_23365_chrI.trna3-GlnTTG (511737-511811)  Gln (TTG) 75 bp  Sc: 74.48 
TGGGGCGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCCATTCCCTGGTTCGAATC 
CAGGCGCCCCAGCCA 
>Brucella_canis_ATCC_23365_chrI.trna17-GluCTC (1602102-1602176)  Glu (CTC) 75 bp  Sc: 65.98 
GCGCCCATCGTCTAGCGGTCAGGACGGCGCCCTCTCACGGCGCAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_canis_ATCC_23365_chrI.trna12-GluTTC (1239950-1240024)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_canis_ATCC_23365_chrI.trna13-GluTTC (1240172-1240246)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_canis_ATCC_23365_chrI.trna33-GlyCCC (936171-936098)  Gly (CCC) 74 bp  Sc: 65.12 
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_canis_ATCC_23365_chrII.trna3-GlyGCC (877831-877905)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_canis_ATCC_23365_chrII.trna4-GlyGCC (1006981-1007055)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_canis_ATCC_23365_chrI.trna31-GlyTCC (1219037-1218964)  Gly (TCC) 74 bp  Sc: 83.28 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_canis_ATCC_23365_chrI.trna28-HisGTG (1548547-1548471)  His (GTG) 77 bp  Sc: 86.57 
GCGGTCGTAGCTCAGTTGGTTAGAGCGCAGGATTGTGGCTCCTGAGGTCGTTGGTTCAAC 
TCCAACCGACCGTACCA 
>Brucella_canis_ATCC_23365_chrI.trna22-IleGAT (1791557-1791481)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna25-IleGAT (1587152-1587076)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_canis_ATCC_23365_chrII.trna7-IleGAT (1107291-1107215)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna19-LeuCAA (1879854-1879938)  Leu (CAA) 85 bp  Sc: 76.80 
GCGGGTGTGGTGGAACTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGTC 
GGTTCGATTCCGACCACCCGCACCA 
>Brucella_canis_ATCC_23365_chrII.trna5-LeuCAG (1037011-1037097)  Leu (CAG) 87 bp  Sc: 78.71 
GCCCAGATGGCGGAATTGGTAGACGCACCAGCTTCAGGTGCTGGCGCTCGCAAGGGCGTG 
GAGGTTCGAGTCCTCTTCTGGGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna10-LeuGAG (1046638-1046722)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna11-LeuGAG (1054822-1054906)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna9-LeuTAA (1017887-1017972)  Leu (TAA) 86 bp  Sc: 77.49 
GCGGTCGTGGCGAAATTGGTATACGCAACGGACTTAAAATCCGTCGTCTTTAAGACTTGC 
GGGTTCAAGTCCCGCCGACCGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna7-LeuTAG (869755-869837)  Leu (TAG) 83 bp  Sc: 74.64 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna14-LysCTT (1296312-1296387)  Lys (CTT) 76 bp  Sc: 96.09 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGATC 
CCTACATCACCCACCA 
>Brucella_canis_ATCC_23365_chrII.trna11-LysTTT (572477-572402)  Lys (TTT) 76 bp  Sc: 95.04 
GAGCGCGTAGCTCAGCCGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Brucella_canis_ATCC_23365_chrI.trna24-MetCAT (1787726-1787650)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_canis_ATCC_23365_chrI.trna27-MetCAT (1583321-1583245)  Met (CAT) 77 bp  Sc: 81.76 



CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_canis_ATCC_23365_chrII.trna9-MetCAT (1103460-1103384)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_canis_ATCC_23365_chrI.trna15-MetCAT (1546715-1546791)  Met (CAT) 77 bp  Sc: 86.65 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAA 
TCCCTCCTCCGCTACCA 
>Brucella_canis_ATCC_23365_chrI.trna29-MetCAT (1428336-1428260)  Met (CAT) 77 bp  Sc: 87.64 
GGGCCTGTAGCTCAATTGGTTAGAGCCGGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna40-PheGAA (258978-258903)  Phe (GAA) 76 bp  Sc: 93.28 
GCCCGGATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGAAT 
CCGCCTCCGGGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna1-ProCGG (207682-207758)  Pro (CGG) 77 bp  Sc: 88.00 
CGGAGTGTAGCGCAGCCTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Brucella_canis_ATCC_23365_chrI.trna37-ProGGG (762786-762710)  Pro (GGG) 77 bp  Sc: 81.90 
CGGAGCGTAGCGCAGCCCGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGCTCCGACCA 
>Brucella_canis_ATCC_23365_chrI.trna4-ProTGG (703769-703845)  Pro (TGG) 77 bp  Sc: 93.11 
CGGAGCGTAGCGCAGTCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGCAGGTTCGAA 
TCCTGCCGCTCCGACCA 
>Brucella_canis_ATCC_23365_chrI.trna18-SerCGA (1779599-1779688)  Ser (CGA) 90 bp  Sc: 83.06 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATGGGGGCAACTCCA 
TCGGGGGTTCGAATCCCTCCCTCTCCGCCA 
>Brucella_canis_ATCC_23365_chrI.trna38-SerGCT (630792-630702)  Ser (GCT) 91 bp  Sc: 74.16 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGACCTCAAAAGGGT 
CTCGTGGGTTCGAATCCCATCCTCTCCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna6-SerGGA (1054438-1054527)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna12-SerTGA (540026-539937)  Ser (TGA) 90 bp  Sc: 74.18 
GGAAGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGAGAGATCGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Brucella_canis_ATCC_23365_chrII.trna2-ThrCGT (817541-817616)  Thr (CGT) 76 bp  Sc: 93.84 
GCCGCTTTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCGTGTTCGAGT 
CACGCAAGCGGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna2-ThrGGT (265265-265339)  Thr (GGT) 75 bp  Sc: 86.73 
GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna35-ThrTGT (909013-908938)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Brucella_canis_ATCC_23365_chrI.trna32-TrpCCA (1217541-1217466)  Trp (CCA) 76 bp  Sc: 88.85 
AGGGGTATAGCTCAGTTGGTAGAGCGACGGTCTCCAAAACCGTAGGTCGCGGGTTCGAAC 
CCTGCTGCCCCTGCCA 
>Brucella_canis_ATCC_23365_chrI.trna30-TyrGTA (1219146-1219062)  Tyr (GTA) 85 bp  Sc: 73.28 
GGAGGGATGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTATGCCTACGTT 
GGTTCAAATCCAACTCCCTCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna34-ValCAC (934903-934829)  Val (CAC) 75 bp  Sc: 88.42 
GGGCGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCACAGGTTCAATCC 
CTGTCGCGCCCACCA 
>Brucella_canis_ATCC_23365_chrII.trna14-ValGAC (39500-39426)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Brucella_canis_ATCC_23365_chrI.trna36-ValTAC (776434-776359)  Val (TAC) 76 bp  Sc: 92.99 
GGGCGATTAGCTCAGTTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Brucella_melitensis_chrI.trna1-AlaCGC (74618-74693)  Ala (CGC) 76 bp  Sc: 85.21 
GGGGCTGTAGCTCAGCTGGGAGAGCGCGTCGTTCGCAATGACGAGGTCAGGGGTTCGATC 
CCCCTCAGCTCCACCA 
>Brucella_melitensis_chrI.trna21-AlaGGC (1974970-1975045)  Ala (GGC) 76 bp  Sc: 87.70 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGCATGGCATGCAGGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Brucella_melitensis_chrI.trna3-AlaTGC (200503-200578)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 



CCGTCCGGCTCCACCA 
>Brucella_melitensis_chrI.trna6-AlaTGC (400131-400206)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_melitensis_chrII.trna3-AlaTGC (191618-191693)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_melitensis_chrI.trna19-ArgACG (1702809-1702885)  Arg (ACG) 77 bp  Sc: 91.80 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGAGGTTCGAA 
TCCTTTCGGGTGCGCCA 
>Brucella_melitensis_chrI.trna29-ArgCCG (1051438-1051362)  Arg (CCG) 77 bp  Sc: 90.06 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCACAGGTTCGAA 
TCCTGTCGGGTGCGCCA 
>Brucella_melitensis_chrI.trna40-ArgCCT (30404-30328)  Arg (CCT) 77 bp  Sc: 88.11 
GGTCCCGTAGCTCAGTAGGATAGAGCGACAGATTCCTAATCTGTAGGTCACAGGTTCGAT 
TCCTGTCGGGATCACCA 
>Brucella_melitensis_chrI.trna26-ArgTCT (1280694-1280618)  Arg (TCT) 77 bp  Sc: 90.69 
GGTCCCGTAGCTCAGTTGGATAGAGCACCGGCCTTCTAAGCCGATGGTCGCAGGTTCGAA 
TCCTGCCGGGATCGCCA 
>Brucella_melitensis_chrII.trna5-AsnGTT (681164-681238)  Asn (GTT) 75 bp  Sc: 89.56 
TCCCCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Brucella_melitensis_chrI.trna27-AspGTC (1207180-1207104)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_melitensis_chrII.trna8-AspGTC (965580-965656)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_melitensis_chrII.trna9-CysGCA (685600-685527)  Cys (GCA) 74 bp  Sc: 66.24 
GGCCTCGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Brucella_melitensis_chrI.trna36-GlnCTG (424109-424036)  Gln (CTG) 74 bp  Sc: 66.55 
TGGGGGATAGTTTAAGGGTAGAACAGCGGACTCTGACTCCGTTAGTCTTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Brucella_melitensis_chrI.trna24-GlnTTG (1469946-1469872)  Gln (TTG) 75 bp  Sc: 74.48 
TGGGGCGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCCATTCCCTGGTTCGAATC 
CAGGCGCCCCAGCCA 
>Brucella_melitensis_chrI.trna37-GluCTC (385091-385017)  Glu (CTC) 75 bp  Sc: 65.98 
GCGCCCATCGTCTAGCGGTCAGGACGGCGCCCTCTCACGGCGCAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_melitensis_chrI.trna33-GluTTC (746963-746889)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_melitensis_chrI.trna13-GlyCCC (1050587-1050660)  Gly (CCC) 74 bp  Sc: 65.12 
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_melitensis_chrII.trna11-GlyGCC (419834-419760)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_melitensis_chrII.trna12-GlyGCC (291445-291371)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_melitensis_chrI.trna11-GlyTCC (767877-767950)  Gly (TCC) 74 bp  Sc: 83.28 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_melitensis_chrI.trna8-HisGTG (438537-438613)  His (GTG) 77 bp  Sc: 86.57 
GCGGTCGTAGCTCAGTTGGTTAGAGCGCAGGATTGTGGCTCCTGAGGTCGTTGGTTCAAC 
TCCAACCGACCGTACCA 
>Brucella_melitensis_chrI.trna2-IleGAT (200413-200489)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_melitensis_chrI.trna5-IleGAT (400041-400117)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_melitensis_chrII.trna2-IleGAT (191528-191604)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 



>Brucella_melitensis_chrI.trna39-LeuCAA (112135-112051)  Leu (CAA) 85 bp  Sc: 76.80 
GCGGGTGTGGTGGAACTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGTC 
GGTTCGATTCCGACCACCCGCACCA 
>Brucella_melitensis_chrII.trna13-LeuCAG (261394-261308)  Leu (CAG) 87 bp  Sc: 78.71 
GCCCAGATGGCGGAATTGGTAGACGCACCAGCTTCAGGTGCTGGCGCTCGCAAGGGCGTG 
GAGGTTCGAGTCCTCTTCTGGGCACCA 
>Brucella_melitensis_chrI.trna32-LeuGAG (932703-932619)  Leu (GAG) 85 bp  Sc: 63.63 
GCGGTCATGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_melitensis_chrI.trna31-LeuGAG (940948-940864)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_melitensis_chrI.trna30-LeuTAA (968916-968831)  Leu (TAA) 86 bp  Sc: 77.49 
GCGGTCGTGGCGAAATTGGTATACGCAACGGACTTAAAATCCGTCGTCTTTAAGACTTGC 
GGGTTCAAGTCCCGCCGACCGCACCA 
>Brucella_melitensis_chrI.trna28-LeuTAG (1114259-1114177)  Leu (TAG) 83 bp  Sc: 74.64 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Brucella_melitensis_chrI.trna34-LysCTT (690819-690744)  Lys (CTT) 76 bp  Sc: 96.09 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGATC 
CCTACATCACCCACCA 
>Brucella_melitensis_chrII.trna6-LysTTT (717481-717556)  Lys (TTT) 76 bp  Sc: 95.04 
GAGCGCGTAGCTCAGCCGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Brucella_melitensis_chrI.trna4-MetCAT (204245-204321)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_melitensis_chrI.trna7-MetCAT (403871-403947)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_melitensis_chrII.trna4-MetCAT (195360-195436)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_melitensis_chrI.trna35-MetCAT (440369-440293)  Met (CAT) 77 bp  Sc: 86.65 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAA 
TCCCTCCTCCGCTACCA 
>Brucella_melitensis_chrI.trna9-MetCAT (558758-558834)  Met (CAT) 77 bp  Sc: 87.64 
GGGCCTGTAGCTCAATTGGTTAGAGCCGGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Brucella_melitensis_chrI.trna20-PheGAA (1723207-1723282)  Phe (GAA) 76 bp  Sc: 93.28 
GCCCGGATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGAAT 
CCGCCTCCGGGCACCA 
>Brucella_melitensis_chrI.trna22-ProCGG (1795375-1795299)  Pro (CGG) 77 bp  Sc: 88.00 
CGGAGTGTAGCGCAGCCTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Brucella_melitensis_chrI.trna17-ProGGG (1222081-1222157)  Pro (GGG) 77 bp  Sc: 81.90 
CGGAGCGTAGCGCAGCCCGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGCTCCGACCA 
>Brucella_melitensis_chrI.trna25-ProTGG (1281332-1281256)  Pro (TGG) 77 bp  Sc: 93.11 
CGGAGCGTAGCGCAGTCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGCAGGTTCGAA 
TCCTGCCGCTCCGACCA 
>Brucella_melitensis_chrI.trna38-SerCGA (208409-208320)  Ser (CGA) 90 bp  Sc: 83.06 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATGGGGGCAACTCCA 
TCGGGGGTTCGAATCCCTCCCTCTCCGCCA 
>Brucella_melitensis_chrI.trna18-SerGCT (1354525-1354615)  Ser (GCT) 91 bp  Sc: 74.16 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGACCTCAAAAGGGT 
CTCGTGGGTTCGAATCCCATCCTCTCCGCCA 
>Brucella_melitensis_chrII.trna14-SerGGA (243985-243896)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Brucella_melitensis_chrII.trna7-SerTGA (749928-750017)  Ser (TGA) 90 bp  Sc: 74.18 
GGAAGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGAGAGATCGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Brucella_melitensis_chrII.trna10-ThrCGT (480131-480056)  Thr (CGT) 76 bp  Sc: 93.84 
GCCGCTTTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCGTGTTCGAGT 
CACGCAAGCGGCACCA 
>Brucella_melitensis_chrI.trna23-ThrGGT (1716920-1716846)  Thr (GGT) 75 bp  Sc: 86.73 



GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Brucella_melitensis_chrI.trna15-ThrTGT (1075111-1075186)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Brucella_melitensis_chrI.trna12-TrpCCA (769373-769448)  Trp (CCA) 76 bp  Sc: 88.85 
AGGGGTATAGCTCAGTTGGTAGAGCGACGGTCTCCAAAACCGTAGGTCGCGGGTTCGAAC 
CCTGCTGCCCCTGCCA 
>Brucella_melitensis_chrI.trna10-TyrGTA (767768-767852)  Tyr (GTA) 85 bp  Sc: 73.28 
GGAGGGATGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTATGCCTACGTT 
GGTTCAAATCCAACTCCCTCCACCA 
>Brucella_melitensis_chrI.trna14-ValCAC (1051855-1051929)  Val (CAC) 75 bp  Sc: 88.42 
GGGCGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCACAGGTTCAATCC 
CTGTCGCGCCCACCA 
>Brucella_melitensis_chrII.trna1-ValGAC (52564-52638)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Brucella_melitensis_chrI.trna16-ValTAC (1207591-1207666)  Val (TAC) 76 bp  Sc: 92.99 
GGGCGATTAGCTCAGTTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Brucella_suis_1330_chrI.trna21-AlaCGC (1919204-1919129)  Ala (CGC) 76 bp  Sc: 85.21 
GGGGCTGTAGCTCAGCTGGGAGAGCGCGTCGTTCGCAATGACGAGGTCAGGGGTTCGATC 
CCCCTCAGCTCCACCA 
>Brucella_suis_1330_chrI.trna41-AlaGGC (28391-28316)  Ala (GGC) 76 bp  Sc: 87.70 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGCATGGCATGCAGGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Brucella_suis_1330_chrI.trna23-AlaTGC (1793292-1793217)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_1330_chrI.trna26-AlaTGC (1588230-1588155)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_1330_chrII.trna8-AlaTGC (1107769-1107694)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_1330_chrI.trna39-ArgACG (279497-279421)  Arg (ACG) 77 bp  Sc: 91.80 
GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGAGGTTCGAA 
TCCTTTCGGGTGCGCCA 
>Brucella_suis_1330_chrI.trna8-ArgCCG (936870-936946)  Arg (CCG) 77 bp  Sc: 90.06 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCACAGGTTCGAA 
TCCTGTCGGGTGCGCCA 
>Brucella_suis_1330_chrI.trna20-ArgCCT (1963450-1963526)  Arg (CCT) 77 bp  Sc: 88.11 
GGTCCCGTAGCTCAGTAGGATAGAGCGACAGATTCCTAATCTGTAGGTCACAGGTTCGAT 
TCCTGTCGGGATCACCA 
>Brucella_suis_1330_chrI.trna5-ArgTCT (705770-705846)  Arg (TCT) 77 bp  Sc: 90.69 
GGTCCCGTAGCTCAGTTGGATAGAGCACCGGCCTTCTAAGCCGATGGTCGCAGGTTCGAA 
TCCTGCCGGGATCGCCA 
>Brucella_suis_1330_chrII.trna10-AsnGTT (608824-608750)  Asn (GTT) 75 bp  Sc: 89.56 
TCCCCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Brucella_suis_1330_chrI.trna6-AspGTC (778480-778556)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_suis_1330_chrII.trna13-AspGTC (305058-304982)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_suis_1330_chrII.trna1-CysGCA (604389-604462)  Cys (GCA) 74 bp  Sc: 66.24 
GGCCTCGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Brucella_suis_1330_chrI.trna16-GlnCTG (1564017-1564090)  Gln (CTG) 74 bp  Sc: 66.55 
TGGGGGATAGTTTAAGGGTAGAACAGCGGACTCTGACTCCGTTAGTCTTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Brucella_suis_1330_chrI.trna3-GlnTTG (513096-513170)  Gln (TTG) 75 bp  Sc: 74.48 
TGGGGCGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCCATTCCCTGGTTCGAATC 
CAGGCGCCCCAGCCA 
>Brucella_suis_1330_chrI.trna17-GluCTC (1603269-1603343)  Glu (CTC) 75 bp  Sc: 65.98 
GCGCCCATCGTCTAGCGGTCAGGACGGCGCCCTCTCACGGCGCAAACAGGGGTTCGATTC 



CCCTTGGGCGTACCA 
>Brucella_suis_1330_chrI.trna12-GluTTC (1241104-1241178)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_suis_1330_chrI.trna13-GluTTC (1241326-1241400)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_suis_1330_chrI.trna33-GlyCCC (937721-937648)  Gly (CCC) 74 bp  Sc: 65.12 
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_suis_1330_chrII.trna3-GlyGCC (878530-878604)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_suis_1330_chrII.trna4-GlyGCC (1007558-1007632)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_suis_1330_chrI.trna31-GlyTCC (1220146-1220073)  Gly (TCC) 74 bp  Sc: 83.28 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_suis_1330_chrI.trna28-HisGTG (1549590-1549514)  His (GTG) 77 bp  Sc: 86.57 
GCGGTCGTAGCTCAGTTGGTTAGAGCGCAGGATTGTGGCTCCTGAGGTCGTTGGTTCAAC 
TCCAACCGACCGTACCA 
>Brucella_suis_1330_chrI.trna22-IleGAT (1793382-1793306)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_1330_chrI.trna25-IleGAT (1588320-1588244)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_1330_chrII.trna7-IleGAT (1107859-1107783)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_1330_chrI.trna19-LeuCAA (1881678-1881762)  Leu (CAA) 85 bp  Sc: 76.80 
GCGGGTGTGGTGGAACTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGTC 
GGTTCGATTCCGACCACCCGCACCA 
>Brucella_suis_1330_chrII.trna5-LeuCAG (1037602-1037688)  Leu (CAG) 87 bp  Sc: 78.71 
GCCCAGATGGCGGAATTGGTAGACGCACCAGCTTCAGGTGCTGGCGCTCGCAAGGGCGTG 
GAGGTTCGAGTCCTCTTCTGGGCACCA 
>Brucella_suis_1330_chrI.trna10-LeuGAG (1048185-1048269)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_suis_1330_chrI.trna11-LeuGAG (1055930-1056014)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_suis_1330_chrI.trna9-LeuTAA (1019437-1019522)  Leu (TAA) 86 bp  Sc: 77.49 
GCGGTCGTGGCGAAATTGGTATACGCAACGGACTTAAAATCCGTCGTCTTTAAGACTTGC 
GGGTTCAAGTCCCGCCGACCGCACCA 
>Brucella_suis_1330_chrI.trna7-LeuTAG (871385-871467)  Leu (TAG) 83 bp  Sc: 74.64 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Brucella_suis_1330_chrI.trna14-LysCTT (1297468-1297543)  Lys (CTT) 76 bp  Sc: 96.09 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGATC 
CCTACATCACCCACCA 
>Brucella_suis_1330_chrII.trna11-LysTTT (572492-572417)  Lys (TTT) 76 bp  Sc: 95.04 
GAGCGCGTAGCTCAGCCGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Brucella_suis_1330_chrI.trna24-MetCAT (1789551-1789475)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_1330_chrI.trna27-MetCAT (1584489-1584413)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_1330_chrII.trna9-MetCAT (1104028-1103952)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_1330_chrI.trna15-MetCAT (1547758-1547834)  Met (CAT) 77 bp  Sc: 86.65 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAA 
TCCCTCCTCCGCTACCA 



>Brucella_suis_1330_chrI.trna29-MetCAT (1429378-1429302)  Met (CAT) 77 bp  Sc: 87.64 
GGGCCTGTAGCTCAATTGGTTAGAGCCGGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Brucella_suis_1330_chrI.trna40-PheGAA (258990-258915)  Phe (GAA) 76 bp  Sc: 93.28 
GCCCGGATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGAAT 
CCGCCTCCGGGCACCA 
>Brucella_suis_1330_chrI.trna1-ProCGG (207695-207771)  Pro (CGG) 77 bp  Sc: 88.00 
CGGAGTGTAGCGCAGCCTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Brucella_suis_1330_chrI.trna37-ProGGG (764424-764348)  Pro (GGG) 77 bp  Sc: 81.90 
CGGAGCGTAGCGCAGCCCGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGCTCCGACCA 
>Brucella_suis_1330_chrI.trna4-ProTGG (705132-705208)  Pro (TGG) 77 bp  Sc: 93.11 
CGGAGCGTAGCGCAGTCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGCAGGTTCGAA 
TCCTGCCGCTCCGACCA 
>Brucella_suis_1330_chrI.trna18-SerCGA (1781424-1781513)  Ser (CGA) 90 bp  Sc: 83.06 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATGGGGGCAACTCCA 
TCGGGGGTTCGAATCCCTCCCTCTCCGCCA 
>Brucella_suis_1330_chrI.trna38-SerGCT (632055-631965)  Ser (GCT) 91 bp  Sc: 74.16 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGACCTCAAAAGGGT 
CTCGTGGGTTCGAATCCCATCCTCTCCGCCA 
>Brucella_suis_1330_chrII.trna6-SerGGA (1055010-1055099)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Brucella_suis_1330_chrII.trna12-SerTGA (540041-539952)  Ser (TGA) 90 bp  Sc: 74.18 
GGAAGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGAGAGATCGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Brucella_suis_1330_chrII.trna2-ThrCGT (818236-818311)  Thr (CGT) 76 bp  Sc: 93.84 
GCCGCTTTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCGTGTTCGAGT 
CACGCAAGCGGCACCA 
>Brucella_suis_1330_chrI.trna2-ThrGGT (265276-265350)  Thr (GGT) 75 bp  Sc: 86.73 
GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Brucella_suis_1330_chrI.trna35-ThrTGT (910625-910550)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Brucella_suis_1330_chrI.trna32-TrpCCA (1218650-1218575)  Trp (CCA) 76 bp  Sc: 88.85 
AGGGGTATAGCTCAGTTGGTAGAGCGACGGTCTCCAAAACCGTAGGTCGCGGGTTCGAAC 
CCTGCTGCCCCTGCCA 
>Brucella_suis_1330_chrI.trna30-TyrGTA (1220255-1220171)  Tyr (GTA) 85 bp  Sc: 73.28 
GGAGGGATGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTATGCCTACGTT 
GGTTCAAATCCAACTCCCTCCACCA 
>Brucella_suis_1330_chrI.trna34-ValCAC (936453-936379)  Val (CAC) 75 bp  Sc: 88.42 
GGGCGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCACAGGTTCAATCC 
CTGTCGCGCCCACCA 
>Brucella_suis_1330_chrII.trna14-ValGAC (39495-39421)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Brucella_suis_1330_chrI.trna36-ValTAC (778070-777995)  Val (TAC) 76 bp  Sc: 92.99 
GGGCGATTAGCTCAGTTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGGAGTTCGAGT 
CTCTCATCGCCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna18-AlaCGC (1735202-1735127)  Ala (CGC) 76 bp  Sc: 85.21 
GGGGCTGTAGCTCAGCTGGGAGAGCGCGTCGTTCGCAATGACGAGGTCAGGGGTTCGATC 
CCCCTCAGCTCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna35-AlaGGC (28385-28310)  Ala (GGC) 76 bp  Sc: 87.70 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGCATGGCATGCAGGAGGTCAGCGGTTCGATC 
CCGCTTGGCTCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna20-AlaTGC (1609250-1609175)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna10-AlaTGC (1301399-1301324)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna13-AlaTGC (1096226-1096151)  Ala (TGC) 76 bp  Sc: 91.73 
GGGGCCGTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCCGGCTCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna33-ArgACG (297017-296941)  Arg (ACG) 77 bp  Sc: 91.80 



GCACCCGTAGCTCAGCTGGATAGAGCACCAGACTACGAATCTGGGGGTCAGAGGTTCGAA 
TCCTTTCGGGTGCGCCA 
>Brucella_suis_ATCC_23445_chrI.trna8-ArgCCG (956623-956699)  Arg (CCG) 77 bp  Sc: 90.06 
GCACCCGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCACAGGTTCGAA 
TCCTGTCGGGTGCGCCA 
>Brucella_suis_ATCC_23445_chrI.trna17-ArgCCT (1779432-1779508)  Arg (CCT) 77 bp  Sc: 88.11 
GGTCCCGTAGCTCAGTAGGATAGAGCGACAGATTCCTAATCTGTAGGTCACAGGTTCGAT 
TCCTGTCGGGATCACCA 
>Brucella_suis_ATCC_23445_chrI.trna5-ArgTCT (724684-724760)  Arg (TCT) 77 bp  Sc: 90.69 
GGTCCCGTAGCTCAGTTGGATAGAGCACCGGCCTTCTAAGCCGATGGTCGCAGGTTCGAA 
TCCTGCCGGGATCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna15-AsnGTT (609409-609335)  Asn (GTT) 75 bp  Sc: 89.56 
TCCCCGGTAGCTCAGCGGTAGAGCAACCGGCTGTTAACCGGTTGGTCGCTGGTTCGAATC 
CGGCCCGGGGAGCCA 
>Brucella_suis_ATCC_23445_chrI.trna6-AspGTC (798325-798401)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna18-AspGTC (306405-306329)  Asp (GTC) 77 bp  Sc: 92.83 
GCGGGTGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
CCCCGTCACTCGCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna1-CysGCA (604974-605047)  Cys (GCA) 74 bp  Sc: 66.24 
GGCCTCGTGGCGGAGTGGTTACGCAGAGGACTGCAAATCCTTGCACCCCGGTTCGATTCC 
GGGCGAGGCCTCCA 
>Brucella_suis_ATCC_23445_chrI.trna15-GlnCTG (1585034-1585107)  Gln (CTG) 74 bp  Sc: 66.55 
TGGGGGATAGTTTAAGGGTAGAACAGCGGACTCTGACTCCGTTAGTCTTGGTTCGAATCC 
AGGTCCCCCAGCCA 
>Brucella_suis_ATCC_23445_chrI.trna3-GlnTTG (531086-531160)  Gln (TTG) 75 bp  Sc: 74.48 
TGGGGCGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCCATTCCCTGGTTCGAATC 
CAGGCGCCCCAGCCA 
>Brucella_suis_ATCC_23445_chrII.trna7-GluCTC (1111264-1111338)  Glu (CTC) 75 bp  Sc: 65.98 
GCGCCCATCGTCTAGCGGTCAGGACGGCGCCCTCTCACGGCGCAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_suis_ATCC_23445_chrI.trna12-GluTTC (1261800-1261874)  Glu (TTC) 75 bp  Sc: 72.14 
GCGCCCATCGTCTAGCGGTTAGGACGCCGCCCTTTCACGGCGGAAACAGGGGTTCGATTC 
CCCTTGGGCGTACCA 
>Brucella_suis_ATCC_23445_chrI.trna27-GlyCCC (957474-957401)  Gly (CCC) 74 bp  Sc: 65.12 
GCGGGTATGATGTAATGGTAGCCTGTCAGCTTCCCAAGCTGAACGCGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_suis_ATCC_23445_chrII.trna3-GlyGCC (866152-866226)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_suis_ATCC_23445_chrII.trna4-GlyGCC (996011-996085)  Gly (GCC) 75 bp  Sc: 88.17 
GCGGGTGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGGGTTCGAATC 
CCTTCGCCCGCTCCA 
>Brucella_suis_ATCC_23445_chrI.trna25-GlyTCC (1240896-1240823)  Gly (TCC) 74 bp  Sc: 83.28 
GCGGGTATAGCTCAATGGTAGAGCAGCAGCCTTCCAAGCTGAATACGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Brucella_suis_ATCC_23445_chrI.trna22-HisGTG (1570351-1570275)  His (GTG) 77 bp  Sc: 86.57 
GCGGTCGTAGCTCAGTTGGTTAGAGCGCAGGATTGTGGCTCCTGAGGTCGTTGGTTCAAC 
TCCAACCGACCGTACCA 
>Brucella_suis_ATCC_23445_chrI.trna19-IleGAT (1609340-1609264)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna12-IleGAT (1096316-1096240)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna9-IleGAT (1301489-1301413)  Ile (GAT) 77 bp  Sc: 99.09 
GGGCTTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCGGAGGTTCAAG 
TCCTCCCAGGCCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna16-LeuCAA (1697674-1697758)  Leu (CAA) 85 bp  Sc: 76.80 
GCGGGTGTGGTGGAACTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGTC 
GGTTCGATTCCGACCACCCGCACCA 
>Brucella_suis_ATCC_23445_chrII.trna5-LeuCAG (1026050-1026136)  Leu (CAG) 87 bp  Sc: 78.71 
GCCCAGATGGCGGAATTGGTAGACGCACCAGCTTCAGGTGCTGGCGCTCGCAAGGGCGTG 
GAGGTTCGAGTCCTCTTCTGGGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna10-LeuGAG (1067774-1067858)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 



AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna11-LeuGAG (1076030-1076114)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna9-LeuTAA (1039197-1039282)  Leu (TAA) 86 bp  Sc: 77.49 
GCGGTCGTGGCGAAATTGGTATACGCAACGGACTTAAAATCCGTCGTCTTTAAGACTTGC 
GGGTTCAAGTCCCGCCGACCGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna7-LeuTAG (891251-891333)  Leu (TAG) 83 bp  Sc: 74.64 
GCGGATGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGGGAGACCGTGGGGG 
TTCGAGTCCCTCCATCCGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna13-LysCTT (1317939-1318014)  Lys (CTT) 76 bp  Sc: 96.09 
GGGTGATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGATC 
CCTACATCACCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna16-LysTTT (573078-573003)  Lys (TTT) 76 bp  Sc: 95.04 
GAGCGCGTAGCTCAGCCGGTAGAGCAACTGACTTTTAATCAGTAGGTCCAGGGTTCGAAT 
CCCTGCGCGCTCACCA 
>Brucella_suis_ATCC_23445_chrI.trna21-MetCAT (1605509-1605433)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_ATCC_23445_chrII.trna11-MetCAT (1297658-1297582)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_ATCC_23445_chrII.trna14-MetCAT (1092485-1092409)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGCCGCAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Brucella_suis_ATCC_23445_chrI.trna14-MetCAT (1568520-1568596)  Met (CAT) 77 bp  Sc: 86.65 
GGCGGAGTAGCTCAGTAGGTTAGAGCAGAGGAATCATAATCCTTGTGTCGGGGGTTCGAA 
TCCCTCCTCCGCTACCA 
>Brucella_suis_ATCC_23445_chrI.trna23-MetCAT (1450179-1450103)  Met (CAT) 77 bp  Sc: 87.64 
GGGCCTGTAGCTCAATTGGTTAGAGCCGGCGGCTCATAACCGCTTGGTTGGGGGTTCGAG 
TCCCTCCGGGCCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna34-PheGAA (276651-276576)  Phe (GAA) 76 bp  Sc: 93.28 
GCCCGGATAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGAAT 
CCGCCTCCGGGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna1-ProCGG (204388-204464)  Pro (CGG) 77 bp  Sc: 88.00 
CGGAGTGTAGCGCAGCCTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGGAGGTTCGAA 
TCCTCTCACTCCGACCA 
>Brucella_suis_ATCC_23445_chrI.trna31-ProGGG (783457-783381)  Pro (GGG) 77 bp  Sc: 81.90 
CGGAGCGTAGCGCAGCCCGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGTGGGTTCGAA 
TCCCGCCGCTCCGACCA 
>Brucella_suis_ATCC_23445_chrI.trna4-ProTGG (724046-724122)  Pro (TGG) 77 bp  Sc: 93.11 
CGGAGCGTAGCGCAGTCTGGTAGCGCACCTGATTTGGGATCAGGGGGTCGCAGGTTCGAA 
TCCTGCCGCTCCGACCA 
>Brucella_suis_ATCC_23445_chrII.trna8-SerCGA (1289543-1289632)  Ser (CGA) 90 bp  Sc: 83.06 
GGAGAGGTGGCTGAGTGGTTGAAAGCACCGCACTCGAAATGCGGCATGGGGGCAACTCCA 
TCGGGGGTTCGAATCCCTCCCTCTCCGCCA 
>Brucella_suis_ATCC_23445_chrI.trna32-SerGCT (650111-650021)  Ser (GCT) 91 bp  Sc: 74.16 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGACCTCAAAAGGGT 
CTCGTGGGTTCGAATCCCATCCTCTCCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna6-SerGGA (1043478-1043567)  Ser (GGA) 90 bp  Sc: 77.71 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCACGCCTGGAACGCGTGTATACGGGAAACCGTA 
TCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna17-SerTGA (540638-540549)  Ser (TGA) 90 bp  Sc: 74.18 
GGAAGGGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGAGAGATCGTA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Brucella_suis_ATCC_23445_chrII.trna2-ThrCGT (806043-806118)  Thr (CGT) 76 bp  Sc: 93.84 
GCCGCTTTAGCTCAGTTGGTAGAGCACATCATTCGTAATGATGGGGTCGCGTGTTCGAGT 
CACGCAAGCGGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna2-ThrGGT (282938-283012)  Thr (GGT) 75 bp  Sc: 86.73 
GCTGCGGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATCC 
TCTCTCGCAGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna29-ThrTGT (930302-930227)  Thr (TGT) 76 bp  Sc: 94.13 
GCCCTTATAGCTCAGTTGGTAGAGCACCTGATTTGTAATCAGGGGGTCGGGAGTTCGAGT 
CTCTCTGGGGGCACCA 
>Brucella_suis_ATCC_23445_chrI.trna26-TrpCCA (1239400-1239325)  Trp (CCA) 76 bp  Sc: 88.85 
AGGGGTATAGCTCAGTTGGTAGAGCGACGGTCTCCAAAACCGTAGGTCGCGGGTTCGAAC 
CCTGCTGCCCCTGCCA 



>Brucella_suis_ATCC_23445_chrI.trna24-TyrGTA (1241005-1240921)  Tyr (GTA) 85 bp  Sc: 73.28 
GGAGGGATGCCCGAGTGGTTAAAGGGGACGGACTGTAAATCCGTTGGCTATGCCTACGTT 
GGTTCAAATCCAACTCCCTCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna28-ValCAC (956206-956132)  Val (CAC) 75 bp  Sc: 88.42 
GGGCGCGTAGCTCAGCGGGAGAGCACTCCCTTCACACGGGAGGGGTCACAGGTTCAATCC 
CTGTCGCGCCCACCA 
>Brucella_suis_ATCC_23445_chrII.trna19-ValGAC (39527-39453)  Val (GAC) 75 bp  Sc: 86.72 
GGGCGTGTAGCTCAGCGGGAGAGCACTACGTTGACATCGTAGGGGTCACAGGTTCAATCC 
CTGTCACGCCCACCA 
>Brucella_suis_ATCC_23445_chrI.trna30-ValTAC (797915-797840)  Val (TAC) 76 bp  Sc: 88.04 
GGGCGATTAGCTCAGTTGGTAGAGCGCTTCGTTTACACCGAAGATGTCGGGGGTTCGAGT 
CTCTCATCGCCCACCA 
>Bos_taurus_chrX.trna1652-AlaAGC (45858011-45858082)  Ala (AGC) 72 bp  Sc: 37.04 
GGGGGTATAGCTTAGTGGCAGATTACATGCTTAGCATGTATGAAGCCCTGGGTTCTGTCC 
CCAGTACTTCCA 
>Bos_taurus_chr25.trna198-AlaAGC (4622205-4622276)  Ala (AGC) 72 bp  Sc: 47.44 
GGGGGTGTAGTTCAATGGTAGAGCGTGTGCTTAGCATGCTCGAGACCCCGGGTTCAATGC 
CTGGCACCTCCA 
>Bos_taurus_chr18.trna929-AlaAGC (23066520-23066592)  Ala (AGC) 73 bp  Sc: 55.26 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCGCATTCTCCA 
>Bos_taurus_chr29.trna2134-AlaAGC (47749412-47749340)  Ala (AGC) 73 bp  Sc: 55.26 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCGCATTCTCCA 
>Bos_taurus_chr21.trna2790-AlaAGC (67007914-67007985)  Ala (AGC) 72 bp  Sc: 55.39 
TCCCTGGCAGTCCAGTGGTTAGGACTTGGCACCAGCACTGCCAGGGCCCAGGTTCGATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr18.trna1164-AlaAGC (29068166-29068236)  Ala (AGC) 71 bp  Sc: 56.59 
GGGGGTGTGGCTCAGTGGTAGAGTGCATGCTTAGCATGTATGAGACCCTGGGTTCAATCC 
CAGTACTCCCA 
>Bos_taurus_chr23.trna1407-AlaAGC (31430264-31430336)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna1411-AlaAGC (31443135-31443207)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna3386-AlaAGC (31454510-31454438)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna1415-AlaAGC (31552098-31552170)  Ala (AGC) 73 bp  Sc: 58.48 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Bos_taurus_chr23.trna1414-AlaAGC (31447554-31447626)  Ala (AGC) 73 bp  Sc: 59.41 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGTGGGATCGATG 
CCCATATCCTCCA 
>Bos_taurus_chrUn.004.7.trna78-AlaAGC (481340-481269)  Ala (AGC) 72 bp  Sc: 61.64 
GGGGGTATAGCTCAGTGGCAGAGCACATGCTTAGCATGCACGAGACCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Bos_taurus_chr26.trna3034-AlaAGC (26435796-26435725)  Ala (AGC) 72 bp  Sc: 62.92 
GGGGGTATAGCTCAGTGGTAGAGTGCGTGCTTAGCATGTATGAGGTCCTGAGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr11.trna6186-AlaAGC (74675776-74675704)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Bos_taurus_chr14.trna1329-AlaAGC (30404774-30404846)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Bos_taurus_chrUn.004.3373.trna1-AlaAGC (2471-2543)  Ala (AGC) 73 bp  Sc: 66.70 
GGGGGTGTAGCTCAGTGGTTAGAGTGTATGCTTAGCATGCACGAGGTACCAGGTTCAAAT 
CCTGGCACTTCCA 
>Bos_taurus_chr7.trna2098-AlaAGC (46262593-46262664)  Ala (AGC) 72 bp  Sc: 73.53 
GGCGGTATAGCTCAGTGGTAGAGCACATGCTTAGCATGCATGAGACCCTGGGTTCAATCC 
CCAGTACTGCCA 
>Bos_taurus_chr18.trna3623-AlaAGC (53513763-53513692)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGGTATAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr19.trna3780-AlaAGC (57572329-57572258)  Ala (AGC) 72 bp  Sc: 75.78 



GGGGGTATAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr23.trna1332-AlaAGC (30232216-30232287)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCCGGGTTCGATCC 
CCAGCATCTCCA 
>Bos_taurus_chr23.trna3454-AlaAGC (30247870-30247799)  Ala (AGC) 72 bp  Sc: 76.69 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGTACGAGGTCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1321-AlaAGC (30132286-30132357)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1322-AlaAGC (30140470-30140541)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1326-AlaAGC (30211049-30211120)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1328-AlaAGC (30216453-30216524)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1339-AlaAGC (30346292-30346363)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1364-AlaAGC (31087529-31087600)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna3457-AlaAGC (30210219-30210148)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna3460-AlaAGC (30202745-30202674)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr11.trna4634-AlaAGC (108404673-108404594)  Ala (AGC) 80 bp  Sc: 35.84 
TCCCGGGTGGCTCAGAGGCGAAGAGTCCACCTGCCAAGCAGGAGATGCAGGAGACCCAGG 
TTCGATCCCTGGCTTGGGAA 
>Bos_taurus_chr1.trna804-AlaCGC (19451371-19451443)  Ala (CGC) 73 bp  Sc: 33.89 
TCCCTTGTGGTCCAGTAGTTAAGACTTGGTACTCGCAATGCAAGGGGTCTGGGTTCAGTC 
CCTGGCTAGGGAA 
>Bos_taurus_chrUn.004.62.trna1-AlaCGC (82445-82517)  Ala (CGC) 73 bp  Sc: 39.74 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTATTCGCAATGCAGGGGGCTGAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7008-AlaCGC (128921300-128921228)  Ala (CGC) 73 bp  Sc: 40.65 
CTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCGCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGAAA 
>Bos_taurus_chr18.trna3122-AlaCGC (62789961-62789889)  Ala (CGC) 73 bp  Sc: 40.94 
TCTGTGATGGTCCAGTGACTAAGACTCTGGGTTCGCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chrUn.004.663.trna3-AlaCGC (21401-21329)  Ala (CGC) 73 bp  Sc: 40.94 
TCTGTGATGGTCCAGTGACTAAGACTCTGGGTTCGCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna8323-AlaCGC (20163446-20163374)  Ala (CGC) 73 bp  Sc: 46.16 
TCCCTGGTAGTCCAGTGGCTAAGACTCCACAATCGCAATGTGGAGGGATCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1445-AlaCGC (44687629-44687700)  Ala (CGC) 72 bp  Sc: 50.24 
TTCCTGTTGGTCCAGTGACTAAGACTCTGCACTCGCAATGCAGGGGCCCAGGTTCAATCC 
TTGGTCAGGAAC 
>Bos_taurus_chr22.trna3245-AlaCGC (32918115-32918043)  Ala (CGC) 73 bp  Sc: 52.35 
TTCTGGGTGGTCTAGTGGCTAAGACTCTGCACTCGCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8591-AlaCGC (22569693-22569623)  Ala (CGC) 71 bp  Sc: 55.09 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCGCACGCGGGAAACCCCGGTTCAATTCC 
CAGCCAATGCA 
>Bos_taurus_chrUn.004.1856.trna7-AlaCGC (5865-5795)  Ala (CGC) 71 bp  Sc: 55.09 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCGCACGCGGGAAACCCCGGTTCAATTCC 
CAGCCAATGCA 
>Bos_taurus_chr24.trna129-AlaCGC (4585197-4585268)  Ala (CGC) 72 bp  Sc: 71.19 
GGGGATGTAGCTCAGTGGTAGAGCATATGCTTCGCATGCATGAGGCCCCAGGTTCAATCC 



CTGGCATCTCCA 
>Bos_taurus_chr23.trna1329-AlaCGC (30218379-30218450)  Ala (CGC) 72 bp  Sc: 72.31 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGTCCCTGGTTCAATCC 
CTGGCACCTCCA 
>Bos_taurus_chr2.trna9125-AlaCGC (41255525-41255454)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna1323-AlaCGC (30145095-30145166)  Ala (CGC) 72 bp  Sc: 73.20 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1331-AlaCGC (30226305-30226376)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna3378-AlaCGC (31569141-31569070)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr6.trna7482-AlaCGC (37938164-37938093)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr6.trna4455-AlaGGC (116270063-116269991)  Ala (GGC) 73 bp  Sc: 53.39 
TCCCTGGTGGTCCAGTGGTTAAGACGCTGCACTGGCAGTTCAGAGGGCTCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr29.trna191-AlaGGC (5889912-5889983)  Ala (GGC) 72 bp  Sc: 55.27 
TCCCTAATAGCTCAGCTGGTAAAGAATCTGCCTGGCATGCAGGAGACCCAGGTTCGAATC 
CTGGATTGGGAA 
>Bos_taurus_chr5.trna8220-AlaTGC (54793966-54793894)  Ala (TGC) 73 bp  Sc: 27.94 
CCCCTGGTGGTTCAGGGGTTAAGACTCAGTGCTTGCACTACAGGGAGACTAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr15.trna4347-AlaTGC (52719060-52718988)  Ala (TGC) 73 bp  Sc: 28.91 
TTCCTGATGGTCCAGTGATTAAGACTCTGCACTTGCAGTGCAGTGGACATGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5078-AlaTGC (32945048-32944957)  Ala (TGC) 92 bp  Sc: 31.18 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTTGCTATGAGGGGTTCGGGGGTGGGGAG 
GGTGGGCCTGGGTTAGATCCCCAGTCAGGGAA 
>Bos_taurus_chr13.trna3195-AlaTGC (74191447-74191518)  Ala (TGC) 72 bp  Sc: 33.47 
TCCCTAGTGGTCCACTGGCTAAGACTCTGTACTTGCAGTGCAGGAGGCCGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4722-AlaTGC (132583219-132583299)  Ala (TGC) 81 bp  Sc: 34.76 
TCCCTGGTGGTCCAGTGTTTAGGACTCTGTGCTTGCACTGCAGGACTGTGGGTGGCACAG 
GTTTGATACCTGGTCAGGGAA 
>Bos_taurus_chr26.trna352-AlaTGC (12742415-12742487)  Ala (TGC) 73 bp  Sc: 34.95 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCACTTGCATTGCAAGGGGGGCAGGCTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4511-AlaTGC (8917672-8917602)  Ala (TGC) 71 bp  Sc: 37.79 
TCCATGGTGGTCCAGTGGGCAGGACTCTGTACTTGCATTGCAGGGCCTGAGTTCCATCCT 
TGGTCAGGGAA 
>Bos_taurus_chr18.trna90-AlaTGC (2106221-2106292)  Ala (TGC) 72 bp  Sc: 39.58 
TCCCTGGCAGTTCAGGGGTTAGGACTCAGTACTTGCACTGCTGTAGCCCGGGTTTAATCC 
CTGGTCAGGGAT 
>Bos_taurus_chrUn.004.140.trna7-AlaTGC (229779-229707)  Ala (TGC) 73 bp  Sc: 40.57 
TCTGTGATGGTCCAGTGACTAAGACTCTGGGTTTGCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chrUn.004.4132.trna1-AlaTGC (2072-2144)  Ala (TGC) 73 bp  Sc: 40.57 
TCTGTGATGGTCCAGTGACTAAGACTCTGGGTTTGCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr15.trna5331-AlaTGC (27592415-27592343)  Ala (TGC) 73 bp  Sc: 40.92 
TCCCCGGTGGTCCAGAGGCTAAGACTCTGCACTTGCAAGGCAGGGGGCCCAGGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna6300-AlaTGC (12726590-12726518)  Ala (TGC) 73 bp  Sc: 40.98 
TCCCTGGTAGTCTAGTGGCTAAGACTTTGTGGTTGCAATGCAAGGGGTCGAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna1653-AlaTGC (40243015-40243086)  Ala (TGC) 72 bp  Sc: 41.80 
GGGGATGTAGCTCAGTGGTAGAACACATGCTTTGCAGGTATGAGGTCTCGGGTTTGATCC 
TTGGCATCTCCA 
>Bos_taurus_chr7.trna714-AlaTGC (13361753-13361826)  Ala (TGC) 74 bp  Sc: 42.53 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGTTTGCAATGCAGGGGGCCCTGGACTCGAT 
CCCTGGTCAGGGAA 



>Bos_taurus_chr19.trna3755-AlaTGC (57999131-57999059)  Ala (TGC) 73 bp  Sc: 43.44 
TGCCTGGTGGTCCAGTGCTTAAGACTCTGCACTTGCACTGCAGTGGGACCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna6442-AlaTGC (50005889-50005817)  Ala (TGC) 73 bp  Sc: 43.45 
TCTCTGGTGGTCTAGTGGCTAAGACTCGGTGCTTGCAATGCAGGGAATCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1786-AlaTGC (45106152-45106222)  Ala (TGC) 71 bp  Sc: 43.90 
TCCCTGGTGGTCCAGTGGTTAAGGATTTGCCTTGCAAGCAGGGAACTCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr14.trna2420-AlaTGC (59103638-59103710)  Ala (TGC) 73 bp  Sc: 45.76 
TCTCTGGTGGTCCAGTGTTAGGATGTAGCATTTGCACTGCTAGGGGGTCCAGGTTCAACC 
CCTGGTCGGGGAA 
>Bos_taurus_chr11.trna2916-AlaTGC (73248168-73248240)  Ala (TGC) 73 bp  Sc: 49.74 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTTGCAATGCAGAGGGTGCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr2.trna714-AlaTGC (23726946-23727017)  Ala (TGC) 72 bp  Sc: 57.69 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTGCACTGCAGTGGCCTAGGTTGAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr6.trna1311-AlaTGC (46755846-46755918)  Ala (TGC) 73 bp  Sc: 58.06 
GCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTTGCAATGCAGGGGGCCCAAGTTCGATC 
CTTGGTCAGGGAG 
>Bos_taurus_chr23.trna3058-AlaTGC (39690950-39690879)  Ala (TGC) 72 bp  Sc: 66.75 
GGGGATGTAGCTCAGTGCTAGAGCGCATGCTTTGCATGCATGAGGTCCCAGGTTCAATCC 
TTGGCATCTCCA 
>Bos_taurus_chr9.trna449-AlaTGC (17132348-17132419)  Ala (TGC) 72 bp  Sc: 68.22 
GGGGGTGTAGCTCAGTGGTAGAGCATGTGCTTTGCATGCACAAGGCCCTGGGTTCAATTC 
CTAGCACCTCCA 
>Bos_taurus_chr23.trna799-AlaTGC (18288142-18288214)  Ala (TGC) 73 bp  Sc: 69.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTGCACTGCAGGGGGCACAGGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr17.trna4791-AlaTGC (53704357-53704286)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr3.trna5327-AlaTGC (114092325-114092254)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chrUn.004.8164.trna2-AlaTGC (2292-2221)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr6.trna4758-AlaTGC (110544890-110544819)  Ala (TGC) 72 bp  Sc: 73.60 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Bos_taurus_chr23.trna3455-AlaTGC (30241368-30241297)  Ala (TGC) 72 bp  Sc: 73.79 
GGGGATGTAGCTCAGTGGTAGAGCGCCTGCTTTGCATGCATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr17.trna2068-AlaTGC (53711095-53711166)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr7.trna1884-AlaTGC (39691465-39691536)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr5.trna7500-AlaTGC (72915262-72915191)  Ala (TGC) 72 bp  Sc: 74.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATTC 
CCAGCATCTCCA 
>Bos_taurus_chr6.trna2908-AlaTGC (94952293-94952364)  Ala (TGC) 72 bp  Sc: 75.09 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna1334-AlaTGC (30245378-30245449)  Ala (TGC) 72 bp  Sc: 78.55 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr14.trna4272-ArgACG (57965972-57965901)  Arg (ACG) 72 bp  Sc: 48.19 
TCTCAGGTGGCTCAGATGGTAAAGCGTCTGTCTACGATGCAGGAGACCCAGGTTCTATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna424-ArgACG (10886847-10886917)  Arg (ACG) 71 bp  Sc: 55.03 
TCCCTGGTGGCTCAGTTGGTAAAGCGTCTGCCTACGATGCAGGAGACCCCGGTTCGAACC 
TGGGTGGGGAA 
>Bos_taurus_chr4.trna5777-ArgACG (93312796-93312725)  Arg (ACG) 72 bp  Sc: 57.31 



TCCCTGGTAGCTCAGATGGTAAAGCTTCTGCCTACGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna5710-ArgACG (105049413-105049342)  Arg (ACG) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna1979-ArgACG (54988296-54988368)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1369-ArgACG (31115504-31115576)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1392-ArgACG (31319544-31319616)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3398-ArgACG (31340615-31340543)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chrUn.004.1183.trna6-ArgACG (14814-14742)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr10.trna7307-ArgACG (22206885-22206813)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1404-ArgACG (31423586-31423658)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3371-ArgACG (31694862-31694790)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3376-ArgACG (31587323-31587251)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chrUn.004.1183.trna12-ArgACG (665-593)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chrUn.004.298.trna3-ArgCCG (113069-113141)  Arg (CCG) 73 bp  Sc: 32.46 
GCCCTGGTGGTCCAGTGCCTAAGACTCTGCAATCCGAATGCAGAGGGATTAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4754-ArgCCG (65903376-65903304)  Arg (CCG) 73 bp  Sc: 35.26 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGTTCCGCATGCAGGGGGCCCGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna8475-ArgCCG (82793917-82793845)  Arg (CCG) 73 bp  Sc: 37.84 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCGAATGCAGGGGGCCTGGGTTCAATC 
CTTAGTCAGGGAA 
>Bos_taurus_chr2.trna4346-ArgCCG (126148037-126148109)  Arg (CCG) 73 bp  Sc: 39.76 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCGCTCCGAATGCAGGGGGCCTGGATTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1665-ArgCCG (32861616-32861688)  Arg (CCG) 73 bp  Sc: 48.87 
TCCTTGGTGGTCCACTGGCTAAGACTCCGCACTCCGAATGCAGAGGGCCCAGGTTCAATC 
CCTGGTCATGGAA 
>Bos_taurus_chrX.trna238-ArgCCG (5903250-5903322)  Arg (CCG) 73 bp  Sc: 49.42 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCGAATGCTGGGGACCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7600-ArgCCG (14953276-14953204)  Arg (CCG) 73 bp  Sc: 50.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCGAATACAGGGGGCCCAGATTCGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7934-ArgCCG (7868730-7868658)  Arg (CCG) 73 bp  Sc: 51.27 
TCCCTGGTAGTCCAACGGCTAAGACTCTGCGCTCCGAATGTAGGAGGCCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna3573-ArgCCG (103748990-103749062)  Arg (CCG) 73 bp  Sc: 54.46 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCGTTCCGAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7545-ArgCCG (18377876-18377804)  Arg (CCG) 73 bp  Sc: 57.48 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGAACTCCGAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4776-ArgCCG (40105966-40105894)  Arg (CCG) 73 bp  Sc: 61.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCGAATGCAGGGAGCCCAGGTTCAATC 



CCTGGGCAGGGAA 
>Bos_taurus_chr19.trna2573-ArgCCG (50472850-50472922)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Bos_taurus_chr23.trna3462-ArgCCG (30127706-30127634)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr25.trna105-ArgCCG (3147401-3147473)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr17.trna2203-ArgCCT (54871603-54871675)  Arg (CCT) 73 bp  Sc: 24.33 
TCCCTGGTGGCCCAGAGACTGGGACTCCATGTTCCCTGTGCAGGGGTCCCAGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna3355-ArgCCT (50970904-50970832)  Arg (CCT) 73 bp  Sc: 25.30 
TCTCTGGTGGTCCAGTGACTAAGATTCCGTGCTCCTAACGCAGGGGAGTCAGGTTCGACC 
CTTGGTCAGGGAA 
>Bos_taurus_chr4.trna5652-ArgCCT (96122958-96122886)  Arg (CCT) 73 bp  Sc: 26.83 
TCCCTGGGGGTCCAGTGGCTAAGACACTGTGCTCCCTGTGCAGGGGTCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna936-ArgCCT (29785021-29785093)  Arg (CCT) 73 bp  Sc: 26.99 
TTCCTGGTGATCCAATGGTTAAGATTCTGAGCTCCCTGTGCAGGGGACTCAGGTTCTATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr3.trna9101-ArgCCT (9113915-9113842)  Arg (CCT) 74 bp  Sc: 27.21 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCCCCTAATGCAGGGGAAGCCAGGTTCCAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr22.trna1544-ArgCCT (43751162-43751233)  Arg (CCT) 72 bp  Sc: 27.92 
TCCCTGGTGGTCCAGAGGCGAGACTCTGCGCTCCTAGTGCAGGGGGCCCAGGTTCGGTCC 
CTGGTGAGGGAG 
>Bos_taurus_chr18.trna4055-ArgCCT (47718834-47718762)  Arg (CCT) 73 bp  Sc: 29.47 
TCCCTGGTAGTCTAGTGGCTAAGATTCTGTGCTCCTGGTACTGAGGACCCGGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1839-ArgCCT (47703208-47703280)  Arg (CCT) 73 bp  Sc: 29.95 
TCCCTGATGGTCCAGAGGCTAAGATTTTGCACTCCTCATGCAGGGGGCCTGTGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr8.trna4239-ArgCCT (112873355-112873283)  Arg (CCT) 73 bp  Sc: 30.35 
TCCCTGGTGGTCCGGTGGTTAAGACTCTGTTCTCCTGATGCAGGTGGGCTGGGTTTGACC 
CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna723-ArgCCT (13467401-13467474)  Arg (CCT) 74 bp  Sc: 31.00 
TCCCTGGTGGTCCAGTGTCTAAGACTCCATGCTCCTAATGCGGGGGACCCCAGGTTGGAT 
CCCTGGTCAGGGAT 
>Bos_taurus_chr11.trna6148-ArgCCT (75488268-75488196)  Arg (CCT) 73 bp  Sc: 31.10 
CTTCTGGTGGTCCAGTGGCTGAGACTCCGCACTCCTACTGCAGGAGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.405.trna13-ArgCCT (78460-78388)  Arg (CCT) 73 bp  Sc: 32.21 
TCCCTGGTGGTCCAGTCTCTAAGACTCTGCACTCCTAATGCAACAGACTTGGGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr23.trna831-ArgCCT (18857875-18857947)  Arg (CCT) 73 bp  Sc: 33.93 
TCCCTGTTGGTTCAGCGGCAAAGACTCCGCACTCCTAATGCAGGTGGTCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3459-ArgCCT (97753440-97753512)  Arg (CCT) 73 bp  Sc: 34.18 
TCCTTGATAGTCCAGCGGCTAAGACTCTGTGCTCCTAGTACATGGAGCTCAGGTTCAGTT 
CCTGATTGGGGAA 
>Bos_taurus_chr18.trna5059-ArgCCT (24284461-24284389)  Arg (CCT) 73 bp  Sc: 35.54 
TTACTGGTGGTCCAGAGACTAAGACTGTGCACTCCTAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6285-ArgCCT (149313253-149313181)  Arg (CCT) 73 bp  Sc: 35.57 
TTCCTGGTGGTTATGCGGCTAAGACTCTGCGTTCCTAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna521-ArgCCT (14300428-14300500)  Arg (CCT) 73 bp  Sc: 36.23 
TCCCTGGTAGCCCAGTGGCTGAGGTTCTGTCCTCCTGCTGCAGAGGGCCCATGTTCGATC 
TCTGGTTAGGGAA 
>Bos_taurus_chr6.trna1682-ArgCCT (60140814-60140886)  Arg (CCT) 73 bp  Sc: 36.55 
TCCCTGGTGGTCTAGTGGCTAAGACTTGGAGCTCCTGATTCAGGGGACCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna4013-ArgCCT (78583606-78583534)  Arg (CCT) 73 bp  Sc: 36.59 
TCTCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCTAATACGTGTGGCTCAGGTTCCATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr1.trna5122-ArgCCT (147349916-147349987)  Arg (CCT) 72 bp  Sc: 37.32 
TCCCTGGTGGTTCAGTGGCTGGGACTCTGTGTTCCTGATGCAGGGGCCCCGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna7878-ArgCCT (9997161-9997089)  Arg (CCT) 73 bp  Sc: 37.54 
TCCCTGGTGGTCCCACGGCTAAGACTCCGTGTTCCTAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6035-ArgCCT (17341976-17341904)  Arg (CCT) 73 bp  Sc: 37.55 
TCCCTGGTCGTCCAGTGGCTAAGACTCTCTGCTCCTAACGCAGAGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr24.trna1410-ArgCCT (35691482-35691554)  Arg (CCT) 73 bp  Sc: 37.68 
TCCTTGATGGTCCATTGGTTAAGACTCTGTTTTCCTATTGCAGGGAGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna1089-ArgCCT (32271737-32271808)  Arg (CCT) 72 bp  Sc: 38.77 
TCCCTGGTGGTCCAGGGGCTGAGACTCTGCACTCCTAATGCAAGATCCAGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr11.trna118-ArgCCT (1987422-1987494)  Arg (CCT) 73 bp  Sc: 39.18 
TCTCTGGTGGTCCAGTAGTTGGGACTCTGAGCTCCTGATGCAGGGGCCACAGGTTCGATC 
CCTGCTTGGAGAA 
>Bos_taurus_chr11.trna9072-ArgCCT (2184814-2184742)  Arg (CCT) 73 bp  Sc: 39.18 
TCTCTGGTGGTCCAGTAGTTGGGACTCTGAGCTCCTGATGCAGGGGCCACAGGTTCGATC 
CCTGCTTGGAGAA 
>Bos_taurus_chr15.trna2767-ArgCCT (77383818-77383890)  Arg (CCT) 73 bp  Sc: 39.55 
TCCCTGGTGGTCCAGTGGCTACGACTCCGCACTCCTGATGCAGGGGGCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8631-ArgCCT (21583852-21583780)  Arg (CCT) 73 bp  Sc: 39.65 
TCCTTGGTGGTTCAGTGGCTAAGACACTATGCTCCTGATATAGTGAATGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna4932-ArgCCT (94895802-94895730)  Arg (CCT) 73 bp  Sc: 40.02 
TTCCTGGTGGTCTAGTAGTTAAGATTTTGCACTCCTAATGCAGGGGGCACAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna3686-ArgCCT (65436562-65436490)  Arg (CCT) 73 bp  Sc: 40.11 
TCTCTGGTGGTCCAGTGGCTAAGACTTTGCAATCCTAATGCAGGGGGCACAGGTTCGTTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1344-ArgCCT (27226677-27226749)  Arg (CCT) 73 bp  Sc: 40.90 
TACCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGGCCTGGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1264-ArgCCT (31155663-31155735)  Arg (CCT) 73 bp  Sc: 41.85 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGAGCTCCTAACATAGGGGGCCCAGATTCTATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna305-ArgCCT (7070990-7071062)  Arg (CCT) 73 bp  Sc: 42.03 
TCCCTGGTGGTCCAGTGGCTAAGACCTTGTGTTCCTAATGCAGGAGGTCCAAGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna1172-ArgCCT (30662561-30662633)  Arg (CCT) 73 bp  Sc: 42.31 
TCCCTGGTGGTCCAGTGGCTGAAACTCTGCATTCCTAATGCAGGGAGCCCAGGTTCCATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr2.trna2800-ArgCCT (89280615-89280687)  Arg (CCT) 73 bp  Sc: 42.39 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCAGTCCTAATGCAGGGGTGCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5438-ArgCCT (26945866-26945794)  Arg (CCT) 73 bp  Sc: 42.56 
TTCTTGGTGGTCTAGTGGTTAAGACTCTGTGCTCCTAACACAGGGGGCCCAGGTTTGATC 
CCTGGTGGGGGGA 
>Bos_taurus_chr3.trna8112-ArgCCT (32923193-32923121)  Arg (CCT) 73 bp  Sc: 42.73 
TCCATGGTGGTCCAGTGGCTGAGACTCTGTGCTCCTAACACAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2507-ArgCCT (57934861-57934933)  Arg (CCT) 73 bp  Sc: 42.76 
TCCCTGGTGGTCCACTGGCTAAGACCCTGCACTCCTGATACAGGGGGCCCAGGTGCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3564-ArgCCT (27428177-27428105)  Arg (CCT) 73 bp  Sc: 43.06 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGAGATCCTAATGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1704-ArgCCT (53144647-53144719)  Arg (CCT) 73 bp  Sc: 43.55 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAACGCAGGGGGCCTGGGTTCAGTT 
CCTAGTCAGGGAA 
>Bos_taurus_chr25.trna1654-ArgCCT (28543944-28544016)  Arg (CCT) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTTCCTATGCAAGGGGCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr27.trna1340-ArgCCT (35655127-35655199)  Arg (CCT) 73 bp  Sc: 43.68 



TCCCTGGTGGTCCAGTGGATAAGGCTCTGTGCCCCTACCGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna3219-ArgCCT (101100410-101100482)  Arg (CCT) 73 bp  Sc: 43.90 
TCCCTGGAGGTCCAGTGATTAAGACTCTGTGCTCCTAATGTAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna330-ArgCCT (5711380-5711452)  Arg (CCT) 73 bp  Sc: 44.09 
TCCCTGGTGGGCCAGTGGCTAAGACCCTGTGCTCCTGATGCAGGGGAACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3795-ArgCCT (100259832-100259904)  Arg (CCT) 73 bp  Sc: 44.38 
TCCCTGGTGGTCCAGTAGCAAGGATTCTGCACTCCTAATGCAGGGGGCCCGAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna3841-ArgCCT (67371728-67371656)  Arg (CCT) 73 bp  Sc: 44.53 
TCCCTGGTAGTCCTGTGGTTAAGACTCTGAGCTCCTAATTCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6733-ArgCCT (135562688-135562616)  Arg (CCT) 73 bp  Sc: 44.81 
TCCCTGGTGGTCCAGTGGCTGAGACTCCGTACTCCTAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3971-ArgCCT (12954484-12954412)  Arg (CCT) 73 bp  Sc: 45.63 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGTTCCTAATGCAGGGGGCCTGGGTTCAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr20.trna915-ArgCCT (26040853-26040925)  Arg (CCT) 73 bp  Sc: 46.03 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTACTCCTGATGCAGCAGGCCAGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1091-ArgCCT (26897857-26897929)  Arg (CCT) 73 bp  Sc: 46.15 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCAGGGGTCCCAAGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5215-ArgCCT (29794012-29793940)  Arg (CCT) 73 bp  Sc: 46.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGAGGGCTGGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr22.trna4051-ArgCCT (11339814-11339742)  Arg (CCT) 73 bp  Sc: 46.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCTAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3076-ArgCCT (72713757-72713829)  Arg (CCT) 73 bp  Sc: 46.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTCATGCTGCGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3036-ArgCCT (72457931-72458003)  Arg (CCT) 73 bp  Sc: 47.02 
TCCCTGATGGTCCAGTGGCCAAGACTTTGTGTTCCTAAGGCAGGGGGCCCAGGTTCCAAC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2680-ArgCCT (72558254-72558325)  Arg (CCT) 72 bp  Sc: 47.22 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTCCTAATGCAGAAGCCCAGGTTCGACCT 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7783-ArgCCT (15448415-15448343)  Arg (CCT) 73 bp  Sc: 47.61 
TCCCTGGAAGTCCAGTGATTAAGACTTTGCACTCCTGATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1846-ArgCCT (47907799-47907870)  Arg (CCT) 72 bp  Sc: 47.68 
TTCCTTGTGGTCCAGTGGGTAGGACTCAGTGCTCCTCCTGCTGGGGCCCAGGTTCAATCC 
CTGGTCGGGAAA 
>Bos_taurus_chrUn.004.1214.trna3-ArgCCT (6320-6249)  Arg (CCT) 72 bp  Sc: 47.87 
TCCCTGATGGTCCAGTGGTGAGACTCTGCATTCCTGATGTAGGGGGCGCAGGTTCAATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna2797-ArgCCT (56077484-56077556)  Arg (CCT) 73 bp  Sc: 48.02 
TCCCTGGTGGTCCTGTGACTAGGACTCTGTGCTCCTAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.815.trna2-ArgCCT (31479-31551)  Arg (CCT) 73 bp  Sc: 48.18 
TCCCTGGTGGTTCAGTGGGTAAGACTCTACACTCCTAATGCAGGGAGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr11.trna4577-ArgCCT (109465558-109465629)  Arg (CCT) 72 bp  Sc: 48.21 
TCCCTGGGGGTCGAGTGGCTAAGACTCCGTGTTCCTAATGCAGGGGTCCAGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr21.trna476-ArgCCT (14312554-14312626)  Arg (CCT) 73 bp  Sc: 48.27 
TCCCTGGGGGTCCAGTGGCTAAGACTCTGCTCTCCTGGTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8974-ArgCCT (13578903-13578831)  Arg (CCT) 73 bp  Sc: 48.27 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAAAGCAGGGGTCCCAGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8133-ArgCCT (10899528-10899456)  Arg (CCT) 73 bp  Sc: 48.28 
TCCCTGGTGGTCCAGTAGTTAGGACTCCACATGCCTAATGTAGGAGGCCCGGGTTCGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2492-ArgCCT (49417528-49417600)  Arg (CCT) 73 bp  Sc: 48.30 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTCCTAATGCAGGCGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna2301-ArgCCT (46282745-46282817)  Arg (CCT) 73 bp  Sc: 48.89 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCTGGGGTGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5208-ArgCCT (47812560-47812489)  Arg (CCT) 72 bp  Sc: 49.06 
TCCCTGGTGGTTCAGTGGCTGGGATTCTGCACTCCTAGTGAAGGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna3374-ArgCCT (77732132-77732204)  Arg (CCT) 73 bp  Sc: 49.67 
TCCCTGGTAGTCCAGCGGCTAAGACTCTGCACTCCTAATGCAGGGGGTCCGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna5643-ArgCCT (106777628-106777556)  Arg (CCT) 73 bp  Sc: 50.24 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAATGCAGAGGACTAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna5910-ArgCCT (89866077-89866005)  Arg (CCT) 73 bp  Sc: 50.42 
ACTCTGGTGGTCTAATGGCTAAGACTCTGCACTCCTAATGCAGAGGACCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6609-ArgCCT (11139509-11139437)  Arg (CCT) 73 bp  Sc: 50.42 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGGTCCAGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna7791-ArgCCT (15317957-15317885)  Arg (CCT) 73 bp  Sc: 50.48 
TTCCTGGTGGTCCAGTGGCTCAGACTCTGAACTCCTAATTCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4770-ArgCCT (105000739-105000666)  Arg (CCT) 74 bp  Sc: 51.17 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTACTCCTAATACAGGGGCTCCCAGGTTCGAT 
CCCTAGTCAGGGAA 
>Bos_taurus_chr17.trna2362-ArgCCT (56621253-56621325)  Arg (CCT) 73 bp  Sc: 51.45 
TCCCTGGTGGTCTAGTGGGTAAGACTCTGCTCTCCTAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8497-ArgCCT (62842538-62842466)  Arg (CCT) 73 bp  Sc: 51.56 
TCCCTGATGGTCCAATGGCTAAGACTTTGCTCTCCTAATGCAGGGGGCCTGGGTTCAATC 
CCCGGTCAAGGAA 
>Bos_taurus_chr13.trna5718-ArgCCT (41372787-41372715)  Arg (CCT) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCTAGTGTAGGGGTCCCGGGTTCGATC 
CCTGTCCAGGGAA 
>Bos_taurus_chr8.trna146-ArgCCT (5174633-5174705)  Arg (CCT) 73 bp  Sc: 52.14 
GCCCCAGAAGCCTAATGGATAAGGCACTGTCCTCCTAAGCCAGGGACTGTGGGTTCAAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr7.trna3787-ArgCCT (96236910-96236982)  Arg (CCT) 73 bp  Sc: 52.23 
TCCCTGGTGGTCCAGTGGCTAGCACTCTGCACTCCTAATGCAAGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4875-ArgCCT (37267535-37267463)  Arg (CCT) 73 bp  Sc: 52.32 
TCCCTGGTGGCCCAGCGGCTAAGACTCTGTACTCCTGATGCAGGGAGCCCAGGTTCGAGC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna4453-ArgCCT (121343964-121343892)  Arg (CCT) 73 bp  Sc: 52.32 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCTAATGGAGGGGGCCCTGGTTTGATC 
CCGGATCAGGGAG 
>Bos_taurus_chr26.trna785-ArgCCT (23065287-23065359)  Arg (CCT) 73 bp  Sc: 52.39 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTACTCCTAATGCAGGGGGTCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna177-ArgCCT (2685120-2685192)  Arg (CCT) 73 bp  Sc: 52.75 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCCCTCCTGATGCAGTGGCCCCGGGTTCGATC 
CCTGGACAGGGAA 
>Bos_taurus_chr13.trna4949-ArgCCT (62967946-62967874)  Arg (CCT) 73 bp  Sc: 53.09 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCTGATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna5200-ArgCCT (30092951-30092879)  Arg (CCT) 73 bp  Sc: 53.18 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCTAATGTAGGGGGCCCAGGTTCGATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr3.trna5371-ArgCCT (113139451-113139379)  Arg (CCT) 73 bp  Sc: 53.25 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGGGACCTGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna6335-ArgCCT (15265415-15265343)  Arg (CCT) 73 bp  Sc: 53.59 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGCCCTGGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr10.trna3035-ArgCCT (80367271-80367343)  Arg (CCT) 73 bp  Sc: 55.33 
TCTCTGGTGGTCCAGTGGCTAAGACTGCACGCTCCTAATGTGCAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2159.trna2-ArgCCT (915-843)  Arg (CCT) 73 bp  Sc: 55.33 
TCTCTGGTGGTCCAGTGGCTAAGACTGCACGCTCCTAATGTGCAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna711-ArgCCT (17950319-17950391)  Arg (CCT) 73 bp  Sc: 55.48 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGGGGCCCCGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4070-ArgCCT (119027655-119027727)  Arg (CCT) 73 bp  Sc: 56.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCTAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3284-ArgCCT (76035135-76035207)  Arg (CCT) 73 bp  Sc: 56.75 
ACCCAGCTAGTTCAGCTGGTAGAGCGTGGGACTCCTGATCCCAGCATTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Bos_taurus_chr7.trna6845-ArgCCT (37833334-37833262)  Arg (CCT) 73 bp  Sc: 56.97 
TCCCTGGTGGTTCAGTGGTTAAGACTTTGCACCCCTAATGCAGGGGGCTCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2925-ArgCCT (6893889-6893817)  Arg (CCT) 73 bp  Sc: 57.20 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGCACTCCTAATGCAGGAGGCCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna4735-ArgCCT (53248885-53248813)  Arg (CCT) 73 bp  Sc: 57.29 
TCCCTGGTGGTCCAGTGGTTAAGATTCTACACTCCTAATGCAGGGGGCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5916-ArgCCT (19053988-19053916)  Arg (CCT) 73 bp  Sc: 57.41 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4200-ArgCCT (123653497-123653567)  Arg (CCT) 71 bp  Sc: 57.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAAGACAGGGCCCAGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr12.trna6687-ArgCCT (9811499-9811428)  Arg (CCT) 72 bp  Sc: 58.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCTAATGCAGGGGTCTGGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1848-ArgCCT (48673144-48673216)  Arg (CCT) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGGGCTCCTAATGCAGGGGACCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr9.trna506-ArgCCT (18640518-18640590)  Arg (CCT) 73 bp  Sc: 59.05 
TCCTTGGTGGTTCAGTGGTTAAGACGCTGAGCTCCTAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1231-ArgCCT (19970280-19970352)  Arg (CCT) 73 bp  Sc: 59.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCTGATGCAGGAGGCCCTGGTTCGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr5.trna7241-ArgCCT (78686042-78685970)  Arg (CCT) 73 bp  Sc: 59.30 
GTCCCAGTGGCCTAATGGACAAGGCACTGGCCTCCTAAGTCAGGGATTGTGGGTTCAAGT 
CCCACCTGGGGTG 
>Bos_taurus_chr15.trna446-ArgCCT (18287132-18287204)  Arg (CCT) 73 bp  Sc: 60.10 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCACTCCTAATGCAGGTGGCCCAGTTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8382-ArgCCT (6987007-6986935)  Arg (CCT) 73 bp  Sc: 60.76 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGCACTCCTAATGCGGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1135-ArgCCT (19922975-19923047)  Arg (CCT) 73 bp  Sc: 61.70 
TCCTTGGTGGTCCAGTGGTTAAGACTTTGCACTCCTAATGCAGGGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3598-ArgCCT (106528023-106528095)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Bos_taurus_chr19.trna3754-ArgCCT (58027365-58027293)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Bos_taurus_chr25.trna4870-ArgCCT (3183109-3183037)  Arg (CCT) 73 bp  Sc: 71.31 
GCCCCGGTGGCCTAATGGAGAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Bos_taurus_chr25.trna106-ArgCCT (3149703-3149775)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Bos_taurus_chr19.trna2966-ArgCCT (58028239-58028311)  Arg (CCT) 73 bp  Sc: 73.41 



GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Bos_taurus_chr19.trna3753-ArgCCT (58028797-58028725)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr25.trna127-ArgCCT (3201694-3201766)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr2.trna9934-ArgGCG (16538034-16537963)  Arg (GCG) 72 bp  Sc: 39.43 
TCCCTGGTGGCTCAGAAGGTAAAGTGTCTGCCTGCGATGTGGGAGACCCAGGTTTGATCC 
CTGGCTCGGGAT 
>Bos_taurus_chr5.trna1905-ArgGCG (53057886-53057957)  Arg (GCG) 72 bp  Sc: 40.19 
TCCCGGGTGGCTCAGATGGTCAAGAATCTGCCTGCGATGCAGGAGACCTAGGTTTGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr8.trna2847-ArgGCG (82918334-82918405)  Arg (GCG) 72 bp  Sc: 45.78 
TCCCTGGTGGCTCAGTCAGTAAAGTTTCTGCCTGCGATTCAGGAGACCTAAGTTCGATCC 
TTGGCTTGGGAA 
>Bos_taurus_chr10.trna2338-ArgGCG (61688442-61688513)  Arg (GCG) 72 bp  Sc: 52.87 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTGCGATGCAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr4.trna5277-ArgGCG (103625780-103625709)  Arg (GCG) 72 bp  Sc: 55.17 
TCCCTGGTGGCTCAGTTGGTAAAGAGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.3951.trna1-ArgGCG (2941-2870)  Arg (GCG) 72 bp  Sc: 55.17 
TCCCTGGTGGCTCAGTTGGTAAAGAGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna2186-ArgGCG (63315648-63315719)  Arg (GCG) 72 bp  Sc: 55.32 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna635-ArgGCG (18794365-18794436)  Arg (GCG) 72 bp  Sc: 56.03 
TCCCTGGTAGCTCAGCTGGTAAAGTGTCTGCCTGCGATGCAGGAGACCCTGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna2871-ArgGCG (70282726-70282797)  Arg (GCG) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna2121-ArgTCG (50795868-50795940)  Arg (TCG) 73 bp  Sc: 42.55 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTTCGAATCCGGGGGTCCCAGGTTTGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.34.trna39-ArgTCG (221166-221095)  Arg (TCG) 72 bp  Sc: 45.49 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCGAATACAAGGGGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna4147-ArgTCG (115616111-115616040)  Arg (TCG) 72 bp  Sc: 45.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCGAATGCAGGGGCCTGGTTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1641-ArgTCG (28441111-28441183)  Arg (TCG) 73 bp  Sc: 63.83 
GGCTGTGTGGCCTAATGGATAAGGCGTATGACTTCGGATCAGAAGTTTGCAGGTTCGAGT 
CCTGCCACAGCCC 
>Bos_taurus_chr23.trna3368-ArgTCG (31710995-31710923)  Arg (TCG) 73 bp  Sc: 67.10 
GACCACGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTA 
>Bos_taurus_chr20.trna5459-ArgTCG (7763983-7763911)  Arg (TCG) 73 bp  Sc: 67.54 
AACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTTG 
>Bos_taurus_chr19.trna2965-ArgTCG (58027840-58027912)  Arg (TCG) 73 bp  Sc: 68.07 
GACCGCGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr23.trna1337-ArgTCG (30290193-30290265)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Bos_taurus_chr23.trna3369-ArgTCG (31697964-31697892)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Bos_taurus_chr25.trna1642-ArgTCG (28441811-28441883)  Arg (TCG) 73 bp  Sc: 72.33 
GGCTGTGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTACAGGTTCGAGT 
CCTGTCACGGTCG 
>Bos_taurus_chr25.trna1644-ArgTCG (28447037-28447109)  Arg (TCG) 73 bp  Sc: 72.94 
GGCCATGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTACAGGTTCGAGT 



CCTGTCATGGTCG 
>Bos_taurus_chr21.trna787-ArgTCG (20568002-20568074)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Bos_taurus_chr20.trna155-ArgTCT (4240898-4240975)  Arg (TCT) 78 bp  Sc: 31.80 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCTACTGCAGGGGGCTGGGCACGGGTC 
CAACCCCTGATCAGGGAA 
>Bos_taurus_chr25.trna2391-ArgTCT (40280459-40280531)  Arg (TCT) 73 bp  Sc: 31.97 
TCCCTGGCAGTCTAGTGGTTGAGACTCTGCATTTCTAATGCAGGGGACTCGGGTTCCACT 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna4110-ArgTCT (16304233-16304162)  Arg (TCT) 72 bp  Sc: 34.41 
TCCCTGGTGGTCCAGTGATTAAGATTCTGTGCTTCTGCTGCAGGGGTGCAGGTTTGGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr29.trna1471-ArgTCT (41598921-41598993)  Arg (TCT) 73 bp  Sc: 37.09 
TCCCTGGTGGTCCAGTGGCGAAGACTCTATGCTTCTACTTTAGGGGGCATGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna1508-ArgTCT (37998794-37998866)  Arg (TCT) 73 bp  Sc: 37.25 
TCCCTGGCAGTCCAATGGTAAAGACTCCGTGCTTCTACTGCAGGGGCCCCAGGTTCAAAC 
CCTGGTCAGGGAC 
>Bos_taurus_chr17.trna4419-ArgTCT (57557678-57557606)  Arg (TCT) 73 bp  Sc: 37.98 
TCCTTGGTGGTCCAGTGATTAAGACTCTGCACTTCTACTGCAGGGGGCTTAGGCTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3702-ArgTCT (23801769-23801697)  Arg (TCT) 73 bp  Sc: 38.27 
TCCCTGGTGGCCCAGGGGTTAGGGCTCTGTGCTTCTCCTGCAGGGGGCATAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna5480-ArgTCT (48199277-48199206)  Arg (TCT) 72 bp  Sc: 38.90 
TCCCTGGCAGTCCAGAGGTGAGGACTCTGTGGTTCTACTGCAGGGGCACAGGTTCAATCC 
CTGTTTGGGGAA 
>Bos_taurus_chr9.trna762-ArgTCT (25684269-25684341)  Arg (TCT) 73 bp  Sc: 38.91 
TCCCTGGTAGTCAAGTGGTTAAGACTTGGCAGTTCTGCTGCAGAGGGCCCAGGTTTGATA 
CCTGGTTGGGAAA 
>Bos_taurus_chr5.trna9806-ArgTCT (10406338-10406266)  Arg (TCT) 73 bp  Sc: 39.28 
TCCCTGGGGGTCCAGTGGCTAAGACTCTGTGCTTCTAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna4393-ArgTCT (46581860-46581788)  Arg (TCT) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCTAATGCTGGGGGCACAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna404-ArgTCT (10054508-10054579)  Arg (TCT) 72 bp  Sc: 39.65 
TCCTTGATGGTCCAGTGACTAAGACTCTGCACTTCTAAGGCAGGGGCTTGGGTTCGATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna3300-ArgTCT (29623866-29623794)  Arg (TCT) 73 bp  Sc: 39.69 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTCTACTGCAGGGAGTTCGGGTACCATT 
CCTGACTGGGGAC 
>Bos_taurus_chr13.trna4856-ArgTCT (64851816-64851744)  Arg (TCT) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGCTAAGGGTCTGTGTTTCTAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9183-ArgTCT (29563362-29563290)  Arg (TCT) 73 bp  Sc: 40.80 
TTCCTGGTGGTCTAGTGGTTAAGACTCTGTATTTCTGCTGCAGGGGGCTTGGGTTTGATC 
CCTGGCTAGGGAA 
>Bos_taurus_chrX.trna736-ArgTCT (16796876-16796948)  Arg (TCT) 73 bp  Sc: 40.95 
TCCCTGGTGGTGCAGTGGTTAGCATTCTACATTTCTATTGCAGGGGGTGCAGGCTCCATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr5.trna2780-ArgTCT (74479964-74480037)  Arg (TCT) 74 bp  Sc: 41.16 
TCCTTGATGGTCCAGTGGTTAGGACTCTGTGCTTCTGATGCAGTGAGGCCTGGGTTTTAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5172-ArgTCT (15604281-15604209)  Arg (TCT) 73 bp  Sc: 42.56 
TCCCTGGTGGTCCAGTGACTAAGACTCCGTGCTCTCTATGCAGGGGGCCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna6227-ArgTCT (123377315-123377243)  Arg (TCT) 73 bp  Sc: 43.29 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCTACTGCAGGGGGCATGGGTTTGATC 
CCTAGCCAGGGAA 
>Bos_taurus_chr15.trna1476-ArgTCT (42129062-42129134)  Arg (TCT) 73 bp  Sc: 44.68 
TCCCTGAAGGTCCAGTGGTTAAGACTCTGCCCTTCTACTGCAGCGGGCATGGGTTCAATC 
CCTGTTTAGGGAA 
>Bos_taurus_chr29.trna1430-ArgTCT (39005501-39005573)  Arg (TCT) 73 bp  Sc: 44.80 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTTCTAATGCAGGAGGCACAGGTTTGATT 
CTTGGTCAGGGAA 



>Bos_taurus_chr15.trna3335-ArgTCT (77849984-77849911)  Arg (TCT) 74 bp  Sc: 46.52 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCTGCTGCAGGGGACCACAGGTTTGAT 
CCTTGTTCAGGAAA 
>Bos_taurus_chr27.trna2989-ArgTCT (26399550-26399478)  Arg (TCT) 73 bp  Sc: 47.83 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCTACAGCAGGGGGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3003-ArgTCT (26200573-26200501)  Arg (TCT) 73 bp  Sc: 47.83 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCTACAGCAGGGGGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5889-ArgTCT (157131210-157131138)  Arg (TCT) 73 bp  Sc: 47.97 
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCTGGTGCAGGGGGCCTGGGTTTGATC 
CCTAGTTGGGGAT 
>Bos_taurus_chr5.trna2873-ArgTCT (77176813-77176885)  Arg (TCT) 73 bp  Sc: 48.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGTTTCTACTACAGGGGGCACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna9540-ArgTCT (47599453-47599381)  Arg (TCT) 73 bp  Sc: 49.65 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCTAATTCAGAGGCCACAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chrX.trna4207-ArgTCT (74360420-74360348)  Arg (TCT) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCTACTGCAGGAGGCTCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna4227-ArgTCT (75196396-75196324)  Arg (TCT) 73 bp  Sc: 51.11 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCACTTCTGATGCAGGGGGCACAGGTTTGATC 
CCTGTTAGGGGAG 
>Bos_taurus_chr9.trna4994-ArgTCT (83981312-83981240)  Arg (TCT) 73 bp  Sc: 51.53 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGCACTTCTAATATAGGGGCCACAGGTTCAATA 
CCTGGTTAAGGAA 
>Bos_taurus_chr13.trna2972-ArgTCT (70467807-70467879)  Arg (TCT) 73 bp  Sc: 52.37 
TCCTTGGTGGTCCAGTGGTTAGGACTCTGAGCTTCTACTGCAGGGTGCCTGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr6.trna7216-ArgTCT (46450097-46450025)  Arg (TCT) 73 bp  Sc: 54.10 
TTTCTGGTGGTCCAGTGGCTAGGACTCTGCACTTCTAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGCT 
>Bos_taurus_chr9.trna277-ArgTCT (12590577-12590649)  Arg (TCT) 73 bp  Sc: 55.39 
TCCCTGATGGTCCAGTGGTTAGAACTCTGCACTTCTACTGTAGGAGACCCAGGTTGGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4522-ArgTCT (69464607-69464535)  Arg (TCT) 73 bp  Sc: 56.48 
TCCCTGGTGGTCCAGTGGTTAAAACTCTGCACTTCTACTGCAGAGGGTGCAGGTTCAACC 
CCTGCTTTGGGAA 
>Bos_taurus_chr17.trna4792-ArgTCT (53685409-53685337)  Arg (TCT) 73 bp  Sc: 58.87 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTCTACTGCTGAGGACCGGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr1.trna2984-ArgTCT (87187848-87187920)  Arg (TCT) 73 bp  Sc: 59.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCTAATGCAGGGGGCCCAGGTTCAATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr2.trna9558-ArgTCT (27575881-27575810)  Arg (TCT) 72 bp  Sc: 59.06 
TCCCTGGTGGTCTAGTGGTTAGGACTTGGCATTTCTACTGCCATGGCCCAGATTCAATCC 
CTGGTCATGGAA 
>Bos_taurus_chrUn.004.113.trna13-ArgTCT (172512-172440)  Arg (TCT) 73 bp  Sc: 66.22 
GCCCGGATAGCTCAGTCAGTAGAGCTTCAGACTTCTAGTCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Bos_taurus_chr3.trna381-ArgTCT (11562645-11562718)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Bos_taurus_chr23.trna1024-ArgTCT (22846699-22846789)  Arg (TCT) 91 bp  Sc: 36.52 
TCCCTGATAGTTCAGTGGTGAGGACTCCATGCTTCTACTGCAGGGGGAATCCCTGGTTGG 
GTTTCTCCAGGTTCAATCCCTGGTTGGGGAA 
>Bos_taurus_chr19.trna1408-ArgTCT (28306599-28306685)  Arg (TCT) 87 bp  Sc: 70.50 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGACGAAAGAGCGATTCAAAGG 
TTGTGGGTTCGAATCCCACCAGAGTCG 
>Bos_taurus_chr23.trna3409-ArgTCT (31168655-31168568)  Arg (TCT) 88 bp  Sc: 69.06 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGCACAGCAGTGAGGCATTCAAAG 
GTTGCGGGTTCGAGTCCCGCCAGAGTCG 
>Bos_taurus_chr3.trna7471-ArgTCT (52947209-52947125)  Arg (TCT) 85 bp  Sc: 71.81 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGTTGAAGGCATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Bos_taurus_chr15.trna2991-ArgTCT (83646112-83646197)  Arg (TCT) 86 bp  Sc: 68.58 



GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGATAGACGGAGGCATTCAAAGGT 
TGTGGGTTCGAGTCCCACCAGAGTCG 
>Bos_taurus_chr4.trna849-AsnGTT (25116559-25116632)  Asn (GTT) 74 bp  Sc: 56.05 
GTCTCTGTGGTGCAATCGGTTATCATGTTCAGCTGTTAACTGAAAAATTGGTGGTTCGAG 
CCCATCCAGGGATG 
>Bos_taurus_chr3.trna854-AsnGTT (22900179-22900252)  Asn (GTT) 74 bp  Sc: 60.19 
GTCTCTGTGGTGCAGTCGTTTAGCGCATGCGGCTGTTAACCGAAAGGTTGCTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8565-AsnGTT (22865776-22865703)  Asn (GTT) 74 bp  Sc: 60.19 
GTCTCTGTGGTGCAGTCGTTTAGCGCATGCGGCTGTTAACCGAAAGGTTGCTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr23.trna3385-AsnGTT (31530492-31530419)  Asn (GTT) 74 bp  Sc: 62.46 
GGCTCTGTGGCGCAATCAGTTAGCACCTTTGGCTGTTAACCAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGCCG 
>Bos_taurus_chr3.trna8572-AsnGTT (22687949-22687876)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chr3.trna8580-AsnGTT (22637176-22637103)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chr3.trna861-AsnGTT (22941622-22941695)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chrUn.004.185.trna24-AsnGTT (175322-175249)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chr3.trna863-AsnGTT (22958009-22958082)  Asn (GTT) 74 bp  Sc: 73.80 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGATG 
>Bos_taurus_chr3.trna866-AsnGTT (22966480-22966553)  Asn (GTT) 74 bp  Sc: 74.46 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna938-AsnGTT (24580280-24580353)  Asn (GTT) 74 bp  Sc: 75.33 
GTCTCTGTGGTGCAATTGGTTAGCACGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8597-AsnGTT (22497936-22497863)  Asn (GTT) 74 bp  Sc: 78.61 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAAGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.3551.trna1-AsnGTT (914-987)  Asn (GTT) 74 bp  Sc: 78.61 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAAGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8544-AsnGTT (23042135-23042062)  Asn (GTT) 74 bp  Sc: 78.67 
GTCTCTGTGGCGCAATCGGTGAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8540-AsnGTT (23078294-23078221)  Asn (GTT) 74 bp  Sc: 79.17 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGGAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr13.trna6721-AsnGTT (22801183-22801110)  Asn (GTT) 74 bp  Sc: 79.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAGAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8481-AsnGTT (24597900-24597827)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.185.trna29-AsnGTT (18070-17997)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chr12.trna1315-AsnGTT (29986018-29986091)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr19.trna4772-AsnGTT (40586074-40586001)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna815-AsnGTT (22504764-22504837)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna821-AsnGTT (22556580-22556653)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 



CCCACCCAGGGACG 
>Bos_taurus_chr3.trna824-AsnGTT (22566601-22566674)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna829-AsnGTT (22591608-22591681)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna833-AsnGTT (22616545-22616618)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna839-AsnGTT (22655088-22655161)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna846-AsnGTT (22701141-22701214)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8537-AsnGTT (23081019-23080946)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8541-AsnGTT (23056985-23056912)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8545-AsnGTT (23011460-23011387)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8554-AsnGTT (22928722-22928649)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8601-AsnGTT (22472090-22472017)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr7.trna1970-AsnGTT (42831094-42831167)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.185.trna16-AsnGTT (223917-223844)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.185.trna28-AsnGTT (27331-27258)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.185.trna8-AsnGTT (190635-190708)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.1856.trna1-AsnGTT (2776-2849)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.2930.trna2-AsnGTT (7835-7908)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chrUn.004.2930.trna5-AsnGTT (12727-12800)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna9120-AsnGTT (8728537-8728464)  Asn (GTT) 74 bp  Sc: 84.88 
GTCTCTGTAGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAA 
TCCACCCAGGGACG 
>Bos_taurus_chrUn.004.248.trna9-AspATC (160254-160182)  Asp (ATC) 73 bp  Sc: 43.64 
TCCCTGGTGGTCCAGTGGTTTTGACTCAGTGCTATCACTGCTGAGGGCTCAGATTCGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna1538-AspATC (34520787-34520859)  Asp (ATC) 73 bp  Sc: 46.41 
TCCCTGGTGGTTCAGTAGCTAAGACTCTGCACTATCAATGCAGAGAGCCCAGGTTCGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr12.trna3043-AspATC (76905381-76905451)  Asp (ATC) 71 bp  Sc: 50.62 
TCCCTGGTGGTCCGGTGTTAAGACTCCGCACTATCAATGCAGGGCCCCAGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr17.trna4986-AspATC (50327196-50327124)  Asp (ATC) 73 bp  Sc: 51.74 
TCCCTGGGGGTCCAGTGGCTCGGACTCCACACTATCAATGCGGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr13.trna6411-AspATC (27913443-27913371)  Asp (ATC) 73 bp  Sc: 55.43 
TCCCTGATGGTCCAGGGGATAAGCCTCTGCACTATCAATGCAGGGGACCCAGGTTTGATT 
CCTGGTCGGGGAA 
>Bos_taurus_chr3.trna4266-AspATC (117067925-117067997)  Asp (ATC) 73 bp  Sc: 56.78 
TCCCTGGTGGTCTGGTGGTTAGGACTCTACACTATCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna148-AspGTC (3786757-3786828)  Asp (GTC) 72 bp  Sc: 33.11 
CTTTTGTTAGTACAGTGTTGAGTATCCTTGCCTGTCACTCAGGAGACTGGGGTTTGATTC 
CCCAACGGAGAG 
>Bos_taurus_chr17.trna429-AspGTC (12850434-12850506)  Asp (GTC) 73 bp  Sc: 34.92 
TCCCTGGTAGTCCAGTGGCTAAGATTCTGTGCTGTCAGCACAGGGAGTCTGGGTTCAATC 
CCTGGCCGGAGAA 
>Bos_taurus_chr19.trna1575-AspGTC (30941423-30941495)  Asp (GTC) 73 bp  Sc: 35.42 
TCCCCGGTGGTCAAGTGGTTGGGACTCTGTGCTGTCAATGAAGGGGGCTCAGGTTTGACC 
CCTGATTGGGGAA 
>Bos_taurus_chr19.trna1866-AspGTC (37454153-37454225)  Asp (GTC) 73 bp  Sc: 36.34 
TCCCTGGTAGTCCAGTGGCTAAGATTCCGTGCTGTCAGCACAGGGAATCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2493-AspGTC (55342716-55342787)  Asp (GTC) 72 bp  Sc: 38.07 
TCTTTGGCTGTCCAGTGGTCAGGACTCGGCACTGTCACTTCTGGGGCCTGGGTTCAATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr18.trna2511-AspGTC (55529606-55529677)  Asp (GTC) 72 bp  Sc: 38.07 
TCTTTGGCTGTCCAGTGGTCAGGACTCGGCACTGTCACTTCTGGGGCCTGGGTTCAATCC 
CTGGTCAGAGAA 
>Bos_taurus_chrUn.004.1143.trna3-AspGTC (38611-38682)  Asp (GTC) 72 bp  Sc: 39.59 
TCCCTGGTGGCTCAGATGGGAAAGAATCTGCCTGTCATGCAGGAAACCCAGGTTCCATCC 
CTGGATGGGGAA 
>Bos_taurus_chr11.trna789-AspGTC (18000274-18000345)  Asp (GTC) 72 bp  Sc: 40.19 
TTCCCAGTGGTCTAATGGTTAAGATTTAGTACTGTCACTGCTATGACCTGGGTTTGATTC 
CTGGTTGGAAAC 
>Bos_taurus_chr10.trna6187-AspGTC (52710793-52710722)  Asp (GTC) 72 bp  Sc: 41.50 
TCCCTGATGGCCTTGTGGTTAGGGTTTGGGGCTGTCACTGCCGTGGCCCAGGTTTCATCC 
CTGGTCAGGGAT 
>Bos_taurus_chr27.trna3064-AspGTC (25164314-25164243)  Asp (GTC) 72 bp  Sc: 42.31 
TCCTCATTAGTATAGTGGTGAGTATCCCCACCTGTCACGTGGGAGACTGGGGTTTGATTC 
CTGGATGGGGAG 
>Bos_taurus_chr21.trna1272-AspGTC (27322693-27322763)  Asp (GTC) 71 bp  Sc: 43.88 
TCCCTGGTTGTCCAGTGGTTAGGACTCAGTGCTGTCACCGTGGGACCTGGGTTCAATTCC 
TGGTCAGGGAA 
>Bos_taurus_chr14.trna692-AspGTC (15485831-15485902)  Asp (GTC) 72 bp  Sc: 44.81 
TTCCCAGTGGTTCAGTGGTTAAGACTCAGCACTGTCACTACTGGGGCCCAGGTCCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr21.trna2286-AspGTC (56680807-56680879)  Asp (GTC) 73 bp  Sc: 45.11 
TCCCTGGTGGTCCGGTGACTAAGACTCTGTGCTGTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna4086-AspGTC (116742429-116742500)  Asp (GTC) 72 bp  Sc: 45.26 
TCCTCGTTAGTATAGTGGTAAGTATCCCTACCTGTCACGCAGGAGATGGGGGTTTGATTC 
CCCAATGGGGAC 
>Bos_taurus_chr1.trna1122-AspGTC (28682554-28682625)  Asp (GTC) 72 bp  Sc: 45.74 
TCCTCATTAGTATAGTGGTTAGTATCCTTACCAGTCATGTGGGAGACTGGGGTTCAATTC 
CCCAATGGGGAG 
>Bos_taurus_chr18.trna3262-AspGTC (58367075-58367004)  Asp (GTC) 72 bp  Sc: 48.22 
TCCCTGGTGGTCTAGTGTTTAGGATTTGGCACTGTCACTGCTATGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna133-AspGTC (5145680-5145751)  Asp (GTC) 72 bp  Sc: 49.80 
TCCTCCTTAGTATAGTGGTGAATATCCCTGCTTGTCACACAGGAGACCAGGGTTTGATTC 
CCTGACGGGGAG 
>Bos_taurus_chr25.trna3813-AspGTC (21418078-21418005)  Asp (GTC) 74 bp  Sc: 51.62 
TCCCTGGTGGTCCAGTGGCTAGGACTCGGCACTGTCACTGCCGTGGGCCTGGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr12.trna371-AspGTC (11831868-11831939)  Asp (GTC) 72 bp  Sc: 52.27 
TCCTTGTTAGTACAGTGGTGACTATCCCTGCCTGTCACGCAGGAGTCAGGGGTTTGATTC 
CCCAATGAGGAG 
>Bos_taurus_chr11.trna8063-AspGTC (26676873-26676801)  Asp (GTC) 73 bp  Sc: 52.72 
TCCCTGGCAGTCCAGTGGTTAGGATTCCGTACTGTCGTTGCTGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna10412-AspGTC (19043698-19043627)  Asp (GTC) 72 bp  Sc: 52.78 



TCCCTGTTAGTCTAGTGTTGAGTATCCCCGCCTGTCACTCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna2132-AspGTC (59486256-59486327)  Asp (GTC) 72 bp  Sc: 55.16 
TCTTCGTTAGTATAGTGGTGAATATCCCCGCCTGTCACGCCAGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chrUn.004.22.trna32-AspGTC (638255-638184)  Asp (GTC) 72 bp  Sc: 56.44 
TCCTCGTTAGTACAGTGGTGAGTATCCCTGCCTGTCACGTGGGAGACCTGGGTTCGACTC 
CCTGACGGGGAG 
>Bos_taurus_chr3.trna9267-AspGTC (3984175-3984104)  Asp (GTC) 72 bp  Sc: 56.75 
TCCTCGTTAGTATAGTGGTGAATATCCCTGCCTGTCACGCGGGAGACCAGGATTCGATTC 
CCTGACGGGGAG 
>Bos_taurus_chr19.trna4331-AspGTC (47408827-47408755)  Asp (GTC) 73 bp  Sc: 57.52 
TCCCTGGTGGTTCAGTGGTTAGGACTCTGTGCTGTCACTGCTGAGGTCCCAGGTTGAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1939.trna4-AspGTC (17769-17841)  Asp (GTC) 73 bp  Sc: 57.52 
TCCCTGGTGGTTCAGTGGTTAGGACTCTGTGCTGTCACTGCTGAGGTCCCAGGTTGAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna770-AspGTC (18333532-18333603)  Asp (GTC) 72 bp  Sc: 57.66 
TCCTCGTTAATGTAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGAGGTTCGATTC 
CCCGACGAGGAG 
>Bos_taurus_chrX.trna3155-AspGTC (82627279-82627350)  Asp (GTC) 72 bp  Sc: 57.78 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTGTCACTGCCATGGCCCAGGTTCAATCT 
CTCGTCAGGAAA 
>Bos_taurus_chr18.trna4609-AspGTC (35640774-35640703)  Asp (GTC) 72 bp  Sc: 57.79 
TCCTTGTTAGTATAGTGGTGATTATCCCTGCCTGTCATGCAGGAGACCGGGGTTTGAGTC 
CCTGATGGGGAG 
>Bos_taurus_chr7.trna8002-AspGTC (12985494-12985422)  Asp (GTC) 73 bp  Sc: 58.06 
TCCCTGACAGTCCAGTGGTTAAGACTCTGTACTGTCACTACTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6514-AspGTC (82774394-82774323)  Asp (GTC) 72 bp  Sc: 62.73 
TCCTCTTTAGTATAGTGGTGAGTATCCCCACCTGTCACGTGGGAGACCAGGGTTCGATTC 
CCTGATGGGGAG 
>Bos_taurus_chr3.trna281-AspGTC (8961140-8961211)  Asp (GTC) 72 bp  Sc: 65.38 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCCATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9108-AspGTC (8825514-8825443)  Asp (GTC) 72 bp  Sc: 67.28 
TCCTCGATAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9111-AspGTC (8816058-8815987)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9123-AspGTC (8629859-8629788)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr17.trna2065-AspGTC (53704617-53704688)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr17.trna2067-AspGTC (53707588-53707659)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr19.trna5354-AspGTC (28390837-28390766)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr22.trna1575-AspGTC (44267620-44267691)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr23.trna1375-AspGTC (31152996-31153067)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr23.trna3406-AspGTC (31194217-31194146)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9105-AspGTC (8948842-8948771)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9119-AspGTC (8740977-8740906)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 



CCCGACGGGGAG 
>Bos_taurus_chr5.trna2359-AspGTC (64870209-64870280)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr5.trna7823-AspGTC (65017985-65017914)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chrUn.004.4089.trna2-AspGTC (1109-1180)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chrUn.004.8164.trna1-AspGTC (2552-2623)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr5.trna2468-AspGTC (67443721-67443792)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Bos_taurus_chr20.trna4651-CysACA (30003367-30003291)  Cys (ACA) 77 bp  Sc: 31.68 
CTTTTTAGGTTGGCTCAGATGGTAAAGCATCTGCCTACAGTGTGGGAGACCCAGGTTCAA 
TCCCTGGGTTGGGAAGA 
>Bos_taurus_chrUn.004.3983.trna1-CysACA (415-486)  Cys (ACA) 72 bp  Sc: 34.09 
TCCCTGGTGGCTCATAGGGTAAAGTGTCTGCCTACAATGTGGGAGACTCAGGTTCCATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr29.trna342-CysACA (9384909-9384981)  Cys (ACA) 73 bp  Sc: 34.47 
TCCCTGGTGGCTCAGACGGTAAAATATCTGCCCACAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna3675-CysACA (101384644-101384715)  Cys (ACA) 72 bp  Sc: 36.74 
TCCCTATTGGCTCAGACAGTAAAGCATCTGCCTACAGTGTGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna3292-CysACA (95262760-95262830)  Cys (ACA) 71 bp  Sc: 37.03 
TCCCTGGTGGCTCAGATGGCAAAGCATCTGCCTACACTGCAGAAGACTGGGTTCGAGCCC 
TGGGTAGGGAA 
>Bos_taurus_chr11.trna1367-CysACA (31838487-31838558)  Cys (ACA) 72 bp  Sc: 37.12 
TCCCTGGTGGCTCAGACAGTAAGGCATCTGCCTACAATGCAGGAAACCCAGGTTCAGTCC 
CTGGGTAGGGAA 
>Bos_taurus_chrUn.004.44.trna87-CysACA (253308-253238)  Cys (ACA) 71 bp  Sc: 37.59 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTACAATGCGGAAGACCGGGTTTGATCCC 
TGGGTAGGGAA 
>Bos_taurus_chr21.trna2155-CysACA (53097388-53097459)  Cys (ACA) 72 bp  Sc: 37.78 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGCCTACAATGTGGGAAATCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr3.trna201-CysACA (7036542-7036613)  Cys (ACA) 72 bp  Sc: 38.57 
TCCCTGGTGGCTCAGACGTTAAAGCATCTGTCTACAATGTGGGAGACCCAGGTTCAAGCC 
CTGGGTAGGGAA 
>Bos_taurus_chr16.trna3850-CysACA (61884661-61884590)  Cys (ACA) 72 bp  Sc: 39.02 
TCCCTGGTGGCTCAGACAGTAAAGCATCTGCCTACACTGGAGGTGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr3.trna2162-CysACA (60930328-60930399)  Cys (ACA) 72 bp  Sc: 40.63 
TCCCTGGTGGCTCAGATGGTAAAGCATCTACCTACAGTGTGGGAGACCCAGGTTTGATCC 
CTGGTCAGGAAG 
>Bos_taurus_chr5.trna438-CysACA (13420074-13420145)  Cys (ACA) 72 bp  Sc: 40.83 
TCCCTGGTGGCTCAGACCTTAAAGTGTCCACCTACAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr19.trna1859-CysACA (37188775-37188847)  Cys (ACA) 73 bp  Sc: 41.26 
TCCCTGGTGGCTCAGATGGTAAAAGCATGTGCCTACAAAGCAGGAGACCCGGGTTTGGTC 
CCTGGCTAGGGAA 
>Bos_taurus_chr12.trna1987-CysACA (50921217-50921288)  Cys (ACA) 72 bp  Sc: 41.63 
TCCCTGGTGGCTCATAGGGTAAAGTGTCTGCCTACAATGTGGGAGACTCAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr23.trna1869-CysACA (42083337-42083409)  Cys (ACA) 73 bp  Sc: 42.66 
TCCCTGGTGGCTCAGACAGTAAAAGCATCTGCCTACAAGGCAGGAGACCCAGGTTCAATC 
CCTGGTTTGGGAA 
>Bos_taurus_chr28.trna1766-CysACA (38985009-38984938)  Cys (ACA) 72 bp  Sc: 42.70 
TTCCTGGTAGCTCAGACAGTAAAGCGCCTGCCTACAATGTGGGAGACCCAGGTTCGATCC 
CTGGTCGGAAAG 
>Bos_taurus_chr13.trna7147-CysACA (12697263-12697193)  Cys (ACA) 71 bp  Sc: 42.87 
TCCCTGGTGGCTCACATGGTAAAGCATCTGCCTACAATGCGGAAGACCAGGTTCGATCCC 
TGGTCGGGAAG 



>Bos_taurus_chr3.trna2245-CysACA (63314789-63314859)  Cys (ACA) 71 bp  Sc: 42.87 
TCCCTGGTGGCTCACATGGTAAAGCATCTGCCTACAATGCGGAAGACCAGGTTCGATCCC 
TGGTCGGGAAG 
>Bos_taurus_chr5.trna6483-CysACA (97934260-97934188)  Cys (ACA) 73 bp  Sc: 43.26 
TCCCTGGTGGCTCAGATGGTAAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTTGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr25.trna3389-CysACA (28433477-28433406)  Cys (ACA) 72 bp  Sc: 43.39 
TCCCTGGTGGCTCAGACAGTAAAGTGTCTGCCTACAATGCAGGAAACTCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr1.trna4518-CysACA (130381839-130381910)  Cys (ACA) 72 bp  Sc: 43.97 
TCCCTGCTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCGGGTTTGAGCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna6204-CysACA (91486450-91486379)  Cys (ACA) 72 bp  Sc: 44.16 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGAGGGATACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr5.trna3893-CysACA (101695559-101695630)  Cys (ACA) 72 bp  Sc: 44.73 
TCCCTGGTGGCTCAGACAGTAAAGTGTCTGCCTACAGTGCAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr29.trna264-CysACA (7569896-7569967)  Cys (ACA) 72 bp  Sc: 44.74 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTTGATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr9.trna3282-CysACA (93795788-93795859)  Cys (ACA) 72 bp  Sc: 44.96 
TCCCTGGTGGCTCAGACAGTAAAGTGTATGCTTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr16.trna3906-CysACA (60678714-60678643)  Cys (ACA) 72 bp  Sc: 46.43 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTGGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.51.trna6-CysACA (275782-275853)  Cys (ACA) 72 bp  Sc: 46.52 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGCGGGAGACCCAGGTTCTATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr13.trna1902-CysACA (46061919-46061990)  Cys (ACA) 72 bp  Sc: 47.14 
TCCCTAGTGGCTCAGACGGTAAAGCATCTGCCTACAATGAGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr22.trna1652-CysACA (46450458-46450529)  Cys (ACA) 72 bp  Sc: 47.24 
TCCCTGCTGGCTCAGACAGTAAAGCGTTTGCCTACAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr24.trna2110-CysACA (50851182-50851252)  Cys (ACA) 71 bp  Sc: 47.28 
TCCCTGGTAGCTCAGAGGGTAAAGCGTCTGCCTACAATGCAGGAGACCAGGTTTGATCCC 
TGGGTAGGGAA 
>Bos_taurus_chr16.trna6061-CysACA (5777013-5776942)  Cys (ACA) 72 bp  Sc: 47.38 
TCCCTGGTGGCTTAGACAGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna3547-CysACA (103886927-103886998)  Cys (ACA) 72 bp  Sc: 48.40 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGTCTACAATGCAGAAGACCCGGGTTCCATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr16.trna702-CysACA (22428054-22428126)  Cys (ACA) 73 bp  Sc: 49.35 
TCCCGGGTGGCTCAGATGGGAAAAGTGTCTGCTTACAATGCGGGAGACCCAGGTTCAATC 
CCTGGTTCGGGAA 
>Bos_taurus_chr20.trna3950-CysACA (47728606-47728535)  Cys (ACA) 72 bp  Sc: 49.36 
TCCCTGTTGGCTTAGACAGTAAAGCATCTGCCTACAATGCAGGAGGCCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna7593-CysACA (40586891-40586820)  Cys (ACA) 72 bp  Sc: 49.40 
TCCCTGTTGGCTCAGATGGTAAAGCATCTGCCTACAATGCTGGAGACCCAAGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr4.trna7596-CysACA (40526829-40526758)  Cys (ACA) 72 bp  Sc: 49.40 
TCCCTGTTGGCTCAGATGGTAAAGCATCTGCCTACAATGCTGGAGACCCAAGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr28.trna1802-CysACA (37988242-37988171)  Cys (ACA) 72 bp  Sc: 49.68 
TCCCAGGTGGCTCAGATGGTAAAGCGTCTGCGTACAATGCAGAAGACCTGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna4640-CysACA (113087134-113087063)  Cys (ACA) 72 bp  Sc: 49.83 
TCCCAGATGGCTCACATGGTAAAGCATCTGACTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna678-CysACA (23450405-23450476)  Cys (ACA) 72 bp  Sc: 49.90 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTGTCTACAATGTAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr22.trna1651-CysACA (46444644-46444715)  Cys (ACA) 72 bp  Sc: 50.05 



TCCCTGCTGGCTCAGACAGTAAAGCGTCTGCCTACAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr29.trna1337-CysACA (36468998-36469069)  Cys (ACA) 72 bp  Sc: 50.05 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGCCTACAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr16.trna2657-CysACA (66375386-66375457)  Cys (ACA) 72 bp  Sc: 50.16 
TCCTTGGTGGCTCAAACAGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna3873-CysACA (66450461-66450390)  Cys (ACA) 72 bp  Sc: 50.38 
TCCCGAATAGCTCAGACAGTAAAGCGTCTGCCTACAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr6.trna6035-CysACA (83842074-83842003)  Cys (ACA) 72 bp  Sc: 50.51 
TCCCTACTGGCTCAGATGGTAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2671-CysACA (69538927-69538998)  Cys (ACA) 72 bp  Sc: 50.66 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCGGGTTCTATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr21.trna620-CysACA (17240564-17240636)  Cys (ACA) 73 bp  Sc: 51.05 
TTCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CTGGTCCGGGAAG 
>Bos_taurus_chr3.trna6712-CysACA (76529865-76529794)  Cys (ACA) 72 bp  Sc: 51.56 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna6317-CysACA (73807910-73807839)  Cys (ACA) 72 bp  Sc: 51.84 
TTCCTGCTAGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTTGGAAA 
>Bos_taurus_chrUn.004.1227.trna5-CysACA (31069-30998)  Cys (ACA) 72 bp  Sc: 51.86 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr1.trna1919-CysACA (54828299-54828370)  Cys (ACA) 72 bp  Sc: 52.51 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTACCTACAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr11.trna5039-CysACA (100432991-100432920)  Cys (ACA) 72 bp  Sc: 52.56 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGTAAGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr20.trna4015-CysACA (45056284-45056213)  Cys (ACA) 72 bp  Sc: 52.67 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGTCTACAACACAGGAGACCCGGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr20.trna4017-CysACA (45022266-45022195)  Cys (ACA) 72 bp  Sc: 52.67 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGTCTACAACACAGGAGACCCGGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna1150-CysACA (32642087-32642158)  Cys (ACA) 72 bp  Sc: 52.94 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTAGGAGACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr6.trna7920-CysACA (24235717-24235646)  Cys (ACA) 72 bp  Sc: 53.09 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGCGGGAGACCCAGGTTCAACTC 
CTGGGTAGGGAA 
>Bos_taurus_chr7.trna3959-CysACA (100718197-100718268)  Cys (ACA) 72 bp  Sc: 53.62 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTACAATGCAGGAGACCTAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr7.trna6103-CysACA (60438286-60438214)  Cys (ACA) 73 bp  Sc: 53.78 
TCCTTGGTGGCTCAGACGGTAAAAGCGTCTGCCTACAAAGTGGAAGACCCAGGTTCGATC 
CCTGGGTAGGGAA 
>Bos_taurus_chr5.trna9404-CysACA (23664052-23663981)  Cys (ACA) 72 bp  Sc: 54.01 
TCCCTGGTGGCTCAGATGGTATAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr7.trna3837-CysACA (97751830-97751901)  Cys (ACA) 72 bp  Sc: 54.02 
TCCCCGCTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna258-CysACA (6534562-6534633)  Cys (ACA) 72 bp  Sc: 54.36 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGTAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr2.trna4536-CysACA (129776591-129776662)  Cys (ACA) 72 bp  Sc: 54.72 
TCCCTGGTGGCTCAGACGGTAAAGCATCTACCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna4945-CysACA (35037882-35037811)  Cys (ACA) 72 bp  Sc: 54.89 
TCCCTGGTAGCTCAGACAGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 



CTGGGCAGGGAA 
>Bos_taurus_chr11.trna5800-CysACA (83557868-83557797)  Cys (ACA) 72 bp  Sc: 54.98 
TCCCTGATGGCTTAGACAGTAAAGCGTCTGCCTACAACGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr21.trna4729-CysACA (23469845-23469774)  Cys (ACA) 72 bp  Sc: 54.99 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGTCTACAACACGGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna3492-CysACA (15171191-15171119)  Cys (ACA) 73 bp  Sc: 55.05 
TTCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr23.trna1952-CysACA (43698653-43698724)  Cys (ACA) 72 bp  Sc: 55.05 
TCCCTGGTGGCTCAGATGGTAAACCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr13.trna3394-CysACA (78029367-78029438)  Cys (ACA) 72 bp  Sc: 55.07 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr17.trna342-CysACA (10873414-10873485)  Cys (ACA) 72 bp  Sc: 55.09 
TCCTGGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr3.trna9022-CysACA (11281344-11281272)  Cys (ACA) 73 bp  Sc: 55.10 
TCCCTGGTGGCTCAGATGGTAAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr18.trna4824-CysACA (29843658-29843587)  Cys (ACA) 72 bp  Sc: 55.12 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna1631-CysACA (43007612-43007683)  Cys (ACA) 72 bp  Sc: 55.12 
TCCCTGGTGGCTCAGATGGTAAAGTATCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr24.trna4137-CysACA (34242517-34242446)  Cys (ACA) 72 bp  Sc: 55.15 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACACTGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr8.trna4493-CysACA (106369413-106369342)  Cys (ACA) 72 bp  Sc: 55.18 
TCCCTGGTGGCTCAGAAGGTAAAGCGTCTGCCTACAATGCGGAAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr3.trna5523-CysACA (109225919-109225849)  Cys (ACA) 71 bp  Sc: 55.20 
CCCTGGTGGCTTAGAGGTTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCCC 
TGGATCAGGAA 
>Bos_taurus_chr12.trna5008-CysACA (46968066-46967995)  Cys (ACA) 72 bp  Sc: 55.22 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna4130-CysACA (120212104-120212175)  Cys (ACA) 72 bp  Sc: 55.25 
TCCCTGATGGCTCAGATGGTAAAGTATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2515-CysACA (66621214-66621285)  Cys (ACA) 72 bp  Sc: 55.34 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr11.trna3473-CysACA (86064449-86064521)  Cys (ACA) 73 bp  Sc: 55.42 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGTGTCAGGAAG 
>Bos_taurus_chr27.trna3118-CysACA (23626669-23626597)  Cys (ACA) 73 bp  Sc: 55.42 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr11.trna3035-CysACA (75492184-75492256)  Cys (ACA) 73 bp  Sc: 55.44 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CCGGGTCAGGAAG 
>Bos_taurus_chr3.trna2375-CysACA (67810792-67810863)  Cys (ACA) 72 bp  Sc: 55.48 
ACCCTGCTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4879-CysACA (14728416-14728344)  Cys (ACA) 73 bp  Sc: 55.51 
TCCCGGGTGGCCCAGACGGTAAAAGTGTCTGCCTACAAAGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr16.trna4914-CysACA (36933290-36933218)  Cys (ACA) 73 bp  Sc: 55.53 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr15.trna730-CysACA (26171528-26171599)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr20.trna2678-CysACA (69672474-69672545)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna3449-CysACA (97456745-97456816)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1.trna223-CysACA (3358394-3358323)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna5308-CysACA (84091086-84091014)  Cys (ACA) 73 bp  Sc: 55.65 
TTCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCTATTC 
CTGGGCTGGGAAG 
>Bos_taurus_chr20.trna5390-CysACA (9737053-9736982)  Cys (ACA) 72 bp  Sc: 55.65 
TCCCTGGTGGCTCAGATGGTAAAGCATTTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna5384-CysACA (92113778-92113707)  Cys (ACA) 72 bp  Sc: 55.72 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna259-CysACA (6336755-6336826)  Cys (ACA) 72 bp  Sc: 55.86 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr20.trna3546-CysACA (60511129-60511058)  Cys (ACA) 72 bp  Sc: 55.87 
TCCCTGGTGGCTCAGATGGTAAAGCCTCTGCCTACAATGCGGGAGACCCGGGTTCGATCC 
CCGGGTAGGGAA 
>Bos_taurus_chr15.trna3148-CysACA (82271794-82271722)  Cys (ACA) 73 bp  Sc: 55.97 
TCCCTGATGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTTGGTCAGGAAG 
>Bos_taurus_chrUn.004.1072.trna2-CysACA (13175-13103)  Cys (ACA) 73 bp  Sc: 55.97 
TCCCTGATGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTTGGTCAGGAAG 
>Bos_taurus_chr16.trna3946-CysACA (59571826-59571755)  Cys (ACA) 72 bp  Sc: 56.04 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna4862-CysACA (139800422-139800493)  Cys (ACA) 72 bp  Sc: 56.07 
TCCTTGGTGGCTCAGAGGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna7731-CysACA (12407324-12407253)  Cys (ACA) 72 bp  Sc: 56.11 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna21-CysACA (696802-696873)  Cys (ACA) 72 bp  Sc: 56.26 
TCCCTGGTGGCTCAGACGGTAAAGCGCCTGCCTACAATGCAGGAGACCCAGGTTCCATCC 
CTGACTTGGGAA 
>Bos_taurus_chr10.trna3893-CysACA (100696405-100696476)  Cys (ACA) 72 bp  Sc: 56.28 
TCCCTGGTAGCTCAGATGGTAAAGCTTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr10.trna5594-CysACA (70441808-70441737)  Cys (ACA) 72 bp  Sc: 56.29 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr26.trna1705-CysACA (44678169-44678241)  Cys (ACA) 73 bp  Sc: 56.34 
TCCCTGGTGGCTCAGTTGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr8.trna499-CysACA (11652484-11652555)  Cys (ACA) 72 bp  Sc: 56.35 
TCCCTGGTGGCTCAGATGGTAGAGCGTCTGCTTACAATGCAGGAGACCTGGGTTCAATCC 
CCGGGTCGGGAA 
>Bos_taurus_chr20.trna1838-CysACA (50378239-50378311)  Cys (ACA) 73 bp  Sc: 56.48 
TCCCTGGTGGCTTAGATGGTAAAGCGTCTGCCTACAATGCAGGAGGCCCAGGTTCAAACC 
CTGGGTCAGGAAG 
>Bos_taurus_chr27.trna849-CysACA (26217827-26217898)  Cys (ACA) 72 bp  Sc: 56.61 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna1185-CysACA (25935989-25936060)  Cys (ACA) 72 bp  Sc: 56.64 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCTTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna4535-CysACA (93603111-93603040)  Cys (ACA) 72 bp  Sc: 56.68 
TCCCTGATGGCTCAGATGGTAAAGCTTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr18.trna5229-CysACA (21163365-21163294)  Cys (ACA) 72 bp  Sc: 56.72 



TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr4.trna2844-CysACA (89031809-89031880)  Cys (ACA) 72 bp  Sc: 56.77 
TCCCTGGTGGCTCAGATGGTATAGCGTCTGCCTACAATGCAGGCGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrX.trna1779-CysACA (49251376-49251448)  Cys (ACA) 73 bp  Sc: 56.81 
TCCCTGGTGGCTCAGATGGTAAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr2.trna5261-CysACA (139101590-139101519)  Cys (ACA) 72 bp  Sc: 56.85 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATAC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna3602-CysACA (110271651-110271722)  Cys (ACA) 72 bp  Sc: 56.96 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna1979-CysACA (49141615-49141686)  Cys (ACA) 72 bp  Sc: 56.98 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna218-CysACA (6231978-6232049)  Cys (ACA) 72 bp  Sc: 56.98 
TCCCTGGTGGCTCAGACGGTAAAGCGTCCGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna728-CysACA (22913433-22913504)  Cys (ACA) 72 bp  Sc: 57.04 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna3913-CysACA (65217044-65216973)  Cys (ACA) 72 bp  Sc: 57.04 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna1335-CysACA (37553135-37553206)  Cys (ACA) 72 bp  Sc: 57.08 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr3.trna6284-CysACA (89509523-89509452)  Cys (ACA) 72 bp  Sc: 57.22 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr2.trna6012-CysACA (126630426-126630355)  Cys (ACA) 72 bp  Sc: 57.22 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCAGGAA 
>Bos_taurus_chrUn.004.255.trna6-CysACA (148545-148474)  Cys (ACA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.10938.trna1-CysACA (541-613)  Cys (ACA) 73 bp  Sc: 57.30 
TCCCTGGTGGCTCAGACGGTAAAAGCGTCTGCCTACAAAGCAGGAGACCCAGGTTCGATC 
CCTGGGTCGGGAA 
>Bos_taurus_chr5.trna6476-CysACA (98081855-98081784)  Cys (ACA) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTACAATGCAGAAGACCCAGGTTCGAGCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2717-CysACA (71777075-71777146)  Cys (ACA) 72 bp  Sc: 57.75 
TCCCTTGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna1834-CysACA (43676797-43676868)  Cys (ACA) 72 bp  Sc: 57.78 
TCCCTGATGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna7237-CysACA (10159138-10159067)  Cys (ACA) 72 bp  Sc: 57.84 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAACACAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna3630-CysACA (24737705-24737634)  Cys (ACA) 72 bp  Sc: 58.03 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna5560-CysACA (108166378-108166307)  Cys (ACA) 72 bp  Sc: 58.03 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr3.trna7877-CysACA (39238088-39238017)  Cys (ACA) 72 bp  Sc: 58.16 
TCCCTGGTGGCTCAGATGGTAAAGTATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATGGGGAA 
>Bos_taurus_chr27.trna719-CysACA (22849776-22849848)  Cys (ACA) 73 bp  Sc: 58.36 
TCCCTGGTGGCTCAGGTGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna8292-CysACA (88193512-88193441)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 



CTGGGTTGGGAA 
>Bos_taurus_chr18.trna2610-CysACA (57020482-57020553)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna1324-CysACA (40711640-40711711)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna5036-CysACA (33845276-33845205)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGATGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna9903-CysACA (17664027-17663956)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna3378-CysACA (101675487-101675558)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna4637-CysACA (117548974-117548903)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna1885-CysACA (64857606-64857677)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr5.trna3783-CysACA (100034458-100034529)  Cys (ACA) 72 bp  Sc: 58.62 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAG 
>Bos_taurus_chr4.trna7208-CysACA (52772366-52772294)  Cys (ACA) 73 bp  Sc: 58.67 
TTCCTGATGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAAG 
>Bos_taurus_chr7.trna4200-CysACA (108113772-108113843)  Cys (ACA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTTAGATGGTAAAGCACCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr23.trna4663-CysACA (4044336-4044265)  Cys (ACA) 72 bp  Sc: 58.93 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr3.trna1965-CysACA (54265750-54265821)  Cys (ACA) 72 bp  Sc: 59.14 
TCCCTGGTGGCTCAAATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chrUn.004.856.trna5-CysACA (35532-35603)  Cys (ACA) 72 bp  Sc: 59.55 
TCCCTGCTGGCTCAGATGGTAAAGCATCTGCTTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGATGGGGAA 
>Bos_taurus_chr22.trna2124-CysACA (58232940-58233011)  Cys (ACA) 72 bp  Sc: 59.82 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna3063-CysACA (89404997-89405068)  Cys (ACA) 72 bp  Sc: 59.88 
TCCCTGTTGGCTCAGAGGTTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna2386-CysACA (36964778-36964707)  Cys (ACA) 72 bp  Sc: 59.91 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr27.trna2387-CysACA (36959730-36959659)  Cys (ACA) 72 bp  Sc: 59.91 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr15.trna3917-CysACA (63712041-63711970)  Cys (ACA) 72 bp  Sc: 60.17 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna5484-CysACA (78460105-78460034)  Cys (ACA) 72 bp  Sc: 60.35 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.618.trna10-CysACA (233-162)  Cys (ACA) 72 bp  Sc: 60.35 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna3393-CysACA (18604248-18604177)  Cys (ACA) 72 bp  Sc: 60.71 
TCCCTTGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.80.trna13-CysACA (33763-33691)  Cys (ACA) 73 bp  Sc: 60.77 
TCCCGGGTGGCTCAGATGGTAAAAGCGTCTGCCTACAAAGCGGAAGACCCAGGTTCGATC 
CCTGGGTCGGGAA 



>Bos_taurus_chr7.trna5757-CysACA (70951296-70951225)  Cys (ACA) 72 bp  Sc: 61.18 
TCCCTTGTAACTCAGTTGGTAAAGAACCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGTTTGGGAA 
>Bos_taurus_chr11.trna838-CysACA (19843145-19843216)  Cys (ACA) 72 bp  Sc: 61.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr14.trna4497-CysACA (51204740-51204669)  Cys (ACA) 72 bp  Sc: 62.35 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr16.trna5725-CysACA (18306130-18306059)  Cys (ACA) 72 bp  Sc: 63.00 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr4.trna310-CysACA (9722292-9722363)  Cys (ACA) 72 bp  Sc: 63.17 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chrUn.004.5340.trna1-CysACA (1219-1290)  Cys (ACA) 72 bp  Sc: 63.17 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr18.trna5402-CysGCA (17118450-17118378)  Cys (GCA) 73 bp  Sc: 23.90 
TCCCTGGTGGCTCAGACAGTGAAGAATCCACCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGGAG 
>Bos_taurus_chr23.trna3636-CysGCA (25114656-25114587)  Cys (GCA) 70 bp  Sc: 24.28 
TTCATAGCTCAGGCAGTAAAGAACCTGCCTGCAATGCAGGAGACCCAGGTTCAATTCTTG 
GGTTGGGAAG 
>Bos_taurus_chr8.trna571-CysGCA (14044377-14044447)  Cys (GCA) 71 bp  Sc: 24.53 
TCCCTGTTGGCTCAGATGGTAAAGAATCCACCTGCAATGTGGGAACCTGGGTTCAGTCCC 
TGGGTGGGGAA 
>Bos_taurus_chr15.trna4000-CysGCA (61518311-61518240)  Cys (GCA) 72 bp  Sc: 27.82 
TCCCAGGTAACTCAGACAGTAGAGAATCTGTTTGCAATGTTGGAGACCTGGGTTCGATCC 
CTAGGTTGGGAA 
>Bos_taurus_chr7.trna8606-CysGCA (2422020-2421948)  Cys (GCA) 73 bp  Sc: 28.95 
TTCCTGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGCAACCCAGGTTTGATCT 
CTGGGTTGGGAAG 
>Bos_taurus_chr12.trna2952-CysGCA (75250327-75250398)  Cys (GCA) 72 bp  Sc: 30.03 
TCCCTGGTGGCTCAGATGATAAAGAATCTTCCTGCAATGTAGGAGACCTGGGTTTGAACC 
CTGGCTAGGGAA 
>Bos_taurus_chr12.trna1861-CysGCA (47396956-47397028)  Cys (GCA) 73 bp  Sc: 30.66 
TCCCTGGTGGCTCATATGGTAAAGAATCTGCCTGCAATGCAGGAGATCCAGGTTCCATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr2.trna6562-CysGCA (116619052-116618982)  Cys (GCA) 71 bp  Sc: 32.23 
CTCTGGTGTTTCAGATGGTAAAGAATCTGCCTGCAAAGAAGGAGACCCAGGTTCAATCCC 
TGGGTCGGAAG 
>Bos_taurus_chr3.trna7445-CysGCA (53671954-53671883)  Cys (GCA) 72 bp  Sc: 32.68 
TCCCTGGTGGCTTAGAGGGTAAAGCCTCTGCCTGCAGTGTGGAAGTCCTGGGTTCAGTCC 
CTGGCTTGGGAA 
>Bos_taurus_chr19.trna3301-CysGCA (63445473-63445544)  Cys (GCA) 72 bp  Sc: 34.85 
TCCCAGGTGGCTCAGACGATAAAGCATCCACCTGCAACGTGGGAAACCCGGGTTCAACCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.295.trna6-CysGCA (122679-122751)  Cys (GCA) 73 bp  Sc: 34.94 
TTTCTGGTGGCTCAGAGATTAAAGTGTCTGCCTGCAATGTGGAAGACCCAGGTTTGATCC 
CTGGGTCGGAAAG 
>Bos_taurus_chr4.trna4363-CysGCA (124124521-124124592)  Cys (GCA) 72 bp  Sc: 35.26 
TCATGGCTGGCTCAGACGGTAAAGCATCTGCCTGCAGTGCAGAAAACCTGGGTTCAGTCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5619-CysGCA (68221416-68221345)  Cys (GCA) 72 bp  Sc: 35.45 
TCCCAGGTGGCTCAGACCGTAAAGCATCTTCCTGCAAGGCAGGAGAGCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna6159-CysGCA (15821594-15821523)  Cys (GCA) 72 bp  Sc: 35.61 
TTCCTGGTAGCTCAAAGGGTAAAGCATCTGCCTGCAATGAAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr17.trna1344-CysGCA (36023165-36023236)  Cys (GCA) 72 bp  Sc: 36.23 
TTCCGGCTGGCTCACATGGCAAAGTATCTGCCTGCAATGCAGAAGACCCGGGTTCAACCC 
CTGGGTCAGGAA 
>Bos_taurus_chr2.trna341-CysGCA (12200671-12200742)  Cys (GCA) 72 bp  Sc: 37.11 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGACTTGCAATGTAAGAGACGCCGGTTTGATCC 
TGGTCCAGGAGG 
>Bos_taurus_chr6.trna3705-CysGCA (110873349-110873420)  Cys (GCA) 72 bp  Sc: 37.85 



TCCTGGCTGGCTCAGACGGTAAAGCATCTGTCTGCAATGTGGGAGACCCAGGTTCCATCT 
CTGGGTCAGGAA 
>Bos_taurus_chr21.trna501-CysGCA (14646073-14646144)  Cys (GCA) 72 bp  Sc: 37.94 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACTCGGGTTTTATCC 
CTGATTTGGGAA 
>Bos_taurus_chr6.trna7056-CysGCA (51496964-51496893)  Cys (GCA) 72 bp  Sc: 38.23 
TCCCTGGTGGCTCAAATGGTAAAGTATCTACCTGCAATGCAGGAGACCCAGGTTCAATCT 
TTGGGTGGGGAA 
>Bos_taurus_chrX.trna2556-CysGCA (69534781-69534852)  Cys (GCA) 72 bp  Sc: 38.35 
TCCCAGGTAGCTCAGCTGGTATAGAATCTGCCTGCAATGCAGGAGGCCCTGGTTTGATTT 
TGGGGTTGGGAA 
>Bos_taurus_chr9.trna80-CysGCA (5522597-5522668)  Cys (GCA) 72 bp  Sc: 38.41 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTTCCTGCAATGAAGGAGACCCGGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna1213-CysGCA (30479726-30479794)  Cys (GCA) 69 bp  Sc: 38.78 
GACACTTTTAGCTCAGTCGGTAAAGAATCTGCCTGCAATGCAGGAGACCTAGGTTCGATT 
CCTAGGTCA 
>Bos_taurus_chr13.trna6760-CysGCA (21896852-21896781)  Cys (GCA) 72 bp  Sc: 39.12 
TCCCTGGTGGCTGAGATGGTAAAGAATCCTCCTGCAATGCAGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna1660-CysGCA (48510367-48510438)  Cys (GCA) 72 bp  Sc: 39.45 
TCCCTGGTAGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCTAGGCTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr2.trna7825-CysGCA (82936923-82936852)  Cys (GCA) 72 bp  Sc: 39.50 
TCCCTGCTGGCTCAGACTGTAAAGCATCTGCTTGCAATGCAGGAGATCTGGGTTCAAATC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna5676-CysGCA (85931140-85931069)  Cys (GCA) 72 bp  Sc: 40.91 
TCCCTGGTGGCTCAAAGGGTGAAGCATCTGCCTGCAGTGCAGGAGACTCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr12.trna4535-CysGCA (57709374-57709303)  Cys (GCA) 72 bp  Sc: 40.94 
TCCCAAGTGGCTTAGATGGTCAAGAATCTGTCTGCAATGCAGGGGACCCAGGTCCAATTC 
CTGGCTTGGGAA 
>Bos_taurus_chrUn.004.21.trna63-CysGCA (522058-521989)  Cys (GCA) 70 bp  Sc: 40.94 
TCCCTGGTGGCTTAGATGGTAAGGAATCTGCCTGCAATGTAGGACCCAGGTTCAATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr6.trna6076-CysGCA (82351732-82351661)  Cys (GCA) 72 bp  Sc: 41.26 
TCCCTGGTGGCTCAAACAGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCTATCC 
CTGGGCGGGGAA 
>Bos_taurus_chr14.trna532-CysGCA (12183451-12183522)  Cys (GCA) 72 bp  Sc: 41.42 
TCCCTGGTGGTCCAGTGGTTAAGAATCCACCTTGCAGTGGAGGGGACTCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrUn.004.1288.trna8-CysGCA (3690-3619)  Cys (GCA) 72 bp  Sc: 41.50 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCCATCC 
CCGGGTGGGGAA 
>Bos_taurus_chrUn.004.9.trna28-CysGCA (197850-197921)  Cys (GCA) 72 bp  Sc: 41.50 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCCATCC 
CCGGGTGGGGAA 
>Bos_taurus_chr9.trna1721-CysGCA (53205039-53205110)  Cys (GCA) 72 bp  Sc: 41.75 
TCCTAGCTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCT 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna2582-CysGCA (41035211-41035139)  Cys (GCA) 73 bp  Sc: 42.02 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACTCAGGTTCAGTCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr19.trna1911-CysGCA (38777695-38777766)  Cys (GCA) 72 bp  Sc: 42.27 
TCTCAGGTGGCTCAGACAGTAAAGCGTCTGCTTGCAATGCAGAAGACCCGGGTTCAACCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna3825-CysGCA (51893345-51893274)  Cys (GCA) 72 bp  Sc: 42.55 
TCCCTGGTGGCTGAGAGGGTAAAGCGTCTGCCTGCATTGCAGAAAACCCGGGTTCCATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr5.trna595-CysGCA (18595453-18595525)  Cys (GCA) 73 bp  Sc: 42.58 
TTCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAAGGCAGGAGACCCAGGTTCTATCC 
CTGGGTTGGGAAG 
>Bos_taurus_chr9.trna5793-CysGCA (63559635-63559565)  Cys (GCA) 71 bp  Sc: 42.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCATGCTTGCAAAGCAGGGGCTCTGGGTTGAACCC 
TGGTCAGGGAA 
>Bos_taurus_chr26.trna1964-CysGCA (50180584-50180655)  Cys (GCA) 72 bp  Sc: 42.67 
TCCCTGGTGGCTCAAATGGTAGAGCGTCTGCCTGCAGTGTGGGAGACCTAGGTTTGATCC 



CTGGGTAGGGAA 
>Bos_taurus_chr20.trna3926-CysGCA (48823704-48823632)  Cys (GCA) 73 bp  Sc: 43.37 
TCCCTCCTGGCTCAGATGGTAAAAGCATCTGCTTGCAATGAGGGAGACCCAGGTTCGATC 
CCTGGGTGGGGAA 
>Bos_taurus_chr11.trna343-CysGCA (6062415-6062486)  Cys (GCA) 72 bp  Sc: 43.39 
TCCCTGCTAGCTCAGTTGGTAAAGAATCTGTCTGCAATGAAGAAGACCTGGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.1.trna352-CysGCA (1183576-1183505)  Cys (GCA) 72 bp  Sc: 43.45 
TCCCTGGTAGCTCAGATGATAAAGAATCTGCCTGCAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.9.trna177-CysGCA (335653-335582)  Cys (GCA) 72 bp  Sc: 43.78 
TCCCCAGTGGCTCAGACAGTAAAGCATCTGCCTGCAATGCAGGACACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr12.trna6929-CysGCA (916773-916702)  Cys (GCA) 72 bp  Sc: 43.90 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTGCAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna1774-CysGCA (61916219-61916290)  Cys (GCA) 72 bp  Sc: 44.21 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGCCTGCAGTGCACGAGGCCCAGGTTCAGTCC 
CTTGTTAGGGAA 
>Bos_taurus_chr13.trna5206-CysGCA (57287426-57287355)  Cys (GCA) 72 bp  Sc: 44.25 
TCCCTGCTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGAAGACCTGGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.141.trna1-CysGCA (272441-272370)  Cys (GCA) 72 bp  Sc: 44.33 
TCCCTGTTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGTGGCAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr22.trna451-CysGCA (10110638-10110709)  Cys (GCA) 72 bp  Sc: 44.33 
TCCCTGGTGGCTCAGAGGGCAAAGCATCTGCCTGCAATGCAGAAAACCTGGGTTTGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr21.trna5381-CysGCA (10931343-10931272)  Cys (GCA) 72 bp  Sc: 44.86 
TCCCTGGTGGCTCAGATGGTAAAGAACCTACCTGCAACGCAGGAGACCCAGGTTCGATCT 
TTGGTTAGGGAA 
>Bos_taurus_chr12.trna1991-CysGCA (51026037-51026108)  Cys (GCA) 72 bp  Sc: 44.87 
TCTCTGGTGGTCCAGTGGTTAAGAATCCACCTTGCAATGGAGGAGACACGGGTTCAATCC 
CTGTTCAGGGAA 
>Bos_taurus_chr11.trna6422-CysGCA (68450985-68450914)  Cys (GCA) 72 bp  Sc: 44.90 
TCCCTGGTGGCTCAGACGGTAAAGCTTCTGCCTGCAATGTGGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr25.trna4923-CysGCA (2290373-2290302)  Cys (GCA) 72 bp  Sc: 45.24 
TCCCTGGTGGCTCAGACAGTACAGCATCTGTCTGCAATGCAGGAGACCCGGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr10.trna4059-CysGCA (104386481-104386552)  Cys (GCA) 72 bp  Sc: 45.39 
TCCCTGCTGGCTCAGACAGTAAGGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna7896-CysGCA (24874097-24874026)  Cys (GCA) 72 bp  Sc: 45.42 
TCCCTGGTGGCTCAAACGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna6383-CysGCA (100487464-100487393)  Cys (GCA) 72 bp  Sc: 45.61 
TCCCTGCTGGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGGAGACCTGGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr27.trna1679-CysGCA (43264578-43264649)  Cys (GCA) 72 bp  Sc: 45.66 
TCCCTGTTTGCTCAGAGGGTAGAGCATTTGCCTGCAATGCAGGAGACCCAGGTTTGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna4400-CysGCA (96692637-96692566)  Cys (GCA) 72 bp  Sc: 45.97 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCTTGCAATGCAGGAGACCCAGGTTCCATCT 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.7145.trna2-CysGCA (986-1057)  Cys (GCA) 72 bp  Sc: 45.97 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCTTGCAATGCAGGAGACCCAGGTTCCATCT 
CTGGGTGGGGAA 
>Bos_taurus_chr6.trna2312-CysGCA (76325823-76325894)  Cys (GCA) 72 bp  Sc: 46.31 
TTCCTGGTGGCTCAGACAGTAAAGTGACTGCCCGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTGGGAAG 
>Bos_taurus_chr15.trna2447-CysGCA (68749146-68749217)  Cys (GCA) 72 bp  Sc: 46.65 
TCCCAAGTGGCTCAGACAGTAAAGCGTCTGTCTGCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna2159-CysGCA (68692755-68692826)  Cys (GCA) 72 bp  Sc: 46.73 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTGCAATGCAGGCAACCCGGGTTCGATCC 
CTGGCTTGGGAA 



>Bos_taurus_chr5.trna3591-CysGCA (96029533-96029615)  Cys (GCA) 83 bp  Sc: 46.75 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAGGGCAGATCTAACCAGGGAGACCC 
AGGTTCAATCCCTGGGTGGGGAA 
>Bos_taurus_chr6.trna2755-CysGCA (92053973-92054044)  Cys (GCA) 72 bp  Sc: 46.82 
TCCTGAGTGGCTCAGACAGGAAAGTGTCTGTCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr18.trna5579-CysGCA (11189985-11189915)  Cys (GCA) 71 bp  Sc: 47.20 
TCCCCGCTGGTTCAGCGGTAAAGAATCCGCCTGCAATGCAGGAGACCCAGGTTCAACCCC 
TGGGTGGGGAA 
>Bos_taurus_chr15.trna1652-CysGCA (48295526-48295597)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chr15.trna1673-CysGCA (49237284-49237355)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chrUn.004.123.trna2-CysGCA (59776-59847)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chrUn.004.26.trna18-CysGCA (624197-624126)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chrUn.004.743.trna3-CysGCA (36290-36219)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chr11.trna5232-CysGCA (95748843-95748773)  Cys (GCA) 71 bp  Sc: 47.58 
TCCCAGCTGGCTCAGGGGTAAAGAATCAGCCTGCAATGCAGGAGGTGCAGGTTGGATCCC 
TGCGTTGGGAA 
>Bos_taurus_chr14.trna6228-CysGCA (10340680-10340609)  Cys (GCA) 72 bp  Sc: 47.84 
TCCCTGGTAGCTCAGATGGTAAAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna2339-CysGCA (57872394-57872465)  Cys (GCA) 72 bp  Sc: 48.39 
TCCCTGCTGGCTTAGATGGTAGAGTGTCTGCCTGCAGTGTGGGAGTCCTAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrUn.004.1.trna25-CysGCA (517292-517363)  Cys (GCA) 72 bp  Sc: 48.39 
TCCCTGCTGGCTCAGCTGGTAAAGAATCCGCCTGCAATGTGGAAGACCTGGGTTCGATCC 
CTGGGTGGGGAG 
>Bos_taurus_chr9.trna2965-CysGCA (87613626-87613697)  Cys (GCA) 72 bp  Sc: 48.47 
TCCCTGCTGGCTCAGACAGTAAAGTGTCTGCCTGCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna1472-CysGCA (38651309-38651380)  Cys (GCA) 72 bp  Sc: 48.49 
TCCCTGGTGGCTCAGAAGGTAAAGCGTCTGCCTGCAATACAGGAGACCCAGGTTCAACCC 
CTGGTTTGGGAA 
>Bos_taurus_chr9.trna5015-CysGCA (83718951-83718880)  Cys (GCA) 72 bp  Sc: 48.62 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGGGACCCGGGTTCAGTCC 
CTGGCTTGGGAA 
>Bos_taurus_chr1.trna4396-CysGCA (127960327-127960398)  Cys (GCA) 72 bp  Sc: 48.88 
TCTTTGTTGGCTCAGATGGTAAAGAACCTGCCTGCAATGTGGGAGACCCAGGTTCGATCC 
CTGGATAAGGAA 
>Bos_taurus_chr8.trna2061-CysGCA (65683625-65683696)  Cys (GCA) 72 bp  Sc: 48.89 
TCCCTAGTAGCTCAGATGGTAAAGTATCTGCCTGCAGTGCAGGAGACCCAGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna6888-CysGCA (18998027-18997956)  Cys (GCA) 72 bp  Sc: 50.05 
TCCCTAGTGGCTCAAAGGGTAAAGCATCTGCATGCAATGCAGGAGACCTGGGTTCGATCC 
CCAGGTAGGGAA 
>Bos_taurus_chr12.trna5736-CysGCA (27063651-27063580)  Cys (GCA) 72 bp  Sc: 50.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGGAGACCTAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr4.trna1584-CysGCA (49924983-49925054)  Cys (GCA) 72 bp  Sc: 50.64 
TCCCTGGTGGCTCAAATGGTAAAGAATCCGCCTGCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr17.trna6238-CysGCA (14344481-14344410)  Cys (GCA) 72 bp  Sc: 51.33 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGATCCAGGTTTGATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr10.trna5381-CysGCA (76065348-76065277)  Cys (GCA) 72 bp  Sc: 51.42 
TCCCTGGTGGCTCAGACGGTAAAGAGTCTGCCTGCAGTGTGGGAGACCCAGGTTCGATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr10.trna1002-CysGCA (22844952-22845023)  Cys (GCA) 72 bp  Sc: 51.54 



TCTCAGGTGGCTCAGATGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTTGGGAA 
>Bos_taurus_chrUn.004.769.trna4-CysGCA (34429-34358)  Cys (GCA) 72 bp  Sc: 51.54 
TCTCAGGTGGCTCAGATGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr29.trna3642-CysGCA (11937377-11937306)  Cys (GCA) 72 bp  Sc: 51.56 
TCCCTACTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTAGGGAT 
>Bos_taurus_chr13.trna46-CysGCA (1807663-1807734)  Cys (GCA) 72 bp  Sc: 51.84 
TCCCTGGTGGCTCAAATGGTCAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr19.trna3995-CysGCA (54187397-54187326)  Cys (GCA) 72 bp  Sc: 51.86 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna555-CysGCA (13834705-13834776)  Cys (GCA) 72 bp  Sc: 51.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTTGATCC 
CTAGGTAGGGAA 
>Bos_taurus_chr9.trna5215-CysGCA (78013492-78013421)  Cys (GCA) 72 bp  Sc: 52.08 
TCCCAGGTGGCTCAGATGGTAAAGTATCTGCCTGCATTGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr10.trna5777-CysGCA (65681389-65681318)  Cys (GCA) 72 bp  Sc: 52.11 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACTCTGGTTTGATTC 
CGGGTTGGGAAA 
>Bos_taurus_chr1.trna2592-CysGCA (75383010-75383081)  Cys (GCA) 72 bp  Sc: 52.48 
TCCCAGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCT 
CTAGGTTGGGAA 
>Bos_taurus_chr7.trna3526-CysGCA (88915281-88915352)  Cys (GCA) 72 bp  Sc: 52.79 
TCCCAGGTGGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTAGGTTGGGAA 
>Bos_taurus_chr9.trna3058-CysGCA (89442895-89442966)  Cys (GCA) 72 bp  Sc: 52.86 
TCCCTGGTGGCTCAGACGGTCAAGCGTCTGCCTGCAATGCAGGTGACCCGGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr19.trna319-CysGCA (10447852-10447923)  Cys (GCA) 72 bp  Sc: 52.98 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCTATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr15.trna1576-CysGCA (45120872-45120943)  Cys (GCA) 72 bp  Sc: 53.02 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGGGACCTGGGTTCGACCC 
CTAGCTTGGGAA 
>Bos_taurus_chr17.trna990-CysGCA (24488675-24488746)  Cys (GCA) 72 bp  Sc: 53.05 
TCCCTGATGGCTCAGAGGGTAAAGCATCTGTCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna2362-CysGCA (66472625-66472696)  Cys (GCA) 72 bp  Sc: 53.08 
TCCCTGGTGGCTCAGACAGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna3810-CysGCA (65455683-65455612)  Cys (GCA) 72 bp  Sc: 53.26 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCGGGTACGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr23.trna2170-CysGCA (48220275-48220346)  Cys (GCA) 72 bp  Sc: 53.67 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr14.trna846-CysGCA (19575731-19575802)  Cys (GCA) 72 bp  Sc: 53.68 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGTTAGGGAG 
>Bos_taurus_chr8.trna3965-CysGCA (112880979-112881050)  Cys (GCA) 72 bp  Sc: 54.33 
TCCCAGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCTGGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr12.trna5122-CysGCA (41756012-41755941)  Cys (GCA) 72 bp  Sc: 54.33 
TCCCTGCTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna1704-CysGCA (39375761-39375832)  Cys (GCA) 72 bp  Sc: 54.50 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr1.trna10124-CysGCA (27445431-27445360)  Cys (GCA) 72 bp  Sc: 55.00 
TCCCTGGTGGCTCAGATGGTACAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna3778-CysGCA (68854023-68853952)  Cys (GCA) 72 bp  Sc: 55.00 
TCCCTGGTGGCTCAGATGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 



CTGGGTTGGGAA 
>Bos_taurus_chr5.trna1709-CysGCA (48132571-48132641)  Cys (GCA) 71 bp  Sc: 55.00 
TCCCTGGTGGCTCAGTGGTAAAGAAACTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGTTCGGGAG 
>Bos_taurus_chr12.trna4348-CysGCA (65210953-65210882)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAAGGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna1141-CysGCA (30570757-30570828)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna6333-CysGCA (59702652-59702581)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna1214-CysGCA (35565650-35565721)  Cys (GCA) 72 bp  Sc: 55.03 
TCCCTGGTGGCTCAGATGGTAAAGCATCCGCCTGCAATGCGGGAGACCCAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr19.trna2125-CysGCA (43493821-43493891)  Cys (GCA) 71 bp  Sc: 55.05 
TCCCAGCTGGCTCAGTGGTAAAGAATCTGCCTGCAGTGCAGAAGACTCAGGTTCAATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr3.trna5128-CysGCA (118637573-118637501)  Cys (GCA) 73 bp  Sc: 55.06 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr24.trna522-CysGCA (15515548-15515619)  Cys (GCA) 72 bp  Sc: 55.12 
TCCCTGATACCTCAGTTGGTAGAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTTGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr9.trna5241-CysGCA (77589977-77589905)  Cys (GCA) 73 bp  Sc: 55.14 
TCCCTGATAGCTCAGTTGGTAAAGCATCTGCCTGCAATGCAGGAGACTCTGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chrX.trna329-CysGCA (7757885-7757956)  Cys (GCA) 72 bp  Sc: 55.15 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna3666-CysGCA (11259435-11259364)  Cys (GCA) 72 bp  Sc: 55.15 
TCCCTGATAGCTCAGTTGGTAAAGAACCTGCCTGCAATGCAGGAGACCCTGGTTCAAATC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5629-CysGCA (67789528-67789457)  Cys (GCA) 72 bp  Sc: 55.16 
TCCCTGGTGGCTTAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna5972-CysGCA (80122639-80122568)  Cys (GCA) 72 bp  Sc: 55.16 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCTGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr24.trna4965-CysGCA (12445458-12445387)  Cys (GCA) 72 bp  Sc: 55.17 
TCCCTAGTAGTTCAGTTGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna2224-CysGCA (62240764-62240835)  Cys (GCA) 72 bp  Sc: 55.19 
TCCCTGCTGGCTCAGATGGTAAAGCTTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGAAG 
>Bos_taurus_chr28.trna1712-CysGCA (40643923-40643852)  Cys (GCA) 72 bp  Sc: 55.20 
TCCCTGGTGGCTCAGGCGGTAAAGCATCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna1191-CysGCA (33896376-33896447)  Cys (GCA) 72 bp  Sc: 55.21 
TCCCTGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGACTC 
CTGGATAGGGAA 
>Bos_taurus_chr20.trna1940-CysGCA (53643330-53643401)  Cys (GCA) 72 bp  Sc: 55.24 
TCCCCACTGGCTCAGACGGTAAAGGATCTGCCTGCAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna3794-CysGCA (53612579-53612508)  Cys (GCA) 72 bp  Sc: 55.24 
TCCCCACTGGCTCAGACGGTAAAGGATCTGCCTGCAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna3171-CysGCA (68047916-68047845)  Cys (GCA) 72 bp  Sc: 55.30 
TCCCTCCTAGCTCAGTTGGTAAAGAATCTGCTTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2890-CysGCA (76749172-76749243)  Cys (GCA) 72 bp  Sc: 55.31 
TCCCAGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna9152-CysGCA (795730-795659)  Cys (GCA) 72 bp  Sc: 55.32 
TCCCTGATGGCTCAGTTGGTAAAGAACCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTTGGGAA 



>Bos_taurus_chr12.trna3749-CysGCA (76604038-76603966)  Cys (GCA) 73 bp  Sc: 55.33 
TCCCTGGTGGCTCAGATGGTAGAGCGTCTGCCTGCAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr22.trna607-CysGCA (13821306-13821377)  Cys (GCA) 72 bp  Sc: 55.34 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGAAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chrX.trna5070-CysGCA (50625014-50624943)  Cys (GCA) 72 bp  Sc: 55.35 
TCCCCAGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGGCCCAGATTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna6480-CysGCA (6071188-6071117)  Cys (GCA) 72 bp  Sc: 55.36 
TCCCCGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna4667-CysGCA (42365979-42365909)  Cys (GCA) 71 bp  Sc: 55.37 
TCCCTGATGACTCAGTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCCC 
TGGGCTGGGAA 
>Bos_taurus_chr11.trna6746-CysGCA (58906152-58906081)  Cys (GCA) 72 bp  Sc: 55.39 
TCCCTGATGGCTCAGACGGTAAAGCGTCCTCCTGCAATGTGGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.206.trna14-CysGCA (114027-113955)  Cys (GCA) 73 bp  Sc: 55.40 
TCCCTGATAACTAAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCCAGGTTCGATT 
CCTGGGTTGGGAA 
>Bos_taurus_chr23.trna1380-CysGCA (31215725-31215796)  Cys (GCA) 72 bp  Sc: 55.40 
TCCCTGGTGGCTCAGATGGTAAAGCGGCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna2045-CysGCA (58572845-58572916)  Cys (GCA) 72 bp  Sc: 55.43 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCTTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna3801-CysGCA (92804804-92804875)  Cys (GCA) 72 bp  Sc: 55.43 
TTCTGGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr29.trna169-CysGCA (5285675-5285745)  Cys (GCA) 71 bp  Sc: 55.49 
TCCTTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGAGACCCAGGTTCAATCCC 
TGGGTTGGGAA 
>Bos_taurus_chrUn.004.11.trna42-CysGCA (319591-319520)  Cys (GCA) 72 bp  Sc: 55.50 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna1215-CysGCA (21858427-21858499)  Cys (GCA) 73 bp  Sc: 55.52 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCAGGGAG 
>Bos_taurus_chr11.trna3068-CysGCA (75982676-75982747)  Cys (GCA) 72 bp  Sc: 55.52 
TCCCTGGTGGCTCAGATGGCAAAGCGTCTGTCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna1728-CysGCA (50563846-50563917)  Cys (GCA) 72 bp  Sc: 55.54 
TCCCTTGTAGCTCAGTTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCACGTTCAATTC 
TTGGGTGGGGAA 
>Bos_taurus_chr3.trna1510-CysGCA (40070137-40070208)  Cys (GCA) 72 bp  Sc: 55.54 
TCCCTAGTGGCTCAGTTGGTAAAGCATTTGCCTGCAATGCGGGAGTCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna4062-CysGCA (104406834-104406905)  Cys (GCA) 72 bp  Sc: 55.65 
TCCCACATAGCTCAGTTGGTAAATCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.707.trna9-CysGCA (12785-12713)  Cys (GCA) 73 bp  Sc: 55.65 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr4.trna7855-CysGCA (31147729-31147658)  Cys (GCA) 72 bp  Sc: 55.66 
TCCCTGATGGCTCAGTTGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr4.trna7857-CysGCA (31144191-31144120)  Cys (GCA) 72 bp  Sc: 55.66 
TCCCTGATGGCTCAGTTGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna4895-CysGCA (52027285-52027214)  Cys (GCA) 72 bp  Sc: 55.67 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTGCAGTACAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna2928-CysGCA (68172500-68172429)  Cys (GCA) 72 bp  Sc: 55.68 
TCCTGGGTAGCTCAGCTGGTAGAGAATCTGCCTGCAAAGCAGGAGACCCCAGTTCGATTC 
TTGGGTCAGGAA 
>Bos_taurus_chr21.trna1953-CysGCA (46810299-46810370)  Cys (GCA) 72 bp  Sc: 55.70 



TCCCTAATGACTCAGTTGGTAAAGAACCTGCCTGCAATGCAGGAGACATGGGTTCGATCC 
CCAGTGTGGGAA 
>Bos_taurus_chr6.trna3414-CysGCA (105314489-105314560)  Cys (GCA) 72 bp  Sc: 55.71 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATCC 
CTAGCTTGGGAA 
>Bos_taurus_chr4.trna2411-CysGCA (75667379-75667450)  Cys (GCA) 72 bp  Sc: 55.73 
TCCCTGCTGGCTAAGATGGTAAAGAATCTGCCTGCAAAGCAGCAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna4611-CysGCA (103612377-103612305)  Cys (GCA) 73 bp  Sc: 55.73 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna2760-CysGCA (72082039-72082110)  Cys (GCA) 72 bp  Sc: 55.74 
TCCCTGGTGGCTCAGAGGATAAAGTTTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna8235-CysGCA (17387706-17387634)  Cys (GCA) 73 bp  Sc: 55.77 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr21.trna2963-CysGCA (67196910-67196839)  Cys (GCA) 72 bp  Sc: 55.81 
TCCCTCGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr6.trna8501-CysGCA (6927944-6927873)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTAGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna2034-CysGCA (50179639-50179568)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTAGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna5794-CysGCA (26663255-26663184)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna7218-CysGCA (20109039-20108968)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna6201-CysGCA (31897213-31897142)  Cys (GCA) 72 bp  Sc: 55.84 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna6183-CysGCA (11246326-11246255)  Cys (GCA) 72 bp  Sc: 55.86 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2848-CysGCA (74261368-74261439)  Cys (GCA) 72 bp  Sc: 55.87 
TCCCTGGTGTCTGAGATGGTAAAGCGTCTGCCTGCAGTGTAGGAGACCCAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr4.trna7691-CysGCA (36271202-36271131)  Cys (GCA) 72 bp  Sc: 55.87 
TTCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAAACC 
CTGGGTAGGGAA 
>Bos_taurus_chr2.trna7007-CysGCA (105597284-105597213)  Cys (GCA) 72 bp  Sc: 55.93 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna2802-CysGCA (81506377-81506448)  Cys (GCA) 72 bp  Sc: 55.93 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr14.trna2588-CysGCA (61894189-61894260)  Cys (GCA) 72 bp  Sc: 55.95 
TCCCAGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCCGGGTTCAATCC 
CTGGGCCGGGAA 
>Bos_taurus_chrUn.004.7.trna48-CysGCA (1156834-1156764)  Cys (GCA) 71 bp  Sc: 55.97 
TCCCTGGTGGCTCAGCGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr11.trna4170-CysGCA (101990666-101990737)  Cys (GCA) 72 bp  Sc: 56.05 
TCCCTGATGGCTCAGATGGTAAAGAGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr22.trna2285-CysGCA (60102891-60102819)  Cys (GCA) 73 bp  Sc: 56.06 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna9267-CysGCA (57324057-57323986)  Cys (GCA) 72 bp  Sc: 56.10 
TCCCTGGTGGCTCAGATGGTAAAGAACCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna113-CysGCA (3708531-3708602)  Cys (GCA) 72 bp  Sc: 56.11 
TCCCTGGTGGCTCAGAGGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 



CTGGGTTGGGAA 
>Bos_taurus_chr13.trna5579-CysGCA (44585068-44584996)  Cys (GCA) 73 bp  Sc: 56.12 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGATTC 
CTAGGTTGGGAAG 
>Bos_taurus_chr9.trna3840-CysGCA (105164851-105164922)  Cys (GCA) 72 bp  Sc: 56.15 
TCCCTGGTGGTCCAGTGGTTAAGAATCCTCCTTGCAATGCAGGGGACCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.670.trna3-CysGCA (7133-7204)  Cys (GCA) 72 bp  Sc: 56.16 
TCCCTAGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna6139-CysGCA (51558554-51558483)  Cys (GCA) 72 bp  Sc: 56.16 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna911-CysGCA (26352328-26352399)  Cys (GCA) 72 bp  Sc: 56.19 
TCCCTGGTGGCTTAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna371-CysGCA (9878089-9878160)  Cys (GCA) 72 bp  Sc: 56.20 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr8.trna7554-CysGCA (17730050-17729979)  Cys (GCA) 72 bp  Sc: 56.27 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna149-CysGCA (5741858-5741929)  Cys (GCA) 72 bp  Sc: 56.29 
TCCATGGTGGCTCAGTTGGTAGAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCGATTC 
CTGGGTCGGGAG 
>Bos_taurus_chr9.trna2744-CysGCA (82796427-82796498)  Cys (GCA) 72 bp  Sc: 56.32 
TCCCAGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna584-CysGCA (16707179-16707251)  Cys (GCA) 73 bp  Sc: 56.36 
TCCCTGATGGCTCAGTTGGTAAAGCATCCGCCTGCAGTGCAGGAGACCCCGGTTCGATTC 
CTGAGTCAGGGAA 
>Bos_taurus_chr4.trna3693-CysGCA (108137353-108137424)  Cys (GCA) 72 bp  Sc: 56.37 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna3733-CysGCA (83901520-83901449)  Cys (GCA) 72 bp  Sc: 56.38 
TCCCTGCTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCGGCAGACCCAGGTTCGATTC 
CTTGGTGGGGAA 
>Bos_taurus_chr2.trna459-CysGCA (15883013-15883084)  Cys (GCA) 72 bp  Sc: 56.38 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGGGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna1163-CysGCA (29920978-29921050)  Cys (GCA) 73 bp  Sc: 56.41 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTAGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr11.trna5818-CysGCA (83302183-83302112)  Cys (GCA) 72 bp  Sc: 56.41 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna4648-CysGCA (133262726-133262797)  Cys (GCA) 72 bp  Sc: 56.43 
TCCTTGGTGACTCAGATGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCT 
CTGGCTAGGGAA 
>Bos_taurus_chr5.trna9015-CysGCA (32995725-32995654)  Cys (GCA) 72 bp  Sc: 56.45 
TCCCTAGTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr16.trna2828-CysGCA (69668101-69668172)  Cys (GCA) 72 bp  Sc: 56.48 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna6479-CysGCA (74467229-74467158)  Cys (GCA) 72 bp  Sc: 56.56 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGTGGGAGACCCAGGTTCGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr6.trna8123-CysGCA (18731937-18731866)  Cys (GCA) 72 bp  Sc: 56.59 
TCCCAGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna1640-CysGCA (59129146-59129217)  Cys (GCA) 72 bp  Sc: 56.60 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGAAGACCCTGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna2460-CysGCA (48877435-48877506)  Cys (GCA) 72 bp  Sc: 56.60 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr24.trna3211-CysGCA (54885903-54885832)  Cys (GCA) 72 bp  Sc: 56.61 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna1159-CysGCA (25564391-25564462)  Cys (GCA) 72 bp  Sc: 56.65 
TCCCTGGTAGCTCAGCGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna2385-CysGCA (54858933-54859004)  Cys (GCA) 72 bp  Sc: 56.66 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGACTC 
CTGGTCAGGAAG 
>Bos_taurus_chrX.trna1366-CysGCA (35331654-35331725)  Cys (GCA) 72 bp  Sc: 56.74 
TCCCTGGTGGCTTAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAG 
>Bos_taurus_chrUn.004.2876.trna1-CysGCA (5340-5412)  Cys (GCA) 73 bp  Sc: 56.80 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chrX.trna4189-CysGCA (74915117-74915045)  Cys (GCA) 73 bp  Sc: 56.80 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr17.trna1582-CysGCA (43907827-43907898)  Cys (GCA) 72 bp  Sc: 56.80 
TCCCTAGTGGCTCAGATGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna513-CysGCA (17770605-17770676)  Cys (GCA) 72 bp  Sc: 56.85 
TCCCTGATGGCTCAGATGGTAAAGTGTCTGCCTGCAACGCGGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna1325-CysGCA (35428696-35428767)  Cys (GCA) 72 bp  Sc: 56.90 
TCCCTAGTGGCTCAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna17-CysGCA (780535-780607)  Cys (GCA) 73 bp  Sc: 56.94 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCCGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr7.trna6345-CysGCA (52388678-52388607)  Cys (GCA) 72 bp  Sc: 56.99 
TCCCTGTTGGCTCAGTTGGTAAAGTGTCTGCCTGCAATACTGATGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna2324-CysGCA (60610295-60610366)  Cys (GCA) 72 bp  Sc: 56.99 
TCCCTGATGGCTCAGATGGTAAGGTGTCTGCCTGCAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna8333-CysGCA (28404534-28404463)  Cys (GCA) 72 bp  Sc: 57.00 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna10479-CysGCA (16510620-16510548)  Cys (GCA) 73 bp  Sc: 57.02 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGGAA 
>Bos_taurus_chr24.trna4635-CysGCA (23640822-23640751)  Cys (GCA) 72 bp  Sc: 57.09 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCTTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGCTGGGAA 
>Bos_taurus_chr13.trna1996-CysGCA (48648105-48648176)  Cys (GCA) 72 bp  Sc: 57.10 
TCCCAGGTGACTCAGCTGGTAAAGAATCTGCCTGCAAAGCAGGAGACCCTGGTTTGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr15.trna1846-CysGCA (53375204-53375275)  Cys (GCA) 72 bp  Sc: 57.14 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCTTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna10042-CysGCA (13727780-13727709)  Cys (GCA) 72 bp  Sc: 57.22 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna7603-CysGCA (14914861-14914790)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna1366-CysGCA (31824202-31824273)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr23.trna2983-CysGCA (40652672-40652601)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4231-CysGCA (31968227-31968156)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.90.trna5-CysGCA (56691-56762)  Cys (GCA) 72 bp  Sc: 57.24 



TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna5961-CysGCA (59989929-59989858)  Cys (GCA) 72 bp  Sc: 57.25 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna391-CysGCA (9476056-9476127)  Cys (GCA) 72 bp  Sc: 57.25 
TCCCTGGTGTCTCAGGTGGTAAAGCATCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGATGGGGAA 
>Bos_taurus_chr7.trna3532-CysGCA (89138129-89138200)  Cys (GCA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTTAGAGGTTAAAGTATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr23.trna4060-CysGCA (17023104-17023033)  Cys (GCA) 72 bp  Sc: 57.30 
TCCCGGATGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna4762-CysGCA (65864195-65864125)  Cys (GCA) 71 bp  Sc: 57.36 
TCCCCAATGGCTCAGTGGTAGAGAATTTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGGTGGGAAA 
>Bos_taurus_chr20.trna3979-CysGCA (46445281-46445210)  Cys (GCA) 72 bp  Sc: 57.40 
TCCCTAATAGCTCAGTAGGTAAAGAATCTGCCTGCAAAGCAGGAGACCTGGGTTCGATCC 
CCAGGTAGGGAA 
>Bos_taurus_chr8.trna5888-CysGCA (72166086-72166015)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGACGGTAGAGTATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr2.trna8099-CysGCA (74917431-74917360)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGCAACCCAGGTTCAATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr6.trna6258-CysGCA (75253443-75253372)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr13.trna1262-CysGCA (31143301-31143372)  Cys (GCA) 72 bp  Sc: 57.44 
TCCTGGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTCAGGAA 
>Bos_taurus_chr12.trna191-CysGCA (8138454-8138526)  Cys (GCA) 73 bp  Sc: 57.47 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCGGGTTCGATCC 
CCGAGTCAGGAAG 
>Bos_taurus_chr12.trna4198-CysGCA (69447153-69447082)  Cys (GCA) 72 bp  Sc: 57.56 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTAAGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr10.trna7013-CysGCA (31363777-31363705)  Cys (GCA) 73 bp  Sc: 57.64 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGCGACCCCTGGTTCGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chrUn.004.124.trna48-CysGCA (180370-180299)  Cys (GCA) 72 bp  Sc: 57.64 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna644-CysGCA (13826126-13826198)  Cys (GCA) 73 bp  Sc: 57.68 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGGAA 
>Bos_taurus_chr15.trna1260-CysGCA (36850987-36851058)  Cys (GCA) 72 bp  Sc: 57.68 
TCCCTAATAGCTCAGTTGGTAAAGGATCTGCCTGCAACGCAGGAGACCCTGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chrUn.004.124.trna17-CysGCA (175554-175625)  Cys (GCA) 72 bp  Sc: 57.71 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr9.trna6012-CysGCA (55524569-55524498)  Cys (GCA) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna7812-CysGCA (83634865-83634794)  Cys (GCA) 72 bp  Sc: 57.75 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATAC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna8010-CysGCA (7328554-7328483)  Cys (GCA) 72 bp  Sc: 57.85 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chrUn.004.2220.trna1-CysGCA (19938-20009)  Cys (GCA) 72 bp  Sc: 57.85 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna4727-CysGCA (53492723-53492651)  Cys (GCA) 73 bp  Sc: 57.94 
TTCCTGATAGCTCAGTTGGTAGAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 



CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna6947-CysGCA (26945382-26945311)  Cys (GCA) 72 bp  Sc: 58.08 
TCCGTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAACGCGGGAGACCCAGGTTCGATCC 
CTGGGTACGGAA 
>Bos_taurus_chr23.trna1890-CysGCA (42412538-42412609)  Cys (GCA) 72 bp  Sc: 58.09 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna6647-CysGCA (1652621-1652551)  Cys (GCA) 71 bp  Sc: 58.13 
TCCCTGGTGGCTCAGTGGTAAAGAACCTGCCTGCAGTGCAGGAGACCCAGGTTCGATTCC 
TGGGTCGGGAA 
>Bos_taurus_chr3.trna6786-CysGCA (73694583-73694512)  Cys (GCA) 72 bp  Sc: 58.18 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGTCGGGAAG 
>Bos_taurus_chr2.trna1974-CysGCA (63647629-63647700)  Cys (GCA) 72 bp  Sc: 58.20 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGCAGACCCAGGTTCGATCC 
CTGGGTTGGGAG 
>Bos_taurus_chr10.trna3103-CysGCA (82119455-82119526)  Cys (GCA) 72 bp  Sc: 58.22 
TCCCTGGTGGCTCAGTTGGTAAAGCCTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr11.trna7912-CysGCA (30527870-30527799)  Cys (GCA) 72 bp  Sc: 58.28 
TCCCTGGTGGCTCAGAAGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr24.trna4551-CysGCA (25520349-25520278)  Cys (GCA) 72 bp  Sc: 58.31 
TCCCCAGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna7436-CysGCA (115520253-115520182)  Cys (GCA) 72 bp  Sc: 58.39 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna3020-CysGCA (79936129-79936200)  Cys (GCA) 72 bp  Sc: 58.42 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5138-CysGCA (79832294-79832222)  Cys (GCA) 73 bp  Sc: 58.44 
TCCCTGGTGGCTCAGACGGTAAAGCACCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna215-CysGCA (8683957-8684028)  Cys (GCA) 72 bp  Sc: 58.44 
TCCCAGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna7978-CysGCA (28657744-28657673)  Cys (GCA) 72 bp  Sc: 58.56 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGCTGGGAA 
>Bos_taurus_chr4.trna1059-CysGCA (31805162-31805234)  Cys (GCA) 73 bp  Sc: 58.57 
TCCCTGGTGGCTCAGTCGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGCGTTGGGAAG 
>Bos_taurus_chr12.trna1796-CysGCA (44734189-44734260)  Cys (GCA) 72 bp  Sc: 58.64 
TCCCTGGTGGCTAAAACGGTAAAGCGTCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna4638-CysGCA (108319213-108319142)  Cys (GCA) 72 bp  Sc: 58.64 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna5240-CysGCA (121461940-121461869)  Cys (GCA) 72 bp  Sc: 58.71 
TCCCTGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCAATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr12.trna5471-CysGCA (32149796-32149725)  Cys (GCA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna2931-CysGCA (84924980-84925051)  Cys (GCA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna5356-CysGCA (82352663-82352592)  Cys (GCA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna459-CysGCA (12487884-12487955)  Cys (GCA) 72 bp  Sc: 58.77 
TCCCAGATAGCTCAGTTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCTGGTTCAACTC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna4909-CysGCA (63875605-63875534)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr27.trna791-CysGCA (24772592-24772663)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna3054-CysGCA (27719440-27719369)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna4585-CysGCA (1480305-1480234)  Cys (GCA) 72 bp  Sc: 58.97 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAGTGCAGGAGACCCGGGTTCGATCC 
CCGGGTTGGGAA 
>Bos_taurus_chr28.trna901-CysGCA (24814529-24814600)  Cys (GCA) 72 bp  Sc: 58.98 
TCCCTGGTGGCTAAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna6961-CysGCA (39806603-39806532)  Cys (GCA) 72 bp  Sc: 59.11 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr19.trna1006-CysGCA (21512356-21512427)  Cys (GCA) 72 bp  Sc: 59.14 
TCCCTGGTGGCTTAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr24.trna2666-CysGCA (63469140-63469210)  Cys (GCA) 71 bp  Sc: 59.15 
TCCCTGATGGCTCAGTGGTAAAGAATCTGCCTGCAGTGCAGGAGACGCAGGTTCGATCCC 
TGCTCGGGAAG 
>Bos_taurus_chr1.trna2685-CysGCA (78769882-78769953)  Cys (GCA) 72 bp  Sc: 59.15 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATTC 
CTGGGCCGGGAA 
>Bos_taurus_chr1.trna2687-CysGCA (78850692-78850763)  Cys (GCA) 72 bp  Sc: 59.15 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATTC 
CTGGGCCGGGAA 
>Bos_taurus_chr12.trna6754-CysGCA (8481361-8481290)  Cys (GCA) 72 bp  Sc: 59.19 
TCCCTGATGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr10.trna6911-CysGCA (35329471-35329400)  Cys (GCA) 72 bp  Sc: 59.21 
TCCCTGGTAGCTCAGTTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1529.trna1-CysGCA (23096-23167)  Cys (GCA) 72 bp  Sc: 59.33 
TCCCTGGTAGCTTAGAGGTTAAAGCGTCTGCCTGCAATGCAGAAGGCCCGGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna3504-CysGCA (90622571-90622642)  Cys (GCA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr28.trna127-CysGCA (4140046-4140117)  Cys (GCA) 72 bp  Sc: 59.51 
GGGAGTATAGCTCAGTGGTAGAGCATTTGATTGCAGATCAAGAGGTCTCCAGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr10.trna404-CysGCA (9940763-9940834)  Cys (GCA) 72 bp  Sc: 59.55 
TCCCTGGTGGCTCAGATGGTAAAGCGCCTGTCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chrUn.004.1283.trna3-CysGCA (27536-27607)  Cys (GCA) 72 bp  Sc: 59.55 
TCCCTGGTGGCTCAGATGGTAAAGCGCCTGTCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr5.trna1818-CysGCA (51038922-51038993)  Cys (GCA) 72 bp  Sc: 59.69 
TCCCTGGTAGCTCAGCGGTTAAAGCATCTGCCTGCAATGCAGATGACCCGGGTTCGAGCC 
CTGGTTTGGGAA 
>Bos_taurus_chr6.trna4294-CysGCA (120999207-120999137)  Cys (GCA) 71 bp  Sc: 59.71 
TCCCTGGTGGCTCAGTGGTAGAGAATCTGCCTGCAATGCAGAAGACCCGGGTTCGATCCC 
TGGGTGGGGAA 
>Bos_taurus_chr27.trna3544-CysGCA (13209647-13209576)  Cys (GCA) 72 bp  Sc: 59.76 
TCCCTGGTAGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1535.trna2-CysGCA (794-723)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGGTAGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna8644-CysGCA (58261454-58261383)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna5560-CysGCA (25032460-25032389)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGATAGCTCAGTTGGTAGAGAATCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGTCGGGAAG 
>Bos_taurus_chr21.trna1354-CysGCA (28928036-28928107)  Cys (GCA) 72 bp  Sc: 60.03 



TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCTGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna1145-CysGCA (26307490-26307561)  Cys (GCA) 72 bp  Sc: 60.06 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna2373-CysGCA (66607885-66607956)  Cys (GCA) 72 bp  Sc: 60.14 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna8069-CysGCA (19986045-19985974)  Cys (GCA) 72 bp  Sc: 60.14 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna57-CysGCA (761584-761655)  Cys (GCA) 72 bp  Sc: 60.17 
TCCCTGATGGCTCAGATGGTAAAGCATCTGCCTGCAGTGCAGGAGACCTGGGTTCGATCC 
CCAGGTGGGGAA 
>Bos_taurus_chr26.trna1896-CysGCA (47976031-47976102)  Cys (GCA) 72 bp  Sc: 60.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrUn.004.79.trna5-CysGCA (80279-80350)  Cys (GCA) 72 bp  Sc: 60.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr19.trna4687-CysGCA (41920302-41920230)  Cys (GCA) 73 bp  Sc: 60.23 
TCCCTGGTGGCTCAGACGGTAAAAGCGTCTGTCTGCAACGCAGAAGACCCAGGTTCGATC 
CCTGGGTAGGGAA 
>Bos_taurus_chr18.trna4667-CysGCA (34613670-34613599)  Cys (GCA) 72 bp  Sc: 60.30 
TCCCTGGTGGCTCAGAGGTTAAAGTACCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna7448-CysGCA (94793770-94793699)  Cys (GCA) 72 bp  Sc: 60.32 
TCCCTAGTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr14.trna1369-CysGCA (31396180-31396250)  Cys (GCA) 71 bp  Sc: 60.41 
TCCCTGGTGGCTAAACGGTAAAGCATCTGCCTGCAACGCAGGAGACCCAGGTTCGATTCC 
TGGGTTGGGAA 
>Bos_taurus_chr5.trna8584-CysGCA (46499144-46499073)  Cys (GCA) 72 bp  Sc: 60.41 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1902.trna2-CysGCA (15462-15391)  Cys (GCA) 72 bp  Sc: 60.46 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna3856-CysGCA (101151794-101151865)  Cys (GCA) 72 bp  Sc: 60.49 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.5914.trna2-CysGCA (2352-2281)  Cys (GCA) 72 bp  Sc: 60.49 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna4530-CysGCA (105391124-105391053)  Cys (GCA) 72 bp  Sc: 60.49 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr17.trna6423-CysGCA (9429941-9429870)  Cys (GCA) 72 bp  Sc: 60.53 
TCCCTGGTGGCTTAGATGGCAAAGCGTCTGCCTGCAACGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna4250-CysGCA (49006452-49006381)  Cys (GCA) 72 bp  Sc: 60.68 
TCCCGGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAAGGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr6.trna5792-CysGCA (90643387-90643316)  Cys (GCA) 72 bp  Sc: 60.73 
TCCCTACTAGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna937-CysGCA (22001258-22001328)  Cys (GCA) 71 bp  Sc: 60.78 
TCCTGGGTGGCTCAGTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCGATCCC 
TGGATTGGGAA 
>Bos_taurus_chrUn.004.46.trna60-CysGCA (5916-5845)  Cys (GCA) 72 bp  Sc: 60.93 
CCCCAGGTGGCTCAGATGGTAGAGCGTCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr27.trna463-CysGCA (16291588-16291659)  Cys (GCA) 72 bp  Sc: 61.05 
TCCCAGGTGGCTCAGATGGTAAAGGGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chrUn.004.9050.trna1-CysGCA (1765-1836)  Cys (GCA) 72 bp  Sc: 61.05 
TCCCAGGTGGCTCAGATGGTAAAGGGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATCC 



CTGGATTGGGAA 
>Bos_taurus_chr11.trna1687-CysGCA (41777821-41777892)  Cys (GCA) 72 bp  Sc: 61.17 
TCCCTAGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr12.trna2267-CysGCA (58877439-58877510)  Cys (GCA) 72 bp  Sc: 61.19 
TCCCTGGTGGCTCAGAGGATAGAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna738-CysGCA (21530430-21530501)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGATAGCTCAGTTGGTAGAGAACCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr10.trna3684-CysGCA (94326174-94326245)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1553.trna1-CysGCA (18325-18254)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna6004-CysGCA (58797434-58797363)  Cys (GCA) 72 bp  Sc: 61.24 
TCCCTGGTGGCTCAGACGGTAAAGCCTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr20.trna3739-CysGCA (55822856-55822785)  Cys (GCA) 72 bp  Sc: 61.31 
TCCCTGGTGACTCAGTTGGTAAAGAATCTGTCTGCAATACAGGAGACCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr9.trna3778-CysGCA (103658028-103658099)  Cys (GCA) 72 bp  Sc: 61.70 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna5934-CysGCA (71111307-71111236)  Cys (GCA) 72 bp  Sc: 61.84 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCCGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr1.trna9088-CysGCA (62355371-62355300)  Cys (GCA) 72 bp  Sc: 61.84 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna3175-CysGCA (99498723-99498794)  Cys (GCA) 72 bp  Sc: 62.16 
TCCCCGGTGGCTCAGACGGTAAAGCGCCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna7191-CysGCA (60880132-60880061)  Cys (GCA) 72 bp  Sc: 62.51 
TCCCTGGTGGCTCAGAGGTTAAAGCACCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna5676-CysGCA (68306881-68306811)  Cys (GCA) 71 bp  Sc: 62.76 
TCCCCGCTGGCTCAGTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr9.trna5533-CysGCA (70389668-70389597)  Cys (GCA) 72 bp  Sc: 62.77 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGAAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna8059-CysGCA (23794171-23794100)  Cys (GCA) 72 bp  Sc: 63.00 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna6352-CysGCA (146544438-146544367)  Cys (GCA) 72 bp  Sc: 63.07 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna4511-CysGCA (58383188-58383117)  Cys (GCA) 72 bp  Sc: 63.68 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAAAGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.81.trna26-CysGCA (266046-266117)  Cys (GCA) 72 bp  Sc: 65.63 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr18.trna3914-CysGCA (49726228-49726157)  Cys (GCA) 72 bp  Sc: 66.00 
TCCCCGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr3.trna8483-CysGCA (24578471-24578400)  Cys (GCA) 72 bp  Sc: 69.26 
GGGGGTACAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4048-CysGCA (116826499-116826570)  Cys (GCA) 72 bp  Sc: 69.63 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGATGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4664-CysGCA (116855339-116855268)  Cys (GCA) 72 bp  Sc: 70.63 
GGGGGTATAGCTCAGGGGTAAAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 



>Bos_taurus_chr4.trna4050-CysGCA (116836769-116836840)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Bos_taurus_chr4.trna4684-CysGCA (116697263-116697192)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Bos_taurus_chr4.trna4683-CysGCA (116698937-116698866)  Cys (GCA) 72 bp  Sc: 71.36 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CCGGTGCCCCCT 
>Bos_taurus_chr4.trna4680-CysGCA (116718501-116718430)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4038-CysGCA (116692200-116692271)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4047-CysGCA (116824235-116824306)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4049-CysGCA (116827886-116827957)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4051-CysGCA (116840891-116840962)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4052-CysGCA (116863947-116864018)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4656-CysGCA (117035318-117035247)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4682-CysGCA (116712416-116712345)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr12.trna1326-CysGCA (30099283-30099354)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4764-CysGCA (40691438-40691367)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4767-CysGCA (40674236-40674165)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4063-CysGCA (117038765-117038836)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4663-CysGCA (116860226-116860155)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4678-CysGCA (116724648-116724577)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4035-CysGCA (116679513-116679584)  Cys (GCA) 72 bp  Sc: 75.53 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4037-CysGCA (116690900-116690971)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr19.trna1986-CysGCA (40694740-40694811)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4743-CysGCA (40920705-40920634)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4744-CysGCA (40919971-40919900)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr26.trna2497-CysGCA (40060393-40060304)  Cys (GCA) 90 bp  Sc: 57.00 



CCTTCAATAGCTCAGCTAGTAGAGCGGAGGACTGCAGACTTGATAAATGTGGACATCCTT 
AGGTTGCCGGTTTGATTCCGGCTTGAAGGA 
>Bos_taurus_chr3.trna2268-CysGCA (63863184-63863264)  Cys (GCA) 81 bp  Sc: 31.29 
TCCCTGATGGCTCAATGAGTAAAGCATCTTCCTGCAATGCAAGAGCTGCAGAAGACTCAG 
GTTTGATCCCTGGGTAGGGAA 
>Bos_taurus_chr21.trna1999-GlnCTG (48045905-48045976)  Gln (CTG) 72 bp  Sc: 21.20 
TCGCTAGTGGTCCAATGGCAAAGATTCTGAGCTCTGGATGCAGGGGGCCAGGATTCAATC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna7394-GlnCTG (54632342-54632271)  Gln (CTG) 72 bp  Sc: 32.11 
GGTTCCATGGTGTAATGATGAGTGCTCTGGAATCTGAATCCAGCAATCCGAGTTCAAGTC 
TCTGTGGGACCT 
>Bos_taurus_chr16.trna1891-GlnCTG (49240603-49240675)  Gln (CTG) 73 bp  Sc: 32.42 
TCCTTGGTGATCTAGTGGCTGAGATTCTGCGTTCTGAAGGCAGGGGCCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8397-GlnCTG (65582914-65582841)  Gln (CTG) 74 bp  Sc: 32.87 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCTGGATGCAGTGGGGGCCAGGTTTGAT 
CCTTGGTCAGGAAC 
>Bos_taurus_chr5.trna7524-GlnCTG (72185431-72185359)  Gln (CTG) 73 bp  Sc: 34.96 
TCCCTGATGGTCCAGTGGCCAAGACTCTGTGTTCCTGATGCAAGGGGCCCAGGTTTGATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr19.trna4029-GlnCTG (53532297-53532225)  Gln (CTG) 73 bp  Sc: 40.48 
ACCCTGGTGGTTCAGTGGCTGTGACTCTGCACTCTGAATGCAGCAGGACCAGGTTTGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr13.trna721-GlnCTG (20063453-20063526)  Gln (CTG) 74 bp  Sc: 43.65 
TCCCTGGTGGTCCAGTGGCTATGACCATGTGCTCTGAACGCAGGGGGGCCTGGGTTCGAT 
CCCTAGTCAGGGAA 
>Bos_taurus_chr3.trna4301-GlnCTG (117678950-117679022)  Gln (CTG) 73 bp  Sc: 45.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCTGAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTTGGGTAA 
>Bos_taurus_chr5.trna9766-GlnCTG (11001628-11001556)  Gln (CTG) 73 bp  Sc: 48.74 
TCCCTGGTGGCCCAGTGTCTAGGACTCTGCGCTCTGAAGGCAGGGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2095.trna2-GlnCTG (16679-16751)  Gln (CTG) 73 bp  Sc: 48.74 
TCCCTGGTGGCCCAGTGTCTAGGACTCTGCGCTCTGAAGGCAGGGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna412-GlnCTG (8307560-8307632)  Gln (CTG) 73 bp  Sc: 49.02 
GAGCCAGTGGCCTAATGGATAAGGCATCAGTATCTGGAGCTGGGGGTTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Bos_taurus_chr3.trna8785-GlnCTG (17820262-17820190)  Gln (CTG) 73 bp  Sc: 49.88 
TCACTGGTGGTCCAGTGGCTACGACTCTGTACTCTGAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8852-GlnCTG (16480169-16480097)  Gln (CTG) 73 bp  Sc: 50.44 
TCCCTGGTAGTCCAGTGGATAAGACCCTGTGCTCTGAATGTAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna3945-GlnCTG (64610680-64610608)  Gln (CTG) 73 bp  Sc: 52.91 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCTGAATTCATGGGACCCAGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna107-GlnCTG (3191636-3191708)  Gln (CTG) 73 bp  Sc: 53.87 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTGAATGCAGGGGGCTCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3745-GlnCTG (7494965-7494894)  Gln (CTG) 72 bp  Sc: 55.01 
GGTTCCATGGTGTAGTGATTAGCACTCTAGACTCTGAATCCAGTGATCCAAGTTCAAGTC 
TCGGTGGAACCT 
>Bos_taurus_chr12.trna6013-GlnCTG (21315199-21315127)  Gln (CTG) 73 bp  Sc: 56.72 
TTCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCTGAATGCAGAGAGCCCAGGTACAATC 
CCTGGCTGGGAAA 
>Bos_taurus_chr4.trna3463-GlnCTG (103442359-103442430)  Gln (CTG) 72 bp  Sc: 57.08 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAGTC 
TTGGTGGAACCT 
>Bos_taurus_chrUn.004.2.trna8-GlnCTG (329218-329289)  Gln (CTG) 72 bp  Sc: 59.02 
TGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCAATGGAACCT 
>Bos_taurus_chr18.trna2433-GlnCTG (54332200-54332272)  Gln (CTG) 73 bp  Sc: 59.38 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGCACTCTGATTGCCAAGGTTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7504-GlnCTG (113224740-113224669)  Gln (CTG) 72 bp  Sc: 59.44 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAGTC 



TCAGTGGAACCT 
>Bos_taurus_chr5.trna8694-GlnCTG (42777509-42777437)  Gln (CTG) 73 bp  Sc: 60.90 
GGCCGTGTGGCCTAATGGATAAGGCGTCTGATTCTGGATCAGAAGATTGAAGGTTCAAGT 
CCATTCATGGTCG 
>Bos_taurus_chr23.trna2156-GlnCTG (48113950-48114021)  Gln (CTG) 72 bp  Sc: 61.66 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCCATCCGAGTTCAAGTC 
TCCGTGGAACCG 
>Bos_taurus_chr23.trna1363-GlnCTG (31074628-31074699)  Gln (CTG) 72 bp  Sc: 68.68 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8569-GlnCTG (22699955-22699884)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8576-GlnCTG (22653901-22653830)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8584-GlnCTG (22615359-22615288)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8587-GlnCTG (22590416-22590345)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna873-GlnCTG (23084477-23084548)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chrUn.004.185.trna15-GlnCTG (228823-228894)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chrUn.004.185.trna22-GlnCTG (189441-189370)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chrUn.004.2930.trna11-GlnCTG (6648-6577)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chrUn.004.2930.trna9-GlnCTG (11535-11464)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8593-GlnCTG (22552211-22552140)  Gln (CTG) 72 bp  Sc: 70.79 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna940-GlnCTG (24595650-24595721)  Gln (CTG) 72 bp  Sc: 71.08 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCGAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1378-GlnCTG (31177801-31177872)  Gln (CTG) 72 bp  Sc: 71.26 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Bos_taurus_chrUn.004.2552.trna1-GlnCTG (2200-2271)  Gln (CTG) 72 bp  Sc: 71.26 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Bos_taurus_chr10.trna7732-GlnCTG (12568418-12568347)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr19.trna1407-GlnCTG (28305497-28305568)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr23.trna1319-GlnCTG (30091346-30091417)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr23.trna3407-GlnCTG (31184470-31184399)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr6.trna639-GlnCTG (23604882-23605004)  Gln (CTG) 123 bp  Sc: 20.94 
TCTCTGGTAGTCCAGTGGTACAGACTTCAGTGCTGTGCAGGATCAATGATAACAGCACTT 
ATCAATGCTGATCCTGGTACAGGATCAATGCTGGGGACCCAGGTTTGATCCCTGGTCAGG 
GAA 
>Bos_taurus_chr3.trna746-GlnTTG (21243831-21243903)  Gln (TTG) 73 bp  Sc: 39.71 
TCCCTGGTGGTCCATTGGTTAAGACTCTGCACTTTGAATGCAGGGAGCATGGGTTTAATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1249-GlnTTG (28312758-28312829)  Gln (TTG) 72 bp  Sc: 40.09 
TCCCTGGTGGTCCAGTGGTTAGGATTCAGTAGTTTGACTGCTGAGACCTGGGTTTGATCT 
CTGGTTGGGGAA 
>Bos_taurus_chr23.trna4404-GlnTTG (10602971-10602899)  Gln (TTG) 73 bp  Sc: 40.32 
TCTCTGACAGTCCAGTGGTTGGGACTCAGTGCTTTGACTGCTGTGGGCCTGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr19.trna4923-GlnTTG (36475346-36475274)  Gln (TTG) 73 bp  Sc: 40.40 
TCCCTGGCTGTTCAGTGGTTAGGACTTGGTACTTTGACTGCCGTGGATCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrM.trna3-GlnTTG (4194-4123)  Gln (TTG) 72 bp  Sc: 43.85 
TAGAATTTGGTGTAATTGGGAGCACGAAGAGTTTTGGATTCTTAGGAGTAGGTTCGATTC 
CTATAGTTCTAG 
>Bos_taurus_chr9.trna4482-GlnTTG (94902874-94902802)  Gln (TTG) 73 bp  Sc: 47.16 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTACTTTGACTGCCGAGGGCTGAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4073-GlnTTG (105019822-105019894)  Gln (TTG) 73 bp  Sc: 54.29 
TCCTTGATGGTCCAGTGATTAGGACTTGGCACTTTGACTGCCAAGGGCCCAGGTTCAGTC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna5443-GlnTTG (74387554-74387483)  Gln (TTG) 72 bp  Sc: 55.87 
TCCCTGGTGGTCTAGTGGTTAGGACTCAGAGCTTTGACTACTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna10643-GlnTTG (10098320-10098249)  Gln (TTG) 72 bp  Sc: 56.11 
TTCCTGGTGGTCTAGTGGTTAGGATTCGGCACTTTGACTGCTGTGGCCTGGGTTCAATCC 
CCAGTTGGGGGA 
>Bos_taurus_chr19.trna6013-GlnTTG (17609832-17609761)  Gln (TTG) 72 bp  Sc: 59.07 
TCCCTGGTAGTCTAGTGGTTAGGATTCAACACTTTGACTGCTGTGGCCCGGGTTCAATAC 
CTGGTTAGGGAA 
>Bos_taurus_chr7.trna1307-GlnTTG (23037775-23037846)  Gln (TTG) 72 bp  Sc: 59.35 
TCCCTGGTGGTCCAGTGGTTAGGACTCCATGCTTTGACTGTTGGGACCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1362-GlnTTG (31070717-31070788)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1426-GlnTTG (31705398-31705469)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1427-GlnTTG (31705961-31706032)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna3453-GlnTTG (30256962-30256891)  Gln (TTG) 72 bp  Sc: 69.80 
GGTCCCATGGTGTAATGGTCAGCACTCTGGACTTTGAATCCAGCAATCCGAGTTCGAATC 
TCGGTGGGACCT 
>Bos_taurus_chr19.trna2628-GlnTTG (51584964-51585035)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Bos_taurus_chr19.trna4845-GlnTTG (38583266-38583195)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr25.trna2907-GlnTTG (35596830-35596751)  Gln (TTG) 80 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTGGCGCTTTCACTGCCATGGCTTGGG 
TTCAATCCCCGTTCAGGGAA 
>Bos_taurus_chrUn.004.725.trna2-GluCTC (19880-19952)  Glu (CTC) 73 bp  Sc: 26.89 
TCTCTGGCAGTTCAATGGCTAAGACTCTGTACTCTCACTACAGGGGACCTGGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6689-GluCTC (42398321-42398249)  Glu (CTC) 73 bp  Sc: 28.69 
TCCCTGGCAGTTCAGTAGTTAGAACTAGGTGGTCTCACTGCTCTGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna5651-GluCTC (93982250-93982179)  Glu (CTC) 72 bp  Sc: 29.10 
TCTCTGGTGGTCCAGTGGCTAAGACTTTGCGCTCTCAAAGCAGGGAGACTGGATTCGATC 
CTGTTCAGGGAA 
>Bos_taurus_chr24.trna1306-GluCTC (34219316-34219389)  Glu (CTC) 74 bp  Sc: 29.34 
TCCCTGGTGGTCCAGTGACTAAGAACTCCGTGTTCTCGATGCAGGGGGCCCAGGTTCCAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr6.trna6448-GluCTC (70233922-70233851)  Glu (CTC) 72 bp  Sc: 30.00 
TCCCTGATGGTCCAGCGTTAGGACATGGTTCTCTCACTGCTATAGGTCTGGGTTTGATCT 
CTAGTCAGGGAA 



>Bos_taurus_chr6.trna8142-GluCTC (18202643-18202571)  Glu (CTC) 73 bp  Sc: 30.80 
TCCCTGGTTGTCCAGTGGTTAAGACTCTGCACCCTCAATACAGGGTGTCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna1370-GluCTC (34963449-34963521)  Glu (CTC) 73 bp  Sc: 31.81 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGAGCTCTCAATGCAGGGAGTCTAGGTTCCACC 
CCTAGTCAGAGAG 
>Bos_taurus_chr16.trna1195-GluCTC (34039094-34039173)  Glu (CTC) 80 bp  Sc: 31.86 
TCCCTGATGGTCCATTGGTTAGGACTTGGTGCTCTCACTGCAGGGGTGTAGGGGCCTAGG 
CTCAATCCCTGGTCAGGGTA 
>Bos_taurus_chr28.trna1237-GluCTC (35091974-35092044)  Glu (CTC) 71 bp  Sc: 31.98 
TCCTGGAGGTCCAGGGGTTAGGACTCGGTGTTCTCACTGCCAGGCCTCAGGTTCAATCCC 
TGATCGGGGAC 
>Bos_taurus_chr26.trna857-GluCTC (24928716-24928787)  Glu (CTC) 72 bp  Sc: 32.01 
TCCCTGGAGGAGCAGTGGTTAAGACTCCCCACTCTCCCTGGGAGGGCTCAGGTTCCATCC 
CTGGCCGGGGAA 
>Bos_taurus_chr11.trna892-GluCTC (20909741-20909812)  Glu (CTC) 72 bp  Sc: 32.23 
TCCCTGGTGGTCCAGTGGCTAAGATGCTGTGCTCTCAATGCAGGGTACCTGGGTTTGATC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna4336-GluCTC (11628584-11628512)  Glu (CTC) 73 bp  Sc: 32.48 
TCCCTGGCCGTCCAATTGTTAGGACTCTGCACTCTCACTGCTGAAGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4157-GluCTC (13969582-13969510)  Glu (CTC) 73 bp  Sc: 33.44 
TCCCTGATGGTCCAGTAGTTAAGACTCTGTGTGCTCAATTCAGGGGGCCCGGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna698-GluCTC (13238000-13238072)  Glu (CTC) 73 bp  Sc: 33.62 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGCGCTCTCAGTGCAGGGGGCCCGGGTTGGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chrX.trna2652-GluCTC (71714643-71714715)  Glu (CTC) 73 bp  Sc: 33.97 
TCCCTGGTAGTCCAGTGGCTAAGACTCCGCACTCTCAATGCAGGGGGGCTGGGTTCCTTC 
CCTGCTCAGGGAA 
>Bos_taurus_chr7.trna7541-GluCTC (18412057-18411984)  Glu (CTC) 74 bp  Sc: 33.99 
TCCCTGGTGATCCAGTCGCTAAGACTCTGAGCTCTCAATGCAGGGGGCCCAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1224-GluCTC (30610748-30610820)  Glu (CTC) 73 bp  Sc: 34.10 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTTCTCTCAGTGCAGGGGGTTCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr12.trna755-GluCTC (18616739-18616811)  Glu (CTC) 73 bp  Sc: 34.17 
TCCCTGGTGATCCAGTGGCTGTGATTCTGCACTCTCCATGCAAGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna3896-GluCTC (64092817-64092745)  Glu (CTC) 73 bp  Sc: 34.33 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTCTCAATGCACTGGATACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna1592-GluCTC (57267578-57267648)  Glu (CTC) 71 bp  Sc: 34.47 
TCCCTGATGGTCCAATGGGAGGACTTGGCAATCTCACTGCTAGAACCTGGGTTCAATCTC 
TGGTTGGGGAA 
>Bos_taurus_chr8.trna4885-GluCTC (96130743-96130671)  Glu (CTC) 73 bp  Sc: 34.94 
TCCCTGGTGGCCCAGTGATTAGGGCTCTGTGTTCTCTCTGCTGATGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr8.trna8149-GluCTC (3683348-3683276)  Glu (CTC) 73 bp  Sc: 34.97 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCTCAATGCAGGGGGCTCAGCTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr22.trna4114-GluCTC (10010044-10009973)  Glu (CTC) 72 bp  Sc: 35.12 
TCCCTTGTGGTCTACTGGTTAGGATTCAGTGTTCTCTCCACTGCAGCCTGGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna4866-GluCTC (64615421-64615349)  Glu (CTC) 73 bp  Sc: 35.28 
TCCCTGGTCGTCCAGTGGTTAAGACTCTATGTTCTCAATGCAGGGGGCTCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr1.trna7898-GluCTC (99933323-99933250)  Glu (CTC) 74 bp  Sc: 35.29 
TCCCTGGTGGTCCAGCAATTAGGACTCTGCACACTCACTGCTGAGGGGTTCAGGTTCAAT 
CCCTGGCCGGGGAA 
>Bos_taurus_chrUn.004.1.trna143-GluCTC (2251538-2251610)  Glu (CTC) 73 bp  Sc: 36.03 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGAGCTCTCAATGCAGGGGACCTGGGTTCAATC 
TCTAGTCAGGGAA 
>Bos_taurus_chr17.trna2269-GluCTC (55643896-55643968)  Glu (CTC) 73 bp  Sc: 36.05 
TCCCTGGCAGTCCAGTGGCTAAGACACTGCAATCTCAATGCAAGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5401-GluCTC (28350770-28350698)  Glu (CTC) 73 bp  Sc: 36.29 



TCCCTGGTGGTCCAGTGGCCTAGATTCTGCAGTCTCAATGCAGGGGAGCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7878-GluCTC (14180782-14180710)  Glu (CTC) 73 bp  Sc: 36.83 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGTTCTCTCAATGCAGGAGGGTCAGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4185-GluCTC (8473439-8473367)  Glu (CTC) 73 bp  Sc: 36.83 
TTCCTGGTGGCCCAGGGGCTCAGGCTTCGCATCCTCAATGCAGGGGTCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2729-GluCTC (79627635-79627707)  Glu (CTC) 73 bp  Sc: 37.00 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCTCAATGCAGGGCGCCCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2045-GluCTC (52400585-52400656)  Glu (CTC) 72 bp  Sc: 37.77 
TCCCTGGCAGTCCAATGGTTAGGACTTGGTGCTCTCACTGCAGGGGCCCAGGTTCAACCT 
CTGGTTAGGGAA 
>Bos_taurus_chr20.trna4910-GluCTC (22101783-22101711)  Glu (CTC) 73 bp  Sc: 37.84 
TCCCTGGTGGTGCAGTGGCTAGGACTCTACACTCTCAGTGCGGGGGCCCCAGGTTCTGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.465.trna1-GluCTC (14315-14387)  Glu (CTC) 73 bp  Sc: 37.86 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGTACAGAGGGACTGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna1176-GluCTC (31551005-31551076)  Glu (CTC) 72 bp  Sc: 37.98 
TCCCTGGTGGTCCAGTGACTGGGACTCTGCACTCTCAATGCAGGAGCCCGGGTTGGATCC 
CTGTTCAGGGAA 
>Bos_taurus_chr4.trna4721-GluCTC (116096332-116096260)  Glu (CTC) 73 bp  Sc: 38.59 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGTTCTCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna668-GluCTC (20959413-20959485)  Glu (CTC) 73 bp  Sc: 38.85 
TCCCTGATGGTCCAGTGGTTAAGACTTGGTGCTCTCATTGCCATGGGCCTGGGTTAAATA 
CCTGGTCACGGAA 
>Bos_taurus_chr5.trna1984-GluCTC (54724004-54724076)  Glu (CTC) 73 bp  Sc: 38.92 
TCCCTGGTGGTCCAGTGATTAGGACTTGGTGCTCTCACTGCCAGGGACCTGGGTTCAATC 
CTGGGTCAGGGAA 
>Bos_taurus_chr5.trna4487-GluCTC (113491728-113491799)  Glu (CTC) 72 bp  Sc: 39.06 
TCCCAGGTGGTCCAGAGCTAAGACTCTGTACTCTCAACACAGGGGACCCAGGTTTGATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr3.trna3772-GluCTC (106880769-106880841)  Glu (CTC) 73 bp  Sc: 39.08 
TTCCTGGCGGTCCAGTGTTTAGGACTCTGCACTCTCACTGCAGAGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4280-GluCTC (11952071-11951999)  Glu (CTC) 73 bp  Sc: 39.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCTCAACGTCGGGGGCTCAGGTTCCCTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr22.trna487-GluCTC (10789231-10789303)  Glu (CTC) 73 bp  Sc: 39.69 
TCCCTAGTGGTCCAGTGACTAAGACTCTGCACTCTCAATGTAGGGGACTTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna5506-GluCTC (31530919-31530847)  Glu (CTC) 73 bp  Sc: 39.77 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCTCAATACAGGCAGGCCAGGTTCTATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr23.trna1481-GluCTC (33074973-33075045)  Glu (CTC) 73 bp  Sc: 40.72 
TCTCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCTCAGCGCCGAGGGCCCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr8.trna1430-GluCTC (43986665-43986737)  Glu (CTC) 73 bp  Sc: 40.73 
TCTCTGGTAGTCCAGTGGTTAAGACTCTGTTCTCTCAGTGTAGGGGGCCCAGGTTCAATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr25.trna816-GluCTC (13750321-13750393)  Glu (CTC) 73 bp  Sc: 41.27 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGGGCAGGGAACCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3094-GluCTC (74918155-74918226)  Glu (CTC) 72 bp  Sc: 41.28 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACTGCCACAGCCAGGGTTGAATTC 
CCAGTTAGGGAA 
>Bos_taurus_chr1.trna6856-GluCTC (132298853-132298781)  Glu (CTC) 73 bp  Sc: 41.72 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCTCAGTGCAGGGGGTCCAGGTTCATTT 
CCTGGTCAGGAAA 
>Bos_taurus_chr9.trna4959-GluCTC (84535491-84535419)  Glu (CTC) 73 bp  Sc: 41.94 
TATCTGGTGGTCTAGAGGCTAAGACTCTGAGCTCTCAACGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr20.trna1552-GluCTC (42136910-42136981)  Glu (CTC) 72 bp  Sc: 42.16 
CCCTTGCTGGTCTGGTGGCTAGGATTCCTGGTTCTCATCCAGGCTTTCCAGGTTCAGCTC 



CTGGGCAGGGGA 
>Bos_taurus_chr28.trna1212-GluCTC (34521151-34521223)  Glu (CTC) 73 bp  Sc: 42.31 
TCCTTGGCAGTCCAGTGGTTAGGACTTCATGCTCTCCCTGTCAAAGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr2.trna3176-GluCTC (99515947-99516019)  Glu (CTC) 73 bp  Sc: 42.38 
TCCCTGGTGGTCCAGTGGGTAAGACTCTATGCTCTCAATGCAGGGGACCCAGGATCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4453-GluCTC (26994339-26994267)  Glu (CTC) 73 bp  Sc: 42.47 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCTCAGTGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2247-GluCTC (58962949-58963021)  Glu (CTC) 73 bp  Sc: 42.55 
TTCCTGATGGTCCAGTGGCTAAGACTCCGTGCTCTCAATGCAGGGGGCCCAGGTTTAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6066-GluCTC (16892643-16892571)  Glu (CTC) 73 bp  Sc: 42.90 
TCCCTGATGGTCCAGTGGCTGAGACTCTGAGCTCTCAATGCAGGGAGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna6605-GluCTC (5978651-5978579)  Glu (CTC) 73 bp  Sc: 43.27 
TCCCTGGTGGTCCAGTGGCTAAGACACTGTGCTCTCAATGCAGGGGGCCTGGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.475.trna13-GluCTC (18810-18738)  Glu (CTC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCTCCATGCAGGGGGCTTAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna5156-GluCTC (118057029-118056957)  Glu (CTC) 73 bp  Sc: 43.67 
TCCCTGATGGTCCTGTGGGTAGGATGTGGTGCTCTCGCTGCCTGGAGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1936-GluCTC (55715031-55715103)  Glu (CTC) 73 bp  Sc: 43.75 
TCCCCGGTGGTTCAGTAGTTAGGACTCCGCACTCTCGCTGCTGAGGGCTCTGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna3374-GluCTC (88280785-88280857)  Glu (CTC) 73 bp  Sc: 44.14 
TCCCTGGTGATCCAGTGGTTAGGATTTGGTCCTCTCACTGCCAGCGGCCTAGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr25.trna4326-GluCTC (11556248-11556176)  Glu (CTC) 73 bp  Sc: 44.18 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5721-GluCTC (160713082-160713153)  Glu (CTC) 72 bp  Sc: 44.21 
TCCTTGGTGGTCCAGTGGTTAGGACTTGGTGCTCTCACTGCCAAGGGCCGGGTTTGATTT 
CTGGTTGGGGAA 
>Bos_taurus_chr12.trna1108-GluCTC (25144977-25145049)  Glu (CTC) 73 bp  Sc: 44.43 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTACTCTCAATTCAGGGGTCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6536-GluCTC (65434744-65434672)  Glu (CTC) 73 bp  Sc: 44.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna2948-GluCTC (66923262-66923334)  Glu (CTC) 73 bp  Sc: 44.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGGCCTGGGTCCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr24.trna3297-GluCTC (52287460-52287389)  Glu (CTC) 72 bp  Sc: 44.80 
TCCCTGATGGTCCACTGGTTGGGACTAGGTGCTCTCACTGCCATAGCCCAGGTTCAATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna3058-GluCTC (74320235-74320306)  Glu (CTC) 72 bp  Sc: 45.07 
TCCCTGGTAGTCCAGTGGCTAAGATCCTGAGCTCTCAGTGCAGGGGCCCAGGTTCAATTC 
TTGGTCAGGGAA 
>Bos_taurus_chr5.trna5819-GluCTC (111445376-111445304)  Glu (CTC) 73 bp  Sc: 45.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAGTTCAGGGGCCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4272-GluCTC (60868267-60868195)  Glu (CTC) 73 bp  Sc: 45.10 
TCCCTGGTCGTCCAGTGGCTGAGACTCTGCCCTCTCAATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr10.trna3372-GluCTC (88241020-88241092)  Glu (CTC) 73 bp  Sc: 45.23 
TCCCTGGTGGTCCAGTGACTAAGACTCCGTGCTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6679-GluCTC (35106489-35106417)  Glu (CTC) 73 bp  Sc: 45.29 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGTGTTCTCACTGCCAGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna3738-GluCTC (106057206-106057278)  Glu (CTC) 73 bp  Sc: 45.53 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCTCAAGGCAGGGCCCCCAGGTTCCATC 
CCTGGTCAGGAAA 



>Bos_taurus_chr29.trna3756-GluCTC (9175232-9175161)  Glu (CTC) 72 bp  Sc: 45.57 
TCCCTGGCGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGTCTGGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna7317-GluCTC (119621992-119621920)  Glu (CTC) 73 bp  Sc: 45.95 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCTCAATGCAGGGAGCCCAGGTTTAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrUn.004.7.trna10-GluCTC (302998-303069)  Glu (CTC) 72 bp  Sc: 46.03 
TCCCTGGTGGTCCAACAGTTAGGACTTGGTGCTCTCACTGCCATGGCCCAGGTTCAATCC 
CTGCTTGGGGAA 
>Bos_taurus_chr1.trna8338-GluCTC (86652884-86652813)  Glu (CTC) 72 bp  Sc: 46.05 
TCCCTGGTTGTCCAGTGGCTAAAACTCTATGCTCTCAATGCAGGGGCTCAGGTTCAATCC 
CTGACCAGGGAA 
>Bos_taurus_chr2.trna4175-GluCTC (123364835-123364906)  Glu (CTC) 72 bp  Sc: 46.16 
TCCCTGATGGCCTAATGGTTAAGATGTGGTCCTCTCATCACTATGGCCTGGGTTCAATCC 
CTAGTCAGGGAG 
>Bos_taurus_chr21.trna4490-GluCTC (26728157-26728085)  Glu (CTC) 73 bp  Sc: 46.35 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCATTCTCAGTGCAGGGGGACTGGGTTTGATA 
CCCCGTCAGGGAA 
>Bos_taurus_chr5.trna9802-GluCTC (10451389-10451318)  Glu (CTC) 72 bp  Sc: 46.37 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGTGCTCTCAATGTTGAGACCCAAGTTCAAACC 
TTGGCTGGGGAA 
>Bos_taurus_chr2.trna8095-GluCTC (75035727-75035655)  Glu (CTC) 73 bp  Sc: 46.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna4883-GluCTC (103435269-103435197)  Glu (CTC) 73 bp  Sc: 46.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGTTCTCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3781-GluCTC (103895823-103895895)  Glu (CTC) 73 bp  Sc: 46.89 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTATTCTCAATGCAAGGATCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8805-GluCTC (17558626-17558555)  Glu (CTC) 72 bp  Sc: 47.07 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAATGCAGGGGGCCTGGGTTCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna7903-GluCTC (99896417-99896346)  Glu (CTC) 72 bp  Sc: 47.10 
TCCCTGGTAGTTTAGTGGCTAAGATCCTGTGCTCTCAATGCAGGGGCCCAGGTTCAATCC 
CTGATTGGGGAA 
>Bos_taurus_chr29.trna2158-GluCTC (47554827-47554755)  Glu (CTC) 73 bp  Sc: 47.12 
TCCCTGGTGGTCCAGTGGCTAAGACCCTACATTCTCCATGCAGAGGGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1310-GluCTC (26551238-26551310)  Glu (CTC) 73 bp  Sc: 47.26 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTCTCACTGCCGAGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr20.trna1504-GluCTC (41037256-41037328)  Glu (CTC) 73 bp  Sc: 47.37 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCTCAATGCAGGGGACCCAGGTTAGATC 
CCAGGTTAGGGAA 
>Bos_taurus_chr3.trna6425-GluCTC (85445220-85445149)  Glu (CTC) 72 bp  Sc: 47.70 
TCTTTGCTGGTCTGGTGGTTAGGATTTCTGGTTCTCATCCAGACTACCTAGGTTTAATTC 
CTAGGCAGGGAA 
>Bos_taurus_chrUn.004.3458.trna3-GluCTC (1800-1729)  Glu (CTC) 72 bp  Sc: 47.70 
TCTTTGCTGGTCTGGTGGTTAGGATTTCTGGTTCTCATCCAGACTACCTAGGTTTAATTC 
CTAGGCAGGGAA 
>Bos_taurus_chrUn.004.7373.trna3-GluCTC (1506-1435)  Glu (CTC) 72 bp  Sc: 47.70 
TCTTTGCTGGTCTGGTGGTTAGGATTTCTGGTTCTCATCCAGACTACCTAGGTTTAATTC 
CTAGGCAGGGAA 
>Bos_taurus_chr14.trna6364-GluCTC (8206014-8205943)  Glu (CTC) 72 bp  Sc: 47.70 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGTGCAGGGGCCTGGGTTTGATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna3228-GluCTC (60048075-60048003)  Glu (CTC) 73 bp  Sc: 47.71 
TCCCTGGTGGTCCAGTGGCTAAGACACTACATTCTCAATGCAGCTGGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8386-GluCTC (6844857-6844785)  Glu (CTC) 73 bp  Sc: 48.26 
TTCCTGACAGTCCAGTGGTTAGGACTCTGCACTCTCACTGCCGAGGGCCCAGGTTCTATT 
CTTGGTTGGGGAA 
>Bos_taurus_chrX.trna3265-GluCTC (85160805-85160877)  Glu (CTC) 73 bp  Sc: 48.47 
TCCTTGATGGCCCAGTCGCTAAGACTCTGTGTTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5281-GluCTC (120776571-120776499)  Glu (CTC) 73 bp  Sc: 48.69 



TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTCAGTGCAGAGGGCCCAGGTTTGAGC 
CCTGCTCAGGGAA 
>Bos_taurus_chr7.trna3035-GluCTC (72447356-72447428)  Glu (CTC) 73 bp  Sc: 48.73 
TCCCTGGTGGTCCAGTTGGAAAGACTCTGTGCTCTCAATGCAGGGGGCCCAGGTTCTATC 
CCTGATCAGGGAA 
>Bos_taurus_chr1.trna4809-GluCTC (138264526-138264598)  Glu (CTC) 73 bp  Sc: 49.00 
TTTCTGGTGGTCCAGTGGTTAGGAATTGGCATTCTCACTACCAGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4159-GluCTC (120638404-120638476)  Glu (CTC) 73 bp  Sc: 49.10 
TCCCTGGTAGTCCAGTGGACAAGACTTTGCACTCTCGATGCAGAAGGCCCGGGTTCGATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr16.trna6174-GluCTC (1569574-1569502)  Glu (CTC) 73 bp  Sc: 49.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCTCAGTGCAGGGGGCCCAGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5671-GluCTC (76191467-76191395)  Glu (CTC) 73 bp  Sc: 49.11 
TCTCTGGTGGTCCAGTGGCTAAGATTCTACACTCTCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr21.trna2505-GluCTC (60798758-60798830)  Glu (CTC) 73 bp  Sc: 49.23 
TCCCTGATGGTCCAGTGCCTAAGACTCTGCACTCTCAATGCAGGTGGCATGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna311-GluCTC (7088838-7088910)  Glu (CTC) 73 bp  Sc: 49.40 
TCTCTGGTGGTCCAGTGGCTAAGACGCTGCACTCTCAATGCAGGGGACCCAGGTTCAGTG 
CCTGGTTAGGGAA 
>Bos_taurus_chr20.trna890-GluCTC (25448092-25448164)  Glu (CTC) 73 bp  Sc: 49.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna1119-GluCTC (23696914-23696984)  Glu (CTC) 71 bp  Sc: 49.64 
TCCCTGGTGGTCTAGTGTTTAGGATTCGGCGCTCTCACCGCCGTGGCCTGGGTTCGTTTC 
CGGTCAGGGAA 
>Bos_taurus_chr5.trna3501-GluCTC (93927523-93927595)  Glu (CTC) 73 bp  Sc: 49.74 
TCCCTGGTAGTCCAGTGACTAGGACTAGGCACTCTCACTGCTAAGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4773-GluCTC (119175227-119175299)  Glu (CTC) 73 bp  Sc: 49.89 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr22.trna1322-GluCTC (36420122-36420194)  Glu (CTC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCAGTCTCATTGCTGAGGGCCGGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1182-GluCTC (29688661-29688732)  Glu (CTC) 72 bp  Sc: 50.46 
TCCTTGGTGGTCCAGTGGTAGGACTCTATGCTCTCAATGCAGGGGGCACAGGTTTGATAC 
CTGTTCAAGGAA 
>Bos_taurus_chr21.trna3849-GluCTC (43645737-43645665)  Glu (CTC) 73 bp  Sc: 50.87 
TTTCCGGTGGTCTAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGGCCTGGGTTCGATA 
CCTAGTCAGGAAA 
>Bos_taurus_chr4.trna4556-GluCTC (119338292-119338220)  Glu (CTC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCCCTCTCAATGCAGGGGAACCAGGTTCAATT 
TCTGCTCAGGGAA 
>Bos_taurus_chr13.trna1122-GluCTC (28534532-28534604)  Glu (CTC) 73 bp  Sc: 51.05 
TCCCTGGTGGTCCAGTGGATAAGACTCTGTGCTCTCAATACAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chrUn.004.783.trna7-GluCTC (1083-1011)  Glu (CTC) 73 bp  Sc: 51.40 
CCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCTCAATGCCGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna195-GluCTC (5993005-5993077)  Glu (CTC) 73 bp  Sc: 51.41 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCCCACTCAATGCAGCGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6692-GluCTC (34947196-34947125)  Glu (CTC) 72 bp  Sc: 51.54 
TCCCTGGTGGTCTAGTGGGTAAGACTCCTCAGTCTCAATGAAGGGGCCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna590-GluCTC (12575414-12575486)  Glu (CTC) 73 bp  Sc: 51.64 
TCCTTGGCTGTCCAGTGGTTAAGACTCTGCATTCTCAATGCCGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5588-GluCTC (21223932-21223861)  Glu (CTC) 72 bp  Sc: 51.68 
TCCTTGGTGGTCTAGTGGTTAGGATTCAGTGCTCTCACTGCAGCAGTCTGGGTTCAATTC 
CCAGCCAGGAAA 
>Bos_taurus_chr21.trna4854-GluCTC (21253904-21253832)  Glu (CTC) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCTCAATGCAGAGGGCCTGGGTTTGATC 



CTGAGTCAGGGAA 
>Bos_taurus_chr11.trna915-GluCTC (21395254-21395326)  Glu (CTC) 73 bp  Sc: 51.91 
TCCCTAATAGTCTAGTGGTTAGGACTTGGTGCTCTCACTGCCAGGGCCACGGGTTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr13.trna2288-GluCTC (59189316-59189388)  Glu (CTC) 73 bp  Sc: 53.12 
TCCTTGCTGGTCCAGTGGCTAAGACTCTGAGCTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5331-GluCTC (75486408-75486336)  Glu (CTC) 73 bp  Sc: 53.22 
TCTCTGGTGGTCCAGTAGTTAGGACTCAGCACTCTCACTGCTGAGGACCCGGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna791-GluCTC (14141290-14141361)  Glu (CTC) 72 bp  Sc: 53.23 
TCCCTGGTGGTCCAGTGCTTACAACTTTGCACTCTCAATGCAAGGGCCTAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.3787.trna2-GluCTC (8580-8651)  Glu (CTC) 72 bp  Sc: 53.23 
TCCCTGGTGGTCCAGTGCTTACAACTTTGCACTCTCAATGCAAGGGCCTAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna4492-GluCTC (106733462-106733534)  Glu (CTC) 73 bp  Sc: 53.57 
TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGTTCTCACTGCTGGGGCCCCAGGTTCAATC 
CCTGGTCGGGAAA 
>Bos_taurus_chr19.trna2791-GluCTC (55969969-55970041)  Glu (CTC) 73 bp  Sc: 53.58 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCATTCTCCCTGCCAGGGACCCAGATTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3035-GluCTC (71769370-71769442)  Glu (CTC) 73 bp  Sc: 53.58 
CCCTTGATGGTCCAGTGGCTAAGACTCTGTTCTCTCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4757-GluCTC (40419560-40419488)  Glu (CTC) 73 bp  Sc: 53.75 
TCCCTGATAGTCCAATGGTTAGGACTCTGTGCTCTCACTGCTGAGGGCCTGGGTTCGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4639-GluCTC (41980531-41980459)  Glu (CTC) 73 bp  Sc: 53.86 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAATGCAGGCGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna2577-GluCTC (41180052-41179980)  Glu (CTC) 73 bp  Sc: 54.23 
TCCCTGGTGGTCCAACGGTTAGGACTCTGTGCTCTCATTGCCGAAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4944-GluCTC (35708394-35708322)  Glu (CTC) 73 bp  Sc: 54.49 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCCATGCAGAGGGCCCTGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna250-GluCTC (4229738-4229810)  Glu (CTC) 73 bp  Sc: 54.51 
TCCTTGGTGGTCCAGTGGCCAAGACTCTGCATTCTCAATGCAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3800-GluCTC (57237344-57237273)  Glu (CTC) 72 bp  Sc: 54.67 
TCCCTCATGGTCCAGTAGTTAGGACTCAGCGCTCTCACTTCTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7655-GluCTC (17213576-17213504)  Glu (CTC) 73 bp  Sc: 54.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCTCAATGTAGGGGACCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr17.trna4399-GluCTC (58212405-58212333)  Glu (CTC) 73 bp  Sc: 54.84 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCTCAATGCGGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2006-GluCTC (34286579-34286651)  Glu (CTC) 73 bp  Sc: 54.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCTCAATGCAGGGAACCTGGGTTCGATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr25.trna1724-GluCTC (29520890-29520962)  Glu (CTC) 73 bp  Sc: 55.37 
TCCCTGGTAGTCCAGTGGCTAAGACTCCTCACTCTCAATGCAGGGGACCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2978-GluCTC (30038191-30038119)  Glu (CTC) 73 bp  Sc: 55.66 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGAGGCCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3825-GluCTC (62467929-62467857)  Glu (CTC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCACTCTCACTGCAGAGGGCCCAGGTTCAACC 
CCTGCTTGGGGTT 
>Bos_taurus_chr17.trna5985-GluCTC (19728510-19728438)  Glu (CTC) 73 bp  Sc: 55.84 
TCCCTCATGGTCCAGTGGTTAGGACTTCATGTTCTCATCATGGAAGGCCCAGGATCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna3216-GluCTC (71420711-71420782)  Glu (CTC) 72 bp  Sc: 55.88 
TTCCTAGCAGTCCAGTGGTTAGGACTCAGTGCTCTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTGGGAAA 



>Bos_taurus_chr10.trna6492-GluCTC (46532454-46532382)  Glu (CTC) 73 bp  Sc: 55.98 
CCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTCTCACTGCTAGGGCCCCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr11.trna1593-GluCTC (39456729-39456801)  Glu (CTC) 73 bp  Sc: 56.29 
TCCCTGGTGGTCCAGTGGTTAGGTCTTAGTGCTCTCACTGCTGTGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2569-GluCTC (50429676-50429747)  Glu (CTC) 72 bp  Sc: 56.39 
TCCCCGGTGGTCCAGTGATTAGGATGCGGTACTCTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTGGGGTA 
>Bos_taurus_chr13.trna1114-GluCTC (28301611-28301683)  Glu (CTC) 73 bp  Sc: 56.54 
TTCCTGGTGGTCCAGTAGTTAAGACTCTGCACTCTCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna410-GluCTC (11019407-11019479)  Glu (CTC) 73 bp  Sc: 56.55 
TCCCTGGTGGTTCAGTGGTTAGAACTCTGCACTCTCACTGCCAGCAGCTCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna3230-GluCTC (33138753-33138682)  Glu (CTC) 72 bp  Sc: 56.90 
TCCCTGGTGGTCTAGTGGTTACGATTTGGTGCTCTCACTGCCATGGCCTAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr10.trna6424-GluCTC (47739109-47739038)  Glu (CTC) 72 bp  Sc: 57.05 
TCCCTGGTGGTCTAGTGCTTAGGACGTGGCACTCTCACTACTGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.8.trna92-GluCTC (42853-42782)  Glu (CTC) 72 bp  Sc: 57.07 
TCCCTGGTGGTCCAGTGGTTAGAACTTGGTGCTCTCACTGCCAGGGCCCAGGTTCAATCC 
CTGGTCAGGGCA 
>Bos_taurus_chr15.trna5655-GluCTC (20053899-20053829)  Glu (CTC) 71 bp  Sc: 57.31 
TCCTTGGTGGTCTAGTGGTAGGATTCAGTGCTCTCACCACTGCAGCCCAGGCTCGATTCC 
TGGTCAGGGAA 
>Bos_taurus_chr24.trna2467-GluCTC (59544510-59544582)  Glu (CTC) 73 bp  Sc: 57.77 
TCCCTGGTGGTCCAGTGGCTAGGATTCTGCACTCTCAATGTAGGGGGCCCAAGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna863-GluCTC (22066163-22066234)  Glu (CTC) 72 bp  Sc: 57.78 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTCTCACTGCTGAAGTCTGGGTTCGATCC 
CCAGTCGGGGAA 
>Bos_taurus_chr25.trna3748-GluCTC (22626753-22626681)  Glu (CTC) 73 bp  Sc: 60.28 
TCCCTGGCAGTCCAGTGGTTAGGATTCTGTACTCTCACTGCAGAGGGTCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5622-GluCTC (114389042-114388970)  Glu (CTC) 73 bp  Sc: 60.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCCCTCTCACTGCCGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr2.trna738-GluCTC (24144135-24144207)  Glu (CTC) 73 bp  Sc: 61.01 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCAGTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr29.trna1734-GluCTC (46388482-46388554)  Glu (CTC) 73 bp  Sc: 61.04 
TCCCTGATGGTTTGGTGGCTAAAACTCTGTGCTCTCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr27.trna2963-GluCTC (26747788-26747716)  Glu (CTC) 73 bp  Sc: 61.30 
TTCCTGGTGGTTCAGTGGTTAGGACTCTGCACTCTCATTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna5023-GluCTC (108411535-108411463)  Glu (CTC) 73 bp  Sc: 61.39 
TCCCTGGTGGTCCAGTGGTTAAAACTCTGCACTCTCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4031-GluCTC (48006039-48005968)  Glu (CTC) 72 bp  Sc: 62.06 
TCCCTGGTGGTCCAGTGGTGAGGACTCAGCACTCTCATAGCCGAGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr20.trna4418-GluCTC (36109223-36109151)  Glu (CTC) 73 bp  Sc: 63.58 
TCCCTGATGGTCCAGTGGTTAGGACTCAGCACTCTCACTGCTGAGGGCCTGGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr2.trna11-GluCTC (859260-859332)  Glu (CTC) 73 bp  Sc: 64.37 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4198-GluCTC (8324689-8324617)  Glu (CTC) 73 bp  Sc: 64.49 
TCCCTGATGGTCCAGTGGTTAAGACTCCACACTCTCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2266-GluCTC (50929599-50929671)  Glu (CTC) 73 bp  Sc: 64.51 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCATTC 
CCTGGCTGGGGAA 
>Bos_taurus_chrUn.004.1392.trna1-GluCTC (9711-9783)  Glu (CTC) 73 bp  Sc: 72.43 



TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr3.trna9113-GluCTC (8814852-8814781)  Glu (CTC) 72 bp  Sc: 75.29 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTTAGGGAA 
>Bos_taurus_chr23.trna3467-GluCTC (30068557-30068486)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8534-GluCTC (23224570-23224499)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna9107-GluCTC (8947627-8947556)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna9110-GluCTC (8824316-8824245)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna9125-GluCTC (8628653-8628582)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr7.trna1949-GluCTC (42028609-42028680)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr18.trna3207-GluCTC (60525358-60525235)  Glu (CTC) 124 bp  Sc: 22.46 
TCCTTGGTGGTCCAGTGATTAAGACACCTGGCTCTCAATGCTAGCTTCGGCGAGGGCGGG 
GGTGGGGGGTGGGAGGGGATCAGGACTTGGGGGAAGTGCCTAGGTTCGATCCCTGATCAG 
GGAA 
>Bos_taurus_chr18.trna2747-GluCTC (60700327-60700450)  Glu (CTC) 124 bp  Sc: 22.46 
TCCTTGGTGGTCCAGTGATTAAGACACCTGGCTCTCAATGCTAGCTTCGGCGAGGGCGGG 
GGTGGGGGGTGGGAGGGGATCAGGACTTGGGGGAAGTGCCTAGGTTCGATCCCTGATCAG 
GGAA 
>Bos_taurus_chr18.trna4125-GluTTC (46926347-46926276)  Glu (TTC) 72 bp  Sc: 25.42 
TCTCTGGCTGTCCAGGGATTAGGACTCCATGCTTTCACTGTGGAGGGTCGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna5965-GluTTC (59784280-59784209)  Glu (TTC) 72 bp  Sc: 25.91 
TCCCTCGTGGTCCAGTAGTTAGGACTAGGTGCTTTCTCTACCAGAGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.551.trna7-GluTTC (42365-42293)  Glu (TTC) 73 bp  Sc: 27.01 
TCCTTGGCAGTCTAGTGGGTAGGACTCGGTGCTTTCATTGCCCCAGGCCCAGGCTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.897.trna3-GluTTC (2713-2641)  Glu (TTC) 73 bp  Sc: 27.01 
TCCTTGGCAGTCTAGTGGGTAGGACTCGGTGCTTTCATTGCCCCAGGCCCAGGCTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna4973-GluTTC (50728208-50728137)  Glu (TTC) 72 bp  Sc: 27.93 
TCCCCAGTGGTCCAGTCATTAAGACTCTGTGCTTTCACTGCAGGGAATGCGGGTTCGATC 
CCTACTGGGGAA 
>Bos_taurus_chr18.trna4276-GluTTC (44528996-44528925)  Glu (TTC) 72 bp  Sc: 27.98 
TCTCTGGCTGTCCAGTGGTTAGGACTTGGTGTTTTCATTGCCAGGGCCTGGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr28.trna2889-GluTTC (7582726-7582654)  Glu (TTC) 73 bp  Sc: 28.02 
TCCCTGGTCGTTCAGTGGTTAAGATTCTGCACTTTCACTACAGGGGGAACAGGTTCCTTC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2227-GluTTC (61242053-61242124)  Glu (TTC) 72 bp  Sc: 28.37 
TCCCTGGTTATCCAGTGGTTAGGATTCAGTGCTTTCACTGCTGTAACTTGGGTTCAGTCC 
CTGGTTAGGGAA 
>Bos_taurus_chr5.trna2902-GluTTC (78087303-78087373)  Glu (TTC) 71 bp  Sc: 28.40 
CCCTAGCTGTCCAATGGTTAAGATTCAGTGCTTTCACAGCTGTGGCCCTGGGTTCAATCT 
CTGGTTGGGGA 
>Bos_taurus_chr17.trna1801-GluTTC (49875387-49875457)  Glu (TTC) 71 bp  Sc: 28.82 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGAGCTTTCACTGCCAGGGCTGGGTTCAGTCCC 
TGGTCAGGGAA 
>Bos_taurus_chr5.trna2361-GluTTC (64947860-64947932)  Glu (TTC) 73 bp  Sc: 28.95 
TCCCTGGCGGTCCAGTGGTTAGGACCTTGCGATTTCACTGCGGACAGCCCAGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna11014-GluTTC (2428680-2428610)  Glu (TTC) 71 bp  Sc: 29.07 
TCCCTGGTGGTTCAGTGGTAAGGACTTGGTGCTTTCACTACTGGGTCCAGCTTCTATCCC 
TGGCTGGGGAT 



>Bos_taurus_chr22.trna3874-GluTTC (14768844-14768772)  Glu (TTC) 73 bp  Sc: 29.15 
TCCCTGGCAGTTCAGTGGTTAGGACTTTGTGATTTCACTGCAGGGGATGCAGGTTTGATT 
CCTGTTTGGGGAA 
>Bos_taurus_chr11.trna7219-GluTTC (48782125-48782053)  Glu (TTC) 73 bp  Sc: 29.50 
TCCTTGGCAGTCCAGTGGTTACGATTTGGTGCTTTCATTGCCAGGGGCCTGGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4676-GluTTC (54778628-54778556)  Glu (TTC) 73 bp  Sc: 29.61 
TTCCTGGTTGTCCAGCGGTTAGGACTAGGTATTTTCATTGTTCTGGGCCCAGATTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna5352-GluTTC (113439378-113439306)  Glu (TTC) 73 bp  Sc: 29.66 
TCTCTGGCAGTCCAGTGGTGAGGACTCTGTGCTTTCACTACAGGGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna423-GluTTC (10307391-10307462)  Glu (TTC) 72 bp  Sc: 29.85 
TCCCTGGCCGTCCAGTGGTTAGGACTCTGTAGTTTCATTGCTGAAGGCCAGGGTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr2.trna4210-GluTTC (123818784-123818856)  Glu (TTC) 73 bp  Sc: 30.56 
TCCCTGGTGGTTCAGTGATTGGGACTTGGTGGTTTCGCTTCCATAGCTCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7094-GluTTC (50590779-50590707)  Glu (TTC) 73 bp  Sc: 30.60 
TCCCTGGCGGTCCAGTGCTTAGGACTAGGCACTTTCATTGCCGAGGACCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr24.trna3352-GluTTC (50983526-50983455)  Glu (TTC) 72 bp  Sc: 30.75 
TCCTGGAAGTCCAGTGGTTAAGACTCAGCGCTTTCACTACTGAGGGCCTGGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1919-GluTTC (50169469-50169539)  Glu (TTC) 71 bp  Sc: 30.80 
CCCTGGCCGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCTTGGGTTCAGTCC 
CTGATTAGGGG 
>Bos_taurus_chr12.trna727-GluTTC (18049191-18049263)  Glu (TTC) 73 bp  Sc: 31.33 
TCCCTGGTGGTCCAGTAGTTAGGACTCAGTGTTTTCACTGCTGACAGTGTGGGTTCAAAC 
CCTCTTTAGGGAA 
>Bos_taurus_chr5.trna3048-GluTTC (81354204-81354276)  Glu (TTC) 73 bp  Sc: 32.08 
TCTCTGGTGGTCCAGCGGTTAGGACCTGGTGCTTTCACTGCCAAGGGCTTGGATTCTATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr9.trna5442-GluTTC (72503102-72503031)  Glu (TTC) 72 bp  Sc: 32.10 
TCCCTGGTGGTTCAGTCATTAGGACTCTGTGCTTTCACTGCAGGGGCACAGGTTCCATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr2.trna10414-GluTTC (2228739-2228669)  Glu (TTC) 71 bp  Sc: 32.43 
TTCTTGATGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGAGCCAGAATCAATCCC 
TGGTTGGGGGA 
>Bos_taurus_chr18.trna4105-GluTTC (47231004-47230933)  Glu (TTC) 72 bp  Sc: 32.44 
TCCTTGGCAGTCCAGTGCTTAAGACTTGGAGTTTTCACTGCTGAAGTCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr20.trna2227-GluTTC (60886644-60886714)  Glu (TTC) 71 bp  Sc: 32.50 
TCCTCGTGGTCCAGTGATTAGGACTTGGCACTTTCATTACTGTGGCCCAGGTTCAGCTCT 
TGGTCGGGGAA 
>Bos_taurus_chr12.trna1782-GluTTC (43659741-43659813)  Glu (TTC) 73 bp  Sc: 32.69 
TCCCTTGTAGTCCAGAGGTGAGGATTCTGCGCTTTCACTGTAGAAGGGCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4010-GluTTC (63583660-63583588)  Glu (TTC) 73 bp  Sc: 33.13 
TCTCTGGCTGTCCAGTGGTTGGGACTTGGCACTTTCACTGCTGTGGGCCTAGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrX.trna21-GluTTC (343756-343826)  Glu (TTC) 71 bp  Sc: 34.05 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGCGCTTTCACTGCTGGGCCTGGGTTGTATCCC 
TAATTGGGGAA 
>Bos_taurus_chr19.trna5807-GluTTC (20905354-20905282)  Glu (TTC) 73 bp  Sc: 34.06 
TCCCTGGTGGTCTAGCGGTAAGGATTCTGCGTTTTCACTGCTGAAGGTCTGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrUn.004.761.trna8-GluTTC (22752-22680)  Glu (TTC) 73 bp  Sc: 34.14 
TTCTTGGTGGTCCAGTGGTTAAGACTTGGTGATTTCACTGCCATGGACCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr5.trna3039-GluTTC (81134991-81135063)  Glu (TTC) 73 bp  Sc: 34.37 
TCTCTGGTGGTCCAGCGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCTTGGATTCTATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna3730-GluTTC (46961052-46960980)  Glu (TTC) 73 bp  Sc: 34.90 
TCCCTGGTGGTTCAGTGATGAGGACCCGGTGCTTTCACTGCCGTGGGCCCGGGTTTGATC 
CCTGACCAGGGAA 
>Bos_taurus_chr5.trna9756-GluTTC (11205798-11205726)  Glu (TTC) 73 bp  Sc: 34.90 



TTCCTGGTGGTTCACTGGTTAAGAATCTGTGCTTTCACTGCAGGGGACCCAGGTTTGATT 
CCTGGTCGGGAAG 
>Bos_taurus_chr7.trna260-GluTTC (5876867-5876938)  Glu (TTC) 72 bp  Sc: 35.65 
TCCCTGGCAGTCCACTGGTTAGGACTCTGTGATTTCACTGCTGTGGCCCAGGTTCAACCC 
CTGGTTGGGGAA 
>Bos_taurus_chr10.trna6253-GluTTC (51344828-51344757)  Glu (TTC) 72 bp  Sc: 35.66 
TCCCTGATGGTCCAGTGGCTAAGACTCCACGTTTTCAATGTAGGCGGTCCTGGTTCGATC 
CTAGGTCAGGAG 
>Bos_taurus_chr16.trna4811-GluTTC (39251849-39251778)  Glu (TTC) 72 bp  Sc: 36.02 
TCCTGGGTTGTCTAGAGGTTAGGACTCAGTGCTTTCACTGCTGTGCCTTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr16.trna5339-GluTTC (26945073-26945001)  Glu (TTC) 73 bp  Sc: 36.32 
TCCTTGGCAGTCCAGTGACTAGGACTCGGCACTTTCACTGCCAGGGGCCTGGGTTCAATT 
CCTGGTCAAGGAA 
>Bos_taurus_chr24.trna2511-GluTTC (60272011-60272082)  Glu (TTC) 72 bp  Sc: 36.56 
TCCCTGGCGGTCCAGTGGTTGGGACTTGGCGCTTTCCCTGCCAGGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna2510-GluTTC (62088051-62088123)  Glu (TTC) 73 bp  Sc: 36.78 
TTCCTGGTGGTCCAGTAGTTAGGACTCCATGCTTTCACTGTAGTGAGCCTTGGTTCCATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna5328-GluTTC (34578638-34578566)  Glu (TTC) 73 bp  Sc: 36.96 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTGAGGGCCTGGGTTCAGTG 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3311-GluTTC (30585668-30585597)  Glu (TTC) 72 bp  Sc: 37.25 
TCCCTGGCAGTCTAGTGGTTAAGATTTGGTGATTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna1021-GluTTC (29923278-29923350)  Glu (TTC) 73 bp  Sc: 37.27 
TCCCTGGTGGTCCAGTGGTTGAGACTCCATGCTTTCACTGTGTAGGGCCCAGGTTTAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna7797-GluTTC (42129742-42129670)  Glu (TTC) 73 bp  Sc: 37.37 
TCCCTGGCTGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGTGGGCCTAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr2.trna3439-GluTTC (106055529-106055601)  Glu (TTC) 73 bp  Sc: 37.50 
TCCCTGGTGGTTCAGTTGTTAGGATTCAGAGCTTTCACTGCTGAGGGCCCAGGTTCAGTT 
CCTGGTTGGGGGA 
>Bos_taurus_chr9.trna7226-GluTTC (19865739-19865667)  Glu (TTC) 73 bp  Sc: 37.52 
TCCCTGGTGGTCCAGTGGTCAAGACTCTGTGCTTTCATTGCAGGGGGTACAGGTTCCATC 
TCTGATCAGGGAA 
>Bos_taurus_chr10.trna6275-GluTTC (50950324-50950252)  Glu (TTC) 73 bp  Sc: 37.76 
TTCCTGGTGGTCCAGTGGTTGGGATTTGGCACTTTCATTTCTGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGTT 
>Bos_taurus_chr19.trna1580-GluTTC (31236351-31236424)  Glu (TTC) 74 bp  Sc: 37.97 
TCCCTGATGGTCCAGTGGTTAAGACTCAGTGCTTTCACtgttgtGGGCCCAGGGTCCAAC 
TCCTGGTTGGGGAA 
>Bos_taurus_chr3.trna1013-GluTTC (26604798-26604870)  Glu (TTC) 73 bp  Sc: 38.03 
TCCCTGAATGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGACACAGGTCCAATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr15.trna3535-GluTTC (73377760-73377688)  Glu (TTC) 73 bp  Sc: 38.03 
TCTCTGGTGGTCTGGTGGTTAGGACCCTGTGCTTTCACTGCTGATGGCCCAGGTTTGATT 
CCTGGTCGGGGAA 
>Bos_taurus_chr25.trna671-GluTTC (11722401-11722473)  Glu (TTC) 73 bp  Sc: 38.13 
TTCCTGGTGGTCCAGTAGCTAGGATTTGGCTCTTTCATTGCCAAGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2824-GluTTC (66232707-66232778)  Glu (TTC) 72 bp  Sc: 38.14 
TCCCTGCTGGTCCAATGGTTAAGACCTGGTACTTTCACTGCTGGAGCCTAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna4536-GluTTC (65535252-65535181)  Glu (TTC) 72 bp  Sc: 38.22 
TCCTTGGTGGTGCAGTGGTTAGGACTTGGTGCTTTCTCTGCAATGGCTCAGGTTCAATCT 
CTGGTCAAGGAA 
>Bos_taurus_chr1.trna7433-GluTTC (115704330-115704258)  Glu (TTC) 73 bp  Sc: 38.24 
TCTCTGGTGGTCCACTGATTAGGACTCAGCCCTTTCATTGCTGAGGGCCTAGGTTCAACC 
CCTGGTCAGTGAA 
>Bos_taurus_chrX.trna4723-GluTTC (62504905-62504834)  Glu (TTC) 72 bp  Sc: 38.39 
TCCCTGATGGTTCAGTGGTTAGGACTCAGTGCTTTCCCTGCTGTGGCCTAGGTGCAATCC 
TTGGTGAGGGAA 
>Bos_taurus_chr9.trna5294-GluTTC (76358111-76358040)  Glu (TTC) 72 bp  Sc: 38.40 
TCTCTGATGGTCCAGTGGTTGGGATTTGGCATTTTCACTGGCAAGGTCTGGGTTTGATCC 



CTGGTTGGGGAA 
>Bos_taurus_chr7.trna872-GluTTC (15065579-15065651)  Glu (TTC) 73 bp  Sc: 38.58 
TCTCTGGTGGTCCGGTGGTTAAGACTCCGTGCTTTCAGTGCTGAGGGCTCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr4.trna2552-GluTTC (80445634-80445707)  Glu (TTC) 74 bp  Sc: 38.71 
TCCCTGGTTGTCCAGTGGAAAGGACTTGGTACTTTCATTTCTATGGGCCCCAGGTTCAAT 
CCCTGGTCACGGAA 
>Bos_taurus_chr9.trna1561-GluTTC (48484238-48484309)  Glu (TTC) 72 bp  Sc: 38.78 
TCTCATATGGTCTAGCTGTTAGGATTCCTGGTTTTCACCCAAGCAGCCAGCGTTCAACAC 
CCTGTATGGGAA 
>Bos_taurus_chr27.trna1719-GluTTC (44974412-44974484)  Glu (TTC) 73 bp  Sc: 38.81 
TCCCTGGTTGTCCAGTGGTTAGGACTCGGCTCTTTCACTGCTGGAGGCCCAGGGTCAATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr18.trna3196-GluTTC (61027818-61027746)  Glu (TTC) 73 bp  Sc: 38.81 
TCCCTGGTGGTCCAATGGTTAGGACACTGTGATTTCACTGCTGAAGGTTTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr1.trna8921-GluTTC (67707734-67707655)  Glu (TTC) 80 bp  Sc: 38.94 
TTCCTGGTGGTTCAGTGGTTAGAACTTGGCACTTTCACTTCCAGGGCCCAGAGACCGGGG 
TTCAGTCCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2548-GluTTC (42067126-42067054)  Glu (TTC) 73 bp  Sc: 39.01 
TCCTCAGTGGTCCAGTGGTTAAGACTCCATGCTTTCATTGTCGGGGGTGCAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chrUn.004.46.trna17-GluTTC (314783-314853)  Glu (TTC) 71 bp  Sc: 39.05 
TCCCTGGTGGTCCAGGGTTAAGATGTGCTGCTTTCAATGCCAGGGCCCACGTTCCATCCC 
TGGCTGGGGAA 
>Bos_taurus_chr25.trna2297-GluTTC (38077035-38077107)  Glu (TTC) 73 bp  Sc: 39.06 
TCCCTAGTGGTCCAGTGGTCAGGACCCGGCATTTTCACTGCCTTGGCCCCACGTTCATTC 
TCTGGTTGGGGAA 
>Bos_taurus_chr18.trna4051-GluTTC (47735447-47735376)  Glu (TTC) 72 bp  Sc: 39.10 
TCCCTGGTGGTCCAGTGGTTAGGACTTCGTGCTTTCACTACCAGGGCCCGGGTGTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna8446-GluTTC (25584428-25584357)  Glu (TTC) 72 bp  Sc: 39.13 
TCCCTGGTGGTCCAGTAGTTAGGACTCAGTGCTTTCACTACTGTGGCCTGGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna5587-GluTTC (88802955-88802883)  Glu (TTC) 73 bp  Sc: 39.15 
TCTCTTGCTGGTCTAGTGGCTGGGATTCCTGGTTTTCATCCAGACCACCCAGGTTCGATT 
CCTGGGCAGGGAA 
>Bos_taurus_chr15.trna712-GluTTC (25833011-25833082)  Glu (TTC) 72 bp  Sc: 39.16 
TCCCTGATGGTCCAGAGGTGGGGACGTGGCGCTTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTTGGGAAC 
>Bos_taurus_chr13.trna1172-GluTTC (29489543-29489616)  Glu (TTC) 74 bp  Sc: 39.21 
TTCTCTAGTGGTCCAGTGGTTAGGACTTGGCATTTTCACTGCTGAAGATCCAGGTTCAGT 
CCCTGGTTGGGAAA 
>Bos_taurus_chr12.trna348-GluTTC (11297923-11297994)  Glu (TTC) 72 bp  Sc: 39.21 
TTCTTGATGGTCCGGTGGCTAAGACTTTGTGCTTTCAATGCAGGGACCCAGGTTCATTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna7234-GluTTC (51958328-51958256)  Glu (TTC) 73 bp  Sc: 39.26 
TCCTTGGCAGTCCAGTGATTAGGACTTGGCTCTTTCACTGTCAAGGACCCAGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2523-GluTTC (59707140-59707212)  Glu (TTC) 73 bp  Sc: 39.31 
TCCCTGGTGGTCCAGTGGTTGGGACTTGGAGCTTTCACTGCTGTAGCCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna2525-GluTTC (59735018-59735090)  Glu (TTC) 73 bp  Sc: 39.31 
TCCCTGGTGGTCCAGTGGTTGGGACTTGGAGCTTTCACTGCTGTAGCCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna239-GluTTC (6533610-6533681)  Glu (TTC) 72 bp  Sc: 39.32 
TCCCTGGTGGTCTAGTGGTTGGGATTCAGCACTTTCACTGCCATGGGCCAGGTTTAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr24.trna4718-GluTTC (22193020-22192948)  Glu (TTC) 73 bp  Sc: 39.51 
TCCCTGGAAGTCCAGTGGCTAGGACTCAGTGCTTTCATTGCTGAGGGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4677-GluTTC (34409151-34409079)  Glu (TTC) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTAAAGACTCTGTGTTTTCACTGCAGGGGGCACAGGTTTGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna7976-GluTTC (61548833-61548761)  Glu (TTC) 73 bp  Sc: 39.61 
TTCTTGGTAGTCCAATGGTTAAGACTGGGTACTTTCACTGCCATGGGCTCAGGTTCAATT 
GCTGGTCAGGGAA 



>Bos_taurus_chr8.trna216-GluTTC (6485187-6485259)  Glu (TTC) 73 bp  Sc: 39.71 
TCCCTGGTGGTTCAGAGGTTAAGACTCTGCTGTTTCAATGCAGGGGGCACAGGTTCTAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna979-GluTTC (22933201-22933273)  Glu (TTC) 73 bp  Sc: 39.72 
TCCCTGGTAGTCCACTGGTTTAGACTCTGTGCTTTCAATGCAGGGGACACAGGTTCAACC 
CCTGGCTGGGGAA 
>Bos_taurus_chrUn.004.1353.trna2-GluTTC (35761-35833)  Glu (TTC) 73 bp  Sc: 39.73 
TCCCTGGTAGTCCAATGACTAGGACTTGATGCTTTCACTGCCATGGCCCCAGGTTCAATC 
CCTGGATGGGGAA 
>Bos_taurus_chr11.trna8421-GluTTC (16850196-16850125)  Glu (TTC) 72 bp  Sc: 39.75 
TCCCTGGTGGTCCTGTGGCTAAGACTTCATGTTTTCAATGTTGGGGCCCAGGTTGGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna4813-GluTTC (39237765-39237694)  Glu (TTC) 72 bp  Sc: 39.77 
TCCCTGGTGGTCCAGTGATTAGGACTTGGTACTTTCACTGCTAGGGCCTGGGTTCAGCCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna6321-GluTTC (147722412-147722340)  Glu (TTC) 73 bp  Sc: 39.87 
TCCCTGGTGGTCCACTGGTTAGGATTTGGTGCTTTCACCGCCAGGTGTCCAGGTTCAGTC 
CCTGGTTTGGGAA 
>Bos_taurus_chr21.trna4374-GluTTC (28641304-28641232)  Glu (TTC) 73 bp  Sc: 39.96 
TCCCTGGTGGTCCAATGGTTAGGACTCTGTACTTTCACTGCAGGGAGCATAGGTTTGTTC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.8.trna25-GluTTC (783983-784056)  Glu (TTC) 74 bp  Sc: 40.08 
TTCCTGGTAGTCCAGTAGTTAAGACTCCGTACTTTCACTGCAGGGGGACACAGGTTCGAT 
CCCTGGTCGGGAAA 
>Bos_taurus_chr14.trna4881-GluTTC (40719635-40719565)  Glu (TTC) 71 bp  Sc: 40.11 
TCCCTGGTTGTCCAATGGTTAGGACTCAGTGTTTTCACTGCTAGGCCTGGGTTCAGTTCC 
CAGTTGGGGAA 
>Bos_taurus_chr13.trna5383-GluTTC (51708856-51708785)  Glu (TTC) 72 bp  Sc: 40.17 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCATTTTCACTGTAATAGCCTGGGTTCTATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr22.trna1110-GluTTC (29445677-29445750)  Glu (TTC) 74 bp  Sc: 40.23 
TTCCTTGTAGTCCAGTGGTTAGGACTCTGAACTTTCACTGCAGAAGGCCTGGGTTCAGTC 
CCTGGTCGGGGAAG 
>Bos_taurus_chr25.trna1025-GluTTC (17447582-17447654)  Glu (TTC) 73 bp  Sc: 40.43 
TCTCTGGTGGTCCAATCATAAGGACTCTGCATTTTCACTGCTGTGGCCCCGGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr10.trna7986-GluTTC (6677934-6677863)  Glu (TTC) 72 bp  Sc: 40.46 
TCCCTGGAGGTCCAGTGGTTAGGATTCAGTGTTTTCACTGGTGGGGTCCAGGTTCAATCT 
CTGGTCAGGGAG 
>Bos_taurus_chr21.trna609-GluTTC (16935383-16935455)  Glu (TTC) 73 bp  Sc: 40.50 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTTCTCCATAAAGGTCCCAGGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chrUn.004.66.trna31-GluTTC (330835-330763)  Glu (TTC) 73 bp  Sc: 40.67 
TGCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCATGGCAGGGGATGCAGGTGCGATC 
CCTGTTCAGGAAC 
>Bos_taurus_chr2.trna6056-GluTTC (126104170-126104098)  Glu (TTC) 73 bp  Sc: 40.71 
TCGCTGGTGGCCAAGTGGTTAGGGCTCAGTGCTTTCACTGCTGTGGACCCAGGTTTGATG 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna1808-GluTTC (52663529-52663600)  Glu (TTC) 72 bp  Sc: 40.77 
TCCCTGGTGGTCCAGTGGTAAGGACTCAGCGCTTTCACTGCTGGGGCCTGAGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna1938-GluTTC (62247754-62247826)  Glu (TTC) 73 bp  Sc: 40.93 
TCCCTGGTGGTCCAGTGGTTAGGACATGCTGCTTTCATTACCAAGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna4381-GluTTC (100264162-100264090)  Glu (TTC) 73 bp  Sc: 41.01 
TCCCTGGTGGTCCCGTGGTTAAGACTCCACGTTTTCACTGTAGAGCGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna9276-GluTTC (3881396-3881325)  Glu (TTC) 72 bp  Sc: 41.03 
TCCCTGCTGGTCTAGTAGTTAGGATTTGGTGCTTTCACCATGGAGGCCCAGGTTCAAGCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna6558-GluTTC (65182634-65182562)  Glu (TTC) 73 bp  Sc: 41.05 
TCCCTGATGGTCTACTGATTAGGATTCAGTGCTTTCACTGCTGTAGGCCCCGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4318-GluTTC (11604478-11604407)  Glu (TTC) 72 bp  Sc: 41.06 
TCCCTGGAGGTCCAGTGGTTGGACTCGGCGCTTTCACTGCCATGGTCCCGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1215-GluTTC (33293529-33293600)  Glu (TTC) 72 bp  Sc: 41.11 



TCCCTGGCTGTCCAGTGATTAGGACTTGGCACTTTCACTGGCATGACCTGGGTTCGATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr7.trna64-GluTTC (1950054-1950125)  Glu (TTC) 72 bp  Sc: 41.15 
TCCCTGGTGGTCCAGTTGTGAGGACTTGGTACTTTCGTTGGTGAGTCTCAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr8.trna5241-GluTTC (85113353-85113281)  Glu (TTC) 73 bp  Sc: 41.17 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACCACTGAGGGCCTGGGATTGATC 
CTTGGGTGGGGAA 
>Bos_taurus_chr19.trna4471-GluTTC (45516425-45516353)  Glu (TTC) 73 bp  Sc: 41.20 
TCCCTGGTGGGCCAATGGTTAGGACTTGGCACTTTCACTGCTGTGGCCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1768-GluTTC (34755882-34755954)  Glu (TTC) 73 bp  Sc: 41.26 
TCCCTGGTGGTTTAGTGGTTAGGACTTGGCACTTTCAGTGCCATGGACTTGGGTTCAATC 
CCTGATTTGGGAA 
>Bos_taurus_chr18.trna2106-GluTTC (49688357-49688429)  Glu (TTC) 73 bp  Sc: 41.29 
TCCCTGGTGGCCCAGTGGTTAGGATTGGCACTTTCACTGTCGAGGTCCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna267-GluTTC (7603476-7603548)  Glu (TTC) 73 bp  Sc: 41.33 
CCCTTAGTGGTCTAGTTGTTAAGACTTGGTACTTTCACTGCCATGGGCCTAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna5210-GluTTC (116826342-116826271)  Glu (TTC) 72 bp  Sc: 41.37 
TCCTTGGAGGTCCAGTGGTTAGGATTCGGTGCTTTCATTACTGTGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna13-GluTTC (540730-540801)  Glu (TTC) 72 bp  Sc: 41.38 
TTCCTGGTGGTCTACTGGTTAGGATTCAGGGCTTTCATTGCTGTGGCCCAGGTTTAATCC 
CTGGATGGGAAA 
>Bos_taurus_chr19.trna4476-GluTTC (45469960-45469889)  Glu (TTC) 72 bp  Sc: 41.44 
TCCCTGGTGGTCTTGTAGTTAGGATTCAGTGCTTTCACTTCTGTTGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna2981-GluTTC (58369732-58369804)  Glu (TTC) 73 bp  Sc: 41.48 
TCCCTGATGGTTCAGTGGTTAGGATTCCATGATTTCACTGTGGAGGGAGCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna4391-GluTTC (46596050-46595979)  Glu (TTC) 72 bp  Sc: 41.51 
TCCCTGGCAGTCCAGTGGTTAGGACCTGGTGCTTTCCCTGCTGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna3708-GluTTC (94223857-94223928)  Glu (TTC) 72 bp  Sc: 41.51 
TCTCTGGTGGTTCAGTCACTAGGACTCAACACTTTCGCTGTAGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr18.trna2298-GluTTC (52441202-52441272)  Glu (TTC) 71 bp  Sc: 41.53 
TCTCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCGGGCCTGGGTTCAGTCCC 
TAGTCGGGGAA 
>Bos_taurus_chr1.trna8293-GluTTC (88146020-88145948)  Glu (TTC) 73 bp  Sc: 41.60 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCTGAGGACCTGAGTTTGATT 
CTTGATCAGGGAG 
>Bos_taurus_chr26.trna853-GluTTC (24861588-24861659)  Glu (TTC) 72 bp  Sc: 41.71 
TCCCTGGCAGTCCAGTGGTTAAGACTTGGCACTTTCACTGTCAGGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna2945-GluTTC (35120387-35120315)  Glu (TTC) 73 bp  Sc: 41.87 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTTCACTGCTGAGGGCCCAGGCTCGATC 
CCTGATCAGGGAG 
>Bos_taurus_chr14.trna4892-GluTTC (40578744-40578672)  Glu (TTC) 73 bp  Sc: 42.02 
TCCCTGATGGTCCAGTGGTTCAGACTCGGCATTTTCACTGCTGGGGACTGGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna11033-GluTTC (2162452-2162381)  Glu (TTC) 72 bp  Sc: 42.21 
TTCCTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCGCTGCCGTGGCCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna1355-GluTTC (32998605-32998677)  Glu (TTC) 73 bp  Sc: 42.25 
TCTCTGGTGGTCGAATGGCTAAGACTCTGCACTTTCAGTGCAGGGGGCCAAGGTTTGATT 
CTTGGTCAGAGAA 
>Bos_taurus_chr5.trna2211-GluTTC (60832415-60832486)  Glu (TTC) 72 bp  Sc: 42.50 
TGCCTGGTGGTCCAGTGCTTAGGACTTGGCACTTTCACAGCTGAGGGCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr12.trna245-GluTTC (9611941-9612012)  Glu (TTC) 72 bp  Sc: 42.56 
TCCCTGACAGTCCAATGGTTAGGACTCAGTGCTTTCACTGCCGGGACCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna980-GluTTC (25328844-25328915)  Glu (TTC) 72 bp  Sc: 42.79 
TCCTTGGCTGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGTGGCCCAGGTTCAGTCC 



CTGGTTGGGGGA 
>Bos_taurus_chr8.trna1232-GluTTC (36269465-36269539)  Glu (TTC) 75 bp  Sc: 42.80 
TTCCTGGCAGTCCAGCGGTGAAGACTCTGCTCTTTCAATGCAGTGGAGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6217-GluTTC (51975579-51975508)  Glu (TTC) 72 bp  Sc: 43.05 
TCCCTGGTGGTTCAGTGGTTGGGACTTGGCACTTTCACTGCCAGGGCCTGGATTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr16.trna127-GluTTC (3538534-3538604)  Glu (TTC) 71 bp  Sc: 43.08 
TCCCTGGTGGTCCAGTGGTGAGGATTCAGCACTTTCACTGTGGGGCCCGAGTTTGATCCT 
TGGTCGGGGAA 
>Bos_taurus_chr23.trna3630-GluTTC (25255218-25255146)  Glu (TTC) 73 bp  Sc: 43.13 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCAGCAGTCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2638-GluTTC (68972897-68972969)  Glu (TTC) 73 bp  Sc: 43.31 
TCCCTGGTAGTTCAGTGGATAGAACTCAGTGCTTTCATTGCTGAGGATGTGGGTTCAATC 
CCTAGTTAGGGAA 
>Bos_taurus_chr14.trna5134-GluTTC (34410034-34409963)  Glu (TTC) 72 bp  Sc: 43.42 
TCCCTGGCAGTCCAGTGGTTAGGATTTGGTGCTTTCACTGCTGGGGTTCAGGTTCGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr27.trna3868-GluTTC (2398579-2398507)  Glu (TTC) 73 bp  Sc: 43.49 
TCCCTGGCAGTCCAGTGGTAAAGACTCTGCACTTTCACTGCTGACGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5935.trna1-GluTTC (2039-2111)  Glu (TTC) 73 bp  Sc: 43.57 
TCCCTGGCAGTCCAGTGGTTGGGACTCTGCGCTTTCATTGCAGGGGGCCTGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr6.trna2761-GluTTC (92193253-92193325)  Glu (TTC) 73 bp  Sc: 43.58 
TCCCTGGTGATTCAGTGGTTAAGATTCAGTGCTTTCACTACTGTGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3436-GluTTC (78570083-78570156)  Glu (TTC) 74 bp  Sc: 43.63 
TCCCTGGCAGTCCAGTTGTTAGGACTCTGCACTTTCACTACAGACAGTTCCAGGTTCAAT 
CCCTGGTTGGGGAG 
>Bos_taurus_chr13.trna6119-GluTTC (33211335-33211263)  Glu (TTC) 73 bp  Sc: 43.64 
TCCCTGGAGGTCCAGGGGTTAAGACTCTGAACTTTCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna419-GluTTC (14527751-14527824)  Glu (TTC) 74 bp  Sc: 43.72 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGCACTTTCACCGCAGGGGGCCCCAGGTTTGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr19.trna5752-GluTTC (21774446-21774375)  Glu (TTC) 72 bp  Sc: 43.82 
TTCCTGGTGGTCCAGTGGTTAGGACTCGGCGCTTTCAGTACCGTGGTGCAGGTTCGATCT 
GTGCTCAGGAAA 
>Bos_taurus_chr10.trna4579-GluTTC (94464519-94464449)  Glu (TTC) 71 bp  Sc: 43.83 
TCCCTGGAGGTCCAGGGTTGGGACTTGGAACTTTCACTGCCATGGCCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr19.trna6537-GluTTC (8718684-8718613)  Glu (TTC) 72 bp  Sc: 43.88 
TCCCTGGTGGTCCAGTGATTAGGATTTGGTGCTTTCAATGCCACTGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna4782-GluTTC (65719852-65719782)  Glu (TTC) 71 bp  Sc: 43.96 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGCACTTTCACTGCCGGGGCCACGGTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr25.trna1715-GluTTC (29318990-29319061)  Glu (TTC) 72 bp  Sc: 44.01 
TCCCTGGTGGTCTAATGGTTAGGACTTGGTGCTTTCACTGCTGGGATCCAGGTTCCATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr26.trna589-GluTTC (18613510-18613581)  Glu (TTC) 72 bp  Sc: 44.04 
TCCATGGTGGTCCAGTGGTTAGGACTCGGAGCTTTCACTTCAGGGGCCCAGGCTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.206.trna1-GluTTC (4-76)  Glu (TTC) 73 bp  Sc: 44.22 
TCCCTGGCAGTCCAGTGGTTAGGACTTGGTGCTTTCATTGCCATGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna9975-GluTTC (15524819-15524748)  Glu (TTC) 72 bp  Sc: 44.26 
TCCCTGGTGGTCTAGTGTCTAGGATTCAGTGCTTTCACTCCTGCGGCTGGGGTTCAATTC 
CCTGTTAGGGAA 
>Bos_taurus_chr8.trna6272-GluTTC (62038399-62038328)  Glu (TTC) 72 bp  Sc: 44.27 
TCCCTGGCAGTCCAGTAGTTAGGACTCTGTGCTTTCACTGCAAAGTCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr16.trna4004-GluTTC (58030387-58030315)  Glu (TTC) 73 bp  Sc: 44.43 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTACTTTCAATGCAGGGAGCATAGGATGGATC 
CCTGGTTGGGGAA 



>Bos_taurus_chr2.trna4470-GluTTC (128657827-128657898)  Glu (TTC) 72 bp  Sc: 44.54 
TCCCTGGATGTTCAGTGGTTAGGACTCGGCACTTTCACTGCTGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna1931-GluTTC (47093099-47093171)  Glu (TTC) 73 bp  Sc: 44.55 
TCCCTGATGGTCCAGAGGTTAGGACTCGGCGTTTTCACTGCTGAGGGCCTGGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna10305-GluTTC (21698808-21698737)  Glu (TTC) 72 bp  Sc: 44.59 
TCCCTGATGGTCCAGTGATTAGGACTCGGCACTTTCACTGTGGTGGCCTGCGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chrX.trna2206-GluTTC (61909587-61909657)  Glu (TTC) 71 bp  Sc: 44.63 
TCCCTGGCAGTCCAGTGGTTAGGACTTGTCGCTTTCACTGCCAGGCCCAGGTTTGATCCC 
TGGTCGGGGAA 
>Bos_taurus_chrUn.004.79.trna14-GluTTC (200857-200928)  Glu (TTC) 72 bp  Sc: 44.65 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCAGTGGCTGAGGTTCAATTC 
CTTGTCAGGGAA 
>Bos_taurus_chr26.trna1862-GluTTC (47104419-47104490)  Glu (TTC) 72 bp  Sc: 44.70 
TCCTTGGTGGTTCAGTGGTTAGGATTTGGTGCTTTCACTGCTAGGCCCCAAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna5657-GluTTC (68939073-68939001)  Glu (TTC) 73 bp  Sc: 44.72 
TCCCTGGTGGTCCAGTGGTTAACACTCAGTGCTTTCACTGCTGGGGCACCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.3466.trna2-GluTTC (7603-7675)  Glu (TTC) 73 bp  Sc: 44.72 
TCCCTGGTGGTCCAGTGGTTAACACTCAGTGCTTTCACTGCTGGGGCACCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3785-GluTTC (92396981-92397053)  Glu (TTC) 73 bp  Sc: 44.77 
TCCCTGGCAGTCCAGAGGTTTAGACCTGGAACTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2293-GluTTC (46180963-46181033)  Glu (TTC) 71 bp  Sc: 44.78 
TCCCTGGTGGTCCAGAGGTTAGGACTTGGTGCTTTCACTGCCAGGGTTAGGTTCAATCCC 
TGGCTGGGGAA 
>Bos_taurus_chr8.trna2538-GluTTC (76469257-76469328)  Glu (TTC) 72 bp  Sc: 44.79 
TCCCTGATGGTCCAGTGGTTAGGACTCTGCGCTTTCATTGCTGTAGTCCGAGTTCAGTTC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1740-GluTTC (29688740-29688812)  Glu (TTC) 73 bp  Sc: 44.98 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGTGGCCCTGGGTTCAACC 
TTCAGTCAGGGAA 
>Bos_taurus_chrX.trna724-GluTTC (16291148-16291220)  Glu (TTC) 73 bp  Sc: 45.00 
TCCCTAGTGGTCCAATGGTTAGGACATAGCACTTTCACTGCCAGGGCCCTGGGTCTGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna569-GluTTC (17429790-17429862)  Glu (TTC) 73 bp  Sc: 45.31 
TCCCTGGAAGTCCAGGGGTTAGGACTTGGCACTTTCAGTGCCAGGGGCCCAGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr6.trna1067-GluTTC (37973401-37973472)  Glu (TTC) 72 bp  Sc: 45.37 
TCTCTGGTGGTCCAGTGGTTAGAACTCAGTGCTTTCACTGCTGGGACCCAGGTTCAGCCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna5748-GluTTC (112420901-112420829)  Glu (TTC) 73 bp  Sc: 45.37 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTTTCAATACAGGAGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5998-GluTTC (35539884-35539812)  Glu (TTC) 73 bp  Sc: 45.42 
TCCCTGGTGGTTCGGTGGTTAAGACTCAGCATTTTCACTGCTGAGGGCCCGGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr7.trna3263-GluTTC (81335640-81335711)  Glu (TTC) 72 bp  Sc: 45.45 
TCCCTGGTGGACCAATGGTTAGGACTTGGCACTTTCCCTGCTGAGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5376-GluTTC (81359615-81359544)  Glu (TTC) 72 bp  Sc: 45.46 
TTCCTGGTGGTCTAGTGCTTATGATTTGGTGTTTTCACCACCATGGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna4056-GluTTC (17093695-17093624)  Glu (TTC) 72 bp  Sc: 45.59 
TCCTTGGTGGTCCAGCAGTTAGGACCTGGTATTTTCACTGCCAGGACCTGGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr5.trna4313-GluTTC (110997273-110997345)  Glu (TTC) 73 bp  Sc: 45.60 
TCTCTGGTGGTCCAGTGGTTAGGAGTCTGCACTTTCACTGAGGAAAGCCCCAGTTCAATT 
CTGGGTTGGGGAA 
>Bos_taurus_chr25.trna4539-GluTTC (8736916-8736845)  Glu (TTC) 72 bp  Sc: 45.65 
TCCCTGATGGTCCAGTGGTTAGGATTCTGTGCTTTCACTGCTGAGGGCCGGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna1446-GluTTC (37957277-37957349)  Glu (TTC) 73 bp  Sc: 45.72 



TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTTCATTGCAGGGGGCACAGGTTAGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna9197-GluTTC (29347473-29347401)  Glu (TTC) 73 bp  Sc: 45.78 
TCCCTGGAAGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCCGTGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr26.trna650-GluTTC (19977785-19977857)  Glu (TTC) 73 bp  Sc: 46.00 
TCCCTGGTGGTCCAGTGGATAAGGACTCAGCACTTTCACTGCTGTCACCTGGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna4276-GluTTC (117254423-117254495)  Glu (TTC) 73 bp  Sc: 46.02 
TCCCTTGTGGTCCAGTGGTTCGGACTCCATGCTTTCACTGTTGACGGCCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna5497-GluTTC (7129594-7129524)  Glu (TTC) 71 bp  Sc: 46.07 
CCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACAGCTGTGGGCCCAGGTTCCATCC 
CTGGTCAGGGG 
>Bos_taurus_chr5.trna7985-GluTTC (61375432-61375361)  Glu (TTC) 72 bp  Sc: 46.18 
TCCCTGCTTGTCTAGTGGTTAGGACTCGGTACTTTCACTACTGGGGCCTGGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr4.trna2944-GluTTC (91231310-91231382)  Glu (TTC) 73 bp  Sc: 46.21 
TCCTTGGTGGTCCAGTGATTGGGATTTGGTGCTTTCACTGCCACGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1.trna333-GluTTC (1519434-1519363)  Glu (TTC) 72 bp  Sc: 46.28 
TCCCTGGTAGTCCAGTGGTTAGGATTTGGCGCTTTCACTGCTGGGGTCCAGGTTCCATCC 
CTGGTAAGGGAA 
>Bos_taurus_chrUn.004.2681.trna1-GluTTC (2639-2710)  Glu (TTC) 72 bp  Sc: 46.28 
TCCCTGGTAGTCCAGTGGTTAGGATTTGGCGCTTTCACTGCTGGGGTCCAGGTTCCATCC 
CTGGTAAGGGAA 
>Bos_taurus_chr2.trna5878-GluTTC (129193792-129193721)  Glu (TTC) 72 bp  Sc: 46.28 
TCCCTGGTGGCTCAGTGGTTAGGGTTTAGCACTTTCGGTGCTGTGGCCTGGGTTCAATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr20.trna5443-GluTTC (8266653-8266581)  Glu (TTC) 73 bp  Sc: 46.41 
TCTCTGATGGTCCAGTGGTTAAGACCCTGTTCTTTCAATGCAGAAGATGCAGGTTCAATT 
CCTGGTTGGGGAG 
>Bos_taurus_chr5.trna4677-GluTTC (117600125-117600195)  Glu (TTC) 71 bp  Sc: 46.49 
TCCCTGGTGGCCCAGTGGTTAGGATTTGTCACTTTCACTGCCATGGTCAGGTTCAATCCC 
TGGTCAGGGAC 
>Bos_taurus_chr8.trna2698-GluTTC (78971824-78971895)  Glu (TTC) 72 bp  Sc: 46.51 
TCTCTGGCAGTCCAGTGGTTAAGACTTGGCACTTTCACTGCCTGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr2.trna9181-GluTTC (39257970-39257898)  Glu (TTC) 73 bp  Sc: 46.68 
TCTCTGGTGGTCCAGTGGTTAAGAGTCTGTGCTTTCACCGCAAGGAGCACAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr3.trna8908-GluTTC (15524755-15524683)  Glu (TTC) 73 bp  Sc: 46.69 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGTTTTCACTGCAGAGAGCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1236-GluTTC (20148023-20148095)  Glu (TTC) 73 bp  Sc: 46.78 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGTTGAGGGCCCAGGTTTGATC 
TCTGGTTAGGGAA 
>Bos_taurus_chrUn.004.416.trna3-GluTTC (23238-23309)  Glu (TTC) 72 bp  Sc: 46.81 
TCTCTGGTGGTCCAGTGGTTACAACTTTGTAATTTCACTGCAATGGCCCAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna5091-GluTTC (146233437-146233509)  Glu (TTC) 73 bp  Sc: 46.87 
TTCCTGGTGGTCCACGGGTTAGGACTCAGCGCTTTCACTGCTGAGGGCCCAGGTTCGATC 
CCTGGTTGAGGAA 
>Bos_taurus_chrUn.004.614.trna11-GluTTC (75499-75427)  Glu (TTC) 73 bp  Sc: 46.97 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGTACTTTCACTGCAGCAGACCCGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.563.trna5-GluTTC (35366-35438)  Glu (TTC) 73 bp  Sc: 47.00 
TCCCTGGTGGTCCAGTGGTTAGGACTAGGTGCTTTCACTGCTGTGGCCCTCGGTTCAATC 
CCTAGTCAGGGAC 
>Bos_taurus_chrX.trna1445-GluTTC (37155106-37155178)  Glu (TTC) 73 bp  Sc: 47.00 
TCCCTGGTGGTCCAGTGGTTAGGACTAGGTGCTTTCACTGCTGTGGCCCTCGGTTCAATC 
CCTAGTCAGGGAC 
>Bos_taurus_chr13.trna7086-GluTTC (14741272-14741201)  Glu (TTC) 72 bp  Sc: 47.01 
TCCCTGATGGCCTAGTGATTAGGACTCGGCACTTTCGTTGCCAGGGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna1794-GluTTC (62263073-62263145)  Glu (TTC) 73 bp  Sc: 47.03 
TCCCTGGTGGTACAGAGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCCTAGGTTCGATC 



CCTGGTTGGGGAC 
>Bos_taurus_chr4.trna5583-GluTTC (97198088-97198016)  Glu (TTC) 73 bp  Sc: 47.06 
TCCCTGGTGGTCCAGTGGTTAGGACTCACTGCTTTCACTGCTGTAAGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna659-GluTTC (19260961-19261033)  Glu (TTC) 73 bp  Sc: 47.17 
TCCCTGGTGGTCCAGTGGTTAAGATTCCACACTTTCAATGTAGGGGGTGCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5905-GluTTC (128860030-128859958)  Glu (TTC) 73 bp  Sc: 47.20 
TTCCTGGTGGTCCAGTGGTTAGGACTTGTCATTTTCACTGCCAAGGGCCTGGGTTCAATC 
CCTACTCGGGAAC 
>Bos_taurus_chr25.trna3951-GluTTC (18030775-18030703)  Glu (TTC) 73 bp  Sc: 47.25 
TCCCTGGCAGTTCAGTGGTTAGGACTCAGCGCTTTCATTGCTGAGGGCCCAGGTTCCAGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna2291-GluTTC (60521779-60521850)  Glu (TTC) 72 bp  Sc: 47.32 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCGTTGCCATCACTCAGGTTTAATCC 
CTGGTCGGAGAA 
>Bos_taurus_chr24.trna2529-GluTTC (60516722-60516800)  Glu (TTC) 79 bp  Sc: 47.48 
TCCCTGGTGGCCTAGGGGTTAAGATTCTGGGCTTTCACTGCAGTGACCTGGGGCCCAGGT 
TCAATCCCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2408-GluTTC (65773286-65773357)  Glu (TTC) 72 bp  Sc: 47.55 
TCCCTGGTGGTCTAGTGGTGAGGATTTGCTACTTTCAATGCCACGGCCTGGCTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr11.trna1598-GluTTC (39554324-39554395)  Glu (TTC) 72 bp  Sc: 47.62 
TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGCTTTCACTGCTGGGTCCCAGGTTTAATCC 
CTGGTCAGTGAA 
>Bos_taurus_chrX.trna2462-GluTTC (67021773-67021845)  Glu (TTC) 73 bp  Sc: 47.62 
TCCCTGGTGGTTCAGTGGTTAGGACTTGGCATTTTCACTGCCAAAAGCTCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.108.trna4-GluTTC (336540-336468)  Glu (TTC) 73 bp  Sc: 47.66 
TCCCTGGTGGTCCAGAGGTTAAGACTTGGTGCTTTCACTGCTAAGGCCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna2201-GluTTC (60407621-60407693)  Glu (TTC) 73 bp  Sc: 47.66 
TGCCTGGTGGTCCAGCGGTTAGGACTTTGCACTTTCACTGCTGGGGCCCTGGGTTGGATC 
CCTGGTCAGGCAG 
>Bos_taurus_chr9.trna1459-GluTTC (44964995-44965066)  Glu (TTC) 72 bp  Sc: 47.79 
TCCCTGGTGGCCCACTGGTTAGGGCTTGGCATTTTCACTTCCATGACCTGGGTTCAATCC 
CTGGTTGGGGAG 
>Bos_taurus_chr9.trna6332-GluTTC (44829409-44829338)  Glu (TTC) 72 bp  Sc: 47.79 
TCCCTGGTGGCCCACTGGTTAGGGCTTGGCATTTTCACTTCCATGACCTGGGTTCAATCC 
CTGGTTGGGGAG 
>Bos_taurus_chrUn.004.9016.trna1-GluTTC (944-1015)  Glu (TTC) 72 bp  Sc: 47.87 
TCCTTGGCTGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4186-GluTTC (123428795-123428866)  Glu (TTC) 72 bp  Sc: 47.93 
TCCCTGGCAGTTCAGTGGTTAGGATTCCATGCTTTCACTGTGAGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5774-GluTTC (74000027-73999955)  Glu (TTC) 73 bp  Sc: 47.95 
TCCCTAGTGGTCCAGTGGTTAAGACTTTGTGTTTTCACTGCAGGGGGCCCAGGTTCAATC 
CCTAGCTGGGGAC 
>Bos_taurus_chr11.trna2856-GluTTC (71316082-71316154)  Glu (TTC) 73 bp  Sc: 48.04 
TCCCTGGTGGTCCAGTGATTAGTACTTGGTCCTTTCACTGCCATGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1676-GluTTC (28770854-28770926)  Glu (TTC) 73 bp  Sc: 48.10 
TCCCTGGTTGTCCAGTGGTTAGGACTCTGCGCTTTCACTGCCGAGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4121-GluTTC (60873858-60873787)  Glu (TTC) 72 bp  Sc: 48.28 
TCCCTGATAGTCCAGAGGTTAGGACTTGGCAGTTTCACTGCAGGGGCTCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna4498-GluTTC (3359255-3359182)  Glu (TTC) 74 bp  Sc: 48.29 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCACTTTCCCTGCAGAGGGCACAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1095-GluTTC (31653996-31654067)  Glu (TTC) 72 bp  Sc: 48.33 
TCCCTGGTGGTCCAGTGGTTAGGACTTGACACTTTCACTGCTGTGGCCTAGGTTCAGTCC 
CTAATCAGGGAA 
>Bos_taurus_chr22.trna4067-GluTTC (10780394-10780322)  Glu (TTC) 73 bp  Sc: 48.37 
TCCTTGGTGGTTCACTGGTTAGGACTTGGCGCTTTCACTGCTCTGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr24.trna2901-GluTTC (60886680-60886608)  Glu (TTC) 73 bp  Sc: 48.47 
TCTCTGACAGTCTAGCAGTTAGGACTCTGCACTTTCACTGCCGAGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2054-GluTTC (29542645-29542574)  Glu (TTC) 72 bp  Sc: 48.48 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGTACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna213-GluTTC (5720068-5720139)  Glu (TTC) 72 bp  Sc: 48.52 
TCCCTGGCTGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGCCGGGGAC 
>Bos_taurus_chr19.trna5504-GluTTC (25437983-25437911)  Glu (TTC) 73 bp  Sc: 48.56 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCAAGGGCCCAGGTTTAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr25.trna4600-GluTTC (8033813-8033741)  Glu (TTC) 73 bp  Sc: 48.56 
TCCCTGGTGGTCCAGCGGTTAGGACTCTGCACGTTCACTGCAGGGGGCTTGGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna2162-GluTTC (47522212-47522140)  Glu (TTC) 73 bp  Sc: 48.58 
TCCCTGGTGGTCTAGTGGTTAGGATTTGACACTTTCACTGTCATGGGCCTGGGTTCAATC 
TCTGGTTGGGGAT 
>Bos_taurus_chr15.trna273-GluTTC (11885725-11885796)  Glu (TTC) 72 bp  Sc: 48.62 
TCCCTGATGGTCCAGTAGTTAGGACTCTACTTTTTCACTGTGGTGGCCCAGGTTCAGTCC 
CTGGTCAGAGAA 
>Bos_taurus_chr10.trna7319-GluTTC (22069034-22068963)  Glu (TTC) 72 bp  Sc: 48.74 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCATTTTCATCGCTGGGGCCGGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna8021-GluTTC (12839042-12838971)  Glu (TTC) 72 bp  Sc: 48.77 
TCTCTGGTTGTTCAGTGGTTAGGACTCAGCGCTTTCACTGCTGGGGCCCAGGTTCAATCT 
CTGGTCGGGGAA 
>Bos_taurus_chrUn.004.3373.trna2-GluTTC (10531-10603)  Glu (TTC) 73 bp  Sc: 48.82 
TCCCTGGTGGTCCAGTGGTTAGGACTCGTTGCTTTCACTGACAGGGACCCAGGTTCAATC 
CCTGGTCGGGGGA 
>Bos_taurus_chr21.trna2837-GluTTC (68046271-68046343)  Glu (TTC) 73 bp  Sc: 48.87 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGAGGGCCCAAGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna4570-GluTTC (119145290-119145218)  Glu (TTC) 73 bp  Sc: 48.88 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGGGGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna577-GluTTC (10782726-10782798)  Glu (TTC) 73 bp  Sc: 49.00 
TCCCTGGTGGTCCAATGGTTAGGACTAAGCACTTTCACTGCTGAGAGCACAGGTTGGATC 
CCTGGTCGGGGAC 
>Bos_taurus_chrUn.004.1.trna292-GluTTC (2080679-2080607)  Glu (TTC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGCACTTTCAGTATGGAGGGCCTATGTTCGATC 
CTTGGCTGGGGAA 
>Bos_taurus_chr5.trna203-GluTTC (6538988-6539059)  Glu (TTC) 72 bp  Sc: 49.07 
CCCCTGGTGGTCCAGTGGTTAGGATTTGGTGCTTTCAACACTGGGTCCCAGGTTCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr9.trna1470-GluTTC (45285095-45285166)  Glu (TTC) 72 bp  Sc: 49.07 
TCCCTGGTGGTCCAGTGGTTAGAACTCAGTGTTTTCACTTCTGGGGCTCAGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr10.trna4751-GluTTC (90686035-90685964)  Glu (TTC) 72 bp  Sc: 49.09 
TCCCTGGCAGTCTAGCGGTTAGGACTTGGCGCTTTCACTGCCCGGGCCTAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr3.trna8943-GluTTC (13962951-13962880)  Glu (TTC) 72 bp  Sc: 49.09 
TTTCTGGTGGTCTAGCGGTTAGGATTTGGCACTTTCACTGCCAAGGCCTGGGTTCAATCC 
CTGATCAGAGAA 
>Bos_taurus_chr21.trna3033-GluTTC (65190133-65190062)  Glu (TTC) 72 bp  Sc: 49.10 
TCTCTGGTGGTTCGGTGGTTAGGACTTGGTGTTTTCACTGCCAGGGCCCAGGTTCGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrUn.004.1293.trna2-GluTTC (28120-28049)  Glu (TTC) 72 bp  Sc: 49.13 
TCCCTGATGGTCCAGTGCTTATGACTCAGCACTTTCACTGCTGTGGCCTGAGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr1.trna9685-GluTTC (44168902-44168830)  Glu (TTC) 73 bp  Sc: 49.17 
TCCCTGATGGTCCAGTGGTTAGGACATGGTGCTTTCATTGCCAAGGGCCTGGGTTCAGGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6475-GluTTC (8416742-8416670)  Glu (TTC) 73 bp  Sc: 49.19 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCGTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.1520.trna3-GluTTC (17303-17374)  Glu (TTC) 72 bp  Sc: 49.20 



TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCTTGGCCTGGGTTAGATCC 
CTAGTTGGGGGA 
>Bos_taurus_chr5.trna4835-GluTTC (120157749-120157820)  Glu (TTC) 72 bp  Sc: 49.24 
TTCTTGGCAGTCCAGTGGTTAGGACTTGGCATTTTCATTGCTGAGGGCCAGGTTCAATCC 
CTGGTTGGGAAA 
>Bos_taurus_chr3.trna3138-GluTTC (90278286-90278357)  Glu (TTC) 72 bp  Sc: 49.28 
TTCTTGACAGTCCAGTGGTTAGGACTCAGCACTTTCAGTGCTGTGGCCTGGGTTCAATTT 
CTAGTTGGGAAA 
>Bos_taurus_chr2.trna1476-GluTTC (46161631-46161703)  Glu (TTC) 73 bp  Sc: 49.36 
TCCCTGGTGGTCCAGTGCTTAGGACACTGTGCTTTCACTGCTGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2713-GluTTC (12391548-12391476)  Glu (TTC) 73 bp  Sc: 49.40 
TTCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTTCACTCCAGGGGGCTCAAGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr3.trna5495-GluTTC (110227417-110227344)  Glu (TTC) 74 bp  Sc: 49.55 
TCTCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGCACCTGGGGTTCAAT 
CCCTGGCCGGGGAA 
>Bos_taurus_chr6.trna3348-GluTTC (103801108-103801179)  Glu (TTC) 72 bp  Sc: 49.65 
TCCCTGGTTGTCCAGTGGTTAAGACTTAGCACTTTCACTGCTGGGGGCCAGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna2407-GluTTC (54103873-54103945)  Glu (TTC) 73 bp  Sc: 49.70 
TCCCTGGCAGTCTAGTGGTTAAGACTCGGCACTTTCACTGCTGTGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2306.trna1-GluTTC (12395-12467)  Glu (TTC) 73 bp  Sc: 49.70 
TCCCTGGCAGTCTAGTGGTTAAGACTCGGCACTTTCACTGCTGTGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1785-GluTTC (47069387-47069458)  Glu (TTC) 72 bp  Sc: 49.85 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCCGTGATCCAGGTTCAGTTC 
CTGGTTGGGGAA 
>Bos_taurus_chr5.trna10148-GluTTC (913547-913475)  Glu (TTC) 73 bp  Sc: 49.95 
TTCCTGGTGGTCCAGTGGTTAAGACTCTACACTTTCAATGCAGAGGGCACAGGTTCCATC 
CCTGATCAGGGAA 
>Bos_taurus_chr7.trna2827-GluTTC (66326975-66327047)  Glu (TTC) 73 bp  Sc: 49.97 
TCCTTGGTGGTCCAGTGGTTTGGACTGAGCGCTTTCACTGCCTAGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna6857-GluTTC (36640116-36640045)  Glu (TTC) 72 bp  Sc: 50.00 
TCCTTGGTGGTCCAGTGGTTAAGACTTGGCCCTTTCACTGCCAGGGCCCAGGTCCAAATC 
CTGGTAGGGGAA 
>Bos_taurus_chr22.trna189-GluTTC (5657987-5658058)  Glu (TTC) 72 bp  Sc: 50.03 
TCCCCAGTGGTCCAGTGGTTAGGACTCGGCCCTTTCACTGTCGGAGCTCAGGTTCAATTT 
CTGGTTGGGGAA 
>Bos_taurus_chr4.trna1140-GluTTC (33864268-33864339)  Glu (TTC) 72 bp  Sc: 50.31 
TCCCTGATGGTCCAGTGCTTATGACTCAGCACTTTCACTGCTGTGGCCTGAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2195.trna2-GluTTC (9067-8996)  Glu (TTC) 72 bp  Sc: 50.31 
TCCCTGATGGTCCAGTGCTTATGACTCAGCACTTTCACTGCTGTGGCCTGAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna1927-GluTTC (53601692-53601763)  Glu (TTC) 72 bp  Sc: 50.34 
TCCCCGGTGGTCTAGTAGTTAGGATTTGGGGCTTTCACTGCCATGGCTCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr22.trna2545-GluTTC (53482295-53482224)  Glu (TTC) 72 bp  Sc: 50.34 
TCCCCGGTGGTCTAGTAGTTAGGATTTGGGGCTTTCACTGCCATGGCTCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna1011-GluTTC (17093780-17093852)  Glu (TTC) 73 bp  Sc: 50.44 
TCCCTGGCAGTCCAGTGGTTAGGACTTTGCACTTTCACTGCTGGGGCCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna4576-GluTTC (56551452-56551381)  Glu (TTC) 72 bp  Sc: 50.52 
TCCCTGGTGGTCCAGTGGCTAGGACTTGGCACTTTCACTGCTGCAGCCCAGGTTCAATGC 
CTGGTCAAGGAA 
>Bos_taurus_chr22.trna1801-GluTTC (50699698-50699770)  Glu (TTC) 73 bp  Sc: 50.85 
TTCCCTGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCATGGTCCCGGGTTCAGTC 
CCTGGTTGGGAAC 
>Bos_taurus_chr15.trna1539-GluTTC (43559997-43560069)  Glu (TTC) 73 bp  Sc: 50.88 
TCCCTGATGGTCCAGTGGTTAGGACACAGTGCTTTCATTGCTATGGGCCCAGATTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4400-GluTTC (10540505-10540433)  Glu (TTC) 73 bp  Sc: 50.89 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTTCACTGCCGAGGGTCCGGGTTCATTC 



CCAGGTCAGGGAA 
>Bos_taurus_chr15.trna1058-GluTTC (32300013-32300085)  Glu (TTC) 73 bp  Sc: 50.92 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCGCTTTCACCGCTGGGGGCCTGGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr21.trna1529-GluTTC (33850935-33851006)  Glu (TTC) 72 bp  Sc: 50.98 
TTCCTGGTGGTCTAGTGGTTGAGATTCAGCACTTTCACTGCTGTGACCCAGGTTCAGTCC 
CTGGTTGGGAAA 
>Bos_taurus_chr29.trna4011-GluTTC (1189134-1189063)  Glu (TTC) 72 bp  Sc: 50.99 
TCCCTGACAGTCCAGTGGTTGGGACTCGGTGCTTTCACTGCTGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr29.trna4027-GluTTC (891307-891236)  Glu (TTC) 72 bp  Sc: 50.99 
TCCCTGACAGTCCAGTGGTTGGGACTCGGTGCTTTCACTGCTGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr4.trna2121-GluTTC (66577073-66577144)  Glu (TTC) 72 bp  Sc: 50.99 
TCCCTGGTAGTCCAGTGATTAGGACTCGGTGCTTTCACTGCTGTGACTCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr1.trna9390-GluTTC (52693061-52692990)  Glu (TTC) 72 bp  Sc: 51.18 
TCTCTGGTGGTCTAGTGGTTAGGATTTGGCACTTTCATTGCCATGGCCTGGGTTCAGTCC 
CTGGCTGGGGAA 
>Bos_taurus_chr29.trna1339-GluTTC (36521815-36521887)  Glu (TTC) 73 bp  Sc: 51.18 
TCCCTGGTTGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGAGGGCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna5022-GluTTC (61608381-61608309)  Glu (TTC) 73 bp  Sc: 51.24 
TCCCCAGGGGTCCAGTGGTTAGGACTCAGAACTTTCGCTGCTGAGGGCCTGGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna4946-GluTTC (122392949-122392878)  Glu (TTC) 72 bp  Sc: 51.45 
TCCCTAGTGGCCTAGTGGTTAGGGTTTGGCACTTTCACTGACATGGCCTGGGTTCAGTCC 
CCGGTCAGGGAA 
>Bos_taurus_chr6.trna1806-GluTTC (62506693-62506765)  Glu (TTC) 73 bp  Sc: 51.54 
TCCCTGGTGGTCCGATGGTTAGGACTCAGTGCTTTCACTGCTGTGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna489-GluTTC (10157152-10157223)  Glu (TTC) 72 bp  Sc: 51.62 
TCCCTGGCAGTCCAGTGTTTAGGACTTGGCGCTTTCACTGCCGCGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna4577-GluTTC (55629812-55629740)  Glu (TTC) 73 bp  Sc: 51.63 
TCTCTGGTGGTCCAGTGGCTAAGACGCTGCATTTTCAATGCAGGGGACCCAGGTTCCATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr29.trna2901-GluTTC (31126432-31126361)  Glu (TTC) 72 bp  Sc: 51.69 
TCCCTGGTTGTTCAGTGGTTAGGATTTGGTGCTTTCACTGCGGCGGCCCAGGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr13.trna5276-GluTTC (54245926-54245854)  Glu (TTC) 73 bp  Sc: 51.73 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCACTTTCACTGCCGAGGGCACAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna583-GluTTC (16698269-16698341)  Glu (TTC) 73 bp  Sc: 51.76 
TCCCTGGTGGTCCAATGTTTAAGACACTGCACTTTCACTGCTGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6872.trna1-GluTTC (1151-1079)  Glu (TTC) 73 bp  Sc: 51.76 
TCCCTGGTGGTCCAATGTTTAAGACACTGCACTTTCACTGCTGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.8.trna88-GluTTC (115095-115023)  Glu (TTC) 73 bp  Sc: 51.76 
TCCCTGGTGGTCCAATGTTTAAGACACTGCACTTTCACTGCTGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3758-GluTTC (63854487-63854416)  Glu (TTC) 72 bp  Sc: 51.81 
TTCCATATGGTCTAATGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCTGGGTTTGACTC 
CTGGTGTGGGAA 
>Bos_taurus_chrUn.004.15.trna32-GluTTC (769219-769291)  Glu (TTC) 73 bp  Sc: 51.97 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGGCCCAGGTTTGATC 
CCAGGTTGGGGAG 
>Bos_taurus_chr7.trna8384-GluTTC (6963320-6963249)  Glu (TTC) 72 bp  Sc: 52.13 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTTCAGGGTCACAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna6446-GluTTC (70244846-70244774)  Glu (TTC) 73 bp  Sc: 52.18 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTTTCACTGCAGGGGGCACAGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr12.trna559-GluTTC (15153078-15153150)  Glu (TTC) 73 bp  Sc: 52.18 
TCCCTGGTGGTGCAGTGGTTAGGACCCAGCGTTTTCACTGCTAGGGACCCAGGTTCAATT 
CCTGGCTAGGGAA 



>Bos_taurus_chr11.trna4826-GluTTC (104146024-104145953)  Glu (TTC) 72 bp  Sc: 52.18 
TTCCTGGTGGTCCAGTGGTTAGGACTTAGTGCTTTCACTGCCATGGTCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr20.trna5337-GluTTC (10656823-10656752)  Glu (TTC) 72 bp  Sc: 52.24 
TCCCTGGTGGTCCAGTGGTTGGAACTCTGTGCTTTCACTGCTGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna8818-GluTTC (38613459-38613388)  Glu (TTC) 72 bp  Sc: 52.26 
CTCTTGCTGGTCTAGTGGCCAGGATTCCTGGCTTTCATCCAGGCTACCCAGGTTCAATTC 
CTGGGCAGGGAA 
>Bos_taurus_chr11.trna4176-GluTTC (102052822-102052893)  Glu (TTC) 72 bp  Sc: 52.37 
TCCATGGTAGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGGCCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr13.trna1238-GluTTC (30911001-30911072)  Glu (TTC) 72 bp  Sc: 52.45 
TTTTTGATGGTCCAGTGGTTAGGACTCAGTGCTTTCACAGCTGGGGCCCAGGTTCGATCC 
CTGGTGGGGGAA 
>Bos_taurus_chr13.trna6937-GluTTC (18031573-18031501)  Glu (TTC) 73 bp  Sc: 52.69 
TCCCTGGCAGTCCAGGGGTTAGGACTCAGCACTTTCACTGTTGAGGGTCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrUn.004.9640.trna1-GluTTC (1947-1875)  Glu (TTC) 73 bp  Sc: 52.69 
TCCCTGGCAGTCCAGGGGTTAGGACTCAGCACTTTCACTGTTGAGGGTCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna6005-GluTTC (17796157-17796086)  Glu (TTC) 72 bp  Sc: 52.72 
TCCCTGGTGGTCTAGTGGTTAGGATTCAGCGCTTTCAGTGCCGTGGCCCAGGTTCTATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna3950-GluTTC (62987260-62987189)  Glu (TTC) 72 bp  Sc: 52.72 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGGGGCCCAGGTTGAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna3432-GluTTC (55878506-55878435)  Glu (TTC) 72 bp  Sc: 52.78 
TCCTTGGTGGTCTAGTGGTTAGGATTTGGTGCTTTCACTGCTGGGGTCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna8622-GluTTC (21731558-21731486)  Glu (TTC) 73 bp  Sc: 53.06 
TTCCTAATGGTCCAGTGGTTAGGACTCGGCACTTTCACAGCTGAGGGCCCAAGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna4413-GluTTC (105389339-105389410)  Glu (TTC) 72 bp  Sc: 53.13 
TCCCTGGCGGTCCAGTGGTTAGGACTCAGCATTTTCACAGCTGGGGCCTGGGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr26.trna451-GluTTC (15198195-15198267)  Glu (TTC) 73 bp  Sc: 53.16 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCACTTTCACTTCAGGGGACCCAGGTTTAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr21.trna4953-GluTTC (19890639-19890568)  Glu (TTC) 72 bp  Sc: 53.30 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGTGCTTTCGCCACCGCAGCCAGGGTTCGACTC 
CCAGTCAGGGAA 
>Bos_taurus_chr21.trna740-GluTTC (19936973-19937044)  Glu (TTC) 72 bp  Sc: 53.30 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGTGCTTTCGCCACCGCAGCCAGGGTTCGACTC 
CCAGTCAGGGAA 
>Bos_taurus_chr8.trna1890-GluTTC (60548348-60548419)  Glu (TTC) 72 bp  Sc: 53.37 
TCCCTGGTGGTCCAGTGGTTAGAACTCAGTGCTTTCACTGCTGAGACCTAGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr19.trna2863-GluTTC (56674054-56674125)  Glu (TTC) 72 bp  Sc: 53.40 
TCCCTGGTGGTTCAGTGATTAGGACTCAGGGCTTTCACTACTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4534-GluTTC (44805687-44805615)  Glu (TTC) 73 bp  Sc: 53.53 
TTCCTGGCAGTTCAGTGGTTAGAACTTGGCACTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3242-GluTTC (85645621-85645692)  Glu (TTC) 72 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTAGTTAGGACTTGGCACTTTCACTGCTGAGGCCCAGGTTCAATCC 
CTGCTTGGGGAA 
>Bos_taurus_chr9.trna5819-GluTTC (63197449-63197378)  Glu (TTC) 72 bp  Sc: 53.59 
TCCCTGGCAGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCAGCTGCCCAGGTTCAATTC 
CTGGCCAGGGAA 
>Bos_taurus_chr22.trna2852-GluTTC (44712127-44712055)  Glu (TTC) 73 bp  Sc: 53.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTTTCAATGCAGGGAGCGCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1155-GluTTC (26677548-26677619)  Glu (TTC) 72 bp  Sc: 53.75 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGAGCTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.11234.trna1-GluTTC (844-772)  Glu (TTC) 73 bp  Sc: 53.77 



TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGAGAGCCTGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chrUn.004.1591.trna7-GluTTC (32665-32593)  Glu (TTC) 73 bp  Sc: 53.77 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGAGAGCCTGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr22.trna775-GluTTC (17579367-17579439)  Glu (TTC) 73 bp  Sc: 53.93 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGTGCTTTCAACACCGAGGCCCTGGGTTCAATT 
CCTAGTCCGGGAA 
>Bos_taurus_chr14.trna5672-GluTTC (23011373-23011302)  Glu (TTC) 72 bp  Sc: 54.03 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTCCGGCCCAGGTTCCAGCC 
CTGGTCAGGAAA 
>Bos_taurus_chrUn.004.2.trna86-GluTTC (1825479-1825551)  Glu (TTC) 73 bp  Sc: 54.10 
TCCCTGGTGGTCCAGTGGTTAGGGGCTCTGTGCTTTCACTGCAGGGGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr11.trna5502-GluTTC (90064781-90064709)  Glu (TTC) 73 bp  Sc: 54.11 
TCCCTGGTGGTCTAGGGGTTAGGACTTGGCACTTTCACTGCCTAGGGCCTGGGTTCAATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna6174-GluTTC (124155645-124155574)  Glu (TTC) 72 bp  Sc: 54.14 
TCCCTAGTGGTCCAGTGGTTAGGACTTGGCCCTTTCACTGCTAGGGCTCAGGTTTGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr18.trna4136-GluTTC (46782242-46782171)  Glu (TTC) 72 bp  Sc: 54.20 
TCTCTGGCGGTCCAGTGGTTAGGACTTTGCACTTTCATTGCCAGGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr15.trna3140-GluTTC (82499502-82499430)  Glu (TTC) 73 bp  Sc: 54.23 
TCCCTAGTGGTCCATTGGCTAAGATTCTGCACTTTCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr9.trna76-GluTTC (5362565-5362637)  Glu (TTC) 73 bp  Sc: 54.34 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCAGCGCAGAGGGCCCAGGTTCAATC 
CCTGGTTAGGGGA 
>Bos_taurus_chr22.trna4036-GluTTC (11686085-11686013)  Glu (TTC) 73 bp  Sc: 54.37 
TCCTTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGGCTCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna167-GluTTC (4161051-4161123)  Glu (TTC) 73 bp  Sc: 54.52 
TCACTGGTGGTCCAGTGGTTAGGACCTGGTGTTTTCATTGCCATGGTTCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr23.trna141-GluTTC (3629395-3629467)  Glu (TTC) 73 bp  Sc: 54.58 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCGCTTTCAATGCAGAGGGCCCAGGTTCCATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr23.trna4009-GluTTC (17745415-17745343)  Glu (TTC) 73 bp  Sc: 54.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTTTCACTGCTGAGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna570-GluTTC (11306272-11306343)  Glu (TTC) 72 bp  Sc: 54.63 
TCCCCAGTGGTCCAGTGGTTAAGATTCAGCACTTTCACtgttgtGACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr15.trna2926-GluTTC (81700538-81700609)  Glu (TTC) 72 bp  Sc: 54.67 
TCCCTGGTGGTCCAGTGGGTAGGATGGAGCACTTTCACTGCTGGGGTCCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna2146-GluTTC (47695403-47695333)  Glu (TTC) 71 bp  Sc: 54.74 
TCCTTGACGGTCCAGTGGTTAGGACTCGGAACTTTCACTGCTGGGCCCAGGTTCAATCCC 
TGGTTGAGGAA 
>Bos_taurus_chr5.trna2578-GluTTC (70571318-70571390)  Glu (TTC) 73 bp  Sc: 54.77 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCAGGAGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna6491-GluTTC (73979597-73979526)  Glu (TTC) 72 bp  Sc: 54.84 
TCTTTAGTAGTCTAGTGGTTAAGACTCAGTGCTTTCACTGCTGTGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.53.trna31-GluTTC (478124-478052)  Glu (TTC) 73 bp  Sc: 54.95 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTTCACTGCTGTGGGCCTGGGTTCGATC 
CCTAGTCAGGAGA 
>Bos_taurus_chr16.trna4520-GluTTC (44193182-44193110)  Glu (TTC) 73 bp  Sc: 55.02 
TCTCTGGCAGTTCAATGGTTAGGATTTGGCACTTTCACTGCCAAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna296-GluTTC (10260522-10260594)  Glu (TTC) 73 bp  Sc: 55.13 
TCCTTGGTGGTTCAGTGGTTAGGACTCAGCGCTTTCACTGCTGAGAGCCTGGGTTCAATT 
CCTGGTCAAGGAA 
>Bos_taurus_chrUn.004.815.trna4-GluTTC (62131-62060)  Glu (TTC) 72 bp  Sc: 55.14 
TCCTTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCAATGCCGGGGCCCAGGTCCAATCC 



CTGGCCAAGGGA 
>Bos_taurus_chrUn.004.9.trna202-GluTTC (128977-128905)  Glu (TTC) 73 bp  Sc: 55.31 
TTCCTGGTGGTCCAGTGGTTAGGACTTGGCCCTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2820-GluTTC (67834264-67834336)  Glu (TTC) 73 bp  Sc: 55.39 
TCCCTAGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGAGGGCCCACGTTCAATC 
CCTAGTTAGGGTA 
>Bos_taurus_chr16.trna3524-GluTTC (68672364-68672293)  Glu (TTC) 72 bp  Sc: 55.39 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAAGGCCCAGGTTCAATTC 
CTGATCTAGGAA 
>Bos_taurus_chr1.trna9302-GluTTC (56008587-56008516)  Glu (TTC) 72 bp  Sc: 55.66 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGTGGTCTGGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr7.trna2183-GluTTC (49004341-49004412)  Glu (TTC) 72 bp  Sc: 55.67 
TCCCTGGTAGTTCAGTGGTTAGGACTCAGCGTTTTCATTGCTGGGGCCCAGGTCCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr26.trna2803-GluTTC (33362196-33362124)  Glu (TTC) 73 bp  Sc: 55.67 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCACTTTCAATGCAGAGGTCTTGGGTTCAGTC 
CCTGATTGGGGAA 
>Bos_taurus_chrX.trna2740-GluTTC (73442161-73442233)  Glu (TTC) 73 bp  Sc: 55.70 
TCCCTGGTGGTTCAGTGATTAGAACTTGGCACTTTCACTGCTGAGGGCCCAGGTTCAATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr8.trna6953-GluTTC (40285746-40285675)  Glu (TTC) 72 bp  Sc: 55.73 
CCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCCCAGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr19.trna4513-GluTTC (44984111-44984040)  Glu (TTC) 72 bp  Sc: 55.81 
TCCCTGGTGGCCCAGCGGTTAGGACTCAGAGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr1.trna2854-GluTTC (83220962-83221034)  Glu (TTC) 73 bp  Sc: 55.82 
TTTCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCATGGCCCTAGGTTCAAAC 
CCTAGTAGGGGAA 
>Bos_taurus_chr18.trna4619-GluTTC (35462454-35462383)  Glu (TTC) 72 bp  Sc: 55.87 
TCCCTGGCAGTCCAATGGGTAGGATTCAGCACTTTCACTGCTGTGGCCTGGGTTCAAATC 
CTGGCCAGGGAA 
>Bos_taurus_chr8.trna1108-GluTTC (31695308-31695380)  Glu (TTC) 73 bp  Sc: 55.93 
TCCCTGGTGGTTCAGTGGTTAGGACTCTGCACTTTCCCTGCTGAAGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna6229-GluTTC (17478673-17478601)  Glu (TTC) 73 bp  Sc: 56.07 
TCCCTGGTGGTCCAATGGTTAGCACTCAGCTCTTTCACTGCTGGGGTCCCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna2971-GluTTC (86184039-86184111)  Glu (TTC) 73 bp  Sc: 56.11 
TCCCTAGTGGTCCAGTGGTTAGAACTCGGCACTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr10.trna5438-GluTTC (74489000-74488929)  Glu (TTC) 72 bp  Sc: 56.12 
TCCCTGGTGGTCCAGTGGTTAGGACTTGTCTTTTTCACTGCCAGGGCCCAGGTTTAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr16.trna4332-GluTTC (49251002-49250931)  Glu (TTC) 72 bp  Sc: 56.13 
ACCCTGGCAGTTCAGTGGTTAGGACTTGGCACTTTCACTGCCAAGGCCCAGGTTCAGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr29.trna2341-GluTTC (44450044-44449973)  Glu (TTC) 72 bp  Sc: 56.13 
TCCTTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr27.trna3185-GluTTC (21644241-21644169)  Glu (TTC) 73 bp  Sc: 56.16 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCACTTTCAATGCAGGGGACTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna8031-GluTTC (60405254-60405183)  Glu (TTC) 72 bp  Sc: 56.42 
TCCCTGGTGGTCCAGTGGTTAGAACTCTGCACTTTCACTGCTGGGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr23.trna2061-GluTTC (46116978-46117050)  Glu (TTC) 73 bp  Sc: 56.43 
TCCCTGGTGGTTCAGTGGTTAGGACTTGGCACTTTCACTGCCAAGGCCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2192-GluTTC (36638425-36638496)  Glu (TTC) 72 bp  Sc: 56.47 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna358-GluTTC (6279191-6279263)  Glu (TTC) 73 bp  Sc: 56.55 
TCCCCAGTGGTCCAGTGGTTAAGACTCTGAGCTTTCAACACAGGGAGCACAAGTTCGATC 
CCTGGCTGGGGAA 



>Bos_taurus_chr2.trna7802-GluTTC (84028390-84028318)  Glu (TTC) 73 bp  Sc: 56.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTTCTGAGGGTCCAGTTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6.trna79-GluTTC (1415336-1415408)  Glu (TTC) 73 bp  Sc: 56.67 
TCCCTGGTAGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGACTCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.3.trna64-GluTTC (1718766-1718838)  Glu (TTC) 73 bp  Sc: 56.81 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCAGGGGACACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna7392-GluTTC (54660634-54660563)  Glu (TTC) 72 bp  Sc: 56.95 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGTGCTTTCAATGCTGTGGCCCAGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.4148.trna1-GluTTC (4545-4616)  Glu (TTC) 72 bp  Sc: 56.95 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGTGCTTTCAATGCTGTGGCCCAGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna2408-GluTTC (42946326-42946254)  Glu (TTC) 73 bp  Sc: 57.06 
TCCCTAATGGTCCAGTGGTTAGGACTCAACACTTTCACTGCCAGGGCCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna3463-GluTTC (98997525-98997596)  Glu (TTC) 72 bp  Sc: 57.11 
TCCCTGGCAGTCCAGTGGATAGGACTCAGTGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr5.trna4227-GluTTC (108627759-108627831)  Glu (TTC) 73 bp  Sc: 57.11 
TCCCTGGCAGTCCAATGGTTAGGACTTGGCACTTTCACTGCCAAGGTCCCAGGTTCAATC 
CCTGTTCAAGGAA 
>Bos_taurus_chr23.trna429-GluTTC (11176913-11176985)  Glu (TTC) 73 bp  Sc: 57.12 
TCCCTGGTGGTCCAGTGGTGAGAACTCGGCACTTTCACTGCCGAGGGCACAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8006-GluTTC (77062399-77062328)  Glu (TTC) 72 bp  Sc: 57.16 
TCCCTGGTGGTCCAGTGGCTAGGACTCAGCACTTTCACTGCCAGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna3343-GluTTC (19413485-19413413)  Glu (TTC) 73 bp  Sc: 57.40 
TCCCTGGTAGTCTAGTGGCTGAGACTCTGCACTTTCAATGCAGGGGTCCCAGGTTCACTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna4628-GluTTC (102989929-102989858)  Glu (TTC) 72 bp  Sc: 57.42 
TCCCTGGTGGTCTAGTGGCTAGGATTTGGCACTTTCACCACCGTGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.1127.trna9-GluTTC (9976-9904)  Glu (TTC) 73 bp  Sc: 57.44 
TCCTTGGTGGCCCAGTGGTTAAGACTTGGCACTTTCACTGCCAAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6167-GluTTC (75021445-75021373)  Glu (TTC) 73 bp  Sc: 57.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCAGGGGGTACAGGTTCCATC 
CCTGATCGGGGAA 
>Bos_taurus_chr1.trna8357-GluTTC (86195569-86195498)  Glu (TTC) 72 bp  Sc: 57.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCTGCGCTTTCACTGCTGTGAACCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna163-GluTTC (7298644-7298715)  Glu (TTC) 72 bp  Sc: 57.71 
TCCCTGATGGCCAGTGGTTAGGACTTGGTGCTTTCACTGCCGTGGTCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr27.trna921-GluTTC (27762350-27762420)  Glu (TTC) 71 bp  Sc: 57.72 
TCCCTGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCATGGCCCAGGTTCAATCCC 
TGGTCGGGGAA 
>Bos_taurus_chr4.trna5526-GluTTC (98352135-98352064)  Glu (TTC) 72 bp  Sc: 57.74 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGGGGCCCAGGTTTAATTC 
CTGGCCAGGGAA 
>Bos_taurus_chr10.trna2630-GluTTC (69685359-69685431)  Glu (TTC) 73 bp  Sc: 57.77 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTACTGAGGGCACAGGTTCAATT 
CCTGGTTGGGGAG 
>Bos_taurus_chr6.trna758-GluTTC (27393993-27394064)  Glu (TTC) 72 bp  Sc: 57.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCGCTTTCACCGCCGTGGGTCAGGTTCCATTC 
CTGGCCAGGGAT 
>Bos_taurus_chr23.trna1799-GluTTC (40572317-40572389)  Glu (TTC) 73 bp  Sc: 57.90 
TCCCTGGCAGTCAAATGGTTAAGACTCTGCACTTTCAATGCAGGGGGCGCAGGTTCAATC 
CCTGACCAGGGAA 
>Bos_taurus_chrUn.004.1260.trna3-GluTTC (19409-19481)  Glu (TTC) 73 bp  Sc: 57.93 
TCCCTGGTAGTTCAGTGGTCAGGACTTGACACTTTCACTGCCATGAGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr2.trna136-GluTTC (5117585-5117656)  Glu (TTC) 72 bp  Sc: 58.08 



TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGCTTTCACCGCAGTGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chrUn.004.19.trna20-GluTTC (200042-199970)  Glu (TTC) 73 bp  Sc: 58.16 
TCCTTGATGGTCTAGTAGTTAGGACTCTACACTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr11.trna2119-GluTTC (50778719-50778791)  Glu (TTC) 73 bp  Sc: 58.19 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6198-GluTTC (52441007-52440936)  Glu (TTC) 72 bp  Sc: 58.28 
TCCCTGGTGGTCTAGTGGTTAGGATTCAAGGCTTTCACTGATGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna2303-GluTTC (71290650-71290721)  Glu (TTC) 72 bp  Sc: 58.44 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCAGTTTCACTGCTGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chrX.trna6705-GluTTC (3562434-3562362)  Glu (TTC) 73 bp  Sc: 58.55 
TCCCTGGTGGTCCAGTGTTTAGGACTCAGCACTTTCACTGCTGTGGCCCCAGGTTCAGTC 
CCTGGTCAGGGAT 
>Bos_taurus_chr18.trna1388-GluTTC (34683053-34683125)  Glu (TTC) 73 bp  Sc: 58.55 
TCTCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACAGCTGAGGGCCCAGGTTCAATC 
CCTGGTTAGAGAA 
>Bos_taurus_chrX.trna1143-GluTTC (29952604-29952676)  Glu (TTC) 73 bp  Sc: 58.72 
CCCCTGATGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGAAGGCCCAGGTTCAATC 
CTTGATCAGGGAA 
>Bos_taurus_chr19.trna2581-GluTTC (50619663-50619735)  Glu (TTC) 73 bp  Sc: 58.78 
TCCCTGGTGGTCCAGGGGTTAAGACTTGGCACTTTCACTGCCACGGGCCCAGGTTCGATC 
CCTGGTTGGGAAA 
>Bos_taurus_chr23.trna3907-GluTTC (19412767-19412695)  Glu (TTC) 73 bp  Sc: 58.84 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCAAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.234.trna5-GluTTC (194469-194541)  Glu (TTC) 73 bp  Sc: 58.91 
CCCCTGATGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr17.trna250-GluTTC (8507940-8508011)  Glu (TTC) 72 bp  Sc: 58.99 
TCCTGGAAGTCCAGTGGTTAGGACTCGGCACTTTCACTGCTGAGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna3030-GluTTC (65098506-65098435)  Glu (TTC) 72 bp  Sc: 59.00 
TTCCTGATAGTTCAGTGGTTAGGATTCTGCATTTTCCCTGCAGTGACCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr2.trna8101-GluTTC (74890617-74890545)  Glu (TTC) 73 bp  Sc: 59.05 
TCCCTGGTGGTCCAGTGGTTAGGTCCTGGCACTTTCACTGCCAAGGGCCCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1221-GluTTC (28411969-28412041)  Glu (TTC) 73 bp  Sc: 59.28 
TCCTTAGTATTCCAGTTGTTAGGACTTGGCACTTTCAATGCCTTGGTCCCAGGTTCAATC 
CCTGGCTGAGGAA 
>Bos_taurus_chrUn.004.95.trna21-GluTTC (180796-180724)  Glu (TTC) 73 bp  Sc: 59.40 
TCCTTGATGGTCCAGTGGCTAGGACTCAGCATTTTCACTGCTGAGGTCCCAGGTTCAATG 
CCTGGGTAGGTAA 
>Bos_taurus_chr1.trna7499-GluTTC (113324631-113324559)  Glu (TTC) 73 bp  Sc: 59.42 
TCCCTGGTGGTCCAGTGGTTAGGATCCTGGGCTTTCACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna5751-GluTTC (131373168-131373097)  Glu (TTC) 72 bp  Sc: 59.55 
TCCCTGACAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCAGGGGCCTGGGTTCAACCC 
CCAGTCAGGGAC 
>Bos_taurus_chr15.trna1837-GluTTC (53167526-53167597)  Glu (TTC) 72 bp  Sc: 59.57 
TTTCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTATGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna2619-GluTTC (38077192-38077121)  Glu (TTC) 72 bp  Sc: 59.62 
TCCCTGGTGGTCCAGCGGTTAGGACTTGGCATTTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr5.trna2694-GluTTC (72803927-72803998)  Glu (TTC) 72 bp  Sc: 59.70 
CCCTTGGTGGTCTAGTGGTTAGGATTTGGCACTTTCACTGCTATGGCCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.4854.trna2-GluTTC (6559-6630)  Glu (TTC) 72 bp  Sc: 59.70 
CCCTTGGTGGTCTAGTGGTTAGGATTTGGCACTTTCACTGCTATGGCCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna3903-GluTTC (63917571-63917500)  Glu (TTC) 72 bp  Sc: 59.71 
TCCCTGATGGTCCAGTGGTTAAGATTCAGTGCTTTCACTGCTGTGGCCCAGGTTCAATCC 



CTAGTCAGGGAA 
>Bos_taurus_chr17.trna4512-GluTTC (56352960-56352889)  Glu (TTC) 72 bp  Sc: 59.78 
TCCCTGGTGGTCTAGTGGTTAGGACTCAGCACTTTCACTGCCAGGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr21.trna2431-GluTTC (59729032-59729103)  Glu (TTC) 72 bp  Sc: 59.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGAGCTTTCATTTCTGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr12.trna2543-GluTTC (67180845-67180917)  Glu (TTC) 73 bp  Sc: 59.99 
TCCCTGATGGTCCAGTGGTTAGGACTTGGTACTTTCACTGCCAGGAACCTAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr3.trna8336-GluTTC (28295302-28295230)  Glu (TTC) 73 bp  Sc: 60.32 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCACTTTCAATGCAGGGGGCCCAGGTTCGACC 
CTTGGTCAGGAAA 
>Bos_taurus_chr6.trna938-GluTTC (32749488-32749559)  Glu (TTC) 72 bp  Sc: 60.39 
TCCCTGGTGGTCTAGTGGTTAGGACTTGGCACTTTCACTGCTATGGCCCGGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr13.trna2734-GluTTC (66503138-66503210)  Glu (TTC) 73 bp  Sc: 60.42 
TCCCTGGTGGTCCAGTGGTTAGGACTCCACGCTTTCTCTGTGGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna4898-GluTTC (123297823-123297751)  Glu (TTC) 73 bp  Sc: 60.51 
TCCCTGGTGGTCCAGTGGTTAGGACTTAGTGCTTTCACTGCTCTGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6481-GluTTC (9577244-9577173)  Glu (TTC) 72 bp  Sc: 60.51 
TCCCTGGTGGTCCAGTGGTTACGACGTGGCACTTTCACTGCTGGTGCCCAGGTTCAATTC 
CTGGTCAGGGAG 
>Bos_taurus_chrUn.004.623.trna6-GluTTC (1032-960)  Glu (TTC) 73 bp  Sc: 60.53 
CCCCTGATGGTCCAGTGGTTAAGATTCTGCACTTTCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1535.trna1-GluTTC (27084-27155)  Glu (TTC) 72 bp  Sc: 60.95 
TTCCCAGTGGTCTAGTGGTTAGGACTCGGCACTTTCACTCCTGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna344-GluTTC (8040419-8040491)  Glu (TTC) 73 bp  Sc: 61.23 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCAGTGCAAAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna7907-GluTTC (30681641-30681569)  Glu (TTC) 73 bp  Sc: 61.34 
TCCCTGGCAGTCCAGCGGTTAGGACTTGGCACTTTCAATGCCATGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna1959-GluTTC (42379038-42379110)  Glu (TTC) 73 bp  Sc: 61.60 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCTCTTTCACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4134-GluTTC (46787607-46787535)  Glu (TTC) 73 bp  Sc: 61.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTTCAACGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1.trna65-GluTTC (1253596-1253668)  Glu (TTC) 73 bp  Sc: 61.77 
TCCCTGGTGGTCCAGTGGTTAGGACTCCACACTTTCACTGCCGAGGGCCCAGGTTCAATC 
CCTGACCAGGGAA 
>Bos_taurus_chr9.trna6372-GluTTC (43774659-43774588)  Glu (TTC) 72 bp  Sc: 61.78 
TCCCTGATGGTCTAGTGGTTAGGATTCTGGGTTTTCACTACAGTGGCCTAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4562-GluTTC (44220821-44220749)  Glu (TTC) 73 bp  Sc: 61.83 
TCCCTGGTGGTCTAGGGGTTAGGACTCGGCACTTTCACTGCCAGAGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna813-GluTTC (22489650-22489721)  Glu (TTC) 72 bp  Sc: 61.92 
TCCCTGGTGGTCTAGTGGCTAGGATTTGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGAGAA 
>Bos_taurus_chr5.trna5544-GluTTC (116107804-116107733)  Glu (TTC) 72 bp  Sc: 62.02 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGCGCTTTCACTGCCCTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr10.trna3272-GluTTC (86395940-86396011)  Glu (TTC) 72 bp  Sc: 62.18 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGGATGCAGGTTCAAACC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna4501-GluTTC (51111036-51110965)  Glu (TTC) 72 bp  Sc: 62.87 
TTCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGACACAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna5588-GluTTC (75712038-75711966)  Glu (TTC) 73 bp  Sc: 63.28 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGAACTTTCACTACCATGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr29.trna2271-GluTTC (45674281-45674209)  Glu (TTC) 73 bp  Sc: 63.51 
TCCCTGGTGGTCTAGTGGTTAGGACTCTGCACTTTCACTGCAGAGGTCCTGGGTTCGATC 
TCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.315.trna8-GluTTC (72134-72205)  Glu (TTC) 72 bp  Sc: 63.79 
TCCCGGATGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna8602-GluTTC (22461777-22461706)  Glu (TTC) 72 bp  Sc: 63.83 
TCTCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr9.trna2040-GluTTC (63961107-63961179)  Glu (TTC) 73 bp  Sc: 63.84 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCACTTTCAATGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr8.trna3556-GluTTC (103162661-103162731)  Glu (TTC) 71 bp  Sc: 64.06 
TCCCTGGTGGCCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGGCCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chrUn.004.6913.trna1-GluTTC (353-423)  Glu (TTC) 71 bp  Sc: 64.06 
TCCCTGGTGGCCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGGCCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr17.trna4956-GluTTC (50977884-50977812)  Glu (TTC) 73 bp  Sc: 64.08 
TCCCTGGTGGTCCAGTGGTCAGGGCTCAGCACTTTCACTGCTGAGGGCCCTGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna2908-GluTTC (64533640-64533711)  Glu (TTC) 72 bp  Sc: 64.09 
TCCCTGGTGGCCTAGTGGTTAAGACTCAGCACTTTCACTGCTGAGGCTCAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr2.trna4572-GluTTC (130316274-130316345)  Glu (TTC) 72 bp  Sc: 64.31 
TCCCTGATGGTCTAGTGGTTAGGATTCGGCACTTTCACTGTCGCAGCCCAGGTTCAAGCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna4179-GluTTC (59870820-59870749)  Glu (TTC) 72 bp  Sc: 65.48 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGGGCTTTCACTGCCATGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna3154-GluTTC (81988357-81988285)  Glu (TTC) 73 bp  Sc: 66.69 
TCCCTGAGGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGGGGTCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3429-GluTTC (78512913-78512985)  Glu (TTC) 73 bp  Sc: 66.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTTTCAATTCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1066-GluTTC (22668253-22668325)  Glu (TTC) 73 bp  Sc: 67.00 
TCCCTGATGGTCCAGTGGTTAGGACTCGGCATTTTCACTGCCATGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr22.trna1809-GluTTC (51031882-51031953)  Glu (TTC) 72 bp  Sc: 67.10 
TCCCTGGTTGTCCAGTGGTTAGGACGTAGTACTTTCACTGCTGGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna6684-GluTTC (9913661-9913590)  Glu (TTC) 72 bp  Sc: 67.86 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGACGGCCCGGGTTCGACTC 
CCGGTATGGGAN 
>Bos_taurus_chr5.trna7191-GluTTC (80571049-80570978)  Glu (TTC) 72 bp  Sc: 68.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTTCACTGCTGGGGCCCAGGTTCGATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr29.trna1069-GluTTC (30647393-30647465)  Glu (TTC) 73 bp  Sc: 69.41 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCAGAAGTCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna856-GluTTC (22901448-22901519)  Glu (TTC) 72 bp  Sc: 70.59 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8567-GluTTC (22864507-22864436)  Glu (TTC) 72 bp  Sc: 70.59 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna841-GluTTC (22656357-22656428)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8539-GluTTC (23079352-23079281)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8556-GluTTC (22927455-22927384)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.185.trna18-GluTTC (222647-222576)  Glu (TTC) 72 bp  Sc: 72.33 



TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.185.trna3-GluTTC (34287-34358)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.2930.trna4-GluTTC (9104-9175)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr2.trna10440-GluTTC (1279366-1279295)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Bos_taurus_chr23.trna2215-GluTTC (48749201-48749273)  Glu (TTC) 73 bp  Sc: 75.48 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8598-GluTTC (22497376-22497305)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr9.trna799-GluTTC (26564227-26564298)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.3551.trna2-GluTTC (1474-1545)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr12.trna6427-GluTTC (14082847-14082776)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr21.trna5667-GluTTC (1206237-1206166)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chrUn.004.4221.trna2-GluTTC (9619-9690)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chrUn.004.4872.trna1-GluTTC (5933-6004)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr2.trna5690-GluTTC (132707894-132707823)  Glu (TTC) 72 bp  Sc: 77.71 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr3.trna5633-GluTTC (106902805-106902724)  Glu (TTC) 82 bp  Sc: 38.58 
TCCCTGGAGGTCCAGTGGTTAGGACTCAGTGCTTTCAGGCTTTCACTGCTCTGTGGCCTG 
GGTTCGATCCCTGGTCAGGGAT 
>Bos_taurus_chr10.trna865-GlyACC (20039325-20039397)  Gly (ACC) 73 bp  Sc: 30.58 
TCTCTGATGGTCCAGGGCTTAAGACGATGTATTACCAGTACAGGAGGCCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3118-GlyACC (90597498-90597570)  Gly (ACC) 73 bp  Sc: 33.61 
TCCCTGGTGGTCCAGTGGCTGAGATCCTGAGCTACCAATCCAGGGACCTCAGGTTAGATC 
CCTGATTAGGGAA 
>Bos_taurus_chr25.trna630-GlyACC (11264063-11264135)  Gly (ACC) 73 bp  Sc: 33.84 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTACCAGTACAGGGGGTCTAGGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr22.trna1672-GlyACC (47319352-47319424)  Gly (ACC) 73 bp  Sc: 36.83 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGCACCACCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2490-GlyACC (49326425-49326496)  Gly (ACC) 72 bp  Sc: 37.80 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTACCAATGCAGGGGTCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna5618-GlyACC (114430852-114430780)  Gly (ACC) 73 bp  Sc: 39.12 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTACCAATGCAGGGTGCTCAGGTTTGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna113-GlyACC (3385873-3385945)  Gly (ACC) 73 bp  Sc: 39.64 
TCCCTCATGGTCCAGTGGCTAAGATTCTGTGCTACCAATGTAGGGGGCTCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5149-GlyACC (30970782-30970710)  Gly (ACC) 73 bp  Sc: 42.71 
TCCTTAGTGGTTCAATGGCTAAGACTCTGTGCTACCAATGCAGATGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1184-GlyACC (33508899-33508971)  Gly (ACC) 73 bp  Sc: 43.40 
TCCTTGATGGTCCAGTGGCTAAGATTCTGTGCCACCACTGCAGGGGGCCCGGGTTCAAGC 



CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna289-GlyACC (7423277-7423349)  Gly (ACC) 73 bp  Sc: 44.88 
TCCCTGGTGGTGCAATGGCTAAGACTCTGCACTACCAGTGCAGAGGGCTCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2724-GlyACC (73152721-73152793)  Gly (ACC) 73 bp  Sc: 45.65 
TCCCTGGTGGTCCAGTGGCTAAAACTCTGAGCTACCAATGCAGAAGTCCTAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna4048-GlyACC (99239103-99239175)  Gly (ACC) 73 bp  Sc: 47.06 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr13.trna6530-GlyACC (25688027-25687955)  Gly (ACC) 73 bp  Sc: 47.54 
TCCCTGGTGGTCCAGTGGCCAAGACTCCATGTTACCAATGTAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4061-GlyACC (117003365-117003437)  Gly (ACC) 73 bp  Sc: 50.18 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCCCTACCACTGCAGGGGACATAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4309-GlyACC (6815948-6815876)  Gly (ACC) 73 bp  Sc: 52.52 
TCCTAGGTGGTCTAGAGGCTAAGACTCTGCACTACCAAGGCAGGGGGCCTGGGTTCAATC 
CCCGGTCTGGGAA 
>Bos_taurus_chrX.trna1341-GlyACC (34808900-34808972)  Gly (ACC) 73 bp  Sc: 53.22 
TCCCTGATTGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna3870-GlyACC (74898435-74898363)  Gly (ACC) 73 bp  Sc: 55.45 
GGGCCAGTGGCACAATGGGTAATGCATCTGACTACCCATCAGAAGATTCCAAGTTCAACT 
CCTGGCTGGCTCA 
>Bos_taurus_chrUn.004.891.trna9-GlyACC (51647-51719)  Gly (ACC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGCCAGGGAA 
>Bos_taurus_chr4.trna4265-GlyACC (120631359-120631439)  Gly (ACC) 81 bp  Sc: 49.30 
TCCCAGGTGGCTTACTGGTAAAGCATCTGCCTACCAATGTAGAAGATGCAGGAGACGCAG 
GTTCGATCCCTGGTTTGGGAA 
>Bos_taurus_chr15.trna1863-GlyACC (53760639-53760727)  Gly (ACC) 89 bp  Sc: 36.15 
TTCCAGTTGGCTCAGTGGTAAAGAATCTGTCTACCAGTGGTTAAAGAATTGAACCAAAGG 
AGATGCAGGTTCGATCCCTGTGTTGGAAG 
>Bos_taurus_chr28.trna1008-GlyCCC (27712875-27712948)  Gly (CCC) 74 bp  Sc: 21.36 
TCCCTGATGGTCCAAGTGGCTAAGGCTCTGCTGTCCCATAGAGGGGGGTACAGGTTAGAT 
CCCTGTTCAGGCAA 
>Bos_taurus_chr11.trna7020-GlyCCC (51357939-51357868)  Gly (CCC) 72 bp  Sc: 21.83 
TCCCTGGTGGTCCAGTGGCTGAGGCTCTGTGCTCCCTATACAGGGAGCCCGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna1278-GlyCCC (29536419-29536491)  Gly (CCC) 73 bp  Sc: 22.39 
TCTCTGGTGGTCCAGTGCCTAAGAGTCTGTGCTCCCGATGCAGGGGGGTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8147-GlyCCC (10678868-10678798)  Gly (CCC) 71 bp  Sc: 23.21 
TCCTTGGTGGTTTAGTGGCTGAGACTCTGTGCTCCCAGTGCAAGGGCCTGGTTTGATCCC 
TGGCCAGGGAA 
>Bos_taurus_chr5.trna4914-GlyCCC (121374003-121374074)  Gly (CCC) 72 bp  Sc: 24.04 
TCCCTGGTGGTTCAGTGGAGAAGACTCTGCACTCCCAATGCACGGGGCTGGGTCTAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna5246-GlyCCC (121258068-121257997)  Gly (CCC) 72 bp  Sc: 24.04 
TCCCTGGTGGTTCAGTGGAGAAGACTCTGCACTCCCAATGCACGGGGCTGGGTCTAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna781-GlyCCC (19050095-19050167)  Gly (CCC) 73 bp  Sc: 24.07 
TCCCTGGTTGTCCAGTGGCTGAGACTCTGCATTCCCAGTGTAAGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2695-GlyCCC (79185717-79185790)  Gly (CCC) 74 bp  Sc: 24.18 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGACTTTAAGTTTAAA 
CCCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5941-GlyCCC (18790877-18790805)  Gly (CCC) 73 bp  Sc: 24.94 
TCTCTGGTGGTCCAGTGACCAAGACTCTGAACTCCCCATGCAGGCAGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6294-GlyCCC (16048422-16048350)  Gly (CCC) 73 bp  Sc: 25.37 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAACGCAGGGGGGCTGGGTTCCATC 
TCTGATCAGGGAA 
>Bos_taurus_chr7.trna8290-GlyCCC (9341356-9341284)  Gly (CCC) 73 bp  Sc: 25.43 
TCTCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATACAGGGTGCCCAGGTTTGATT 
CCTAGTCAGGGGA 



>Bos_taurus_chr2.trna4315-GlyCCC (125661715-125661787)  Gly (CCC) 73 bp  Sc: 25.46 
TCCCTGGTGGTCCACTGACTATGTCTCTGTGCTCCCAATGCAGATAGCCTGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr29.trna2770-GlyCCC (33718462-33718390)  Gly (CCC) 73 bp  Sc: 25.50 
TCTCTGGTGGTCCAGTGGCTAAGATTCCATGGTCCCAGCGCGGGGGCCCTTGGTTTGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr3.trna8832-GlyCCC (16840182-16840109)  Gly (CCC) 74 bp  Sc: 25.57 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAGGGCAGGGGGCCTCAGGATAGAT 
CCCTGGTCAGGAAA 
>Bos_taurus_chr3.trna1894-GlyCCC (51849870-51849942)  Gly (CCC) 73 bp  Sc: 25.61 
TCCCTTGTGGTCCAGGGGCTGAGACTCTGAGTTCCCAATTCAGGGGGCCTAGGTTCCACC 
CCTGGTTAGGGAT 
>Bos_taurus_chr12.trna6683-GlyCCC (9933513-9933441)  Gly (CCC) 73 bp  Sc: 25.65 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGAGCCAGGCTCAATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr7.trna3254-GlyCCC (81131023-81131095)  Gly (CCC) 73 bp  Sc: 25.80 
TTCCTGGTGGTCCAGCGGCTGAGACTCTGCATTCCCAGTACAGGGGGCTCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5669-GlyCCC (93704615-93704542)  Gly (CCC) 74 bp  Sc: 25.86 
TCTCCTGATGGTCCAGTGACTAAGACCCCGTACTCCCAATGCTGCAGGCCCGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7971-GlyCCC (13335281-13335208)  Gly (CCC) 74 bp  Sc: 25.95 
TCCCTGGTGGTTCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGGGCCTCACGTTCTAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr29.trna3340-GlyCCC (19448852-19448780)  Gly (CCC) 73 bp  Sc: 26.05 
TCCCTGATGGTCCAGTGGCTCGGACTATGTACTCCCAATGCAAGTAATCTGGGTTTGATT 
CCTGGTCAGGGGC 
>Bos_taurus_chr29.trna3345-GlyCCC (19389163-19389091)  Gly (CCC) 73 bp  Sc: 26.05 
TCCCTGATGGTCCAGTGGCTCGGACTATGTACTCCCAATGCAAGTAATCTGGGTTTGATT 
CCTGGTCAGGGGC 
>Bos_taurus_chr1.trna3337-GlyCCC (97482414-97482486)  Gly (CCC) 73 bp  Sc: 26.15 
TCCCTGGTGGTCCGGCAGGCGGGACTCTGAGCTCCCGATGCAGGGTGTCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9084-GlyCCC (31663926-31663854)  Gly (CCC) 73 bp  Sc: 26.39 
TCCCTGGTGGTCCAGTGGCTGGGCCTCTATGCTCCCAATGCAGGGAACCCAGGTTCCATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3030-GlyCCC (75469807-75469880)  Gly (CCC) 74 bp  Sc: 26.92 
TCCCTGATGGTCCAGTGACTGAGATTCTGAGCTCCCAATGCAGGGAGCCCAGGGTTCGAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr7.trna8139-GlyCCC (10855599-10855527)  Gly (CCC) 73 bp  Sc: 27.00 
TCCCTGGTGGTCCAGTGGCTGAGTCTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr9.trna1675-GlyCCC (52124825-52124899)  Gly (CCC) 75 bp  Sc: 27.03 
TCCCTGGTGGTCCAAGTGGCTGAGACTCCGTGCTCCCAACACAGGGGGTGCAGGGTTCGA 
TCCCTAGTCAGGGAA 
>Bos_taurus_chr19.trna1623-GlyCCC (31984601-31984673)  Gly (CCC) 73 bp  Sc: 27.15 
TCCCTGGTGGTCCACAGGCTAAGACTCTGTGCTCCCACTGCAGGGGGCCAGGGTTTGATC 
CCTCGTCAGGGAA 
>Bos_taurus_chrX.trna4259-GlyCCC (72988999-72988928)  Gly (CCC) 72 bp  Sc: 27.16 
TCCCTGGTTGTCCAGTGACTAAGACTCCGCATTCCCAGTGCAGGGGTCCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna4167-GlyCCC (70667324-70667252)  Gly (CCC) 73 bp  Sc: 27.22 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCGGGGGGCCCAGGTTCTGTC 
CCTTGTCAGGGAA 
>Bos_taurus_chr6.trna4156-GlyCCC (120880809-120880881)  Gly (CCC) 73 bp  Sc: 27.26 
TTCTTGCTGGTCCAGAGGCTCAGACTCTGTCCTCCCCACGCAGGGGGCCCAGGTTCGACC 
CCTGGTCGGGGAG 
>Bos_taurus_chr7.trna4247-GlyCCC (109437776-109437847)  Gly (CCC) 72 bp  Sc: 27.28 
TCCCTGGTGGTCCAGCGGCCAAGACTCGGCGCTCCCAGTGCAGGCGCCCAGGCTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4749-GlyCCC (133077987-133078059)  Gly (CCC) 73 bp  Sc: 27.33 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGAGCAGGGTTTGATG 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna5157-GlyCCC (88740306-88740233)  Gly (CCC) 74 bp  Sc: 27.49 
TCCCTGGTGGTCCAGAGGCTAAGATTCCACACTCCCAAGGTGGATTGCCCTGGGGTTGAT 
CCCTCGTCAGGGAA 
>Bos_taurus_chr6.trna7873-GlyCCC (25611148-25611077)  Gly (CCC) 72 bp  Sc: 27.55 



TCCCTGGTGGTTCAAGGCTGAGATTCTGTGTTCCCAATGCAGAGGGTCCAGGTTCAATCC 
CTGGTCAAGGAA 
>Bos_taurus_chrUn.004.966.trna5-GlyCCC (55333-55403)  Gly (CCC) 71 bp  Sc: 27.72 
TCCCTGGTGGTGCACTGGCTAAGACTGCACTCCCAACGCAGGGGGCCCAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr25.trna2153-GlyCCC (36114556-36114629)  Gly (CCC) 74 bp  Sc: 27.98 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGCACTCCCCATGCAGTGGGGACTGGGCTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5841-GlyCCC (4165534-4165462)  Gly (CCC) 73 bp  Sc: 27.99 
TCCCTGATGGTCCAGTGCCCAAGACGCTGCGCTCCCCACACAGGGGGCCTGAGTTCAATT 
TCTGGTCAGGGAG 
>Bos_taurus_chr19.trna5264-GlyCCC (29614215-29614143)  Gly (CCC) 73 bp  Sc: 28.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAGTGTAGGTGGCCTGGGGTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna171-GlyCCC (6033388-6033459)  Gly (CCC) 72 bp  Sc: 28.17 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTACTCCCAACGCAGGGGGCCAGGGTTGGATC 
CTGGTTAGGGAA 
>Bos_taurus_chr21.trna5535-GlyCCC (5928533-5928462)  Gly (CCC) 72 bp  Sc: 28.17 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTACTCCCAACGCAGGGGGCCAGGGTTGGATC 
CTGGTTAGGGAA 
>Bos_taurus_chr20.trna4765-GlyCCC (26192143-26192071)  Gly (CCC) 73 bp  Sc: 28.25 
TCTCTGGTGGTCCAGTAGCTGGCACCCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2034-GlyCCC (45582264-45582336)  Gly (CCC) 73 bp  Sc: 28.31 
TCCCTGGTGGTCCAGTAGCTGAGACTCTGAGTTCCCCATGCAGGGGGCCCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna1534-GlyCCC (42298463-42298535)  Gly (CCC) 73 bp  Sc: 28.32 
TCCCTGGTGGTCCACTGGCTAAGACTCCGTGCTCCCCTTGCAGGGGGTCCAGATTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4912-GlyCCC (110866347-110866275)  Gly (CCC) 73 bp  Sc: 28.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGCGCAGGGGGACCGGGCTTGATT 
CCTGGTCACGGAA 
>Bos_taurus_chr18.trna4944-GlyCCC (26674096-26674024)  Gly (CCC) 73 bp  Sc: 28.50 
TCCTTGGTGGCCCATTGGTTAAGACTCTGTGCTCCCACTGCAGGGGGTTCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1644-GlyCCC (45167673-45167745)  Gly (CCC) 73 bp  Sc: 28.96 
CCCTTGGTGGTTCAGTGGCTAAGACTTTGAGCTCCCAACACAGGGGCCCTGGGTTTGCTC 
CCTAGTCAGGGAG 
>Bos_taurus_chrX.trna790-GlyCCC (18701825-18701897)  Gly (CCC) 73 bp  Sc: 29.11 
TCCCTGGTAGTCCAGTGGGTGAGATTCTGTGCTCCCAATGCATGAGGCCCGGGTCTGATT 
CCTGGCCGGGGAA 
>Bos_taurus_chr6.trna915-GlyCCC (32041000-32041073)  Gly (CCC) 74 bp  Sc: 29.12 
TCCCTGGTGGTCCATTTGGCTGGGACTCTGTGCTCCCAGGGCAGGGGACCTAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr12.trna5931-GlyCCC (22550067-22549995)  Gly (CCC) 73 bp  Sc: 29.26 
TCCCTGATGGTCCAGTGGCTACGACTCTACACTCCCAGTGCAGGGGGCCCGGGTTTGGTC 
CCTGGTCAGTGAA 
>Bos_taurus_chrUn.004.6729.trna2-GlyCCC (3065-2993)  Gly (CCC) 73 bp  Sc: 29.26 
TCCCTGATGGTCCAGTGGCTACGACTCTACACTCCCAGTGCAGGGGGCCCGGGTTTGGTC 
CCTGGTCAGTGAA 
>Bos_taurus_chr29.trna2725-GlyCCC (34985790-34985718)  Gly (CCC) 73 bp  Sc: 29.39 
TACCTGGTGGTCCAGTGGCTAAGATTCTGTAATCCCAATACAGGGGGTTCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5630-GlyCCC (69438652-69438580)  Gly (CCC) 73 bp  Sc: 29.43 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGTGTTCCCAATGCAGGGGGCCCAGGTTTGGTC 
CCTCGTTGGGGAG 
>Bos_taurus_chr13.trna3519-GlyCCC (80088900-80088973)  Gly (CCC) 74 bp  Sc: 29.55 
TCCCTGGCAGTCCAGTGGCTGAGACTCTGCTCTCCCAGTGCAGGGGGCCCCGGGTTTGAT 
CCCCGGTCAGGGAA 
>Bos_taurus_chr16.trna4017-GlyCCC (57793991-57793919)  Gly (CCC) 73 bp  Sc: 29.59 
TCCCTGGTGGTCCAGCGGTTACGACTCTGTGTTCCCAGGGCAGGGGGCCTGGATTCCATC 
CCTAGCTAGGGAA 
>Bos_taurus_chr5.trna2203-GlyCCC (60763572-60763644)  Gly (CCC) 73 bp  Sc: 29.67 
TCTCTGACAGTCCAGTGGCTAAGACTCTGTGTTCCCCAGGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5216-GlyCCC (80286134-80286062)  Gly (CCC) 73 bp  Sc: 29.68 
TCCCTGGTGGTCCGGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGACTGGGTTCAATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna727-GlyCCC (20968220-20968293)  Gly (CCC) 74 bp  Sc: 29.76 
TTCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCCATGCAGGGGGCCCAGGTTCAATT 
TTTGGTTGAGGAAA 
>Bos_taurus_chr23.trna592-GlyCCC (14776874-14776945)  Gly (CCC) 72 bp  Sc: 29.93 
TCCCTGGTGGCCTGGTGGCTGAGGTGCTGTGCTCCCCATGCAGGGGGCTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr19.trna3765-GlyCCC (57831138-57831066)  Gly (CCC) 73 bp  Sc: 30.00 
TCCCTGGTGGCCCAGTGACTGGGGCTCTGTACTCCCAGTCCAGAGGGCCTGGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9126-GlyCCC (30650903-30650832)  Gly (CCC) 72 bp  Sc: 30.13 
TCCCTGGTGGTCCAGTGGCTGAGACTCTTCACTCCCCATGCAGAGGGCCTGGGTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna4255-GlyCCC (12214270-12214198)  Gly (CCC) 73 bp  Sc: 30.35 
TCCCTGGTGGTCCAGTGACTAAGACTCTGAGCTCCCTATGCAGGGGGCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4097-GlyCCC (34595734-34595646)  Gly (CCC) 89 bp  Sc: 30.40 
TCCCTGATGGTCCTATGGGTAAGACTCTGCACTCCCAATGAAGAGGGTTCATCCTTTATC 
CAGCCTGGGTTCCATCCCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5092-GlyCCC (103690765-103690693)  Gly (CCC) 73 bp  Sc: 30.48 
TCCCTGGTGGTCCAATGGCTAAGACTCTGAACTCCCAATGTAGGGCACCCAGGTTCGGTT 
TCTGGTCAAGGAA 
>Bos_taurus_chr9.trna2371-GlyCCC (73147144-73147216)  Gly (CCC) 73 bp  Sc: 30.48 
TCCCTGGTGGTCCAATGGCTAAGACTCTGAACTCCCAATGTAGGGCACCCAGGTTCGGTT 
TCTGGTCAAGGAA 
>Bos_taurus_chr22.trna2574-GlyCCC (52967197-52967125)  Gly (CCC) 73 bp  Sc: 30.60 
TCCCTGGTAGTCCAGTAGCTAAGACTCCGTACTCCCAATGCAGGGTACACAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna47-GlyCCC (2460984-2461056)  Gly (CCC) 73 bp  Sc: 30.71 
TCCCTGGTGGTCCAGTGGCTGAGACATTGTGCTCCCAAAGCAGGGCGCCCAAGCTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna2261-GlyCCC (63718146-63718218)  Gly (CCC) 73 bp  Sc: 30.76 
TCCCTGGTGGTCCAGTGGCTAAGACTATGTGCTCCCAATGCAGGGTACCCAAGTTTAATC 
CTTGGTCAGAGAA 
>Bos_taurus_chr22.trna1152-GlyCCC (31246142-31246214)  Gly (CCC) 73 bp  Sc: 30.78 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGAGCTGGGTTCGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr19.trna4494-GlyCCC (45160924-45160852)  Gly (CCC) 73 bp  Sc: 30.82 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGAAGCCCAGGTTTGATC 
CTTGGTCGGGGAA 
>Bos_taurus_chr13.trna5693-GlyCCC (41963872-41963800)  Gly (CCC) 73 bp  Sc: 30.90 
TCTCTGGTGGTCTTGAGGCTAAGACTCCATGCTCCCAATGTGGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna2479-GlyCCC (71271996-71272072)  Gly (CCC) 77 bp  Sc: 30.96 
TCCCTGGTGGTTCAGTGGCTGGGACTCCATGCTCCCAATGTGGGGGGCCTACCTAGGTTT 
GATTCGTGGTCAGGGAA 
>Bos_taurus_chr17.trna2285-GlyCCC (55881744-55881816)  Gly (CCC) 73 bp  Sc: 31.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGATGCAGTTGGCCTGGGTGTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8846-GlyCCC (6423962-6423890)  Gly (CCC) 73 bp  Sc: 31.25 
TCCCTGGTAGTCCACAGGCTAAGACTCTGAATTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr8.trna5867-GlyCCC (72411735-72411663)  Gly (CCC) 73 bp  Sc: 31.27 
TCCCTGGTGGTCCAGTGGCCAAGACTTTGTGTTCCCAATTCAGGGCACTCGAGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr11.trna7661-GlyCCC (38089439-38089365)  Gly (CCC) 75 bp  Sc: 31.39 
TCCCTAGTGGTCTAGAGGCTAAGACTCTGTGCTCCCCAAACAGGGTGGGCCCAGGTTCGA 
TCTCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3935-GlyCCC (49470431-49470359)  Gly (CCC) 73 bp  Sc: 31.49 
TCCCTGGTAGTCCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGACCCTGGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna2698-GlyCCC (64603987-64604059)  Gly (CCC) 73 bp  Sc: 31.52 
TCCCTGGCAGTCCAGTGGCTAAGACTCCGTACTCCCAATGCAGGGGGCTCGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna1028-GlyCCC (24003461-24003533)  Gly (CCC) 73 bp  Sc: 31.53 
TCCCTGGTGGTCTAGCCACTAAGATTCCATGCTCCCGATGTAGGAGACCTAGGTTCGATT 
CCTGGTCAGGGAA 



>Bos_taurus_chr5.trna9758-GlyCCC (11180743-11180671)  Gly (CCC) 73 bp  Sc: 31.59 
TCCCTGGTGGTCCGCTGGCTAAGACTCTGCGCTCCCAGTGCAAAGGACTCAGGTTCAAAT 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna4133-GlyCCC (34379171-34379099)  Gly (CCC) 73 bp  Sc: 31.59 
TCCCTGGTGGCCCAGTGACTAAGACTCTGTATTCCCAATGGAGGAGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3970-GlyCCC (103372230-103372302)  Gly (CCC) 73 bp  Sc: 31.63 
TCGCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGCGGGCCCAGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.3715.trna4-GlyCCC (8110-8038)  Gly (CCC) 73 bp  Sc: 31.63 
TCGCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGCGGGCCCAGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4300-GlyCCC (30530844-30530772)  Gly (CCC) 73 bp  Sc: 31.75 
TCCCTGGTGGTCCAGTGACTAGGATTTAGTGCTCCCAATGCAGGGGGCTCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5397-GlyCCC (25849093-25849021)  Gly (CCC) 73 bp  Sc: 31.75 
TCCCTGGTGGTCCAGTGACTAAGACCTTGTGCTCCCAGTGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1613-GlyCCC (36466900-36466972)  Gly (CCC) 73 bp  Sc: 31.79 
TCTCTGGAAGTCCAGTGGCTGTGACTCCACATTCCCAATGTCGGGGGCCCAGGTTCAACT 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna2467-GlyCCC (67441127-67441198)  Gly (CCC) 72 bp  Sc: 31.85 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAGGGAGCCAGGTTCAGTCC 
CTGATCAGGGAA 
>Bos_taurus_chr17.trna2965-GlyCCC (67056360-67056432)  Gly (CCC) 73 bp  Sc: 31.86 
TCCCTGGCGGTCTAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGAGCCCGGGTTGGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrUn.004.4114.trna2-GlyCCC (1119-1047)  Gly (CCC) 73 bp  Sc: 31.86 
TCCCTGGCGGTCTAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGAGCCCGGGTTGGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna1871-GlyCCC (60178997-60179069)  Gly (CCC) 73 bp  Sc: 31.96 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGCCCTTAAGTTCAGTC 
CCTGGTTGGGGAG 
>Bos_taurus_chr12.trna1337-GlyCCC (30172549-30172621)  Gly (CCC) 73 bp  Sc: 31.99 
TCCCTGGTGGTCCTGGGGCTGAGACTCTAAGCTCCCAGTGTAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6043-GlyCCC (14797860-14797788)  Gly (CCC) 73 bp  Sc: 32.12 
TCCCTGGTGGTCCGGAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna542-GlyCCC (15486308-15486380)  Gly (CCC) 73 bp  Sc: 32.18 
TCCCTGGTGGTTCAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGCAA 
>Bos_taurus_chr25.trna1702-GlyCCC (29089329-29089401)  Gly (CCC) 73 bp  Sc: 32.25 
TCCCTGATGGTCCAGCGGCTGAGACTCTGTACTCCCAAGGCAGGAGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4160-GlyCCC (53701137-53701066)  Gly (CCC) 72 bp  Sc: 32.37 
TCTCTGGTGGTTTAGTGACTGGGACTCTGCACTCCCAATTCAGGGTGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna1078-GlyCCC (38358269-38358341)  Gly (CCC) 73 bp  Sc: 32.40 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGTGGTCCCAATGTAGGGGGACCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna1170-GlyCCC (19179281-19179352)  Gly (CCC) 72 bp  Sc: 32.47 
TCTCTGGTGGTCCAGAGGCTAGACTCTGAGGTCCCAATGCAGGGAACCTGGGTTCAATCC 
CCAGCCAGGGAA 
>Bos_taurus_chr20.trna5346-GlyCCC (10510415-10510343)  Gly (CCC) 73 bp  Sc: 32.52 
TCCCTGGTGGTCCAGTGGATAAGACTTTGTAATCCCAATGCAGGTGACCTAGGTGCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrX.trna1765-GlyCCC (49080543-49080615)  Gly (CCC) 73 bp  Sc: 32.53 
TCCCTGGTGGTCCGGTGGCAAAGACTCTGTGCTCCCAATTTAGGGGGCCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna4131-GlyCCC (76679872-76679800)  Gly (CCC) 73 bp  Sc: 32.56 
TCCCAGGTGGTCCACTGGCTGGGACTCTGAGCTCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3501-GlyCCC (90565764-90565836)  Gly (CCC) 73 bp  Sc: 32.56 
TCCTTGGTAGGCCACTGGCTAAGGCTCTGTGCTCCCAAGGCAGGGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5663-GlyCCC (93807792-93807719)  Gly (CCC) 74 bp  Sc: 32.60 



TTCCTGGTGGTCCAATGGTTAAGACTCTGCGATCCCAATGCAGGTGGCCCAGGTCCGATC 
CCTGGTCAGAGAAG 
>Bos_taurus_chr28.trna2982-GlyCCC (5757001-5756928)  Gly (CCC) 74 bp  Sc: 32.64 
TTCCTGATGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGAGCCTGGGGTTCAAC 
CCCTGGTTAGGGAC 
>Bos_taurus_chr18.trna1920-GlyCCC (46635831-46635903)  Gly (CCC) 73 bp  Sc: 32.67 
TCCCTGGTAGCCCAATGGTTGAGACTCTGAGCTCCCAGTTCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8275-GlyCCC (16236613-16236541)  Gly (CCC) 73 bp  Sc: 32.70 
TCCCTGGTGGCCTAGGGGCTAAGACTCTGCATTCCCAGTGCAGGGCACCCGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna256-GlyCCC (8093764-8093836)  Gly (CCC) 73 bp  Sc: 32.82 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna5861-GlyCCC (100315597-100315526)  Gly (CCC) 72 bp  Sc: 32.88 
TCCCTCATGGTCCAGTGACTAAGACTCTGTGCTCCCAGAGCAGGGGACCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5.trna3-GlyCCC (134629-134701)  Gly (CCC) 73 bp  Sc: 32.91 
TTCCTGGTGGTCCAATAGCTAAGACTCTGAACTCCCAGTGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGCAA 
>Bos_taurus_chr10.trna4547-GlyCCC (95422937-95422865)  Gly (CCC) 73 bp  Sc: 32.93 
TCCCTGGCAGTCCAGTGGCTGAGACTCTGTGCTCCCGATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5293-GlyCCC (28472622-28472551)  Gly (CCC) 72 bp  Sc: 33.01 
TCCCTGGTGGCCCAGAGGCTAAGATTCTGAGCTCCCAGTGCAGGGGTCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna2762-GlyCCC (63962520-63962448)  Gly (CCC) 73 bp  Sc: 33.20 
TCCCTGGTGGCCCCGTGGCTAAGGCTCTGTGCTCCCAGTGGAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2307-GlyCCC (38249566-38249638)  Gly (CCC) 73 bp  Sc: 33.24 
TCCTTGGTGGTCCAATGGCTAGGACTCTGTGCTCCCCGTGCAGGGGGCCCAAGTTCCAGC 
CCTGGTCGGGGAA 
>Bos_taurus_chr24.trna2930-GlyCCC (60401794-60401722)  Gly (CCC) 73 bp  Sc: 33.30 
TCCCTGAGGGTCCAGTGGCTAAGACTCCACACTCCCAGTGTGGGAGGCCTGGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna329-GlyCCC (9438756-9438828)  Gly (CCC) 73 bp  Sc: 33.34 
TCCCTGGTGGTCCTATGGCTACGACCCCACACTCCCAATGTAGGGGGCCCGGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna1195-GlyCCC (32905197-32905270)  Gly (CCC) 74 bp  Sc: 33.47 
TCCCTGGTGGTTCAGTGGCTAAAGACTCTGTAGTCCCAATTCAGGGGGCCCGGGTTCCAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1875-GlyCCC (31735516-31735587)  Gly (CCC) 72 bp  Sc: 33.52 
TTCCTGGTGGTCCTGTGGCTAAGACTCTGAACTCCCCGTGCAGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna3438-GlyCCC (30525414-30525343)  Gly (CCC) 72 bp  Sc: 33.52 
TCCTTGATTGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGACCTGGGTTTGATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna3704-GlyCCC (71018916-71018845)  Gly (CCC) 72 bp  Sc: 33.59 
TCCCTGGCGGTCCACTGGCTAAGACTATGTGCTCCCAATGCAGGGGGCCAGGTTCAATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna710-GlyCCC (15860302-15860373)  Gly (CCC) 72 bp  Sc: 33.72 
TCCCTGGTGGTCCAATGGCTGAGACTCTGAGTTCCCAATGCAGGGGCCCAGGTTCCATCC 
GTGGTCAGGGAA 
>Bos_taurus_chr28.trna1515-GlyCCC (44861795-44861867)  Gly (CCC) 73 bp  Sc: 33.83 
TCCCTGGTGGTTAAGTGGCTAAGACTCTATGCTCCCAATGCAGCGGACCCAGATTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6190-GlyCCC (14707932-14707860)  Gly (CCC) 73 bp  Sc: 34.02 
TCTCTGGCAGTCCAGTGGTTAAGACTTTACACTCCCAGTATAGGGGATGCAGGTTCGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr7.trna8514-GlyCCC (4616637-4616563)  Gly (CCC) 75 bp  Sc: 34.03 
TCCCTGGTGGTCCAGTGGTTAACACTCTGAGCTCCCAATGCAGGGGAGCCCCAGGTTTGG 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr26.trna246-GlyCCC (9742258-9742330)  Gly (CCC) 73 bp  Sc: 34.04 
TCCCTGGGGGTCCAGTGGCTAAGACTTGGTGCTCCCAATGCAAGGGGCCTAGGTTCCACT 
CCTAGTCGGGGAA 
>Bos_taurus_chr13.trna1586-GlyCCC (37977500-37977572)  Gly (CCC) 73 bp  Sc: 34.07 
TCCCTGGTGGTCCAGTGGCTGAGATTCTGTGCTCCCAGTGCAGGGGTCCCGGGTTCAGTC 



CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5877-GlyCCC (37999288-37999216)  Gly (CCC) 73 bp  Sc: 34.07 
TCCCTGGTGGTCCAGTGGCTGAGATTCTGTGCTCCCAGTGCAGGGGTCCCGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna3996-GlyCCC (36358577-36358505)  Gly (CCC) 73 bp  Sc: 34.11 
TCTCTGGTGGCCCAGTGGCCGGGACTCTGAGCTCCCAGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna6083-GlyCCC (125717208-125717136)  Gly (CCC) 73 bp  Sc: 34.13 
TCCCTGATGGTCCAATGGCTGAGACTTTGTACTCCCATTGCAGGCAGCCTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna651-GlyCCC (13402559-13402631)  Gly (CCC) 73 bp  Sc: 34.13 
TCTCTGGTAGTCCAGTAGCTAAGACTCTGTGCTCCCAAAGCAGAGGGCCTGGGTTCAGTC 
CCTAGTCGGAGAA 
>Bos_taurus_chrUn.004.3620.trna1-GlyCCC (6980-7052)  Gly (CCC) 73 bp  Sc: 34.13 
TCTCTGGTAGTCCAGTAGCTAAGACTCTGTGCTCCCAAAGCAGAGGGCCTGGGTTCAGTC 
CCTAGTCGGAGAA 
>Bos_taurus_chrX.trna4679-GlyCCC (63234096-63234024)  Gly (CCC) 73 bp  Sc: 34.20 
TTCTTGGTGGCCCAATGGTTAAGATTCCGTGCTTCCCTTGCAGGGGGTACAGGTTCAATC 
CCTGTTTGGGAAA 
>Bos_taurus_chr13.trna4758-GlyCCC (65882194-65882122)  Gly (CCC) 73 bp  Sc: 34.27 
TCCCTGGTGGTCCAGTGACTGAGGCTCTGCACTCCCAACGCAGGGGGACCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna5109-GlyCCC (107118586-107118514)  Gly (CCC) 73 bp  Sc: 34.28 
TCCCTGGTGGTCTGGCGGCTAAGATACTGTGCTCCCATTGCAGGGGGCCCAGGTTCAACC 
CTTGGTTAGGGAC 
>Bos_taurus_chr3.trna8793-GlyCCC (17727380-17727303)  Gly (CCC) 78 bp  Sc: 34.29 
TCCCTGTTGGTCTAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAAGGGAGCCCAGGTT 
TGCTTCCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2675.trna1-GlyCCC (1148-1078)  Gly (CCC) 71 bp  Sc: 34.30 
TCCCTGGTGGTGCACTGGCTAAGACTGCACTCCCAATGCAGGGGGCCCAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chrUn.004.4719.trna1-GlyCCC (1191-1121)  Gly (CCC) 71 bp  Sc: 34.30 
TCCCTGGTGGTGCACTGGCTAAGACTGCACTCCCAATGCAGGGGGCCCAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr16.trna4833-GlyCCC (38820201-38820129)  Gly (CCC) 73 bp  Sc: 34.33 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCACTCCCAGTACAGAGGACCCGGGTTCCATT 
CCTGGTAGGGGAA 
>Bos_taurus_chrUn.004.6483.trna1-GlyCCC (2812-2881)  Gly (CCC) 70 bp  Sc: 34.36 
TCCTGGTGGTCCAGTGGCCAAGACTTTGTGCTCCCAATTCAGGGGACCCAGGTTCGATCC 
CTGGTCGGAG 
>Bos_taurus_chr11.trna66-GlyCCC (1217264-1217336)  Gly (CCC) 73 bp  Sc: 34.40 
TCCTTGGTGGTCCAAAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGACCAAGTTTGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chrX.trna4623-GlyCCC (64308305-64308233)  Gly (CCC) 73 bp  Sc: 34.45 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTACTCCCAATGCAGGAGGACTGGGTACAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna1692-GlyCCC (42935327-42935399)  Gly (CCC) 73 bp  Sc: 34.46 
TCCCCAGTGGTCCAGTGATTAAGACTCTGTGCTCCCAATACAGAACACCCAGGTTTGATC 
CCTGGTTGAGGAT 
>Bos_taurus_chr23.trna971-GlyCCC (21494123-21494194)  Gly (CCC) 72 bp  Sc: 34.48 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGAGAGCTAGGTTCGTTCT 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna4027-GlyCCC (11874295-11874224)  Gly (CCC) 72 bp  Sc: 34.48 
TCCTTGGTGGTCCTGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCTGGGTTTGACTC 
CTGGTCAGGGAT 
>Bos_taurus_chr5.trna906-GlyCCC (27358943-27359015)  Gly (CCC) 73 bp  Sc: 34.57 
TCCCTGGTCGTCCAGTGGCTAAGACTCTCTGCTCCCCATGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna877-GlyCCC (23442796-23442868)  Gly (CCC) 73 bp  Sc: 34.66 
TTCCTGGTGGTCCAGTTGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCGGGTTTGATC 
CCTGGTCAGGAGA 
>Bos_taurus_chr5.trna7923-GlyCCC (62197655-62197583)  Gly (CCC) 73 bp  Sc: 34.67 
TCTCTGGTGGTCCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGCACCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4814-GlyCCC (65315361-65315289)  Gly (CCC) 73 bp  Sc: 34.69 
TCCCTGGTAGTCCAGTGTCTTAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr7.trna6372-GlyCCC (51792176-51792104)  Gly (CCC) 73 bp  Sc: 34.82 
TCCCTGGTGGTCCTGTGGCTGAGACTCTGCACTCCCAATGCAAGGGGTCCAGGTTGGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr27.trna2819-GlyCCC (29076408-29076336)  Gly (CCC) 73 bp  Sc: 34.83 
TCCCTGGTGGTCCTGTGACTAAGACTCTGAGCTCCCAATACAGTGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna7071-GlyCCC (15036510-15036438)  Gly (CCC) 73 bp  Sc: 34.88 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAGGGGGCTCGAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4631-GlyCCC (23727722-23727650)  Gly (CCC) 73 bp  Sc: 34.90 
TCCCTGGTGGTTCGGTGGCTACGATTCTGTGCTCCCAATGCAGGAAGCCCAGGTTCCATC 
CCTGGCCAGGGAT 
>Bos_taurus_chr11.trna9059-GlyCCC (2493042-2492970)  Gly (CCC) 73 bp  Sc: 34.91 
TCCCTGATGGTCCAGCGGCTGGGACTCTGCATTCCCAGTGCAGGGTGCCTGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr17.trna6275-GlyCCC (13596913-13596841)  Gly (CCC) 73 bp  Sc: 34.93 
TCTTTGGTGGTTCAGTGGCTGAGACTCTGCACTCCCAATACAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna288-GlyCCC (10978516-10978588)  Gly (CCC) 73 bp  Sc: 34.93 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGCACACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr26.trna3643-GlyCCC (10899078-10899006)  Gly (CCC) 73 bp  Sc: 34.93 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGCACACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chrUn.004.7002.trna1-GlyCCC (3019-3091)  Gly (CCC) 73 bp  Sc: 34.93 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGCACACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr13.trna7234-GlyCCC (10189276-10189204)  Gly (CCC) 73 bp  Sc: 34.95 
TTCCTGGTGGTCCAATGGCTAAGACTCTACAATCCCCATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6648-GlyCCC (36096990-36096918)  Gly (CCC) 73 bp  Sc: 34.95 
TCCCTGATGGTCCTGTGGCTATGACTCTATGCTCCCAATGCAGGGGGACTGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr19.trna5690-GlyCCC (22435334-22435262)  Gly (CCC) 73 bp  Sc: 35.22 
TTCCTGGTGGTCCCGTGGTTAAGACTCCCCATTCCCAGTGGAGGGGGTTCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna535-GlyCCC (18200450-18200521)  Gly (CCC) 72 bp  Sc: 35.23 
TCCCTGGTCGTCCAATGGCTGAGACTCTGTGCTCCCAATGCAGGGAGCCTGGTTCGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr18.trna2102-GlyCCC (49563849-49563921)  Gly (CCC) 73 bp  Sc: 35.31 
TCCCTGGTGGTCCAGTGGGTTAGATTCTGCAGTCCCAATGCAGGAGGCCCGGGTTCAATC 
CGTGGTCAGGGAA 
>Bos_taurus_chr10.trna5398-GlyCCC (75509031-75508959)  Gly (CCC) 73 bp  Sc: 35.34 
TCCCTGGTGGTCCAGTGTCTAAGACTCTTTGCTCCCAATGCAGGGGGCTCAGGTTCTATC 
CCTGACCAAGGAG 
>Bos_taurus_chrUn.004.8128.trna1-GlyCCC (906-834)  Gly (CCC) 73 bp  Sc: 35.34 
TCCCTGGTGGTCCAGTGTCTAAGACTCTTTGCTCCCAATGCAGGGGGCTCAGGTTCTATC 
CCTGACCAAGGAG 
>Bos_taurus_chr7.trna596-GlyCCC (11622476-11622548)  Gly (CCC) 73 bp  Sc: 35.41 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGAACCACGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1173-GlyCCC (19188789-19188861)  Gly (CCC) 73 bp  Sc: 35.49 
TCCCTGGGGGTCCAGTGGTTAAGACTCTGAGTTCCCACTGCAGGGTACTCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna1303-GlyCCC (30683214-30683286)  Gly (CCC) 73 bp  Sc: 35.51 
TCCCTGGTGGTCTAGTGACTAAGATTCTGAGCTCCCACTGCAGAGGGCCCTGGTTCAGGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1664-GlyCCC (41326438-41326510)  Gly (CCC) 73 bp  Sc: 35.58 
TCCCTGGTGGGCCAGTGACTAAGACTTTACACTCCCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5599-GlyCCC (20873413-20873341)  Gly (CCC) 73 bp  Sc: 35.59 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGTCCAGGTTCTATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna2254-GlyCCC (74707463-74707535)  Gly (CCC) 73 bp  Sc: 35.62 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCAATCCCAAAGCAGGGGACCCGGTTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3164-GlyCCC (60980506-60980578)  Gly (CCC) 73 bp  Sc: 35.64 



TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCAATGCAGGGGCTCTGTGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna3877-GlyCCC (56488122-56488050)  Gly (CCC) 73 bp  Sc: 35.65 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTCCTCCCCATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr22.trna155-GlyCCC (4638281-4638353)  Gly (CCC) 73 bp  Sc: 35.66 
TCCCTGGTGGTCCAGTGGCTCAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTAGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9631-GlyCCC (45528076-45528004)  Gly (CCC) 73 bp  Sc: 35.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATTCAGGGGGCCTGGGTTTGCTC 
CCTGGCTAGGGAA 
>Bos_taurus_chr3.trna8812-GlyCCC (17236909-17236837)  Gly (CCC) 73 bp  Sc: 35.68 
TCCCTTATGGTCCAGTTGCCAAGATGCTGTGTTCCCAATGCAGGAGGCCAGGGTTCGATC 
CCTGGTAAGGGAA 
>Bos_taurus_chr19.trna3775-GlyCCC (57638240-57638168)  Gly (CCC) 73 bp  Sc: 35.77 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTGCTCCCGATACAGGGGGGCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4279-GlyCCC (60720154-60720082)  Gly (CCC) 73 bp  Sc: 35.79 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGTAGGTGGTCCAGGTTCCACT 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna737-GlyCCC (21106015-21106087)  Gly (CCC) 73 bp  Sc: 35.79 
TCCCTGGTGGTTCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATT 
TCTGGTCAGAGAA 
>Bos_taurus_chr9.trna4985-GlyCCC (84155176-84155104)  Gly (CCC) 73 bp  Sc: 35.81 
TCTCTGGTGGTCCAGTGGCCAAGAGTCTGTGCTCCCAATGCAGTGCTCCCGGGCTCAAGC 
CCTGGTCAGAGAA 
>Bos_taurus_chr14.trna3252-GlyCCC (79987400-79987472)  Gly (CCC) 73 bp  Sc: 35.87 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAGAGCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna1510-GlyCCC (39055191-39055262)  Gly (CCC) 72 bp  Sc: 35.95 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGCACTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna7141-GlyCCC (31719512-31719439)  Gly (CCC) 74 bp  Sc: 35.98 
TCCCTGGTGGTCCAGTAGCTAAGATTCCGTACTCCCAATGCAGGAGGGCCAGGGTTCGAT 
CCCTAGTCAGGGAA 
>Bos_taurus_chr3.trna378-GlyCCC (11504051-11504123)  Gly (CCC) 73 bp  Sc: 36.13 
TCCCTGGGTGTTCAGTGGTTAAGATTCTGTGTTCCCAACACAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2873-GlyCCC (56790093-56790165)  Gly (CCC) 73 bp  Sc: 36.19 
TCCCTGGTGGTCCAGTGGTTGAGATTTTGCCTTCCCATGTTGGGGGGTGCAGGTTCAATC 
CCTGCTCAGGGAG 
>Bos_taurus_chrX.trna2855-GlyCCC (76263339-76263411)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2877-GlyCCC (76861565-76861637)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4356-GlyCCC (72989447-72989375)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTGTCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGGTC 
CCTTGTCAGGGAA 
>Bos_taurus_chrUn.004.864.trna2-GlyCCC (9616-9544)  Gly (CCC) 73 bp  Sc: 36.31 
TCCCTAGTGGTCCATTGGCTGCAACTCTGTGCTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrX.trna2618-GlyCCC (71166177-71166249)  Gly (CCC) 73 bp  Sc: 36.31 
TCCCTAGTGGTCCATTGGCTGCAACTCTGTGCTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna8066-GlyCCC (26659452-26659380)  Gly (CCC) 73 bp  Sc: 36.33 
TCCCTGGTGGTTCAGTGGCTGGGACTCTGAGCTCCCAATGCAGGGGGCCCACGTTCAATC 
CCTGGTCAGGGGG 
>Bos_taurus_chr17.trna4605-GlyCCC (55381659-55381587)  Gly (CCC) 73 bp  Sc: 36.42 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAAAGGACCTAGGTTTGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr25.trna2234-GlyCCC (37398327-37398403)  Gly (CCC) 77 bp  Sc: 36.44 
TCCCTGGTGGTTCAGTGGCTGAGACTCCGCACTCCCAATGCAGGGGTAGGGGCGAGGTTC 
AATCCCTGGCCAGGGAA 
>Bos_taurus_chr11.trna3276-GlyCCC (81254746-81254818)  Gly (CCC) 73 bp  Sc: 36.45 
TTCCTGGTGGTCCAAAGGTTTAGACTCTGTCCTCCCAATGCAGGGGCCCCAGGTTTGATC 



CCTGGTCAGGGAC 
>Bos_taurus_chr10.trna1453-GlyCCC (36753467-36753539)  Gly (CCC) 73 bp  Sc: 36.48 
TCCCTGGTGGTCCAGTGGCTGGGACTCCGTGCTCCCAGTACAGGGAATCCAGGTTCAATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr14.trna1170-GlyCCC (27100664-27100736)  Gly (CCC) 73 bp  Sc: 36.49 
TCCCTGGTGGTCCAGTGGCTAAGACTCGGTGCTCCCAATGCAGTGAGCCCAGATTCTATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna1806-GlyCCC (44808684-44808755)  Gly (CCC) 72 bp  Sc: 36.50 
TCCCTGGTGGTCCAGTGGCTGGGACCCTGAGCTCCCAATGCAGGGGCTGAGGTTGGATCC 
CTGATCAGGGAA 
>Bos_taurus_chrUn.004.953.trna1-GlyCCC (2753-2823)  Gly (CCC) 71 bp  Sc: 36.54 
TCCTTGGTGGTCCAGTGGCAAGACTCTGTGTTCCCAATGCAGGGTCCCAGGTTCCTTCCC 
TGGTCAGGGTG 
>Bos_taurus_chr5.trna8020-GlyCCC (60566555-60566484)  Gly (CCC) 72 bp  Sc: 36.57 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAATCTGGGTTCAGTC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna5145-GlyCCC (47541421-47541349)  Gly (CCC) 73 bp  Sc: 36.69 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGGAGGGCGGCCAGGTTCAATG 
TCTGGTTGGGGAA 
>Bos_taurus_chr10.trna1756-GlyCCC (46210482-46210554)  Gly (CCC) 73 bp  Sc: 36.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTACAGGGGACCCGGATTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna515-GlyCCC (9371146-9371218)  Gly (CCC) 73 bp  Sc: 36.77 
TCTCTGGTGGTCCATTGGCTAAGACTCTGTGATCCCAATGCAGGGAACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3931-GlyCCC (96100684-96100756)  Gly (CCC) 73 bp  Sc: 36.77 
TCCCTGGTGGGCCAGTGTATAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1896-GlyCCC (39947494-39947565)  Gly (CCC) 72 bp  Sc: 36.77 
TCCCTGGTGGTCCAGCGTTTAAGACTCCATGCTCCCAATGTAGGGGCTCAGATTCAATCC 
CTGATTAGGGAA 
>Bos_taurus_chr19.trna165-GlyCCC (7254568-7254640)  Gly (CCC) 73 bp  Sc: 36.77 
TCCCTGATGGTCCAGTGGCTAAGACTTTGCGCTCCCAAAGCAGGGGACCTGAGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna3752-GlyCCC (9215373-9215301)  Gly (CCC) 73 bp  Sc: 36.79 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrX.trna399-GlyCCC (8918370-8918442)  Gly (CCC) 73 bp  Sc: 36.85 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCCATGCAGGGGACTCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1896-GlyCCC (42492445-42492514)  Gly (CCC) 70 bp  Sc: 36.85 
TTCTTGGTGGTCCAGCGGTTAAGACTCAGTGCTCCCAACGCGGGCCCAGGTTCAGTCCCT 
GGTCAGGGAG 
>Bos_taurus_chrX.trna4835-GlyCCC (59392720-59392648)  Gly (CCC) 73 bp  Sc: 36.85 
TCCCTGATGGTCCAGTGTCTAAGACTCTGTTTTCCCAATGCAGGGGGCACGGGTTCAACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna4121-GlyCCC (51161989-51161917)  Gly (CCC) 73 bp  Sc: 36.87 
TCCCTGGTGGTCCAGTGAGTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.1096.trna13-GlyCCC (5691-5619)  Gly (CCC) 73 bp  Sc: 36.89 
TTCCTGGTGGTCTGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTGGATG 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1030.trna5-GlyCCC (49046-48974)  Gly (CCC) 73 bp  Sc: 36.89 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCCCAATGCAGGAGGCCTGGGTTTGATC 
TCTAGTCAGGGAA 
>Bos_taurus_chrUn.004.2470.trna3-GlyCCC (12273-12345)  Gly (CCC) 73 bp  Sc: 36.89 
TTCTTGGTGGTCCAGTGGCTTAGACTCTGCACTCCCAATGCAGAGGGCCTAGGTTCCATC 
CTTGGTCACGGAA 
>Bos_taurus_chr21.trna4290-GlyCCC (31049276-31049204)  Gly (CCC) 73 bp  Sc: 36.90 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCAGTCCCAATGCAGGGGGCCTGAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4208-GlyCCC (8252936-8252864)  Gly (CCC) 73 bp  Sc: 36.91 
TCCCTGGTGGTCCTGTGGCTAGGACTCTGTGTTCCCAACGCAAGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5536-GlyCCC (25025075-25025002)  Gly (CCC) 74 bp  Sc: 36.92 
TCCCCGGTAGTCCAGTGAGTAGGTCTCCACACTCCCAATGGAGGGGGCCTCAGGTTTGAT 
CCCTGGCTGGGGAA 



>Bos_taurus_chr11.trna41-GlyCCC (896975-897046)  Gly (CCC) 72 bp  Sc: 36.93 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTCCATTC 
CTGGTCAGGGAC 
>Bos_taurus_chr14.trna1426-GlyCCC (32678831-32678902)  Gly (CCC) 72 bp  Sc: 36.93 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGACCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna3537-GlyCCC (108668029-108668101)  Gly (CCC) 73 bp  Sc: 36.96 
TCCCTGGTGGTCCAGTGGCTAAGACCCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr17.trna4437-GlyCCC (57364912-57364829)  Gly (CCC) 84 bp  Sc: 36.98 
TCCCTGGTGGTCCAGTGGCTGGGACGCCACGCTCCCAAAGTGGAATGGGGTGGAGAGCCC 
CAGGCTCGATCCCTGGTCGGGGAA 
>Bos_taurus_chr14.trna2679-GlyCCC (64323388-64323459)  Gly (CCC) 72 bp  Sc: 37.00 
TCCCTGGTGGTCTGGTGGTAAGACTCAGTGCTCCCACTGCAGGGGGCCTAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna6212-GlyCCC (82053861-82053789)  Gly (CCC) 73 bp  Sc: 37.03 
TCCCTGGTGGTCCAATGACTAAGACTCTGCACTCCCAGTGCAGAGGGTCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr21.trna4139-GlyCCC (34243037-34242965)  Gly (CCC) 73 bp  Sc: 37.03 
TCTCTGGTGGTCCAGTGGCTAAGACTCGGCACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CGTAGTCAGAGAA 
>Bos_taurus_chr7.trna8273-GlyCCC (9549043-9548971)  Gly (CCC) 73 bp  Sc: 37.05 
TCCCTGATGGTCCAGTGGCTAAGATTCTGTGTTCCCAATGCAGGGGCCCTGGGTTTGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4816-GlyCCC (39145437-39145365)  Gly (CCC) 73 bp  Sc: 37.08 
CCCCTAGTGGTCTACTGTTTAAGACTCTGTGCTCCCAATGCAGGAGGCGCAGGTTCGATC 
CCTGGTTGGGGGA 
>Bos_taurus_chr23.trna3958-GlyCCC (18591476-18591404)  Gly (CCC) 73 bp  Sc: 37.08 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGCGCTCCCAACTCAGGGGGCCTGGGTTTGAAC 
CCTGGTCGGGGAA 
>Bos_taurus_chr3.trna2457-GlyCCC (70925298-70925370)  Gly (CCC) 73 bp  Sc: 37.09 
TCCCTGGTAGTCCAATAGGTAAGACTCTGCATTCCCAATGCAGAGAGCTTGGGATCAATG 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna2912-GlyCCC (35521296-35521223)  Gly (CCC) 74 bp  Sc: 37.10 
TACCTGGTGGTCCAGTGGCGAAGACTCTGTGCTCCCAAGACAGGGGTCCCCGGGTTCAAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr17.trna4522-GlyCCC (56192424-56192352)  Gly (CCC) 73 bp  Sc: 37.10 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1860-GlyCCC (53694854-53694926)  Gly (CCC) 73 bp  Sc: 37.13 
TCCCTGGTGGTCCAGTGACTGAGACTCCGCATTCCCAATGCTGGGGACCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3813-GlyCCC (97744140-97744211)  Gly (CCC) 72 bp  Sc: 37.14 
TCCCTGGTGGTTCAGTGGCTAAGACTCCATGCTCCCATTGTGGGGGCTTGGGTTTAATCC 
CAAGTCAGGGAA 
>Bos_taurus_chr17.trna6344-GlyCCC (11726350-11726277)  Gly (CCC) 74 bp  Sc: 37.17 
TCTCTGGTGGCCCAGTGGCTAAGACTCCGTGCTCCCCATGCAGGGAGGGCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3070-GlyCCC (72607861-72607933)  Gly (CCC) 73 bp  Sc: 37.18 
TCCCTGATGGTCCAGTGGGTCAGACTCTGCTTTCCCAATGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr25.trna907-GlyCCC (15278634-15278706)  Gly (CCC) 73 bp  Sc: 37.22 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGGGGCCAGGTTCAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr19.trna3934-GlyCCC (55560283-55560211)  Gly (CCC) 73 bp  Sc: 37.24 
TTCCTGGTGGTCCAGTGGCCAAGAGTCTGTGCTCCCAATGAAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr11.trna4524-GlyCCC (107561178-107561250)  Gly (CCC) 73 bp  Sc: 37.24 
TCCCTGGTGGTCCAGTGGGTGAGACTCTTCACTCCCAGTGCAGGGGGCCCGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6934-GlyCCC (34223146-34223074)  Gly (CCC) 73 bp  Sc: 37.29 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCCATGCAGGGGGCCTGGGTACAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9801-GlyCCC (10461926-10461854)  Gly (CCC) 73 bp  Sc: 37.39 
TCCCTGGTGGTCCAGTGGCTCAGACTCTGTGCTCCCAATTCAGGGGGCCCGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr9.trna1178-GlyCCC (36950579-36950651)  Gly (CCC) 73 bp  Sc: 37.40 



TCTCTGGTGGTCTAGTGGCTGAGACTCTGCACTCCCAATGCAGGGCACCCCGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna4950-GlyCCC (62951606-62951534)  Gly (CCC) 73 bp  Sc: 37.45 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTCCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna7147-GlyCCC (101660663-101660591)  Gly (CCC) 73 bp  Sc: 37.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCCAGGTTTGATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr25.trna1190-GlyCCC (21314396-21314468)  Gly (CCC) 73 bp  Sc: 37.50 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna7421-GlyCCC (95391307-95391236)  Gly (CCC) 72 bp  Sc: 37.51 
TCCTTGGTGGTCCAATGGCTAGGACTCTGTGCTCCCAGTGCAGGGGCACAGGTTCGTTTC 
TTGGTCAGGGAA 
>Bos_taurus_chr29.trna2437-GlyCCC (42679436-42679364)  Gly (CCC) 73 bp  Sc: 37.60 
TCCCTGGTGATCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2309-GlyCCC (38672371-38672299)  Gly (CCC) 73 bp  Sc: 37.62 
TCCCTGGTGGTCCAGGGGCTGAGACTTTGAGCTCCCAATGCAGGGGGCTCTGGTTCGATC 
CCAGGTCAGGGAG 
>Bos_taurus_chr11.trna7077-GlyCCC (50759049-50758977)  Gly (CCC) 73 bp  Sc: 37.66 
TCCATGGTGGTCCAGGGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGGTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna304-GlyCCC (7149380-7149451)  Gly (CCC) 72 bp  Sc: 37.67 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCATACGGCCAGGTTCGATCC 
CTGGTCAGGAAA 
>Bos_taurus_chr21.trna4879-GlyCCC (20915733-20915661)  Gly (CCC) 73 bp  Sc: 37.70 
TCCCTGGAGGTCCAGTAGCTAAGACTCTATGCTCCCAATGCAGAGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna862-GlyCCC (14569352-14569426)  Gly (CCC) 75 bp  Sc: 37.70 
TCCCTGGTAGTCCAGTGTCTAAGACTCTGCACTCCCAGTGCAGGGGGGCCCTGGGTTCAA 
TTCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4238-GlyCCC (45422792-45422720)  Gly (CCC) 73 bp  Sc: 37.79 
ACCCTGGTGGTCCAGTGGCTAAGACTCTTTGCTCCCGATACAGGGGGCCCAGGTTCACTT 
CCTGGTCAGGGAG 
>Bos_taurus_chr12.trna3546-GlyCCC (80717644-80717572)  Gly (CCC) 73 bp  Sc: 37.81 
TCCCTGGTGGTCTGGTGGCTAAGATTCTGCACTCCCAGTGCAAGAGGTCTGGGTTCGATC 
TCCAGTCAGGGAT 
>Bos_taurus_chr28.trna1151-GlyCCC (32651715-32651788)  Gly (CCC) 74 bp  Sc: 37.84 
TCCCTGGTGGTCAGGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGGCCCCAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3100-GlyCCC (33195984-33195912)  Gly (CCC) 73 bp  Sc: 37.87 
TCCCTGGTGGTCTTGTGACTAAGACTCAGCACTCCCAATGCAGGGGGTCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3102-GlyCCC (38738678-38738606)  Gly (CCC) 73 bp  Sc: 37.88 
TCCCTGGTGGTTAAGTGACTAAGACTTTACATTCCCAATGCAGTGGGCCCAGGTTTAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr17.trna536-GlyCCC (14616526-14616598)  Gly (CCC) 73 bp  Sc: 37.89 
TCCCTGATGGTCCAGTGGCTGGGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr25.trna987-GlyCCC (16747021-16747092)  Gly (CCC) 72 bp  Sc: 37.91 
TCCCTGGTGGTCCAATGACTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTTGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna5689-GlyCCC (65942917-65942845)  Gly (CCC) 73 bp  Sc: 37.97 
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5692-GlyCCC (65893767-65893695)  Gly (CCC) 73 bp  Sc: 37.97 
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.3863.trna1-GlyCCC (3779-3707)  Gly (CCC) 73 bp  Sc: 37.97 
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr27.trna333-GlyCCC (13042916-13042988)  Gly (CCC) 73 bp  Sc: 38.08 
TCCCTGGTGGTCCAGTGGTCACGACTCTGTGCTCCCAGTGTAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5695-GlyCCC (22418383-22418311)  Gly (CCC) 73 bp  Sc: 38.09 
TCCCTGATGGTCCAGTGGCTAAGACACTGTGCTCCCGAGGCAGGTGGCCCGAGTTCGATC 



TCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4157-GlyCCC (76326016-76325944)  Gly (CCC) 73 bp  Sc: 38.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGAAGGGGGCCCGGGTTTGACC 
CGTGGTCAGGGAA 
>Bos_taurus_chr9.trna3835-GlyCCC (105129960-105130034)  Gly (CCC) 75 bp  Sc: 38.12 
TCCATGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCCCAGGGTTGA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1815-GlyCCC (47203318-47203390)  Gly (CCC) 73 bp  Sc: 38.13 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGGTCCCAATGCAGAGGGCTCAGGTTTGATT 
CCTGGTGAGGGAA 
>Bos_taurus_chr21.trna1525-GlyCCC (33789299-33789371)  Gly (CCC) 73 bp  Sc: 38.18 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGGGCCCGGGCTTGATC 
CCTGGTTAGGTAA 
>Bos_taurus_chr4.trna5508-GlyCCC (98684374-98684304)  Gly (CCC) 71 bp  Sc: 38.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGTCCAGGTTCAATCTC 
TGGTCGGGGAA 
>Bos_taurus_chr18.trna3407-GlyCCC (56252354-56252282)  Gly (CCC) 73 bp  Sc: 38.20 
TCCCTGGTTGTCCAGCGGCAAAGACTCTACGCTCCCAATGCAGGGGCCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2098-GlyCCC (35458262-35458335)  Gly (CCC) 74 bp  Sc: 38.26 
TCCCTGGTGGTCTAGCGGCCAAGATTCTGAGCTCCCAGTGCAGGGGGCCCAAGGTTCGAT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr27.trna2413-GlyCCC (36317371-36317299)  Gly (CCC) 73 bp  Sc: 38.27 
TCCCTGGTCGTCTAGTGGCTAAGACTCTGCACTCCCATTGCATGGGGCTCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr12.trna3661-GlyCCC (78437324-78437252)  Gly (CCC) 73 bp  Sc: 38.27 
TCCCTGGTAGTCCAGTTACTAAGATTTTGCATTCCCAATGCAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna1924-GlyCCC (51809202-51809274)  Gly (CCC) 73 bp  Sc: 38.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGACTTGGGTTCCATC 
CCTAGTCAGGAAC 
>Bos_taurus_chrX.trna830-GlyCCC (19611789-19611861)  Gly (CCC) 73 bp  Sc: 38.35 
TCCCTAGTGGTCCAGCAGCTAAGACTCTGCACTCCCAAAGCAGGGGGCTCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr10.trna3535-GlyCCC (91250286-91250358)  Gly (CCC) 73 bp  Sc: 38.35 
TCCCTGGTAGTCCAGAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr1.trna7266-GlyCCC (120764378-120764306)  Gly (CCC) 73 bp  Sc: 38.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGACCCAGGTTAGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6187.trna1-GlyCCC (3957-3885)  Gly (CCC) 73 bp  Sc: 38.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGACCCAGGTTAGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2976-GlyCCC (70654643-70654715)  Gly (CCC) 73 bp  Sc: 38.36 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGTCTTGGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7527-GlyCCC (18535047-18534975)  Gly (CCC) 73 bp  Sc: 38.43 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGCCAGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4771-GlyCCC (137110519-137110590)  Gly (CCC) 72 bp  Sc: 38.44 
TCTCTGGTGGTCCCGTGGCTAAGACTCTGAGCTCCCAATGCAGGGATCCAGGTTTGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna618-GlyCCC (21517574-21517646)  Gly (CCC) 73 bp  Sc: 38.46 
TCACTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCATCTCAAGGAGCCTAGGTTCAATC 
CCTGGCTGGGGAC 
>Bos_taurus_chr25.trna4714-GlyCCC (6088600-6088528)  Gly (CCC) 73 bp  Sc: 38.51 
TTCCTGGTGGTCCAGTGGTGAAGACTCTGAGCTCCCAATGCAGAGGGGCCTGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4870-GlyCCC (21088953-21088881)  Gly (CCC) 73 bp  Sc: 38.53 
TCCCTGGCAGTCCAGTGGGTAAGACTCTTTACTCCCAATACAGAGGGGCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr22.trna550-GlyCCC (12507787-12507859)  Gly (CCC) 73 bp  Sc: 38.56 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGACTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr3.trna8965-GlyCCC (13648188-13648116)  Gly (CCC) 73 bp  Sc: 38.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCTGCTCCCAATGCAGGGAGCCCAGGTGTGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr23.trna1505-GlyCCC (33427942-33428015)  Gly (CCC) 74 bp  Sc: 38.59 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCCCAGTTCAAT 
CCCGGGTCAGGGAA 
>Bos_taurus_chr23.trna4672-GlyCCC (3783265-3783193)  Gly (CCC) 73 bp  Sc: 38.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGCTGGTGTTCAATC 
CCTCATCAGGGAA 
>Bos_taurus_chrUn.004.2789.trna1-GlyCCC (11335-11407)  Gly (CCC) 73 bp  Sc: 38.65 
TCCCTGGTAGTCCACTGGCTAAGATTCTGCATTCCCAATGCATGGGGCCCACGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna762-GlyCCC (26683442-26683512)  Gly (CCC) 71 bp  Sc: 38.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCCCCCTGCAGGGGCCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr29.trna1641-GlyCCC (45118969-45119041)  Gly (CCC) 73 bp  Sc: 38.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTATTCCCAATGCAGGTGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4951-GlyCCC (102296396-102296324)  Gly (CCC) 73 bp  Sc: 38.71 
TCCCTGATGGTCCAGGGGCTAAGACTTCATATTCCCAATGTAGGAGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2683-GlyCCC (72278356-72278428)  Gly (CCC) 73 bp  Sc: 38.72 
TTCCTGGTGGTCTAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGAAC 
CCTGGTCAGAGAA 
>Bos_taurus_chr15.trna721-GlyCCC (26010839-26010911)  Gly (CCC) 73 bp  Sc: 38.73 
TCCCTGGTGGTTCTGTGGCTAAGACTCTGTGCTCCCAATGCAGGCAGTCCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr14.trna1159-GlyCCC (26887844-26887916)  Gly (CCC) 73 bp  Sc: 38.73 
TCCCTGGTGGTCCAGTGGCAAGACTTTGAGCTCCCAGTACAGGAGGCCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5924-GlyCCC (98878858-98878784)  Gly (CCC) 75 bp  Sc: 38.74 
TCCCTGACAGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGCGCATTGGGTTCAG 
TCCCTGATCAGGGAA 
>Bos_taurus_chrUn.004.1405.trna5-GlyCCC (33527-33601)  Gly (CCC) 75 bp  Sc: 38.74 
TCCCTGACAGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGCGCATTGGGTTCAG 
TCCCTGATCAGGGAA 
>Bos_taurus_chr8.trna3425-GlyCCC (99771786-99771857)  Gly (CCC) 72 bp  Sc: 38.74 
TCCCTGGTAGTCTAGTGGTTAGGACTCCGCACTCCCAGTGCAGGGGGCTGGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna6106-GlyCCC (60404733-60404661)  Gly (CCC) 73 bp  Sc: 38.77 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAGTGCAGGGGACCCGGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7801-GlyCCC (15149938-15149866)  Gly (CCC) 73 bp  Sc: 38.77 
TCCCTGGTGGTCCAGTGGCAAAGACTCGGTGCTCCCAATGCTGGAAGCCCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna2984-GlyCCC (79061209-79061281)  Gly (CCC) 73 bp  Sc: 38.78 
TCCCTGGTGGTCCAGGGGCTAAGACTCCGTGCTCCCCATGCAGGTAGTCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6657-GlyCCC (6129927-6129854)  Gly (CCC) 74 bp  Sc: 38.78 
TCTCTGGTGGTCCAGTGGCCAGGACTCTGCATTCCCAATGAAGGGAGGCCCAGGTTTAAT 
CCCTGGTCAGGGGA 
>Bos_taurus_chr2.trna1298-GlyCCC (39861470-39861543)  Gly (CCC) 74 bp  Sc: 38.81 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAAAGCAGGGGGACCTAAGTTCGAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr1.trna5173-GlyCCC (148999422-148999494)  Gly (CCC) 73 bp  Sc: 38.87 
TACCTGGTTGTTCAGTGGCTAAGACCCTGCGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4269-GlyCCC (103204953-103205025)  Gly (CCC) 73 bp  Sc: 38.87 
TCCCTGGTGGGCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2752-GlyCCC (80040964-80041036)  Gly (CCC) 73 bp  Sc: 38.90 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGATCCCAGGTTCTACC 
CTTGGTCAGGGAT 
>Bos_taurus_chr1.trna7355-GlyCCC (118687193-118687121)  Gly (CCC) 73 bp  Sc: 38.90 
TCCCTGGGGGTCCAGTGGGTAGGATTCCGCGCTCCCAACGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3890-GlyCCC (101643772-101643844)  Gly (CCC) 73 bp  Sc: 38.94 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTCCCAATGCATGGGGTTCAGGTTCCGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna3892-GlyCCC (101679530-101679602)  Gly (CCC) 73 bp  Sc: 38.94 



TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTCCCAATGCATGGGGTTCAGGTTCCGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna2630-GlyCCC (57296928-57296999)  Gly (CCC) 72 bp  Sc: 38.99 
TCCCTGGTAGACCAGTGGTTAAGACTTTTCCTTCCCATGCAGGGGACTCAGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr10.trna715-GlyCCC (16979762-16979834)  Gly (CCC) 73 bp  Sc: 38.99 
TCCCTGATGGTTTAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGAGCTGGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5259-GlyCCC (121045181-121045109)  Gly (CCC) 73 bp  Sc: 39.02 
TCCTTGGTGGTCCAATGACTAAGATTCTGAGTTCCCAATGCAGGGGGTCCAGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2102-GlyCCC (53513828-53513899)  Gly (CCC) 72 bp  Sc: 39.02 
TCCCTGGTGGTCTAATGTATAAGACTCTGCACTCCCAATGCAGGGCCCTGGGTTCCATCC 
CTGGGCAGGGAA 
>Bos_taurus_chr13.trna4210-GlyCCC (75442650-75442578)  Gly (CCC) 73 bp  Sc: 39.06 
TCCCTGGAGGTCCAGTGGCTAGGACTCTGTCCTCCCAGTGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4767-GlyCCC (39962513-39962441)  Gly (CCC) 73 bp  Sc: 39.07 
TCCCTGGTGGTCCAGTGACTAGGACTCTGCCTTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTTGTCAGGGAA 
>Bos_taurus_chr7.trna2799-GlyCCC (65783582-65783654)  Gly (CCC) 73 bp  Sc: 39.08 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACTCCCATTTTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna6772-GlyCCC (111485413-111485341)  Gly (CCC) 73 bp  Sc: 39.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGCCTTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna3373-GlyCCC (65036586-65036657)  Gly (CCC) 72 bp  Sc: 39.11 
TCCCTGGTGGTCCATGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr2.trna3309-GlyCCC (102372877-102372949)  Gly (CCC) 73 bp  Sc: 39.13 
TCCCTGGTGGTCCAGTAGCTAAGATTCAGCGCTCCCAATGCAGGGGCCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2513-GlyCCC (16271730-16271658)  Gly (CCC) 73 bp  Sc: 39.17 
TCCCCGATGGTCCAGTGACTAAGATTCTGTCCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6879-GlyCCC (36818345-36818274)  Gly (CCC) 72 bp  Sc: 39.18 
GCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAGGAGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna2251-GlyCCC (46101771-46101700)  Gly (CCC) 72 bp  Sc: 39.19 
TCCCTGGTGGTCCAGTGGCTAGACTCTGTGCTCCCAAAGCAGGGGGCCCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna1627-GlyCCC (42860787-42860859)  Gly (CCC) 73 bp  Sc: 39.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGACTGGGTTTGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr18.trna3269-GlyCCC (58263415-58263343)  Gly (CCC) 73 bp  Sc: 39.21 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGAGCCTGGGTTTGATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr10.trna708-GlyCCC (16627381-16627453)  Gly (CCC) 73 bp  Sc: 39.22 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAATGCTGGGGACCCAGGTTAGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2875-GlyCCC (77214741-77214813)  Gly (CCC) 73 bp  Sc: 39.23 
TCCCTGGTGGTCCAGCAGCTAAGACTCCACACTCCCAATGTAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2553-GlyCCC (50231119-50231190)  Gly (CCC) 72 bp  Sc: 39.24 
TCCTTGGTAGTTAAGTGGCTAAGACTCTGTACTCCCAATACAGGGGCCTGAGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna679-GlyCCC (16493638-16493710)  Gly (CCC) 73 bp  Sc: 39.24 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGTTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4011-GlyCCC (116369804-116369875)  Gly (CCC) 72 bp  Sc: 39.26 
TCTCTGGTGGTCCAGGGTCAAAGACTCTGCACTCCCAATGCACGGAACCAGGTTCAATTC 
CTGGTCGGGGAA 
>Bos_taurus_chr15.trna1552-GlyCCC (44338680-44338752)  Gly (CCC) 73 bp  Sc: 39.26 
TCCCTGGTGGTTCAGTGGCTGAAACTCTGGGCTCCCAATGCAGGGGACCCAGGTTCGATC 
TCTGGGCAGGGAA 
>Bos_taurus_chr11.trna1300-GlyCCC (30526576-30526648)  Gly (CCC) 73 bp  Sc: 39.30 
TTCCTGATGGTCCAGAGTCTAAGACTCTGCACTCCCAATGCAGGAGGCTCAGGTTTGATC 



CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna3087-GlyCCC (33362299-33362226)  Gly (CCC) 74 bp  Sc: 39.31 
TCCTTGGTGGTCAAAGTGGCTAAGACTCTGTGCTCCCTAAGCAGAGGGCCTGGGTTCGAT 
CCCTAGTCGGGGAA 
>Bos_taurus_chr16.trna861-GlyCCC (25918206-25918278)  Gly (CCC) 73 bp  Sc: 39.33 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCCCGATGTGCGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4575-GlyCCC (44031938-44031866)  Gly (CCC) 73 bp  Sc: 39.37 
TCCCTGGTGGTCCAGTGTTTAAGACTCTGCACTCCCAATTCGGGGAGCACAGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5349-GlyCCC (81865699-81865627)  Gly (CCC) 73 bp  Sc: 39.40 
TCCCTGGTGGTCCGGTGGCTAAGACTCCACACTCCCAATGTAGGAGTCCCGGGTTCAGTC 
CCTGGTCAGGGAC 
>Bos_taurus_chr7.trna7708-GlyCCC (16621688-16621616)  Gly (CCC) 73 bp  Sc: 39.41 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGCACTCCCAGTGCAGGGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2087-GlyCCC (66234745-66234817)  Gly (CCC) 73 bp  Sc: 39.42 
TCCCTGGTGGTCCAGTGGCCAAGGCCCTGCATTCCCAATACAGGGGACCCAGGTTCAATC 
GCTGGTTGGGGAA 
>Bos_taurus_chr14.trna5504-GlyCCC (26186151-26186080)  Gly (CCC) 72 bp  Sc: 39.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna980-GlyCCC (16601574-16601646)  Gly (CCC) 73 bp  Sc: 39.45 
TCCCTGGTGGTCCAGTGGCTAAGCCTCAGCACTCCCTATGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1305-GlyCCC (37956570-37956642)  Gly (CCC) 73 bp  Sc: 39.45 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCCCACCCAATGCAGGCGGCCCAAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr17.trna2288-GlyCCC (55923097-55923169)  Gly (CCC) 73 bp  Sc: 39.46 
TCTCTGGTAGTCCAGTGGCTAAGACTTTGTTCTCCCAATACAGGGGCCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2406-GlyCCC (54096279-54096351)  Gly (CCC) 73 bp  Sc: 39.48 
TCCCTGGGGGTCCAGTGGCTAAGACTGTGCACTCCCAGTGCAGGGGGCCTGGGTTCGATC 
CCTAGTCAGGGAG 
>Bos_taurus_chr3.trna5211-GlyCCC (116818022-116817950)  Gly (CCC) 73 bp  Sc: 39.56 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr24.trna436-GlyCCC (12549181-12549253)  Gly (CCC) 73 bp  Sc: 39.60 
TCCCTGGTAGTTCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr18.trna2431-GlyCCC (54322718-54322790)  Gly (CCC) 73 bp  Sc: 39.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGTTCCCAATGCAGGCAGCCCAGGTTCGATC 
GCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5804.trna5-GlyCCC (2511-2439)  Gly (CCC) 73 bp  Sc: 39.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGTTCCCAATGCAGGCAGCCCAGGTTCGATC 
GCTGGTCAGGGAA 
>Bos_taurus_chr16.trna78-GlyCCC (2442578-2442650)  Gly (CCC) 73 bp  Sc: 39.66 
TCCCTCGTGGCCCAGCGGCTAAGGCTCTGCACTCCCAGTGCAGGAGGCCCAGGTTCGGTC 
CCTGGTCAGGGAC 
>Bos_taurus_chr9.trna5247-GlyCCC (77424050-77423978)  Gly (CCC) 73 bp  Sc: 39.73 
TCCCTGGTGGTGTAGGGGCTAAGACCCTGCACTCCCAATGCAGGCGGCCCGGGTTAGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3929-GlyCCC (96088850-96088922)  Gly (CCC) 73 bp  Sc: 39.85 
TCCCTGATGGTCCAATGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2570-GlyCCC (76928327-76928399)  Gly (CCC) 73 bp  Sc: 39.87 
TCCCTGGTGGTCCAGTGGCTGAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr11.trna307-GlyCCC (5263737-5263809)  Gly (CCC) 73 bp  Sc: 39.90 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGCACTCCCAGTGCAGGGAGGCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8477-GlyCCC (15393232-15393158)  Gly (CCC) 75 bp  Sc: 39.95 
CCCCTGGTGGTCCACAGTGGTTAAGACTCTGAGCTCCCAATTCAGGGGGCCCAGGTTTGA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5775-GlyCCC (131049705-131049633)  Gly (CCC) 73 bp  Sc: 40.02 
TCTCTGGTCATCCAGTGGCTAAGATGCTGAGCTCCCAATACAGGGGGCCCAGGTTTGATC 
CCTGGTCAGAGAA 



>Bos_taurus_chr13.trna878-GlyCCC (23469716-23469788)  Gly (CCC) 73 bp  Sc: 40.08 
TTGCTGATGGTCCAGTGGCTAAGATTCTGAGCTCCCAATACAGTAGACCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna4153-GlyCCC (114514328-114514400)  Gly (CCC) 73 bp  Sc: 40.09 
TCCCTGGTGGTCCAAGGGGTGAGACTCTGCACTCCCACTGCGGGTGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4264-GlyCCC (124878460-124878532)  Gly (CCC) 73 bp  Sc: 40.10 
TCCCTGGTAGTCCAGTGGCTAAGAAGCTGCATTCCCGATGCAGGGGGCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6491-GlyCCC (9485905-9485833)  Gly (CCC) 73 bp  Sc: 40.10 
GCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGCACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4009-GlyCCC (35979696-35979624)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTAGTCCCAATACAGAGGGCCTGGGTACAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2753-GlyCCC (55175642-55175714)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGGGGCCGAGACTCTGCACTCCCAATGCAGTGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6446-GlyCCC (41991558-41991486)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGTTTAGACTCTGCACTCCCAATGCAGCAGGCATGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4506-GlyCCC (45043084-45043012)  Gly (CCC) 73 bp  Sc: 40.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATGTAGGGGGACCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2126-GlyCCC (35881958-35882029)  Gly (CCC) 72 bp  Sc: 40.16 
TTCCTGGTGGTCCAGTGGCTAAGGCTCTGAATTCCCAATACAGGGGGCCAGGTTAGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr5.trna5984-GlyCCC (108304550-108304478)  Gly (CCC) 73 bp  Sc: 40.16 
TTCCTGGTGGTCCACTGCCTAAGACTCTGCGCTCCCAATGCAGAGGGCCCAGGTTTGATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr5.trna2900-GlyCCC (78072613-78072685)  Gly (CCC) 73 bp  Sc: 40.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATTCAGGGAGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna7271-GlyCCC (78101166-78101094)  Gly (CCC) 73 bp  Sc: 40.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATTCAGGGAGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna7392-GlyCCC (14803269-14803197)  Gly (CCC) 73 bp  Sc: 40.20 
TCCCTGGTGGTCCAGTGGCTAAGATTTTGAGCTCCCCATGCAGGGGGCCTGGGTTCGATT 
ACCAGTCAGGGAA 
>Bos_taurus_chr2.trna3758-GlyCCC (115078803-115078875)  Gly (CCC) 73 bp  Sc: 40.21 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAATTCCCAATGCAGAGGATCCAGGTTTGTTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr6.trna5628-GlyCCC (94345971-94345899)  Gly (CCC) 73 bp  Sc: 40.30 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAATTCAGGGGGCCTTGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna813-GlyCCC (24705874-24705946)  Gly (CCC) 73 bp  Sc: 40.34 
TTCCTGGTGGTCCAGCAGCTAAGACTCTGCACCCCCAATGCAGGGGGTCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna1317-GlyCCC (46863999-46864071)  Gly (CCC) 73 bp  Sc: 40.34 
TCCTTGATGGTCCAGTGGCTAAGACTCCAAGCTCCCAACTCGGGGGGTCTAGGTTCAATC 
CCTGATCAGGGGA 
>Bos_taurus_chr25.trna2203-GlyCCC (36902193-36902264)  Gly (CCC) 72 bp  Sc: 40.37 
CCCCTGGTGGTCCAATGGTTAAGACTCTGTGCTCCCAGTGCAGGGGGCCAGGTTCGATCC 
TTGGTCGGGGAA 
>Bos_taurus_chr9.trna7011-GlyCCC (25192943-25192871)  Gly (CCC) 73 bp  Sc: 40.39 
TCCCTGGTGGTCCAGGGACTAAGGCTTTGCACTCCCAATGCAGGGGCCCCTGGTTCGACG 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna743-GlyCCC (12770093-12770165)  Gly (CCC) 73 bp  Sc: 40.39 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCACTCCCAATGCAGGGCACCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.175.trna3-GlyCCC (126299-126371)  Gly (CCC) 73 bp  Sc: 40.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3744-GlyCCC (46473294-46473222)  Gly (CCC) 73 bp  Sc: 40.41 
TCCCTGGTGGTCCAGTAGCTAAGACTCCACACTCCCAATGTAGGGGGCCCAGGTTTAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr20.trna332-GlyCCC (8730908-8730980)  Gly (CCC) 73 bp  Sc: 40.41 



TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCAGTGCAGGGGACCTGGGTTCACTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna305-GlyCCC (7632775-7632847)  Gly (CCC) 73 bp  Sc: 40.41 
TCCCTGGTGGTTCAGTGGTTCAGACTCCGTGCTCCCACTGCGGATGGCTCGGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna2335-GlyCCC (60010463-60010535)  Gly (CCC) 73 bp  Sc: 40.44 
TCCCTCGTGGTCCAGTGGCTAAGACTCAGCTTTCCCAAGGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1640-GlyCCC (42514563-42514634)  Gly (CCC) 72 bp  Sc: 40.45 
TCCCTGGTGGTCCAGAGTCTAAGATTCAGCGCTCCCAATGCAGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr5.trna6519-GlyCCC (97246373-97246300)  Gly (CCC) 74 bp  Sc: 40.52 
TCCCTGGTGGTTCGGTGGCTAAAGACTCTGTGCTCCCAAGACAGGGGGCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4269-GlyCCC (31455218-31455146)  Gly (CCC) 73 bp  Sc: 40.53 
TCCCTTGTGGTCCAGCGGTTACGACTCTGCATTCCCAATGCAGAGGGACTGGGTTCGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2076-GlyCCC (65956539-65956610)  Gly (CCC) 72 bp  Sc: 40.54 
TACCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATGAGGGGACCTAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4446-GlyCCC (45886521-45886449)  Gly (CCC) 73 bp  Sc: 40.59 
TCCTTGGTGGTCCAGTGGCCAAGACTCTGAGCTCCCAGTGCAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna2892-GlyCCC (57030277-57030349)  Gly (CCC) 73 bp  Sc: 40.61 
TCCCTGGTGGTCTAGTGGCTAGGACTCTGCTCTCCCAATGCAGGGAGCCTGGGTTCGTTC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna4391-GlyCCC (58473034-58472962)  Gly (CCC) 73 bp  Sc: 40.61 
TCCCTGGTGGTCCAGTGGCTGAGACGCTGCACTCCCAGTGCGGGGGCCCTGGGTTCAATT 
CCTGGACAGGGAA 
>Bos_taurus_chr10.trna7667-GlyCCC (13737265-13737193)  Gly (CCC) 73 bp  Sc: 40.66 
TTCCTGGTAGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr7.trna7490-GlyCCC (19119134-19119062)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTGGTCCAGTGGCTAAGACGCCATGCTCCCAACATAGGGGACTCAGGTTTGATC 
CCGGGTCAGGGAA 
>Bos_taurus_chr5.trna5094-GlyCCC (125735566-125735494)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTGGTCCAGTGGCTAAGAtgttgtGCTCCCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGTGAA 
>Bos_taurus_chr19.trna4192-GlyCCC (50054166-50054094)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTAGTCCAGTGGCTAAGACTCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATA 
CCTGGTCAGGTAA 
>Bos_taurus_chr3.trna3591-GlyCCC (102097378-102097449)  Gly (CCC) 72 bp  Sc: 40.70 
TCCCTGGTGGTCCAGTGATTAAGATTCTGTGTTCCCAATTCAGGGGCCCAGGTTCAATCT 
CTGGTCATGGAA 
>Bos_taurus_chr10.trna1889-GlyCCC (48404481-48404553)  Gly (CCC) 73 bp  Sc: 40.71 
TCCCTGGTGGTCCAGTGACTAAGATTCTGTGCTCCCAGTACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5300-GlyCCC (151862853-151862924)  Gly (CCC) 72 bp  Sc: 40.75 
TCCCTGGTGGTCCTGTGGCTAGGACTCTGCGATCCCAATGCAGAGGCCTGGGTTTCATCC 
CCGGTCAGGGAA 
>Bos_taurus_chr25.trna497-GlyCCC (9185157-9185230)  Gly (CCC) 74 bp  Sc: 40.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACGCAGGGGGCCCTGGGTTCCAT 
CCCTGGTTAGGGAA 
>Bos_taurus_chr22.trna1585-GlyCCC (44523871-44523943)  Gly (CCC) 73 bp  Sc: 40.80 
TCCCTGGTGGTCCAGTTGCTAAGACTCTCTATTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAAGGGT 
>Bos_taurus_chr17.trna2687-GlyCCC (63180760-63180833)  Gly (CCC) 74 bp  Sc: 40.86 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTGTTCCCAAAGCAGGGATCCCTGGGTTCAAT 
CCCTCGTTAGGGAA 
>Bos_taurus_chr12.trna4165-GlyCCC (70687290-70687218)  Gly (CCC) 73 bp  Sc: 40.89 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTAATC 
CCTGGTCGGGAAA 
>Bos_taurus_chr16.trna2374-GlyCCC (60876903-60876975)  Gly (CCC) 73 bp  Sc: 40.91 
TCCCTGTTGGTCCAGTGGCTAAGACTCCGTGCTCCCCATGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna3794-GlyCCC (75824740-75824668)  Gly (CCC) 73 bp  Sc: 40.92 
TCCCTGCTGGTCCAGTGGTAAAGACTCTGAGTTCCCAGTGCAGGGGGCTCAGGTTCGATC 



CCTGATCAGGGAA 
>Bos_taurus_chr10.trna693-GlyCCC (16145820-16145892)  Gly (CCC) 73 bp  Sc: 40.94 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGTACTCCCAGTGCCGGGGGTCCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr17.trna4400-GlyCCC (58209195-58209123)  Gly (CCC) 73 bp  Sc: 40.95 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTGCACGTTCAATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna6150-GlyCCC (32836285-32836213)  Gly (CCC) 73 bp  Sc: 40.95 
TCCTTGGTGGTCTAGTGGCTGAGACTCCATACTCCCAATGCGGAGGACCTGGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna5262-GlyCCC (121025927-121025855)  Gly (CCC) 73 bp  Sc: 40.96 
TCCCTGGCGGTCCAGTGGCTAAGGCTCTGCACTCCCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna6794-GlyCCC (988341-988268)  Gly (CCC) 74 bp  Sc: 40.97 
TCCCTGGTAGCTCAGGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCACT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6002-GlyCCC (62613839-62613767)  Gly (CCC) 73 bp  Sc: 41.00 
TTCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAAGGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna5779-GlyCCC (131014205-131014133)  Gly (CCC) 73 bp  Sc: 41.01 
TCCCTCGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGAGGGACCAGGTTCTATT 
CCTGGTCAGGGGA 
>Bos_taurus_chrX.trna3458-GlyCCC (87708329-87708401)  Gly (CCC) 73 bp  Sc: 41.02 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2214-GlyCCC (46709835-46709763)  Gly (CCC) 73 bp  Sc: 41.02 
TCTCTGATGGTCCAGTAGCTAAGACTCTGCACTCCCAATGCAGGGAGCCTGTGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna7444-GlyCCC (45440714-45440642)  Gly (CCC) 73 bp  Sc: 41.05 
TCCCTGGTGGTCCAGTGGCTATGACTCCGCACTCCCACTGTAGGGGGACCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2877-GlyCCC (68718956-68719028)  Gly (CCC) 73 bp  Sc: 41.06 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGTGCTCCCGATACAGGGTGCCCATGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3189-GlyCCC (77280914-77280843)  Gly (CCC) 72 bp  Sc: 41.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGTCCTGGGTTCAGTCC 
CTGGCCAGGTAA 
>Bos_taurus_chr16.trna1390-GlyCCC (38729719-38729791)  Gly (CCC) 73 bp  Sc: 41.07 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGGAGGGGGTTCAGGTTCCATC 
CCTCGTCAGGGAA 
>Bos_taurus_chr13.trna4677-GlyCCC (67152516-67152444)  Gly (CCC) 73 bp  Sc: 41.08 
TCCCTGGTGGTCCAGGGGCTACGATTCCACACTCCCAATGTAGGGGGGCCAGGTTCAATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr8.trna451-GlyCCC (10820819-10820891)  Gly (CCC) 73 bp  Sc: 41.11 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr23.trna2167-GlyCCC (48201964-48202036)  Gly (CCC) 73 bp  Sc: 41.12 
TTCCTGGTGGTCCAGGGGCTAAGACTCTGTACTCCCAGTTCAGAGGACCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrUn.004.161.trna22-GlyCCC (107198-107126)  Gly (CCC) 73 bp  Sc: 41.12 
TCCTTGGCGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGTAGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3915-GlyCCC (13862827-13862755)  Gly (CCC) 73 bp  Sc: 41.13 
TCCCTGAAGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCTAGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4346-GlyCCC (11301239-11301167)  Gly (CCC) 73 bp  Sc: 41.14 
TCGCTGGTGGTCCAGTGGTTAAGACACTGTACTCCCAGTACAGGGGATTCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1185-GlyCCC (32653645-32653718)  Gly (CCC) 74 bp  Sc: 41.17 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAGTGCAGGGGGGGCCAGGCTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1417-GlyCCC (40882387-40882459)  Gly (CCC) 73 bp  Sc: 41.17 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCATGGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna893-GlyCCC (20944322-20944395)  Gly (CCC) 74 bp  Sc: 41.19 
TCTCTGGTGGTCCAGAGGCTTACGACTCTGTGCTCCCAATGAAGGGGGCCCAGGTTCAAT 
TCCTGGTCAGGGAG 



>Bos_taurus_chr29.trna2404-GlyCCC (42988281-42988209)  Gly (CCC) 73 bp  Sc: 41.21 
TCCCTGGAGGTCCAGTGGCTAAGGCTCTGTGCTCCCAATGCAGGAGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6677-GlyCCC (35166737-35166665)  Gly (CCC) 73 bp  Sc: 41.24 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.7821.trna1-GlyCCC (3917-3989)  Gly (CCC) 73 bp  Sc: 41.24 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna4329-GlyCCC (111952774-111952846)  Gly (CCC) 73 bp  Sc: 41.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGGAGCTTGAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna483-GlyCCC (10952151-10952223)  Gly (CCC) 73 bp  Sc: 41.39 
TCCATGTTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATG 
TCTGGGTGGGGAA 
>Bos_taurus_chr13.trna1218-GlyCCC (30575866-30575938)  Gly (CCC) 73 bp  Sc: 41.42 
TCCTTGATGGTCTAGTGACTGAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna4608-GlyCCC (103676941-103676869)  Gly (CCC) 73 bp  Sc: 41.50 
TCCCTGGTGGTCCAGTTGCTAAGACTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr27.trna1130-GlyCCC (31475005-31475077)  Gly (CCC) 73 bp  Sc: 41.51 
TCTCTGATGGTCCAGTGGTTAAGATTCTGAGCTCCCACTGCAGGGAACCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.2207.trna1-GlyCCC (17422-17494)  Gly (CCC) 73 bp  Sc: 41.53 
TCCCTGGTGGTGGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5147-GlyCCC (123788974-123788902)  Gly (CCC) 73 bp  Sc: 41.55 
TCCCTCGTGGTCCAGTGGCTAAGACTCCACACTCCCAGTGCGGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2666-GlyCCC (65563030-65563102)  Gly (CCC) 73 bp  Sc: 41.56 
TTCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAGGTGCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3103-GlyCCC (76629489-76629561)  Gly (CCC) 73 bp  Sc: 41.56 
TCCCTGGTTGTCCAGTGGCTAAGACTCCATGCTCCCAATGTGGGGAGCCCAGGTTCAATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr6.trna4179-GlyCCC (121335711-121335783)  Gly (CCC) 73 bp  Sc: 41.58 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAACGCAGGAGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2925-GlyCCC (66707074-66707146)  Gly (CCC) 73 bp  Sc: 41.59 
TCCGTGGTGGTCCAGTGGCTGAGACTCCGCACTCCCAGTGCAGGGAGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna1878-GlyCCC (51350142-51350214)  Gly (CCC) 73 bp  Sc: 41.59 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAGTGCAGGGGACTCAGGTTCGAGA 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna5884-GlyCCC (37813979-37813906)  Gly (CCC) 74 bp  Sc: 41.62 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCTTCGGGTTCAAC 
CCCTGACTGGGGAA 
>Bos_taurus_chr11.trna4415-GlyCCC (105502462-105502534)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCAGGGTCCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3843-GlyCCC (100945330-100945402)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTGGTCCAGTGGCTAGTACTCTACACTCCCAGTGCAGGGGACTCGGGTTCGAGT 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna103-GlyCCC (2371321-2371393)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTAGTCCAGTGGCTAGGACTCCGTGCTCCCAATACAGGGGGCCTGGGTTCAATC 
CTTAGTCAGGGAA 
>Bos_taurus_chr16.trna2489-GlyCCC (63184259-63184331)  Gly (CCC) 73 bp  Sc: 41.65 
TCCCTGGTGGTTCAGTGGCTCAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGCTTAGGGAA 
>Bos_taurus_chr10.trna5923-GlyCCC (61195132-61195060)  Gly (CCC) 73 bp  Sc: 41.67 
TTCCTGGTGGTCTAGTGGTTAAGACACTGTGCTCCCAATACAGGGAGGGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2636-GlyCCC (32410530-32410458)  Gly (CCC) 73 bp  Sc: 41.71 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTCCCAAAGCAGGGGGTTCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna5275-GlyCCC (79051474-79051402)  Gly (CCC) 73 bp  Sc: 41.73 



TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGCCTGGTTTCTATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr3.trna6836-GlyCCC (72350675-72350603)  Gly (CCC) 73 bp  Sc: 41.73 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCACAAGGCCAGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2969-GlyCCC (75470570-75470641)  Gly (CCC) 72 bp  Sc: 41.76 
TCCCTGGTGGTCCAGTGGCTAAGATCCTGTTCTCCCAGTGCGGGGGCCCAGGTTTGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr5.trna3936-GlyCCC (102448367-102448439)  Gly (CCC) 73 bp  Sc: 41.76 
TCTCTGGTGGTCCAGTGGCCCAGATCCTGCACTCCCAATCCAGAGAGCCCAGGTTCGATC 
CCTGGTCATGGAA 
>Bos_taurus_chr19.trna4919-GlyCCC (36580263-36580191)  Gly (CCC) 73 bp  Sc: 41.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4952-GlyCCC (135931794-135931866)  Gly (CCC) 73 bp  Sc: 41.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2294-GlyCCC (38073168-38073237)  Gly (CCC) 70 bp  Sc: 41.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGCGGGTTGGATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr2.trna7452-GlyCCC (94780341-94780269)  Gly (CCC) 73 bp  Sc: 41.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCCCTCCCAAAGCAGGGGACCAGGGTTCGATC 
TCTCGTCAGGGAA 
>Bos_taurus_chr17.trna2358-GlyCCC (56590694-56590766)  Gly (CCC) 73 bp  Sc: 41.89 
TCCCTGGTGGTCCAGAGGCTAAGACTTTGTTCTCCCAATGCAGGGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5399-GlyCCC (75496289-75496217)  Gly (CCC) 73 bp  Sc: 41.90 
TCCCTGGTGGTCTAGTGGCTAACACTCTGAGTTCCCAATGCAGGGGACCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7098-GlyCCC (50546045-50545973)  Gly (CCC) 73 bp  Sc: 41.93 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACGCAGGGTGCCAGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna1614-GlyCCC (42128275-42128347)  Gly (CCC) 73 bp  Sc: 41.96 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.248.trna13-GlyCCC (37879-37807)  Gly (CCC) 73 bp  Sc: 41.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAGGCAGGCAGTCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna3988-GlyCCC (79931327-79931255)  Gly (CCC) 73 bp  Sc: 41.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAGGCAGGCAGTCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr6.trna4936-GlyCCC (106507965-106507894)  Gly (CCC) 72 bp  Sc: 42.00 
TCCCTGGTGGTTCAGTGGTTAAGACCCTGCAGTCCCAGTGCAGGGGCCCAGGTTCGACCC 
TTGGTCAAGGAA 
>Bos_taurus_chr6.trna6361-GlyCCC (72836747-72836675)  Gly (CCC) 73 bp  Sc: 42.00 
TCCCTGGTGGTCTAGTGGCTAAGACTCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr18.trna3025-GlyCCC (65198984-65198911)  Gly (CCC) 74 bp  Sc: 42.12 
TCCCTGATGGTCCAGTAGTTAAGATCCTGCATTCCCAATGCAAGAGGGCATAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4469-GlyCCC (39657414-39657342)  Gly (CCC) 73 bp  Sc: 42.14 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGTGCTCCCACAGCAGGGGGATTAGGTTCCACT 
CCTGGTTAGGGAA 
>Bos_taurus_chr18.trna5374-GlyCCC (17597883-17597811)  Gly (CCC) 73 bp  Sc: 42.15 
TCCCTGGTGGTCCAGGGGTTAAGACTCCGTGATCCCAATGCAGGGGTCCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna2262-GlyCCC (55551916-55551988)  Gly (CCC) 73 bp  Sc: 42.22 
TCTCTGGTGGTCCAGAGGCTCAGCCTCTGCACTCCCAATGCAGAGGGCCTGGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr7.trna2431-GlyCCC (56461148-56461220)  Gly (CCC) 73 bp  Sc: 42.22 
TCCCTGGTGGTCTAGTGGCTAATACTCTATGCTCCCAATGCAGAACGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5837-GlyCCC (130027392-130027322)  Gly (CCC) 71 bp  Sc: 42.23 
TCCCTGGTAGTCCAGTGGCTAAGACTTTGAGCTCCCAACACAGGGCCTGGGTTCTATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr5.trna1206-GlyCCC (33684012-33684084)  Gly (CCC) 73 bp  Sc: 42.24 
TCCCTGGTGGTCCAGAGGCTAAGACTCTGTGCTCCCAAAGCAGAGGACCCAGGTTGGATC 



CCTGCTCAGGGAA 
>Bos_taurus_chr24.trna4050-GlyCCC (35342014-35341942)  Gly (CCC) 73 bp  Sc: 42.24 
TCCCTGGCGGTCCAGTGGTTAAGACTTCACATTCCCAATGCGGTGGGCCTGGGTTCAGTC 
CCCGGTCAGGGAA 
>Bos_taurus_chr1.trna6300-GlyCCC (148748076-148748004)  Gly (CCC) 73 bp  Sc: 42.25 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTCCCAATTCAGTGGGAACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna835-GlyCCC (21109879-21109951)  Gly (CCC) 73 bp  Sc: 42.27 
TCCCTGGTGGTCTAGTGGCTAAGATTCTGTGTTCCCAATGCAGGAAGCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1035-GlyCCC (29890643-29890715)  Gly (CCC) 73 bp  Sc: 42.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCTATGCAGGGGGCCCGTGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna210-GlyCCC (4726938-4727010)  Gly (CCC) 73 bp  Sc: 42.29 
TCGCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGTAGGGGCCCCAGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2243-GlyCCC (37473005-37473077)  Gly (CCC) 73 bp  Sc: 42.30 
TCCCTGGTGGTCCAATGGGTAAGACTCTGTGCTCCCAATGCAGGGGGTCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2147-GlyCCC (61197389-61197460)  Gly (CCC) 72 bp  Sc: 42.38 
TCCCTGGGGGTCCAGTGGTTAAGACTCTGTGTTCCCGATGCAGGGGGCCAGGTTTGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr19.trna6060-GlyCCC (17029148-17029076)  Gly (CCC) 73 bp  Sc: 42.39 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTACTCCCTATGCAGGGGACCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna2425-GlyCCC (64038394-64038466)  Gly (CCC) 73 bp  Sc: 42.40 
TCCCTGGTAGTCCAGTGACTAAGACTCTGCACTCCCAGTGCAGGGAACCCAGGTTCAATT 
CCTGGTGGGGGAA 
>Bos_taurus_chr28.trna3162-GlyCCC (1396274-1396202)  Gly (CCC) 73 bp  Sc: 42.40 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCACTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna1278-GlyCCC (33073445-33073517)  Gly (CCC) 73 bp  Sc: 42.42 
GCCCTGGTGGTCCACTGGCTAAGATTCTGCATTCCCAATGCAGCGGGACCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8396-GlyCCC (85050924-85050852)  Gly (CCC) 73 bp  Sc: 42.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGCACAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6.trna27-GlyCCC (589506-589578)  Gly (CCC) 73 bp  Sc: 42.44 
TCCCTCATAGTTTAGTAGCTAAGATTCTGTGCTCCCAATGCAGGGACCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4576-GlyCCC (68583947-68583874)  Gly (CCC) 74 bp  Sc: 42.45 
TCCCTGGAGGTCCAGTGGCTAAGACTCTGCCCTCCCAACGCAGGGGGCCCCAGGTTCTAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4815-GlyCCC (53345545-53345473)  Gly (CCC) 73 bp  Sc: 42.46 
TCCCTGGTGGTCTGGTGGTTAAGACTCCGCGCTCCCAGTGCAGAGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2959-GlyCCC (74076563-74076634)  Gly (CCC) 72 bp  Sc: 42.47 
TCCCTGGTGGTCTAGTGGCTAAGACCCCATGCTCCCAACAAGGGGGCCTTGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna7719-GlyCCC (67615036-67614964)  Gly (CCC) 73 bp  Sc: 42.47 
TTCCTGGTGGGCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGGGCTTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr24.trna5297-GlyCCC (3952091-3952019)  Gly (CCC) 73 bp  Sc: 42.49 
TCCCTGGTGGTCCAGCGGCTAAGACACTGCGCTCCCAATGCAGGGGACCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna381-GlyCCC (12241587-12241658)  Gly (CCC) 72 bp  Sc: 42.50 
TCCCTGGTAGTTCAGGGCTAAGACTCTACGCTCCCAATGCAGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna3280-GlyCCC (52619752-52619680)  Gly (CCC) 73 bp  Sc: 42.58 
TCCCTGGTGGTCCAATGGCTAAGACTCTGAACTCCCAATACAGGGGACCAGGGTTCAACA 
CCTGGTCGGGGAA 
>Bos_taurus_chr8.trna6190-GlyCCC (64296104-64296031)  Gly (CCC) 74 bp  Sc: 42.59 
TCCCTGGTGGTCCAGTGGCTAGGACCCTGAGCTCCCAATGCAGGGGGCCCAGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2154.trna3-GlyCCC (4051-3979)  Gly (CCC) 73 bp  Sc: 42.64 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr11.trna187-GlyCCC (2918199-2918271)  Gly (CCC) 73 bp  Sc: 42.65 
TCCCTGGTGGTCTAGCGGCTGAGACTCTGCACTCCCTGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna6304-GlyCCC (12700242-12700170)  Gly (CCC) 73 bp  Sc: 42.67 
TCCCTGGTTGTCCTGTGGCTCAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6308-GlyCCC (12651747-12651675)  Gly (CCC) 73 bp  Sc: 42.67 
TCCCTGGTTGTCCTGTGGCTCAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2999-GlyCCC (79433984-79434056)  Gly (CCC) 73 bp  Sc: 42.68 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCGTGGGGCCCAGCTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3882-GlyCCC (66301452-66301381)  Gly (CCC) 72 bp  Sc: 42.71 
TCTCTGGTGGTCCAGCGGCTAGGACCATGTGCTCCCAATGCAGGGGGCCTGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna2226-GlyCCC (55241468-55241539)  Gly (CCC) 72 bp  Sc: 42.72 
TCCCTGGCGGTCCAGTGGCTAAGACTCAGCGCTCCCAGTGCAGGGGTCCAGGTTCAATCC 
CTGGCCGGGGAA 
>Bos_taurus_chr18.trna3492-GlyCCC (55109991-55109919)  Gly (CCC) 73 bp  Sc: 42.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGTGGCCTGGGTTTGACC 
CCCGGCCAGGGAA 
>Bos_taurus_chr11.trna360-GlyCCC (6286634-6286706)  Gly (CCC) 73 bp  Sc: 42.76 
TCCTTGGTGGTTCAGTGGCTTAGACTCTGTGCTCCCAATGCTGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4533-GlyCCC (107941567-107941639)  Gly (CCC) 73 bp  Sc: 42.78 
TCCCTGGCGGTCCAACGGCTAAGACTCTGCAATCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna3593-GlyCCC (67170110-67170038)  Gly (CCC) 73 bp  Sc: 42.79 
TTCCTGGTAGTTCAGTGGCTAAAACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTTAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna6523-GlyCCC (65560708-65560636)  Gly (CCC) 73 bp  Sc: 42.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATACTCCCGGTGTAGGGGGCCCAGGTTCTATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5419-GlyCCC (27137400-27137328)  Gly (CCC) 73 bp  Sc: 42.81 
TCCCTGGTGGTTCAGTGGCTAAGACTTTGTCCTCCCAATGCAGGGGGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna609-GlyCCC (20190707-20190779)  Gly (CCC) 73 bp  Sc: 42.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGACCTAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna881-GlyCCC (15264275-15264347)  Gly (CCC) 73 bp  Sc: 42.83 
TCCCTGGTGGTCCAGTCATTAAGACTCTGTGCTCCCACTGCAGGGATCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4192-GlyCCC (33419320-33419248)  Gly (CCC) 73 bp  Sc: 42.84 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGAAGGAAGACCAGGTTCGATT 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.4536.trna2-GlyCCC (9933-9861)  Gly (CCC) 73 bp  Sc: 42.84 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGAAGGAAGACCAGGTTCGATT 
CCTGATCAGGGAA 
>Bos_taurus_chr22.trna883-GlyCCC (21269379-21269451)  Gly (CCC) 73 bp  Sc: 42.88 
TTCCTGGTGGTCCAGAGGCTAAGACTCTGCACTCCCAGTGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3228-GlyCCC (71558763-71558835)  Gly (CCC) 73 bp  Sc: 42.89 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAAGGCAGGAGGCCCGGGATCAAGG 
CCCGGTCAGGGAA 
>Bos_taurus_chrUn.004.428.trna14-GlyCCC (81692-81620)  Gly (CCC) 73 bp  Sc: 42.89 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAAGGCAGGAGGCCCGGGATCAAGG 
CCCGGTCAGGGAA 
>Bos_taurus_chr3.trna8024-GlyCCC (35522698-35522626)  Gly (CCC) 73 bp  Sc: 42.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGATACAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2493-GlyCCC (40117544-40117472)  Gly (CCC) 73 bp  Sc: 42.91 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna300-GlyCCC (10078124-10078196)  Gly (CCC) 73 bp  Sc: 42.92 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCTGGGTTCAGTC 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna3653-GlyCCC (86908558-86908486)  Gly (CCC) 73 bp  Sc: 42.95 



TCCCTCGTCGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGCGGACCCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chrUn.004.1748.trna3-GlyCCC (18984-18912)  Gly (CCC) 73 bp  Sc: 42.95 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCATTCCCAATGCAGGGAGCCTGGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr8.trna2075-GlyCCC (65952249-65952321)  Gly (CCC) 73 bp  Sc: 42.95 
TTCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGAGGGCACAGGTTCAATC 
CCTGGTTGGGAAA 
>Bos_taurus_chr17.trna3426-GlyCCC (75640071-75639999)  Gly (CCC) 73 bp  Sc: 42.96 
TCCCTGGCGGTCCAGTGGCTAAGACTCTTTGCTCCCAATGCAGGGGGCCCAGGATCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6364-GlyCCC (11861099-11861027)  Gly (CCC) 73 bp  Sc: 43.00 
TCCCTGGTGGTCCAATGGCTAGGACTCTGCCTTCCCAATGCAGGGGGCTGGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna5375-GlyCCC (27955761-27955689)  Gly (CCC) 73 bp  Sc: 43.01 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCCATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna435-GlyCCC (12561699-12561771)  Gly (CCC) 73 bp  Sc: 43.02 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGTGGGCAGCCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr25.trna2021-GlyCCC (34435790-34435862)  Gly (CCC) 73 bp  Sc: 43.05 
TCTCTGGTGGTCCAGCGGCTAAGCCTCTGCTCTCCCAATGCAGGGGGCCCAGGTTCCAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6842-GlyCCC (90492478-90492406)  Gly (CCC) 73 bp  Sc: 43.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGGCCTAGGTTTGATC 
CCTGTTTAGGGAA 
>Bos_taurus_chr17.trna2976-GlyCCC (67174810-67174882)  Gly (CCC) 73 bp  Sc: 43.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3409-GlyCCC (99411019-99411091)  Gly (CCC) 73 bp  Sc: 43.14 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCATTCCCAATGCAGGGGTCCCAGGTTCTCTC 
CCTGGTGGGGGAA 
>Bos_taurus_chr4.trna6219-GlyCCC (81858380-81858308)  Gly (CCC) 73 bp  Sc: 43.16 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGAACTCCCACTGCAGGAGGCACAGGTTCAATT 
ACTGTTTGGGGAA 
>Bos_taurus_chr1.trna5309-GlyCCC (151926844-151926916)  Gly (CCC) 73 bp  Sc: 43.16 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTCCCACTGCAGGGGACCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1468-GlyCCC (42047893-42047965)  Gly (CCC) 73 bp  Sc: 43.21 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATCCAGGGAACCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna4038-GlyCCC (53323118-53323046)  Gly (CCC) 73 bp  Sc: 43.22 
TCCCTGGTGGTCCAGTGGGCAAGACTCTGTGCTCCCAGCACAGGGGGCCTGGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr10.trna3143-GlyCCC (83036746-83036818)  Gly (CCC) 73 bp  Sc: 43.25 
TTCCTGGCGGTCCAGCGGCTAAGATTCCACACTCCCGATGCGGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna797-GlyCCC (18242717-18242789)  Gly (CCC) 73 bp  Sc: 43.31 
TCCCTGGTAGTCCAGTGGCTAAGATTCTGTGCTCCCAAAGCAGGGGCCCAGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna4199-GlyCCC (13127349-13127277)  Gly (CCC) 73 bp  Sc: 43.34 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGTTCCCAATGCCGCGGGCCCAGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1497.trna3-GlyCCC (31180-31108)  Gly (CCC) 73 bp  Sc: 43.37 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGATTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5412-GlyCCC (118619180-118619108)  Gly (CCC) 73 bp  Sc: 43.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAACACAGGGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6221-GlyCCC (74046513-74046441)  Gly (CCC) 73 bp  Sc: 43.41 
TCCCTGGTTGTCCAGTGGTTGGGACTCTGTCCTCCCAATGCAGAGGGCATAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna827-GlyCCC (19989945-19990017)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna1500-GlyCCC (46712045-46712117)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 



CCTGGTCAGGGAG 
>Bos_taurus_chr26.trna1345-GlyCCC (38035015-38035087)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna2797-GlyCCC (37290218-37290146)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAATCTGGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna411-GlyCCC (9078583-9078656)  Gly (CCC) 74 bp  Sc: 43.46 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCCCAGTGCAGGGGGCCCCAGGTTCGAT 
CTCTGGGCGGGGAA 
>Bos_taurus_chr25.trna185-GlyCCC (4437486-4437558)  Gly (CCC) 73 bp  Sc: 43.48 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTCCCCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna707-GlyCCC (18581384-18581456)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCTGGTGGTCCAGTGTCTAAGACTTTGTATTCCCAATGCAGAGGGCCCAAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna2414-GlyCCC (76437628-76437700)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCTGGTGGTCCAGTGGCTAAGATTCTATGCTCCCAGTGAAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna2882-GlyCCC (36014264-36014192)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCGGGTGGTTCAGTGGCTAAGACTCTGAGCTCCCAACGCAGGGGGCCTAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr1.trna5793-GlyCCC (160117551-160117479)  Gly (CCC) 73 bp  Sc: 43.52 
TCCCTGGTGGTCCGGTGGCTAAGACTCTGCACTCCCAATTCAGGGGACCCAGGTTGGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna1441-GlyCCC (28777849-28777921)  Gly (CCC) 73 bp  Sc: 43.52 
TCCCTGGCAGTCCAGTGGCTAAGACTTCACACTCCCAATGTAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1716-GlyCCC (44083715-44083787)  Gly (CCC) 73 bp  Sc: 43.55 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGCGCTCCCAATGCAGGGATCCCGAGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr23.trna748-GlyCCC (17343006-17343078)  Gly (CCC) 73 bp  Sc: 43.57 
CCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAGTGCGGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr15.trna3037-GlyCCC (84623589-84623517)  Gly (CCC) 73 bp  Sc: 43.59 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGAGGCAGGGGGCCCAGGTTCCATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr29.trna1807-GlyCCC (47648240-47648312)  Gly (CCC) 73 bp  Sc: 43.59 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGAGGCAGGGGGCCCAGGTTCCATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna3737-GlyCCC (64205623-64205551)  Gly (CCC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4616-GlyCCC (116571187-116571259)  Gly (CCC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.216.trna1-GlyCCC (6834-6906)  Gly (CCC) 73 bp  Sc: 43.69 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CTCCGTCGGGGAA 
>Bos_taurus_chr18.trna476-GlyCCC (12328024-12328096)  Gly (CCC) 73 bp  Sc: 43.70 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATACAGGGAGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4046-GlyCCC (112849308-112849380)  Gly (CCC) 73 bp  Sc: 43.70 
TCCCTAGCGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna516-GlyCCC (10976152-10976224)  Gly (CCC) 73 bp  Sc: 43.71 
TCCCTGGTGGTCCAATGACTAAGACACTGCAATCCCAATGCAGAGGGTCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr5.trna4131-GlyCCC (106279282-106279354)  Gly (CCC) 73 bp  Sc: 43.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATTCCCAGTGCAGGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6639.trna2-GlyCCC (1409-1337)  Gly (CCC) 73 bp  Sc: 43.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATTCCCAGTGCAGGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5292-GlyCCC (30587338-30587266)  Gly (CCC) 73 bp  Sc: 43.75 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGCTCTCCCAATGCAGTAGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr21.trna4546-GlyCCC (26146677-26146605)  Gly (CCC) 73 bp  Sc: 43.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGGTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr22.trna1424-GlyCCC (40321756-40321828)  Gly (CCC) 73 bp  Sc: 43.81 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCGGCCCAGGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr24.trna1814-GlyCCC (43059990-43060062)  Gly (CCC) 73 bp  Sc: 43.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4676-GlyCCC (34418043-34417971)  Gly (CCC) 73 bp  Sc: 43.83 
TCCTTGGTGGTTCAATGGTTGGGACTCTGCACTCCCACTGCAGGGGGCTCAGGTTCAACC 
CCTGGTGGGGGAA 
>Bos_taurus_chr14.trna4271-GlyCCC (57970025-57969953)  Gly (CCC) 73 bp  Sc: 43.84 
TGCCTGGTGGTCCAGCCGCTAAGACTCTGCGCTCCCAACGCAGGGGGCCCAGGTTTGATA 
CCTGGTCGGGAAA 
>Bos_taurus_chr13.trna2351-GlyCCC (60206015-60206087)  Gly (CCC) 73 bp  Sc: 43.87 
TCCCTTATCGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7135-GlyCCC (49855769-49855697)  Gly (CCC) 73 bp  Sc: 43.89 
TCCTTAATAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGATTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1011-GlyCCC (25489346-25489418)  Gly (CCC) 73 bp  Sc: 43.91 
GCCCTGGTGGTCTAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2241-GlyCCC (61459553-61459625)  Gly (CCC) 73 bp  Sc: 43.91 
CCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAACGCAGGGGGCCTGGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr10.trna7624-GlyCCC (14471041-14470969)  Gly (CCC) 73 bp  Sc: 43.93 
TCCCTGGTAGTCCAGTGGCCAAGATCCTGCATTCCCAATGCAAGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2220-GlyCCC (48804766-48804837)  Gly (CCC) 72 bp  Sc: 43.93 
TCCTTGGCGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna8880-GlyCCC (5992338-5992267)  Gly (CCC) 72 bp  Sc: 43.94 
TTCCTGCTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCAGTCC 
CTGGTCGGGGAA 
>Bos_taurus_chr26.trna2455-GlyCCC (40621851-40621779)  Gly (CCC) 73 bp  Sc: 43.95 
TCCCTGGTGGTCCAGGGACTAAGACTTTGCACTCCCAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5951-GlyCCC (18633687-18633615)  Gly (CCC) 73 bp  Sc: 43.96 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGTGCTCCCAATGCAGAGGACCCCGGTCCGATC 
CCAGGTCAGGGAG 
>Bos_taurus_chr2.trna4833-GlyCCC (134095774-134095846)  Gly (CCC) 73 bp  Sc: 43.98 
TCCCAGATTGTCCAGTGGCTAAGACCCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2059-GlyCCC (46097322-46097394)  Gly (CCC) 73 bp  Sc: 43.98 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTTAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2727-GlyCCC (63777428-63777500)  Gly (CCC) 73 bp  Sc: 44.00 
TCCCTGGTGGACCAGTGGCTAAGACTCTGTACTCCCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4770-GlyCCC (5131564-5131492)  Gly (CCC) 73 bp  Sc: 44.01 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAGCACAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6490-GlyCCC (26268990-26268918)  Gly (CCC) 73 bp  Sc: 44.01 
TCCCTGGTGGTCCAGTTCCTAAGACTTTGCGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTTAGGGGA 
>Bos_taurus_chr14.trna927-GlyCCC (21782019-21782091)  Gly (CCC) 73 bp  Sc: 44.02 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGTGCTCCCAATGCAGGGTGCCTTGGTTCAATT 
CCTAGTTAGGGAA 
>Bos_taurus_chr4.trna477-GlyCCC (13979958-13980030)  Gly (CCC) 73 bp  Sc: 44.05 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTTCTCCCTGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna4891-GlyCCC (120902343-120902415)  Gly (CCC) 73 bp  Sc: 44.07 
TCCCTGGTGGTCCAGAGGTTAAGACTCTGCACTCCCGATGCAAGGTGCCCAGGTTTGATC 
CCTGGTAAGGGAA 
>Bos_taurus_chr5.trna5980-GlyCCC (108336954-108336882)  Gly (CCC) 73 bp  Sc: 44.08 



TTCCTGGTGGTCCACTGCTTAAGACTCTGCGCTCCCAATGCAGAGGGCCCAGGTTTGATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna4058-GlyCCC (99495624-99495695)  Gly (CCC) 72 bp  Sc: 44.12 
TCCCTGGTGGTCCAGTGGAAAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCCGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna2355-GlyCCC (58329249-58329177)  Gly (CCC) 73 bp  Sc: 44.12 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCCATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3857-GlyCCC (66678433-66678361)  Gly (CCC) 73 bp  Sc: 44.15 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAGTACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr27.trna2748-GlyCCC (30336024-30335952)  Gly (CCC) 73 bp  Sc: 44.17 
TCCCTGATGGTCTAGTGGCTAAGACTCTGAGTTCCCCTTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna1789-GlyCCC (30312305-30312376)  Gly (CCC) 72 bp  Sc: 44.18 
TCCCTGGTGGTTCAGTGGCTAAGACTCCGTACTCCCAGTGCGGGCTCCCAGGTTCAATCC 
CTGATCAGGGAA 
>Bos_taurus_chr1.trna2929-GlyCCC (85209613-85209685)  Gly (CCC) 73 bp  Sc: 44.20 
TCCCTGGTGGTCCAGTGGCTTAGACTCTATACTCCCAATGCAGGGGGTCAAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna950-GlyCCC (20602666-20602738)  Gly (CCC) 73 bp  Sc: 44.21 
TTCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGAACACAGGTTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr18.trna2806-GlyCCC (61981237-61981309)  Gly (CCC) 73 bp  Sc: 44.22 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr28.trna49-GlyCCC (1724633-1724705)  Gly (CCC) 73 bp  Sc: 44.28 
TCCCTAGTGGTCCAGTGGTTAAGACTATGCGCTCCCAATGCAGGGGGCCCAGGTTTAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4557-GlyCCC (55821263-55821191)  Gly (CCC) 73 bp  Sc: 44.30 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCAATCCCAATGCAGGGGGCCTGGGATCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna5178-GlyCCC (149308922-149308993)  Gly (CCC) 72 bp  Sc: 44.30 
TCCCTGACAGTCCAGTGGTTAAGGCACTGTGCTCCCCATGCTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna8986-GlyCCC (3675944-3675872)  Gly (CCC) 73 bp  Sc: 44.31 
TCCCTGGTGGTCCAGGGGCTAAAACTCTGTGATCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna698-GlyCCC (18849780-18849852)  Gly (CCC) 73 bp  Sc: 44.31 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCGGGGGGCCCAGGTTCGATC 
CTTGTTCAGGGAA 
>Bos_taurus_chr23.trna1830-GlyCCC (41242149-41242224)  Gly (CCC) 76 bp  Sc: 44.33 
TCTCTGGTGGTCCAGTGGTCAGCGGGATTCTGAGCTCCCAATCCAGAGGGCCCAGGTTCG 
ATACCTGGTCAGGGGA 
>Bos_taurus_chr7.trna660-GlyCCC (12950963-12951035)  Gly (CCC) 73 bp  Sc: 44.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8577-GlyCCC (9381891-9381819)  Gly (CCC) 73 bp  Sc: 44.37 
TCTCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chrUn.004.249.trna22-GlyCCC (123021-122949)  Gly (CCC) 73 bp  Sc: 44.38 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2019-GlyCCC (50701366-50701294)  Gly (CCC) 73 bp  Sc: 44.41 
TCCCTGGCGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr25.trna1569-GlyCCC (27638439-27638511)  Gly (CCC) 73 bp  Sc: 44.42 
TTCTTAATGGTCCAGTGGCTAGGACTCTGCACTCCCAATGCAGGGGGTCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna3430-GlyCCC (17788647-17788575)  Gly (CCC) 73 bp  Sc: 44.44 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGTCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr8.trna6267-GlyCCC (62076412-62076342)  Gly (CCC) 71 bp  Sc: 44.45 
TCCTTGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGTCTGGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr1.trna319-GlyCCC (5089915-5089987)  Gly (CCC) 73 bp  Sc: 44.48 
TTTCTGGTGGTCCAGTAGCTAAGACTCTGCATTCCCAATGCAGGGGTCTCAGGTTCGATC 



CCTGGTCAGTGAC 
>Bos_taurus_chr27.trna1324-GlyCCC (35425646-35425718)  Gly (CCC) 73 bp  Sc: 44.49 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGATTCCCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6029-GlyCCC (15113699-15113626)  Gly (CCC) 74 bp  Sc: 44.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGCTCAGGCTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3822-GlyCCC (16188081-16188009)  Gly (CCC) 73 bp  Sc: 44.51 
CCCTTGGTGGTCCAGTGGCTAAGACACTGTGCTCCCAATGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna314-GlyCCC (8882881-8882953)  Gly (CCC) 73 bp  Sc: 44.52 
CACTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr25.trna3000-GlyCCC (34673072-34672999)  Gly (CCC) 74 bp  Sc: 44.56 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGGCCCAGGTTCCAT 
CCCAGGTCAGGGAA 
>Bos_taurus_chr21.trna1050-GlyCCC (24188041-24188112)  Gly (CCC) 72 bp  Sc: 44.57 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna7661-GlyCCC (13803301-13803229)  Gly (CCC) 73 bp  Sc: 44.57 
TCCCTGGTAGTCCAGGGGCTAAGACTCTGCACTCCCAATGCACGGGGCATGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr14.trna4871-GlyCCC (40862663-40862591)  Gly (CCC) 73 bp  Sc: 44.59 
TCCCTGGTAGTTCTGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna2563-GlyCCC (61522513-61522585)  Gly (CCC) 73 bp  Sc: 44.60 
TCCCTGATGGACTAGTGGCTAAGACTTTGTGCTCCCACTGCAGCAGGCCTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr16.trna4354-GlyCCC (49059163-49059091)  Gly (CCC) 73 bp  Sc: 44.60 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGAGCTCAGGTTCGATC 
TCTGGTCAAGGAA 
>Bos_taurus_chr22.trna2992-GlyCCC (41046916-41046844)  Gly (CCC) 73 bp  Sc: 44.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGCGGCCCAGGTTCCACC 
CCAGGTCGGGGAA 
>Bos_taurus_chr2.trna4721-GlyCCC (132581200-132581272)  Gly (CCC) 73 bp  Sc: 44.62 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCATTCCCAATGAAGGCGGCCAAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3711-GlyCCC (58692447-58692375)  Gly (CCC) 73 bp  Sc: 44.66 
TCCTTGGTAGTCTGGTGGCTAAGACTCTGTGCTCCCAACGCCGGAGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1719-GlyCCC (44093628-44093700)  Gly (CCC) 73 bp  Sc: 44.69 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCTCTCCCAATGCAGGGGACATGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr2.trna5455-GlyCCC (135784407-135784335)  Gly (CCC) 73 bp  Sc: 44.73 
TCCCTGATGGTTCCGTGGTTAAGACTCTGAGCTCCCAGTACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1650-GlyCCC (37860952-37861023)  Gly (CCC) 72 bp  Sc: 44.79 
TTCCTGGTGGTCTAGTGGCTAAGTCTCTGTACTCCCAATGCAGGGGGCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna365-GlyCCC (11928424-11928496)  Gly (CCC) 73 bp  Sc: 44.79 
TCCCTGGTGGTTCAGTGGCTAAGACTTTGTACTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr2.trna4353-GlyCCC (126204331-126204403)  Gly (CCC) 73 bp  Sc: 44.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CCTAGTCAAGGAA 
>Bos_taurus_chr11.trna175-GlyCCC (2668630-2668702)  Gly (CCC) 73 bp  Sc: 44.82 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTCCCAATGCAGGGGGATCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4333-GlyCCC (71335876-71335804)  Gly (CCC) 73 bp  Sc: 44.82 
TCCCTGGTGGTCCAGTGGCTAAGACGCCATGCTCCCAATGTAGGAGGCCCGGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2626-GlyCCC (51569579-51569651)  Gly (CCC) 73 bp  Sc: 44.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCTGGGGGCCTGGGTTCCATC 
TCCAGTCAGGGAA 
>Bos_taurus_chr8.trna4951-GlyCCC (94619060-94618988)  Gly (CCC) 73 bp  Sc: 44.85 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
TCTGGTCAGGGAA 



>Bos_taurus_chrX.trna4182-GlyCCC (75016030-75015959)  Gly (CCC) 72 bp  Sc: 44.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGCCTGGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna4772-GlyCCC (119161956-119162028)  Gly (CCC) 73 bp  Sc: 44.89 
TCCCTGGTGGTTGAGTGGCTAAGACTCTGCGCTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr6.trna483-GlyCCC (18536969-18537041)  Gly (CCC) 73 bp  Sc: 44.89 
TCCCTGGTGGTCCAGTCGCTAAGACTCTGCACTCCCAATGCAGTGGACCTGGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna3516-GlyCCC (102385681-102385753)  Gly (CCC) 73 bp  Sc: 44.94 
TCCCGGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5445-GlyCCC (135906026-135905955)  Gly (CCC) 72 bp  Sc: 44.98 
TTCCCAGTGGTCCAGTGGCTAAGACTCTGTACTCCCAAAGCAGGGGCCCCGGTTTGAACC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna5730-GlyCCC (84960710-84960638)  Gly (CCC) 73 bp  Sc: 44.99 
TCCCTGGTGGTCCAGTGGTTAAGACACTGTACTCCCAACGCAGAGGGCTGGGGTTGAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna1634-GlyCCC (50364448-50364520)  Gly (CCC) 73 bp  Sc: 45.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAGTGCAGGGGGCCCAAGTTCAATC 
CTTGATCAGGGAA 
>Bos_taurus_chr5.trna4865-GlyCCC (120543966-120544038)  Gly (CCC) 73 bp  Sc: 45.01 
TCCCTGATGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna666-GlyCCC (18706954-18707026)  Gly (CCC) 73 bp  Sc: 45.02 
TCCCTGGTGGTCCAGAGGCTACGACTCTGTGCTCCCAGTGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4000-GlyCCC (48420875-48420803)  Gly (CCC) 73 bp  Sc: 45.02 
TCCCTGCTAGTCCAGTGGCTAAGACTCTGGGCTCCCAATGCAGGGGGCCCAGGTGCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4171-GlyCCC (101997023-101997095)  Gly (CCC) 73 bp  Sc: 45.05 
TCCCTGGTGGGCCAGTGGCTTAAGACTCAGCGTTCCCAATGCAGGGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5011-GlyCCC (137566812-137566883)  Gly (CCC) 72 bp  Sc: 45.06 
TCCCTGGTGGTCCAGGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCTCAGGTTCAACCC 
CTGGTCAGGGAG 
>Bos_taurus_chr3.trna1361-GlyCCC (35253199-35253271)  Gly (CCC) 73 bp  Sc: 45.07 
TCCCTGATAGTCCAATGGCTAAGACTCTGCGCTCCCAGTGCAGGGGACCCAGTTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4079-GlyCCC (63455582-63455511)  Gly (CCC) 72 bp  Sc: 45.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCCCAGTTAGGGGGCCCAGGTTCAATCC 
CTAGTTAGGGAA 
>Bos_taurus_chr23.trna4011-GlyCCC (17738315-17738243)  Gly (CCC) 73 bp  Sc: 45.09 
TCCCAGGTAGTCCAGTGGCTAAGACTCTGAGCTCCCAATTCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4924-GlyCCC (27070009-27069937)  Gly (CCC) 73 bp  Sc: 45.09 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGCACTCCCAATGAAGGGAGCCTGGGTTCAGTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr19.trna834-GlyCCC (18735431-18735502)  Gly (CCC) 72 bp  Sc: 45.10 
TCCCTGCTGGTCCAGTAGCTAAGACTCTGCATTCCCAAAGCAGGGGACCTGGTTCAATCC 
CAGGTCAGGGAA 
>Bos_taurus_chrUn.004.60.trna2-GlyCCC (4874-4945)  Gly (CCC) 72 bp  Sc: 45.12 
TCCTTGGTGGTCCACTGGCTAAGACTCTGCACTCCCAATGTAGGGGCCCAGGTTTGATCC 
CTGGTCACGGAA 
>Bos_taurus_chrX.trna3810-GlyCCC (84362731-84362660)  Gly (CCC) 72 bp  Sc: 45.12 
TCCTTGGTGGTCCACTGGCTAAGACTCTGCACTCCCAATGTAGGGGCCCAGGTTTGATCC 
CTGGTCACGGAA 
>Bos_taurus_chr23.trna473-GlyCCC (11873033-11873105)  Gly (CCC) 73 bp  Sc: 45.13 
TCCCTGGTGGTCCAGTGGCTAAGGCTGTGCACTCCCAGTGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5592-GlyCCC (107511529-107511457)  Gly (CCC) 73 bp  Sc: 45.14 
TCCCTGGTGGTCTAATGGTTAAGACTCTGAGCTCCCAATGCAGGGGGCACAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4544-GlyCCC (129874700-129874772)  Gly (CCC) 73 bp  Sc: 45.15 
TCCCTAGTGGTCCAGTGGCGAAGACTCTGTGCTCCCAATACAGGGGTGCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5312-GlyCCC (75864220-75864148)  Gly (CCC) 73 bp  Sc: 45.16 



TCCCTGGTAGTCAAGTGGCTAAGATTCTGCACTCCCAATGCAAGGGGCCCAGGCTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4062-GlyCCC (78221208-78221136)  Gly (CCC) 73 bp  Sc: 45.17 
TCCCTGGTGGTCCAGTGGCTCAGGCTCTGCACTCCCAATACAGGGTTCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr10.trna6374-GlyCCC (48693756-48693684)  Gly (CCC) 73 bp  Sc: 45.19 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna1222-GlyCCC (19815991-19816063)  Gly (CCC) 73 bp  Sc: 45.20 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGAGCTCCCAGTTCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.478.trna6-GlyCCC (26167-26095)  Gly (CCC) 73 bp  Sc: 45.23 
TCCCTGGTGGTCCTGTGGCTGGGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5482-GlyCCC (110430876-110430804)  Gly (CCC) 73 bp  Sc: 45.28 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr2.trna1506-GlyCCC (46902128-46902200)  Gly (CCC) 73 bp  Sc: 45.29 
TCCCTGGTGGTTCAGTGCCTAAGACTCTGCACTCCCAATGCAGGGAGCCAGGGTTCAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr21.trna3022-GlyCCC (65365343-65365271)  Gly (CCC) 73 bp  Sc: 45.31 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGGG 
>Bos_taurus_chr19.trna4274-GlyCCC (48603562-48603489)  Gly (CCC) 74 bp  Sc: 45.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGGCCCAGGTTCCAT 
TCCTGGTTAGGGAA 
>Bos_taurus_chrUn.004.3631.trna2-GlyCCC (11187-11259)  Gly (CCC) 73 bp  Sc: 45.34 
TCCCTGGTGGTCCAGTGGCTGAGACTCCGCATTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4057-GlyCCC (121407648-121407720)  Gly (CCC) 73 bp  Sc: 45.42 
TCCCTGGTGGCCCACTGGCTAAGACTTTGTTTTCCCAATGCAAGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1773-GlyCCC (44111976-44112048)  Gly (CCC) 73 bp  Sc: 45.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCAGCCTAGGTTCAATT 
CCTGGGCAGGGAA 
>Bos_taurus_chr2.trna2529-GlyCCC (79816937-79817009)  Gly (CCC) 73 bp  Sc: 45.43 
TTCCTGGTAGACCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6306-GlyCCC (148352755-148352684)  Gly (CCC) 72 bp  Sc: 45.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGTGCTCCCAATGCAGGTGTCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrUn.004.2042.trna3-GlyCCC (20436-20364)  Gly (CCC) 73 bp  Sc: 45.44 
TCCCTGGTGGTCCAGTGGCTGGGATTCTGCTTTCCCAGTGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGGA 
>Bos_taurus_chr29.trna2429-GlyCCC (42772359-42772287)  Gly (CCC) 73 bp  Sc: 45.45 
TCACTGGTGGTCCACTGGCTAAGACTCTGCACTCCCTATGCAGTGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna407-GlyCCC (12866105-12866177)  Gly (CCC) 73 bp  Sc: 45.47 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGAGGCCTGAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna755-GlyCCC (17231167-17231240)  Gly (CCC) 74 bp  Sc: 45.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGGCCCAGTTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2903-GlyCCC (35662775-35662703)  Gly (CCC) 73 bp  Sc: 45.49 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTTTAGGCTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna8347-GlyCCC (66682307-66682236)  Gly (CCC) 72 bp  Sc: 45.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGAGTCCAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.324.trna9-GlyCCC (134175-134104)  Gly (CCC) 72 bp  Sc: 45.54 
TCCCTGGTGGCCCAGTGGCTAGGACTCTGCGCTCCCAGCACAGGGGCCCAGGTTCCATCC 
CTGGTCGGGGAC 
>Bos_taurus_chr11.trna4112-GlyCCC (100479816-100479888)  Gly (CCC) 73 bp  Sc: 45.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr5.trna828-GlyCCC (25684460-25684532)  Gly (CCC) 73 bp  Sc: 45.55 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGGACCTGGGTTCAATC 



CCTGGTCAAAGAA 
>Bos_taurus_chrX.trna2764-GlyCCC (74121314-74121386)  Gly (CCC) 73 bp  Sc: 45.58 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4577-GlyCCC (122936112-122936184)  Gly (CCC) 73 bp  Sc: 45.62 
TTCCTGGTGGTCCAGTGGCTAGGACTCTGCAGTCCCAATGCAGGGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5750-GlyCCC (21778001-21777929)  Gly (CCC) 73 bp  Sc: 45.64 
TTCCTGGTGGGCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7648-GlyCCC (38307908-38307836)  Gly (CCC) 73 bp  Sc: 45.67 
TCCCTGGTGGTCCGGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3118-GlyCCC (95640886-95640958)  Gly (CCC) 73 bp  Sc: 45.71 
TCCCTAGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGCTCGACT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1912-GlyCCC (38779025-38779097)  Gly (CCC) 73 bp  Sc: 45.71 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAAAGCAGGGGGCCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr5.trna7415-GlyCCC (74773644-74773572)  Gly (CCC) 73 bp  Sc: 45.72 
TCCCTGGTGGTCCAGTGGCTAAGATTCTCTACTCCCAGTGCAGGGGACTCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr16.trna1270-GlyCCC (35763935-35764007)  Gly (CCC) 73 bp  Sc: 45.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGTTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr4.trna5651-GlyCCC (96129538-96129466)  Gly (CCC) 73 bp  Sc: 45.77 
TCCCTGATGGTACAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chrX.trna4180-GlyCCC (75036664-75036592)  Gly (CCC) 73 bp  Sc: 45.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGTCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3828-GlyCCC (66993407-66993335)  Gly (CCC) 73 bp  Sc: 45.78 
TCCCTGGTGGCCCAGTGGCTGAGACTTTGTGTTCCCAACACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna239-GlyCCC (6320695-6320767)  Gly (CCC) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCAGTCCCACTGCAGGGGTCTCGGCTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1670-GlyCCC (44047213-44047285)  Gly (CCC) 73 bp  Sc: 45.80 
TTCCTGGTGGTCCAGTGGCTAAGGCTCTGTGCTCCCAACGCAGGGGGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna7924-GlyCCC (37988773-37988702)  Gly (CCC) 72 bp  Sc: 45.81 
TCCCTGACAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna4893-GlyCCC (27702413-27702341)  Gly (CCC) 73 bp  Sc: 45.82 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCGACGCAGGGGGCCCACGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8451-GlyCCC (25514094-25514023)  Gly (CCC) 72 bp  Sc: 45.87 
TCCCTTGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGGCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna1818-GlyCCC (36089940-36090012)  Gly (CCC) 73 bp  Sc: 45.87 
TTCCTGATGGTCCAGTGGCTAAGACACTGTGCTCCCAATGCAGGGGGCACAGGTTCAATT 
CCTGGTCAGGGGA 
>Bos_taurus_chr1.trna4657-GlyCCC (133635008-133635080)  Gly (CCC) 73 bp  Sc: 45.88 
TCCCTGGTGGTCCAGTGGTGAAGATTCTGCACTCCCAATGTAGGGAGTCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6116-GlyCCC (105107372-105107300)  Gly (CCC) 73 bp  Sc: 45.88 
TCCCTAGTGGTCTAGAGGTAAAGGCTCTGCACTCCCAGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2671-GlyCCC (53195660-53195732)  Gly (CCC) 73 bp  Sc: 45.89 
TCTCTGGTGGTCCAATGGCTAAGACTCCATGCTCCCAATGTGGGGGGCCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr10.trna6847-GlyCCC (36808300-36808228)  Gly (CCC) 73 bp  Sc: 45.91 
TCCCTGGTGGTTCAGTGGCGAAGACTCTGCACTCCCAATGCAGGTGGCCTAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr19.trna2915-GlyCCC (57265687-57265760)  Gly (CCC) 74 bp  Sc: 45.93 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAAAGCAGGGGGACCTAGGTTCGAT 
CCCTGGTCAGGGAA 



>Bos_taurus_chr23.trna4415-GlyCCC (10474963-10474891)  Gly (CCC) 73 bp  Sc: 45.97 
TCCCTGGTGGTCCAGTGACTAAGACTCTGAGCTCCCAATGCAGGGGGCCCGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1117-GlyCCC (33346202-33346274)  Gly (CCC) 73 bp  Sc: 45.98 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCGTTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6.trna113-GlyCCC (1008087-1008015)  Gly (CCC) 73 bp  Sc: 45.99 
TCCTTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr1.trna2474-GlyCCC (71923100-71923172)  Gly (CCC) 73 bp  Sc: 46.01 
TCTCCGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCGGGGAA 
>Bos_taurus_chr10.trna6506-GlyCCC (46370864-46370792)  Gly (CCC) 73 bp  Sc: 46.09 
TCCCTGACAGTCCAGTGGCTAAGACTCCACGCTCCCAATGTAGGGGGCCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2811-GlyCCC (29148413-29148341)  Gly (CCC) 73 bp  Sc: 46.10 
TCCCTGGTGGTCCAGAGGCTAAGACTGTATGCTCCCAATGCATGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8798-GlyCCC (7417223-7417151)  Gly (CCC) 73 bp  Sc: 46.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAAGGCCTGGGTTCCATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr10.trna6589-GlyCCC (44838243-44838171)  Gly (CCC) 73 bp  Sc: 46.12 
TCTCTGATGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr10.trna6594-GlyCCC (44695985-44695913)  Gly (CCC) 73 bp  Sc: 46.12 
TCTCTGATGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrUn.004.425.trna5-GlyCCC (54290-54362)  Gly (CCC) 73 bp  Sc: 46.12 
TCCCTGATGGTCCAGTGGCTAAGACTTTGTGCTCCCAATACAGAGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5865.trna1-GlyCCC (1879-1951)  Gly (CCC) 73 bp  Sc: 46.12 
TCCCTGATGGTCCAGTGGCTAAGACTTTGTGCTCCCAATACAGAGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2976-GlyCCC (5902520-5902448)  Gly (CCC) 73 bp  Sc: 46.13 
TCTCTGGTGGTCCGGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3267-GlyCCC (98482044-98482116)  Gly (CCC) 73 bp  Sc: 46.14 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGAGCACTGGTTTAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr2.trna6218-GlyCCC (123478639-123478567)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCTGGTGGTCTAGGGGTTAGGACTCTGTGTTCCCATTGCAGGGGGCCTGGGTTTGATC 
CCCAGTAAGGGAA 
>Bos_taurus_chrUn.004.145.trna21-GlyCCC (245781-245853)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCGGGTGGTCCAATGGCTAGGACTCTGAGCTCCCAATGCAGGGGACCCAGGTTAGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna3089-GlyCCC (59941265-59941337)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTCCCAATGTGGGGAGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna3141-GlyCCC (60602802-60602874)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTCCCAATGTGGGGAGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr2.trna8027-GlyCCC (76560896-76560824)  Gly (CCC) 73 bp  Sc: 46.24 
TCCCTGATGGTCCAGTGGCTTAGACTCTGCTCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTTAGGGAA 
>Bos_taurus_chr2.trna8030-GlyCCC (76493334-76493262)  Gly (CCC) 73 bp  Sc: 46.24 
TCCCTGATGGTCCAGTGGCTTAGACTCTGCTCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTTAGGGAA 
>Bos_taurus_chr8.trna4131-GlyCCC (116074784-116074712)  Gly (CCC) 73 bp  Sc: 46.24 
TCCCTGGTGGTTCAGTGGTTAGAACTCTGTGCTCCCAATGTAGGGGGCACAGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna6105-GlyCCC (33384887-33384814)  Gly (CCC) 74 bp  Sc: 46.30 
TCCCTGGTAGTTCAAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTGGGTTCAAA 
TCCTGGTCAGGGAA 
>Bos_taurus_chr24.trna743-GlyCCC (22503685-22503757)  Gly (CCC) 73 bp  Sc: 46.32 
TCCCTGGTGGTCCAGTGGCTGAGACTTTGGACTCCCAATGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8894-GlyCCC (15746746-15746674)  Gly (CCC) 73 bp  Sc: 46.32 



TCCCTGATGGTGCAGTGGCTAAGACTTTGTGCTCCCAATGCAGGGGGACCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr6.trna4967-GlyCCC (106185771-106185699)  Gly (CCC) 73 bp  Sc: 46.36 
TCCCTGGTAGTCCAATGGCTAGGACTCTGCGCTCCCAAGGCAGGGAGCCCAGGGTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2458-GlyCCC (40616342-40616270)  Gly (CCC) 73 bp  Sc: 46.36 
TCCCTTATGGTTCAGGGGCTAAGACTCTGCACTCCCCATGCAAGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2049-GlyCCC (45844161-45844233)  Gly (CCC) 73 bp  Sc: 46.37 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAATACAGGGGGCCCAGGTTCGCTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna2602-GlyCCC (52328405-52328333)  Gly (CCC) 73 bp  Sc: 46.41 
TCTCTGGTGGTCCAGCGGCTAAGACTCCGTGCTCCCAATGCGGGGTGCCTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrUn.004.1412.trna1-GlyCCC (4120-4192)  Gly (CCC) 73 bp  Sc: 46.41 
TCTCTGGTGGTCCAGCGGCTAAGACTCCGTGCTCCCAATGCGGGGTGCCTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr6.trna8639-GlyCCC (144013-143941)  Gly (CCC) 73 bp  Sc: 46.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGAAGGGGCCCCAGGTTCAATA 
TCTGGTCAGGGAA 
>Bos_taurus_chr2.trna712-GlyCCC (23710566-23710638)  Gly (CCC) 73 bp  Sc: 46.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGTGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna9726-GlyCCC (23465275-23465203)  Gly (CCC) 73 bp  Sc: 46.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGTGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2253-GlyCCC (70724745-70724817)  Gly (CCC) 73 bp  Sc: 46.46 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCAAAGTAGGGGACCCAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr23.trna2041-GlyCCC (45705744-45705815)  Gly (CCC) 72 bp  Sc: 46.47 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCGCTCCCAGTGCAGGGGCCCGGGTTCTATCC 
CCAGTCAGGGAA 
>Bos_taurus_chr26.trna3104-GlyCCC (23988564-23988492)  Gly (CCC) 73 bp  Sc: 46.55 
TCCCTGGTGGTCCAGTGGTTAGAACTCTGTACTCCCACTATAGGGGACACAGGTTAGATC 
CCTGTTTAGGGAG 
>Bos_taurus_chr21.trna678-GlyCCC (18525857-18525929)  Gly (CCC) 73 bp  Sc: 46.57 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGGTTCGAT 
CCCGGTCAGGGAA 
>Bos_taurus_chr8.trna5662-GlyCCC (76276397-76276325)  Gly (CCC) 73 bp  Sc: 46.58 
TCCTTGGTGGTCTGGTGGTTAAGACTCTGCTCTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr4.trna2521-GlyCCC (79511547-79511619)  Gly (CCC) 73 bp  Sc: 46.66 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5679-GlyCCC (22780328-22780256)  Gly (CCC) 73 bp  Sc: 46.67 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTACTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2006-GlyCCC (55593543-55593615)  Gly (CCC) 73 bp  Sc: 46.69 
TCCCTTGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4230-GlyCCC (61707459-61707387)  Gly (CCC) 73 bp  Sc: 46.73 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGGCCCGGGTTCGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chrX.trna933-GlyCCC (22223589-22223661)  Gly (CCC) 73 bp  Sc: 46.76 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTAGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr5.trna2174-GlyCCC (60021446-60021518)  Gly (CCC) 73 bp  Sc: 46.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCCATGCAGGGGACCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3359-GlyCCC (88076579-88076651)  Gly (CCC) 73 bp  Sc: 46.78 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTTCTCCCAAAGCAGGAGGCCCAGGTGCAATT 
CCTGGTCAGAGAG 
>Bos_taurus_chr15.trna693-GlyCCC (25473447-25473519)  Gly (CCC) 73 bp  Sc: 46.81 
TCCCTGATGGTCCAGTGACTAAGATTTTGCACTCCCAATGCAGTGGGCCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr15.trna4114-GlyCCC (58684350-58684278)  Gly (CCC) 73 bp  Sc: 46.82 
TCCCTGGTGGTCCAGTGGCTATGACTCTGCCTTCCCAATGCAGGGGACCCAGGTTCCATA 



CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna4752-GlyCCC (65935639-65935567)  Gly (CCC) 73 bp  Sc: 46.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCATTC 
CCTGCTCAGGGAA 
>Bos_taurus_chrX.trna4777-GlyCCC (61452620-61452548)  Gly (CCC) 73 bp  Sc: 46.86 
TCTCTGGTGGTCCAGTGGTTAAGGCTCTGCACTCCCAATGCAGGGGACCCTGGTTTGTTC 
CCTGGTCAGAGAA 
>Bos_taurus_chr3.trna3744-GlyCCC (106362530-106362603)  Gly (CCC) 74 bp  Sc: 46.86 
TCCCTGGTGGTCCAATGGCTTAAGACTCTGTGCTCCCAATGCAGAGGGTCTGGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5520-GlyCCC (72442436-72442364)  Gly (CCC) 73 bp  Sc: 46.87 
TCTCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr10.trna5292-GlyCCC (78806218-78806146)  Gly (CCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGCCTAGGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna1401-GlyCCC (35634754-35634826)  Gly (CCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3891-GlyCCC (14364467-14364395)  Gly (CCC) 73 bp  Sc: 46.93 
TTTCTGGTGGTCCAGTGGCTAAGGCTCTGCACTCCCAATGCAGGCGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4381-GlyCCC (46704193-46704121)  Gly (CCC) 73 bp  Sc: 46.95 
TCCCTGGTGGTCCAGTGGCTAAGATGCCGCACTCCCAATGTAGGTGGCCCAGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr10.trna2739-GlyCCC (72395361-72395433)  Gly (CCC) 73 bp  Sc: 46.95 
TCCCTGATGGTCCAGTGACTAAGATTCCGCACTCCCAATGCAGGGGCCCCAGGTTCAACC 
CCTGGACAGGGAA 
>Bos_taurus_chr22.trna4150-GlyCCC (9269361-9269289)  Gly (CCC) 73 bp  Sc: 46.97 
TCCCTAGTAGTCCAGTGGCTAAGATGCTGCACTCCCGAAGCAGAGGACCCAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chr5.trna9289-GlyCCC (27325034-27324962)  Gly (CCC) 73 bp  Sc: 47.01 
TCCCTGGCAGTCCAGTGGTTAAGATGCTGTGCTCCCAATGCAGAGGGTCCAGGTTTGAAC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.95.trna27-GlyCCC (61339-61267)  Gly (CCC) 73 bp  Sc: 47.01 
TCCTTGGTGGTCCAGTGGCTAAGACCGTGTGCTCCCAATGCAGAGGGCCCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna818-GlyCCC (18405998-18406070)  Gly (CCC) 73 bp  Sc: 47.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGGACCCAGGTCCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna1798-GlyCCC (50672334-50672406)  Gly (CCC) 73 bp  Sc: 47.03 
TCCCTGATGGTCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGAGCCAGGGTTCTAGC 
CCTTGTCAGGGAA 
>Bos_taurus_chr19.trna5367-GlyCCC (28202733-28202661)  Gly (CCC) 73 bp  Sc: 47.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCATGGGGTCCAGGTTTGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr13.trna2704-GlyCCC (66149849-66149921)  Gly (CCC) 73 bp  Sc: 47.04 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGCGCTCCCTATGCAGAGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4511-GlyCCC (130184259-130184331)  Gly (CCC) 73 bp  Sc: 47.07 
TCCCTGGTGGTTTAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna4036-GlyCCC (63991970-63991898)  Gly (CCC) 73 bp  Sc: 47.09 
TCCCTGGTGGTCCAGCGGCTAAGATCCTGTGCTCCCAGTGCAGGAGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5656-GlyCCC (23099407-23099336)  Gly (CCC) 72 bp  Sc: 47.11 
TCCTTGGTGGTCCAGTGGCTGGGACTCTGTACTCCCAAGGTGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna3872-GlyCCC (6067163-6067091)  Gly (CCC) 73 bp  Sc: 47.13 
TCCCTGGTGGTCTAGTGGCTAAGATTCTGTGCTCCCAATGCAGGAACCCCTGGTTCGAGC 
CCTGGTCAGGGAC 
>Bos_taurus_chr3.trna8548-GlyCCC (22986169-22986099)  Gly (CCC) 71 bp  Sc: 47.14 
GCACTGGTGGTTTAATGGTAGAATTCTCACCTCCCATGTGGGAGACCTGGGTTTGATTCC 
TGGCCAGTGTA 
>Bos_taurus_chr19.trna5207-GlyCCC (30725426-30725353)  Gly (CCC) 74 bp  Sc: 47.14 
TCCCTGATGGTTCAGTGGCTAAAACTCTGCACTCCCAATGCAGAGGGGTCTGGGTTCAGT 
CCCTGGTCAGGGAA 



>Bos_taurus_chr13.trna2493-GlyCCC (62899961-62900033)  Gly (CCC) 73 bp  Sc: 47.14 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2435-GlyCCC (71048518-71048590)  Gly (CCC) 73 bp  Sc: 47.30 
TCTCTGGTGGTCCAGCGGCTAAGACACTGCTCTCCCAGTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCACAGAA 
>Bos_taurus_chr25.trna1396-GlyCCC (25063431-25063502)  Gly (CCC) 72 bp  Sc: 47.32 
TCCCCAGTGGTCCAGTGGCTAGGACTCTGCGTTCCCAGTGCCGGGGCCCAGGTTCCATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna7902-GlyCCC (13961725-13961653)  Gly (CCC) 73 bp  Sc: 47.37 
TCCTTGATGGTCCAGTGGCTGAGACTCTGCTCTCCCAATGCAGAGGGGCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna229-GlyCCC (5471932-5472004)  Gly (CCC) 73 bp  Sc: 47.37 
TCCCTTATGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGAGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2153-GlyCCC (61368836-61368908)  Gly (CCC) 73 bp  Sc: 47.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr11.trna10-GlyCCC (222960-223032)  Gly (CCC) 73 bp  Sc: 47.40 
CCCCTGGTGGTCCAGTAGCTAAGACTCTGAACTCCCAATACAGGGTGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5010-GlyCCC (34161709-34161637)  Gly (CCC) 73 bp  Sc: 47.42 
TTCCTGGTGGTCCAGTGGTTAAGACTCTGTACTCCCAATGCAAGGGGCACAGGTTAGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr26.trna2864-GlyCCC (31781496-31781425)  Gly (CCC) 72 bp  Sc: 47.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCAATCCCAGTGCAGGGACCCAGGTTCGATCC 
CTGGTCAAGGAT 
>Bos_taurus_chr23.trna115-GlyCCC (3007805-3007877)  Gly (CCC) 73 bp  Sc: 47.44 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCAATC 
TCCGGTCAGGGAA 
>Bos_taurus_chr11.trna3400-GlyCCC (84483945-84484017)  Gly (CCC) 73 bp  Sc: 47.45 
TCACTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCTAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr10.trna860-GlyCCC (19964000-19964071)  Gly (CCC) 72 bp  Sc: 47.45 
TTTCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna9197-GlyCCC (228439-228367)  Gly (CCC) 73 bp  Sc: 47.52 
TCCCTGGTGGTCCAGTGGCCGAGACTCAGCACTCCCGGTGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.998.trna9-GlyCCC (7739-7668)  Gly (CCC) 72 bp  Sc: 47.57 
TCCTTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGCCCAGGGTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr1.trna7968-GlyCCC (98463656-98463583)  Gly (CCC) 74 bp  Sc: 47.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCCGGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4919-GlyCCC (2335958-2335886)  Gly (CCC) 73 bp  Sc: 47.59 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna1342-GlyCCC (41265404-41265476)  Gly (CCC) 73 bp  Sc: 47.60 
TCCCCAATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCAGGGTTCTGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna5467-GlyCCC (36945300-36945228)  Gly (CCC) 73 bp  Sc: 47.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3438-GlyCCC (56770275-56770203)  Gly (CCC) 73 bp  Sc: 47.62 
TCCCTGGTGGTGCAGTGGCTAAGACTCTGCATTCCCAATACAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr10.trna527-GlyCCC (12640119-12640191)  Gly (CCC) 73 bp  Sc: 47.63 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr16.trna6201-GlyCCC (683162-683090)  Gly (CCC) 73 bp  Sc: 47.64 
TCCCTGGTGGTCCAGTGGCCAGGACTCTGTGCTCCCAGTGCAGGGGACCCAGGTTCAATT 
CCTGGTCAGGTAA 
>Bos_taurus_chr3.trna4456-GlyCCC (120518070-120518142)  Gly (CCC) 73 bp  Sc: 47.67 
TCCCTGGTGGTTCAGTGGCAAAGACTCTGCACTCCCAATGCAGAGGGTCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr6.trna125-GlyCCC (5775391-5775463)  Gly (CCC) 73 bp  Sc: 47.72 



TCCCTGGTGGTCGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.337.trna13-GlyCCC (113653-113582)  Gly (CCC) 72 bp  Sc: 47.74 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCACTCCCAATGCAGGGGCCTGGGTTTGATCC 
CTGGCCAGAGAA 
>Bos_taurus_chrUn.004.494.trna1-GlyCCC (47511-47582)  Gly (CCC) 72 bp  Sc: 47.74 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCACTCCCAATGCAGGGGCCTGGGTTTGATCC 
CTGGCCAGAGAA 
>Bos_taurus_chr28.trna3197-GlyCCC (475235-475163)  Gly (CCC) 73 bp  Sc: 47.77 
TTCCTGGTGGTTCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2108-GlyCCC (59367170-59367242)  Gly (CCC) 73 bp  Sc: 47.78 
TCCATGGTGGTCCAGTGGTTAAGACTATGTGCTCCCAATGCAGGGGACCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6584-GlyCCC (24871216-24871144)  Gly (CCC) 73 bp  Sc: 47.79 
TCCCTGGTGGTCCAGTAGCTAAGACACTGTGCTCCCAATGCAGGGGTCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3172-GlyCCC (73947299-73947371)  Gly (CCC) 73 bp  Sc: 47.81 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna490-GlyCCC (13012140-13012212)  Gly (CCC) 73 bp  Sc: 47.84 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAAGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.429.trna12-GlyCCC (9973-9901)  Gly (CCC) 73 bp  Sc: 47.84 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAAGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5145-GlyCCC (140127916-140127987)  Gly (CCC) 72 bp  Sc: 47.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTACTCCCAATGCAGGGGCCCAGGTACGACCC 
CTGGTCTGGGAA 
>Bos_taurus_chr7.trna2246-GlyCCC (50554101-50554173)  Gly (CCC) 73 bp  Sc: 47.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2174-GlyCCC (48833799-48833871)  Gly (CCC) 73 bp  Sc: 47.87 
TCTCTGATGGTCCAGTGGTTAAGACTCTGCACTCCCAAGGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna128-GlyCCC (3509510-3509582)  Gly (CCC) 73 bp  Sc: 47.88 
TCCTTGGTGGCCCAGTGGTTAAGACTCTGCACTCCCCATACAGGGGCCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1005-GlyCCC (31416464-31416536)  Gly (CCC) 73 bp  Sc: 47.88 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4170-GlyCCC (8758114-8758042)  Gly (CCC) 73 bp  Sc: 47.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTGGGCTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr23.trna4093-GlyCCC (16492894-16492821)  Gly (CCC) 74 bp  Sc: 47.91 
TCCCTGGTGGTTCAGTGGCTAAGAGCTCTGAGCTCCCAATGCAGAGGGCTCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4908-GlyCCC (56430125-56430053)  Gly (CCC) 73 bp  Sc: 47.95 
TCCCTGGTGGTCCAGTGTTTAAGATTCCGTGATCCCAATGCAGGGGTCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4054-GlyCCC (118703306-118703378)  Gly (CCC) 73 bp  Sc: 48.01 
TCCCTCATGGTCCAATGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCAGGGTTAGATC 
CCCAGTGAGGGAA 
>Bos_taurus_chr19.trna4616-GlyCCC (43457325-43457253)  Gly (CCC) 73 bp  Sc: 48.02 
TCCCTGGTAGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna239-GlyCCC (8654108-8654180)  Gly (CCC) 73 bp  Sc: 48.03 
TCCCTGATAGTCCAGTGGTTAAGACTCTGTGCTCCCAATTCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna713-GlyCCC (15928767-15928839)  Gly (CCC) 73 bp  Sc: 48.05 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2539-GlyCCC (73794786-73794858)  Gly (CCC) 73 bp  Sc: 48.05 
TTCCTGGTGGTCCAGTGGCTAAGACTCTTCACTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr25.trna2963-GlyCCC (35054045-35053973)  Gly (CCC) 73 bp  Sc: 48.07 
TCCCTAGTGGTCCAGTGGATAGGACTCTATGCTCCCAATGCAGGGCGCCCAGGTTCGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3971-GlyCCC (18307267-18307195)  Gly (CCC) 73 bp  Sc: 48.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAACGCGTGGAGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6590-GlyCCC (95566402-95566330)  Gly (CCC) 73 bp  Sc: 48.10 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAACCCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr7.trna6194-GlyCCC (57520855-57520783)  Gly (CCC) 73 bp  Sc: 48.11 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chrX.trna6808-GlyCCC (721327-721255)  Gly (CCC) 73 bp  Sc: 48.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAAGGCAGAGGGCCCAGGTTTGACC 
CCTGGTCAGGAAC 
>Bos_taurus_chr11.trna311-GlyCCC (5368226-5368298)  Gly (CCC) 73 bp  Sc: 48.14 
TCCCTGGTGGTCTAATGGCTAGAACTCCGTACTCCCAATGCAGGGAGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7649-GlyCCC (38303002-38302931)  Gly (CCC) 72 bp  Sc: 48.16 
TCCCTGGTGGTCCAGTGGCTAAGACTCTATGTTCCCAATGCAGGGGGCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1464-GlyCCC (32744289-32744361)  Gly (CCC) 73 bp  Sc: 48.17 
TCCCTGGTGGTCCAGGGGCTAAGAATCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6599-GlyCCC (11351028-11350956)  Gly (CCC) 73 bp  Sc: 48.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr16.trna1916-GlyCCC (49576685-49576757)  Gly (CCC) 73 bp  Sc: 48.23 
GCCCTGGTGGTCCAGTGGTTAAGACTCTGAGTTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna790-GlyCCC (21949487-21949559)  Gly (CCC) 73 bp  Sc: 48.25 
TCCCTGGTGGTCCAGTGGGCAAGACTCTGTACTCCCAATGCAAGAGACCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr26.trna1168-GlyCCC (34715753-34715825)  Gly (CCC) 73 bp  Sc: 48.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCCGATCAGGGAA 
>Bos_taurus_chr1.trna4485-GlyCCC (129819879-129819951)  Gly (CCC) 73 bp  Sc: 48.31 
TCCCTGATGGTCCAGGGACTATGACCCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.213.trna5-GlyCCC (25907-25978)  Gly (CCC) 72 bp  Sc: 48.34 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATTCAGGAGCCTGGGTTTGATCC 
CCGGTCAGGGAA 
>Bos_taurus_chrUn.004.6.trna36-GlyCCC (678217-678288)  Gly (CCC) 72 bp  Sc: 48.34 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATTCAGGAGCCTGGGTTTGATCC 
CCGGTCAGGGAA 
>Bos_taurus_chr24.trna3046-GlyCCC (58610910-58610837)  Gly (CCC) 74 bp  Sc: 48.36 
TCCCTGGCGGTCCAGTTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGTTCAGGTTCGAA 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1688-GlyCCC (28978163-28978235)  Gly (CCC) 73 bp  Sc: 48.36 
TCCCTGGTGGTCCAGTGGCCAACACTCTGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna1409-GlyCCC (43673355-43673427)  Gly (CCC) 73 bp  Sc: 48.38 
TCCCTGGTGGTCCAGTGGCTAAGATTCTCCACTCCCAATAGAGGGAGCCCAGGTTCAATG 
CCTGGTCATGGAA 
>Bos_taurus_chr2.trna6187-GlyCCC (123909512-123909441)  Gly (CCC) 72 bp  Sc: 48.38 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCAAAGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna590-GlyCCC (15559505-15559577)  Gly (CCC) 73 bp  Sc: 48.41 
TACCTGGTGGTTCAGTGGCTAAGACTCTGCGCTCCCAACGCAGGGGACCCAGGTTCAATC 
TCTGGTCAGGAAA 
>Bos_taurus_chr21.trna4830-GlyCCC (21601917-21601845)  Gly (CCC) 73 bp  Sc: 48.41 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGAATCCGGGTTCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr19.trna317-GlyCCC (10434237-10434309)  Gly (CCC) 73 bp  Sc: 48.45 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2732-GlyCCC (63807910-63807982)  Gly (CCC) 73 bp  Sc: 48.50 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTTCACTCCCAATGCAGGGGGCCCAGGTTCAGTA 
CCTGGACAGGGAA 



>Bos_taurus_chr9.trna1998-GlyCCC (63275689-63275761)  Gly (CCC) 73 bp  Sc: 48.51 
TCCCTGGTGGTCCAGTGGCTTGGACTCTGGGCTCCCAATGCAGAGTGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6496-GlyCCC (13260567-13260495)  Gly (CCC) 73 bp  Sc: 48.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACCCCCACTGCAGGGAGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna555-GlyCCC (15986706-15986778)  Gly (CCC) 73 bp  Sc: 48.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCCACTCCCAATGCAGGGGGCCCGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3364-GlyCCC (86584453-86584533)  Gly (CCC) 81 bp  Sc: 48.57 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGAGGGGGGTCCAG 
GTTAGATTCCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1841-GlyCCC (48326400-48326472)  Gly (CCC) 73 bp  Sc: 48.57 
TCCCTGGTGGTCCAGAGGCTAACACTCTGCACTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr4.trna4326-GlyCCC (122589726-122589797)  Gly (CCC) 72 bp  Sc: 48.61 
TCCCTGGTGGTCCAGTGGCTAAGAGTGTGCACTCCCAATGCAGGGGGCTGGGTTCAATCC 
CCGGTCAGGGAA 
>Bos_taurus_chr2.trna421-GlyCCC (14734046-14734118)  Gly (CCC) 73 bp  Sc: 48.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3425-GlyCCC (99701480-99701552)  Gly (CCC) 73 bp  Sc: 48.63 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna745-GlyCCC (25147292-25147364)  Gly (CCC) 73 bp  Sc: 48.65 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2985-GlyCCC (58424620-58424692)  Gly (CCC) 73 bp  Sc: 48.65 
TCCCTGATGGTCCAGCGGGTAAGGCTCTGCACTCCCGGTGCGGGGGGCCCAGGATCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna1807-GlyCCC (35607273-35607345)  Gly (CCC) 73 bp  Sc: 48.66 
TTCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCACTGCAGGGGACCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna4928-GlyCCC (106576023-106575951)  Gly (CCC) 73 bp  Sc: 48.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGTGCTCCCAATGCAGGGAACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5126-GlyCCC (139789553-139789624)  Gly (CCC) 72 bp  Sc: 48.68 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna329-GlyCCC (8751276-8751348)  Gly (CCC) 73 bp  Sc: 48.69 
TCCCTGGTAGTCCAGCGGCTAAGACTCTGTACTCCCAATGCAGGGAGCCTGGGTTCAGTC 
CCCGGTCAGGGAA 
>Bos_taurus_chr8.trna7940-GlyCCC (8622712-8622640)  Gly (CCC) 73 bp  Sc: 48.69 
TCCCTGGTAGTCCAGCGGCTAAGACTCTGTACTCCCAATGCAGGGAGCCTGGGTTCAGTC 
CCCGGTCAGGGAA 
>Bos_taurus_chr18.trna4608-GlyCCC (35645495-35645423)  Gly (CCC) 73 bp  Sc: 48.73 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCACGGGGCCCAGATTCCATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1744-GlyCCC (34153255-34153327)  Gly (CCC) 73 bp  Sc: 48.74 
TCCCTGGTAGTCCAGTGGCTAGGACTCTGCACTCCCAGTGTGGTGGGCCCAGGTTCAATC 
CTTGGTTAGGGAA 
>Bos_taurus_chr19.trna4576-GlyCCC (44025972-44025900)  Gly (CCC) 73 bp  Sc: 48.74 
TCCCTGGTGGTCCAGTGGCTAAGACTATGCACTCCCAATGCAGGGGCCCTGGGTTTGATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr16.trna1339-GlyCCC (37885052-37885124)  Gly (CCC) 73 bp  Sc: 48.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGTAGGGGACCCAGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4824-GlyCCC (53129944-53129872)  Gly (CCC) 73 bp  Sc: 48.79 
TTCCTGATGATCCAGTGGCTAAGATTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4553-GlyCCC (8576447-8576374)  Gly (CCC) 74 bp  Sc: 48.79 
TCCCTGGTGGTCCAGTGGCTAAGACCCCGCTCTCCCAAAGCAGGGGGCCCGGGGTTCGAT 
CCCCGGTCAGGGAA 
>Bos_taurus_chr15.trna4174-GlyCCC (57151423-57151351)  Gly (CCC) 73 bp  Sc: 48.81 
TCCCTGGAGGTTCAGGGGCTAAGACTTTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna1043-GlyCCC (30035980-30036052)  Gly (CCC) 73 bp  Sc: 48.83 



TCCCTGGTAGTCTAGTGGCTAAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTACAATC 
CCTGGTCATGGAA 
>Bos_taurus_chrUn.004.5916.trna1-GlyCCC (2375-2303)  Gly (CCC) 73 bp  Sc: 48.83 
TCCCTGGTAGTCTAGTGGCTAAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTACAATC 
CCTGGTCATGGAA 
>Bos_taurus_chr10.trna7109-GlyCCC (28297900-28297828)  Gly (CCC) 73 bp  Sc: 48.88 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGAGGTCTGGGTTCAATC 
CCTGGTCAGAGAG 
>Bos_taurus_chr13.trna1499-GlyCCC (35676048-35676120)  Gly (CCC) 73 bp  Sc: 48.91 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCATGGAA 
>Bos_taurus_chr19.trna5570-GlyCCC (24423327-24423255)  Gly (CCC) 73 bp  Sc: 48.92 
TCCTTGGTGGTCCAGTGTCTGAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3254-GlyCCC (80802946-80803018)  Gly (CCC) 73 bp  Sc: 48.92 
TCCCTGATGGTCCAGTGGCTAAGATACCATGCTCCCAATGCGGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna496-GlyCCC (11606049-11606121)  Gly (CCC) 73 bp  Sc: 48.95 
TCCGTGGTGGTCCAGTGGTTAAGACTCTGAGCTCCCGATTCAGAGGGCCTAGGTTCGATC 
CTTGGTCAGGGAG 
>Bos_taurus_chr10.trna6895-GlyCCC (35718235-35718163)  Gly (CCC) 73 bp  Sc: 48.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr10.trna1820-GlyCCC (47286676-47286748)  Gly (CCC) 73 bp  Sc: 49.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4483-GlyCCC (113384896-113384968)  Gly (CCC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGCTTAGACTCTGCACTCCCATTGTGGGGGGCCCAGGTTCGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr21.trna1284-GlyCCC (27439823-27439895)  Gly (CCC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACATTCCCGATGCAGAGAGCCCAGGTTCAATC 
TCTGGTAGGGGAA 
>Bos_taurus_chr13.trna2418-GlyCCC (61451691-61451763)  Gly (CCC) 73 bp  Sc: 49.08 
TCCCTGGTGGTCCAGTGGCTAAGGCTCTGAGCTCCCAGTGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1831-GlyCCC (45840722-45840793)  Gly (CCC) 72 bp  Sc: 49.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGATCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna676-GlyCCC (20216530-20216602)  Gly (CCC) 73 bp  Sc: 49.10 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGCATTCCCAATGCAGGGATCCTGGGTTCAATC 
CTTGGTCGGGGAA 
>Bos_taurus_chr16.trna3620-GlyCCC (66699182-66699110)  Gly (CCC) 73 bp  Sc: 49.12 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCGCTCCCAAGGCAGAGGGCCCGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr15.trna2583-GlyCCC (73153598-73153670)  Gly (CCC) 73 bp  Sc: 49.13 
TCCCTGGTGGTCCAGTGGCTAGGGCTCTGTGCTCCCAATGCAGGGACTCTGGGTTCAATC 
CCCTGTCAGGGAA 
>Bos_taurus_chr3.trna3995-GlyCCC (111878977-111879049)  Gly (CCC) 73 bp  Sc: 49.14 
TCCCTGATGGTCCCGTGGCTAAGACTCTGAGTTCCCATTACAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1310-GlyCCC (33074248-33074320)  Gly (CCC) 73 bp  Sc: 49.15 
ACTTTGGTAGTCCATTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4618-GlyCCC (35527590-35527518)  Gly (CCC) 73 bp  Sc: 49.16 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1018-GlyCCC (21681407-21681478)  Gly (CCC) 72 bp  Sc: 49.17 
TCCCTGGTGGTTCAGCGGCTAAGACTCAGCACTCCCAATGCAGGGTCCTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr15.trna3337-GlyCCC (77763365-77763293)  Gly (CCC) 73 bp  Sc: 49.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr20.trna412-GlyCCC (11079771-11079843)  Gly (CCC) 73 bp  Sc: 49.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr8.trna4401-GlyCCC (108218040-108217968)  Gly (CCC) 73 bp  Sc: 49.22 
TCCCTGGTAGCCTAGTGGCTAAGGCTCTGCACTCCCCATGCAGGGGGCCCAGGTTCTATC 



CCTGGTTGGGGTA 
>Bos_taurus_chr3.trna4481-GlyCCC (120967723-120967795)  Gly (CCC) 73 bp  Sc: 49.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGTAA 
>Bos_taurus_chr11.trna2913-GlyCCC (73139071-73139143)  Gly (CCC) 73 bp  Sc: 49.26 
TCCCTGGTGGTCCAGCGGCTAAGATTCTGTGCTCCCAACGCAGGGGACCCGGGTTCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr26.trna3469-GlyCCC (14816904-14816832)  Gly (CCC) 73 bp  Sc: 49.31 
TCCCTGGTGGTCCAGTGGCTAAGGCACTGTGTTCCCAATTCAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2740-GlyCCC (38130073-38130001)  Gly (CCC) 73 bp  Sc: 49.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCTACTCCCAATACAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2168-GlyCCC (68181306-68181378)  Gly (CCC) 73 bp  Sc: 49.32 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGACCCAGGTTCAATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna4483-GlyCCC (39010142-39010070)  Gly (CCC) 73 bp  Sc: 49.40 
TCCCTGGTGGTCCAATGGCTAAGACTCCACACTCCCAATGTAGGGGGCCAGGGTTCAACC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna3012-GlyCCC (40349659-40349587)  Gly (CCC) 73 bp  Sc: 49.41 
TCCCTGGTGGTCCAGTGGCTGAAACCCGGCACTCCCAATGCAGAGGGCTCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna5047-GlyCCC (32919197-32919125)  Gly (CCC) 73 bp  Sc: 49.44 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCACTCCCCATGCAGGGAGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5831-GlyCCC (111298769-111298697)  Gly (CCC) 73 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr9.trna3200-GlyCCC (92473950-92474022)  Gly (CCC) 73 bp  Sc: 49.46 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCCCAATGCAGAGGGCCCAGGTTTGACC 
CCTGGTCAGAGAC 
>Bos_taurus_chr17.trna2035-GlyCCC (53430606-53430677)  Gly (CCC) 72 bp  Sc: 49.46 
TCCCTGGTGGTCCAGTGTTTATGACTCTGTGCTCCCAATGCAGGGGCACAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr16.trna3824-GlyCCC (62475314-62475242)  Gly (CCC) 73 bp  Sc: 49.47 
TTCCTCGTAGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna3086-GlyCCC (90099810-90099882)  Gly (CCC) 73 bp  Sc: 49.48 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTTCTACC 
CCTGATTAGGGAA 
>Bos_taurus_chr1.trna4428-GlyCCC (128565841-128565913)  Gly (CCC) 73 bp  Sc: 49.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAAGGGGCCCAAGTTCAACT 
CCTGGTCAGGGAC 
>Bos_taurus_chr23.trna3616-GlyCCC (25610746-25610674)  Gly (CCC) 73 bp  Sc: 49.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCTGGGGACTCCGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna780-GlyCCC (14050716-14050789)  Gly (CCC) 74 bp  Sc: 49.56 
TCCCTGATGGTCCAGTGGTTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGGTTCAAT 
CCCTGGTTAGGGAT 
>Bos_taurus_chr7.trna977-GlyCCC (16597518-16597590)  Gly (CCC) 73 bp  Sc: 49.57 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACACCCAATGCAGGGGACCCGGGTTTGATC 
CCTGGCTAGGGAA 
>Bos_taurus_chr9.trna5378-GlyCCC (74204697-74204625)  Gly (CCC) 73 bp  Sc: 49.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGAGGTCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3410-GlyCCC (99422914-99422986)  Gly (CCC) 73 bp  Sc: 49.59 
TCCCTGGTGGTCCAGTGCCTAAGATTCTGCACTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna4915-GlyCCC (20379576-20379504)  Gly (CCC) 73 bp  Sc: 49.60 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATACAGAGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4786-GlyCCC (137513416-137513487)  Gly (CCC) 72 bp  Sc: 49.61 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGTTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr17.trna4735-GlyCCC (54123496-54123423)  Gly (CCC) 74 bp  Sc: 49.62 
TCCCTGGTAGTCCAGTGGCTTAAGACTCTGCGCTCCCAATGCAGGGGCCCCGGGTTTGAT 
CCCTGGTCGGGGAA 



>Bos_taurus_chr2.trna9534-GlyCCC (27958808-27958736)  Gly (CCC) 73 bp  Sc: 49.62 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTGGTTAGGGAA 
>Bos_taurus_chr9.trna2005-GlyCCC (63329651-63329723)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGGTGGTCCAGTGGTTACGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAAGGAA 
>Bos_taurus_chrUn.004.791.trna3-GlyCCC (50382-50454)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGGTGGTCAAGTGGTTAAGACTCTGAGCTCCCAATACAGGGGACACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr8.trna2725-GlyCCC (79361809-79361881)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGATGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGTGTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5521-GlyCCC (25943374-25943302)  Gly (CCC) 73 bp  Sc: 49.66 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGAGGGCCCGGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4162-GlyCCC (62586992-62586920)  Gly (CCC) 73 bp  Sc: 49.67 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCGCTCCCACTGCAGGAGGCACAGGTTGGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna5048-GlyCCC (49494583-49494511)  Gly (CCC) 73 bp  Sc: 49.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTTTTCCCAATGCAGAGGGCCTGGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7947-GlyCCC (98939445-98939372)  Gly (CCC) 74 bp  Sc: 49.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGACAAGCCCAGGTTCAAT 
CCCTGGTCAGGAAA 
>Bos_taurus_chr11.trna2979-GlyCCC (74435635-74435705)  Gly (CCC) 71 bp  Sc: 49.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGCCCAGGTTCCATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr27.trna2716-GlyCCC (30987921-30987849)  Gly (CCC) 73 bp  Sc: 49.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTATGCTCCCAATGCAGTTGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr1.trna10927-GlyCCC (3605709-3605637)  Gly (CCC) 73 bp  Sc: 49.81 
TTCCTGGTGGTCTAGTGGCCAAGATTTCGCACTCCCAATGCAAGGGCCCTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr13.trna5113-GlyCCC (59905042-59904970)  Gly (CCC) 73 bp  Sc: 49.83 
TCACTGATGGTCCAGTGGCTAAGACACTGCACTCCCAATGCAGGGAAACCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5627-GlyCCC (76768799-76768727)  Gly (CCC) 73 bp  Sc: 49.84 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTTCTCCCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1501-GlyCCC (26783757-26783829)  Gly (CCC) 73 bp  Sc: 49.84 
TCCCTGGTGGTCCAGTAGTTAAGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCGAGT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1132.trna3-GlyCCC (47203-47275)  Gly (CCC) 73 bp  Sc: 49.86 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGTGCCGGGGTTCGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna6283-GlyCCC (74556514-74556442)  Gly (CCC) 73 bp  Sc: 49.89 
TCCCTGGTGGTTCAGTGGGTAGGACTCTGCACTCCCAAAGCAGAGGGCCTGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr26.trna2122-GlyCCC (47461983-47461911)  Gly (CCC) 73 bp  Sc: 49.90 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGAGGGCCTGGGTTTGATC 
CCTAGGCAGGGAA 
>Bos_taurus_chr1.trna9601-GlyCCC (46207653-46207581)  Gly (CCC) 73 bp  Sc: 49.90 
TCCCAGGTGGTCCAGTAGTTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1833-GlyCCC (51606712-51606784)  Gly (CCC) 73 bp  Sc: 49.91 
TCCCTGGTGGTCCAGTGGGTAAGAGTCTGCACTCCCAATGCAGGGGGCTCAGGTTCAATG 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna2179-GlyCCC (40809319-40809247)  Gly (CCC) 73 bp  Sc: 49.92 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGAGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.1754.trna1-GlyCCC (24902-24974)  Gly (CCC) 73 bp  Sc: 49.93 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCACTGCAGAGAGCCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrX.trna4712-GlyCCC (62810370-62810298)  Gly (CCC) 73 bp  Sc: 49.95 
TCCCTGATGGTCCAGTGACTAAGACTCTGCACTCCCAATGCAGGGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna947-GlyCCC (27613579-27613651)  Gly (CCC) 73 bp  Sc: 49.96 



TCCCTGATGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5297-GlyCCC (28297346-28297274)  Gly (CCC) 73 bp  Sc: 49.98 
TCCCTGATTGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGCCCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2646-GlyCCC (65192341-65192413)  Gly (CCC) 73 bp  Sc: 50.00 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATACAGGGGTCTCAGTTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2869.trna3-GlyCCC (13122-13194)  Gly (CCC) 73 bp  Sc: 50.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCCCAATGTAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna765-GlyCCC (23897631-23897703)  Gly (CCC) 73 bp  Sc: 50.01 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGTAGGGGACCTAGGTTCGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.161.trna27-GlyCCC (83657-83585)  Gly (CCC) 73 bp  Sc: 50.02 
TCCCTGGTGGTCCAGTGGCTAAGATTCTTCATTCCCAATGAAGGGAGCCCAGGCTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7456-GlyCCC (18605141-18605069)  Gly (CCC) 73 bp  Sc: 50.03 
TCCTTGGTGGTCCAGTAGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTAGTCAAGGAA 
>Bos_taurus_chr10.trna8014-GlyCCC (5720524-5720452)  Gly (CCC) 73 bp  Sc: 50.03 
TCCCTGGTGGTCCAATGGCTAACACTCTGCACTCCCAATGCAGTTGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2628-GlyCCC (62571472-62571544)  Gly (CCC) 73 bp  Sc: 50.06 
TCCCTGGTGGTTCAGTGGTTTGGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chrUn.004.1497.trna6-GlyCCC (18247-18175)  Gly (CCC) 73 bp  Sc: 50.07 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTCCCAATGCAGGGGTCTCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr29.trna1118-GlyCCC (31457227-31457299)  Gly (CCC) 73 bp  Sc: 50.07 
TTCCTGGTGGTCCAGTGGCTAAAACTCTGCACTCCCAATGCAAAGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna701-GlyCCC (17770784-17770856)  Gly (CCC) 73 bp  Sc: 50.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCACTACAGGGGGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr8.trna857-GlyCCC (24987301-24987373)  Gly (CCC) 73 bp  Sc: 50.12 
TCCCTGGTGGTCCAGTGGCTAAGACCCTACATTCCCAATGCAGGGGGCCTAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna2743-GlyCCC (66172831-66172903)  Gly (CCC) 73 bp  Sc: 50.16 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2132-GlyCCC (54972099-54972171)  Gly (CCC) 73 bp  Sc: 50.17 
TCCCTGATTGTCCAGTGGCTAAGATTCCGCACTCCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna6766-GlyCCC (111544919-111544847)  Gly (CCC) 73 bp  Sc: 50.21 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGCCCTGGGTTCCATT 
CCCGGTCAGGGAG 
>Bos_taurus_chr1.trna4067-GlyCCC (118948848-118948921)  Gly (CCC) 74 bp  Sc: 50.22 
TCCCTGGTAGTCCATTGGATAAGACTCTGCCCTCCCAATGCAGGAGGTTCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna28-GlyCCC (1266509-1266581)  Gly (CCC) 73 bp  Sc: 50.27 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACACAGGTTCAATC 
CCTTTTCAGGGAA 
>Bos_taurus_chr16.trna2205-GlyCCC (57159588-57159660)  Gly (CCC) 73 bp  Sc: 50.28 
TCCCTGGTGGTTCAGGGGCTAAGACTCTGTGCTCCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna9227-GlyCCC (5195824-5195752)  Gly (CCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna96-GlyCCC (3968388-3968460)  Gly (CCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCGATC 
CCTGGTCATGGAA 
>Bos_taurus_chr16.trna1008-GlyCCC (29338722-29338794)  Gly (CCC) 73 bp  Sc: 50.31 
TCACTGGTGGTCCAGTGGCTAAGACACTGAGCTCCCAATTCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna5406-GlyCCC (81105501-81105430)  Gly (CCC) 72 bp  Sc: 50.33 
TCCCTGGTTGTCTAGTGGCTAAGATGCTGAGCTCCCAATGCAGGGGCCCGGGTTCAATTC 



CTGGTCAGGGAA 
>Bos_taurus_chr15.trna2743-GlyCCC (76918492-76918564)  Gly (CCC) 73 bp  Sc: 50.34 
TCCCTGGTGGTCCAGTGACCAAGACTCTGTACTCCCAATGCAGGGGCCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr10.trna889-GlyCCC (20688414-20688486)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr14.trna5505-GlyCCC (26168054-26167982)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna6518-GlyCCC (7262534-7262462)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4520-GlyCCC (38356643-38356571)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna5969-GlyCCC (1340823-1340751)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna6794-GlyCCC (110939166-110939094)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr20.trna1634-GlyCCC (43794023-43794095)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna2894-GlyCCC (35760231-35760159)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr6.trna4942-GlyCCC (106463102-106463030)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr9.trna1506-GlyCCC (46412773-46412845)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna4869-GlyCCC (21093452-21093380)  Gly (CCC) 73 bp  Sc: 50.37 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATTCAGGGAACCCAGGTTCCATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna3746-GlyCCC (67383460-67383388)  Gly (CCC) 73 bp  Sc: 50.38 
TCCCTGGTAGTCCAGTGGCTAGAACTCTGTGCTCCCAATGCAGAGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1828-GlyCCC (47448015-47448087)  Gly (CCC) 73 bp  Sc: 50.39 
TCCCTGGTGGTCCAGTGTCTAAGGCTCTGTGCTCCCAATGCAGAGGACCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1041-GlyCCC (29941532-29941604)  Gly (CCC) 73 bp  Sc: 50.44 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACGCCCGATGCAGAAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna4962-GlyCCC (84508227-84508156)  Gly (CCC) 72 bp  Sc: 50.45 
TCCCTGGTGGTCCAACCGCTAAGACTCCAGACTCCCAATCAGGGGGCCCAGGTTCAATCC 
CTGATCAGGGAA 
>Bos_taurus_chr13.trna5110-GlyCCC (59917456-59917384)  Gly (CCC) 73 bp  Sc: 50.47 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCAGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2880-GlyCCC (77403221-77403293)  Gly (CCC) 73 bp  Sc: 50.47 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGTTCCCAATGCAGGGGGCCCAGGTTGGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr18.trna4172-GlyCCC (46172770-46172698)  Gly (CCC) 73 bp  Sc: 50.50 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATACAAGGGGCCCAGGTTCAATC 
CCTGGTCTGGGAA 
>Bos_taurus_chr1.trna4042-GlyCCC (118355851-118355923)  Gly (CCC) 73 bp  Sc: 50.56 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCGCTCCCAATGCAGGAGCCACGGGTTCAATG 
CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna948-GlyCCC (24753634-24753706)  Gly (CCC) 73 bp  Sc: 50.56 
TCCTTGGTGGCCCAGGGGTTAAGACTCTGCATTCCCAAAGCAGCGGGTCCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna5523-GlyCCC (46573183-46573111)  Gly (CCC) 73 bp  Sc: 50.57 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGTCCAGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chrUn.004.49.trna32-GlyCCC (167440-167369)  Gly (CCC) 72 bp  Sc: 50.60 
TCCCTGGTGGTCCAATGGCTAAGGCTCTGCACTCCCAATGCAGGGGGCCAGGTTCAATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr7.trna2512-GlyCCC (58111650-58111721)  Gly (CCC) 72 bp  Sc: 50.64 
TCCCTGGTGGTCCAGTGGCTAACACTCTGAGCTCCCATTGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr25.trna720-GlyCCC (12563893-12563965)  Gly (CCC) 73 bp  Sc: 50.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna10232-GlyCCC (7201058-7200986)  Gly (CCC) 73 bp  Sc: 50.73 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.81.trna13-GlyCCC (102912-102984)  Gly (CCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCATTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr7.trna423-GlyCCC (9385000-9385072)  Gly (CCC) 73 bp  Sc: 50.79 
TTCCTGGTGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCACGGGGCCCAGGTTCAATC 
CCTGGTCTGGGAA 
>Bos_taurus_chr28.trna2496-GlyCCC (16730212-16730140)  Gly (CCC) 73 bp  Sc: 50.82 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGTGCTCCCAATACAGAGCTCTCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna265-GlyCCC (9494597-9494669)  Gly (CCC) 73 bp  Sc: 50.96 
TCCCTGGTGGTCCAGTGGCTACGACTCTGCACTCCCAAAGCAGGGGACCCAGGTTCGACC 
CCTGGTCAGGGGA 
>Bos_taurus_chr12.trna5382-GlyCCC (33342066-33341995)  Gly (CCC) 72 bp  Sc: 50.96 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCACGGGGCCAGGTTCAAGTC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna3942-GlyCCC (13605271-13605199)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACGCAGAAGGCCCAGGTTCAATC 
CTTGGTAAGGGAG 
>Bos_taurus_chr24.trna4118-GlyCCC (34372852-34372780)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCTAGGTTCGATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr25.trna744-GlyCCC (12775389-12775461)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5465-GlyCCC (24295235-24295163)  Gly (CCC) 73 bp  Sc: 51.00 
TCCGTGGTGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCAGGGAGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2262-GlyCCC (63012476-63012548)  Gly (CCC) 73 bp  Sc: 51.01 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5967-GlyCCC (70641495-70641423)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAATGGCTAAGACCCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna7098-GlyCCC (63675901-63675829)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTCATTC 
CCTCGTCAGGGAA 
>Bos_taurus_chr21.trna1094-GlyCCC (24557917-24557989)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4514-GlyCCC (8959477-8959405)  Gly (CCC) 73 bp  Sc: 51.03 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTCCCAATGCAGTGGATCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1811-GlyCCC (47160832-47160904)  Gly (CCC) 73 bp  Sc: 51.03 
TCCCTGATGGTCCAGTGGCTAGGACCCTGAGCTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1772-GlyCCC (47739197-47739269)  Gly (CCC) 73 bp  Sc: 51.04 
TCCCTGGTAGTCCACTGGCTAAGACTCTGCACTCCCAATGCAGGAGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna3590-GlyCCC (108601067-108601139)  Gly (CCC) 73 bp  Sc: 51.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2696-GlyCCC (53969506-53969578)  Gly (CCC) 73 bp  Sc: 51.05 
TCCCTGGCGGTTCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2783-GlyCCC (70017368-70017440)  Gly (CCC) 73 bp  Sc: 51.08 



TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTCCCAATGCAGGGAGACCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3512-GlyCCC (73133761-73133689)  Gly (CCC) 73 bp  Sc: 51.09 
TCCCTGGTTGTCCAGTGGTTAGGATGCTGTGCTCCCAGTGCAGGGAGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna2372-GlyCCC (54455526-54455598)  Gly (CCC) 73 bp  Sc: 51.16 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr4.trna459-GlyCCC (13716676-13716748)  Gly (CCC) 73 bp  Sc: 51.20 
TCCCTGGTGGTCCAATGGCTAAGGCTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3150-GlyCCC (22950562-22950490)  Gly (CCC) 73 bp  Sc: 51.21 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGTCCTGGGTCTGATC 
CCCGGTCAGGGGA 
>Bos_taurus_chr2.trna4336-GlyCCC (125857475-125857547)  Gly (CCC) 73 bp  Sc: 51.23 
TCCCTGGTGGTCCAGCGGCTAAGATTCTGCTCTCCCAATGCAGGGGCCCCAGGTTCGAAC 
CTTGGTCAGGGCA 
>Bos_taurus_chrX.trna270-GlyCCC (6487533-6487605)  Gly (CCC) 73 bp  Sc: 51.27 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1960-GlyCCC (50331065-50331137)  Gly (CCC) 73 bp  Sc: 51.28 
TCCCTGGTGGTCCAGTGGCTAAGAATCTGTACTCCCAATGCAGGGAGCCCAGGTTCAATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr27.trna3072-GlyCCC (25043156-25043084)  Gly (CCC) 73 bp  Sc: 51.35 
TCCCTGGTGGTCCAGTGGGTACGACTCTGTGTTCCCAATGCAGGGGGACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna3296-GlyCCC (81190709-81190781)  Gly (CCC) 73 bp  Sc: 51.35 
TCCCTGGTGGTGCAGTGGCTAAGGACTCTGAGCTCCCAACCCAGGAGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4747-GlyCCC (54034151-54034080)  Gly (CCC) 72 bp  Sc: 51.37 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAACGCAGGAGCCCAGGTTCTATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr5.trna4404-GlyCCC (112220799-112220871)  Gly (CCC) 73 bp  Sc: 51.38 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGGGCTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna3641-GlyCCC (105317123-105317195)  Gly (CCC) 73 bp  Sc: 51.41 
TCCCTGATGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAGGTCCCAGGTTCCATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr1.trna4410-GlyCCC (128219503-128219575)  Gly (CCC) 73 bp  Sc: 51.42 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGATCCAGGTTCGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4414-GlyCCC (128268445-128268517)  Gly (CCC) 73 bp  Sc: 51.42 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGATCCAGGTTCGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1230-GlyCCC (33732952-33733024)  Gly (CCC) 73 bp  Sc: 51.42 
TCCCTGGTGGTCCAGTGGCCAAGACTCAGCACTCCCAGTGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4190-GlyCCC (8363607-8363535)  Gly (CCC) 73 bp  Sc: 51.47 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAACGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna911-GlyCCC (23953462-23953534)  Gly (CCC) 73 bp  Sc: 51.48 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chrX.trna6827-GlyCCC (492511-492439)  Gly (CCC) 73 bp  Sc: 51.52 
TCTCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAACGCAGCGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1664.trna4-GlyCCC (22172-22100)  Gly (CCC) 73 bp  Sc: 51.56 
TCCCTGGTAGTCCAGTGGCAAAGACTCGGCGCTCCCAACGCAGAGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5967.trna1-GlyCCC (6965-7037)  Gly (CCC) 73 bp  Sc: 51.56 
TCCCTGGTAGTCCAGTGGCAAAGACTCGGCGCTCCCAACGCAGAGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1794-GlyCCC (42400544-42400616)  Gly (CCC) 73 bp  Sc: 51.56 
TCCCTGATGGTCCAGTGGCTAAGGCTCTGTGCTCCCAATGCAGAGGGCCCAGGATTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3812-GlyCCC (16400536-16400464)  Gly (CCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAATTCCCAATGCAGGGAGCCCACGTTCAATC 



CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna440-GlyCCC (9886939-9887011)  Gly (CCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5013-GlyCCC (49973095-49973023)  Gly (CCC) 73 bp  Sc: 51.59 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGACCTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna4134-GlyCCC (120394007-120394079)  Gly (CCC) 73 bp  Sc: 51.67 
TCCCTGGTGGTCTAATGGTTAAGACTCTGTGCTCCCAATGCAGAGGTTCCAGGTTCCATC 
CCTAGTCGGGGAA 
>Bos_taurus_chrUn.004.229.trna8-GlyCCC (91250-91322)  Gly (CCC) 73 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGCTCAGGTTCAATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4706-GlyCCC (41532267-41532196)  Gly (CCC) 72 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTGAGGGAA 
>Bos_taurus_chrUn.004.7980.trna1-GlyCCC (2119-2190)  Gly (CCC) 72 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTGAGGGAA 
>Bos_taurus_chr25.trna1547-GlyCCC (27338427-27338499)  Gly (CCC) 73 bp  Sc: 51.78 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCATGGGGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5686-GlyCCC (66029548-66029476)  Gly (CCC) 73 bp  Sc: 51.80 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGCCAGAGAA 
>Bos_taurus_chr17.trna2862-GlyCCC (65687796-65687868)  Gly (CCC) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCGGGTTTGATC 
CCTCGTCAGGGAA 
>Bos_taurus_chr17.trna572-GlyCCC (15394041-15394113)  Gly (CCC) 73 bp  Sc: 51.88 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1767-GlyCCC (42197225-42197297)  Gly (CCC) 73 bp  Sc: 51.89 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCACTGCAGGGGTCTCAGATTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna8829-GlyCCC (38035396-38035324)  Gly (CCC) 73 bp  Sc: 51.90 
TCTCTGATGGTCCAGTGGCTAAAACTCTGCACTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTAGTCAGAGAA 
>Bos_taurus_chr13.trna4443-GlyCCC (71059335-71059263)  Gly (CCC) 73 bp  Sc: 51.94 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGAGGCCCTGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna4274-GlyCCC (110110551-110110623)  Gly (CCC) 73 bp  Sc: 51.95 
TCCCTGGTGGTCCAGTGGTTACGACTCTGTGCTCCCAACGCAGAGGACCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.53.trna23-GlyCCC (397629-397701)  Gly (CCC) 73 bp  Sc: 51.97 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2194-GlyCCC (68857508-68857580)  Gly (CCC) 73 bp  Sc: 52.01 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCGCTCCCGATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna284-GlyCCC (6802390-6802462)  Gly (CCC) 73 bp  Sc: 52.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna3507-GlyCCC (27034962-27034890)  Gly (CCC) 73 bp  Sc: 52.02 
TCTCTGGTGGTCCAGTGTCTAGGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna661-GlyCCC (18243974-18244046)  Gly (CCC) 73 bp  Sc: 52.02 
TCCCTGATGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4263-GlyCCC (124867110-124867182)  Gly (CCC) 73 bp  Sc: 52.05 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAGTGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna3345-GlyCCC (58803621-58803549)  Gly (CCC) 73 bp  Sc: 52.06 
TCCCTGGTGGTCCAGTGTCTAAGACACTGCACTCCCAATGCAGGGGACCCAGGATGGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1058-GlyCCC (26260940-26261012)  Gly (CCC) 73 bp  Sc: 52.06 
TCCCTGGTGGTCCAGTGGGTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr5.trna7910-GlyCCC (62420357-62420285)  Gly (CCC) 73 bp  Sc: 52.06 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCTTTCCCAATGCAGAGGTCTCGGGTTCAAAT 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.1325.trna4-GlyCCC (28578-28650)  Gly (CCC) 73 bp  Sc: 52.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCCAGTTAGGGAA 
>Bos_taurus_chr2.trna10385-GlyCCC (3740779-3740707)  Gly (CCC) 73 bp  Sc: 52.09 
TCCCTGGTGGTCCAATGTTTAAGACTCTGAGCTCCCAATGCAGGGGGCCTAGGTTCAATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr24.trna1385-GlyCCC (35430768-35430840)  Gly (CCC) 73 bp  Sc: 52.14 
TCCCTGATGGTCCAGTGTCTAAGACTCTGCACTCCCAATGCAAGGGCCCCAGGTTAGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr13.trna6158-GlyCCC (32665117-32665045)  Gly (CCC) 73 bp  Sc: 52.18 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna663-GlyCCC (15325917-15325990)  Gly (CCC) 74 bp  Sc: 52.22 
TCCCTGGTGGTCCAGTGGCTAGGACGCTGCACTCCCAATGCAGGGGGCTCCAGGTTTGAT 
CCCTGGTAGGGGAA 
>Bos_taurus_chr19.trna470-GlyCCC (13119568-13119640)  Gly (CCC) 73 bp  Sc: 52.25 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGCATGCCCAATGCAGGGGTCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8602-GlyCCC (78595697-78595625)  Gly (CCC) 73 bp  Sc: 52.27 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCGGTGCAGGGGAGCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.658.trna12-GlyCCC (56599-56671)  Gly (CCC) 73 bp  Sc: 52.27 
TCCTTGGTGGTCCAGGGCCTAAGACTCTGCACTCCCAAGGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr1.trna11058-GlyCCC (1985207-1985135)  Gly (CCC) 73 bp  Sc: 52.27 
TCCCTGCTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGCGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3815-GlyCCC (16372951-16372879)  Gly (CCC) 73 bp  Sc: 52.31 
TCCCTGGTGGTCCAGTGGCTAGCACTCTGTACTCCCAATGCTGGGGTCCCGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna365-GlyCCC (7859909-7859981)  Gly (CCC) 73 bp  Sc: 52.34 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1199-GlyCCC (26078034-26078106)  Gly (CCC) 73 bp  Sc: 52.36 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGAGCTCCCAATGCAGGGATCCCAGGTTTGATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna835-GlyCCC (18746013-18746084)  Gly (CCC) 72 bp  Sc: 52.40 
TCCCTGGTGGTCTAGCGGCTAAGACTCTGCACTCCCAATATAGGGGCTCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna2718-GlyCCC (63639006-63639078)  Gly (CCC) 73 bp  Sc: 52.40 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCTCAGGTTCGATC 
TCTGGTCAGGGAC 
>Bos_taurus_chr11.trna2218-GlyCCC (51850210-51850282)  Gly (CCC) 73 bp  Sc: 52.40 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGTTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna3631-GlyCCC (109468299-109468372)  Gly (CCC) 74 bp  Sc: 52.43 
TCCCTGATGGTCCAGTGGCCAAGAACTCTGTTCTCCCACTGCAGGGGTCCCAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1241-GlyCCC (26712537-26712609)  Gly (CCC) 73 bp  Sc: 52.47 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTAGTCCCAATGCAGAGGACCCAGGTTCAACC 
CTTGGTCAGGGAA 
>Bos_taurus_chr17.trna6370-GlyCCC (11185891-11185819)  Gly (CCC) 73 bp  Sc: 52.47 
TCCTTGGTGGTCCAGTGGCTAAGACATTGCACTCCCAATGCAGGGGACTCAGGTTCGATC 
CCTGGTGAGGGAA 
>Bos_taurus_chr14.trna1746-GlyCCC (40313237-40313309)  Gly (CCC) 73 bp  Sc: 52.52 
TCCTTGGTGGTCCAGTGGTTAAGATGCTACACTCCCAATGCAGGAGGCCCACGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3594-GlyCCC (60588979-60588907)  Gly (CCC) 73 bp  Sc: 52.53 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGCAACCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3641-GlyCCC (59927438-59927366)  Gly (CCC) 73 bp  Sc: 52.53 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGCAACCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2600-GlyCCC (64575239-64575311)  Gly (CCC) 73 bp  Sc: 52.53 



TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.8.trna31-GlyCCC (959874-959946)  Gly (CCC) 73 bp  Sc: 52.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna7915-GlyCCC (62287647-62287575)  Gly (CCC) 73 bp  Sc: 52.60 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCTTTCCCAATGCAGAGGTCTCAGGTTCAAAT 
CCTGATCAGGGGA 
>Bos_taurus_chr7.trna2298-GlyCCC (51804212-51804284)  Gly (CCC) 73 bp  Sc: 52.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGCCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.818.trna8-GlyCCC (34463-34391)  Gly (CCC) 73 bp  Sc: 52.63 
TCTTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAAGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2845-GlyCCC (69916778-69916850)  Gly (CCC) 73 bp  Sc: 52.74 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGAAGGCCTGGGTTCGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr5.trna8889-GlyCCC (36407784-36407712)  Gly (CCC) 73 bp  Sc: 52.78 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr18.trna1522-GlyCCC (38225817-38225889)  Gly (CCC) 73 bp  Sc: 52.80 
TCCCTGGTGGTCTAGTGGGTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2459-GlyCCC (58254716-58254788)  Gly (CCC) 73 bp  Sc: 52.82 
TCCCTGGTGGTCTGGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1665-GlyCCC (45339873-45339945)  Gly (CCC) 73 bp  Sc: 52.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGATCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2696-GlyCCC (71236614-71236686)  Gly (CCC) 73 bp  Sc: 52.89 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1782-GlyCCC (46208303-46208375)  Gly (CCC) 73 bp  Sc: 52.93 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGCCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2179-GlyCCC (51377207-51377279)  Gly (CCC) 73 bp  Sc: 52.99 
TCCCTGGTGGCCCAGTGGGTAAGACTCTGCACTCCCAATGCAGGGGACCCAAGTTTGATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna376-GlyCCC (9687487-9687559)  Gly (CCC) 73 bp  Sc: 53.02 
TCCCTGCTGGTCTAGGGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna740-GlyCCC (16891213-16891285)  Gly (CCC) 73 bp  Sc: 53.07 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACCCAGGGGCCAAAGGTTCAATC 
CCTTGTTGGAGAA 
>Bos_taurus_chr19.trna520-GlyCCC (13934199-13934270)  Gly (CCC) 72 bp  Sc: 53.08 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAGTGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr8.trna2068-GlyCCC (65774922-65774994)  Gly (CCC) 73 bp  Sc: 53.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4053-GlyCCC (63665313-63665241)  Gly (CCC) 73 bp  Sc: 53.09 
TCCCAGGTAGTCCAGCGGCTAAGACTCTACACTCCCAATGCAGCGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.18.trna4-GlyCCC (20956-21028)  Gly (CCC) 73 bp  Sc: 53.10 
TCTCTGGTAGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATA 
CCTGGTCAGGAAA 
>Bos_taurus_chr8.trna4673-GlyCCC (102147767-102147697)  Gly (CCC) 71 bp  Sc: 53.10 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACACGGGAGACCCGGGTTCGTTTCC 
CAGCCAATGCA 
>Bos_taurus_chr2.trna6098-GlyCCC (125499575-125499503)  Gly (CCC) 73 bp  Sc: 53.15 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3488-GlyCCC (15188327-15188255)  Gly (CCC) 73 bp  Sc: 53.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCGGGATCGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna4498-GlyCCC (113609278-113609350)  Gly (CCC) 73 bp  Sc: 53.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGACGCAGGTTCAATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2537-GlyCCC (53668404-53668333)  Gly (CCC) 72 bp  Sc: 53.34 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCCCAATGCAGAGGCCCAGGGTTTGATC 
CTAGTCAGGGAA 
>Bos_taurus_chr10.trna6423-GlyCCC (47764839-47764767)  Gly (CCC) 73 bp  Sc: 53.42 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCAGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna7409-GlyCCC (54337557-54337486)  Gly (CCC) 72 bp  Sc: 53.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chrUn.004.7990.trna1-GlyCCC (484-413)  Gly (CCC) 72 bp  Sc: 53.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr16.trna3919-GlyCCC (60442580-60442508)  Gly (CCC) 73 bp  Sc: 53.45 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2818-GlyCCC (78237398-78237470)  Gly (CCC) 73 bp  Sc: 53.47 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCGCTCCCGGTGCGGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4663-GlyCCC (41588026-41587954)  Gly (CCC) 73 bp  Sc: 53.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTGGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2506-GlyCCC (68687745-68687817)  Gly (CCC) 73 bp  Sc: 53.54 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna5441-GlyCCC (118068989-118068917)  Gly (CCC) 73 bp  Sc: 53.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCGGGTTCAATC 
CCTGGTCACGGAA 
>Bos_taurus_chrUn.004.237.trna4-GlyCCC (78853-78924)  Gly (CCC) 72 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCCCTCCCAAGGCAGGGGCCTGGGTTAGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna3643-GlyCCC (72550502-72550430)  Gly (CCC) 73 bp  Sc: 53.58 
TCCCTGGTAGTCCAGTGGCTAGGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr13.trna4934-GlyCCC (63250688-63250616)  Gly (CCC) 73 bp  Sc: 53.58 
TCTCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna427-GlyCCC (13587316-13587388)  Gly (CCC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2358-GlyCCC (73180692-73180764)  Gly (CCC) 73 bp  Sc: 53.62 
TCTCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2208-GlyCCC (60825893-60825965)  Gly (CCC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGACCTGGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr4.trna5295-GlyCCC (103198205-103198133)  Gly (CCC) 73 bp  Sc: 53.63 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGAGGGCACAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna2180-GlyCCC (56384124-56384196)  Gly (CCC) 73 bp  Sc: 53.65 
TCCTTGGTGGTTCAGTGGCTAGGACTCTGCACTCCCAAAGCAGGGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna3159-GlyCCC (73799937-73800009)  Gly (CCC) 73 bp  Sc: 53.66 
TCCCTGTTGGTCCAGTGACTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGACAGGGAA 
>Bos_taurus_chr21.trna5080-GlyCCC (16942408-16942336)  Gly (CCC) 73 bp  Sc: 53.82 
TCCCTGGTGGTCCAGTGGCTAAGGCTCCATGCTCCCAAGGTGGGGGGCTCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna6288-GlyCCC (61207126-61207054)  Gly (CCC) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCATTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5842-GlyCCC (100682958-100682886)  Gly (CCC) 73 bp  Sc: 53.87 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGAGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4547-GlyCCC (55997281-55997209)  Gly (CCC) 73 bp  Sc: 53.92 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAAAGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chrX.trna4323-GlyCCC (71659038-71658966)  Gly (CCC) 73 bp  Sc: 53.95 
TCCCTGATGGTCTAATGGATAAGACTCTGTGTTCCCAAAACAGGGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna3564-GlyCCC (80433260-80433188)  Gly (CCC) 73 bp  Sc: 53.95 
TCCCTGATGGTTTAGTGGTTAAGATTCTGCTCTCCCAATGCAGGGAGCTGGGGTTCAATT 
CCCGGTCAGGGAA 
>Bos_taurus_chr19.trna5714-GlyCCC (22204427-22204356)  Gly (CCC) 72 bp  Sc: 54.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGCCCAGGTTCGATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr4.trna887-GlyCCC (26270741-26270813)  Gly (CCC) 73 bp  Sc: 54.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1071-GlyCCC (27660162-27660234)  Gly (CCC) 73 bp  Sc: 54.13 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6250-GlyCCC (90434224-90434152)  Gly (CCC) 73 bp  Sc: 54.13 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2955-GlyCCC (30310737-30310666)  Gly (CCC) 72 bp  Sc: 54.25 
TCCCTGGTGGTCCATGGATAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCGATCC 
CTGGCCAGGAAA 
>Bos_taurus_chr4.trna5002-GlyCCC (108746847-108746775)  Gly (CCC) 73 bp  Sc: 54.28 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGAGCTCCCAATGCAGAGGGCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2.trna77-GlyCCC (1663368-1663440)  Gly (CCC) 73 bp  Sc: 54.34 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr23.trna3989-GlyCCC (18088029-18087957)  Gly (CCC) 73 bp  Sc: 54.41 
TCCCTGGTGGTCCAGTGGCTAACACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4438-GlyCCC (71086114-71086042)  Gly (CCC) 73 bp  Sc: 54.42 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACACTCCCAATGCAGAGGGCCCAGGTATGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.276.trna10-GlyCCC (171318-171246)  Gly (CCC) 73 bp  Sc: 54.52 
TCCCCGGTAGTCCAGTGGCTAGGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1314-GlyCCC (23190351-23190423)  Gly (CCC) 73 bp  Sc: 54.55 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna6392-GlyCCC (48334966-48334894)  Gly (CCC) 73 bp  Sc: 54.56 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2775-GlyCCC (64389511-64389583)  Gly (CCC) 73 bp  Sc: 54.56 
TCCCTGGTGGTCCGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrUn.004.6624.trna1-GlyCCC (469-541)  Gly (CCC) 73 bp  Sc: 54.56 
TCCCTGGTGGTCCGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr11.trna2202-GlyCCC (51688900-51688972)  Gly (CCC) 73 bp  Sc: 54.58 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr24.trna2869-GlyCCC (61504594-61504523)  Gly (CCC) 72 bp  Sc: 54.67 
TCCCGGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCGATGCAGGGGCCTGGGTTCGATCC 
CTAGTCAGGGAG 
>Bos_taurus_chr26.trna2817-GlyCCC (33069664-33069592)  Gly (CCC) 73 bp  Sc: 54.69 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCTGGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna3250-GlyCCC (81007716-81007788)  Gly (CCC) 73 bp  Sc: 54.72 
TCCCTGGTAGTCCAGTGGATAAGACTCTGCACTCCCGATGCAGGGGACCCAGGTTCAATG 
CCTGGTCATGGAA 
>Bos_taurus_chr14.trna5725-GlyCCC (21981858-21981786)  Gly (CCC) 73 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTGCACTCCCAATGCAGAGGGCCTAGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna7119-GlyCCC (50272072-50272000)  Gly (CCC) 73 bp  Sc: 54.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATCCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2829-GlyCCC (75949884-75949956)  Gly (CCC) 73 bp  Sc: 54.79 



TCCCTTATGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGAGACTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.18.trna35-GlyCCC (635472-635400)  Gly (CCC) 73 bp  Sc: 54.80 
TCCCTCGTGGTCTAGGGGCTAAGATTCTACACTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna710-GlyCCC (20722548-20722619)  Gly (CCC) 72 bp  Sc: 54.83 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTTAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna977-GlyCCC (24126779-24126851)  Gly (CCC) 73 bp  Sc: 54.83 
TCCCTGGTGGTGCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCTCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4724-GlyCCC (62495601-62495529)  Gly (CCC) 73 bp  Sc: 54.87 
TCCCTGGTGGTCCAGTGGCCGAGACTCTGCACTCCCAATGCAGTGGGTCCAGGTTCAAAC 
CCTGGTTAGGGAA 
>Bos_taurus_chr1.trna4610-GlyCCC (132647916-132647988)  Gly (CCC) 73 bp  Sc: 54.88 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr2.trna4629-GlyCCC (130989954-130990026)  Gly (CCC) 73 bp  Sc: 54.93 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7909-GlyCCC (13869523-13869451)  Gly (CCC) 73 bp  Sc: 54.94 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTCCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr18.trna3957-GlyCCC (49043658-49043586)  Gly (CCC) 73 bp  Sc: 54.98 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2843-GlyCCC (56578085-56578157)  Gly (CCC) 73 bp  Sc: 54.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGTGCCCAGGTTCGATT 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna4702-GlyCCC (117964330-117964402)  Gly (CCC) 73 bp  Sc: 55.01 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGTCTGGGTTCAACC 
CCCAGTCAGGGAA 
>Bos_taurus_chr21.trna1190-GlyCCC (25966525-25966597)  Gly (CCC) 73 bp  Sc: 55.08 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr6.trna3636-GlyCCC (109522474-109522546)  Gly (CCC) 73 bp  Sc: 55.13 
TCCCTGGTGGGCCAGTGGTTAAGACTCTGCACTCCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr19.trna4020-GlyCCC (53793238-53793167)  Gly (CCC) 72 bp  Sc: 55.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATACAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5592-GlyCCC (77420431-77420360)  Gly (CCC) 72 bp  Sc: 55.16 
TCCCTTGTGGTCCAGTGGTTAAAACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna214-GlyCCC (6195117-6195189)  Gly (CCC) 73 bp  Sc: 55.19 
TCCTTGGTGGTCCGGTGGATAAGACTTTGAACTCCCAATGCAGGGGCCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4258-GlyCCC (116897763-116897835)  Gly (CCC) 73 bp  Sc: 55.20 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1189-GlyCCC (24589574-24589646)  Gly (CCC) 73 bp  Sc: 55.23 
TTCCTGATGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna134-GlyCCC (6128581-6128653)  Gly (CCC) 73 bp  Sc: 55.30 
TCCCTGATGGTCCAATGGCTAAGACTCTGCACCCCCAATGCAGGGGGCCTGGGTTCAATC 
CTCGGTCAGGGAA 
>Bos_taurus_chr27.trna2415-GlyCCC (36301296-36301224)  Gly (CCC) 73 bp  Sc: 55.31 
TCTCTGGTGGTCCAATGGCTAGGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna400-GlyCCC (10822202-10822274)  Gly (CCC) 73 bp  Sc: 55.32 
TCCCCGGTGGTCCAGTGGCTAAGACTCTGCACTCCCACGGCAGGGGTCCCAGGTTCAATC 
CTTGGTTGGGAAA 
>Bos_taurus_chr23.trna1113-GlyCCC (25122589-25122661)  Gly (CCC) 73 bp  Sc: 55.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAAGGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1288-GlyCCC (34800854-34800927)  Gly (CCC) 74 bp  Sc: 55.36 
TCCCTGGTGGTCCAGTGGTCTAAGACTCCACATTCCCAATGCAGGCGGCCCAGGTTCGAT 



CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1803-GlyCCC (42635163-42635235)  Gly (CCC) 73 bp  Sc: 55.36 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna4120-GlyCCC (71389478-71389407)  Gly (CCC) 72 bp  Sc: 55.37 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCACAAGTTCAATCC 
CTGGCCATGGAA 
>Bos_taurus_chr19.trna943-GlyCCC (20540434-20540506)  Gly (CCC) 73 bp  Sc: 55.39 
TCTCTGATGGTCCAGTGGCTAAGACTCTTCACTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna2896-GlyCCC (74275018-74275090)  Gly (CCC) 73 bp  Sc: 55.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna323-GlyCCC (10081149-10081221)  Gly (CCC) 73 bp  Sc: 55.45 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4660-GlyCCC (42545818-42545746)  Gly (CCC) 73 bp  Sc: 55.45 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna2229-GlyCCC (61258402-61258475)  Gly (CCC) 74 bp  Sc: 55.46 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGGCATTCCCAATGCAGAGGGCTCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna637-GlyCCC (18847154-18847226)  Gly (CCC) 73 bp  Sc: 55.47 
TCCCTGGTAGTTCAGTGGCTAAGACACTACACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna256-GlyCCC (6528791-6528863)  Gly (CCC) 73 bp  Sc: 55.47 
TCCCTGGTGGTCCAGAGGCTAAGACTCTGCACTCCCAATCAAGGGGTCCCAAGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrX.trna3221-GlyCCC (83982906-83982977)  Gly (CCC) 72 bp  Sc: 55.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAGTGCAGGGGCCCAGGTTCGATCC 
CTGGTCGAGGAA 
>Bos_taurus_chr3.trna4895-GlyCCC (123465552-123465480)  Gly (CCC) 73 bp  Sc: 55.50 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCACTCCCAATGCAGGGGACACAGGTTCAAGC 
CCTGATTGGGGAA 
>Bos_taurus_chr7.trna2998-GlyCCC (71794818-71794890)  Gly (CCC) 73 bp  Sc: 55.53 
TCCCTGGTGGTCTAGTGGCTAAGATACTGTTCTCCCAATGCAGAGGGCCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6679-GlyCCC (137710134-137710063)  Gly (CCC) 72 bp  Sc: 55.55 
TCCTTGGTGGTCCAATGGCTAAGATTCTTCACTCCCAATGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGTA 
>Bos_taurus_chrUn.004.302.trna1-GlyCCC (27646-27717)  Gly (CCC) 72 bp  Sc: 55.55 
TCCTTGGTGGTCCAATGGCTAAGATTCTTCACTCCCAATGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGTA 
>Bos_taurus_chr2.trna8086-GlyCCC (75251261-75251189)  Gly (CCC) 73 bp  Sc: 55.58 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGTGCTCCCAATGCAGGAGGCCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4870-GlyCCC (120589351-120589423)  Gly (CCC) 73 bp  Sc: 55.68 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGCGCCCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7570-GlyCCC (17995223-17995151)  Gly (CCC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAACACAGGGACCCAGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2698-GlyCCC (49776817-49776745)  Gly (CCC) 73 bp  Sc: 55.75 
TCCCTGGTGGTCCAATGGTTAAGACTCTGTGCCCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna134-GlyCCC (5392363-5392435)  Gly (CCC) 73 bp  Sc: 55.85 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4778-GlyCCC (65749520-65749448)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTGGTCCAGTCGCTAAGACTCTGAACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna269-GlyCCC (6746994-6747066)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGGGTTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5650-GlyCCC (93990309-93990237)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCGCTCCCATTGCAGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr2.trna6237-GlyCCC (123294986-123294914)  Gly (CCC) 73 bp  Sc: 55.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCTGGGTTCAATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr17.trna5262-GlyCCC (43554459-43554387)  Gly (CCC) 73 bp  Sc: 55.94 
TCCCTGGTTGTCTAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGTCCTGAGTTCGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr6.trna5333-GlyCCC (99738607-99738535)  Gly (CCC) 73 bp  Sc: 56.03 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3919-GlyCCC (65646440-65646368)  Gly (CCC) 73 bp  Sc: 56.05 
TCCCTGATGGTCCAGTGGCTAAGACTCCACGTTCCCAACATAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1498-GlyCCC (40624683-40624755)  Gly (CCC) 73 bp  Sc: 56.05 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAATGCAGGGGACCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4839-GlyCCC (65082798-65082726)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna1892-GlyCCC (43178766-43178838)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr20.trna1627-GlyCCC (43647705-43647777)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCACTGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1819.trna8-GlyCCC (4921-4849)  Gly (CCC) 73 bp  Sc: 56.11 
TTCCTGGTGGTCCAGTGGCTAGGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna940-GlyCCC (15743397-15743468)  Gly (CCC) 72 bp  Sc: 56.12 
TGCCTGGTAGTCTAGTGGCTAAGACTCTACGCTCCCAAAGCAGGGGCCCAGGTTCGATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr16.trna1219-GlyCCC (34551016-34551088)  Gly (CCC) 73 bp  Sc: 56.16 
TCTCTGGTGGTCCAGTGGCTAAGACTCCACGCTCCCAACATGGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5719-GlyCCC (22117526-22117454)  Gly (CCC) 73 bp  Sc: 56.18 
TCATTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3943-GlyCCC (49388350-49388279)  Gly (CCC) 72 bp  Sc: 56.19 
TCCCTGGTGGTCCCGTGGTTAAGACTCTGCACTCCCAATGCAGGGGCCCAAGTTCGATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr17.trna5054-GlyCCC (49349534-49349462)  Gly (CCC) 73 bp  Sc: 56.19 
TCCCTGGTGGTCTAGTGGCTAAGATGCTGCATTCCCAATGCAGGGGACCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1229-GlyCCC (27990502-27990574)  Gly (CCC) 73 bp  Sc: 56.21 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAAAGCAGGGGGCTCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr1.trna7290-GlyCCC (120391192-120391120)  Gly (CCC) 73 bp  Sc: 56.22 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGTGCCCAGGTTCAATC 
CCTGGCCAAGGAA 
>Bos_taurus_chr18.trna3327-GlyCCC (57367493-57367421)  Gly (CCC) 73 bp  Sc: 56.22 
TCCCTTGTGGTCCAGTGGCTAGGACTCTGAACTCCCAATGCAGGGGACCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna492-GlyCCC (18734252-18734324)  Gly (CCC) 73 bp  Sc: 56.23 
TCCCTGGTGGTCGAGTGTCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1429.trna3-GlyCCC (29044-29116)  Gly (CCC) 73 bp  Sc: 56.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGATGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1345-GlyCCC (38148304-38148376)  Gly (CCC) 73 bp  Sc: 56.27 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr21.trna4539-GlyCCC (26226972-26226900)  Gly (CCC) 73 bp  Sc: 56.28 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGCATTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6898-GlyCCC (71105469-71105397)  Gly (CCC) 73 bp  Sc: 56.32 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna5546-GlyCCC (30801034-30800962)  Gly (CCC) 73 bp  Sc: 56.34 



TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4143-GlyCCC (114394378-114394450)  Gly (CCC) 73 bp  Sc: 56.38 
TCGCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1555-GlyCCC (43979100-43979172)  Gly (CCC) 73 bp  Sc: 56.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna25-GlyCCC (363540-363612)  Gly (CCC) 73 bp  Sc: 56.43 
TCCTTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna237-GlyCCC (6420050-6420126)  Gly (CCC) 77 bp  Sc: 56.46 
TCCCTCATGGTCCAGTGGCTAAGACTCTGCACTCCCAATCAATGCAGGGGACCCAGGTTC 
AATTCCTGGTCGGGGAA 
>Bos_taurus_chr28.trna661-GlyCCC (16784063-16784135)  Gly (CCC) 73 bp  Sc: 56.52 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGGCCTGGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr21.trna584-GlyCCC (16422114-16422186)  Gly (CCC) 73 bp  Sc: 56.55 
TCCTTGGTTGTCTAGTGGCTAAGACTCTGTGCTCCCAACACAGGGGTCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3595-GlyCCC (71587740-71587669)  Gly (CCC) 72 bp  Sc: 56.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.428.trna3-GlyCCC (52681-52752)  Gly (CCC) 72 bp  Sc: 56.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna3833-GlyCCC (105017037-105017109)  Gly (CCC) 73 bp  Sc: 56.58 
TCCCTGGTGGTCCAGTGGCTAACACTCTGCACTCCCAATGGAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna522-GlyCCC (12903216-12903288)  Gly (CCC) 73 bp  Sc: 56.59 
TTCCTGGTGGTCCAGTGGTTAAGATTCTGCACTCCCAATGCAGGGGGCCTAGGTTCAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr19.trna1816-GlyCCC (36062597-36062669)  Gly (CCC) 73 bp  Sc: 56.61 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9100-GlyCCC (31286104-31286032)  Gly (CCC) 73 bp  Sc: 56.66 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCGGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3697-GlyCCC (86545686-86545615)  Gly (CCC) 72 bp  Sc: 56.67 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCATTGCAGCGGCCTAGGTTCAATCT 
CTAGTCAGGGAA 
>Bos_taurus_chr15.trna3066-GlyCCC (83919333-83919261)  Gly (CCC) 73 bp  Sc: 56.67 
TCCCTGGTGGTTGAGTGTTTAAGACTCTGCGCTCCCAAGGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1381-GlyCCC (36251647-36251719)  Gly (CCC) 73 bp  Sc: 56.69 
TCCCTGGTGGTCCAGTGGCGAAGACTCTGCACTCCCAGTGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna9094-GlyCCC (31514363-31514291)  Gly (CCC) 73 bp  Sc: 56.70 
TCCCTGGTGATCCAGTGGCTAATACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1537-GlyCCC (33833165-33833237)  Gly (CCC) 73 bp  Sc: 56.71 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna57-GlyCCC (1213026-1213098)  Gly (CCC) 73 bp  Sc: 56.72 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna644-GlyCCC (17191654-17191726)  Gly (CCC) 73 bp  Sc: 56.76 
TCCCTGGTGGTCCAGTGGTTAAGACTCCGCACTCCCAATGCAGGGGACCCAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4059-GlyCCC (15596515-15596444)  Gly (CCC) 72 bp  Sc: 56.77 
TCCCTGGCGGTCCAGTGGCTAGGACTCTGTACTCCCAATCCAAGGTCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4674-GlyCCC (131748691-131748763)  Gly (CCC) 73 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4527-GlyCCC (119771657-119771585)  Gly (CCC) 73 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGTTCGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna695-GlyCCC (17916873-17916945)  Gly (CCC) 73 bp  Sc: 56.88 
TCCCTGGGGGTCCAGTGGTTAGGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2755-GlyCCC (64204848-64204920)  Gly (CCC) 73 bp  Sc: 56.89 
TCCTTGGTGGCCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGCGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1470-GlyCCC (32517892-32517964)  Gly (CCC) 73 bp  Sc: 56.92 
TCCATGGTGGTCCGGTGGCTAAGACTCTGCGCTCCCAACGCAGGGGTTCTGGGTTCAATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr15.trna2014-GlyCCC (57843045-57843117)  Gly (CCC) 73 bp  Sc: 56.99 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGTAGGGGGTGCAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr16.trna2189-GlyCCC (56722761-56722833)  Gly (CCC) 73 bp  Sc: 57.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACATTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4739-GlyCCC (62258905-62258833)  Gly (CCC) 73 bp  Sc: 57.18 
TCCCTGGTGGTCCAGTGGCCAAGACACCACATTCCCAATGTAGTGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna601-GlyCCC (22845380-22845452)  Gly (CCC) 73 bp  Sc: 57.25 
CCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGCGCCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8291-GlyCCC (9340662-9340588)  Gly (CCC) 75 bp  Sc: 57.25 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGAGGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2687-GlyCCC (39147417-39147345)  Gly (CCC) 73 bp  Sc: 57.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4475-GlyCCC (9278026-9277954)  Gly (CCC) 73 bp  Sc: 57.29 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna4382-GlyCCC (104891982-104892054)  Gly (CCC) 73 bp  Sc: 57.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCGGCATTCCCAATGCTGCGGGCCCGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4795-GlyCCC (133684976-133685048)  Gly (CCC) 73 bp  Sc: 57.41 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr1.trna7254-GlyCCC (120903350-120903279)  Gly (CCC) 72 bp  Sc: 57.45 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGTGATCCCAATGCAGGGTCCCAGGTTCGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr14.trna5584-GlyCCC (24487475-24487403)  Gly (CCC) 73 bp  Sc: 57.46 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr28.trna297-GlyCCC (7092798-7092869)  Gly (CCC) 72 bp  Sc: 57.49 
TCCCTGTGATCCAGAGGTTAAGATTCTGCACTCCCAATGCAGGGGTCCCAGGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr21.trna4753-GlyCCC (22960429-22960357)  Gly (CCC) 73 bp  Sc: 57.52 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6654-GlyCCC (94060370-94060298)  Gly (CCC) 73 bp  Sc: 57.54 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCCAGGTTCGACC 
CCTGGTCAGGGAC 
>Bos_taurus_chr16.trna3736-GlyCCC (64239744-64239672)  Gly (CCC) 73 bp  Sc: 57.55 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3506-GlyCCC (14120924-14120852)  Gly (CCC) 73 bp  Sc: 57.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chrUn.004.288.trna24-GlyCCC (83172-83100)  Gly (CCC) 73 bp  Sc: 57.68 
TTCCTACTGGTCTAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGTCCCAGGTTTGATC 
CCTGGTAAGGAAA 
>Bos_taurus_chrX.trna354-GlyCCC (8196163-8196235)  Gly (CCC) 73 bp  Sc: 57.68 
TCCCTGATGGTCCAGTGGCTAAGACTCCTCACTCCCAATGCAGGGAGTCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna152-GlyCCC (5224152-5224224)  Gly (CCC) 73 bp  Sc: 57.70 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTCGATT 
CCTGGTCAGGGAA 



>Bos_taurus_chrUn.004.4789.trna4-GlyCCC (9319-9391)  Gly (CCC) 73 bp  Sc: 57.70 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.281.trna6-GlyCCC (65062-65134)  Gly (CCC) 73 bp  Sc: 57.80 
TCCCTGGTGGTCCAGTGGATAAGACTCTGCACTCCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr7.trna7421-GlyCCC (20018430-20018359)  Gly (CCC) 72 bp  Sc: 57.86 
TCCCTGGTGGTCCAGTGGCTTAGACTCCGTGCTCCCAACGCAGGGGCCCAGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7828-GlyCCC (14812194-14812122)  Gly (CCC) 73 bp  Sc: 57.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCCAAGTTCGATC 
CTTTGTCAGGGAA 
>Bos_taurus_chr15.trna4732-GlyCCC (40979371-40979299)  Gly (CCC) 73 bp  Sc: 57.99 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGAGGGACTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna7463-GlyCCC (94454951-94454879)  Gly (CCC) 73 bp  Sc: 58.01 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna644-GlyCCC (20984712-20984784)  Gly (CCC) 73 bp  Sc: 58.02 
TCCTTGGTTGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna4917-GlyCCC (63706634-63706562)  Gly (CCC) 73 bp  Sc: 58.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4147-GlyCCC (62704002-62703930)  Gly (CCC) 73 bp  Sc: 58.20 
TCCCTGTTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACACAGGGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr12.trna364-GlyCCC (11773912-11773984)  Gly (CCC) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCATGAGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna3563-GlyCCC (107776343-107776415)  Gly (CCC) 73 bp  Sc: 58.26 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGAACCCTGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna4856-GlyCCC (50723546-50723475)  Gly (CCC) 72 bp  Sc: 58.27 
TCCCTGGTGGTCCAGTGGATAAGACTCCATACTCCCAATGCAGAGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna8642-GlyCCC (21360158-21360086)  Gly (CCC) 73 bp  Sc: 58.31 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGATCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5280-GlyCCC (76792974-76792902)  Gly (CCC) 73 bp  Sc: 58.53 
TCCCTGGTGATCCAGTGGTTAAGACTCTGCTCTCCCAATGCAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4319-GlyCCC (6704183-6704111)  Gly (CCC) 73 bp  Sc: 58.55 
TCCCTGGTGGTCCAATGGTTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4326-GlyCCC (6665018-6664946)  Gly (CCC) 73 bp  Sc: 58.55 
TCCCTGGTGGTCCAATGGTTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2583-GlyCCC (33601031-33600959)  Gly (CCC) 73 bp  Sc: 58.57 
TCACTGGTGGTCCAGTGGTTAGGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chrUn.004.53.trna65-GlyCCC (5206-5134)  Gly (CCC) 73 bp  Sc: 58.85 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr6.trna3061-GlyCCC (98507652-98507724)  Gly (CCC) 73 bp  Sc: 58.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCATTCCCAATGCCGGTGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr24.trna4000-GlyCCC (36217142-36217070)  Gly (CCC) 73 bp  Sc: 58.90 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTCGATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr23.trna243-GlyCCC (7724623-7724695)  Gly (CCC) 73 bp  Sc: 58.94 
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr14.trna1721-GlyCCC (39978029-39978101)  Gly (CCC) 73 bp  Sc: 58.96 
TCCCTGATGGTCCAGAGGTTAAGGTTCTGTGCTCCCAACGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5836-GlyCCC (38609290-38609218)  Gly (CCC) 73 bp  Sc: 58.96 



TCCCGGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGCTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna520-GlyCCC (12020207-12020279)  Gly (CCC) 73 bp  Sc: 59.08 
TCCCTGGTGGTCCAGTGGATAAGACTCTGCACTCCCAATCCAGGGGGCCCAGGTTCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr25.trna2178-GlyCCC (36534947-36535019)  Gly (CCC) 73 bp  Sc: 59.31 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGCCAGGGAG 
>Bos_taurus_chr12.trna2887-GlyCCC (74174023-74174095)  Gly (CCC) 73 bp  Sc: 59.42 
TCCCAGGTGGTCTAGTGGCTAAGACTCTGCACTCCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr6.trna6766-GlyCCC (61314596-61314525)  Gly (CCC) 72 bp  Sc: 59.52 
TCCCTAGTGGTCCAGTGGTTAAGACTCTACACTCCCAATGCAGAGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna674-GlyCCC (15380938-15381010)  Gly (CCC) 73 bp  Sc: 59.55 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr7.trna8138-GlyCCC (10857832-10857760)  Gly (CCC) 73 bp  Sc: 59.68 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGCACTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna2273-GlyCCC (61654229-61654301)  Gly (CCC) 73 bp  Sc: 59.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chrUn.004.206.trna3-GlyCCC (39698-39770)  Gly (CCC) 73 bp  Sc: 59.84 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5157-GlyCCC (33968212-33968140)  Gly (CCC) 73 bp  Sc: 59.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna3277-GlyCCC (93533118-93533190)  Gly (CCC) 73 bp  Sc: 59.95 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr6.trna6688-GlyCCC (62944216-62944145)  Gly (CCC) 72 bp  Sc: 60.14 
TCCCTGGTGATCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna3954-GlyCCC (80509444-80509372)  Gly (CCC) 73 bp  Sc: 60.21 
TCCCTGGTGCTCCAGTGGCTAAGATGCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATA 
CCCAGTCAGGGAA 
>Bos_taurus_chrUn.004.107.trna6-GlyCCC (259943-260015)  Gly (CCC) 73 bp  Sc: 60.32 
TCTCTGGTGGTCCAGTGGCTAAGACTCTACATTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1484.trna1-GlyCCC (8833-8905)  Gly (CCC) 73 bp  Sc: 60.32 
TCTCTGGTGGTCCAGTGGCTAAGACTCTACATTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna161-GlyCCC (5330653-5330725)  Gly (CCC) 73 bp  Sc: 60.38 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTAAGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna7593-GlyCCC (17887621-17887549)  Gly (CCC) 73 bp  Sc: 60.53 
TCCTTGGTGGTCCAGTGGTTAGGACTATGCACTCCCAATGCAGGGAGCCCAGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr28.trna248-GlyCCC (6379816-6379888)  Gly (CCC) 73 bp  Sc: 60.66 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAACC 
CCTGGTCAGGAAA 
>Bos_taurus_chr27.trna2710-GlyCCC (31049591-31049519)  Gly (CCC) 73 bp  Sc: 60.71 
TCCCTGATGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna1600-GlyCCC (43602633-43602704)  Gly (CCC) 72 bp  Sc: 60.72 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGTCCGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna1757-GlyCCC (51306112-51306184)  Gly (CCC) 73 bp  Sc: 60.79 
TCCCTGGTGGTCCAGTGGTTAAGACTCTATGCTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna1419-GlyCCC (39485574-39485646)  Gly (CCC) 73 bp  Sc: 61.22 
TCCCTGATAGTCCAGTGGCTAAGACTCTGGACTCCCAATGTAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2256.trna6-GlyCCC (4907-4835)  Gly (CCC) 73 bp  Sc: 61.23 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGACACAGGTTTGATC 



CCTGGCCAGGGAA 
>Bos_taurus_chr12.trna562-GlyCCC (15199663-15199735)  Gly (CCC) 73 bp  Sc: 61.41 
TCCCTGATAGTCCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCACAGGTTCGATT 
CCTGGTAGGGGAA 
>Bos_taurus_chrX.trna4174-GlyCCC (75423908-75423836)  Gly (CCC) 73 bp  Sc: 61.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr29.trna1272-GlyCCC (34536382-34536454)  Gly (CCC) 73 bp  Sc: 61.48 
TCCCTGATGGTCCAGTGGCTAGGACTCCGCACTCCCAATGCAGGGGTCCCAGGTTCCATC 
CCTGATCAGGGAA 
>Bos_taurus_chr5.trna1123-GlyCCC (32221407-32221479)  Gly (CCC) 73 bp  Sc: 61.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.26.trna26-GlyCCC (442212-442140)  Gly (CCC) 73 bp  Sc: 61.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACATTCCCAGTGTAGAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4529-GlyCCC (8844230-8844158)  Gly (CCC) 73 bp  Sc: 61.90 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCGATGCAGGGGGCCCAGGTTCGATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr5.trna6673-GlyCCC (93560958-93560887)  Gly (CCC) 72 bp  Sc: 62.12 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCCCAGTGCAGTGGGCAAGGTTCAATCC 
CTTGTTAGGGAA 
>Bos_taurus_chr1.trna6789-GlyCCC (133737468-133737396)  Gly (CCC) 73 bp  Sc: 62.28 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTACTCCCAATGCAGGGAGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2109-GlyCCC (27807779-27807707)  Gly (CCC) 73 bp  Sc: 62.39 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2997-GlyCCC (79364467-79364539)  Gly (CCC) 73 bp  Sc: 62.46 
TCCCTGGTGGTCCAGTTGCTAAGACTCTGTACTCCCAATGCAGGGATCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna256-GlyCCC (5897891-5897963)  Gly (CCC) 73 bp  Sc: 62.47 
TCCCTGGTGGTCCAGTGGCTACGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna486-GlyCCC (12023653-12023725)  Gly (CCC) 73 bp  Sc: 62.55 
TCCTTGATAGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8652-GlyCCC (21257145-21257076)  Gly (CCC) 70 bp  Sc: 62.56 
TCCCTGGTGGTCCAGTGGAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCAATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr22.trna3720-GlyCCC (18515242-18515170)  Gly (CCC) 73 bp  Sc: 62.79 
TCCCTGGTGGTCCAGTGGCTAAAACTCTCCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrUn.004.4513.trna1-GlyCCC (9416-9344)  Gly (CCC) 73 bp  Sc: 62.79 
TCCCTGGTGGTCCAGTGGCTAAAACTCTCCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr22.trna3717-GlyCCC (18636998-18636926)  Gly (CCC) 73 bp  Sc: 63.20 
TCCCTGGTGGTCTAGAGGCTAAGATGCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna426-GlyCCC (13579708-13579780)  Gly (CCC) 73 bp  Sc: 63.66 
TCCCTGATGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr6.trna2895-GlyCCC (94817156-94817228)  Gly (CCC) 73 bp  Sc: 63.78 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4836-GlyCCC (21433369-21433297)  Gly (CCC) 73 bp  Sc: 63.88 
TCCTTGATGGTCTAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5742-GlyCCC (30498158-30498087)  Gly (CCC) 72 bp  Sc: 64.03 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCGTTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1291-GlyCCC (22869498-22869570)  Gly (CCC) 73 bp  Sc: 64.17 
TCCCTGATGGTCCAATGGCTAGGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2164-GlyCCC (36178238-36178309)  Gly (CCC) 72 bp  Sc: 65.43 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAAGGCAGGGGACCAGGTTCGATCC 
CTGGTCAGGGAA 



>Bos_taurus_chr3.trna8583-GlyCCC (22618697-22618627)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr3.trna8586-GlyCCC (22594168-22594098)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr3.trna8592-GlyCCC (22558723-22558653)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chrUn.004.2930.trna8-GlyCCC (14871-14801)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr19.trna3749-GlyCCC (58065195-58065123)  Gly (CCC) 73 bp  Sc: 65.52 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGATCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna614-GlyCCC (23112723-23112795)  Gly (CCC) 73 bp  Sc: 65.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGTCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr23.trna118-GlyCCC (3130951-3131023)  Gly (CCC) 73 bp  Sc: 65.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5094-GlyCCC (23479068-23478996)  Gly (CCC) 73 bp  Sc: 66.92 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr16.trna2752-GlyCCC (68288618-68288690)  Gly (CCC) 73 bp  Sc: 67.14 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2503-GlyCCC (61992485-61992557)  Gly (CCC) 73 bp  Sc: 67.77 
TCCCTGATGGTCCAGTGGCTAAAACTTTGCACTCCCAATGCAGGGATCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2487-GlyCCC (40258270-40258199)  Gly (CCC) 72 bp  Sc: 68.63 
TCCCTGATGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr28.trna1382-GlyCCC (39799700-39799770)  Gly (CCC) 71 bp  Sc: 68.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGTGGGAGACCTGGGTTCAATTCC 
CGGCCAATGCA 
>Bos_taurus_chr25.trna2651-GlyCCC (40069911-40069839)  Gly (CCC) 73 bp  Sc: 68.83 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAATGCAGGGGTCCCCGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna4529-GlyCCC (115254779-115254709)  Gly (CCC) 71 bp  Sc: 69.49 
GCATTGGTGGTTCAGAGGTAGAATTCTCGCCTCCCATGTGGGAGACCCGGGTTCGATTCC 
CGGCCAGTGCA 
>Bos_taurus_chr18.trna1628-GlyCCC (41783170-41783242)  Gly (CCC) 73 bp  Sc: 73.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna848-GlyCCC (22863655-22863725)  Gly (CCC) 71 bp  Sc: 74.10 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna8559-GlyCCC (22902300-22902230)  Gly (CCC) 71 bp  Sc: 74.10 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna8575-GlyCCC (22657198-22657128)  Gly (CCC) 71 bp  Sc: 74.10 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chrUn.004.185.trna21-GlyCCC (192783-192713)  Gly (CCC) 71 bp  Sc: 74.10 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chrUn.004.2930.trna10-GlyCCC (9945-9875)  Gly (CCC) 71 bp  Sc: 74.10 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna812-GlyCCC (22477091-22477161)  Gly (CCC) 71 bp  Sc: 75.47 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr11.trna6329-GlyCCC (70496893-70496823)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Bos_taurus_chr3.trna859-GlyCCC (22926610-22926680)  Gly (CCC) 71 bp  Sc: 79.31 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAGTGCA 
>Bos_taurus_chrUn.004.185.trna13-GlyCCC (221802-221872)  Gly (CCC) 71 bp  Sc: 79.31 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAGTGCA 
>Bos_taurus_chrUn.004.185.trna27-GlyCCC (36684-36614)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chrUn.004.185.trna4-GlyCCC (38387-38457)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr1.trna3749-GlyCCC (110495878-110495957)  Gly (CCC) 80 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGCTAGGACTCCCCACTCCCAGAGAAAGGGTTAGGGGGCCCAGG 
TTCAATCCCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8423-GlyCCC (13190255-13190165)  Gly (CCC) 91 bp  Sc: 28.49 
TCCTTGGTAGTCCAGAGGCTAAGACTCTGGGCTCCCAGTTCAGGCAGCACAGGTTTGACC 
TCTGACCCAGGTTTGACCCCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3275-GlyCCC (19303945-19303861)  Gly (CCC) 85 bp  Sc: 28.06 
TCCCAGGTGGCTTGGTGGTAAAGCATTCATCTCCCAATGCAGGAGATGAAGGTTTCATCC 
CTGGGTTCAATTTCTGGCTTGGGAA 
>Bos_taurus_chr13.trna6455-GlyCCC (27119952-27119870)  Gly (CCC) 83 bp  Sc: 33.28 
TCCTTGATGGTCTAGCAGCTAAGATTCTGCACTCCCAATGCAGCTGGCCTGCATTGAACC 
AGGTTCAATCCCTGGTCAGGGGA 
>Bos_taurus_chr13.trna5472-GlyCCC (48383443-48383363)  Gly (CCC) 81 bp  Sc: 28.73 
TCCCTGGTGGTCCAGTGGCTAAGACTTCATCCTCCCAATGCAGGGCAGGGGGGGCCCCAA 
GTTAAATTCTTGGTCAAGGAA 
>Bos_taurus_chr22.trna143-GlyGCC (4414226-4414298)  Gly (GCC) 73 bp  Sc: 31.09 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTGCCAATACAGGGAGTATGGGTTCGACC 
CCTCTTTGGGGAA 
>Bos_taurus_chr27.trna2488-GlyGCC (35287916-35287844)  Gly (GCC) 73 bp  Sc: 31.29 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGAGTTGCCCATGCAGGGGTCTTGGGTTTGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr11.trna3416-GlyGCC (84991155-84991227)  Gly (GCC) 73 bp  Sc: 31.51 
TCCCTGGTGGTCCAGTGGCTAAGACTTCATACTGCCAATATAGGGGGCCTAGGTTTAACC 
CCTGGTCAGCGAA 
>Bos_taurus_chr13.trna926-GlyGCC (24437844-24437914)  Gly (GCC) 71 bp  Sc: 32.30 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGTGCTGCCAGCGCAGGGGCCAGGTTCAGTCCT 
CGGTCAGGGAA 
>Bos_taurus_chr13.trna842-GlyGCC (22867577-22867649)  Gly (GCC) 73 bp  Sc: 33.51 
TTCCTGGTGGTCCAATGGTTAGGACTCTGTGCTGCCACTACAGGGGGCCTGGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna415-GlyGCC (9193403-9193475)  Gly (GCC) 73 bp  Sc: 34.86 
TTCCTGGTGGTCCAGTGGCTTGGACTCTGCACTGCCAATGCAGGGAGCTCAGGTTCGTTC 
CCTAATCAGGGGA 
>Bos_taurus_chr22.trna1441-GlyGCC (40919835-40919907)  Gly (GCC) 73 bp  Sc: 35.45 
TCCCTGGTGGTCCAGTATCTAAGACTCTGAGTTGCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr16.trna894-GlyGCC (26376932-26377004)  Gly (GCC) 73 bp  Sc: 35.73 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTGCCAATGCAGGGTATCCGGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2500-GlyGCC (16682481-16682409)  Gly (GCC) 73 bp  Sc: 36.64 
TCCTTAGTGGTCCCGTGGCTAAGACTATGCATTGCCAATGCAGGTGACCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna5460-GlyGCC (90787823-90787751)  Gly (GCC) 73 bp  Sc: 37.06 
TCCCTGGTGGTCCAGGGGTTAAGACTCTGAGCTGCCACTGCAGGGAATGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5024-GlyGCC (123381315-123381387)  Gly (GCC) 73 bp  Sc: 38.82 
TCCCTGGTGGCCCAGTGGTTAGGATTTGGTTCTGCCACTGCCAAGGACCTGGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna8811-GlyGCC (7196046-7195974)  Gly (GCC) 73 bp  Sc: 38.90 
TCCCTGGTGGCTCAGTCGGTAAAGATCCCGCCTGCCAATGCAGGAGACTCAGGTTTGATC 
CCTGGGTAGGGAA 
>Bos_taurus_chr17.trna4142-GlyGCC (62738694-62738621)  Gly (GCC) 74 bp  Sc: 39.37 
TCCCTGGTGGTCCACTGGCTAAAGACTCTGAGCTGCCAATGCGGGGGGCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4340-GlyGCC (73383939-73383865)  Gly (GCC) 75 bp  Sc: 39.63 
TCCCTGGTGGTCCAGCGGCTAAGGCTCTGTGCTGCCAATGCAGATTGGTATCAGGTTCAA 



CACCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8333-GlyGCC (67079038-67078964)  Gly (GCC) 75 bp  Sc: 40.37 
TCCCTGGTGGTCCAGCGGCTAAAAGACTCAGCAATGCCAATGCAGGGGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3017-GlyGCC (71262409-71262480)  Gly (GCC) 72 bp  Sc: 40.38 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTGCCAGTGCAGGGGTCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna310-GlyGCC (8342043-8342114)  Gly (GCC) 72 bp  Sc: 45.36 
TTTCTACTGGCTCAGACGGTAAAGAATCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.75.trna10-GlyGCC (162402-162474)  Gly (GCC) 73 bp  Sc: 45.37 
TCCCttgttgtCCAGTGGTTAAGATTCTGTGCTGCCAATGCAAAGGGCCCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr18.trna2862-GlyGCC (62991276-62991349)  Gly (GCC) 74 bp  Sc: 45.40 
TCCCTGGTGGTCCAGGGGCTAAGACTCCGTGCTGCCACTGCAGGGGGGCCCAGGTTCAAT 
TCCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1211-GlyGCC (35991918-35991996)  Gly (GCC) 79 bp  Sc: 45.64 
TCCCCAGTGGTCCAGTTGTTAAGACTTTGCACTGCCACTGCAGGGGGGCACGGGTTAGGT 
TCAATCCCTAATTGGGGAA 
>Bos_taurus_chrX.trna719-GlyGCC (16213473-16213545)  Gly (GCC) 73 bp  Sc: 46.12 
TCCCTGGTGGTCAAGTGGTTAAGACTCTGCACTGCCAATGCATGGGGCACAGGTTGGATA 
CCTGGTCAGGGGA 
>Bos_taurus_chr26.trna1853-GlyGCC (47012730-47012802)  Gly (GCC) 73 bp  Sc: 46.21 
TTCCTGGTGGCCCAGTGGTTAAGGCTCTGCTCTGCCAAAGCAGGGAGCACAGGTTCAGGC 
CCTGGCTGGGGAA 
>Bos_taurus_chr12.trna479-GlyGCC (14072328-14072400)  Gly (GCC) 73 bp  Sc: 46.62 
TCCCTGGTGGTCGAGTGGTTAAGACTCTGTGCTGCCAACACAGGGGGCATGGGTTTGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna227-GlyGCC (6490906-6490978)  Gly (GCC) 73 bp  Sc: 47.55 
TTCCTGGTTGTCCAGTGGCTAAGACTCTGCACTGCCAATGCAGGGGGCCTGGGTTTGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr17.trna3577-GlyGCC (71988247-71988176)  Gly (GCC) 72 bp  Sc: 47.59 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTACTGCCAATGCAGGGGGCCAGGTTTAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chrUn.004.428.trna9-GlyGCC (89168-89239)  Gly (GCC) 72 bp  Sc: 47.59 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTACTGCCAATGCAGGGGGCCAGGTTTAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr22.trna3485-GlyGCC (25395275-25395203)  Gly (GCC) 73 bp  Sc: 47.90 
TCTCTGATGGTCTGCTGGCTAAGACTCTGCACTGCCAATGCAGGGGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8456-GlyGCC (83350963-83350891)  Gly (GCC) 73 bp  Sc: 48.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAAAGCAGGGGGCCTAGGTTCGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr2.trna181-GlyGCC (6289102-6289172)  Gly (GCC) 71 bp  Sc: 48.23 
GCATAGGTGGTTCAGTGGTAGAATTCTTGCTTGCCACATGGGGGGCCTGGGTTTGATTCC 
CAGCCCATGCA 
>Bos_taurus_chr19.trna4069-GlyGCC (52507144-52507072)  Gly (GCC) 73 bp  Sc: 48.31 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTGCCAATGCAGGGGGAACAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3234-GlyGCC (76151092-76151020)  Gly (GCC) 73 bp  Sc: 49.72 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCACTGCCACTGCAGGGGGCATGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr24.trna2043-GlyGCC (49624304-49624374)  Gly (GCC) 71 bp  Sc: 49.99 
TCCCAGCTGGCTCAGTGGTTAAGAATCTGCCTGCCAAGCAGGAGACTCGGGTTCGATCCC 
TGGGTTGGGAA 
>Bos_taurus_chr23.trna4570-GlyGCC (7869087-7869015)  Gly (GCC) 73 bp  Sc: 50.21 
TCCCTGGTGGTCCAGTGGTTAAGATTCCGTGCTGCCACTGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2120-GlyGCC (49962265-49962337)  Gly (GCC) 73 bp  Sc: 50.38 
ACCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna974-GlyGCC (22893829-22893901)  Gly (GCC) 73 bp  Sc: 50.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAATGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna3165-GlyGCC (61943024-61942953)  Gly (GCC) 72 bp  Sc: 50.97 
TTCCTGCTGGCTCAGTTGGTAAAGAATCTGCCTGCCGTGCAGGAGACCCAGGTTTGATTC 
CTGGGTAGGGAA 



>Bos_taurus_chr23.trna3986-GlyGCC (18113158-18113086)  Gly (GCC) 73 bp  Sc: 52.48 
TCCCTGGTGGTCGAGTGGGTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr29.trna28-GlyGCC (1022300-1022372)  Gly (GCC) 73 bp  Sc: 54.37 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTGCCAATGCAGGGGACACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna39-GlyGCC (1429324-1429396)  Gly (GCC) 73 bp  Sc: 54.37 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTGCCAATGCAGGGGACACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna7467-GlyGCC (114410195-114410123)  Gly (GCC) 73 bp  Sc: 55.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGACTGCCAATGCAGAAGGCCTGGGTTCAATC 
CCCAGTCAAGGAA 
>Bos_taurus_chr4.trna2020-GlyGCC (63774130-63774202)  Gly (GCC) 73 bp  Sc: 55.74 
TCTCTGGTGGTCCAGTGGTTAAGATTCTGCACTGCCAATGCATGGGTTACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2122-GlyGCC (58785546-58785617)  Gly (GCC) 72 bp  Sc: 56.86 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr17.trna4080-GlyGCC (63453252-63453180)  Gly (GCC) 73 bp  Sc: 57.78 
TTCCTGGTGGTCCAGTGGTCAAGACTCTCCACTGCCAATGCAGAGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1901-GlyGCC (48285783-48285712)  Gly (GCC) 72 bp  Sc: 57.82 
TCCCTGCTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna3102-GlyGCC (3150077-3150006)  Gly (GCC) 72 bp  Sc: 59.49 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCACTGCCAATGCAGTGACTCTGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr27.trna2093-GlyGCC (43147196-43147126)  Gly (GCC) 71 bp  Sc: 59.70 
GCATGGGTGCTTCAGTGGTAGGATTCCCGCCTGCCACGCGGGAGGCCCGGGTTCAATTTC 
TGGCCCGTGCA 
>Bos_taurus_chr3.trna2984-GlyGCC (86322865-86322938)  Gly (GCC) 74 bp  Sc: 60.75 
TCCCTGGTGGTCTAGTGGTTTAAGACTCTGCACTGCCAATACAGCAGGCCCAGGTTCAAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr1.trna8310-GlyGCC (87549283-87549213)  Gly (GCC) 71 bp  Sc: 66.42 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACTCGGGAGGCCTGGGTTCAATTCC 
CAGCCAATGCA 
>Bos_taurus_chr6.trna6754-GlyGCC (61649573-61649503)  Gly (GCC) 71 bp  Sc: 67.09 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGGCCTGGGTTCGATTCC 
CAGCTGATGCA 
>Bos_taurus_chr18.trna27-GlyGCC (774792-774862)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna37-GlyGCC (1170238-1170308)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna5998-GlyGCC (767760-767690)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna5999-GlyGCC (767120-767050)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr19.trna1409-GlyGCC (28311388-28311458)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr2.trna1341-GlyGCC (41255098-41255168)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr23.trna1359-GlyGCC (31005308-31005378)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr23.trna1423-GlyGCC (31703264-31703334)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna274-GlyGCC (8751409-8751479)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna272-GlyGCC (8631775-8631845)  Gly (GCC) 71 bp  Sc: 82.15 



GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Bos_taurus_chr3.trna276-GlyGCC (8817913-8817983)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Bos_taurus_chr3.trna278-GlyGCC (8941221-8941291)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Bos_taurus_chr21.trna3271-GlyGCC (60062795-60062673)  Gly (GCC) 123 bp  Sc: 54.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTGCCAAGACCAGGGGACATTCCTGGTGG 
ACTAGTTGCTAAGACTCCACACTGCCAATGCAGGGGGCCCAGGTTCGATCCCTGGTCAGG 
GAA 
>Bos_taurus_chr14.trna192-GlyTCC (5693404-5693474)  Gly (TCC) 71 bp  Sc: 23.47 
TCCGTGGTAGTCCAGTGGCTAAGACTCTGTGCTTCCAGTGCAGAAGCTGGGTTTGATGCC 
TGGCCAGGGAA 
>Bos_taurus_chr7.trna5164-GlyTCC (88599620-88599549)  Gly (TCC) 72 bp  Sc: 23.51 
TCCTGGAAGTCCAGTGGTTGAGACCCTGTACTTCCAGTGCAGGGGGTTCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr9.trna376-GlyTCC (14924258-14924330)  Gly (TCC) 73 bp  Sc: 23.75 
TCCCTGGTGGTCCAGTGGCTCCGATTCTGCATTTCCAGTGCAGGGGGCTTGAGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1097-GlyTCC (31051143-31051214)  Gly (TCC) 72 bp  Sc: 25.20 
TCCCTGATGGTCCAGTGGTTAAGACTCTGTGTTTCCAGGGCAGGGGGCACGGGTTCTATC 
CATGTCAGGGAA 
>Bos_taurus_chr24.trna1342-GlyTCC (34823868-34823940)  Gly (TCC) 73 bp  Sc: 26.07 
TCTCTGGATGTCCAGTGGCTAAGACTTTGTGCTTCCATTGCACAGGGCCCAGGTTTAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna1418-GlyTCC (31615575-31615646)  Gly (TCC) 72 bp  Sc: 26.15 
TTCCTGGTGGTCTAGTGATTAGGACTCTGAGCTTCCATTGCAGGCGCCCAGGTTTCATCC 
CTGGTTGGCAAA 
>Bos_taurus_chr10.trna3137-GlyTCC (82857477-82857549)  Gly (TCC) 73 bp  Sc: 26.19 
TCCCTGGCAGTCCAGTGGTTAAGACTGAGTTCTTCCACTGTTCTAGACTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr4.trna5462-GlyTCC (99418748-99418676)  Gly (TCC) 73 bp  Sc: 27.13 
TCCCTGGTGGTCCAGTTTTTAAGACTCTGAGCTTCCACTGCAGGGGGTGCAGGTTTGATC 
CCTGTCTGGGAAC 
>Bos_taurus_chr18.trna4990-GlyTCC (26042264-26042191)  Gly (TCC) 74 bp  Sc: 27.46 
TCCCTGGTAATTCAGTGGTTAGGATGCTGAGCTTCCATTGTGGCAAGGCCCAGGGTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7976-GlyTCC (13299129-13299057)  Gly (TCC) 73 bp  Sc: 27.72 
TTCCTGGTGGTCCAGTGATTAAGACTCTGCGCTTCCAGTGCAGGGGGCCTGAGTTTGATC 
CTTAATCAGGAAA 
>Bos_taurus_chr26.trna3142-GlyTCC (23120775-23120703)  Gly (TCC) 73 bp  Sc: 27.90 
TCTCTGGTGGTCCATTTGTTAAGATTCTGTACTTCCACTGCAGGAGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna1576-GlyTCC (42417040-42417112)  Gly (TCC) 73 bp  Sc: 28.02 
TCCCTAGTGGTCCAGTGCTTAAGACCCTGCGCTTCCAACACAGGGCCTTCAGGTTCAGCT 
CCTAGTTGGGGAA 
>Bos_taurus_chr20.trna5278-GlyTCC (11965431-11965359)  Gly (TCC) 73 bp  Sc: 29.46 
TCCCTGGTGGTCCACTGATTAAGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTCAGTT 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna5129-GlyTCC (59643643-59643571)  Gly (TCC) 73 bp  Sc: 29.52 
TCCCTGGCGGTCCAGTGGTTAAGACTCCGTGCTTCCACTACAGGGGGCTCAGGTTCTATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8040-GlyTCC (27176562-27176492)  Gly (TCC) 71 bp  Sc: 29.54 
CCCTGGCTGTCCAGTGGTTAGGACTCTGTGCTTCCATTGCAGCAGGCCTGGGTTTGATCC 
CTGGTTGGGGA 
>Bos_taurus_chr3.trna2591-GlyTCC (74287597-74287669)  Gly (TCC) 73 bp  Sc: 29.75 
TCTCTGGTGGTCCAGTGGCTAAGATTCTTCACTTCCAGTGCAGGGGATGCAGGTTTGATC 
CCTGATTAGGGAA 
>Bos_taurus_chrUn.004.12.trna13-GlyTCC (260028-260100)  Gly (TCC) 73 bp  Sc: 29.75 
TCTCTGGTGGTCCAGTGGCTAAGATTCTTCACTTCCAGTGCAGGGGATGCAGGTTTGATC 
CCTGATTAGGGAA 
>Bos_taurus_chr2.trna4559-GlyTCC (130223108-130223180)  Gly (TCC) 73 bp  Sc: 30.08 
TCCCTGGAGGTCCAGTGGTTAAGATTCTGTACTTCCAACACAGGGGGTATGGGTTTGATC 
CCTGTTCAGGGAG 
>Bos_taurus_chr25.trna4472-GlyTCC (9283517-9283445)  Gly (TCC) 73 bp  Sc: 30.24 



TCCCTGGCAGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGGGGTTCGGGTTCTGAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3676-GlyTCC (65600609-65600537)  Gly (TCC) 73 bp  Sc: 30.41 
TCCCTAGTGGTTCAGTGGCTAAGACTCCACGCTTCCAGCGTAGGGGGCTCAGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5017-GlyTCC (49932891-49932819)  Gly (TCC) 73 bp  Sc: 30.42 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGACCTGGGTACCATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr5.trna1992-GlyTCC (54888095-54888167)  Gly (TCC) 73 bp  Sc: 30.52 
TCCCTGGCAGTCCAGTGGTTCAGACTGTGCACTTCCACTGCAGGGGGCTCGGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna981-GlyTCC (29204495-29204567)  Gly (TCC) 73 bp  Sc: 30.75 
TCTCTGGAGGTCCAGTGGTTGGGACTTGGTACTTCCACTGCCGTGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna832-GlyTCC (27852991-27853062)  Gly (TCC) 72 bp  Sc: 31.32 
TCCCTGGTGGTCTAGTTGTTAGGACTCCTTGCTTCCACTTAGGGGTCATAGGTTTGATTC 
TTGGTTGGGGAA 
>Bos_taurus_chr2.trna2804-GlyTCC (89377631-89377703)  Gly (TCC) 73 bp  Sc: 31.40 
TCCCTGGCAGTCCATTGGTTAAGACTCTGAGCTTCCTCTGTAGGGGCCACAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chrUn.004.44.trna3-GlyTCC (31910-31982)  Gly (TCC) 73 bp  Sc: 31.47 
TTTTTGGTCAGTCAGTGGTTAAGACTCTGTGCTTCCGAGGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAAAGAA 
>Bos_taurus_chrUn.004.245.trna14-GlyTCC (149601-149673)  Gly (TCC) 73 bp  Sc: 32.13 
TCCCTGGTGGTCCACTGGTTAAGATGCTGAGCTTCCACTGCAGAGGCAACAAGTTCCATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr5.trna7925-GlyTCC (62178321-62178252)  Gly (TCC) 70 bp  Sc: 32.22 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCATTTCCAATGCAGACCCGGGTTCAATCTCT 
GGTCAGAGAA 
>Bos_taurus_chr1.trna797-GlyTCC (19291698-19291770)  Gly (TCC) 73 bp  Sc: 32.38 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTCCTTCCACGGCAGGGGGCATGGGTTTGTTC 
CCTAATCAGGGAA 
>Bos_taurus_chr15.trna1924-GlyTCC (55415040-55415111)  Gly (TCC) 72 bp  Sc: 32.83 
TCCCTGGTGGTCCAGTGGTTAGATTCAGTGCTTCCATTGCAGGGACCCCAGGTTTGGTTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna5545-GlyTCC (70086725-70086653)  Gly (TCC) 73 bp  Sc: 33.05 
TCCCTGGTGGTCAAGATGTTAAGACTCTGCACTTCCAAAGCAGGGGACATAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chrX.trna451-GlyTCC (10037030-10037111)  Gly (TCC) 82 bp  Sc: 33.06 
TCCCTGGTGGTCCAGTGTCCAAAACTCTGCATTTCCAATGCAGGAGTGAGATGGGGCCCA 
GGTTTGATCCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3018-GlyTCC (65457361-65457289)  Gly (TCC) 73 bp  Sc: 33.14 
TTCCTGGTGGTCCAGTGGCTGAGATTCTGCGTTTCCACTGCAGAGGGCACAGGTTGGATC 
CCTGCTCAGGGAG 
>Bos_taurus_chr22.trna3786-GlyTCC (16882340-16882262)  Gly (TCC) 79 bp  Sc: 33.20 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCACTGCATTTCCATGGAGGATGGGT 
TTGATCCCTGGTCAGGGAG 
>Bos_taurus_chr25.trna2258-GlyTCC (37602367-37602441)  Gly (TCC) 75 bp  Sc: 33.41 
TCCCTGGTGGTCCAATGGTTGAGGTTCCGTGCTTCCACCACAGAGGGTCGCCAGGTTCGA 
TCCCTGGTCGGGGAA 
>Bos_taurus_chr1.trna2849-GlyTCC (83104005-83104076)  Gly (TCC) 72 bp  Sc: 33.61 
TCCCTGGTGGTCCAGTGGTCAAGACTCTATGCTTCCAGTAAAGGGGGTTTGGTTCGATCC 
CTGATCAGGGAA 
>Bos_taurus_chr7.trna1845-GlyTCC (38583758-38583830)  Gly (TCC) 73 bp  Sc: 33.79 
TCTCTGGTGGTCCAGTGCTTAGAACTCTGTAATTCCATTGCAGGGGACCTAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna982-GlyTCC (28876858-28876936)  Gly (TCC) 79 bp  Sc: 34.03 
TCCCTGGTGGTTCAGTGGTTAGGACCCTGCATTTCCATTGCAGGGGGCATGGGCCATGGG 
TTCAATCCATGGCAGGGAA 
>Bos_taurus_chr25.trna4928-GlyTCC (1983041-1982969)  Gly (TCC) 73 bp  Sc: 34.31 
TCCCTGGTGGTCCAGTGGCTGAAACCTTGCCCTTCCAATGCAGGGGACCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna919-GlyTCC (24330307-24330379)  Gly (TCC) 73 bp  Sc: 34.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAGTGCAGCGGGCCTGGGTTCCACC 
CTTGGTCGGGGAA 
>Bos_taurus_chr18.trna1844-GlyTCC (45549546-45549618)  Gly (TCC) 73 bp  Sc: 34.67 
TTCCTGGTTGTCCAAGGGTGAAGATTCTGTGCTTCCACTGCAGGGGTCACAGGTTCAATC 



CCTGGTCAGGGAT 
>Bos_taurus_chrUn.004.738.trna2-GlyTCC (18601-18673)  Gly (TCC) 73 bp  Sc: 34.70 
TCCCTGGTGGTCTAGTGGCTAAGATTCCATGATTCCACTATGCGGGGCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.7730.trna1-GlyTCC (3327-3255)  Gly (TCC) 73 bp  Sc: 34.70 
TCCCTGGTGGTCTAGTGGCTAAGATTCCATGATTCCACTATGCGGGGCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2929-GlyTCC (6799468-6799393)  Gly (TCC) 76 bp  Sc: 34.82 
TTCCTGGTGGTCCAGTGCTTAGGACCCTGCACTTCCACTGCAGGAGGCCCTGCAGGTTTG 
ATCCCTGGTCGGGGAA 
>Bos_taurus_chr3.trna9344-GlyTCC (1429399-1429327)  Gly (TCC) 73 bp  Sc: 34.99 
TCCCTGGTGGTGTAGTGGTTTAGACTCTGAGCTTCCACTGCAGGGAGCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4362-GlyTCC (42955064-42954992)  Gly (TCC) 73 bp  Sc: 35.10 
CCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTTCCAACACAGGGAGTATGGGTTCGATC 
CCTGGTTGGGGGA 
>Bos_taurus_chr5.trna7898-GlyTCC (62728372-62728300)  Gly (TCC) 73 bp  Sc: 35.17 
TCCCTGGAGGTCCAATGATTAGGACTCCATGCTTCCACTGTAGAGGGCACAGGTTCCATT 
CCTGTTCAGGGAA 
>Bos_taurus_chrX.trna358-GlyTCC (8243957-8244029)  Gly (TCC) 73 bp  Sc: 35.25 
TCCTTGGCAGTCCAGTGGTTAGGACTCTGTGCTTCCTCTGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAAGGAC 
>Bos_taurus_chr11.trna6821-GlyTCC (56893232-56893160)  Gly (TCC) 73 bp  Sc: 35.32 
TCCTTGGTGGTCCAGTAGTTAAGACTCTGTACTTCCATTGCATGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna855-GlyTCC (20187242-20187314)  Gly (TCC) 73 bp  Sc: 35.44 
TCCCTGGTGGTCCACTGGCTAAGACTCTGTACTTCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr1.trna2602-GlyTCC (75569637-75569709)  Gly (TCC) 73 bp  Sc: 35.83 
TTCTTGATAGTCCAGTGGTTAGGACTCTGTTCTTCCATTACAGGAGCCACGGGCTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.1144.trna5-GlyTCC (9809-9737)  Gly (TCC) 73 bp  Sc: 35.83 
TTCTTGATAGTCCAGTGGTTAGGACTCTGTTCTTCCATTACAGGAGCCACGGGCTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna4996-GlyTCC (47243477-47243405)  Gly (TCC) 73 bp  Sc: 35.86 
TCCCTGGTGGTCCAGTGGCTAAGGCTCTGTACTTCCAGTGCAGAGGGTCTAGGTTTGATC 
CCTGATCGGGGAA 
>Bos_taurus_chr6.trna2069-GlyTCC (70295380-70295452)  Gly (TCC) 73 bp  Sc: 35.88 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCTCTTCCAGTGCAGGGGGCCCAGGTCCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3432-GlyTCC (78539661-78539733)  Gly (TCC) 73 bp  Sc: 35.90 
TCCCTGGTGGTCTAGTGTTTAAGACCCTGCCCTTCCACTGCGGGGAACGTGGGTTTGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr7.trna8271-GlyTCC (9550903-9550831)  Gly (TCC) 73 bp  Sc: 35.97 
TCCCTGATGGTCCAGTAGTTAAGACTCTGTGCTTCCACTGCATGGGACACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4471-GlyTCC (9291711-9291639)  Gly (TCC) 73 bp  Sc: 36.04 
TCCCTGGAGGTCCAGCGATTAGGACTCAGCACTTCCACTGCAGGGGGCTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr26.trna2760-GlyTCC (34309381-34309309)  Gly (TCC) 73 bp  Sc: 36.23 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGTTCTTCCCCTGCAGGGGGCTCTGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna6798-GlyTCC (73465972-73465900)  Gly (TCC) 73 bp  Sc: 36.40 
TCCCTAGTGGTCCAGTGGCTAAGACTCAGTGCTTCCAATACAGGGGGCTCAGGTTTGATC 
CCTGCTTGGGGAA 
>Bos_taurus_chr25.trna3439-GlyTCC (27901640-27901568)  Gly (TCC) 73 bp  Sc: 36.47 
TCCCTGGCAGTCCAGTGGTTGGGACTCTGCGCTTCCAATGCAGGAGGCTCGGGTTCAAAC 
CCTGATTGGGGAG 
>Bos_taurus_chr16.trna848-GlyTCC (25694869-25694941)  Gly (TCC) 73 bp  Sc: 36.63 
TCCTTGGTGGTCCAGTGGTTCGGACTCTGTGCTTCCACTGCAGAGGACATGGGTTTAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna6184-GlyTCC (1288058-1287986)  Gly (TCC) 73 bp  Sc: 36.72 
TCCCTGGTGGTCCCGAGGCTGGGACTCAGCACTTCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr2.trna2148-GlyTCC (68533876-68533947)  Gly (TCC) 72 bp  Sc: 36.74 
TCTAGGGTGGTCTAGTGGCTATGACTCTGTGCTTCCAATGCAGGGGGCCAGGTTTAATCC 
CTGGTCTTGAAC 



>Bos_taurus_chr5.trna7135-GlyTCC (82065803-82065731)  Gly (TCC) 73 bp  Sc: 36.85 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTTCCAAAGCAGGGAGCCCAGGTTTGACC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna2805-GlyTCC (74673904-74673976)  Gly (TCC) 73 bp  Sc: 36.90 
TCCTTGGTGATCCAGTGGTTAAGATTCCGTGCTTCCGTTGTGGGCGGCTCAGGTTCAATC 
CCTGACTGGGGAA 
>Bos_taurus_chr6.trna5187-GlyTCC (101869409-101869336)  Gly (TCC) 74 bp  Sc: 36.92 
TCCTTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCCATTTCAGGGCGGCCCGGGTTAGGT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr5.trna3031-GlyTCC (81055299-81055375)  Gly (TCC) 77 bp  Sc: 37.18 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACGCTTCCAACTTGGGCAGGGGGCCCAAGTTG 
GATCCCTGGTTAGGGAA 
>Bos_taurus_chr13.trna3953-GlyTCC (79381500-79381428)  Gly (TCC) 73 bp  Sc: 37.22 
TCCTTGGTGGTCCAGTGGTTGAGACTCCGTACTTCCACTGCAGAGGGCACAAGTTTGATC 
CTTGGTCGGGGAA 
>Bos_taurus_chr17.trna6588-GlyTCC (5714022-5713947)  Gly (TCC) 76 bp  Sc: 37.25 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGGAATTCCATTGCAGGGCACAACTCAGGTTTG 
ATCCCTGGTTGGGGAG 
>Bos_taurus_chrUn.004.3303.trna4-GlyTCC (3192-3120)  Gly (TCC) 73 bp  Sc: 37.42 
TCCCTGGCAGTCCAGTGGTTCAGACTCTACACTTCCATTGTAGGGGGCCCGGGTTCGGGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna1348-GlyTCC (30507032-30507105)  Gly (TCC) 74 bp  Sc: 37.48 
TCCTTGATGGTCCAGTGGTTGAGACTCTACACTTCCACTGCAGGGGAGTGCAGGTTTGAT 
CCCTGATCAGGGAA 
>Bos_taurus_chr8.trna7765-GlyTCC (11441086-11441014)  Gly (TCC) 73 bp  Sc: 37.60 
TCCCTGGTGGTCCAGTGGTTAGCACTCTGTGCTTCCACTGCTGTGAACCCAGGTTGGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6267-GlyTCC (9838618-9838546)  Gly (TCC) 73 bp  Sc: 37.61 
TTCCTAGTGGGCCAGTGGCTAAGACTCTGCGCTTCCACTGCAGGGGGTGCAGGTTTGATC 
CCTGCTTGGGGAA 
>Bos_taurus_chrX.trna1315-GlyTCC (34451813-34451885)  Gly (TCC) 73 bp  Sc: 37.67 
TCCCTGGTGGTCCAATGGTTAAGACTCCACAGTTCCAATGTAGGGGATGCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2648-GlyTCC (32132329-32132257)  Gly (TCC) 73 bp  Sc: 37.84 
TCCCTGGTGGTCCAGTGGTTAAGTCTCCATGCTTCCACTGCGGGGGGCACAGGTTGAATT 
CCTGTTTGGGGAA 
>Bos_taurus_chrX.trna3861-GlyTCC (82944955-82944883)  Gly (TCC) 73 bp  Sc: 37.86 
TCTCTGGCGGTCCAAAGGTTATGACTCAGCACTTCCACTGCAGGGGGACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna7716-GlyTCC (30741749-30741679)  Gly (TCC) 71 bp  Sc: 37.92 
TTACTGGTGGTCCAGTGCTAAGACTCTGTGCTTCCAATGCAGGGGCCCAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr18.trna816-GlyTCC (21093072-21093144)  Gly (TCC) 73 bp  Sc: 38.09 
TCCCTGGTGGTCCAGGGGGTAAGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGTTTGGGGTA 
>Bos_taurus_chrUn.004.74.trna1-GlyTCC (5820-5891)  Gly (TCC) 72 bp  Sc: 38.10 
TCCCTGATGGTCCAGGGTTAAGACTCTGCACTTCCACTGCAGGCGATTCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna2301-GlyTCC (58903532-58903603)  Gly (TCC) 72 bp  Sc: 38.37 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGCACTTCCACTGCCAGGGATTGGGTTCAGCCC 
CTTGTTGGGGAA 
>Bos_taurus_chr27.trna591-GlyTCC (19565578-19565650)  Gly (TCC) 73 bp  Sc: 38.43 
TCCCTGGTGGTCCAGTGACCAAGACGCTGGGCTTCCAATGCAGGAAGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9179-GlyTCC (59446501-59446429)  Gly (TCC) 73 bp  Sc: 38.52 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGCGCTTCCAATGCAAGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna2165-GlyTCC (55195749-55195819)  Gly (TCC) 71 bp  Sc: 38.53 
TCCCTGGTGGTCCAGTGGTTAAGACTCCTCGCTTCCTCAGAGGAGTTTGGGTTCAATCCC 
CGATCGGTGAA 
>Bos_taurus_chr14.trna5433-GlyTCC (27762521-27762449)  Gly (TCC) 73 bp  Sc: 38.53 
TCCCTGGGGGTTCAGTGGTTATGACTCTGAGCTTCCAATGCAGGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1557-GlyTCC (44445149-44445224)  Gly (TCC) 76 bp  Sc: 38.58 
TCCCTGGTGGTCTAGTGGCTAAGACTCTACACTTCCAATGTGAGATTAAATCCAGGTTCG 
ACCCTTAGTCAGGGAA 
>Bos_taurus_chr3.trna5161-GlyTCC (117921628-117921556)  Gly (TCC) 73 bp  Sc: 38.74 



TCCCTGGTAGTCCAGTGAGTAAGACTCTGTGCTTCCAATGCAGGGGGCACAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna1060-GlyTCC (30311833-30311905)  Gly (TCC) 73 bp  Sc: 39.26 
TCCCTGGTGGTCCAAGTGTTAAGACTCTTTACTTCCATTGCAGGGGACACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.41.trna23-GlyTCC (266271-266343)  Gly (TCC) 73 bp  Sc: 39.28 
TCCCTGGCAGTCCAGTGGTTAAGACTCTATGCTTCCACTGCAGAGAGCCCAGGTTTGAGC 
CCTGGTCGGGGAA 
>Bos_taurus_chr14.trna6475-GlyTCC (6141482-6141410)  Gly (TCC) 73 bp  Sc: 39.34 
TCCCTGGTGGTCCAGTGGCTAGGATTCTGTGTTTCCACTGCAGGGTACCAGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr5.trna4418-GlyTCC (112311776-112311848)  Gly (TCC) 73 bp  Sc: 39.34 
TCTCTGATGGTCCAGTGGCTGAGACTCTGCACTTCCAGTTCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4687-GlyTCC (54606519-54606447)  Gly (TCC) 73 bp  Sc: 39.43 
TCCCTGATGGTCCAGGTGTTAAGACTCTGTGCTTCCAATACAGGGATCTCAGGTTTGATC 
CTTGATTGGGGAA 
>Bos_taurus_chr20.trna1698-GlyTCC (44974552-44974623)  Gly (TCC) 72 bp  Sc: 39.43 
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGCATAAGGTCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr13.trna5381-GlyTCC (51762459-51762387)  Gly (TCC) 73 bp  Sc: 39.49 
TCCCTGATGGTCCAGTGGTAAGGACTTTGTTCTTCCATTGCAGGAGGCATAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna327-GlyTCC (8464872-8464944)  Gly (TCC) 73 bp  Sc: 39.50 
TCCCTGGTGGTCCAGTGGTTACGACTCTGGGCTTCCAATGCAGGGCACACAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr12.trna1580-GlyTCC (35396660-35396732)  Gly (TCC) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGCTCTTCCACTGCAGGGGGCCTGGATTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6462-GlyTCC (47089376-47089304)  Gly (TCC) 73 bp  Sc: 39.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTTCCACTGCAGGTTTCCTGGGTTCAGTC 
CCTAGTTGGGGAA 
>Bos_taurus_chr2.trna10046-GlyTCC (13545826-13545754)  Gly (TCC) 73 bp  Sc: 39.55 
TCCTTGGTGGTCCAGTGGTTAGGGCTCTGTGCTTCCTCTGCAGGGGGCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr3.trna6472-GlyTCC (83985831-83985759)  Gly (TCC) 73 bp  Sc: 39.56 
TCCCTGGTGGTCCAGCTGTTAGGACTCTGTGCTTCCACTTCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr19.trna2599-GlyTCC (50938660-50938731)  Gly (TCC) 72 bp  Sc: 39.60 
TCCCTGGCAGTCCAATGGACAGGACTCTGTGCTTCCACTGTAGGGACCCAGGTTCAACCC 
CTGGTTAGGGAA 
>Bos_taurus_chr18.trna2280-GlyTCC (52193169-52193241)  Gly (TCC) 73 bp  Sc: 39.68 
TCTCTGGTGGTCCAGTGGCTAGGACCCTGTGCTTCCAACGCAGGGGACGTGGGTTCAGTC 
CCCGGTCGGGGAA 
>Bos_taurus_chr7.trna3347-GlyTCC (83449769-83449841)  Gly (TCC) 73 bp  Sc: 39.71 
TCTCTGGCAGTCCAGTGGTTAGGATTCCATGCTTCCACTGTTGGGGGCCCAGGATCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4969-GlyTCC (102016469-102016397)  Gly (TCC) 73 bp  Sc: 40.04 
TCTCTGGTGGTCCAGTGGTTTAGACTCTGTGCTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna503-GlyTCC (13361512-13361582)  Gly (TCC) 71 bp  Sc: 40.05 
TTTCTGGTGGTTCAGTGGTAAGACTTGGTATTTCCATTGCTGTGGCCCAGCTTCAATCCC 
TGGTCAGGAAG 
>Bos_taurus_chr19.trna771-GlyTCC (17783436-17783507)  Gly (TCC) 72 bp  Sc: 40.25 
TCCCTGGTGGACCAGTGGCTTGGACTCCGTGCTTCCAACACAGGGGCCTAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna258-GlyTCC (6872702-6872772)  Gly (TCC) 71 bp  Sc: 40.34 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCAGGTTTGATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr19.trna3054-GlyTCC (59357059-59357131)  Gly (TCC) 73 bp  Sc: 40.38 
TCCCTGGCGGTCCAGTGGTTAGGACTCAGCATTTCCTCTGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1211-GlyTCC (33732724-33732796)  Gly (TCC) 73 bp  Sc: 40.44 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTTAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna5644-GlyTCC (114232498-114232426)  Gly (TCC) 73 bp  Sc: 40.55 
TCCCTGGCGGTCCAGTGGTCAGGACTCTGTGCTTCCACTGCAGGGAGCCTAGGTTTGATC 



CCTGGTTGGGGAA 
>Bos_taurus_chr28.trna3097-GlyTCC (3214654-3214582)  Gly (TCC) 73 bp  Sc: 40.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAGTGCAGGGGCCATGGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chrUn.004.8.trna94-GlyTCC (4374-4302)  Gly (TCC) 73 bp  Sc: 40.61 
TCCCAGGTGGTCTAGTGGCTAAGACTCTGAGCTTCCAATACAGGCGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2207-GlyTCC (44819799-44819871)  Gly (TCC) 73 bp  Sc: 40.82 
TCCCTGGTGGTTAAGTGGTTAGGACTCTGAGCTTCCACTACAGGGAGCACAGGTTCGACC 
CCTGCTTGGGGAA 
>Bos_taurus_chr24.trna4472-GlyTCC (26661752-26661681)  Gly (TCC) 72 bp  Sc: 41.03 
TCCCTGGTGGTCCAGTGGTTAGGATTCAGTGCTTCCACTGCAGGGAACGTGGTTCCATCC 
CTCGTCAGGGAA 
>Bos_taurus_chr22.trna2550-GlyTCC (53445969-53445896)  Gly (TCC) 74 bp  Sc: 41.10 
TCCCTGGTGGTCCAGTGGTCAGAAGACTCTGCACTTCCAATGCAGGGTCATGGGTTCTAT 
CCCTGGCTGGGGAA 
>Bos_taurus_chr17.trna2245-GlyTCC (55407448-55407520)  Gly (TCC) 73 bp  Sc: 41.11 
TTCCTGGTGGTCCATTGGTTAAGACTCTGTGCTTCCAATGCAGAGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4388-GlyTCC (69674050-69673980)  Gly (TCC) 71 bp  Sc: 41.14 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTCCACTGTTAGGACCAGGATCAATCCC 
TGATCAGGGGA 
>Bos_taurus_chr1.trna3756-GlyTCC (110555157-110555228)  Gly (TCC) 72 bp  Sc: 41.46 
TCCCTGGCAGTCCACTGGGAGGACTCCACACTTCCACTGTTGAGGCCCTAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna1285-GlyTCC (35056952-35057024)  Gly (TCC) 73 bp  Sc: 41.50 
TCCCTGACAGTCCAGTGGTTAAGACTCTGACCTTCCAAGGCAGGGACCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6214-GlyTCC (31620771-31620699)  Gly (TCC) 73 bp  Sc: 41.65 
TCCCTGGTGGTCCAGTGGTTAAGACACTATGCTTCCATTGTACGGGGAGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3079-GlyTCC (76107243-76107315)  Gly (TCC) 73 bp  Sc: 41.76 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCACTTCCAGTGCAGGGAGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna4781-GlyTCC (25852538-25852468)  Gly (TCC) 71 bp  Sc: 41.83 
TCCCTGGTGGTTCAGTGGTTGACTCTGCACTTCCATTGCAGGGGGCATGGGTTCAATCCC 
TGTTCAGGGAA 
>Bos_taurus_chr16.trna6197-GlyTCC (759630-759558)  Gly (TCC) 73 bp  Sc: 41.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATTCAGGGAGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2160-GlyTCC (50670063-50670135)  Gly (TCC) 73 bp  Sc: 41.90 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACGTCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.2437.trna2-GlyTCC (19626-19698)  Gly (TCC) 73 bp  Sc: 41.90 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACGTCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna9769-GlyTCC (22378832-22378760)  Gly (TCC) 73 bp  Sc: 41.93 
TCTTTGGTGGTCCAATGGTTAAGGCTCTGTACTTCCAATGCAGGGGGCACAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8431-GlyTCC (16545562-16545490)  Gly (TCC) 73 bp  Sc: 41.95 
TCCCTGGTAGTCCAGTGGCTCAGACTCTGCTCTTCCAATGCAGGGAGCCTAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr2.trna6073-GlyTCC (125815389-125815317)  Gly (TCC) 73 bp  Sc: 41.99 
TCCCTGGCAGTCCAGTGGTTAGGACGCTGTGCTTCCACTGCTGGGGGTCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna7455-GlyTCC (19711152-19711079)  Gly (TCC) 74 bp  Sc: 42.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGAGCCCCGGGTTCCAT 
TCCTGGTCAGGGAA 
>Bos_taurus_chr5.trna913-GlyTCC (27479921-27479994)  Gly (TCC) 74 bp  Sc: 42.13 
TCCCTGGCAGTCCAGTGGCTAGGGCTCCACACTTCCACTGTAGGGGGCACCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna2620-GlyTCC (68898382-68898454)  Gly (TCC) 73 bp  Sc: 42.25 
TCCCTAATGGTCCAGTGGTTAAGACTCAGTATTTCCACTGCAGAGGGCACAGGTTTCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna2863-GlyTCC (73696974-73697046)  Gly (TCC) 73 bp  Sc: 42.25 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGAGCTTCCGACTCAGGGGGCCTGGGTTCGGAT 
CCTGGTCAGGGAA 



>Bos_taurus_chr29.trna2138-GlyTCC (47738199-47738126)  Gly (TCC) 74 bp  Sc: 42.29 
TCCCTGGTGGTCCAGTGGTTAGGACCCTGCACTTCCAATGCAGGAGGTGTTGGGTTCAGT 
CCCTGATCAGGGAA 
>Bos_taurus_chr10.trna7377-GlyTCC (20741860-20741788)  Gly (TCC) 73 bp  Sc: 42.34 
TTCCTGGCAGTCCAATGGCTAGGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna631-GlyTCC (21608425-21608497)  Gly (TCC) 73 bp  Sc: 42.38 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTCCACTGCAGGGGATATGGGTTCAGTC 
CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna3832-GlyTCC (56840328-56840256)  Gly (TCC) 73 bp  Sc: 42.41 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTTCCAATGTAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2970-GlyTCC (72374960-72375032)  Gly (TCC) 73 bp  Sc: 42.44 
TCCCTGGCGGTCTAGTGGTTAAGATTCTGTGCTTCCAATGCAAGGGTCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna469-GlyTCC (10229781-10229853)  Gly (TCC) 73 bp  Sc: 42.50 
TCCCTGGTGGTCCAGTGGTTAGGATTCCTCACTTCCACTGGTGGGGGCCCAGGTTTGATC 
CCTGATTGGGGAC 
>Bos_taurus_chr5.trna5655-GlyTCC (113830391-113830311)  Gly (TCC) 81 bp  Sc: 42.61 
TCCCTGGTGGTCCAGTGGTTAAGACACCACACTTCCAATGTAGGGGACCCAGGTACCTGG 
GTTTGATCCCTGGTTGGGGAA 
>Bos_taurus_chr8.trna7862-GlyTCC (10147526-10147454)  Gly (TCC) 73 bp  Sc: 42.63 
TCCTTGGTAGTCCAGTGGCTGAGACTCTGTGCTTCCAAAGCAGGGGACCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr21.trna1327-GlyTCC (28207234-28207306)  Gly (TCC) 73 bp  Sc: 42.63 
TCTCTGGTGGTCCAGTGGTTAAGATTCTGAGCTTCCAATTCAGGGGGCTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna5003-GlyTCC (34620848-34620776)  Gly (TCC) 73 bp  Sc: 42.71 
TCCCTGGTAGTCCAGTAGCTACGACTCTGCACTTCCAGTGCAGAGAACCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3401-GlyTCC (76019204-76019275)  Gly (TCC) 72 bp  Sc: 42.78 
TTCCTGGCGGTCCAGTGGTGGGGACTCTGCACTTCCAATGCAGGGGCTCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1665-GlyTCC (38105143-38105215)  Gly (TCC) 73 bp  Sc: 42.78 
TCCCTGGTGGTCCAATGGCTAAGACACTGCATTTCCAATGCAAGGGACCCCGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5309-GlyTCC (19264975-19264904)  Gly (TCC) 72 bp  Sc: 42.81 
TCTCCAGTAGTCTAATGGTTAAGACTCTGCACTTCCAATGCAGGGGTGTGGGTTCATTCC 
CTGGTTGGAGAA 
>Bos_taurus_chr28.trna595-GlyTCC (14660307-14660379)  Gly (TCC) 73 bp  Sc: 42.87 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGTGCAGGTTGGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr11.trna8482-GlyTCC (15261193-15261121)  Gly (TCC) 73 bp  Sc: 42.88 
TCCTTGGTGGTTCAGTGGCTAAGATTCTGTGCTTCCAATGCAGGGGCTCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4644-GlyTCC (43035451-43035379)  Gly (TCC) 73 bp  Sc: 42.92 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGAGTCTGGGTTCGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr7.trna762-GlyTCC (13855673-13855745)  Gly (TCC) 73 bp  Sc: 42.99 
TCCCCAGTGGTCCAGTGGGTAAGGCTCTGCACTTCCACTGCAGGGGGCTTGGGTTCACTC 
CCCGGCTTGGGAA 
>Bos_taurus_chr17.trna3248-GlyTCC (72199042-72199114)  Gly (TCC) 73 bp  Sc: 43.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCACTTCAGGGGGCTAGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3564-GlyTCC (72256813-72256741)  Gly (TCC) 73 bp  Sc: 43.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCACTTCAGGGGGCTAGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5084-GlyTCC (145977558-145977630)  Gly (TCC) 73 bp  Sc: 43.18 
TCTCTGGTGGTCCAATGGCTAAGACTCTATACTTCCAATGCAGGGGACCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr23.trna3624-GlyTCC (25292043-25291971)  Gly (TCC) 73 bp  Sc: 43.34 
TCCCTGGTGGTCCAGTTGCTAAGACTCTGTGCTTCCAATGCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna4440-GlyTCC (98542679-98542607)  Gly (TCC) 73 bp  Sc: 43.39 
TCCCTGGTGGTCCAGTGGTCAAGACTTTGTGCTTCCAATACAGGGGACACAGGTTCGATC 
CCTGGTTGGGGAC 
>Bos_taurus_chr24.trna1839-GlyTCC (43973022-43973094)  Gly (TCC) 73 bp  Sc: 43.41 



TCCCTGGTGGTCCAGTGATTGGGACTCTGCACTTCCAATGCAGGGGAGGCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr2.trna973-GlyTCC (30171817-30171888)  Gly (TCC) 72 bp  Sc: 43.47 
TCTTTGATGGTCCAGTGGTTAAGACTCTGCACTTCCAAAGCAGGGGTACAGGTTTGATTC 
TTGATTGGGGAA 
>Bos_taurus_chr13.trna6987-GlyTCC (17003409-17003337)  Gly (TCC) 73 bp  Sc: 43.50 
TCCCTGGTAGTCCAGCGGTTAAGATTCTGCCCTTCCGCTGCAGGGGACCTGGGTTCTATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna5511-GlyTCC (23311561-23311489)  Gly (TCC) 73 bp  Sc: 43.65 
TCTCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCAATTCAGGGGGTCCAGGTTGGATC 
CCTGGTAAGAGAA 
>Bos_taurus_chr11.trna3633-GlyTCC (89660999-89661071)  Gly (TCC) 73 bp  Sc: 43.69 
TCCCTGGTGGTCCAGTGACGAGGACTCCCTGCTTCCAATGTGGTGGGCCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4179-GlyTCC (33691758-33691686)  Gly (TCC) 73 bp  Sc: 43.72 
TCCCTGGAAGTCCAATGGTTAAGACTCTATACTTCCACTGCAGGGAGTCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna5520-GlyTCC (6168442-6168371)  Gly (TCC) 72 bp  Sc: 43.77 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGCACAGGCTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr17.trna5152-GlyTCC (47385623-47385551)  Gly (TCC) 73 bp  Sc: 43.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCTGGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4591-GlyTCC (115947496-115947569)  Gly (TCC) 74 bp  Sc: 43.81 
TTCCTTGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCTGAGAGCACAGGTTCGATC 
CTTGTTCAGGGAAC 
>Bos_taurus_chr20.trna2598-GlyTCC (68252569-68252641)  Gly (TCC) 73 bp  Sc: 43.86 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCACTTCCACTACAGGGGACACAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna5274-GlyTCC (151622382-151622454)  Gly (TCC) 73 bp  Sc: 43.86 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCTATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr5.trna2751-GlyTCC (73789445-73789517)  Gly (TCC) 73 bp  Sc: 43.86 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCTATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr3.trna4085-GlyTCC (113503749-113503820)  Gly (TCC) 72 bp  Sc: 43.94 
TCCCTGGTGGTCCAGCGTTAAGACTCTGTGCTTCCACTGCAGGGGACACAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna5381-GlyTCC (17524558-17524486)  Gly (TCC) 73 bp  Sc: 44.11 
TCCCCGGTGGTCCAGTGCTTAGGACTTTGCGCTTCCACTGCTGGGGGCCCAGGTTTGACC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna2419-GlyTCC (36247778-36247706)  Gly (TCC) 73 bp  Sc: 44.15 
CCCCTGGTGGTCTACTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCCCGGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna6193-GlyTCC (18061283-18061211)  Gly (TCC) 73 bp  Sc: 44.22 
TCTCTGGTAGTCCAGTGGTTTAGACTCTGAGCTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr14.trna5989-GlyTCC (15724308-15724236)  Gly (TCC) 73 bp  Sc: 44.34 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCAATGCAGGGAGCTTGGATTCGATT 
CCCAGTTGGGGAA 
>Bos_taurus_chr19.trna3698-GlyTCC (58837660-58837588)  Gly (TCC) 73 bp  Sc: 44.40 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCAGGGCAGGGGGCACAGGTTCAATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr15.trna927-GlyTCC (29955050-29955122)  Gly (TCC) 73 bp  Sc: 44.40 
TCCCTGGTAGCCCAGTGGCTAAGACTCCACACTTCCAATGCAGGGGGCTCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr1.trna8394-GlyTCC (85150641-85150569)  Gly (TCC) 73 bp  Sc: 44.52 
TCCTTGGTGGTCCAATGGTTAGGACTCTGCGCTTCCACTGCAGGGGGCAAGGGTTCTATC 
CCTGTTCAAGGAA 
>Bos_taurus_chr28.trna2746-GlyTCC (11501289-11501217)  Gly (TCC) 73 bp  Sc: 44.54 
TCCTTGGTAGTCCTGTGGTTAGGACTCTGTGCTTCCATGGCAGGGGGCCTGGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4759-GlyTCC (105122868-105122796)  Gly (TCC) 73 bp  Sc: 44.57 
TCCCTGGTGGTCCAGCAGCCAAGACTCTGCACGTCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1783-GlyTCC (46841390-46841462)  Gly (TCC) 73 bp  Sc: 44.62 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACACTTCCAATGCAGGAAATGCAGGTTCCATC 



CCTGGCTAGGGAA 
>Bos_taurus_chr25.trna1625-GlyTCC (28274496-28274568)  Gly (TCC) 73 bp  Sc: 44.63 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGCACTTCCACTGCAGGGAGAACAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna6212-GlyTCC (17777366-17777294)  Gly (TCC) 73 bp  Sc: 44.72 
TCCCTGGTGGTCCAGTGGTCATGACTCTGCACCTCCACTGCAGGGAGCCTGGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5101-GlyTCC (146549642-146549713)  Gly (TCC) 72 bp  Sc: 44.78 
TCCCTGGCAGTCCAGTGGTTAGGACTCGGCACTTCCACTGCCAGGATCCAGGTTCAAATT 
CTGGTTGGGGAT 
>Bos_taurus_chr15.trna3502-GlyTCC (73937646-73937574)  Gly (TCC) 73 bp  Sc: 44.79 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGTACTTCCACTGCAGGGGGTGCAGGTTCCACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna878-GlyTCC (21364086-21364158)  Gly (TCC) 73 bp  Sc: 44.97 
TCCTTGGCAGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGAGGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3262-GlyTCC (80976787-80976859)  Gly (TCC) 73 bp  Sc: 44.97 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTCCACTGCAGGGGGTATAGGTTCCATT 
CCTAGTTGGGGAA 
>Bos_taurus_chr1.trna5248-GlyTCC (151191388-151191459)  Gly (TCC) 72 bp  Sc: 44.98 
TCCCTGGTGGTCCAGTGTTTAGGACTCTGCACTTCCACTGCCGGGGCCTGGGTTTGATCC 
CTAGTGAGGGAA 
>Bos_taurus_chr19.trna4469-GlyTCC (45529974-45529902)  Gly (TCC) 73 bp  Sc: 45.01 
TCCCTGATAGTCTAGTGGTTAGGACTCTGAACTTCCACTTCAGGGAGCTTGGGTTCTATC 
CCTCATTGGGGAA 
>Bos_taurus_chr7.trna409-GlyTCC (9046096-9046168)  Gly (TCC) 73 bp  Sc: 45.02 
TTCCTGGTGGTTCAGTGGCTAGGACTCTGCCCTTCCAGTGCAGAGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna413-GlyTCC (9174406-9174478)  Gly (TCC) 73 bp  Sc: 45.02 
TTCCTGGTGGTTCAGTGGCTAGGACTCTGCCCTTCCAGTGCAGAGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6602-GlyTCC (24692773-24692701)  Gly (TCC) 73 bp  Sc: 45.09 
TCCCTGATGGTCCAATGGTTAAGACTCTGTGCTTCCAATGCAGTGGGTGTGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna6685-GlyTCC (3862467-3862395)  Gly (TCC) 73 bp  Sc: 45.10 
TCCCTGGAAGTCCAGTGGTTAGGACTCTGTGCTTCCACTACAGGGGGTCTGGGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr4.trna2306-GlyTCC (72326941-72327013)  Gly (TCC) 73 bp  Sc: 45.30 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGAGTGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2138-GlyTCC (54926605-54926677)  Gly (TCC) 73 bp  Sc: 45.35 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGAGACCTCAGGTTGGATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr15.trna4440-GlyTCC (50393774-50393702)  Gly (TCC) 73 bp  Sc: 45.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGACT 
CCTGGTCTGGGAA 
>Bos_taurus_chr14.trna6588-GlyTCC (3844636-3844564)  Gly (TCC) 73 bp  Sc: 45.43 
TCCCTGGTGGTCCAGTGGCTAAGATGCTGCACTTCCTATGCAGGGAGCCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr6.trna5225-GlyTCC (101384748-101384676)  Gly (TCC) 73 bp  Sc: 45.47 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGCACTTCCAGTGCGGAAGCCACAGGTTCGATT 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna449-GlyTCC (13814048-13814120)  Gly (TCC) 73 bp  Sc: 45.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCCTGGGTGCAATT 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna2211-GlyTCC (61993047-61993119)  Gly (TCC) 73 bp  Sc: 45.55 
TCCCTGGTGGTCCAGTGATTAAGACTCTGCACTTCCACTGCAGGGTGCACAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.36.trna8-GlyTCC (546664-546592)  Gly (TCC) 73 bp  Sc: 45.74 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATACAGAGGGGCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4439-GlyTCC (50497624-50497553)  Gly (TCC) 72 bp  Sc: 45.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGTCCTGGGTTTGATCC 
CTTGTTGGGGAA 
>Bos_taurus_chr12.trna1446-GlyTCC (31704040-31704112)  Gly (TCC) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGGCATGGGTTCAATG 
CCTGGTCAGGGAA 



>Bos_taurus_chr1.trna2838-GlyTCC (82934266-82934338)  Gly (TCC) 73 bp  Sc: 45.81 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGTTTCCAATGCAGGGGTTTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna2045-GlyTCC (53552239-53552311)  Gly (TCC) 73 bp  Sc: 45.93 
TCCTTGGCAGTCCAGCGGCTAAGACTCTGCACTTCCAGTGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7778-GlyTCC (11756994-11756922)  Gly (TCC) 73 bp  Sc: 46.13 
TCCCTGGCAGTCCAGTGGTTAGGGTTCTGTGCTTCCACCACAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3119-GlyTCC (69312903-69312975)  Gly (TCC) 73 bp  Sc: 46.21 
TCCCTGGTAGTCTAGAGGTTAGGATTCTGCGCTTCCACTTCAGGGGCCACAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna927-GlyTCC (20927497-20927569)  Gly (TCC) 73 bp  Sc: 46.22 
TCCCTGGTGGCCCAGTGGTTAAGATTCTGTGCTTCCAATGCAGGGGCCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna573-GlyTCC (10240393-10240465)  Gly (TCC) 73 bp  Sc: 46.22 
TCCCTGGTGGTGCAGTGGTTAGGACTCTGCACTTCCACTGCAGGCGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2697-GlyTCC (63360995-63361067)  Gly (TCC) 73 bp  Sc: 46.24 
TCCATGGTGGTCCAGTGGCTAAGACTGTGCACTTCCACTGCAGGGAGCCCAGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna829-GlyTCC (21060467-21060539)  Gly (TCC) 73 bp  Sc: 46.30 
TCCCTGATGGTACAGTGGTTAGGACTCCGTACTTCCACTGCAGGGAACCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2263-GlyTCC (60944540-60944468)  Gly (TCC) 73 bp  Sc: 46.30 
TCCCAGGTGGTCGAGTGGCTGGGACTCTGCGTTTCCACTGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna4839-GlyTCC (108571677-108571605)  Gly (TCC) 73 bp  Sc: 46.59 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna433-GlyTCC (14817716-14817788)  Gly (TCC) 73 bp  Sc: 46.61 
TCCCTGGTGGTCAAGGTGTTAAGACTCTGCACTTCCAATGCAGGGGGCACAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr26.trna795-GlyTCC (23119925-23119997)  Gly (TCC) 73 bp  Sc: 46.62 
TCCCTGGTGATCCAGTGATTAGGATTCTGTGCTTCCAATGCTGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1864-GlyTCC (45842514-45842586)  Gly (TCC) 73 bp  Sc: 46.67 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACCGCAGGGGGCTCAGGTTCTATC 
CTTGGTCATGGAA 
>Bos_taurus_chrX.trna2799-GlyTCC (74582178-74582250)  Gly (TCC) 73 bp  Sc: 46.89 
TCCCTGATGGTCTAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8970-GlyTCC (66021682-66021610)  Gly (TCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGGTTAAGATTATGCACTTCCATTGCAGGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6240-GlyTCC (14304510-14304437)  Gly (TCC) 74 bp  Sc: 47.04 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCACAGGGTTCGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr17.trna4812-GlyTCC (53467895-53467823)  Gly (TCC) 73 bp  Sc: 47.09 
TCCTTGATGGTCCAGTGGTTAAGACTTTGTTCTTCCAATGCAGGGGGCACAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna2536-GlyTCC (55908816-55908888)  Gly (TCC) 73 bp  Sc: 47.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGATTCCAACGCAGGAGGCCCAGGTTTGATC 
TCTGGCCAGGGAA 
>Bos_taurus_chr2.trna3012-GlyTCC (94967172-94967244)  Gly (TCC) 73 bp  Sc: 47.32 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTTCCAACGCAGGGAGCCCAGGTTTGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr9.trna122-GlyTCC (7313852-7313924)  Gly (TCC) 73 bp  Sc: 47.36 
TCCCTGGTGGTCCAGTGGGTCAGACTCTGCACTTCCACTACAGGGGGCCCAAGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr22.trna4274-GlyTCC (7282471-7282399)  Gly (TCC) 73 bp  Sc: 47.38 
TCCCTGGTGGTCCAGTGGTTACGACTCTGCACTTCCATCGCAGAGGGTGCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4759-GlyTCC (40766410-40766339)  Gly (TCC) 72 bp  Sc: 47.47 
TCCCTGGTGGTCCAATGGTTAGGATTCTGTGCTTCCACTGCTGGGGCCCAGGTTCGATCT 
CTGGTAAGGGAA 
>Bos_taurus_chr25.trna656-GlyTCC (11542431-11542503)  Gly (TCC) 73 bp  Sc: 47.53 



TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGAAGGGAGTACAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6875-GlyTCC (89840132-89840060)  Gly (TCC) 73 bp  Sc: 47.59 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTTCCAATGCAGGGGACGTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr9.trna4969-GlyTCC (84456389-84456316)  Gly (TCC) 74 bp  Sc: 47.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAAGGCAGGAGGCCCAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna2384-GlyTCC (68084172-68084244)  Gly (TCC) 73 bp  Sc: 47.75 
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCTCAGGTTCAAAC 
TCTGGTTGGGGAA 
>Bos_taurus_chr10.trna3988-GlyTCC (103228335-103228407)  Gly (TCC) 73 bp  Sc: 47.77 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCTCTTCCAGTGCAGGGGACTCAGGTTTGATC 
CCAGACCAGGGAA 
>Bos_taurus_chr10.trna3995-GlyTCC (103311664-103311736)  Gly (TCC) 73 bp  Sc: 47.77 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCTCTTCCAGTGCAGGGGACTCAGGTTTGATC 
CCAGACCAGGGAA 
>Bos_taurus_chr18.trna4284-GlyTCC (44467032-44466960)  Gly (TCC) 73 bp  Sc: 47.81 
TCCCTGGTGGTTTGGTGGCTAAAACTTTGTGTTTCCAATGCAAAGGTCCCAGGTTTTATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2791-GlyTCC (70242206-70242278)  Gly (TCC) 73 bp  Sc: 47.82 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCGCTTCCAATGCAGGGGGTGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4176-GlyTCC (123377674-123377746)  Gly (TCC) 73 bp  Sc: 47.86 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCATCGCAGGGGGCATGGGTTGGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr22.trna4476-GlyTCC (3914163-3914091)  Gly (TCC) 73 bp  Sc: 47.98 
TCCCCGGTGGTCCAGTGACTAAGACTCTGCACCTCCAATGCAGGGGTCCTGGGTTTGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr27.trna3782-GlyTCC (5092807-5092736)  Gly (TCC) 72 bp  Sc: 48.03 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGCATGGGTTCAATC 
CCTGTCGGAGAA 
>Bos_taurus_chr7.trna2284-GlyTCC (51480482-51480554)  Gly (TCC) 73 bp  Sc: 48.13 
TCCCTGGTCGTCCAGTGGTTAGGATGCTGTGCTTCCATTTCAGAGGGCCCAGGTTCATCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna932-GlyTCC (26612068-26612140)  Gly (TCC) 73 bp  Sc: 48.66 
TTCCTGGTGGTCCAGTGATTAGGACTCTGTGCTTCCACTGCTGGGGGCCCAGGTTCAATT 
CCTGGTTGGGAAA 
>Bos_taurus_chr26.trna2586-GlyTCC (38281852-38281781)  Gly (TCC) 72 bp  Sc: 48.66 
TCCCTGGTGGTTCAGGGGTTAAGATGCTGCACTTCCAGTGCAGGAGCACAGGTTCGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna3327-GlyTCC (82985078-82985150)  Gly (TCC) 73 bp  Sc: 48.77 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCGTTTCCACTGCAGGGGGCACAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5176-GlyTCC (101965807-101965735)  Gly (TCC) 73 bp  Sc: 48.87 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGTGTGGGTTTGATC 
CCCGCTTGGGGAA 
>Bos_taurus_chr21.trna929-GlyTCC (22307748-22307820)  Gly (TCC) 73 bp  Sc: 48.90 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAGTGCAGGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3992-GlyTCC (48470361-48470288)  Gly (TCC) 74 bp  Sc: 48.91 
TCCCTGGTGGTCCAATGGTGAAGATGCCATGCTTCCAACGTGGGGGTGTGCGGGTTCAAT 
CCCTGCTCGGGGAA 
>Bos_taurus_chr11.trna1937-GlyTCC (48300437-48300509)  Gly (TCC) 73 bp  Sc: 48.91 
TCCCAGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGAGCCTGGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna3067-GlyTCC (69945000-69944928)  Gly (TCC) 73 bp  Sc: 48.93 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGGAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6367-GlyTCC (11242440-11242369)  Gly (TCC) 72 bp  Sc: 48.97 
TCCCTGGTGGTCCAGTGATTTGGACTCTGCCCTTCCACTGCAGGGTCACAGGTTCAATCC 
CTGACTGGGGAA 
>Bos_taurus_chr6.trna4516-GlyTCC (115339366-115339294)  Gly (TCC) 73 bp  Sc: 49.07 
TCCCTGGTGGTTCAGTGGGTATGATTCTGCACTTCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr11.trna7896-GlyTCC (30955110-30955038)  Gly (TCC) 73 bp  Sc: 49.12 
TCCCCAGTAGTCCAGTGGTTAAGACTCTGAGCTTCCACCACAGAGGGCTTGGGTTCAATC 



CCTAGCTAGGGAT 
>Bos_taurus_chr9.trna571-GlyTCC (20120981-20121053)  Gly (TCC) 73 bp  Sc: 49.34 
TCCCTGATGGCCCAGTGGTTAGGGTGCTGAGCTTCCACTGCAGGAGACATGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr2.trna767-GlyTCC (24804843-24804913)  Gly (TCC) 71 bp  Sc: 49.40 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGTGCTTCCAATGCAGGGACCCAGGTTCAATAC 
CTGGTCAGGAG 
>Bos_taurus_chr18.trna5003-GlyTCC (25826099-25826028)  Gly (TCC) 72 bp  Sc: 49.41 
TCCCTGGTGGTCCAGTGGTTAGCATGTGGTATTTCCACTGCTGTGACCCAGGTTCAATCC 
TTGGTTAGGGAA 
>Bos_taurus_chr1.trna6453-GlyTCC (144251698-144251626)  Gly (TCC) 73 bp  Sc: 49.56 
TCCCTGGTGGTTCAGTGGTTAAGACTTTGCACTTCCATTGCAGGGGGAGTGGGTTCAATC 
CCTACTCAGGGAA 
>Bos_taurus_chr21.trna1320-GlyTCC (28127754-28127825)  Gly (TCC) 72 bp  Sc: 49.59 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACAGCAGGGGCATAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2.trna168-GlyTCC (1030665-1030593)  Gly (TCC) 73 bp  Sc: 49.60 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCACTACAGTTGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3012-GlyTCC (65597076-65597005)  Gly (TCC) 72 bp  Sc: 49.66 
TTCCTGATGGTCCAGTGGTTAAGACTCTGCTCTTCCAATGCAGGGGCTCAGGTTTGATCC 
CTGGTGGGGGAA 
>Bos_taurus_chr8.trna1367-GlyTCC (41852184-41852256)  Gly (TCC) 73 bp  Sc: 49.76 
TCCCTGGTAGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1285-GlyTCC (30091494-30091566)  Gly (TCC) 73 bp  Sc: 49.85 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGGGCCTCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna446-GlyTCC (13261272-13261344)  Gly (TCC) 73 bp  Sc: 49.92 
TCCCTGGTGGTCCAGTGGTTAGGATGCTGTGCTTCCACTGCAGGGGGCACAGGTTTTATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr18.trna669-GlyTCC (17594232-17594304)  Gly (TCC) 73 bp  Sc: 50.08 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAACGCAGGGATCCCAGCTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr1.trna11015-GlyTCC (2375663-2375591)  Gly (TCC) 73 bp  Sc: 50.10 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTTCTTCCAATGCAGGGGGCCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3678-GlyTCC (90429261-90429332)  Gly (TCC) 72 bp  Sc: 50.11 
TCCCTGCTGGTCCAATGGTTAAGACTCTGAGCTTCCAATTCAGGGGCCCAGGTTCCATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr3.trna9288-GlyTCC (3596604-3596532)  Gly (TCC) 73 bp  Sc: 50.16 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCACTTCCGATGCAGGGGGCATGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna3744-GlyTCC (58181285-58181213)  Gly (TCC) 73 bp  Sc: 50.22 
TCCCTGGTAGTCCAGGGGTGAAGACCCTGCGCTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1541-GlyTCC (48707072-48707144)  Gly (TCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8973-GlyTCC (47020760-47020688)  Gly (TCC) 73 bp  Sc: 50.38 
TCCCTGGCAGTCCAGTGGTTAGGACTCGGCACTTCCACTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna653-GlyTCC (14831746-14831818)  Gly (TCC) 73 bp  Sc: 50.40 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGTCTCAGGATCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr6.trna640-GlyTCC (23651667-23651739)  Gly (TCC) 73 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2284.trna1-GlyTCC (17168-17096)  Gly (TCC) 73 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5644.trna1-GlyTCC (7435-7363)  Gly (TCC) 73 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.6077.trna1-GlyTCC (6524-6452)  Gly (TCC) 73 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC 
CCTGGTCAGGGAA 



>Bos_taurus_chr26.trna3485-GlyTCC (14647620-14647548)  Gly (TCC) 73 bp  Sc: 50.63 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chrUn.004.125.trna1-GlyTCC (61294-61366)  Gly (TCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTTAGACTCCACACTTCCAATGTAGGCAGCACAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr22.trna1848-GlyTCC (51956972-51957044)  Gly (TCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTAGGGCTCTGTGCTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna1286-GlyTCC (30102233-30102305)  Gly (TCC) 73 bp  Sc: 50.89 
TCCCTGGTGGTTCAGTGGTTTGGATTCTGCACTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr7.trna6176-GlyTCC (57889845-57889773)  Gly (TCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTGAAGACGCTGCACTTCCACTGCAGGGAGCATGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chrUn.004.6.trna22-GlyTCC (513296-513368)  Gly (TCC) 73 bp  Sc: 51.06 
TCCCTGGTGGTCCAGTGGTTAAGACGCTGCGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr9.trna6653-GlyTCC (35959930-35959858)  Gly (TCC) 73 bp  Sc: 51.08 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5777-GlyTCC (20910450-20910378)  Gly (TCC) 73 bp  Sc: 51.25 
TCCCCAATGGTCTAGTGGTTAAGACTCTGCACTTCCAATGCAGAAGGCATGGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna2608-GlyTCC (62628622-62628694)  Gly (TCC) 73 bp  Sc: 51.26 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCACAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4880-GlyTCC (103448059-103447987)  Gly (TCC) 73 bp  Sc: 51.31 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGTGCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr11.trna3980-GlyTCC (97295437-97295509)  Gly (TCC) 73 bp  Sc: 51.34 
TCCTTGGTGGTCCAGCTGTTAGGATGCTGTTCTTCCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr17.trna802-GlyTCC (19391859-19391931)  Gly (TCC) 73 bp  Sc: 51.39 
TCCCTGGCAGTCCAGTGGTTAAGGCTTTGCACTTCCACTGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5106-GlyTCC (89913094-89913022)  Gly (TCC) 73 bp  Sc: 51.45 
TCCCTGGTGGTCCAGTGGCTAGGACTCCACACTTCCAATGTAGGCTGCCCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna1392-GlyTCC (42791127-42791199)  Gly (TCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCATGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6646-GlyTCC (24146783-24146712)  Gly (TCC) 72 bp  Sc: 51.80 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCTGGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2057.trna1-GlyTCC (15073-15001)  Gly (TCC) 73 bp  Sc: 51.90 
TCTCTGATGGTCCAGTGGTGAAGACTCTGCGCTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5087-GlyTCC (48808049-48807977)  Gly (TCC) 73 bp  Sc: 51.95 
TCCCTGGTGGTGCAGTGGTTAATATTCTGCACTTCCACTGCAGGGGTTGCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna4968-GlyTCC (86620416-86620344)  Gly (TCC) 73 bp  Sc: 52.01 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGTCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna808-GlyTCC (22071497-22071568)  Gly (TCC) 72 bp  Sc: 52.02 
TCCCTGGTGGTCCAATGGTTAAGACTTGGCACTTCCACTGCAGTGGCCCATGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna3898-GlyTCC (19482018-19481946)  Gly (TCC) 73 bp  Sc: 52.13 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCAATC 
ACTGGTTGGGGAA 
>Bos_taurus_chr2.trna2108-GlyTCC (67270832-67270903)  Gly (TCC) 72 bp  Sc: 52.14 
TCCCTGATGGTCTAGTCGTTAAGACAGTGCACTTCCACTGCAGGGGCACAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr22.trna3237-GlyTCC (33010416-33010345)  Gly (TCC) 72 bp  Sc: 52.20 
TCCCTGGTGGTCCAGTGCTTAGGACTCAGCACTTCCACTGCTGTGGTCCAGGTTCAATCT 
CTGGTCAGAGAA 
>Bos_taurus_chr4.trna3669-GlyTCC (107629935-107630007)  Gly (TCC) 73 bp  Sc: 52.32 



TCCCCGGTGGTCCAATGGTTAGGACTCCACACTTCCACTGTGGGGGACATGGGTTCGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna2834-GlyTCC (70869324-70869396)  Gly (TCC) 73 bp  Sc: 52.34 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGTCCGTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4654-GlyTCC (34985649-34985577)  Gly (TCC) 73 bp  Sc: 52.35 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTTCCAATTCAGGGGGCCTGGGTTTGATC 
CCCAATCAGGGAA 
>Bos_taurus_chr11.trna8837-GlyTCC (6654582-6654510)  Gly (TCC) 73 bp  Sc: 52.42 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCGCTTCCAACGCAGAGGGCCTGGGTTCGATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6650-GlyTCC (24050821-24050749)  Gly (TCC) 73 bp  Sc: 52.43 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.21.trna79-GlyTCC (322528-322457)  Gly (TCC) 72 bp  Sc: 52.53 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTTCCAATGCAGGGGTCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna1846-GlyTCC (44051177-44051249)  Gly (TCC) 73 bp  Sc: 52.56 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCACTTCCATTGCAGAGGGCGTAGGTTCAAAG 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna4989-GlyTCC (101514014-101513942)  Gly (TCC) 73 bp  Sc: 52.57 
TCCCTGGTGGTCTAGTGGTTAGGACTCTGTGCTTCCAATGCAGGGGCCACAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr24.trna3418-GlyTCC (49945762-49945690)  Gly (TCC) 73 bp  Sc: 52.62 
TCCCTGGTGGTCTAGTCGCTAGGACTCTGTGCTTCCAATGCAGGGGGCCCGGGTTCAATT 
CCTGGCCGGGGAA 
>Bos_taurus_chr12.trna6139-GlyTCC (19075796-19075725)  Gly (TCC) 72 bp  Sc: 52.67 
TCCCTGGTGGTCCAGGGTTAGGACTCTGCACTTCCAGTGCAGGGGCCCAGGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna4196-GlyTCC (75659455-75659383)  Gly (TCC) 73 bp  Sc: 53.07 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGAGGCACGGGTTCAATC 
CCCGAGTGGGGAA 
>Bos_taurus_chr22.trna720-GlyTCC (16573962-16574034)  Gly (TCC) 73 bp  Sc: 53.10 
TCCCTGGTGGTCAAGTGGTTGGGACTCTGCACTTCCACTGCAGGGGGCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna820-GlyTCC (18685036-18685108)  Gly (TCC) 73 bp  Sc: 53.10 
CCCTTGGTGGTCCAGTGGTTAAGACTCTGCTCTTCCAAAGCAGGGGGCCTGGGTTCGATC 
CCTGGGCGGGGGA 
>Bos_taurus_chr3.trna6121-GlyTCC (93693139-93693067)  Gly (TCC) 73 bp  Sc: 53.29 
ACCCTGGTGGTCCAGTGGTTAGGACTCTGCTCTTCCACTGCAGAGGGTCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1413-GlyTCC (39125012-39125083)  Gly (TCC) 72 bp  Sc: 53.33 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCTCTGCAGAGGCCTGGGTTCAATCC 
CTAGTCAGAGAA 
>Bos_taurus_chr1.trna8836-GlyTCC (70538849-70538777)  Gly (TCC) 73 bp  Sc: 53.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1699-GlyTCC (40257852-40257924)  Gly (TCC) 73 bp  Sc: 53.41 
TCCCTGGTGGTCCAGTGGTGAAGACTCTGCACTTCCAATGCAGGGGGCCCAGATTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5070-GlyTCC (24099824-24099752)  Gly (TCC) 73 bp  Sc: 53.41 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCAATGCTGGGGGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4587-GlyTCC (24859388-24859317)  Gly (TCC) 72 bp  Sc: 53.44 
GCGTTGGTGGTGTAGTGGTGAGTATAGCTGCCTTCCAAGCACTTGATCCAGGTTCTATTC 
CTGGCCAATGCA 
>Bos_taurus_chr11.trna6395-GlyTCC (69182616-69182544)  Gly (TCC) 73 bp  Sc: 53.52 
TCCCTGGTGGTTCAGTGGCTAAGGCTCTGTACTTCCAATGCAGGGGGTCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna5142-GlyTCC (7201194-7201122)  Gly (TCC) 73 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACTGCAGGGGGCGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1587-GlyTCC (35792927-35792999)  Gly (TCC) 73 bp  Sc: 53.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCTATC 
CTTGGACAGGGAA 
>Bos_taurus_chr18.trna3346-GlyTCC (57016681-57016609)  Gly (TCC) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGACGCAGGTTTGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1675-GlyTCC (47362529-47362601)  Gly (TCC) 73 bp  Sc: 53.92 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGAGGCTCGGGTTCAATC 
CCCGACTGGGGAA 
>Bos_taurus_chr5.trna1117-GlyTCC (32140816-32140888)  Gly (TCC) 73 bp  Sc: 53.92 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGAGGACACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna5736-GlyTCC (112552075-112552003)  Gly (TCC) 73 bp  Sc: 53.93 
TCCCTGATGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCTGAGGGTGTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna947-GlyTCC (23285845-23285918)  Gly (TCC) 74 bp  Sc: 54.19 
TCCTTGGTGGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGCCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr23.trna299-GlyTCC (8777674-8777746)  Gly (TCC) 73 bp  Sc: 54.25 
TCCCTGGTGGTCCAGCGGTTAAGACTCTACACTTCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr11.trna7180-GlyTCC (49426379-49426307)  Gly (TCC) 73 bp  Sc: 54.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3802-GlyTCC (67340975-67340903)  Gly (TCC) 73 bp  Sc: 54.39 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr28.trna508-GlyTCC (12687269-12687341)  Gly (TCC) 73 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGAGTGTGGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr1.trna4557-GlyTCC (131490292-131490364)  Gly (TCC) 73 bp  Sc: 54.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCCCAGGTTCGATA 
TCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2425-GlyTCC (36065727-36065655)  Gly (TCC) 73 bp  Sc: 54.94 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCGCTTCCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr27.trna832-GlyTCC (25851512-25851584)  Gly (TCC) 73 bp  Sc: 54.99 
TCTCTGGTTGTCCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGGCACAGGTTCAATT 
CCTGGCTAGAGAA 
>Bos_taurus_chr14.trna6666-GlyTCC (628117-628045)  Gly (TCC) 73 bp  Sc: 55.04 
TCCTTGGTGGTCCAATGGTTAAGACTTTGCATTTCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.2377.trna1-GlyTCC (20202-20130)  Gly (TCC) 73 bp  Sc: 55.04 
TCCTTGGTGGTCCAATGGTTAAGACTTTGCATTTCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6215-GlyTCC (14993290-14993218)  Gly (TCC) 73 bp  Sc: 55.08 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGACGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4038-GlyTCC (78412038-78411966)  Gly (TCC) 73 bp  Sc: 55.14 
TCCTTGGCAGTCCAGTGGTTAAGTCTCTGCACTTCCACTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna1886-GlyTCC (54061538-54061610)  Gly (TCC) 73 bp  Sc: 55.40 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna1531-GlyTCC (38344919-38344991)  Gly (TCC) 73 bp  Sc: 55.42 
TCCCTGGTGGTCCAATGGTTAGGACTCTGCACTTCCACTACAGGGGGCTCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrUn.004.437.trna6-GlyTCC (57269-57341)  Gly (TCC) 73 bp  Sc: 55.46 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7884-GlyTCC (31122496-31122424)  Gly (TCC) 73 bp  Sc: 55.48 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGGGGGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr27.trna3306-GlyTCC (18985647-18985575)  Gly (TCC) 73 bp  Sc: 55.52 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGTTTCCACTGCAGGGGGCCCAGGTTCAATC 
CCTGGTGGGGGAA 
>Bos_taurus_chr2.trna4688-GlyTCC (132056903-132056974)  Gly (TCC) 72 bp  Sc: 55.71 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGCACTTCCACTTCAGCGTCGCAGGTTCAATCC 
CTGGTCGGGGAG 
>Bos_taurus_chr15.trna4729-GlyTCC (41072021-41071949)  Gly (TCC) 73 bp  Sc: 55.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGGTTTCCAATGCAGGGGTCCCAGGTTCGATC 
CCTGATCAGGGAA 



>Bos_taurus_chr7.trna8144-GlyTCC (10706427-10706355)  Gly (TCC) 73 bp  Sc: 55.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTAGTCGGGGAA 
>Bos_taurus_chr1.trna4425-GlyTCC (128541245-128541317)  Gly (TCC) 73 bp  Sc: 56.09 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACGCTTCCAACACAGGGGACCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr9.trna1800-GlyTCC (55747909-55747981)  Gly (TCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCATTTCCATTGCTGATGGCACAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chrUn.004.1.trna321-GlyTCC (1750083-1750011)  Gly (TCC) 73 bp  Sc: 56.12 
TCCCTGGTGGCCCAGTGGTTAAGGTGCCACACTTCCACTGTAGGGGGTGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5696-GlyTCC (22408349-22408277)  Gly (TCC) 73 bp  Sc: 56.14 
TCCTCGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCATGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr15.trna3226-GlyTCC (80849237-80849166)  Gly (TCC) 72 bp  Sc: 56.19 
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTTCCAATGCAGGGGCACAGGTTCGATCC 
CTGATCAGGGAA 
>Bos_taurus_chrUn.004.4759.trna3-GlyTCC (5826-5755)  Gly (TCC) 72 bp  Sc: 56.19 
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTTCCAATGCAGGGGCACAGGTTCGATCC 
CTGATCAGGGAA 
>Bos_taurus_chr15.trna4768-GlyTCC (39961784-39961712)  Gly (TCC) 73 bp  Sc: 56.21 
TCCCTGGTGGTTCGGTGGTTAGGACTCTGCACTTCCACTGCAAGGGGCCTGGGTTCAATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr1.trna1031-GlyTCC (25808955-25809026)  Gly (TCC) 72 bp  Sc: 56.43 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGTTTCCACTTCAGGGGCTCAGGTTCAATTC 
CTGGTTAGGGAA 
>Bos_taurus_chr12.trna4612-GlyTCC (55880584-55880513)  Gly (TCC) 72 bp  Sc: 56.44 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCAATGCAGGGGGCCAGGTTCAAACC 
CTGTTCAGGGAA 
>Bos_taurus_chr15.trna4031-GlyTCC (60868740-60868667)  Gly (TCC) 74 bp  Sc: 56.45 
TCCCTGATGGTCTAGTGGCTAGGATTCTGGCACTTCCAATGCAGGGGCCCCAGGTTTGAT 
TCCTGGTTAGGGAA 
>Bos_taurus_chr29.trna3333-GlyTCC (19555058-19554986)  Gly (TCC) 73 bp  Sc: 56.60 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGAGCCCAGGTTAGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5804-GlyTCC (20924919-20924847)  Gly (TCC) 73 bp  Sc: 56.70 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna895-GlyTCC (20983490-20983562)  Gly (TCC) 73 bp  Sc: 56.82 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCGATT 
GCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2875-GlyTCC (80804829-80804901)  Gly (TCC) 73 bp  Sc: 56.92 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGTGCTTCCACAGCAGGGGTCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna51-GlyTCC (1022099-1022171)  Gly (TCC) 73 bp  Sc: 56.96 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna2521-GlyTCC (49866781-49866853)  Gly (TCC) 73 bp  Sc: 56.97 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGAAGGGGACCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1196.trna1-GlyTCC (26447-26519)  Gly (TCC) 73 bp  Sc: 56.98 
TCCCTGATGGTCTAATGGATAAGACTCTGTGCTTCCAATGCAGGGTGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna871-GlyTCC (26880606-26880678)  Gly (TCC) 73 bp  Sc: 57.20 
TCCCTGGTGGTCTAGTGGTTAAGATTCTGCACTTCCACTGCACGGGGCACAGGTTCAATC 
CCTGGCCGGGGAA 
>Bos_taurus_chr22.trna2827-GlyTCC (45670205-45670133)  Gly (TCC) 73 bp  Sc: 57.25 
TCCTTGATGGTCCAGTGGTTAGGACTTTGCACTTCCACTACAGGGGTCACAGGTTCAATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr5.trna5347-GlyTCC (119598805-119598733)  Gly (TCC) 73 bp  Sc: 57.30 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTTCCAATGCAGGGGGTGCAGGTTCGATC 
CTTGGCCGGGGAA 
>Bos_taurus_chr22.trna287-GlyTCC (6825085-6825157)  Gly (TCC) 73 bp  Sc: 57.33 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGAGGGCACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna3519-GlyTCC (26949218-26949146)  Gly (TCC) 73 bp  Sc: 57.42 



TCCCTGGTGATCCAGTGGTTAGGATTCTGTGCTTCCAATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna631-GlyTCC (17717452-17717524)  Gly (TCC) 73 bp  Sc: 57.45 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGAACTTCCAATGCAGGGGACTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2170-GlyTCC (48750970-48751042)  Gly (TCC) 73 bp  Sc: 57.77 
TCCCCAGTGGTCCAGTGGTTAGGACTCTGCATTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr1.trna3103-GlyTCC (90425742-90425814)  Gly (TCC) 73 bp  Sc: 57.86 
TCCCTGGTGGTCCAGTGGGTAAGATTCTGCACTTCCAATGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna521-GlyTCC (10560503-10560575)  Gly (TCC) 73 bp  Sc: 58.06 
CCCCTGGTGGTACAGTGGTTAAGACTCTGCATTTCCAATGCAGAGGCCACAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1541-GlyTCC (42619822-42619894)  Gly (TCC) 73 bp  Sc: 58.11 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna229-GlyTCC (9083078-9083150)  Gly (TCC) 73 bp  Sc: 58.55 
TCCCAGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna924-GlyTCC (20121272-20121344)  Gly (TCC) 73 bp  Sc: 58.59 
TCCTTGGTGGTTCAGTGGCTAAGATTCTGCACTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4022-GlyTCC (48229702-48229630)  Gly (TCC) 73 bp  Sc: 58.78 
TCCCTGATGGTTCAGTGGTTAAGACGTTGCACTTCCAATGCAGAGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna105-GlyTCC (3513103-3513175)  Gly (TCC) 73 bp  Sc: 58.92 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAACGTCCAATGCAGAGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna94-GlyTCC (3401682-3401754)  Gly (TCC) 73 bp  Sc: 58.92 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAACGTCCAATGCAGAGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna498-GlyTCC (10300164-10300236)  Gly (TCC) 73 bp  Sc: 59.07 
TCCCTGATGGTCCAATGGTTAAGACTCTGCACTTCCAATGCAGGGGGCACGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1415-GlyTCC (35174892-35174964)  Gly (TCC) 73 bp  Sc: 59.30 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTCCAATGTAGGGGGCTCAGGTTCAATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr7.trna5819-GlyTCC (68170077-68170005)  Gly (TCC) 73 bp  Sc: 59.35 
TCCCTGATGATCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGTGCACAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4007-GlyTCC (63644842-63644770)  Gly (TCC) 73 bp  Sc: 59.72 
CCTCTGGTGGTCCAGTGGTTAAAACTCTGCACTTCCACTGCAGGGGTCCTAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna3166-GlyTCC (61016359-61016431)  Gly (TCC) 73 bp  Sc: 59.73 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGGTGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2311-GlyTCC (72216033-72216105)  Gly (TCC) 73 bp  Sc: 59.76 
TCCCTGATGGTCCAGTGGTTACGACTCTGCACTTCCACTGCAGGAGGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrUn.004.74.trna50-GlyTCC (42667-42595)  Gly (TCC) 73 bp  Sc: 59.97 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5722-GlyTCC (21992232-21992160)  Gly (TCC) 73 bp  Sc: 60.09 
TCCCCAGTGGTCCAGTGGTTAAGACTCTGCATTTCCAATGCAGGGGTTACATGTTCGATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr12.trna1361-GlyTCC (30458042-30458114)  Gly (TCC) 73 bp  Sc: 60.29 
TCCCTGGTGGTCTAGTGGTTATGAGTCTGCACTTCCACTGCAGGGGGCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1727-GlyTCC (48837345-48837417)  Gly (TCC) 73 bp  Sc: 60.39 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGCACTTCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3509-GlyTCC (27013244-27013172)  Gly (TCC) 73 bp  Sc: 60.50 
TCCGTAGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGTCCCGGGTTCAATT 
CCTGGTCAGGGAT 
>Bos_taurus_chr28.trna2582-GlyTCC (15045122-15045052)  Gly (TCC) 71 bp  Sc: 60.80 
TCCCAGGTGGTCCAGTGGTTAGGACTCAGCACTTCCACTGCTGGGGCCTGGGTTCAGTCC 



CAGGTTGGGAA 
>Bos_taurus_chr20.trna2287-GlyTCC (61951815-61951887)  Gly (TCC) 73 bp  Sc: 61.54 
TCCCTGATGGTCCAGTGGTTAGGACTCTACCCTTCCATTGCAGGGGTCACAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr5.trna7781-GlyTCC (66118341-66118270)  Gly (TCC) 72 bp  Sc: 61.60 
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAAGCACAGGTTCAATCC 
CTGGTCGGGGGA 
>Bos_taurus_chr5.trna7787-GlyTCC (66008243-66008172)  Gly (TCC) 72 bp  Sc: 61.60 
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAAGCACAGGTTCAATCC 
CTGGTCGGGGGA 
>Bos_taurus_chr2.trna10132-GlyTCC (10394475-10394403)  Gly (TCC) 73 bp  Sc: 62.52 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCATTGGAGAGGCCCCAGGTTCAAGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna2401-GlyTCC (40597711-40597783)  Gly (TCC) 73 bp  Sc: 63.74 
TCCCTGATGGTCCAGTGGTCAGGACTCAGCGATTCCACCGCCGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna4189-GlyTCC (100778605-100778534)  Gly (TCC) 72 bp  Sc: 64.88 
TTCCTGGTAGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr27.trna1366-GlyTCC (36069172-36069244)  Gly (TCC) 73 bp  Sc: 65.41 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCAATC 
CCTGACCGGGAAA 
>Bos_taurus_chr6.trna3436-GlyTCC (105499867-105499939)  Gly (TCC) 73 bp  Sc: 68.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna2313-GlyTCC (76394728-76394799)  Gly (TCC) 72 bp  Sc: 71.29 
GCATTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCAATTC 
CCGGCCAATGCA 
>Bos_taurus_chr19.trna1416-GlyTCC (28390273-28390344)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna8535-GlyTCC (23222187-23222116)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9106-GlyTCC (8948000-8947929)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9109-GlyTCC (8824689-8824618)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9112-GlyTCC (8815222-8815151)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9118-GlyTCC (8741938-8741867)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9124-GlyTCC (8629023-8628952)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chrUn.004.4089.trna1-GlyTCC (148-219)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr15.trna1363-GlyTCC (39230675-39230747)  Gly (TCC) 73 bp  Sc: 74.45 
TCGCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGTCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7571-GlyTCC (17992863-17992792)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr11.trna7542-GlyTCC (42055486-42055405)  Gly (TCC) 82 bp  Sc: 37.33 
TTCCTGGTGGTCCAGTGGTTAAGACTTCATGCTTCCAGTGCAGGTGGTGGTGATGGGATG 
GGTTCGATCCCCAGTCAGGGAA 
>Bos_taurus_chr22.trna4443-GlyTCC (4540645-4540565)  Gly (TCC) 81 bp  Sc: 38.10 
TCCCGGGTGGTTCAGTCATTAAGACTCTGCACTTCCAATGCAAGGATGCAGAGGGTGCAG 
GTTCAATCCCTGGTCCGGGAA 
>Bos_taurus_chr5.trna3095-GlyTCC (82986884-82986970)  Gly (TCC) 87 bp  Sc: 28.08 
TCCTTGGCTGTCCAGTGGTTAAGACCCCATGCTTCCACTGAAGGGGAATCATGGTTCAAT 
CACCAGGTTCAATCCCTGGTCAGGGAA 



>Bos_taurus_chr10.trna2433-HisATG (64353999-64354070)  His (ATG) 72 bp  Sc: 55.70 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTCCCTATGATGCAGGAGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr7.trna8658-HisATG (830951-830880)  His (ATG) 72 bp  Sc: 60.40 
TCCCTGATGGCTCAGTTGGTAAAGAATCTGCCTATGATGCAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chrX.trna4500-HisATG (66217655-66217584)  His (ATG) 72 bp  Sc: 61.30 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTATGATGCAGGAGACCCAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr18.trna1562-HisGTG (39141111-39141182)  His (GTG) 72 bp  Sc: 36.09 
GCCGTGATTGTACAGTGGTTAGTACTCGGtgttgtGGCCACAGCAACCTCGGTTTGAATC 
TGAGTCACAGCA 
>Bos_taurus_chr23.trna3394-HisGTG (31360552-31360481)  His (GTG) 72 bp  Sc: 51.96 
TCTGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCTTGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr25.trna3249-HisGTG (30269550-30269479)  His (GTG) 72 bp  Sc: 55.16 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGTGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna7744-HisGTG (35104433-35104362)  His (GTG) 72 bp  Sc: 57.38 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGTGATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2504-HisGTG (66856406-66856477)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr10.trna2505-HisGTG (66857938-66858009)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr10.trna5734-HisGTG (66855742-66855671)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna811-HisGTG (22472769-22472840)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna814-HisGTG (22498590-22498661)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8543-HisGTG (23046465-23046394)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8557-HisGTG (22919173-22919102)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8573-HisGTG (22678779-22678708)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8582-HisGTG (22627598-22627527)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna865-HisGTG (22962665-22962736)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna868-HisGTG (23012150-23012221)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr8.trna1103-HisGTG (31506575-31506646)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.185.trna1-HisGTG (18880-18951)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.185.trna19-HisGTG (214351-214280)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.185.trna2-HisGTG (28021-28092)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.185.trna25-HisGTG (166089-166018)  His (GTG) 72 bp  Sc: 64.63 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.1856.trna4-HisGTG (13087-13158)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chrUn.004.3551.trna3-HisGTG (260-189)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr4.trna6366-IleAAT (77437422-77437349)  Ile (AAT) 74 bp  Sc: 56.73 
GGCCGGTTAGCTCAGTTGATTAGAGTGTGGTGCTAATAACGCCAGGGTCACGGGTTCGAT 
CCCTGTGCAGGCCA 
>Bos_taurus_chr23.trna3103-IleAAT (38722821-38722748)  Ile (AAT) 74 bp  Sc: 70.00 
GGCCAGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCACAGGTTCAAT 
CCCTGTACGGGTCA 
>Bos_taurus_chr19.trna5350-IleAAT (28395968-28395895)  Ile (AAT) 74 bp  Sc: 75.36 
GGCCGGTTAGTTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr19.trna1414-IleAAT (28374885-28374958)  Ile (AAT) 74 bp  Sc: 79.24 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTACGGGCCA 
>Bos_taurus_chr21.trna2799-IleAAT (67186117-67186190)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1389-IleAAT (31304603-31304676)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1394-IleAAT (31322007-31322080)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1401-IleAAT (31352446-31352519)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1429-IleAAT (31740296-31740369)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3379-IleAAT (31568596-31568523)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3399-IleAAT (31320338-31320265)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3415-IleAAT (31117160-31117087)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3416-IleAAT (31103282-31103209)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3417-IleAAT (31101539-31101466)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chrUn.004.1183.trna1-IleAAT (14020-14093)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chrUn.004.1183.trna3-IleAAT (30398-30325)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chrUn.004.1183.trna8-IleAAT (12351-12278)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr7.trna1180-IleTAT (19288271-19288341)  Ile (TAT) 71 bp  Sc: 33.97 
TCCCGGGTGGTCCAGTGGATAAGACTCCATGCTTATCTCAGGGAGCCCAGGCTCAATCCT 
TGGTCAGGGAA 
>Bos_taurus_chr10.trna5602-IleTAT (70128531-70128459)  Ile (TAT) 73 bp  Sc: 63.95 
GGCTCCATAGCTTGGGGGTTAGAGTGCTGGTCTTATAAACCAGGGGTCACAAGTTCAAAT 
CTTGCTGGGGCCT 
>Bos_taurus_chr23.trna4168-IleTAT (15174070-15173998)  Ile (TAT) 73 bp  Sc: 68.82 
GCCCTCTTAGTGCAGTAGGCAGCACGTTAGTCTTATAATCTGAAGGTCCTGAGTTCAAGC 



CTCAGAGAGGGCA 
>Bos_taurus_chr11.trna1143-IleTAT (26502587-26502679)  Ile (TAT) 93 bp  Sc: 68.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACATGCAGAGCAATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3450-IleTAT (30294018-30293925)  Ile (TAT) 94 bp  Sc: 68.87 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAAGGCAGTACATTTGTGAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3413-IleTAT (31130443-31130350)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3390-IleTAT (31407996-31407903)  Ile (TAT) 94 bp  Sc: 69.00 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATGTGTGCGAGTGAT 
GCCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Bos_taurus_chr18.trna3980-IleTAT (48608932-48608840)  Ile (TAT) 93 bp  Sc: 66.61 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAGGGCAGTGCGAGCGGAGCGATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3358-LeuAAG (31897886-31897805)  Leu (AAG) 82 bp  Sc: 55.18 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGATGTG 
GGTTTGAATCCCACTGCTGCCA 
>Bos_taurus_chr10.trna7198-LeuAAG (25895952-25895871)  Leu (AAG) 82 bp  Sc: 55.18 
GGTAGCATGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCACTTTGGGGGCGTA 
GGTTCGAATCGCGCTGCTGCCA 
>Bos_taurus_chr7.trna1882-LeuAAG (39665899-39665980)  Leu (AAG) 82 bp  Sc: 69.34 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna1094-LeuAAG (25841215-25841296)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna7199-LeuAAG (25886390-25886309)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna1318-LeuAAG (30086744-30086825)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna1325-LeuAAG (30197607-30197688)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna1341-LeuAAG (30354799-30354880)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna3468-LeuAAG (30065291-30065210)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr25.trna1184-LeuAAG (21154623-21154704)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr13.trna6136-LeuAAG (33050295-33050208)  Leu (AAG) 88 bp  Sc: 21.82 
TCCCCAGTGGGGAAGTGGTGATCCCGTGCGTGGTTAAGACTCTGTGCTTCCACTGCAGGG 
GGCATGGGTTCAATCCCTATTTGGGGAA 
>Bos_taurus_chr18.trna4149-LeuCAA (46484487-46484417)  Leu (CAA) 71 bp  Sc: 36.37 
TCTCTGATGGTCTAGTGGCTAAGACTATCTGCCCAATGCAGGGGGCCTAGGTTTGATCCC 
TGGTCAGAGAA 
>Bos_taurus_chr14.trna5735-LeuCAA (21791508-21791438)  Leu (CAA) 71 bp  Sc: 37.09 
TCTCTGATGGTCTAATGGCTAAGACTATCTGCCCAATGCAGGGGGCCCAGGTTCGTTCCC 
TGGTCAGAGAA 
>Bos_taurus_chr19.trna1317-LeuCAA (26689952-26690024)  Leu (CAA) 73 bp  Sc: 45.12 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTACTCAAAATACACGGGGCCCGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3222-LeuCAA (84665468-84665540)  Leu (CAA) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCAAATGCAGGCGACCCAGGTTCAATC 
CCTGGCTAGGGAA 
>Bos_taurus_chr23.trna485-LeuCAA (12232540-12232621)  Leu (CAA) 82 bp  Sc: 56.50 
GCTGTGATGGTCAAGTGGTTAAGGCCTTGGACTCAAGATCCTACGGGGTCTCCCCAAGCA 
GGTTCAAACCCTGATCACAGCA 
>Bos_taurus_chr2.trna2416-LeuCAA (76456315-76456387)  Leu (CAA) 73 bp  Sc: 58.85 
GCCTTCTTAGCTCAGTAGGCAGTGCATCAGTCTCAAAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGATAGGGCA 



>Bos_taurus_chr2.trna2422-LeuCAA (76523780-76523852)  Leu (CAA) 73 bp  Sc: 58.85 
GCCTTCTTAGCTCAGTAGGCAGTGCATCAGTCTCAAAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGATAGGGCA 
>Bos_taurus_chr2.trna9287-LeuCAA (36238515-36238434)  Leu (CAA) 82 bp  Sc: 58.98 
GCTGTGATGGCTGGGTGGTCAAGGCATTGGATTCAAAATCCAATGGGGTCTGCCTGCTCA 
GGTTAGAATCCTGCTCACAGCA 
>Bos_taurus_chr9.trna1416-LeuCAA (43883890-43883971)  Leu (CAA) 82 bp  Sc: 62.21 
GCTGTGATGACTGAGTGGTTAAGATGTTAGACTCAAAATCCAATGGGGTATCCCCATGCA 
GGTTCAAATCCTGCTCACAGCA 
>Bos_taurus_chr23.trna3464-LeuCAA (30091947-30091837)  Leu (CAA) 111 bp  Sc: 67.66 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCAAACAAGCTTCCTCTGATA 
GAGGTTTCTGGTCCCCGAATGGGGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1320-LeuCAA (30121336-30121441)  Leu (CAA) 106 bp  Sc: 68.07 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAGCTTCCCCACCTTGGGGA 
TTCTGGTCTCCGTATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1372-LeuCAA (31143743-31143849)  Leu (CAA) 107 bp  Sc: 65.27 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTCTGCTTCCCACCTTTGGGG 
CTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna3411-LeuCAA (31146407-31146300)  Leu (CAA) 108 bp  Sc: 66.67 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATTCTATCTTCCCTCTCTTGGG 
GCTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1376-LeuCAA (31161357-31161463)  Leu (CAA) 107 bp  Sc: 70.03 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCCTACTTCCCCTACTTGGGG 
TTTCTGGTCTCCACTTGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr7.trna1948-LeuCAA (42028223-42028328)  Leu (CAA) 106 bp  Sc: 66.06 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTCTACCTTCCCCTAGGGCA 
TTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr6.trna2513-LeuCAG (85623486-85623556)  Leu (CAG) 71 bp  Sc: 42.60 
GGCTCATTGGTCTAGGGTTATGATTCTAGCTTCAGATGCGAGGGTTCCGGGTTCAAATCC 
TGGACGAGCTT 
>Bos_taurus_chr18.trna5030-LeuCAG (24936401-24936319)  Leu (CAG) 83 bp  Sc: 60.18 
GTCAGGATGGCCGAGAGGAATAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGANN 
>Bos_taurus_chr3.trna271-LeuCAG (8630409-8630491)  Leu (CAG) 83 bp  Sc: 63.92 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATTCTACTCCTGACA 
>Bos_taurus_chr18.trna996-LeuCAG (24935795-24935877)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr3.trna273-LeuCAG (8742588-8742670)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna3375-LeuCAG (31595661-31595579)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr3.trna275-LeuCAG (8816549-8816631)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr3.trna277-LeuCAG (8939849-8939931)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr3.trna279-LeuCAG (8949436-8949518)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr15.trna2912-LeuTAA (81443919-81443991)  Leu (TAA) 73 bp  Sc: 32.53 
TCCCTGGTAGTCCAGGGGTTAAGACTCTGTACTTAACTTGCAGGGGGCCTGGGTTCCATC 
GCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8096-LeuTAA (22488592-22488510)  Leu (TAA) 83 bp  Sc: 46.41 
ATTATAATGGCCAAGTGGTTAAGGCATTGGACTTAATATCCAATGGATTTATATCCTCAT 
GGGTTCGAACCCCATTTCTGGTA 
>Bos_taurus_chr6.trna4226-LeuTAA (122482634-122482715)  Leu (TAA) 82 bp  Sc: 48.66 
GCTGAGATTGCTGAGTGGTTAAGCACTGGACTTAAGATCCGATGGACATGTGTCTGCGTG 
GGTTCGAACCCCACTCCCAGCA 
>Bos_taurus_chr18.trna4543-LeuTAA (37934709-37934629)  Leu (TAA) 81 bp  Sc: 55.80 
GCAGGATGGCCGAGTGGTTAAGGTGTTGGACTTAAGATCCAATGGGCTAGTGCCTTGTGG 
GTTCGAATCCCACTCTCAGTA 
>Bos_taurus_chr23.trna1399-LeuTAA (31334263-31334345)  Leu (TAA) 83 bp  Sc: 70.66 



ATCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATAGACATCTGTCTGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Bos_taurus_chr15.trna2992-LeuTAA (83646565-83646647)  Leu (TAA) 83 bp  Sc: 74.33 
ACCAGAATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGATTTATATCCTCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Bos_taurus_chr23.trna3401-LeuTAA (31300209-31300127)  Leu (TAA) 83 bp  Sc: 74.84 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATAGACATGTGTCTGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Bos_taurus_chr23.trna1365-LeuTAA (31088163-31088245)  Leu (TAA) 83 bp  Sc: 79.48 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCTAGTGCCCGCGT 
GGGTTCGAACCCCACTCTCGGTA 
>Bos_taurus_chr9.trna2830-LeuTAA (84404212-84404294)  Leu (TAA) 83 bp  Sc: 81.03 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACGTATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Bos_taurus_chr25.trna3830-LeuTAG (21056217-21056136)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chrUn.004.2658.trna1-LeuTAG (13077-13158)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna7200-LeuTAG (25874307-25874226)  Leu (TAG) 82 bp  Sc: 68.82 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Bos_taurus_chr19.trna5362-LeuTAG (28306082-28306001)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna1093-LeuTAG (25839548-25839629)  Leu (TAG) 82 bp  Sc: 74.02 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr19.trna5243-LysCTT (29884488-29884417)  Lys (CTT) 72 bp  Sc: 31.98 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGTGTTCTTCCTGCCAGGACCTGAGTTGGATCC 
TTGGTCAGGAAA 
>Bos_taurus_chr6.trna1779-LysCTT (61987169-61987242)  Lys (CTT) 74 bp  Sc: 39.62 
TCCCTGATGGTCCAGTGTCTAAGACACTGTGCTCTTAATGCAGGGGGGCCCAAGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna514-LysCTT (16279313-16279385)  Lys (CTT) 73 bp  Sc: 40.70 
TCACTGGTAGTCCAGTGGCTAAGACTCTGTGCTCTTCATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna23-LysCTT (536758-536829)  Lys (CTT) 72 bp  Sc: 42.76 
TCCCTGGTGGTCTAGTGCTAAGACTCTGCAGTCTTAATGCAGGGGTTTCAGGTTCAAACT 
CTGGTCAGGAAA 
>Bos_taurus_chr22.trna3949-LysCTT (13460370-13460298)  Lys (CTT) 73 bp  Sc: 45.22 
TCTCTGGCAGTCCAGTGGTTAGGACTCAGCATTCTTACTGCTGGGACCCTGGGTTGGAGC 
CCTAGCTGGGGAA 
>Bos_taurus_chr3.trna4556-LysCTT (122411510-122411582)  Lys (CTT) 73 bp  Sc: 45.35 
CCCTTGGTAGTCCAGTGTCTAAGACTCTACACTCTTAATGCAGAGGACCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2490-LysCTT (50028341-50028270)  Lys (CTT) 72 bp  Sc: 45.55 
TCCCTGGTAGTCCAGTGGGTAAGACCCTGAGCTCTTGATGCAGGGGTCTTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna7227-LysCTT (52261065-52260993)  Lys (CTT) 73 bp  Sc: 45.85 
TCCCTGGTGGCCCAATGGCTAAGATTCTGCGTTCTTGATGCAGAGGGGCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr10.trna3100-LysCTT (82035832-82035904)  Lys (CTT) 73 bp  Sc: 48.01 
TCTCTGATGGTCCAGTGGTTATGACTCAGCGTTCTTACTGCTGGGGCCCTAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna293-LysCTT (10695146-10695218)  Lys (CTT) 73 bp  Sc: 53.01 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTCTTACTGCTGAGGGGCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna3974-LysCTT (62448980-62448894)  Lys (CTT) 87 bp  Sc: 53.24 
GCCTGGCTAGCTCAGTTGGTAGACCATGAGACTCTTAATCTCAGGGTTCAAGCCCTGAGC 
TCCTGGGTTCAAGCCCCAGGTTGGGCA 
>Bos_taurus_chr21.trna821-LysCTT (20922472-20922544)  Lys (CTT) 73 bp  Sc: 53.78 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCGCTCTTACTGCAGGGGCCCCAGGTTCTATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna3210-LysCTT (79759679-79759751)  Lys (CTT) 73 bp  Sc: 54.00 
TTCCTGATGGTCCAGTGGTTAGGACTCTGCACTCTTAGTGCTGAGGGCCCAGGTTCAATG 



CCTGATCAGGAAC 
>Bos_taurus_chr19.trna717-LysCTT (17032717-17032789)  Lys (CTT) 73 bp  Sc: 57.10 
CCCCTGGTGGTCCAGTGGTTAAGACCCTGCACTCTTAGTGCAGGGAGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1429-LysCTT (44455627-44455699)  Lys (CTT) 73 bp  Sc: 61.22 
TCTCTGGTGGTCCAGTGGTTAAGACTCCACACTCTTTATGTGGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6796-LysCTT (39001391-39001319)  Lys (CTT) 73 bp  Sc: 61.51 
TCCCTGGTGATCCAGTGGTTAGGACTCAGCACTCTTACTGCTGAGGGCCTAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna8375-LysCTT (51500668-51500596)  Lys (CTT) 73 bp  Sc: 62.60 
GCCTGGCTGACTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACATTGGGTG 
>Bos_taurus_chr10.trna4514-LysCTT (95902678-95902606)  Lys (CTT) 73 bp  Sc: 62.92 
GCCCAGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGCTGGGGGTTCAAGG 
CCCACGTTGGGCA 
>Bos_taurus_chr6.trna7711-LysCTT (30955503-30955431)  Lys (CTT) 73 bp  Sc: 63.21 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTTAATGCAGGGGGCCCTGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna3417-LysCTT (99516551-99516623)  Lys (CTT) 73 bp  Sc: 63.72 
TCCCTAGTGGTCCAGTGGTTAGGAATCCACACTCTTATTGTGGACGACCCAGGTTCAATT 
CCTGGCTGGGGAG 
>Bos_taurus_chr25.trna122-LysCTT (3193600-3193672)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Bos_taurus_chr4.trna6355-LysCTT (78120658-78120586)  Lys (CTT) 73 bp  Sc: 78.78 
GCCCAGCTAGCTCAGTTGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCA 
>Bos_taurus_chr23.trna3381-LysCTT (31566115-31566043)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna109-LysCTT (3166064-3166136)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna111-LysCTT (3179690-3179762)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna113-LysCTT (3184276-3184348)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna117-LysCTT (3189240-3189312)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna120-LysCTT (3191861-3191933)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna125-LysCTT (3198209-3198281)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna128-LysCTT (3203168-3203240)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna4871-LysCTT (3172987-3172915)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna4873-LysCTT (3167580-3167508)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna4875-LysCTT (3160539-3160467)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna4876-LysCTT (3155949-3155877)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr3.trna872-LysCTT (23049295-23049367)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Bos_taurus_chr7.trna1885-LysCTT (39692005-39692077)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr7.trna6778-LysCTT (39704157-39704085)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr10.trna5511-LysCTT (72540246-72540174)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr21.trna4312-LysCTT (30332259-30332187)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr8.trna2505-LysCTT (75836991-75837072)  Lys (CTT) 82 bp  Sc: 43.82 
TCCCTGGTGGTCTAGTGGGTAGGATTCAGTGCTCTTGGGTTGGAGAACTGCCGTGGCCTG 
GGTTTGATTCCCAGTCAGGGAA 
>Bos_taurus_chr28.trna1816-LysTTT (37299340-37299259)  Lys (TTT) 82 bp  Sc: 27.48 
TTCTTGGTAGTCCAGTGTTTATGACTCTGTATTTTTAGGGCTTCCAGGGTGTGGAGTGCA 
GGTTTGATTCCTGACCAGGAAC 
>Bos_taurus_chr24.trna3361-LysTTT (50847136-50847067)  Lys (TTT) 70 bp  Sc: 27.49 
TCCCTGGTGGTCCAGTGGTTACGACTCGGTGCTTTTACTGCCAGATCAGGTTTGATGCCT 
GGTTGGGGAA 
>Bos_taurus_chr25.trna4970-LysTTT (629978-629907)  Lys (TTT) 72 bp  Sc: 33.60 
TCCCTGATGGTCTAGTGGTAAGGACTTGGGGCTTTTTTCACCGGGGCCCAGGTTCAGTCC 
TCGGTTGGGGAA 
>Bos_taurus_chr3.trna603-LysTTT (18039319-18039390)  Lys (TTT) 72 bp  Sc: 35.00 
TCTCTGGTGGTCCAGGGGTTAGGACTTGGCGCTTTTACTACCAGGGCCTGGGTTTTATCC 
CTGGTTGGAGAA 
>Bos_taurus_chr23.trna3452-LysTTT (30264440-30264366)  Lys (TTT) 75 bp  Sc: 36.32 
TTTTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGACTCCACAGGGTTCAA 
ACCCCTGTTCAGGCT 
>Bos_taurus_chr10.trna12-LysTTT (170386-170458)  Lys (TTT) 73 bp  Sc: 36.36 
TCCATGGTGGTTCTCTGGTTAGAACTTGGCACTTTTTCTGCCGTGGGCCTGGGTTCAATC 
CCTGGTTATGGAA 
>Bos_taurus_chrUn.004.360.trna7-LysTTT (76484-76412)  Lys (TTT) 73 bp  Sc: 36.36 
TCCATGGTGGTTCTCTGGTTAGAACTTGGCACTTTTTCTGCCGTGGGCCTGGGTTCAATC 
CCTGGTTATGGAA 
>Bos_taurus_chr16.trna4364-LysTTT (48969165-48969094)  Lys (TTT) 72 bp  Sc: 37.38 
TCCCTGGTGGTCCAGTGGTTGGATTTGGTGCTTTTACTGCCAGGGCTCCAGCTTCCATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna4253-LysTTT (73179421-73179349)  Lys (TTT) 73 bp  Sc: 39.16 
TCCCTGGTGGTCCAGTTGTGAGGACTTGGAGCTTTTGCTGCCAAGGGCCTAGGATCAATC 
CCTATTCAGGGAA 
>Bos_taurus_chr3.trna8914-LysTTT (15234326-15234256)  Lys (TTT) 71 bp  Sc: 40.80 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTTACTGTCAGGACTGGGTTCAACACC 
TGGTCAGGGAA 
>Bos_taurus_chr19.trna386-LysTTT (11862409-11862479)  Lys (TTT) 71 bp  Sc: 41.55 
TCCCTGGTGGTCCAGTAGTTATGACTGGGCACTTTTACTGCTGGGCCCAGGTTCAATCCC 
TAGTCAGGGAA 
>Bos_taurus_chr24.trna933-LysTTT (26352112-26352183)  Lys (TTT) 72 bp  Sc: 41.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCATTTACTATCGGGACCCAAGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr21.trna883-LysTTT (21856849-21856921)  Lys (TTT) 73 bp  Sc: 43.21 
TCCCTGGTGGTCCAGCAGTTAGGACTTGGTACTTTTATTGCCCGGGGCCTAGGTTCAATT 
CCTGGTGGGGGAA 
>Bos_taurus_chr9.trna5798-LysTTT (63465467-63465397)  Lys (TTT) 71 bp  Sc: 43.93 
TCCCTGGTGGTCCAGTGGTTAGACTTAGTGCTTTTATTAATGTGGCCCAGGTTCAATCCC 
TGGTCAGGGAT 
>Bos_taurus_chr16.trna5395-LysTTT (25870551-25870479)  Lys (TTT) 73 bp  Sc: 44.15 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCATTTTTAATGTAGGGGGCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2223-LysTTT (37246362-37246434)  Lys (TTT) 73 bp  Sc: 45.19 
TCCCTGGTGGTCCAGTGGTTAGGACTTGCTGCTTTTACTGCTAAGAGCCCAGGTTCAATA 
TCTGGTTGGGGAA 
>Bos_taurus_chr17.trna2842-LysTTT (65231377-65231448)  Lys (TTT) 72 bp  Sc: 46.10 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGTGCTTTTGCTGCTGGAGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna2265-LysTTT (63844496-63844567)  Lys (TTT) 72 bp  Sc: 46.16 



TTCCTGATGGTCTAGTGGTTAGGATTTGGCGCTTTTACTTTCATGGCCCAGTTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1778.trna2-LysTTT (29242-29313)  Lys (TTT) 72 bp  Sc: 46.16 
TTCCTGATGGTCTAGTGGTTAGGATTTGGCGCTTTTACTTTCATGGCCCAGTTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna5163-LysTTT (117850461-117850389)  Lys (TTT) 73 bp  Sc: 46.25 
TCCCTGGTGGTTCAGTAGTTAGCACTCGGCACTTTTGCTGCTGCGGATCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna2300-LysTTT (58902772-58902843)  Lys (TTT) 72 bp  Sc: 46.47 
TCCTTGGTGGTCCAGTGGTTAGGATTTGGTGCTTTTATTGCTGTGGTCCAGGTTCGGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr9.trna5554-LysTTT (69927898-69927827)  Lys (TTT) 72 bp  Sc: 47.08 
TCCCAGGCGGTCCAGTGGTTAGGACTCCGTGCTTTTACTTTGGTGGCCCAGGTTCAATCT 
CTGGTCTGGGAA 
>Bos_taurus_chr16.trna902-LysTTT (26655742-26655813)  Lys (TTT) 72 bp  Sc: 47.93 
TCCCTGGTGGTCCAATGGTTAGGGCTTGGTGCTTTTACTACCAGGATTCAGGTTCAAGCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna2803-LysTTT (82211317-82211389)  Lys (TTT) 73 bp  Sc: 48.37 
GCCTGGGTAGCTCAGCTGGTGGAGCATCAGACTTTTAATCTGGGGATCTAGGGTTTGAGT 
CCCTGTCCAGTTG 
>Bos_taurus_chr19.trna2511-LysTTT (49786807-49786879)  Lys (TTT) 73 bp  Sc: 48.69 
TTCCTGATGGTCCAGGGGTTAAGACTCTGCACTTTTACTGCAGGGGCCACAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr8.trna3009-LysTTT (87142220-87142292)  Lys (TTT) 73 bp  Sc: 48.88 
GCTCTGGTGGTCCAGTTGTGAGGACTTAGCACTTTTACTGCCATGATCCCAGGTTTGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr21.trna1405-LysTTT (30553494-30553566)  Lys (TTT) 73 bp  Sc: 49.09 
TCCCTGCTAGTCCAATAGGTAGGACTCAGTGCTTTTAGTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3036-LysTTT (67966409-67966480)  Lys (TTT) 72 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGCTTACGACGCGGCACTTTTACTGCTGAGGCCCGGATTCGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr15.trna259-LysTTT (11520586-11520658)  Lys (TTT) 73 bp  Sc: 49.70 
TTCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTTTTACTGCTGTGGGCGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4980-LysTTT (109236757-109236685)  Lys (TTT) 73 bp  Sc: 50.50 
TCCCTGGCTGTCCAGTGGTTAAGATGCTGCACTTTTACTGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna784-LysTTT (19119028-19119100)  Lys (TTT) 73 bp  Sc: 50.59 
TCCCTGGTAGCCCAGTGGTTAGGACTCTGTGCTTTTACTGCTGTGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna5005-LysTTT (19267916-19267844)  Lys (TTT) 73 bp  Sc: 50.72 
TCCTTGATGGTCCAGTGGTTAAGACTCTGCACTTTTAACGCAGAGGACTCAAGTTTGACT 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna299-LysTTT (9308409-9308480)  Lys (TTT) 72 bp  Sc: 51.38 
TCTCTGATGGTTCAGTGGTTAGGACTTGGTGCTTTTCCTGCTGTGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna3524-LysTTT (47553625-47553553)  Lys (TTT) 73 bp  Sc: 52.09 
TCCCTGGTGGTCCAGTGGTCAGGATTTGGCACTTTTACTGCCAGGGGCTCAGGCTGGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr17.trna4302-LysTTT (60038577-60038506)  Lys (TTT) 72 bp  Sc: 53.26 
TCCCTGGCAGTCCAGTGGTTAGGACATAGCACTTTTACTGCTGTGGCCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna5648-LysTTT (23285674-23285602)  Lys (TTT) 73 bp  Sc: 53.37 
TCCCTGATGGTCTAGTGGTCAAGACTCAGTACTTTTACTACTGAGGGCCTGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr20.trna398-LysTTT (10818656-10818728)  Lys (TTT) 73 bp  Sc: 53.55 
TCCTTAGTCGTCTAGAGGTTAGGACTCTGCACTTTTACTGCCGAGGACCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna6259-LysTTT (75246057-75245985)  Lys (TTT) 73 bp  Sc: 55.39 
TCTCTGATAGTTCAGTGGTTAGAACCTTGTGCTTTTACTGCCAAGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna588-LysTTT (18149387-18149457)  Lys (TTT) 71 bp  Sc: 55.48 
TCCCTGGTGGTCCAGTGATTAGGACTTGCCACTTTTACTTCCAAGCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr2.trna4199-LysTTT (123638279-123638351)  Lys (TTT) 73 bp  Sc: 55.59 
TCCCTTGTGGTCCAGTGGTCAGGACTCGGCACTTTTACTGCTGTGGCCCTAGGTTCAATC 



CCTGGTTGGGAAA 
>Bos_taurus_chr22.trna2019-LysTTT (55807503-55807575)  Lys (TTT) 73 bp  Sc: 55.80 
CCCTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCTTGTTCTGGCA 
>Bos_taurus_chr1.trna8431-LysTTT (84004369-84004297)  Lys (TTT) 73 bp  Sc: 56.12 
GCCCAGGTAGCTCAGCTGGTAGAGCATCAGACTTTTACTCAGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGTG 
>Bos_taurus_chr4.trna5201-LysTTT (105655989-105655917)  Lys (TTT) 73 bp  Sc: 56.22 
TCCCTGGTGGTCCAGTGGTTAGGACTTCACACTTTTACAGTGAAGGCTCCAGGTTCAATC 
TTTGGTCAGGGAA 
>Bos_taurus_chr4.trna5726-LysTTT (94763110-94763039)  Lys (TTT) 72 bp  Sc: 56.53 
TCCCTGGTGGTCTAGTGGTTAGGATCTGGTACTTTTACTGCTATGGCCCAAGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr9.trna6760-LysTTT (33216141-33216068)  Lys (TTT) 74 bp  Sc: 58.66 
TCCCTGATAGTCCAGTGGTTAGGATTCGGTGCTTTTCACTGCCGAGGTCCTAGGTTCGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr20.trna121-LysTTT (3195007-3195077)  Lys (TTT) 71 bp  Sc: 58.69 
TCCCTGGGGGTCCAGTGGCAGGACTCAGCACTTTTACTGCTGACTCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chrUn.004.1838.trna3-LysTTT (6110-6040)  Lys (TTT) 71 bp  Sc: 58.69 
TCCCTGGGGGTCCAGTGGCAGGACTCAGCACTTTTACTGCTGACTCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr1.trna9095-LysTTT (62006367-62006295)  Lys (TTT) 73 bp  Sc: 59.09 
GCCTGGATAGCTCATTTGGTAGAGCATCAGATTTTTAATCTGAGTGCCTAGGGTTCAAGT 
CCCTGTTCAGGTG 
>Bos_taurus_chr24.trna47-LysTTT (1560281-1560353)  Lys (TTT) 73 bp  Sc: 59.26 
TCCCTGGGGGTCTAGTGGTTAGGACTCAGAGCTTTTACCACTGTGGCCCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2221-LysTTT (61055572-61055644)  Lys (TTT) 73 bp  Sc: 59.78 
GCCTGGGTAGCTCAGTCGGCAGAGCATCAGAGCTTTACTCTGAGGGTCCAGGGTTCGAGT 
CACTGTCCAGGCA 
>Bos_taurus_chr24.trna4933-LysTTT (13017037-13016965)  Lys (TTT) 73 bp  Sc: 60.10 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACGTTTAATCTGAGGGGCCAGGGTTCATAA 
CCCTGTTTGGGCA 
>Bos_taurus_chr1.trna7078-LysTTT (127401386-127401314)  Lys (TTT) 73 bp  Sc: 60.45 
GCCTAGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCATGC 
CCCTATCCAGGCA 
>Bos_taurus_chr22.trna4154-LysTTT (9179873-9179801)  Lys (TTT) 73 bp  Sc: 61.63 
GCCCAGATGGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAAGGTCCAAGGTTCAAGT 
CCCTGTTTGAGCC 
>Bos_taurus_chr21.trna3365-LysTTT (58224930-58224858)  Lys (TTT) 73 bp  Sc: 62.10 
TCCTTCATAGTCCAGTGGTTAGGACTCGGCACTTTTACTGCAGGGAATCCAGGTTCAATC 
CCTGGTGGGGGAA 
>Bos_taurus_chr5.trna674-LysTTT (21757226-21757298)  Lys (TTT) 73 bp  Sc: 63.60 
GCCCAGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGACC 
>Bos_taurus_chr19.trna6072-LysTTT (16833841-16833770)  Lys (TTT) 72 bp  Sc: 65.38 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCACTTTTACTGCCAGGGCCCAGGTTTGATCC 
CTGGTTGAGGAA 
>Bos_taurus_chr13.trna4090-LysTTT (77396588-77396516)  Lys (TTT) 73 bp  Sc: 67.22 
GTCTGGGTAGCTCAGCTGGTATAGCATCAGACTTTTAATCTGAAGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr10.trna4528-LysTTT (95699340-95699268)  Lys (TTT) 73 bp  Sc: 67.23 
GCCTGGGTAGCTCTGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCATGT 
CCCTGTCCAGGCG 
>Bos_taurus_chr16.trna6004-LysTTT (8169122-8169050)  Lys (TTT) 73 bp  Sc: 68.73 
ACCTAGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTTGGGCA 
>Bos_taurus_chr19.trna1258-LysTTT (25496372-25496444)  Lys (TTT) 73 bp  Sc: 70.21 
GGCTAAGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chr5.trna6666-LysTTT (93765542-93765470)  Lys (TTT) 73 bp  Sc: 71.27 
GCCTGAATAGCTCAACTGGTAGAGCATCAGACTTTTAACCTGAGGATCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chr12.trna5294-LysTTT (35193122-35193050)  Lys (TTT) 73 bp  Sc: 75.98 
GCCTGGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 



>Bos_taurus_chrX.trna4586-LysTTT (64739035-64738963)  Lys (TTT) 73 bp  Sc: 75.98 
GCCTGGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr23.trna3451-LysTTT (30264526-30264454)  Lys (TTT) 73 bp  Sc: 76.04 
GCCTGGATAGCTCAGTTAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr23.trna1416-LysTTT (31569959-31570031)  Lys (TTT) 73 bp  Sc: 76.37 
CCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr7.trna7650-LysTTT (17245640-17245568)  Lys (TTT) 73 bp  Sc: 78.41 
GCCTGGATAGCTCAGTAGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chrUn.004.1148.trna3-LysTTT (24597-24525)  Lys (TTT) 73 bp  Sc: 78.41 
GCCTGGATAGCTCAGTAGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chr3.trna1368-LysTTT (35349247-35349319)  Lys (TTT) 73 bp  Sc: 78.43 
GCCTGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr1.trna3921-LysTTT (115209171-115209243)  Lys (TTT) 73 bp  Sc: 79.55 
GCCTGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGTGTCCAGGGTTCAAAT 
CCCTGTCCAGGCA 
>Bos_taurus_chr17.trna588-LysTTT (15542329-15542401)  Lys (TTT) 73 bp  Sc: 80.16 
GCCTGGATAGCTTAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr23.trna1384-LysTTT (31281285-31281357)  Lys (TTT) 73 bp  Sc: 81.41 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCAGGCG 
>Bos_taurus_chr23.trna1374-LysTTT (31151470-31151542)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr23.trna3410-LysTTT (31154821-31154749)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr15.trna2993-LysTTT (83651194-83651266)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr15.trna3084-LysTTT (83653008-83652936)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr16.trna41-LysTTT (1247867-1247939)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr16.trna6187-LysTTT (1248273-1248201)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr19.trna1406-LysTTT (28304842-28304914)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna1330-LysTTT (30220122-30220194)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna1370-LysTTT (31116328-31116400)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna3466-LysTTT (30083683-30083611)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr4.trna7336-MetCAT (48964256-48964185)  Met (CAT) 72 bp  Sc: 51.57 
GGCAGAGTAGTGCAACAGGAGCATGCTGGGCTCATAACCCAGAGGTCAATGGATCAAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr11.trna829-MetCAT (19588491-19588563)  Met (CAT) 73 bp  Sc: 55.96 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCATAACGCAGGGGGCCCCGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1779-MetCAT (30215167-30215239)  Met (CAT) 73 bp  Sc: 56.05 
GCTCTCTTAGTGCAGTAGGCAGCATGTCAGTCTCATAATCTGAAGGTCCTGAGTTTGAAC 
CTCAGACAGGGCA 
>Bos_taurus_chr13.trna2652-MetCAT (65277880-65277952)  Met (CAT) 73 bp  Sc: 57.37 



TCCCTGGTGGTCCAGTGGCTAAGATTCTGCATTCATAATGCAGGGAGCCCCGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6228-MetCAT (48410609-48410537)  Met (CAT) 73 bp  Sc: 57.87 
GCCCTCTTAGTGCAGTAGGCAGCACGTCAGTCTCATAATCTGAAGGTGCTGAGTTCGAAC 
CTCAGGAAGGGCA 
>Bos_taurus_chr7.trna1184-MetCAT (19308136-19308208)  Met (CAT) 73 bp  Sc: 58.69 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCATAATGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4826-MetCAT (119785917-119785989)  Met (CAT) 73 bp  Sc: 63.43 
TCCTTGGTGGTTCAGTGGTTAAGACTCTGAACTCATAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1408-MetCAT (31431819-31431891)  Met (CAT) 73 bp  Sc: 65.90 
GCCCTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGAGAGAGCA 
>Bos_taurus_chr18.trna3550-MetCAT (54519406-54519335)  Met (CAT) 72 bp  Sc: 66.85 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCAATGGATCGAAAC 
CATTCTCTGCTA 
>Bos_taurus_chr19.trna2627-MetCAT (51584661-51584732)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1373-MetCAT (31149585-31149656)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1395-MetCAT (31325452-31325523)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1421-MetCAT (31692755-31692826)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chrUn.004.1183.trna9-MetCAT (8892-8821)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1360-MetCAT (31005735-31005806)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1385-MetCAT (31285490-31285561)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1424-MetCAT (31703698-31703769)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna3367-MetCAT (31712364-31712293)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna3420-MetCAT (31081217-31081146)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr3.trna8775-MetCAT (18109806-18109735)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr7.trna8317-MetCAT (8712558-8712487)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chrUn.004.2552.trna6-MetCAT (9791-9720)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr14.trna5863-MetCAT (18045367-18045295)  Met (CAT) 73 bp  Sc: 73.13 
GCCTCCTTAGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCCTGAGTTCAAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna1412-MetCAT (31444889-31444961)  Met (CAT) 73 bp  Sc: 73.48 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr23.trna1410-MetCAT (31440173-31440245)  Met (CAT) 73 bp  Sc: 74.70 
GCCCTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr23.trna3448-MetCAT (30349810-30349738)  Met (CAT) 73 bp  Sc: 75.87 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 



CTCAGAGAAGGCA 
>Bos_taurus_chr23.trna1317-MetCAT (30080601-30080673)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna3421-MetCAT (31067831-31067759)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna3465-MetCAT (30085934-30085862)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna1405-MetCAT (31427810-31427882)  Met (CAT) 73 bp  Sc: 76.72 
GCCCTCTTAGCGCAGCTGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAAC 
CTCAGAGAGGGCA 
>Bos_taurus_chr18.trna4500-MetCAT (38743183-38743111)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr23.trna3387-MetCAT (31448924-31448852)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr14.trna721-MetCAT (16175577-16175649)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Bos_taurus_chr15.trna1867-PheAAA (53803603-53803674)  Phe (AAA) 72 bp  Sc: 26.52 
TTCCCTAGAGCTCAGTTGGTAAGAATCTGCCTAAAAAGCAGGAGTCCTGGGTTCAATCCT 
TAGGTTAGGAAG 
>Bos_taurus_chr8.trna6024-PheAAA (69381715-69381644)  Phe (AAA) 72 bp  Sc: 26.52 
TTCCCTAGAGCTCAGTTGGTAAGAATCTGCCTAAAAAGCAGGAGTCCTGGGTTCAATCCT 
TAGGTTAGGAAG 
>Bos_taurus_chr27.trna3300-PheAAA (19061132-19061060)  Phe (AAA) 73 bp  Sc: 55.51 
TTCCTGGTGGCTCAGATGGTAAAGCATCTGCTTAAAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr5.trna8264-PheAAA (53577304-53577233)  Phe (AAA) 72 bp  Sc: 56.04 
TCCCTGGTAGCTCAGACGGTAAAGCGTCTGCCTAAAACGCGGGAGATCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr20.trna1872-PheAAA (51431398-51431470)  Phe (AAA) 73 bp  Sc: 57.09 
GCTGAAATAACTCAACTGGGAGAGTGTTAGACTAAAGATCTAAAGGCCCCTGGTTCAATT 
CCATGTTTCAGTG 
>Bos_taurus_chr1.trna1707-PheAAA (48771802-48771873)  Phe (AAA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTAAAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna952-PheAAA (22985585-22985656)  Phe (AAA) 72 bp  Sc: 58.97 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTAAAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna5155-PheGAA (48892168-48892097)  Phe (GAA) 72 bp  Sc: 45.24 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGAAATGTGGAAGATCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr13.trna6212-PheGAA (31647846-31647774)  Phe (GAA) 73 bp  Sc: 50.38 
GCTGAAATAGCTAAGTTGGGAGAGTGTTAGAGTGAAGATCTGAAGGTCCCCAGTTTGATC 
CTGGGTTTTGGCA 
>Bos_taurus_chr8.trna7653-PheGAA (14971033-14970962)  Phe (GAA) 72 bp  Sc: 52.10 
TCCCTGGTGGCTCAGACAGTAAAGCGTCCACCTGAAATGCGGGAGACCCAGGTTCGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chrX.trna2914-PheGAA (77452896-77452967)  Phe (GAA) 72 bp  Sc: 55.69 
GCTGAATAGCTCAGTTGGGAGAGCGTTAGATTGAAGATCTAAAGGTCCCTGGTTTGATCC 
CAGGTTCCAGAA 
>Bos_taurus_chr12.trna3695-PheGAA (77594170-77594099)  Phe (GAA) 72 bp  Sc: 56.86 
TCCCTAGTGGCTCAGATGGTAAAGTGTCTGCCTGAAATGCAGGAGACTCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna8237-PheGAA (15774337-15774266)  Phe (GAA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGAAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna2917-PheGAA (77455069-77455143)  Phe (GAA) 75 bp  Sc: 58.36 
TCCAGAATAGCTCAGTTGGCAGAGCGTTTAGACTGAAAAATCTAAAGGTCCCTGGTTCGA 
TCCCGGGTTCCGGCA 
>Bos_taurus_chr13.trna548-PheGAA (15861874-15861946)  Phe (GAA) 73 bp  Sc: 61.89 
GCTGAAATAGCTCTGTTGGGAGAGTGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAGTC 
CCAGGTTTCGGCA 



>Bos_taurus_chrX.trna2908-PheGAA (77444725-77444797)  Phe (GAA) 73 bp  Sc: 61.95 
GCTGGAAAAGCTCAGTTGGGAGAGCATTAGCCTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCTGGCA 
>Bos_taurus_chrX.trna2913-PheGAA (77447835-77447907)  Phe (GAA) 73 bp  Sc: 62.94 
TCCGGAATAGCTCAGTTAGCAGAGCGTTAGACTGAAAATCTAAAGGTTCCCGGTTCAATT 
CTGGGTTCCGGTG 
>Bos_taurus_chr15.trna3123-PheGAA (82740404-82740332)  Phe (GAA) 73 bp  Sc: 64.56 
GTTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAGTC 
CCAGGTTTCGGCA 
>Bos_taurus_chr23.trna1343-PheGAA (30367210-30367282)  Phe (GAA) 73 bp  Sc: 66.66 
GCTGAAATAGCTCAGTTGAGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCAGGTTTTGGCA 
>Bos_taurus_chr18.trna953-PheGAA (23381564-23381636)  Phe (GAA) 73 bp  Sc: 67.01 
GCTGAAATAGCTCAATTGGGAGAGCATTAGTCTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCAGGTTTTGGCA 
>Bos_taurus_chr23.trna2454-PheGAA (50943395-50943323)  Phe (GAA) 73 bp  Sc: 68.97 
GCCGGAATAGCTCAGCTGGGAGAGCGTTACACTGAAGATCTAAAGGTCCCTGGTTCAACC 
CCGGGTTTCGGCA 
>Bos_taurus_chr15.trna3083-PheGAA (83657602-83657530)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr15.trna3085-PheGAA (83652181-83652109)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna1327-PheGAA (30215227-30215299)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna3414-PheGAA (31118865-31118793)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna3459-PheGAA (30205211-30205139)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr29.trna1429-PheGAA (38941234-38941306)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chrX.trna2911-PheGAA (77446113-77446185)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chrX.trna2912-PheGAA (77447356-77447428)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chrX.trna2915-PheGAA (77454098-77454170)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chr12.trna4251-PheGAA (68043790-68043718)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr12.trna4260-PheGAA (67940872-67940800)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr17.trna2066-PheGAA (53707009-53707081)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna1316-PheGAA (30069308-30069380)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr7.trna6672-PheGAA (42830961-42830889)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr3.trna5950-ProAGG (98222467-98222396)  Pro (AGG) 72 bp  Sc: 56.30 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGAGAGAGGTCCTGGCTTCAAATC 
CCAGACGAGCCC 
>Bos_taurus_chr10.trna1102-ProAGG (25884544-25884615)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr10.trna1103-ProAGG (25887284-25887355)  Pro (AGG) 72 bp  Sc: 75.92 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr15.trna1917-ProAGG (55208951-55209022)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr23.trna3380-ProAGG (31567434-31567363)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna108-ProAGG (3159859-3159930)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna116-ProAGG (3188741-3188812)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna119-ProAGG (3191058-3191129)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna124-ProAGG (3195832-3195903)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna126-ProAGG (3198825-3198896)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna4874-ProAGG (3163847-3163776)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr4.trna3145-ProAGG (95994627-95994698)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr19.trna5353-ProCGG (28391517-28391446)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr23.trna3392-ProCGG (31393477-31393406)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna112-ProCGG (3180959-3181030)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna4872-ProCGG (3171718-3171647)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr3.trna9334-ProCGG (1566698-1566627)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr13.trna2947-ProTGG (70135424-70135496)  Pro (TGG) 73 bp  Sc: 47.25 
TCCCTGGTAGTCCAGTGGTTAAGACTTTGCACTTGGGATACAGTGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7204-ProTGG (25815869-25815798)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna107-ProTGG (3156934-3157005)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna115-ProTGG (3187886-3187957)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna118-ProTGG (3190202-3190273)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna121-ProTGG (3193095-3193166)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna123-ProTGG (3194490-3194561)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr15.trna4237-ProTGG (55209235-55209164)  Pro (TGG) 72 bp  Sc: 76.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGGTTTGGGTCCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Bos_taurus_chr10.trna7201-ProTGG (25869025-25868954)  Pro (TGG) 72 bp  Sc: 79.61 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr4.trna418-SeCTCA (12402013-12402084)  SeC (TCA) 72 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAAGACGCCACGCTTCACTACGAGGAGCACAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna1373-SeCTCA (37419820-37419891)  SeC (TCA) 72 bp  Sc: 50.55 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGATTCGATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr15.trna4403-SeCTCA (51197506-51197435)  SeC (TCA) 72 bp  Sc: 50.56 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTTCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna240-SeCTCA (6322983-6323055)  SeC (TCA) 73 bp  Sc: 50.87 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCAACGGCAGGAGGCACAGGTTCGATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna4556-SeCTCA (108646933-108647004)  SeC (TCA) 72 bp  Sc: 51.07 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCTCTCAAAGCAGGGGGCCCCGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna2642-SeCTCA (84066260-84066331)  SeC (TCA) 72 bp  Sc: 51.28 
TCCTTGGTGGTCCAGTGGTTAAGACTTGTGCTTTCAATGCAGAAGGCACAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna2079-SeCTCA (49382195-49382266)  SeC (TCA) 72 bp  Sc: 51.36 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGAGCTTTCAGTGTCGCGGCCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr2.trna5142-SeCTCA (140109040-140109112)  SeC (TCA) 73 bp  Sc: 51.39 
TCCCTGGTGGTCCAGTGGTTAGGACGCCACGCTTTCAGTGCTAAGGGCCCAGGTTCAATC 
CCTGGCCTGGGAA 
>Bos_taurus_chrUn.004.257.trna10-SeCTCA (119878-119950)  SeC (TCA) 73 bp  Sc: 51.48 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGGCTTTCAACGCAGGGGGTAACAGGTTCAATC 
CCTGCTCAGGGAC 
>Bos_taurus_chr18.trna5499-SeCTCA (14005818-14005747)  SeC (TCA) 72 bp  Sc: 51.71 
TCCCTTATAGCTCAGTTGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTGGGGAT 
>Bos_taurus_chr2.trna7777-SeCTCA (84868867-84868795)  SeC (TCA) 73 bp  Sc: 52.34 
TCCCTGGTGGCGCAGATGGTAAAGCATCTGCCTTCAATGCGGAAGACCCAGGTTCGATTC 
CTGGGTCAGGGAA 
>Bos_taurus_chr10.trna8050-SeCTCA (4807207-4807136)  SeC (TCA) 72 bp  Sc: 52.53 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTTCAATGCAGGAGACCTGGGTTCGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr12.trna3974-SeCTCA (73355479-73355407)  SeC (TCA) 73 bp  Sc: 52.62 
TCCCTGATATCTGAGCTGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr22.trna3502-SeCTCA (24920792-24920721)  SeC (TCA) 72 bp  Sc: 52.65 
TCCCTGGTGGCTCAGAAGGTAAAGTGTCTGCCTTCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna7713-SeCTCA (35308850-35308778)  SeC (TCA) 73 bp  Sc: 53.86 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCTTTCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr24.trna1521-SeCTCA (37560676-37560747)  SeC (TCA) 72 bp  Sc: 54.38 
TCCCTGGTGGCTCAGAGGTTAAAGTATCTGCCCTCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna909-SeCTCA (27065180-27065251)  SeC (TCA) 72 bp  Sc: 55.25 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTTCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr13.trna843-SeCTCA (22939864-22939936)  SeC (TCA) 73 bp  Sc: 55.59 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTTCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr15.trna3166-SeCTCA (81716097-81716026)  SeC (TCA) 72 bp  Sc: 56.22 
TCCCTGGTAGCTCAGCGGTTAAAGCATCTGCCTTCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna469-SeCTCA (16284952-16285023)  SeC (TCA) 72 bp  Sc: 56.22 
TCCCTGGTAGCTCAGCGGTTAAAGCATCTGCCTTCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr18.trna5089-SeCTCA (23589036-23588964)  SeC (TCA) 73 bp  Sc: 58.04 
TCCCTGGTGTTCCAGTGGTTAGTACTCTGCACTTCAGCTGCAGGGGGCGCAGGTTCAATC 
CCTGCTCAGGGAA 



>Bos_taurus_chr10.trna6109-SeCTCA (55199481-55199410)  SeC (TCA) 72 bp  Sc: 60.12 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTTCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna3464-SeCTCA (55960063-55959994)  SeC (TCA) 70 bp  Sc: 60.45 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCTCTCAATGCAGGGGTCCAGGTTCAATCCCT 
GGCCAGGGAA 
>Bos_taurus_chr6.trna2027-SeCTCA (69501263-69501335)  SeC (TCA) 73 bp  Sc: 61.39 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGTGCTTTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr18.trna3675-SeC(e)TCA (52865801-52865716)  SeC(e) (TCA) 86 bp  Sc: 75.99 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Bos_taurus_chr8.trna2181-SerACT (69454460-69454531)  Ser (ACT) 72 bp  Sc: 52.02 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACTATGTGGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna6227-SerACT (17498205-17498133)  Ser (ACT) 73 bp  Sc: 53.16 
TTCCTGATGGTCCAGGGGCTACGACTCTGCACTACTAATGCAGGGGGCCCCGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3858-SerACT (94484516-94484587)  Ser (ACT) 72 bp  Sc: 56.20 
TCCCTCATGGCTCAGATGGTAAAGTGTCTGCCTACTATGCAGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna3570-SerACT (12533842-12533771)  Ser (ACT) 72 bp  Sc: 56.23 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACTATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna1266-SerAGA (31001393-31001464)  Ser (AGA) 72 bp  Sc: 62.08 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTAGAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr18.trna1372-SerAGA (34409373-34409454)  Ser (AGA) 82 bp  Sc: 81.17 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGGCTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3404-SerAGA (31198490-31198409)  Ser (AGA) 82 bp  Sc: 86.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Bos_taurus_chr14.trna2817-SerAGA (67353675-67353756)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr19.trna5351-SerAGA (28395395-28395314)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna1377-SerAGA (31174334-31174415)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3370-SerAGA (31695265-31695184)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3403-SerAGA (31206838-31206757)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3405-SerAGA (31195000-31194919)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3408-SerAGA (31171801-31171720)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chrUn.004.2552.trna4-SerAGA (17604-17523)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chrUn.004.2552.trna5-SerAGA (13104-13023)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr19.trna4150-SerAGA (50699469-50699388)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chrUn.004.2552.trna2-SerAGA (7529-7610)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr3.trna7970-SerCGA (36907946-36907874)  Ser (CGA) 73 bp  Sc: 42.28 



TCTCTGGTGGTCGAGTGTCTAAGACTCTGTGCTCGAAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4948-SerCGA (1366932-1366860)  Ser (CGA) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGCGTCCCGAGTGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1276-SerCGA (28832552-28832633)  Ser (CGA) 82 bp  Sc: 64.25 
CCTGTGATGGTCGAGTGGTTAAGGCATTGGACTCGAAATCCAATGGGGTTTGCCCGGGCA 
GGTTCAAATCCTACTCACAGTA 
>Bos_taurus_chr5.trna7967-SerCGA (61705470-61705389)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Bos_taurus_chr23.trna1368-SerCGA (31114259-31114340)  Ser (CGA) 82 bp  Sc: 89.19 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCGCA 
GGTTCAAGTCCTGCTCACAGCG 
>Bos_taurus_chr23.trna3397-SerCGA (31341920-31341839)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Bos_taurus_chr19.trna5361-SerCGA (28321349-28321268)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Bos_taurus_chr2.trna3084-SerGCT (97020406-97020480)  Ser (GCT) 75 bp  Sc: 34.19 
TCTCTGGTAGTCCAGTGGCTAAGAAGCCATGCTGCTAATATAGGAGGTACCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna2107-SerGCT (58734826-58734908)  Ser (GCT) 83 bp  Sc: 46.52 
AATGAGGTGGCTGAGTGGTTAAGGTGATGGACTGCTAATCCATTGTGCTCCTGCACGTGT 
GGGCTTGAATCCCATCCTCGTCG 
>Bos_taurus_chr6.trna2789-SerGCT (92920241-92920313)  Ser (GCT) 73 bp  Sc: 50.46 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTGCTAATACAGGAGGTCTGGGTTCAATA 
CCCAGTTGGGAAA 
>Bos_taurus_chr1.trna6589-SerGCT (139886532-139886461)  Ser (GCT) 72 bp  Sc: 55.24 
TCCCTGGTGACTCAGTGGTAAAGAACCTGCCTGCTGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr10.trna2631-SerGCT (69698192-69698273)  Ser (GCT) 82 bp  Sc: 81.72 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACACGTG 
GGTTCAAATCCCATCCTCGTCG 
>Bos_taurus_chr13.trna3977-SerGCT (79043270-79043189)  Ser (GCT) 82 bp  Sc: 81.74 
GACGAGGTGGCTGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr10.trna6878-SerGCT (36090364-36090283)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr19.trna1412-SerGCT (28374117-28374198)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1396-SerGCT (31326047-31326128)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1397-SerGCT (31326676-31326757)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1428-SerGCT (31707653-31707734)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3437-SerGCT (30547531-30547450)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chrUn.004.1183.trna10-SerGCT (8297-8216)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chrUn.004.1183.trna11-SerGCT (7668-7587)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr29.trna1724-SerGCT (46283764-46283845)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3393-SerGCT (31386025-31385944)  Ser (GCT) 82 bp  Sc: 86.80 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 



GGTTCGAATCCCACCTTCGTCG 
>Bos_taurus_chr23.trna3391-SerGCT (31402091-31402010)  Ser (GCT) 82 bp  Sc: 87.28 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Bos_taurus_chr23.trna1335-SerGCT (30250990-30251071)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Bos_taurus_chr25.trna3691-SerGGA (23309525-23309455)  Ser (GGA) 71 bp  Sc: 41.85 
TCCCTGCTGGCTCAGAGATTAAAGCATCTGCCTGGAATGCAGGAGACCAGGTTTGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr6.trna1241-SerGGA (44807614-44807685)  Ser (GGA) 72 bp  Sc: 51.41 
TCCCTGGTGGCTCAGATGTTAAAGCATCTGCCTGGAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr26.trna617-SerGGA (19242354-19242425)  Ser (GGA) 72 bp  Sc: 52.01 
TCCCTGTTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCGAGTTCGATCC 
TTGGGTTGGGAA 
>Bos_taurus_chr1.trna4398-SerGGA (128038028-128038099)  Ser (GGA) 72 bp  Sc: 54.38 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCGGGAGACCCAGGTTCGATCT 
CTGGGTAGGGAA 
>Bos_taurus_chr8.trna7575-SerGGA (17392017-17391945)  Ser (GGA) 73 bp  Sc: 54.43 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCTGGGTTCAATCC 
CCAGGTCAGGAAG 
>Bos_taurus_chrX.trna3066-SerGGA (80643619-80643690)  Ser (GGA) 72 bp  Sc: 55.18 
TCCCTGGTAGCTCAGAAGTTAAAGCGTCTGCCTGGAAAGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna1912-SerGGA (60750359-60750430)  Ser (GGA) 72 bp  Sc: 55.68 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGTCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr14.trna3102-SerGGA (75646634-75646705)  Ser (GGA) 72 bp  Sc: 56.05 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGTAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna8025-SerGGA (27568596-27568524)  Ser (GGA) 73 bp  Sc: 56.24 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna2107-SerGGA (60908536-60908607)  Ser (GGA) 72 bp  Sc: 56.84 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTTGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna3295-SerGGA (73034018-73034089)  Ser (GGA) 72 bp  Sc: 57.11 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCCGGAGTCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.3426.trna2-SerGGA (3515-3444)  Ser (GGA) 72 bp  Sc: 57.11 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCCGGAGTCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna6950-SerGGA (61115898-61115827)  Ser (GGA) 72 bp  Sc: 57.40 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGTCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr3.trna464-SerGGA (15082363-15082434)  Ser (GGA) 72 bp  Sc: 57.44 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGACACCCAGGTTCGATCC 
CTGGCTCAGGAA 
>Bos_taurus_chr11.trna2894-SerGGA (72758403-72758475)  Ser (GGA) 73 bp  Sc: 57.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna1145-SerGGA (36215479-36215551)  Ser (GGA) 73 bp  Sc: 57.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chrUn.004.11.trna18-SerGGA (848155-848227)  Ser (GGA) 73 bp  Sc: 57.99 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGAGAA 
>Bos_taurus_chr24.trna4391-SerGGA (28314163-28314093)  Ser (GGA) 71 bp  Sc: 58.87 
ACCTGGTGGCTCAGAGGTTAAAGCGCCTGCCTGGAACGCAGGAGACCCAGGTTCGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr6.trna438-SerGGA (17442315-17442386)  Ser (GGA) 72 bp  Sc: 59.16 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.6296.trna3-SerGGA (4592-4521)  Ser (GGA) 72 bp  Sc: 59.16 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr1.trna2967-SerGGA (86301877-86301948)  Ser (GGA) 72 bp  Sc: 59.56 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCTTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna580-SerGGA (13442983-13443054)  Ser (GGA) 72 bp  Sc: 59.66 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr9.trna6059-SerGGA (54029189-54029118)  Ser (GGA) 72 bp  Sc: 60.26 
TCCCTGGTGGCTTAGAGGTTAAAGCATCTGCCTGGAATGCAGGAAACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.3234.trna1-SerGGA (7513-7584)  Ser (GGA) 72 bp  Sc: 60.26 
TCCCTGGTGGCTTAGAGGTTAAAGCATCTGCCTGGAATGCAGGAAACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr26.trna510-SerGGA (16581774-16581845)  Ser (GGA) 72 bp  Sc: 61.37 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna7211-SerGGA (49036444-49036373)  Ser (GGA) 72 bp  Sc: 62.37 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna5415-SerGGA (100460552-100460481)  Ser (GGA) 72 bp  Sc: 62.37 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna5017-SerGGA (53299159-53299088)  Ser (GGA) 72 bp  Sc: 65.28 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrUn.004.225.trna8-SerGGA (209685-209604)  Ser (GGA) 82 bp  Sc: 84.60 
GTAGTCGTGGCCGAGCGGTTAAGGCGGTGGACTGGAAATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chrUn.004.90.trna15-SerGGA (362522-362603)  Ser (GGA) 82 bp  Sc: 84.60 
GTAGTCGTGGCCGAGCGGTTAAGGCGGTGGACTGGAAATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr21.trna701-SerTGA (18888797-18888869)  Ser (TGA) 73 bp  Sc: 34.70 
TCCCTGGTGGTCCAGTAGCTGAGACTCCGTGCTCTGAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr4.trna2772-SerTGA (87198858-87198929)  Ser (TGA) 72 bp  Sc: 51.24 
TCCTGGGTGGCTCAGATGGTAAAGCATCTGCCTTGAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chrUn.004.2552.trna7-SerTGA (4470-4389)  Ser (TGA) 82 bp  Sc: 84.76 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGGCTCCCCGCGCA 
GGTTCGAATCCTGTCGACTACG 
>Bos_taurus_chr23.trna1425-SerTGA (31704214-31704295)  Ser (TGA) 82 bp  Sc: 87.07 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGGCTACG 
>Bos_taurus_chr23.trna1379-SerTGA (31190382-31190463)  Ser (TGA) 82 bp  Sc: 88.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr28.trna843-SerTGA (23420768-23420849)  Ser (TGA) 82 bp  Sc: 90.86 
GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Bos_taurus_chr11.trna6414-SupCTA (68611775-68611702)  Sup (CTA) 74 bp  Sc: 29.11 
TCCCTGACTGTCCAGTGGTTAAGACTCTGTGCTTCTAATGCAGGAGGGCTTGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.15.trna36-SupCTA (811129-811057)  Sup (CTA) 73 bp  Sc: 40.06 
TCCCTGGAGGTCCAGTGGCTAGGACTCTGTGCTCCTAGTGCCGGGGGGCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna7253-SupCTA (19286229-19286158)  Sup (CTA) 72 bp  Sc: 42.09 
TTCCTGGTGGTCCAGTGGCTAAGATTCCTATTCCTAACGCAGGGGGCCTAGGTTTGATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr9.trna5041-SupCTA (83202805-83202733)  Sup (CTA) 73 bp  Sc: 43.01 
TCCCTGGTGGTCCAGTGGTTAAGACCTTTTGCTCCTAATGCAGGTGGTCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna10984-SupCTA (2967084-2967012)  Sup (CTA) 73 bp  Sc: 43.35 
TCTCTGGTTGTCCAGTGGTTAAGACCCCGTGCTCCTAATGCAGGAGACCTGGGTTCAATC 
CCCAGTTGGGGAA 
>Bos_taurus_chr11.trna281-SupCTA (4746685-4746757)  Sup (CTA) 73 bp  Sc: 44.77 
TCCCTGACGGTCCAGTGGCAAGGATTCAGCACTCTAACTGCCGAGGGCCCGGGTTCAACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna8169-SupCTA (31598647-31598575)  Sup (CTA) 73 bp  Sc: 49.83 



TCCCTGGTGGTCCAGTGGTTAAGACTTTTTGCTCCTAATGCAAGTGGCCCAGCTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna6219-SupCTA (63585071-63585001)  Sup (CTA) 71 bp  Sc: 54.30 
TCCCTGGTGGTCCAGTGGCTAGGACTCCTGCTCCTAATGCAGGGGCCTGGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chrUn.004.384.trna4-SupCTA (77653-77581)  Sup (CTA) 73 bp  Sc: 57.05 
TCCCTAGTGGTCTAGTGGTTAAGATTCCATGCTTCTAATGCAGGGGGCACAGGTTCAATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr8.trna5607-SupCTA (77117027-77116957)  Sup (CTA) 71 bp  Sc: 59.38 
TCCCTGGTGGCTCAGTGGTAAAGAATCTGCCTCTAATGCAGGAGACTCAGGTTCAATCCC 
TGCCTAGGGAA 
>Bos_taurus_chr10.trna7646-SupCTA (14030664-14030592)  Sup (CTA) 73 bp  Sc: 60.78 
TCCCTGCTGGTCCGATGGTTAGGACTCTGCACTCTAAATGCAGAGTGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna8111-SupCTA (18835197-18835126)  Sup (CTA) 72 bp  Sc: 61.73 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna4744-SupTTA (62161685-62161613)  Sup (TTA) 73 bp  Sc: 45.65 
TCCCTGGTGGTCCAGTGATTAGGACTCTGTGCTTTAACTGCTGAGGGTGCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2271-SupTTA (60006846-60006917)  Sup (TTA) 72 bp  Sc: 46.41 
TCCCTGGTGGGCCAGTGGTTAGGACTTGATTCTTTAACTGTCAGGGCCTGGGTTCAGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr27.trna2805-SupTTA (29209948-29209877)  Sup (TTA) 72 bp  Sc: 49.47 
TCCCTGGTAGTCCAGTGATTAGGACTCATCACTTTAACTGCTGTGGCCCGGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna2077-SupTTA (65960959-65961030)  Sup (TTA) 72 bp  Sc: 57.29 
TCCCTGGTGGTCCAGTGGTTAGGACTCGTCACTTTAACTATGGTGGCCCAGGTTCAATTC 
CTGGTGAGGGAA 
>Bos_taurus_chrUn.004.7473.trna1-ThrAGT (3568-3641)  Thr (AGT) 74 bp  Sc: 46.56 
GGTGCTGTGGCTTAGCTAGTTAAAGCACCTGTCTAGTAAACAGGAGATCCTGGGTTTGAA 
TCTCAGCGATGCCT 
>Bos_taurus_chrX.trna3714-ThrAGT (86372220-86372147)  Thr (AGT) 74 bp  Sc: 60.32 
CTCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGTGCCT 
>Bos_taurus_chr3.trna5718-ThrAGT (104873225-104873152)  Thr (AGT) 74 bp  Sc: 76.30 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
CCCCAGTGGGGCCT 
>Bos_taurus_chr23.trna1390-ThrAGT (31307982-31308055)  Thr (AGT) 74 bp  Sc: 80.19 
GGCTCCGTGGCTTAGTTGGTGAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chrUn.004.1183.trna4-ThrAGT (27027-26954)  Thr (AGT) 74 bp  Sc: 80.19 
GGCTCCGTGGCTTAGTTGGTGAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr23.trna3395-ThrAGT (31355143-31355070)  Thr (AGT) 74 bp  Sc: 80.30 
GGCCCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr19.trna5360-ThrAGT (28321855-28321782)  Thr (AGT) 74 bp  Sc: 81.60 
GGCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr23.trna1366-ThrAGT (31108072-31108145)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr23.trna1417-ThrAGT (31590939-31591012)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr18.trna1701-ThrAGT (43080199-43080272)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr19.trna1413-ThrAGT (28374420-28374493)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr19.trna5352-ThrAGT (28395029-28394956)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr19.trna5357-ThrAGT (28373042-28372969)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 



TCCCAGCGGTGCCT 
>Bos_taurus_chr23.trna3418-ThrAGT (31084776-31084703)  Thr (AGT) 74 bp  Sc: 85.27 
GGCCTCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGAGGCCT 
>Bos_taurus_chr13.trna4971-ThrCGT (62595118-62595046)  Thr (CGT) 73 bp  Sc: 44.92 
TCCCTGGTTGTCCAGTGGCTTAGACTCTGTGCTCGTAATGCAGGGTGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3412-ThrCGT (31137357-31137285)  Thr (CGT) 73 bp  Sc: 77.58 
GGCTCCGTAGCTCAGGGGTTAGAGCACTGGTCTCGTAAACCAGGGGTCGTGAGTTCGAAT 
CTCACTGGAGCCT 
>Bos_taurus_chr19.trna5965-ThrCGT (18320702-18320631)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Bos_taurus_chr23.trna1333-ThrCGT (30238296-30238369)  Thr (CGT) 74 bp  Sc: 80.30 
GGCTCTGTGGCTTAGTTGGCTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr25.trna843-ThrCGT (14301086-14301157)  Thr (CGT) 72 bp  Sc: 80.42 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Bos_taurus_chr23.trna1340-ThrCGT (30346865-30346938)  Thr (CGT) 74 bp  Sc: 81.51 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGTAGGGCCT 
>Bos_taurus_chr8.trna7981-ThrCGT (7964835-7964755)  Thr (CGT) 81 bp  Sc: 28.96 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCGTAATACATGGAGCACGGGGGTATAG 
GTTTGATCCCTAGTTGGAGAA 
>Bos_taurus_chrUn.004.1648.trna2-ThrGGT (16575-16647)  Thr (GGT) 73 bp  Sc: 39.56 
TTCCTGGTGGTCCAGTGGCTAAGACTTTGCAGTGGTGATGCAGGCGGCCCAGGTTCGATC 
CCTGATCAGGGAG 
>Bos_taurus_chr18.trna4204-ThrTGT (45811508-45811437)  Thr (TGT) 72 bp  Sc: 55.17 
TCCCTGATGGTCCAGGGTTAGGACTTGGTACTTGTATTGCCAAGGGTCTAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr20.trna4138-ThrTGT (42681612-42681541)  Thr (TGT) 72 bp  Sc: 55.69 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGTCGTGAGTTCATATC 
TCGCTGGGCCCT 
>Bos_taurus_chr4.trna123-ThrTGT (5359855-5359927)  Thr (TGT) 73 bp  Sc: 69.24 
GTCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCGATC 
CCCGCTGGGGCCT 
>Bos_taurus_chr16.trna726-ThrTGT (22980748-22980820)  Thr (TGT) 73 bp  Sc: 73.06 
GGGGCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Bos_taurus_chr10.trna7202-ThrTGT (25818739-25818667)  Thr (TGT) 73 bp  Sc: 78.79 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr10.trna1099-ThrTGT (25870573-25870645)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr10.trna1101-ThrTGT (25884134-25884206)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr7.trna6780-ThrTGT (39670836-39670764)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr23.trna1336-ThrTGT (30284589-30284662)  Thr (TGT) 74 bp  Sc: 84.08 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTAGGGCCT 
>Bos_taurus_chr23.trna1342-ThrTGT (30358819-30358892)  Thr (TGT) 74 bp  Sc: 85.34 
GGCTCCATGGCTTAGTTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGGGCCT 
>Bos_taurus_chr11.trna121-TrpCCA (2025931-2026003)  Trp (CCA) 73 bp  Sc: 22.27 
TCCCTGGTTGTCCAGGGGCTAAGACTCTGAGCCCCCAGTGCAGGCGGCTCGGGTTCTATC 
CCTGATCAGGGAA 
>Bos_taurus_chr7.trna8550-TrpCCA (4160729-4160658)  Trp (CCA) 72 bp  Sc: 24.35 
CCCCTGGCGGTCCACTGGTTAAGATCCATGCTTCCACTGCAGGGAGTGCAGGTTTGATCC 
CTGCTTGGGGGA 
>Bos_taurus_chrUn.004.5569.trna2-TrpCCA (4850-4779)  Trp (CCA) 72 bp  Sc: 24.35 
CCCCTGGCGGTCCACTGGTTAAGATCCATGCTTCCACTGCAGGGAGTGCAGGTTTGATCC 
CTGCTTGGGGGA 



>Bos_taurus_chr11.trna1893-TrpCCA (47757960-47758029)  Trp (CCA) 70 bp  Sc: 26.66 
CCCTGGCAGTTCAATGGTTAAGACTTTACCTTCCAATGCTAGCAATTCAGGTTCAATCCC 
TGGTCAGGGG 
>Bos_taurus_chr15.trna3068-TrpCCA (83874700-83874628)  Trp (CCA) 73 bp  Sc: 26.72 
TCCCTGGAGGTCCAGCGGCTACGACTCCCTGCTCCCAGTGCGGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3362-TrpCCA (17238406-17238334)  Trp (CCA) 73 bp  Sc: 26.74 
TCCCTGGTGGTTCAGTGGCTAAAACTTTATGTTCCCAATGCAGGAGACCCAGCGTCGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr19.trna1889-TrpCCA (38247269-38247341)  Trp (CCA) 73 bp  Sc: 27.11 
TCCCTGGTGGTCTAGTGCCTAAGATTCTCTGGTCCCAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr19.trna1890-TrpCCA (38256309-38256381)  Trp (CCA) 73 bp  Sc: 27.11 
TCCCTGGTGGTCTAGTGCCTAAGATTCTCTGGTCCCAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr6.trna1823-TrpCCA (62845461-62845533)  Trp (CCA) 73 bp  Sc: 28.55 
TCCCTGGTGGTCCAGTGACTAAGATTCCGTGCTCCCAATGCAGGGGACCCAGGTTCAGTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna5157-TrpCCA (118042668-118042596)  Trp (CCA) 73 bp  Sc: 28.89 
TCCCTGGTGGTCCAGTGACTAAGATTCCTCACTTCCAGTGCGGGTGGCCCAGGGTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna7559-TrpCCA (9924878-9924806)  Trp (CCA) 73 bp  Sc: 30.36 
GGCTGTGTGGCCTAATGGATAAGGTGCCTGATTCCAGGTCAGATGATTGAAGGTTTTAGT 
CCCTTCACGGTCC 
>Bos_taurus_chr23.trna3563-TrpCCA (27506322-27506250)  Trp (CCA) 73 bp  Sc: 31.06 
TCCCTGATGGTCCAGTGGCTGAGATTCTGTGCTCCCAGTGCAGACGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4090-TrpCCA (35615161-35615089)  Trp (CCA) 73 bp  Sc: 31.98 
TCCCTGGTGGCCCAGGGGCTCAGATTCTGTGTTCCAAATGCAGGGGGCTCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr10.trna1303-TrpCCA (32506233-32506304)  Trp (CCA) 72 bp  Sc: 32.20 
TCCCTGATGGTCCAGTGGTTGAGACCCATGCTTCCACTGCAGGTGGCATGGGTTCACTTC 
CTGTTTGGGGAA 
>Bos_taurus_chr23.trna3322-TrpCCA (32798824-32798752)  Trp (CCA) 73 bp  Sc: 32.63 
TCCCTGGTGGTTCAGTAGCTAAGACTCCGTGCTCCCAGTGCAGGAAGCCCAGGTTCTATC 
CCTGGCCCGGGAA 
>Bos_taurus_chr3.trna3323-TrpCCA (94863561-94863632)  Trp (CCA) 72 bp  Sc: 33.13 
TCTCTGGTGGCTCAGAGGGTAAAGCATCTACCTCCAATGTGGGAGACTTGGGTTTGATCC 
CCAGGCAGGGAA 
>Bos_taurus_chr3.trna3333-TrpCCA (95037866-95037937)  Trp (CCA) 72 bp  Sc: 33.13 
TCTCTGGTGGCTCAGAGGGTAAAGCATCTACCTCCAATGTGGGAGACTTGGGTTTGATCC 
CCAGGCAGGGAA 
>Bos_taurus_chr28.trna15-TrpCCA (611102-611174)  Trp (CCA) 73 bp  Sc: 33.27 
TCCCTGGTGGTCCAGAGACTAAGACCTGTGCTCCCAATGCAGGGGGCTCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2101-TrpCCA (35508056-35508126)  Trp (CCA) 71 bp  Sc: 33.30 
TCCCTGGTGGCTCAGTGGCTGAGACTCTGCATCCAGTGTAGGGGGCCTGGGTTCAATCCC 
TAGTCAGGGAA 
>Bos_taurus_chr13.trna1106-TrpCCA (28220892-28220965)  Trp (CCA) 74 bp  Sc: 33.84 
TCCCTGGTGGTCCAGTAGCTAAGACTTGGGTGCTTCCAATGTAGGAGGCCCAGGTTCAAT 
CCCTGGTCGGGGAA 
>Bos_taurus_chr18.trna4020-TrpCCA (48231975-48231903)  Trp (CCA) 73 bp  Sc: 34.08 
TCCCTGGTGGTCCAGCGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCTCGGGTTCGATC 
GCTGATCAGGGAG 
>Bos_taurus_chr2.trna8424-TrpCCA (65242795-65242724)  Trp (CCA) 72 bp  Sc: 34.60 
TCCCTGGTGGTCCAGCAGTTAAGACTTTGCCTTCCAGTGGAGAGGGTGCAGGTTTGATCC 
CTGACTGGGGAG 
>Bos_taurus_chr29.trna1258-TrpCCA (34215279-34215351)  Trp (CCA) 73 bp  Sc: 34.79 
TTCCTGGTGGTCCAGTGGCTAAGACCCCGTGTTCCCAGTGCAGGGGGCCCAGGTACGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr8.trna2343-TrpCCA (72890307-72890379)  Trp (CCA) 73 bp  Sc: 35.46 
TCTCTGGTGGTCCATTGGTTAAGATTCTATGCTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5195-TrpCCA (47918836-47918764)  Trp (CCA) 73 bp  Sc: 35.56 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGAGATTCAGTTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3731-TrpCCA (108937685-108937757)  Trp (CCA) 73 bp  Sc: 35.62 



TTCCTAATGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCACAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr14.trna5952-TrpCCA (16338446-16338376)  Trp (CCA) 71 bp  Sc: 35.68 
TCCCTGGTGGTCCAGTGTTAAGATTTCACTGTCCAATGCTGGGGACTCAGGTTCAATCCC 
TGATCAGGGAA 
>Bos_taurus_chr18.trna5521-TrpCCA (13318449-13318378)  Trp (CCA) 72 bp  Sc: 35.80 
TACCTGGTGGTCCAGTGGCTAAGACTGCTATTTCCAACACAGTGGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna5314-TrpCCA (34809655-34809583)  Trp (CCA) 73 bp  Sc: 35.90 
TCCCTGGTGGTCCAGCGGTGAAGACTCTGTGCTTCCAATGCAGGAGGCCTGGGTTTGATC 
CATAGTCAGGGAA 
>Bos_taurus_chr3.trna5215-TrpCCA (116694907-116694832)  Trp (CCA) 76 bp  Sc: 35.92 
TCCCTGGTGGTCCAGTGGCCAATAAGACTCCGTGCTTCCAGTGCAGGGGGCCTGGGTTCG 
ATCCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna830-TrpCCA (21065018-21065090)  Trp (CCA) 73 bp  Sc: 36.00 
CTTCTGGTGGTCCAGTGGTTAGGACCCTGTGCTTCCAATGCAAGGGACTCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna1686-TrpCCA (40003860-40003933)  Trp (CCA) 74 bp  Sc: 36.13 
TCCCTGGTGGTCCAGTGGCCAAGACCCCGTGCTCCCAGTGCAGGTGGCCCCAGGTTTGAT 
CCCAGGTCAGGGAA 
>Bos_taurus_chr22.trna1995-TrpCCA (55408412-55408486)  Trp (CCA) 75 bp  Sc: 36.88 
TCCCTGGTGGCCCAGTGGCTGCGGGGCTCTGTGCTCCAAACGCAGGGTGCCTGGGTTTGA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna487-TrpCCA (15753082-15753154)  Trp (CCA) 73 bp  Sc: 37.38 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGAGGCCTGGGTTTGATC 
CCTAGTCAGAGAA 
>Bos_taurus_chr14.trna950-TrpCCA (22252534-22252606)  Trp (CCA) 73 bp  Sc: 37.56 
TCCCTGGCGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAAGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna3544-TrpCCA (54573465-54573394)  Trp (CCA) 72 bp  Sc: 37.57 
TCCCTGGTGGTCTGGTGCTAAGACTCTGTGCTTCCAGTGCAGGGGGCCCGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna1248-TrpCCA (34245562-34245634)  Trp (CCA) 73 bp  Sc: 37.76 
TCCCTTGTGGTCCAGTGGTTAAGACTCCGTGCTTCCACTGCAGGCAGCATGGGTTCAGTC 
CCCAGCAGGGGAA 
>Bos_taurus_chrX.trna594-TrpCCA (12648739-12648811)  Trp (CCA) 73 bp  Sc: 37.81 
TCCCTGGTTGTCCAGTGGCTAAGACTTTATGGTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna8092-TrpCCA (19189771-19189698)  Trp (CCA) 74 bp  Sc: 38.18 
TTCCTGATGGTCCAGGTGGCCAAGACTCTGTGTTCCAAATGCAGGGAGCCCAGGATCAAT 
CCCTGATCAGGGAA 
>Bos_taurus_chr2.trna8178-TrpCCA (72789856-72789776)  Trp (CCA) 81 bp  Sc: 38.53 
TCCCTGATGGTCCAGTGGAAGTGATGGAAACACTCTGTGCTTCCAATGCTCAGAGCCCAG 
GTTCGATCCCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4182-TrpCCA (102105895-102105967)  Trp (CCA) 73 bp  Sc: 38.54 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGAGCCCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna679-TrpCCA (18583485-18583557)  Trp (CCA) 73 bp  Sc: 38.65 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAGTGCCGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5076-TrpCCA (17044885-17044814)  Trp (CCA) 72 bp  Sc: 38.89 
TCCCTGGTGGTTCAGTGACTAAGACATATGCTTCCAAAGCAGGGGACCCAGTTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7562-TrpCCA (18143624-18143554)  Trp (CCA) 71 bp  Sc: 39.24 
TCCCTGGTGGTCCAGTGGCTATGACTCCAGCTTCCAGTGCAGGGGTGTGGGTTCAATCCC 
TAATCAGGGAA 
>Bos_taurus_chrUn.004.2720.trna2-TrpCCA (8000-8070)  Trp (CCA) 71 bp  Sc: 39.24 
TCCCTGGTGGTCCAGTGGCTATGACTCCAGCTTCCAGTGCAGGGGTGTGGGTTCAATCCC 
TAATCAGGGAA 
>Bos_taurus_chr11.trna2411-TrpCCA (57713510-57713582)  Trp (CCA) 73 bp  Sc: 39.42 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAAGGGGCCAAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6112-TrpCCA (16221935-16221864)  Trp (CCA) 72 bp  Sc: 39.84 
TCCCTGGTGGTCCAGTGGCTAAGACCCCGTGCTCCCAATGCAGGGGACCGGGGTTCGATC 
CCTGTCAGGGAA 
>Bos_taurus_chr19.trna4313-TrpCCA (47838834-47838762)  Trp (CCA) 73 bp  Sc: 40.07 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGACACAGGTTCAATC 



CTTGTTTGGGGAG 
>Bos_taurus_chr7.trna2760-TrpCCA (64831111-64831183)  Trp (CCA) 73 bp  Sc: 40.44 
TCCCTGATGGTCCAGTGGCTGGGACTCCGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGACAGGGAA 
>Bos_taurus_chr15.trna1065-TrpCCA (32383919-32383991)  Trp (CCA) 73 bp  Sc: 40.52 
TCCCTGGTGGTCCAGTGGCTAAGAGTCCATGCTCCCAGTGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7919-TrpCCA (13800828-13800756)  Trp (CCA) 73 bp  Sc: 40.73 
TCCCTGGTGGTCCAGTGGCCACGACTCCGTGCCCCCAGTGCAGGGTGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3437-TrpCCA (26689303-26689232)  Trp (CCA) 72 bp  Sc: 41.14 
TCCCTGGTGGTCCAGTGGTTGAGATCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATGC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna1891-TrpCCA (38267092-38267165)  Trp (CCA) 74 bp  Sc: 41.20 
TCCCTGGTGGTCCAGTGGTTAAGATTCTCTGCTTCCAATGCAGGGGGCAACAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5223-TrpCCA (14751300-14751230)  Trp (CCA) 71 bp  Sc: 41.54 
TCCCTGGTGGTCCAGTGGTTAAGAATCTGCCTTCCAATGCCAGGGACCAGGTTCAGTTCC 
TGGTCAGGGAG 
>Bos_taurus_chr21.trna777-TrpCCA (20423004-20423076)  Trp (CCA) 73 bp  Sc: 41.70 
TCCTTGGTGGGTCACTGGTTCAGACTCCATGCTTCCAATGCAGGGGGCCAAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2974-TrpCCA (71496372-71496443)  Trp (CCA) 72 bp  Sc: 41.76 
TCCCTGATGGTCCAGTGGTTAAGATTTCGCCTTCCAATGCCGGGCAAGGAGGTTCGATCC 
CTCCTTGGGAAG 
>Bos_taurus_chrUn.004.359.trna2-TrpCCA (72057-72129)  Trp (CCA) 73 bp  Sc: 41.84 
TCCCTGTTGGTCCAGTGGCTAAGACTCCATGCTTCCAGTGTAGGGGGCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8209-TrpCCA (10157682-10157610)  Trp (CCA) 73 bp  Sc: 42.03 
TCCCTGGTGGTCCCATGGCTAAGATATTCCGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5014-TrpCCA (34058110-34058038)  Trp (CCA) 73 bp  Sc: 42.09 
TCCCTGGTAGTCAAATGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCAAGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2262-TrpCCA (39440279-39440207)  Trp (CCA) 73 bp  Sc: 42.09 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAAGGGGCCCAGGTTTGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr15.trna2738-TrpCCA (76647475-76647547)  Trp (CCA) 73 bp  Sc: 42.15 
TCCTTGGTGGTCTAGTGGTTACGACTCTGTGCTCCCAGTGCAAGGGGCACAGGTTCAAAT 
CCTGGTCGGGGAC 
>Bos_taurus_chr19.trna5427-TrpCCA (27076072-27076000)  Trp (CCA) 73 bp  Sc: 42.16 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4326-TrpCCA (43468398-43468328)  Trp (CCA) 71 bp  Sc: 42.80 
TTCCTGGTGGTCTAGTGGTTAGGATTCCAGCTTCCAGTGCAGGGACACAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr19.trna4130-TrpCCA (50969344-50969271)  Trp (CCA) 74 bp  Sc: 42.98 
TCCCTAGTGGTCCAGTGGTTAAGACCCTGTGCTCCCAATGCAAGGGGCCCCAGGTTCAGT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr13.trna4328-TrpCCA (73521064-73520985)  Trp (CCA) 80 bp  Sc: 43.09 
TCCCTGAAGGTTCAGTGGTTACGACTTCATGCTTCCAGTGTAGAGGGTGCAGGTTCCAGG 
TTCGATCCCTGGTCAGGGAA 
>Bos_taurus_chr17.trna466-TrpCCA (13568409-13568481)  Trp (CCA) 73 bp  Sc: 43.33 
TCCCTGGTGGTCCGGTGGCGAAGACTCTCTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5316-TrpCCA (114331139-114331067)  Trp (CCA) 73 bp  Sc: 43.48 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGTGCTTCCAGTGCAGGGGACCTAGGTTCAATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna274-TrpCCA (4559316-4559387)  Trp (CCA) 72 bp  Sc: 43.54 
TCCCTGGTGGTCCAGTGGTTGGGATTTGGTGACTCCAATTCTGGGGCCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr21.trna1104-TrpCCA (24792295-24792366)  Trp (CCA) 72 bp  Sc: 43.69 
TCCCTGGTGGTCCAGTGGTTAAGACTTCAGCTTCCACTGCAGGAGGTTCAGGCTCGATCC 
CTGTTCAGGGAG 
>Bos_taurus_chr16.trna1709-TrpCCA (43943285-43943356)  Trp (CCA) 72 bp  Sc: 43.75 
TCCCTGGTGATCCAGTGGTTAGGATTTTTACTTCCAATGCAGGGGGCCCGGGTTCAGTCC 
CTGGTCAGGGAA 



>Bos_taurus_chr7.trna7645-TrpCCA (17351593-17351522)  Trp (CCA) 72 bp  Sc: 43.87 
TCCCTGGTGGTCCAGTGGTTAAGACTCCTACTTCCAATGTAGGAGACGTGGGTTCAACCT 
CTGTTCAGGGAA 
>Bos_taurus_chrUn.004.1.trna53-TrpCCA (1117638-1117710)  Trp (CCA) 73 bp  Sc: 43.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCAAGTGTTGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr4.trna6664-TrpCCA (69055048-69054976)  Trp (CCA) 73 bp  Sc: 44.20 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCAAATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr19.trna5343-TrpCCA (28511221-28511149)  Trp (CCA) 73 bp  Sc: 44.51 
TCCCTGATGGTCCAGTGGTTAAGACTCTGTGCTTCCAGTACAAGGGGTACAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr10.trna7681-TrpCCA (13557864-13557793)  Trp (CCA) 72 bp  Sc: 44.62 
TCCCTGATGGTTCAGGGGCTAGGACTCCTGTTCCCAATTCAGGGGGCCCGGGATGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna449-TrpCCA (12832887-12832959)  Trp (CCA) 73 bp  Sc: 44.63 
TCCCTGGTGGTTCAGTGGCTGAGACCTCGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna452-TrpCCA (12883837-12883909)  Trp (CCA) 73 bp  Sc: 44.63 
TCCCTGGTGGTTCAGTGGCTGAGACCTCGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4809-TrpCCA (119428304-119428376)  Trp (CCA) 73 bp  Sc: 45.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCAAAAGCAGGGGGCCTGGGTTCAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chrX.trna2049-TrpCCA (57570046-57570118)  Trp (CCA) 73 bp  Sc: 45.09 
TCTCTGGTGGTCCAGTGGTTAAGACTTTATGCTTCCAGTGCAAATGGTGCAGGTTCAATC 
CCTGGTTAGGGAG 
>Bos_taurus_chr12.trna3191-TrpCCA (80188668-80188740)  Trp (CCA) 73 bp  Sc: 45.11 
TCCTTGGTGGTCCAGTGGCTAAGACTCCGCGCGCCACACGCAGGGGTCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1697-TrpCCA (43847171-43847243)  Trp (CCA) 73 bp  Sc: 45.22 
TTCCTGGTGGTCCAGTGGCTAAGACCCCGTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2917-TrpCCA (41931989-41931917)  Trp (CCA) 73 bp  Sc: 45.55 
TCCCTGGTGGTCTGGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr22.trna194-TrpCCA (5739657-5739729)  Trp (CCA) 73 bp  Sc: 45.99 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGGTGCAGGTCCAATC 
CCTGGCCGGGGAA 
>Bos_taurus_chr24.trna4113-TrpCCA (34423924-34423852)  Trp (CCA) 73 bp  Sc: 46.08 
TCCCTGGTGGTTCAGTGGTTAAGACTCCGTGCTTCCAATGCAGGGGACATGGGTTCAACC 
CCCAGTCAGGGAA 
>Bos_taurus_chr14.trna6225-TrpCCA (10367292-10367220)  Trp (CCA) 73 bp  Sc: 46.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAAGGGGCCCAGGTTTAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna798-TrpCCA (21840788-21840860)  Trp (CCA) 73 bp  Sc: 46.59 
TCCCTGGTGGACCAGTGGCTAAGACTCAGCACTCCAAATGCAGGGGGCCCAGGTTCACTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5271-TrpCCA (84011943-84011872)  Trp (CCA) 72 bp  Sc: 46.82 
TCCCTGATGGTTCAGTGGTTAAGACTTCCCCTTCCAATGGAGGGGATACAGGTTCAATCC 
CTGGTCGGGGAG 
>Bos_taurus_chr22.trna3585-TrpCCA (22541039-22540967)  Trp (CCA) 73 bp  Sc: 47.85 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAAGGGGCTCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna6004-TrpCCA (62589711-62589640)  Trp (CCA) 72 bp  Sc: 48.19 
TTCCTGGTGGTCCAGTGGCTAAGACTCTTGTTCCCAATGCAGGGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna4038-TrpCCA (104126170-104126242)  Trp (CCA) 73 bp  Sc: 48.55 
TCCCTGGTGGTCCAGTGGCCAAGACTCCGTGCTCCCAATGCAGGAGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna295-TrpCCA (8882030-8882102)  Trp (CCA) 73 bp  Sc: 48.56 
TCCCTGATGGTCCAGTGTCTAAGATTCTGTGCTCCCAATGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna193-TrpCCA (4777378-4777450)  Trp (CCA) 73 bp  Sc: 48.60 
TCCCTGGTGGTCCAGTGGTTAAGATGCTGTGCTCCAAATGCAGGAGGCCCAGGTTCCATC 
CCTGGTCAGGGCA 
>Bos_taurus_chr13.trna4364-TrpCCA (72864745-72864673)  Trp (CCA) 73 bp  Sc: 48.70 



TCCCTGGTGGCCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGAGGCCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6057-TrpCCA (61303151-61303079)  Trp (CCA) 73 bp  Sc: 48.70 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1974-TrpCCA (40512069-40512141)  Trp (CCA) 73 bp  Sc: 48.80 
TCCCTGGTAGTCCAGTGGCTAAGACACTCTGCTGCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr5.trna8100-TrpCCA (58271042-58270970)  Trp (CCA) 73 bp  Sc: 48.93 
TCCCTGGTGGTTCAGTGGCTAATACTCCATGCTTCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGCCAGGGAG 
>Bos_taurus_chr2.trna7504-TrpCCA (93735226-93735154)  Trp (CCA) 73 bp  Sc: 48.97 
TCCCTGATGGGTCAGTGGCTAAGACTCCATGCTCCCAATGCAGGAGACCCAGGATCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna3991-TrpCCA (36382257-36382185)  Trp (CCA) 73 bp  Sc: 49.14 
TCCCTGGTGGTCCAGTGGCTACCACACTGTACTCCAAATGCAGGGGACCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna750-TrpCCA (18560557-18560629)  Trp (CCA) 73 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAAGGGGCGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.5.trna50-TrpCCA (704292-704220)  Trp (CCA) 73 bp  Sc: 49.51 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGTGCTTCCAGTGTAGGGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3444-TrpCCA (89757044-89757116)  Trp (CCA) 73 bp  Sc: 49.55 
TCCCCGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAAGCAGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna3481-TrpCCA (15240761-15240690)  Trp (CCA) 72 bp  Sc: 49.63 
TCCTTGGTTGTCCAGTGGCTAAGACTCCTGCTCCCAATGCAGGGGGCCTGGGTTCGATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr23.trna709-TrpCCA (16822255-16822327)  Trp (CCA) 73 bp  Sc: 49.89 
TCTCTGGTGGTCCAGTGGCTGGGACTCTGTGCTCCAAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4213-TrpCCA (102503775-102503847)  Trp (CCA) 73 bp  Sc: 50.24 
TCCCTGGTGGTCCATTGGTTAAGACTCTGTGCTCCAAATGCAGGGGACCTGGATTCGATT 
CCCAGTCAGGGAA 
>Bos_taurus_chr11.trna4923-TrpCCA (102664633-102664561)  Trp (CCA) 73 bp  Sc: 50.24 
TCCCTGGTGGTCCATTGGTTAAGACTCTGTGCTCCAAATGCAGGGGACCTGGATTCGATT 
CCCAGTCAGGGAA 
>Bos_taurus_chr11.trna687-TrpCCA (14330120-14330192)  Trp (CCA) 73 bp  Sc: 50.28 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGAAGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr10.trna882-TrpCCA (20415195-20415267)  Trp (CCA) 73 bp  Sc: 50.49 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCAATGCAAGGGGTTCAAGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna1799-TrpCCA (47477691-47477763)  Trp (CCA) 73 bp  Sc: 50.72 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna2140-TrpCCA (43723176-43723248)  Trp (CCA) 73 bp  Sc: 50.77 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2260-TrpCCA (53119033-53119104)  Trp (CCA) 72 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTAAGACTTCAGCTTCCAATGCAGAGGGTACAGGTTTGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna4992-TrpCCA (121626580-121626508)  Trp (CCA) 73 bp  Sc: 50.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1510-TrpCCA (35936201-35936273)  Trp (CCA) 73 bp  Sc: 51.15 
TCCCTGGTGGTCCAGTGGCTAGGATTTTGTGCTTCCAGTGCAGGAAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6743-TrpCCA (40313694-40313623)  Trp (CCA) 72 bp  Sc: 51.21 
TCCCTGCTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrUn.004.2618.trna1-TrpCCA (10518-10447)  Trp (CCA) 72 bp  Sc: 51.21 
TCCCTGCTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna4687-TrpCCA (134360457-134360529)  Trp (CCA) 73 bp  Sc: 51.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCCCCCAATGCAGGAGACCCAGGTTCAATA 



CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3019-TrpCCA (58916114-58916186)  Trp (CCA) 73 bp  Sc: 51.49 
TCCCTGGTGGTCCAGTAGCTAGGACTCCGTGCTCCCAGTGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2659-TrpCCA (74710626-74710697)  Trp (CCA) 72 bp  Sc: 51.62 
TCCCGGGTAGCTCAGACGGTGAAGCATCTGCCTCCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr17.trna3656-TrpCCA (70235801-70235729)  Trp (CCA) 73 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCACGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1327-TrpCCA (33405185-33405257)  Trp (CCA) 73 bp  Sc: 52.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2258-TrpCCA (39468861-39468788)  Trp (CCA) 74 bp  Sc: 53.25 
TCCCTGGTGGTCCAGTGGTTTAAGACCCTGTGCTCCAAATGCAGGGGGCCTGGGTTCAAT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr22.trna1657-TrpCCA (46703863-46703934)  Trp (CCA) 72 bp  Sc: 53.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTTGCTCCCAATGCAGGGGACCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna3964-TrpCCA (58937752-58937681)  Trp (CCA) 72 bp  Sc: 53.64 
TCCCTGGTGGTCTAGTGGCTACGACTTGTGCTTCCAGTGCAGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna7168-TrpCCA (49513374-49513303)  Trp (CCA) 72 bp  Sc: 53.76 
TCCTTGGTGGTCCAGTGGTTAAGACTCCGGCTTCCACTGCAGGGGGCTCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna6929-TrpCCA (56583028-56582957)  Trp (CCA) 72 bp  Sc: 54.85 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACTCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna6931-TrpCCA (56485458-56485387)  Trp (CCA) 72 bp  Sc: 54.85 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACTCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr14.trna6250-TrpCCA (10066839-10066767)  Trp (CCA) 73 bp  Sc: 54.95 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCAAATGCAGAGGGCTCAGGTTCGAGC 
CTCGGTCAGGGAA 
>Bos_taurus_chr18.trna3647-TrpCCA (53323710-53323638)  Trp (CCA) 73 bp  Sc: 55.10 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTACTTCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr27.trna1720-TrpCCA (44995431-44995503)  Trp (CCA) 73 bp  Sc: 55.10 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTACTTCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna3827-TrpCCA (112872145-112872217)  Trp (CCA) 73 bp  Sc: 55.18 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGAAGACCCGGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr25.trna2820-TrpCCA (36887919-36887848)  Trp (CCA) 72 bp  Sc: 55.21 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCTCCACTGCAGGGGGCCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna8579-TrpCCA (3405847-3405776)  Trp (CCA) 72 bp  Sc: 55.21 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCCCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna1091-TrpCCA (24469263-24469334)  Trp (CCA) 72 bp  Sc: 55.28 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna3504-TrpCCA (88296773-88296844)  Trp (CCA) 72 bp  Sc: 55.58 
TCCCTGATAGCTGAGTTGGTAAAGCATCTGCCTCCAATGCAGGAGACCCTGGTTCCATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna1442-TrpCCA (39010358-39010430)  Trp (CCA) 73 bp  Sc: 55.77 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCTGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr11.trna4224-TrpCCA (102607992-102608064)  Trp (CCA) 73 bp  Sc: 55.95 
TCCCTGATGGTCCAGTGGCTAAGACTCCATGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4933-TrpCCA (102560871-102560799)  Trp (CCA) 73 bp  Sc: 55.95 
TCCCTGATGGTCCAGTGGCTAAGACTCCATGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna607-TrpCCA (18664241-18664312)  Trp (CCA) 72 bp  Sc: 56.07 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAAGGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 



>Bos_taurus_chr13.trna1477-TrpCCA (35267910-35267982)  Trp (CCA) 73 bp  Sc: 56.09 
TCCCTGATGGTCCAAGGGCTAAGACTCTGCACTCCAAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna684-TrpCCA (16491624-16491696)  Trp (CCA) 73 bp  Sc: 56.18 
TCCCTGGTGGTCCAGTGGCTAAGACTTCCTGCTCCCAGTGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna7902-TrpCCA (24717036-24716964)  Trp (CCA) 73 bp  Sc: 56.33 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chrX.trna2976-TrpCCA (78519971-78520042)  Trp (CCA) 72 bp  Sc: 56.69 
TCCTTGGTGGTCCAGTGGTAGGATACCATGCTCCCAATGCATGGGGCCTGGGTTCAATCC 
CCAGTCAGGGAA 
>Bos_taurus_chr28.trna2308-TrpCCA (22601007-22600935)  Trp (CCA) 73 bp  Sc: 57.31 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGAAGACCCAGGTTCAATCC 
CTGAGTCAGGAAG 
>Bos_taurus_chrUn.004.3263.trna2-TrpCCA (11935-11863)  Trp (CCA) 73 bp  Sc: 57.31 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGAAGACCCAGGTTCAATCC 
CTGAGTCAGGAAG 
>Bos_taurus_chr3.trna2897-TrpCCA (83551929-83552000)  Trp (CCA) 72 bp  Sc: 57.45 
TCTCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna2048-TrpCCA (47749089-47749160)  Trp (CCA) 72 bp  Sc: 57.58 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAGCGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGAAA 
>Bos_taurus_chr12.trna731-TrpCCA (18124319-18124390)  Trp (CCA) 72 bp  Sc: 57.64 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCGAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna4631-TrpCCA (55602812-55602740)  Trp (CCA) 73 bp  Sc: 57.80 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna4636-TrpCCA (55546115-55546043)  Trp (CCA) 73 bp  Sc: 57.80 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna7719-TrpCCA (107636551-107636480)  Trp (CCA) 72 bp  Sc: 57.99 
GACCTTGTGGTGTAATGGTAGCATGTCTGACTCCAAGTCAGAAGGTTGTGTGTTCAAGTC 
ACATTGGGGTCA 
>Bos_taurus_chr19.trna2010-TrpCCA (41086345-41086416)  Trp (CCA) 72 bp  Sc: 58.13 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGGGACCCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr13.trna5253-TrpCCA (55891248-55891176)  Trp (CCA) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCCTCACTCCAAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chrX.trna1434-TrpCCA (37048356-37048428)  Trp (CCA) 73 bp  Sc: 58.29 
TCCCTGGTGGTCCAGTGGCTAAGACTCTTGGCTTCCAATGCAGGAGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna1739-TrpCCA (48680392-48680464)  Trp (CCA) 73 bp  Sc: 58.31 
TCCCTGGTGGTCCAGTGGCTAAGATTCCACACTCCAAATGCGGAGGGTCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chrUn.004.211.trna5-TrpCCA (118736-118665)  Trp (CCA) 72 bp  Sc: 58.74 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4347-TrpCCA (29607965-29607893)  Trp (CCA) 73 bp  Sc: 58.83 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCAAATGCAGGGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna896-TrpCCA (22529402-22529473)  Trp (CCA) 72 bp  Sc: 59.06 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna932-TrpCCA (27605926-27605997)  Trp (CCA) 72 bp  Sc: 59.20 
TCCCTGGTGGCTCAGAGGTTACAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna4823-TrpCCA (21741661-21741590)  Trp (CCA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr12.trna5593-TrpCCA (30170013-30169942)  Trp (CCA) 72 bp  Sc: 59.48 
TCCCTCATGGTCCAGTGGCTAAGACTCTGGCTTCCAATGCAAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna6607-TrpCCA (95121376-95121305)  Trp (CCA) 72 bp  Sc: 59.59 



TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCGGGTTTGATCC 
CCGGGTGGGGAA 
>Bos_taurus_chr15.trna255-TrpCCA (11322307-11322378)  Trp (CCA) 72 bp  Sc: 60.37 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.136.trna30-TrpCCA (1021-949)  Trp (CCA) 73 bp  Sc: 60.53 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr19.trna5355-TrpCCA (28389661-28389590)  Trp (CCA) 72 bp  Sc: 60.75 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGTTGCGTGTTCAAATCA 
CGTCGGGGGTCA 
>Bos_taurus_chr27.trna3688-TrpCCA (8669135-8669064)  Trp (CCA) 72 bp  Sc: 60.78 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna3351-TrpCCA (72622490-72622419)  Trp (CCA) 72 bp  Sc: 60.80 
TCCCTGGTGGCTTAGAGGTTAAAGCATCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr18.trna1096-TrpCCA (26959534-26959605)  Trp (CCA) 72 bp  Sc: 61.52 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna2605-TrpCCA (77374493-77374564)  Trp (CCA) 72 bp  Sc: 61.86 
TCCTTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr25.trna3911-TrpCCA (19064405-19064334)  Trp (CCA) 72 bp  Sc: 62.20 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr3.trna8612-TrpCCA (22148523-22148452)  Trp (CCA) 72 bp  Sc: 63.52 
TCCCTGGTGGCTCAGTGGGTAAAGCGTCCGCCTCCAATGCGGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr15.trna4934-TrpCCA (35687145-35687074)  Trp (CCA) 72 bp  Sc: 63.76 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna3377-TrpCCA (96177012-96177084)  Trp (CCA) 73 bp  Sc: 65.70 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACCCCAAATGCAGAGAGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna2227-TrpCCA (62707958-62708029)  Trp (CCA) 72 bp  Sc: 65.82 
TCCCTGTTGGCTCAGAGGTTAAAGCATCCGCCTCCAATGTGGGAGACCCAGGTTCGATCC 
CTGGATAGGGAA 
>Bos_taurus_chr3.trna7141-TrpCCA (62381816-62381745)  Trp (CCA) 72 bp  Sc: 65.82 
TCCCTGTTGGCTCAGAGGTTAAAGCATCCGCCTCCAATGTGGGAGACCCAGGTTCGATCC 
CTGGATAGGGAA 
>Bos_taurus_chr20.trna4066-TrpCCA (43940108-43940037)  Trp (CCA) 72 bp  Sc: 69.48 
GGCCTCGTGGCGCAGTGGTAGAGCGTCTGACTCCAGATCAGAAGGTTGTGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna1411-TrpCCA (28373611-28373682)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr23.trna1420-TrpCCA (31691612-31691683)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr23.trna1422-TrpCCA (31700375-31700446)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr25.trna2713-TrpCCA (38760610-38760539)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr25.trna2716-TrpCCA (38669845-38669774)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna4961-TrpCCA (35068433-35068362)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna1732-TrpCCA (34003678-34003749)  Trp (CCA) 72 bp  Sc: 75.98 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGAGGTCA 
>Bos_taurus_chr11.trna12-TrpCCA (244474-244566)  Trp (CCA) 93 bp  Sc: 29.77 
TTCCCAATGGTCTACTGTTTAAGACTCTGCTTTCCAGTGTTTAAGACTCTGCTTCCACTG 



CAGGGGATGCAGGTTCGATTCCTGGTTGGGGAA 
>Bos_taurus_chr9.trna1681-TyrATA (52260909-52260980)  Tyr (ATA) 72 bp  Sc: 44.35 
TCCTTGCTGGCTCAGACAGTAAAGCATCTGCCTATAGTGCAGGAGCTCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr21.trna4552-TyrATA (26075925-26075854)  Tyr (ATA) 72 bp  Sc: 49.91 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTATAATGCAGGAGAGCCGGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr15.trna95-TyrATA (4204993-4205065)  Tyr (ATA) 73 bp  Sc: 55.06 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna1139-TyrATA (25969653-25969724)  Tyr (ATA) 72 bp  Sc: 55.78 
TCCCTGGTGGCTCAGATGGTAGGGCATCTGCCTATAATGCAGGAGACCCATGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna3312-TyrATA (82290770-82290841)  Tyr (ATA) 72 bp  Sc: 57.40 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGTCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr23.trna1072-TyrATA (23991188-23991259)  Tyr (ATA) 72 bp  Sc: 59.60 
TCCCTGGTGGCTCAGAAGGTAAAGCATCTGCCTATAATGCAGGAGGCCTGGGTTCGATCC 
CCAGGTGGGGAA 
>Bos_taurus_chr11.trna1661-TyrATA (41268333-41268405)  Tyr (ATA) 73 bp  Sc: 59.73 
TTCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTATAATGCAGAAGACCCCGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna2219-TyrATA (68857649-68857720)  Tyr (ATA) 72 bp  Sc: 59.95 
TCCTTGGTGGCTCAGATGGTAAAGCGTCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna7-TyrATA (240980-241051)  Tyr (ATA) 72 bp  Sc: 60.02 
TCCCTAGTGGCTCAGATGGTAAAGTGTCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna5700-TyrATA (19192687-19192616)  Tyr (ATA) 72 bp  Sc: 64.25 
TCCCTGGTGGCTTAGATGGTAAAGTGTCTGCCTATAATGCAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr26.trna2716-TyrGTA (35344352-35344279)  Tyr (GTA) 74 bp  Sc: 21.93 
TTCCTGGTGGCTCAGACAGTAAAGGATCTGCCTGTAATGTGAGAAAACTCAGGTTCGATC 
CCTGGGTTGGGAAG 
>Bos_taurus_chr5.trna6192-TyrGTA (103873816-103873745)  Tyr (GTA) 72 bp  Sc: 28.30 
TCCTTGTTGGCTCAGAAGGTAAAGACTCCACCTGTAATATGGAGGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr1.trna3297-TyrGTA (96876149-96876220)  Tyr (GTA) 72 bp  Sc: 35.24 
TCCTGGGTGGCTCAGACACTAAAGTGTCTGTCTGTAATGCGGGAGATCCAGGTTCGATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr24.trna4138-TyrGTA (34234332-34234260)  Tyr (GTA) 73 bp  Sc: 39.46 
TCCCTGGTGGTCCAGTGGCTGAGACTCTCTGCTCGTAATGCAGGAAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4741-TyrGTA (43888913-43888842)  Tyr (GTA) 72 bp  Sc: 40.94 
TCCCTAGTGGCTCAGATGGTAAAGTATCTGCCTGTAATGAGGGAACCCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr7.trna2768-TyrGTA (65123030-65123101)  Tyr (GTA) 72 bp  Sc: 42.11 
TCCTTGGTGGCTCAGACAGTAAAGTGTCTGCCTGTAATGCAGGAGCCCTGGGTTCGACCT 
CCAGGTAGGGAA 
>Bos_taurus_chr8.trna1476-TyrGTA (45997658-45997729)  Tyr (GTA) 72 bp  Sc: 49.17 
TCCCTGGTAGCTCAGTCAGTAAAGAACCTGCCTGTAGTGCAGGAAACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr23.trna3573-TyrGTA (27119474-27119403)  Tyr (GTA) 72 bp  Sc: 50.57 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTGTAATGCAGGAGACCTAGGTTGGACCC 
CTGGCTGGGAAA 
>Bos_taurus_chr10.trna8126-TyrGTA (2488616-2488545)  Tyr (GTA) 72 bp  Sc: 55.38 
TCCCTGCTAGCTCAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr2.trna1450-TyrGTA (45556863-45556934)  Tyr (GTA) 72 bp  Sc: 55.44 
TCCCTAGTGGCTCAGACGGTAAAGCATCTGTCTGTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna1231-TyrGTA (36414383-36414453)  Tyr (GTA) 71 bp  Sc: 55.79 
TCCCTGGTGGCTCATTGGTAAAGAGTCTGCCTGTAATGCAGGAGGTCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr5.trna7402-TyrGTA (75121036-75120966)  Tyr (GTA) 71 bp  Sc: 56.10 
TCCTGGCTGGCTCAGCGGTAAAGAATCTGCCTGTAATGCAGGAGGCCCAGGTTCAATCTC 
TGGGTCAGGAA 



>Bos_taurus_chr3.trna3750-TyrGTA (106523838-106523909)  Tyr (GTA) 72 bp  Sc: 56.29 
TCCCTGATAGCTCAGTTGGTAAAGTATCTGCCTGTAGTGCAGGAGACCTGGGTTCAATCC 
CTAGGTAGGGAA 
>Bos_taurus_chr3.trna7519-TyrGTA (51687011-51686940)  Tyr (GTA) 72 bp  Sc: 56.51 
TCCCTTGTAGCTGAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna8178-TyrGTA (91805218-91805147)  Tyr (GTA) 72 bp  Sc: 56.66 
CCCCTGCTAGCTCAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna2510-TyrGTA (54473765-54473694)  Tyr (GTA) 72 bp  Sc: 56.95 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGTAATGCGGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna4580-TyrGTA (115536488-115536559)  Tyr (GTA) 72 bp  Sc: 57.05 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGTAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna150-TyrGTA (5514888-5514959)  Tyr (GTA) 72 bp  Sc: 57.24 
TCCCCGGTGGCTCAGAGGATAAAGCATCTGCCTGTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrUn.004.1176.trna4-TyrGTA (26242-26171)  Tyr (GTA) 72 bp  Sc: 57.89 
TCCCTGGTAGCTCAGATGGTAAAGAATCTGCTTGTAATGCAGAAGACCCAGGTTCAATCC 
CTGGCTGGGGAC 
>Bos_taurus_chr5.trna134-TyrGTA (4759686-4759757)  Tyr (GTA) 72 bp  Sc: 58.66 
TCCCTAGTGGTTCAGATGGTAAAGCATCTGCCTGTAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chrX.trna4077-TyrGTA (77839964-77839893)  Tyr (GTA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGTAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna7203-TyrGTA (25817095-25817006)  Tyr (GTA) 90 bp  Sc: 75.19 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTAATTCCAAGTGTGGACATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr10.trna1095-TyrGTA (25844468-25844557)  Tyr (GTA) 90 bp  Sc: 71.72 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGTCTACTACATGTGGACATCCTT 
AGGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Bos_taurus_chr10.trna1096-TyrGTA (25845137-25845226)  Tyr (GTA) 90 bp  Sc: 72.64 
CCTTTGATAGCTCAGCTGGTAGAGCAGAGGACTGTAGACCTGATAAATGTGGACATCCTT 
AGGTCGCTGGTTCGATTCCAGCTCAAAGGA 
>Bos_taurus_chr10.trna1097-TyrGTA (25847905-25847995)  Tyr (GTA) 91 bp  Sc: 77.87 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTATTTCATGAATATAGATATCCT 
TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr10.trna1098-TyrGTA (25849753-25849842)  Tyr (GTA) 90 bp  Sc: 75.48 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATACGAAGCATGTAGACATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr14.trna1327-TyrGTA (30403968-30404061)  Tyr (GTA) 94 bp  Sc: 73.83 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGATACTCTAGCCGAGAGACAT 
CCTTAGGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Bos_taurus_chr14.trna1328-TyrGTA (30404552-30404640)  Tyr (GTA) 89 bp  Sc: 72.24 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGACGTATGTCGCCGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3384-TyrGTA (31548315-31548226)  Tyr (GTA) 90 bp  Sc: 77.86 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGAACTTGGTTGATGGTTATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3383-TyrGTA (31548723-31548634)  Tyr (GTA) 90 bp  Sc: 77.74 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGTATTTGACTAATGGCCATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3382-TyrGTA (31556019-31555928)  Tyr (GTA) 92 bp  Sc: 77.63 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTGTTAAACGTCATAGGCATCC 
TTAGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr20.trna1231-TyrGTA (35115043-35115131)  Tyr (GTA) 89 bp  Sc: 69.50 
CCTTCGGTAGCTCAGCTGGTAGAGCGGAGGACTGTAGATGCCTGTCTGTGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr8.trna8123-TyrGTA (4372578-4372489)  Tyr (GTA) 90 bp  Sc: 48.39 
CCTTTGATGGCTCAGCTGGTAGAGTGGAGGACTGTAGTATATCCCAGTATAGTCATCCTT 
AGGTCACTGGTTTGATACTGGGTTGGAGGA 
>Bos_taurus_chr21.trna3782-TyrGTA (45762023-45761934)  Tyr (GTA) 90 bp  Sc: 73.14 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCCGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr21.trna1904-TyrGTA (45781070-45781159)  Tyr (GTA) 90 bp  Sc: 73.78 



CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCTGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr21.trna1905-TyrGTA (45787448-45787537)  Tyr (GTA) 90 bp  Sc: 73.14 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCCGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr11.trna6185-TyrGTA (74676215-74676127)  Tyr (GTA) 89 bp  Sc: 76.37 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGAGTGAGCTGTGGCAATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr1.trna7902-TyrGTA (99901875-99901786)  Tyr (GTA) 90 bp  Sc: 77.09 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTGAAGTTTCTCAGGCATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr3.trna4520-Undet??? (121671791-121671863)  Undet (???) 73 bp  Sc: 31.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATGCCCCGTGCAGGGGGCCCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna4552-Undet??? (44408029-44407960)  Undet (???) 70 bp  Sc: 31.99 
TCCCTGGTGGCCTACTGGTGAGGGTTCCAGGTTTACGGCTGGGACCCAGGTTCAGTTCCT 
GGTTGGGGAA 
>Bos_taurus_chr2.trna10428-Undet??? (1742656-1742586)  Undet (???) 71 bp  Sc: 32.21 
TCCCTAGAAGTTCAATGGTTTAGGACTTGGTACTGCTGCTGTGGGCCCAGGTTCGATACC 
TGGTTGGGGAA 
>Bos_taurus_chr4.trna4287-Undet??? (121361806-121361877)  Undet (???) 72 bp  Sc: 44.33 
TCCCTGGCGGTCTAGTGGTTAGGACTCAGTGCTTTCACTGTGGTTGTCCAGGTTCAATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna65-Undet??? (1204765-1204837)  Undet (???) 73 bp  Sc: 44.44 
TCCCTGGTGGGCCAGTGGCTAAGGTTCCTTGCTCCCAATACAAGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrUn.004.1097.trna1-Undet??? (15986-16067)  Undet (???) 82 bp  Sc: 53.85 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCACACAGAGTCTTGCTGGGGGCCCA 
GGTTCGATTCCTGGTCAAGGAA 
>Bos_taurus_chr3.trna628-Undet??? (18682362-18682432)  Undet (???) 71 bp  Sc: 57.11 
GCATTGGTGATATAGTGGTGAGCATAGCTGCCTTCAAGCAGCTGACCCAGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr3.trna280-Undet??? (8950824-8950895)  Undet (???) 72 bp  Sc: 73.13 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGGCCACGCGGGAGGCCCGGGTTCGATTC 
CCGGCCCATGCA 
>Bos_taurus_chr18.trna2560-ValAAC (56292738-56292810)  Val (AAC) 73 bp  Sc: 39.31 
TCCCTGGTGGTTGAGTGGTTAGGACATGGCACTAACACTGCCCTGGTCCCAGGGTTCAAT 
CCAGGTTGGGGAA 
>Bos_taurus_chr1.trna372-ValAAC (6187072-6187144)  Val (AAC) 73 bp  Sc: 47.34 
GTTTCCATTGTGTAGTGGTCATCATGCTTGCCTAACTTGTGAGAAGTCCTTGGTTTGAAA 
CCAAGTGGAAACA 
>Bos_taurus_chr3.trna842-ValAAC (22665109-22665179)  Val (AAC) 71 bp  Sc: 61.56 
GTTTCCGGTGTAGTGGTTATCACGTTCACCTAACACGTGAAAGGTCCCCGGTTCGAAACC 
AGGCGGGAACG 
>Bos_taurus_chrUn.004.185.trna11-ValAAC (200693-200763)  Val (AAC) 71 bp  Sc: 61.56 
GTTTCCGGTGTAGTGGTTATCACGTTCACCTAACACGTGAAAGGTCCCCGGTTCGAAACC 
AGGCGGGAACG 
>Bos_taurus_chr23.trna1406-ValAAC (31429749-31429821)  Val (AAC) 73 bp  Sc: 63.72 
GTTTCTGTAGTGTAGTGGTTATCATGCTTGCCTAACACGCTGGAGGCCCTTGGTTCAAAA 
CTAAGCAGAAACA 
>Bos_taurus_chr3.trna837-ValAAC (22636210-22636282)  Val (AAC) 73 bp  Sc: 71.31 
GTTTCCGTAGTGTAGGGGTTATCACGTTCGCCTAACATGCGAAAGGTCCCCGGTTCGAAA 
CCAGGAGGAAACA 
>Bos_taurus_chr3.trna8550-ValAAC (22975574-22975502)  Val (AAC) 73 bp  Sc: 77.59 
GTTTCTGTAGTGTAGTGGTTATCACATTTGCCTAACACACAAAAGGTCCCTGGTTCGAAA 
CCAGGCAGAAACA 
>Bos_taurus_chr3.trna8568-ValAAC (22855464-22855392)  Val (AAC) 73 bp  Sc: 79.36 
ATTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna857-ValAAC (22910491-22910563)  Val (AAC) 73 bp  Sc: 79.36 
ATTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3419-ValAAC (31082207-31082135)  Val (AAC) 73 bp  Sc: 83.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGTGGAAACA 
>Bos_taurus_chr23.trna1413-ValAAC (31447034-31447106)  Val (AAC) 73 bp  Sc: 83.60 
GTTTCCGTAGTGTAGTGGTCATCACGCTCGCCTAACACGCGAGAGGTCCTCGGTTCGAAA 



CCGAGCGGAAACA 
>Bos_taurus_chr3.trna827-ValAAC (22577619-22577691)  Val (AAC) 73 bp  Sc: 84.90 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna832-ValAAC (22602416-22602488)  Val (AAC) 73 bp  Sc: 84.90 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr1.trna7897-ValAAC (99989332-99989260)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna1367-ValAAC (31112537-31112609)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna843-ValAAC (22671993-22672065)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna844-ValAAC (22687151-22687223)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8552-ValAAC (22942420-22942348)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna870-ValAAC (23035542-23035614)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr7.trna6779-ValAAC (39699947-39699875)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.185.trna12-ValAAC (207583-207655)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.185.trna6-ValAAC (174524-174596)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr4.trna4902-ValAAC (111362165-111362093)  Val (AAC) 73 bp  Sc: 87.13 
GTTTCCGTGGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCTGGTTCGAAA 
CCAGGCGGAAACA 
>Bos_taurus_chr16.trna208-ValCAC (7002274-7002345)  Val (CAC) 72 bp  Sc: 28.03 
TCCTGGAGGTCCAGTGATTAGGATCCTGTGCTCACAAGGCAGAGGGCCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna5017-ValCAC (137652705-137652777)  Val (CAC) 73 bp  Sc: 30.53 
TCCCTGGTGGTCCTGTGGCTAAGACCCTGTGATCACAATGTAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1176-ValCAC (29288781-29288853)  Val (CAC) 73 bp  Sc: 35.23 
TTCCTGATAGTCCAATGACTAAGACTCTGCACTCACAATGCTGGGGGCCCAGGTTTGATT 
CCTAGTCAGGGAT 
>Bos_taurus_chr28.trna2060-ValCAC (29417566-29417494)  Val (CAC) 73 bp  Sc: 35.78 
TCCCTCGTGGTTCAGTGGCTAAGACTCTGTGTTCACAATGCAGGGGGCTCAGGCTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr12.trna5785-ValCAC (25887604-25887532)  Val (CAC) 73 bp  Sc: 39.52 
TCCCTGATGGTCCAGTGGTTAAGACTCCATGCTCACATTGTAGGAGGCCTGGGTTTAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr20.trna1194-ValCAC (33718951-33719022)  Val (CAC) 72 bp  Sc: 41.11 
TCCCTGATGGTCAAGTGACTAAGACTCTGAGCTCACAATGCAGGGGCCCAGGGTCGATCC 
CTAGTCGGGGAA 
>Bos_taurus_chr8.trna5929-ValCAC (71265850-71265778)  Val (CAC) 73 bp  Sc: 41.98 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACCCACAGTGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr28.trna450-ValCAC (11820160-11820232)  Val (CAC) 73 bp  Sc: 43.36 
TCCCTGATGGTCCAATGGATAAGACTCCATGCTCACAATGCGGGGAGGCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna3559-ValCAC (99604047-99604119)  Val (CAC) 73 bp  Sc: 45.77 
TCTCTGGTGGTCCAATGGCTAAGACTCTGTGCTCACAACGCAGGGAGCCTGGGATCAATC 
CCCGGACAGGGAA 
>Bos_taurus_chr16.trna1848-ValCAC (48002909-48002981)  Val (CAC) 73 bp  Sc: 48.33 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAATGCAAGGGGCCCTGGTTTCATC 
CCTGGCCAGGGAA 



>Bos_taurus_chr25.trna2723-ValCAC (38573360-38573288)  Val (CAC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCACAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7710-ValCAC (16536641-16536569)  Val (CAC) 73 bp  Sc: 53.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAGTGCAGGGGGCCCGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr15.trna1370-ValCAC (39525817-39525889)  Val (CAC) 73 bp  Sc: 55.11 
TTCTTGGTGGTCCAATGGCTAAGACTCTGCAATCACAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr3.trna864-ValCAC (22958665-22958737)  Val (CAC) 73 bp  Sc: 56.42 
CTTTCCGTGGTGTAGTGGTTATCACGTTTGCCTCACATGTGAAAAGTCTCCGGTTCGAAA 
CCAGGCGGAAATA 
>Bos_taurus_chr3.trna8549-ValCAC (22979121-22979049)  Val (CAC) 73 bp  Sc: 56.73 
ATTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCTCGGTTTGAAA 
CCACGTGGAAACA 
>Bos_taurus_chr29.trna3028-ValCAC (28702023-28701951)  Val (CAC) 73 bp  Sc: 56.85 
GTTTCTATAGTGTAGTAGTTATCACTTTCGCCTCACATGCCAAAGGTCCCTGGTTCAAAA 
CCAGGCATAAACA 
>Bos_taurus_chr18.trna4235-ValCAC (45439782-45439711)  Val (CAC) 72 bp  Sc: 61.01 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCACAATGCAGGGGGCCAGGTTCAATCC 
CTGGTTAGGGAG 
>Bos_taurus_chr2.trna5577-ValCAC (134053534-134053462)  Val (CAC) 73 bp  Sc: 62.16 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1086-ValCAC (34406821-34406893)  Val (CAC) 73 bp  Sc: 65.66 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACATGCCAGAGGTCCCTGGTTCAAAA 
CTGGGTGGAAACA 
>Bos_taurus_chr3.trna852-ValCAC (22894967-22895039)  Val (CAC) 73 bp  Sc: 70.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACATGAGAAAGGTCCCCAGTTCGAAC 
CCGGGTGGAAACA 
>Bos_taurus_chr3.trna8563-ValCAC (22870988-22870916)  Val (CAC) 73 bp  Sc: 70.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACATGAGAAAGGTCCCCAGTTCGAAC 
CCGGGTGGAAACA 
>Bos_taurus_chr3.trna858-ValCAC (22915543-22915615)  Val (CAC) 73 bp  Sc: 77.39 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGAGAAAGGTCCCTGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.185.trna5-ValCAC (162481-162553)  Val (CAC) 73 bp  Sc: 77.39 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGAGAAAGGTCCCTGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.1856.trna6-ValCAC (16698-16626)  Val (CAC) 73 bp  Sc: 77.39 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGAGAAAGGTCCCTGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8555-ValCAC (22928046-22927974)  Val (CAC) 73 bp  Sc: 80.44 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGACAGAAACA 
>Bos_taurus_chr3.trna869-ValCAC (23032838-23032910)  Val (CAC) 73 bp  Sc: 85.40 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGGAACA 
>Bos_taurus_chr23.trna1393-ValCAC (31321404-31321476)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chrUn.004.1183.trna7-ValCAC (12954-12882)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chrUn.004.185.trna17-ValCAC (223238-223166)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chr3.trna822-ValCAC (22557256-22557328)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna830-ValCAC (22592284-22592356)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna834-ValCAC (22617228-22617300)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna840-ValCAC (22655765-22655837)  Val (CAC) 73 bp  Sc: 87.16 



GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.185.trna9-ValCAC (191312-191384)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.1856.trna2-ValCAC (3450-3522)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.2930.trna3-ValCAC (8512-8584)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.2930.trna6-ValCAC (13403-13475)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3377-ValCAC (31586445-31586373)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3396-ValCAC (31347431-31347359)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna284-ValCAC (8993689-8993761)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna825-ValCAC (22567276-22567348)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8538-ValCAC (23080314-23080242)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna855-ValCAC (22900856-22900928)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8566-ValCAC (22865099-22865027)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr7.trna6777-ValCAC (39704889-39704817)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna5974-ValTAC (97555728-97555656)  Val (TAC) 73 bp  Sc: 37.57 
TCCCTCGTGGTCCAGTGTCTAAGACACTGCACTTACAATGCAGGGGGCCTAGGTTAAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr4.trna8532-ValTAC (10603336-10603264)  Val (TAC) 73 bp  Sc: 42.68 
TCCTTGGTCGTCCAATGGTTAGGACTTGGTATTTACACTGCCATGGGCCCAGGTTCAGTC 
CCTGGTCAGGAAC 
>Bos_taurus_chr19.trna2921-ValTAC (57376987-57377059)  Val (TAC) 73 bp  Sc: 43.81 
TCCTTGGTGGTCCAACTGTTAGGACTCTGCACTTACACTGCTGAGGGCCTGGGTTCAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr21.trna1139-ValTAC (25311573-25311645)  Val (TAC) 73 bp  Sc: 46.46 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCGCTTACAACGCAGGGGGCCTGGATTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna5325-ValTAC (10818611-10818539)  Val (TAC) 73 bp  Sc: 46.64 
TCCCTGGTGGTCCAGTGGCCAAGTTTCTGAGCTTACAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1001-ValTAC (29665180-29665252)  Val (TAC) 73 bp  Sc: 47.06 
TCCCTGGTGGTCCAATGACTAAGATTCTGTACTTACAATACAAAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna674-ValTAC (23279774-23279846)  Val (TAC) 73 bp  Sc: 52.41 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTACGATGCAGGGTATACAGGTTTGATC 
CCTGACTAGGGAA 
>Bos_taurus_chr17.trna4222-ValTAC (61900613-61900542)  Val (TAC) 72 bp  Sc: 53.26 
TCCCTGGTGGTCCAGTGGTAGGACTCAGCACTTACACTGCTGGGGGCCTGGGTTTGATCC 
CTAGTCAGGAAA 
>Bos_taurus_chr19.trna2509-ValTAC (49757079-49757151)  Val (TAC) 73 bp  Sc: 54.14 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTACACTCCAGGGGCCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8553-ValTAC (22931542-22931470)  Val (TAC) 73 bp  Sc: 62.31 
GATTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGATGCCGGGTTCGAGA 



CTGGGCGGAAACA 
>Bos_taurus_chr11.trna6529-ValTAC (65482046-65481974)  Val (TAC) 73 bp  Sc: 64.63 
TCCCTGGTGATCCAGTGGTTAGGATTCTGCGCTTACACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna838-ValTAC (22652251-22652323)  Val (TAC) 73 bp  Sc: 67.07 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGCTCCCCAGTTCAAAA 
CCGGGAGGAAACA 
>Bos_taurus_chrUn.004.185.trna7-ValTAC (187791-187863)  Val (TAC) 73 bp  Sc: 67.07 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGCTCCCCAGTTCAAAA 
CCGGGAGGAAACA 
>Bos_taurus_chrUn.004.2930.trna1-ValTAC (4998-5070)  Val (TAC) 73 bp  Sc: 67.07 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGCTCCCCAGTTCAAAA 
CCGGGAGGAAACA 
>Bos_taurus_chr3.trna828-ValTAC (22588570-22588642)  Val (TAC) 73 bp  Sc: 80.49 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGAAAACA 
>Bos_taurus_chr3.trna845-ValTAC (22698109-22698181)  Val (TAC) 73 bp  Sc: 80.49 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGAAAACA 
>Bos_taurus_chrX.trna2907-ValTAC (77440766-77440838)  Val (TAC) 73 bp  Sc: 81.89 
GGTTCCGTAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Bos_taurus_chr15.trna3086-ValTAC (83645832-83645760)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Bos_taurus_chr23.trna1391-ValTAC (31310368-31310440)  Val (TAC) 73 bp  Sc: 83.03 
GTTTCCGTGGTGTAGCGGTTAGCACATTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrUn.004.1183.trna5-ValTAC (24660-24588)  Val (TAC) 73 bp  Sc: 83.03 
GTTTCCGTGGTGTAGCGGTTAGCACATTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna1402-ValTAC (31359861-31359933)  Val (TAC) 73 bp  Sc: 84.60 
GGTTCCATAGTGTAGTGGTTAGCACATCTGCTTTACACGCAGAAGGTCCTGGGTTCGATC 
CCCAGTGGAACCA 
>Bos_taurus_chr3.trna819-ValTAC (22547660-22547732)  Val (TAC) 73 bp  Sc: 87.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chrX.trna2840-AlaAGC (80920741-80920812)  Ala (AGC) 72 bp  Sc: 37.04 
GGGGGTATAGCTTAGTGGCAGATTACATGCTTAGCATGTATGAAGCCCTGGGTTCTGTCC 
CCAGTACTTCCA 
>Bos_taurus_chr25.trna181-AlaAGC (4015702-4015773)  Ala (AGC) 72 bp  Sc: 47.44 
GGGGGTGTAGTTCAATGGTAGAGCGTGTGCTTAGCATGCTCGAGACCCCGGGTTCAATGC 
CTGGCACCTCCA 
>Bos_taurus_chr18.trna968-AlaAGC (23631560-23631632)  Ala (AGC) 73 bp  Sc: 55.26 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCGCATTCTCCA 
>Bos_taurus_chr29.trna2234-AlaAGC (46581925-46581853)  Ala (AGC) 73 bp  Sc: 55.26 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCGCATTCTCCA 
>Bos_taurus_chr21.trna2972-AlaAGC (68579158-68579229)  Ala (AGC) 72 bp  Sc: 55.39 
TCCCTGGCAGTCCAGTGGTTAGGACTTGGCACCAGCACTGCCAGGGCCCAGGTTCGATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr18.trna1227-AlaAGC (29339449-29339519)  Ala (AGC) 71 bp  Sc: 56.59 
GGGGGTGTGGCTCAGTGGTAGAGTGCATGCTTAGCATGTATGAGACCCTGGGTTCAATCC 
CAGTACTCCCA 
>Bos_taurus_chr23.trna1474-AlaAGC (31175615-31175687)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna1478-AlaAGC (31187064-31187136)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna3465-AlaAGC (31198853-31198781)  Ala (AGC) 73 bp  Sc: 58.07 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Bos_taurus_chr23.trna1482-AlaAGC (31296524-31296596)  Ala (AGC) 73 bp  Sc: 58.48 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 



>Bos_taurus_chr23.trna1481-AlaAGC (31191483-31191555)  Ala (AGC) 73 bp  Sc: 59.41 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGTGGGATCGATG 
CCCATATCCTCCA 
>Bos_taurus_chr7.trna2708-AlaAGC (60871678-60871749)  Ala (AGC) 72 bp  Sc: 61.64 
GGGGGTATAGCTCAGTGGCAGAGCACATGCTTAGCATGCACGAGACCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Bos_taurus_chr26.trna3132-AlaAGC (26720523-26720452)  Ala (AGC) 72 bp  Sc: 62.92 
GGGGGTATAGCTCAGTGGTAGAGTGCGTGCTTAGCATGTATGAGGTCCTGAGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr11.trna6285-AlaAGC (72573837-72573765)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Bos_taurus_chr14.trna1445-AlaAGC (32154328-32154400)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Bos_taurus_chr18.trna3987-AlaAGC (51973843-51973771)  Ala (AGC) 73 bp  Sc: 66.70 
GGGGGTGTAGCTCAGTGGTTAGAGTGTATGCTTAGCATGCACGAGGTACCAGGTTCAAAT 
CCTGGCACTTCCA 
>Bos_taurus_chr7.trna2263-AlaAGC (48654604-48654675)  Ala (AGC) 72 bp  Sc: 73.53 
GGCGGTATAGCTCAGTGGTAGAGCACATGCTTAGCATGCATGAGACCCTGGGTTCAATCC 
CCAGTACTGCCA 
>Bos_taurus_chr23.trna1386-AlaAGC (29976892-29976963)  Ala (AGC) 72 bp  Sc: 75.68 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCTGGGTTCAATCC 
CCAGCACCTCCA 
>Bos_taurus_chr18.trna3801-AlaAGC (54151907-54151836)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGGTATAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr19.trna3847-AlaAGC (56483738-56483667)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGGTATAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGTACCTCCA 
>Bos_taurus_chr23.trna1396-AlaAGC (30033617-30033688)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCCGGGTTCGATCC 
CCAGCATCTCCA 
>Bos_taurus_chr23.trna3539-AlaAGC (30049271-30049200)  Ala (AGC) 72 bp  Sc: 76.69 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGTACGAGGTCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr1.trna3385-AlaAGC (95174246-95174317)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1379-AlaAGC (29937386-29937457)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1380-AlaAGC (29945279-29945350)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1390-AlaAGC (30012420-30012491)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1392-AlaAGC (30017824-30017895)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1420-AlaAGC (30791064-30791135)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna3542-AlaAGC (30011590-30011519)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna3545-AlaAGC (30004116-30004045)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr11.trna4763-AlaAGC (104532629-104532550)  Ala (AGC) 80 bp  Sc: 35.84 
TCCCGGGTGGCTCAGAGGCGAAGAGTCCACCTGCCAAGCAGGAGATGCAGGAGACCCAGG 
TTCGATCCCTGGCTTGGGAA 
>Bos_taurus_chr1.trna810-AlaCGC (19247775-19247847)  Ala (CGC) 73 bp  Sc: 33.89 
TCCCTTGTGGTCCAGTAGTTAAGACTTGGTACTCGCAATGCAAGGGGTCTGGGTTCAGTC 
CCTGGCTAGGGAA 
>Bos_taurus_chrX.trna9863-AlaCGC (59330782-59330710)  Ala (CGC) 73 bp  Sc: 39.74 



TCCCTGGTGGTCCAGTGGCTAAGACTCCGTATTCGCAATGCAGGGGGCTGAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7153-AlaCGC (127787557-127787485)  Ala (CGC) 73 bp  Sc: 40.65 
CTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCGCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGAAA 
>Bos_taurus_chrX.trna10475-AlaCGC (39324151-39324079)  Ala (CGC) 73 bp  Sc: 40.94 
TCTGTGATGGTCCAGTGACTAAGACTCTGGGTTCGCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna8435-AlaCGC (19526455-19526383)  Ala (CGC) 73 bp  Sc: 46.16 
TCCCTGGTAGTCCAGTGGCTAAGACTCCACAATCGCAATGTGGAGGGATCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1473-AlaCGC (43306935-43307006)  Ala (CGC) 72 bp  Sc: 50.24 
TTCCTGTTGGTCCAGTGACTAAGACTCTGCACTCGCAATGCAGGGGCCCAGGTTCAATCC 
TTGGTCAGGAAC 
>Bos_taurus_chr22.trna3341-AlaCGC (32293873-32293801)  Ala (CGC) 73 bp  Sc: 52.35 
TTCTGGGTGGTCTAGTGGCTAAGACTCTGCACTCGCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8663-AlaCGC (21006944-21006874)  Ala (CGC) 71 bp  Sc: 55.09 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCGCACGCGGGAAACCCCGGTTCAATTCC 
CAGCCAATGCA 
>Bos_taurus_chr23.trna3549-AlaCGC (29983448-29983377)  Ala (CGC) 72 bp  Sc: 68.35 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCAACCC 
CCGGCTCCTCCA 
>Bos_taurus_chr24.trna140-AlaCGC (4954492-4954563)  Ala (CGC) 72 bp  Sc: 71.19 
GGGGATGTAGCTCAGTGGTAGAGCATATGCTTCGCATGCATGAGGCCCCAGGTTCAATCC 
CTGGCATCTCCA 
>Bos_taurus_chr23.trna1393-AlaCGC (30019750-30019821)  Ala (CGC) 72 bp  Sc: 72.31 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGTCCCTGGTTCAATCC 
CTGGCACCTCCA 
>Bos_taurus_chr2.trna9286-AlaCGC (39950662-39950591)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna1381-AlaCGC (29949904-29949975)  Ala (CGC) 72 bp  Sc: 73.20 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr23.trna1395-AlaCGC (30027676-30027747)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna3457-AlaCGC (31313506-31313435)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr6.trna7717-AlaCGC (38552214-38552143)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr6.trna4563-AlaGGC (116486926-116486854)  Ala (GGC) 73 bp  Sc: 53.39 
TCCCTGGTGGTCCAGTGGTTAAGACGCTGCACTGGCAGTTCAGAGGGCTCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr29.trna189-AlaGGC (5882762-5882833)  Ala (GGC) 72 bp  Sc: 55.27 
TCCCTAATAGCTCAGCTGGTAAAGAATCTGCCTGGCATGCAGGAGACCCAGGTTCGAATC 
CTGGATTGGGAA 
>Bos_taurus_chr5.trna8459-AlaTGC (50873222-50873150)  Ala (TGC) 73 bp  Sc: 27.94 
CCCCTGGTGGTTCAGGGGTTAAGACTCAGTGCTTGCACTACAGGGAGACTAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr15.trna4532-AlaTGC (53951300-53951228)  Ala (TGC) 73 bp  Sc: 28.91 
TTCCTGATGGTCCAGTGATTAAGACTCTGCACTTGCAGTGCAGTGGACATGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1705-AlaTGC (32691165-32691256)  Ala (TGC) 92 bp  Sc: 31.18 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTTGCTATGAGGGGTTCGGGGGTGGGGAG 
GGTGGGCCTGGGTTAGATCCCCAGTCAGGGAA 
>Bos_taurus_chr13.trna3369-AlaTGC (74145295-74145366)  Ala (TGC) 72 bp  Sc: 33.47 
TCCCTAGTGGTCCACTGGCTAAGACTCTGTACTTGCAGTGCAGGAGGCCGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4815-AlaTGC (128756355-128756435)  Ala (TGC) 81 bp  Sc: 34.76 
TCCCTGGTGGTCCAGTGTTTAGGACTCTGTGCTTGCACTGCAGGACTGTGGGTGGCACAG 
GTTTGATACCTGGTCAGGGAA 
>Bos_taurus_chr26.trna372-AlaTGC (12361993-12362065)  Ala (TGC) 73 bp  Sc: 34.95 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCACTTGCATTGCAAGGGGGGCAGGCTCCATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4605-AlaTGC (8592845-8592775)  Ala (TGC) 71 bp  Sc: 37.79 
TCCATGGTGGTCCAGTGGGCAGGACTCTGTACTTGCATTGCAGGGCCTGAGTTCCATCCT 
TGGTCAGGGAA 
>Bos_taurus_chr18.trna102-AlaTGC (2729646-2729717)  Ala (TGC) 72 bp  Sc: 39.58 
TCCCTGGCAGTTCAGGGGTTAGGACTCAGTACTTGCACTGCTGTAGCCCGGGTTTAATCC 
CTGGTCAGGGAT 
>Bos_taurus_chrX.trna4828-AlaTGC (128748230-128748303)  Ala (TGC) 74 bp  Sc: 39.85 
TTCCTGGTGGTCCAATGGCTAAGATTCAGCACTTGCAATACTGAGGGCCCGGGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5517-AlaTGC (29684631-29684559)  Ala (TGC) 73 bp  Sc: 40.92 
TCCCCGGTGGTCCAGAGGCTAAGACTCTGCACTTGCAAGGCAGGGGGCCCAGGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna6403-AlaTGC (13656029-13655957)  Ala (TGC) 73 bp  Sc: 40.98 
TCCCTGGTAGTCTAGTGGCTAAGACTTTGTGGTTGCAATGCAAGGGGTCGAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna1687-AlaTGC (39185510-39185581)  Ala (TGC) 72 bp  Sc: 41.80 
GGGGATGTAGCTCAGTGGTAGAACACATGCTTTGCAGGTATGAGGTCTCGGGTTTGATCC 
TTGGCATCTCCA 
>Bos_taurus_chr7.trna821-AlaTGC (16125878-16125951)  Ala (TGC) 74 bp  Sc: 42.53 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGTTTGCAATGCAGGGGGCCCTGGACTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3808-AlaTGC (57004556-57004484)  Ala (TGC) 73 bp  Sc: 43.44 
TGCCTGGTGGTCCAGTGCTTAAGACTCTGCACTTGCACTGCAGTGGGACCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna6714-AlaTGC (52319749-52319677)  Ala (TGC) 73 bp  Sc: 43.45 
TCTCTGGTGGTCTAGTGGCTAAGACTCGGTGCTTGCAATGCAGGGAATCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1830-AlaTGC (43317738-43317808)  Ala (TGC) 71 bp  Sc: 43.90 
TCCCTGGTGGTCCAGTGGTTAAGGATTTGCCTTGCAAGCAGGGAACTCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr14.trna4530-AlaTGC (63234143-63234071)  Ala (TGC) 73 bp  Sc: 45.76 
TCTCTGGTGGTCCAGTGTTAGGATGTAGCATTTGCACTGCTAGGGGGTCCAGGTTCAACC 
CCTGGTCGGGGAA 
>Bos_taurus_chr1.trna10625-AlaTGC (22075040-22074968)  Ala (TGC) 73 bp  Sc: 49.74 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTTGCAATGCAGAGGGTGCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr11.trna2997-AlaTGC (71016568-71016640)  Ala (TGC) 73 bp  Sc: 49.74 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTTGCAATGCAGAGGGTGCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr2.trna722-AlaTGC (23006991-23007062)  Ala (TGC) 72 bp  Sc: 57.69 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTGCACTGCAGTGGCCTAGGTTGAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr6.trna1394-AlaTGC (47008906-47008978)  Ala (TGC) 73 bp  Sc: 58.06 
GCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTTGCAATGCAGGGGGCCCAAGTTCGATC 
CTTGGTCAGGGAG 
>Bos_taurus_chr23.trna3136-AlaTGC (39054638-39054567)  Ala (TGC) 72 bp  Sc: 66.75 
GGGGATGTAGCTCAGTGCTAGAGCGCATGCTTTGCATGCATGAGGTCCCAGGTTCAATCC 
TTGGCATCTCCA 
>Bos_taurus_chr9.trna483-AlaTGC (17473021-17473092)  Ala (TGC) 72 bp  Sc: 68.22 
GGGGGTGTAGCTCAGTGGTAGAGCATGTGCTTTGCATGCACAAGGCCCTGGGTTCAATTC 
CTAGCACCTCCA 
>Bos_taurus_chr23.trna815-AlaTGC (17653318-17653390)  Ala (TGC) 73 bp  Sc: 69.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTGCACTGCAGGGGGCACAGGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr17.trna4876-AlaTGC (53127960-53127889)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr3.trna5428-AlaTGC (107627974-107627903)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna1383-AlaTGC (29966807-29966878)  Ala (TGC) 72 bp  Sc: 73.33 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Bos_taurus_chr6.trna4862-AlaTGC (110935447-110935376)  Ala (TGC) 72 bp  Sc: 73.60 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Bos_taurus_chr23.trna3540-AlaTGC (30042769-30042698)  Ala (TGC) 72 bp  Sc: 73.79 
GGGGATGTAGCTCAGTGGTAGAGCGCCTGCTTTGCATGCATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr17.trna2136-AlaTGC (53134698-53134769)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna3548-AlaTGC (29987688-29987617)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr7.trna2033-AlaTGC (41735751-41735822)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr5.trna7746-AlaTGC (68229746-68229675)  Ala (TGC) 72 bp  Sc: 74.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATTC 
CCAGCATCTCCA 
>Bos_taurus_chr6.trna3040-AlaTGC (93461519-93461590)  Ala (TGC) 72 bp  Sc: 75.09 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Bos_taurus_chr23.trna1398-AlaTGC (30046779-30046850)  Ala (TGC) 72 bp  Sc: 78.55 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Bos_taurus_chr14.trna4583-ArgACG (62086917-62086846)  Arg (ACG) 72 bp  Sc: 48.19 
TCTCAGGTGGCTCAGATGGTAAAGCGTCTGTCTACGATGCAGGAGACCCAGGTTCTATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna520-ArgACG (12353762-12353832)  Arg (ACG) 71 bp  Sc: 55.35 
TCCCTGGTGGCTTAGTTGGTAAAGCGTCTGCCTACGATGCAGGAGACCCCGGTTCGAACC 
TGGGTGGGGAA 
>Bos_taurus_chr4.trna5845-ArgACG (90963589-90963518)  Arg (ACG) 72 bp  Sc: 57.31 
TCCCTGGTAGCTCAGATGGTAAAGCTTCTGCCTACGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna3724-ArgACG (98670614-98670685)  Arg (ACG) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna1997-ArgACG (54252476-54252548)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1425-ArgACG (30819036-30819108)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1437-ArgACG (30906150-30906222)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1438-ArgACG (30907150-30907222)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3477-ArgACG (31086280-31086208)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr10.trna7485-ArgACG (21752430-21752358)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna1471-ArgACG (31168994-31169066)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3450-ArgACG (31438450-31438378)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chr23.trna3455-ArgACG (31331688-31331616)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Bos_taurus_chrX.trna2546-ArgCCG (67411607-67411679)  Arg (CCG) 73 bp  Sc: 32.46 
GCCCTGGTGGTCCAGTGCCTAAGACTCTGCAATCCGAATGCAGAGGGATTAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4969-ArgCCG (65975780-65975708)  Arg (CCG) 73 bp  Sc: 35.26 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGTTCCGCATGCAGGGGGCCCGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna8724-ArgCCG (81512080-81512008)  Arg (CCG) 73 bp  Sc: 37.84 



TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCGAATGCAGGGGGCCTGGGTTCAATC 
CTTAGTCAGGGAA 
>Bos_taurus_chr2.trna4455-ArgCCG (122729034-122729106)  Arg (CCG) 73 bp  Sc: 39.76 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCGCTCCGAATGCAGGGGGCCTGGATTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1694-ArgCCG (32531318-32531390)  Arg (CCG) 73 bp  Sc: 48.87 
TCCTTGGTGGTCCACTGGCTAAGACTCCGCACTCCGAATGCAGAGGGCCCAGGTTCAATC 
CCTGGTCATGGAA 
>Bos_taurus_chrX.trna563-ArgCCG (13180602-13180674)  Arg (CCG) 73 bp  Sc: 49.42 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCGAATGCTGGGGACCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7767-ArgCCG (15110720-15110648)  Arg (CCG) 73 bp  Sc: 50.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCGAATACAGGGGGCCCAGATTCGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna8097-ArgCCG (8214787-8214715)  Arg (CCG) 73 bp  Sc: 51.27 
TCCCTGGTAGTCCAACGGCTAAGACTCTGCGCTCCGAATGTAGGAGGCCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna3636-ArgCCG (100369865-100369937)  Arg (CCG) 73 bp  Sc: 54.46 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCGTTCCGAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7868-ArgCCG (21000461-21000389)  Arg (CCG) 73 bp  Sc: 57.48 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGAACTCCGAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5143-ArgCCG (44063177-44063105)  Arg (CCG) 73 bp  Sc: 61.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCGAATGCAGGGAGCCCAGGTTCAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr19.trna2612-ArgCCG (49585336-49585408)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Bos_taurus_chr23.trna1384-ArgCCG (29971502-29971574)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr23.trna1385-ArgCCG (29971886-29971958)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr23.trna3552-ArgCCG (29932898-29932826)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr25.trna88-ArgCCG (2584569-2584641)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr17.trna2287-ArgCCT (54455295-54455367)  Arg (CCT) 73 bp  Sc: 24.33 
TCCCTGGTGGCCCAGAGACTGGGACTCCATGTTCCCTGTGCAGGGGTCCCAGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna3401-ArgCCT (49706446-49706374)  Arg (CCT) 73 bp  Sc: 25.30 
TCTCTGGTGGTCCAGTGACTAAGATTCCGTGCTCCTAACGCAGGGGAGTCAGGTTCGACC 
CTTGGTCAGGGAA 
>Bos_taurus_chr4.trna5719-ArgCCT (93697661-93697589)  Arg (CCT) 73 bp  Sc: 26.83 
TCCCTGGGGGTCCAGTGGCTAAGACACTGTGCTCCCTGTGCAGGGGTCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna940-ArgCCT (28953546-28953618)  Arg (CCT) 73 bp  Sc: 26.99 
TTCCTGGTGATCCAATGGTTAAGATTCTGAGCTCCCTGTGCAGGGGACTCAGGTTCTATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr3.trna9173-ArgCCT (8454710-8454637)  Arg (CCT) 74 bp  Sc: 27.21 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCCCCTAATGCAGGGGAAGCCAGGTTCCAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr22.trna1569-ArgCCT (43443356-43443427)  Arg (CCT) 72 bp  Sc: 27.92 
TCCCTGGTGGTCCAGAGGCGAGACTCTGCGCTCCTAGTGCAGGGGGCCCAGGTTCGGTCC 
CTGGTGAGGGAG 
>Bos_taurus_chr8.trna4328-ArgCCT (109276710-109276638)  Arg (CCT) 73 bp  Sc: 28.76 
TCCCTGGTGGTCCCGTGGTTAAGACTCTGTTCTCCTGATGCAGGTGGGCTGGGTTTGACC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna4246-ArgCCT (48519402-48519330)  Arg (CCT) 73 bp  Sc: 29.47 
TCCCTGGTAGTCTAGTGGCTAAGATTCTGTGCTCCTGGTACTGAGGACCCGGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1878-ArgCCT (47374945-47375017)  Arg (CCT) 73 bp  Sc: 29.95 
TCCCTGATGGTCCAGAGGCTAAGATTTTGCACTCCTCATGCAGGGGGCCTGTGTTTGATC 



CCTGGTCAGGGAC 
>Bos_taurus_chr7.trna833-ArgCCT (16234340-16234413)  Arg (CCT) 74 bp  Sc: 31.00 
TCCCTGGTGGTCCAGTGTCTAAGACTCCATGCTCCTAATGCGGGGGACCCCAGGTTGGAT 
CCCTGGTCAGGGAT 
>Bos_taurus_chr11.trna6249-ArgCCT (73385018-73384946)  Arg (CCT) 73 bp  Sc: 31.10 
CTTCTGGTGGTCCAGTGGCTGAGACTCCGCACTCCTACTGCAGGAGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna11842-ArgCCT (4165126-4165054)  Arg (CCT) 73 bp  Sc: 32.21 
TCCCTGGTGGTCCAGTCTCTAAGACTCTGCACTCCTAATGCAACAGACTTGGGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr23.trna850-ArgCCT (18192851-18192923)  Arg (CCT) 73 bp  Sc: 33.93 
TCCCTGTTGGTTCAGCGGCAAAGACTCCGCACTCCTAATGCAGGTGGTCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3504-ArgCCT (95424990-95425062)  Arg (CCT) 73 bp  Sc: 34.18 
TCCTTGATAGTCCAGCGGCTAAGACTCTGTGCTCCTAGTACATGGAGCTCAGGTTCAGTT 
CCTGATTGGGGAA 
>Bos_taurus_chr18.trna5314-ArgCCT (24790986-24790914)  Arg (CCT) 73 bp  Sc: 35.54 
TTACTGGTGGTCCAGAGACTAAGACTGTGCACTCCTAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6379-ArgCCT (148075271-148075199)  Arg (CCT) 73 bp  Sc: 35.57 
TTCCTGGTGGTTATGCGGCTAAGACTCTGCGTTCCTAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna531-ArgCCT (13526121-13526193)  Arg (CCT) 73 bp  Sc: 36.23 
TCCCTGGTAGCCCAGTGGCTGAGGTTCTGTCCTCCTGCTGCAGAGGGCCCATGTTCGATC 
TCTGGTTAGGGAA 
>Bos_taurus_chr6.trna7056-ArgCCT (59471031-59470959)  Arg (CCT) 73 bp  Sc: 36.55 
TCCCTGGTGGTCTAGTGGCTAAGACTTGGAGCTCCTGATTCAGGGGACCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna4209-ArgCCT (78298278-78298206)  Arg (CCT) 73 bp  Sc: 36.59 
TCTCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCTAATACGTGTGGCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6434-ArgCCT (145651610-145651539)  Arg (CCT) 72 bp  Sc: 37.32 
TCCCTGGTGGTTCAGTGGCTGGGACTCTGTGTTCCTGATGCAGGGGCCCCGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna8064-ArgCCT (9788151-9788079)  Arg (CCT) 73 bp  Sc: 37.54 
TCCCTGGTGGTCCCACGGCTAAGACTCCGTGTTCCTAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6149-ArgCCT (17891817-17891745)  Arg (CCT) 73 bp  Sc: 37.55 
TCCCTGGTCGTCCAGTGGCTAAGACTCTCTGCTCCTAACGCAGAGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr24.trna1453-ArgCCT (34953093-34953165)  Arg (CCT) 73 bp  Sc: 37.68 
TCCTTGATGGTCCATTGGTTAAGACTCTGTTTTCCTATTGCAGGGAGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5052-ArgCCT (133702249-133702320)  Arg (CCT) 72 bp  Sc: 38.15 
TCCCTGGAGGTCCAGTGGCTAGGACTCTGTGCTCCTAGTGCCGGGGGCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr26.trna1128-ArgCCT (32271633-32271704)  Arg (CCT) 72 bp  Sc: 38.77 
TCCCTGGTGGTCCAGGGGCTGAGACTCTGCACTCCTAATGCAAGATCCAGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr15.trna2489-ArgCCT (66896317-66896389)  Arg (CCT) 73 bp  Sc: 39.14 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCAGGGAACCCGGATTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna127-ArgCCT (1836829-1836901)  Arg (CCT) 73 bp  Sc: 39.18 
TCTCTGGTGGTCCAGTAGTTGGGACTCTGAGCTCCTGATGCAGGGGCCACAGGTTCGATC 
CCTGCTTGGAGAA 
>Bos_taurus_chr15.trna2932-ArgCCT (78224706-78224778)  Arg (CCT) 73 bp  Sc: 39.55 
TCCCTGGTGGTCCAGTGGCTACGACTCCGCACTCCTGATGCAGGGGGCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8701-ArgCCT (20089857-20089785)  Arg (CCT) 73 bp  Sc: 39.65 
TCCTTGGTGGTTCAGTGGCTAAGACACTATGCTCCTGATATAGTGAATGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5052-ArgCCT (91657692-91657620)  Arg (CCT) 73 bp  Sc: 40.02 
TTCCTGGTGGTCTAGTAGTTAAGATTTTGCACTCCTAATGCAGGGGGCACAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna3964-ArgCCT (69188009-69187937)  Arg (CCT) 73 bp  Sc: 40.11 
TCTCTGGTGGTCCAGTGGCTAAGACTTTGCAATCCTAATGCAGGGGGCACAGGTTCGTTT 
CCTGGTCAGGGAA 



>Bos_taurus_chr19.trna1387-ArgCCT (27481947-27482019)  Arg (CCT) 73 bp  Sc: 40.90 
TACCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGGCCTGGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1365-ArgCCT (31625994-31626066)  Arg (CCT) 73 bp  Sc: 41.85 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGAGCTCCTAACATAGGGGGCCCAGATTCTATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna318-ArgCCT (7129259-7129331)  Arg (CCT) 73 bp  Sc: 42.03 
TCCCTGGTGGTCCAGTGGCTAAGACCTTGTGTTCCTAATGCAGGAGGTCCAAGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna2066-ArgCCT (55163369-55163441)  Arg (CCT) 73 bp  Sc: 42.31 
TCCCTGGTGGTCCAGTGGCTGAAACTCTGCATTCCTAATGCAGGGAGCCCAGGTTCCATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr2.trna2823-ArgCCT (85704123-85704195)  Arg (CCT) 73 bp  Sc: 42.39 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCAGTCCTAATGCAGGGGTGCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5524-ArgCCT (27212025-27211953)  Arg (CCT) 73 bp  Sc: 42.56 
TTCTTGGTGGTCTAGTGGTTAAGACTCTGTGCTCCTAACACAGGGGGCCCAGGTTTGATC 
CCTGGTGGGGGGA 
>Bos_taurus_chr3.trna8187-ArgCCT (30617445-30617373)  Arg (CCT) 73 bp  Sc: 42.73 
TCCATGGTGGTCCAGTGGCTGAGACTCTGTGCTCCTAACACAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2668-ArgCCT (59831879-59831951)  Arg (CCT) 73 bp  Sc: 42.76 
TCCCTGGTGGTCCACTGGCTAAGACCCTGCACTCCTGATACAGGGGGCCCAGGTGCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3650-ArgCCT (27442421-27442349)  Arg (CCT) 73 bp  Sc: 43.06 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGAGATCCTAATGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1705-ArgCCT (51379119-51379191)  Arg (CCT) 73 bp  Sc: 43.55 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAACGCAGGGGGCCTGGGTTCAGTT 
CCTAGTCAGGGAA 
>Bos_taurus_chr25.trna1659-ArgCCT (26975929-26976001)  Arg (CCT) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTTCCTATGCAAGGGGCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr27.trna1319-ArgCCT (33079628-33079700)  Arg (CCT) 73 bp  Sc: 43.68 
TCCCTGGTGGTCCAGTGGATAAGGCTCTGTGCCCCTACCGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna3346-ArgCCT (99192020-99192092)  Arg (CCT) 73 bp  Sc: 43.90 
TCCCTGGAGGTCCAGTGATTAAGACTCTGTGCTCCTAATGTAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna341-ArgCCT (5537208-5537280)  Arg (CCT) 73 bp  Sc: 44.09 
TCCCTGGTGGGCCAGTGGCTAAGACCCTGTGCTCCTGATGCAGGGGAACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna781-ArgCCT (12322174-12322246)  Arg (CCT) 73 bp  Sc: 44.18 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCACTCCTGATGCAGGGGTCCTGAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna819-ArgCCT (12850779-12850851)  Arg (CCT) 73 bp  Sc: 44.18 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCACTCCTGATGCAGGGGTCCTGAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3726-ArgCCT (93829241-93829313)  Arg (CCT) 73 bp  Sc: 44.38 
TCCCTGGTGGTCCAGTAGCAAGGATTCTGCACTCCTAATGCAGGGGGCCCGAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4137-ArgCCT (71414406-71414334)  Arg (CCT) 73 bp  Sc: 44.53 
TCCCTGGTAGTCCTGTGGTTAAGACTCTGAGCTCCTAATTCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6853-ArgCCT (134408700-134408628)  Arg (CCT) 73 bp  Sc: 44.81 
TCCCTGGTGGTCCAGTGGCTGAGACTCCGTACTCCTAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4074-ArgCCT (12797672-12797600)  Arg (CCT) 73 bp  Sc: 45.63 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGTTCCTAATGCAGGGGGCCTGGGTTCAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr6.trna5460-ArgCCT (99198498-99198426)  Arg (CCT) 73 bp  Sc: 45.92 
TCCCTGGTGGTCCAGTGGCTATGACCCTGCACTCCTAATGTAGGGGGTCCAAGTTCAATT 
CCTGGTCAGGGAC 
>Bos_taurus_chr20.trna930-ArgCCT (24405952-24406024)  Arg (CCT) 73 bp  Sc: 46.03 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTACTCCTGATGCAGCAGGCCAGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1130-ArgCCT (26969400-26969472)  Arg (CCT) 73 bp  Sc: 46.15 



TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCAGGGGTCCCAAGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5399-ArgCCT (31774403-31774331)  Arg (CCT) 73 bp  Sc: 46.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGAGGGCTGGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr22.trna4154-ArgCCT (11333010-11332938)  Arg (CCT) 73 bp  Sc: 46.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCTAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3246-ArgCCT (72667773-72667845)  Arg (CCT) 73 bp  Sc: 46.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTCATGCTGCGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3254-ArgCCT (74712010-74712082)  Arg (CCT) 73 bp  Sc: 47.02 
TCCCTGATGGTCCAGTGGCCAAGACTTTGTGTTCCTAAGGCAGGGGGCCCAGGTTCCAAC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2601-ArgCCT (67872764-67872835)  Arg (CCT) 72 bp  Sc: 47.22 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTCCTAATGCAGAAGCCCAGGTTCGACCT 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna8103-ArgCCT (18219343-18219271)  Arg (CCT) 73 bp  Sc: 47.61 
TCCCTGGAAGTCCAGTGATTAAGACTTTGCACTCCTGATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2041-ArgCCT (51884730-51884801)  Arg (CCT) 72 bp  Sc: 47.68 
TTCCTTGTGGTCCAGTGGGTAGGACTCAGTGCTCCTCCTGCTGGGGCCCAGGTTCAATCC 
CTGGTCGGGAAA 
>Bos_taurus_chr11.trna9067-ArgCCT (4539273-4539202)  Arg (CCT) 72 bp  Sc: 47.87 
TCCCTGATGGTCCAGTGGTGAGACTCTGCATTCCTGATGTAGGGGGCGCAGGTTCAATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna2845-ArgCCT (55057939-55058011)  Arg (CCT) 73 bp  Sc: 48.02 
TCCCTGGTGGTCCTGTGACTAGGACTCTGTGCTCCTAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2465-ArgCCT (64809331-64809403)  Arg (CCT) 73 bp  Sc: 48.18 
TCCCTGGTGGTTCAGTGGGTAAGACTCTACACTCCTAATGCAGGGAGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr11.trna4687-ArgCCT (106400942-106401013)  Arg (CCT) 72 bp  Sc: 48.21 
TCCCTGGGGGTCGAGTGGCTAAGACTCCGTGTTCCTAATGCAGGGGTCCAGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr21.trna510-ArgCCT (15354374-15354446)  Arg (CCT) 73 bp  Sc: 48.27 
TCCCTGGGGGTCCAGTGGCTAAGACTCTGCTCTCCTGGTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna9052-ArgCCT (12377149-12377077)  Arg (CCT) 73 bp  Sc: 48.27 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAAAGCAGGGGTCCCAGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8461-ArgCCT (13747885-13747813)  Arg (CCT) 73 bp  Sc: 48.28 
TCCCTGGTGGTCCAGTAGTTAGGACTCCACATGCCTAATGTAGGAGGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2525-ArgCCT (48524015-48524087)  Arg (CCT) 73 bp  Sc: 48.30 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTCCTAATGCAGGCGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr3.trna4876-ArgCCT (119209755-119209683)  Arg (CCT) 73 bp  Sc: 48.49 
TCCCTGGTGGCCCAGTGGCTGAGACTCTGCGCTCCTAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2335-ArgCCT (45475332-45475404)  Arg (CCT) 73 bp  Sc: 48.89 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCTGGGGTGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2908-ArgCCT (82693191-82693262)  Arg (CCT) 72 bp  Sc: 49.06 
TCCCTGGTGGTTCAGTGGCTGGGATTCTGCACTCCTAGTGAAGGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna3550-ArgCCT (77451428-77451500)  Arg (CCT) 73 bp  Sc: 49.67 
TCCCTGGTAGTCCAGCGGCTAAGACTCTGCACTCCTAATGCAGGGGGTCCGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna5741-ArgCCT (100476872-100476800)  Arg (CCT) 73 bp  Sc: 50.24 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAATGCAGAGGACTAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna5979-ArgCCT (87601908-87601836)  Arg (CCT) 73 bp  Sc: 50.42 
ACTCTGGTGGTCTAATGGCTAAGACTCTGCACTCCTAATGCAGAGGACCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna7093-ArgCCT (12432591-12432519)  Arg (CCT) 73 bp  Sc: 50.42 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGGTCCAGGTTCGATC 



CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna8113-ArgCCT (18082621-18082549)  Arg (CCT) 73 bp  Sc: 50.48 
TTCCTGGTGGTCCAGTGGCTCAGACTCTGAACTCCTAATTCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4893-ArgCCT (101287140-101287067)  Arg (CCT) 74 bp  Sc: 51.17 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTACTCCTAATACAGGGGCTCCCAGGTTCGAT 
CCCTAGTCAGGGAA 
>Bos_taurus_chr11.trna175-ArgCCT (2370695-2370767)  Arg (CCT) 73 bp  Sc: 51.34 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCCCTCCTGATGCAGTGGGCCCGGGTTCGATC 
CCTGGACAGGGAA 
>Bos_taurus_chr17.trna2444-ArgCCT (56134270-56134342)  Arg (CCT) 73 bp  Sc: 51.45 
TCCCTGGTGGTCTAGTGGGTAAGACTCTGCTCTCCTAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8638-ArgCCT (60255968-60255896)  Arg (CCT) 73 bp  Sc: 51.56 
TCCCTGATGGTCCAATGGCTAAGACTTTGCTCTCCTAATGCAGGGGGCCTGGGTTCAATC 
CCCGGTCAAGGAA 
>Bos_taurus_chr13.trna5944-ArgCCT (41665961-41665889)  Arg (CCT) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCTAGTGTAGGGGTCCCGGGTTCGATC 
CCTGTCCAGGGAA 
>Bos_taurus_chr8.trna156-ArgCCT (5155243-5155315)  Arg (CCT) 73 bp  Sc: 52.14 
GCCCCAGAAGCCTAATGGATAAGGCACTGTCCTCCTAAGCCAGGGACTGTGGGTTCAAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr7.trna4014-ArgCCT (97296777-97296849)  Arg (CCT) 73 bp  Sc: 52.23 
TCCCTGGTGGTCCAGTGGCTAGCACTCTGCACTCCTAATGCAAGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5058-ArgCCT (39017478-39017406)  Arg (CCT) 73 bp  Sc: 52.32 
TCCCTGGTGGCCCAGCGGCTAAGACTCTGTACTCCTGATGCAGGGAGCCCAGGTTCGAGC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna4497-ArgCCT (117891579-117891507)  Arg (CCT) 73 bp  Sc: 52.32 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCTAATGGAGGGGGCCCTGGTTTGATC 
CCGGATCAGGGAG 
>Bos_taurus_chr26.trna810-ArgCCT (22733763-22733835)  Arg (CCT) 73 bp  Sc: 52.39 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTACTCCTAATGCAGGGGGTCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2626-ArgCCT (62643271-62643343)  Arg (CCT) 73 bp  Sc: 53.09 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCTGATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna5387-ArgCCT (32014015-32013943)  Arg (CCT) 73 bp  Sc: 53.18 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCTAATGTAGGGGGCCCAGGTTCGATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr3.trna5472-ArgCCT (106643930-106643858)  Arg (CCT) 73 bp  Sc: 53.25 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGGGACCTGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr15.trna2345-ArgCCT (63633463-63633535)  Arg (CCT) 73 bp  Sc: 53.49 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTACTCCTAATGCAGGGGGTCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6816-ArgCCT (16293611-16293539)  Arg (CCT) 73 bp  Sc: 53.59 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCTAATACAGGGGCCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3101-ArgCCT (78471977-78472049)  Arg (CCT) 73 bp  Sc: 55.33 
TCTCTGGTGGTCCAGTGGCTAAGACTGCACGCTCCTAATGTGCAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna726-ArgCCT (17169899-17169971)  Arg (CCT) 73 bp  Sc: 55.48 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCTAATGCAGGGGGCCCCGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4211-ArgCCT (118331059-118331131)  Arg (CCT) 73 bp  Sc: 56.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCTAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3464-ArgCCT (75985782-75985854)  Arg (CCT) 73 bp  Sc: 56.75 
ACCCAGCTAGTTCAGCTGGTAGAGCGTGGGACTCCTGATCCCAGCATTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Bos_taurus_chr7.trna7152-ArgCCT (39893718-39893646)  Arg (CCT) 73 bp  Sc: 56.97 
TCCCTGGTGGTTCAGTGGTTAAGACTTTGCACCCCTAATGCAGGGGGCTCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna3039-ArgCCT (8457120-8457048)  Arg (CCT) 73 bp  Sc: 57.20 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGCACTCCTAATGCAGGAGGCCTGGGTTCGATT 
CCTGGTCAGGGAA 



>Bos_taurus_chr19.trna6032-ArgCCT (19570925-19570853)  Arg (CCT) 73 bp  Sc: 57.41 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4303-ArgCCT (120297753-120297823)  Arg (CCT) 71 bp  Sc: 57.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCTAAGACAGGGCCCAGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr12.trna7166-ArgCCT (11203641-11203570)  Arg (CCT) 72 bp  Sc: 58.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCTAATGCAGGGGTCTGGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1918-ArgCCT (47476503-47476575)  Arg (CCT) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGGGCTCCTAATGCAGGGGACCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr9.trna538-ArgCCT (18951903-18951975)  Arg (CCT) 73 bp  Sc: 59.05 
TCCTTGGTGGTTCAGTGGTTAAGACGCTGAGCTCCTAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1352-ArgCCT (22546287-22546359)  Arg (CCT) 73 bp  Sc: 59.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCTGATGCAGGAGGCCCTGGTTCGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr5.trna7502-ArgCCT (73646029-73645957)  Arg (CCT) 73 bp  Sc: 59.30 
GTCCCAGTGGCCTAATGGACAAGGCACTGGCCTCCTAAGTCAGGGATTGTGGGTTCAAGT 
CCCACCTGGGGTG 
>Bos_taurus_chr15.trna562-ArgCCT (20399874-20399946)  Arg (CCT) 73 bp  Sc: 60.10 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCACTCCTAATGCAGGTGGCCCAGTTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8782-ArgCCT (6463120-6463048)  Arg (CCT) 73 bp  Sc: 60.76 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGCACTCCTAATGCGGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1145-ArgCCT (18985181-18985253)  Arg (CCT) 73 bp  Sc: 61.70 
TCCTTGGTGGTCCAGTGGTTAAGACTTTGCACTCCTAATGCAGGGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna5226-ArgCCT (53100221-53100149)  Arg (CCT) 73 bp  Sc: 63.61 
TCCCTGGTGGTCCAGTGGTTAAGATTCTACACTCCTAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3010-ArgCCT (57033478-57033551)  Arg (CCT) 74 bp  Sc: 66.90 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAAGCCAGGGATTGTGGGTTCGAG 
TCCCACCTGGGGTG 
>Bos_taurus_chr4.trna3603-ArgCCT (103714740-103714812)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Bos_taurus_chr19.trna3807-ArgCCT (57032604-57032532)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Bos_taurus_chr25.trna5070-ArgCCT (2612241-2612169)  Arg (CCT) 73 bp  Sc: 71.31 
GCCCCGGTGGCCTAATGGAGAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Bos_taurus_chr25.trna89-ArgCCT (2586871-2586943)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Bos_taurus_chr19.trna3806-ArgCCT (57034037-57033965)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr25.trna113-ArgCCT (2633690-2633762)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Bos_taurus_chr2.trna10090-ArgGCG (16039028-16038957)  Arg (GCG) 72 bp  Sc: 39.43 
TCCCTGGTGGCTCAGAAGGTAAAGTGTCTGCCTGCGATGTGGGAGACCCAGGTTTGATCC 
CTGGCTCGGGAT 
>Bos_taurus_chr5.trna1833-ArgGCG (49356408-49356479)  Arg (GCG) 72 bp  Sc: 40.19 
TCCCGGGTGGCTCAGATGGTCAAGAATCTGCCTGCGATGCAGGAGACCTAGGTTTGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr8.trna2876-ArgGCG (80171696-80171767)  Arg (GCG) 72 bp  Sc: 45.78 
TCCCTGGTGGCTCAGTCAGTAAAGTTTCTGCCTGCGATTCAGGAGACCTAAGTTCGATCC 
TTGGCTTGGGAA 
>Bos_taurus_chr10.trna2397-ArgGCG (60631092-60631163)  Arg (GCG) 72 bp  Sc: 52.87 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTGCGATGCAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr4.trna5359-ArgGCG (100836666-100836595)  Arg (GCG) 72 bp  Sc: 55.17 



TCCCTGGTGGCTCAGTTGGTAAAGAGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna2239-ArgGCG (63023621-63023692)  Arg (GCG) 72 bp  Sc: 55.32 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCGATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna653-ArgGCG (17460221-17460292)  Arg (GCG) 72 bp  Sc: 56.03 
TCCCTGGTAGCTCAGCTGGTAAAGTGTCTGCCTGCGATGCAGGAGACCCTGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna2167-ArgTCG (48896385-48896457)  Arg (TCG) 73 bp  Sc: 42.55 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTTCGAATCCGGGGGTCCCAGGTTTGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna10571-ArgTCG (37344387-37344316)  Arg (TCG) 72 bp  Sc: 45.49 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCGAATACAAGGGGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna4226-ArgTCG (112134749-112134678)  Arg (TCG) 72 bp  Sc: 45.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCGAATGCAGGGGCCTGGTTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1646-ArgTCG (26871493-26871565)  Arg (TCG) 73 bp  Sc: 64.87 
GGCTGTGTGGCCTAATGGATAAGGCGTATGACTTCGGATCAGAAGTTTGCAGGTTCGAGT 
CCTGCCACAGTCG 
>Bos_taurus_chr23.trna3447-ArgTCG (31454583-31454511)  Arg (TCG) 73 bp  Sc: 67.10 
GACCACGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTA 
>Bos_taurus_chr20.trna5538-ArgTCG (7388151-7388079)  Arg (TCG) 73 bp  Sc: 67.54 
AACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTTG 
>Bos_taurus_chr19.trna3009-ArgTCG (57033079-57033151)  Arg (TCG) 73 bp  Sc: 68.07 
GACCGCGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Bos_taurus_chr1.trna3383-ArgTCG (95118151-95118223)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Bos_taurus_chr23.trna3448-ArgTCG (31441552-31441480)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Bos_taurus_chr25.trna1647-ArgTCG (26872202-26872274)  Arg (TCG) 73 bp  Sc: 72.33 
GGCTGTGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTACAGGTTCGAGT 
CCTGTCACGGTCG 
>Bos_taurus_chr25.trna1649-ArgTCG (26877428-26877500)  Arg (TCG) 73 bp  Sc: 72.94 
GGCCATGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTACAGGTTCGAGT 
CCTGTCATGGTCG 
>Bos_taurus_chr21.trna829-ArgTCG (21215853-21215925)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Bos_taurus_chr20.trna153-ArgTCT (4112596-4112673)  Arg (TCT) 78 bp  Sc: 31.80 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCTACTGCAGGGGGCTGGGCACGGGTC 
CAACCCCTGATCAGGGAA 
>Bos_taurus_chr25.trna2460-ArgTCT (38986930-38987002)  Arg (TCT) 73 bp  Sc: 31.97 
TCCCTGGCAGTCTAGTGGTTGAGACTCTGCATTTCTAATGCAGGGGACTCGGGTTCCACT 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna4216-ArgTCT (15690122-15690051)  Arg (TCT) 72 bp  Sc: 34.41 
TCCCTGGTGGTCCAGTGATTAAGATTCTGTGCTTCTGCTGCAGGGGTGCAGGTTTGGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr29.trna1518-ArgTCT (40634665-40634737)  Arg (TCT) 73 bp  Sc: 37.09 
TCCCTGGTGGTCCAGTGGCGAAGACTCTATGCTTCTACTTTAGGGGGCATGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna1595-ArgTCT (39039297-39039369)  Arg (TCT) 73 bp  Sc: 37.25 
TCCCTGGCAGTCCAATGGTAAAGACTCCGTGCTTCTACTGCAGGGGCCCCAGGTTCAAAC 
CCTGGTCAGGGAC 
>Bos_taurus_chr17.trna4509-ArgTCT (56994843-56994771)  Arg (TCT) 73 bp  Sc: 37.98 
TCCTTGGTGGTCCAGTGATTAAGACTCTGCACTTCTACTGCAGGGGGCTTAGGCTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3807-ArgTCT (23045933-23045861)  Arg (TCT) 73 bp  Sc: 38.27 
TCCCTGGTGGCCCAGGGGTTAGGGCTCTGTGCTTCTCCTGCAGGGGGCATAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna5714-ArgTCT (48329221-48329150)  Arg (TCT) 72 bp  Sc: 38.90 
TCCCTGGCAGTCCAGAGGTGAGGACTCTGTGGTTCTACTGCAGGGGCACAGGTTCAATCC 



CTGTTTGGGGAA 
>Bos_taurus_chr9.trna771-ArgTCT (24983969-24984041)  Arg (TCT) 73 bp  Sc: 38.91 
TCCCTGGTAGTCAAGTGGTTAAGACTTGGCAGTTCTGCTGCAGAGGGCCCAGGTTTGATA 
CCTGGTTGGGAAA 
>Bos_taurus_chr5.trna6105-ArgTCT (103789033-103788961)  Arg (TCT) 73 bp  Sc: 39.28 
TCCCTGGGGGTCCAGTGGCTAAGACTCTGTGCTTCTAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna4465-ArgTCT (45750528-45750456)  Arg (TCT) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCTAATGCTGGGGGCACAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna500-ArgTCT (11524545-11524616)  Arg (TCT) 72 bp  Sc: 39.65 
TCCTTGATGGTCCAGTGACTAAGACTCTGCACTTCTAAGGCAGGGGCTTGGGTTCGATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna3431-ArgTCT (28055950-28055878)  Arg (TCT) 73 bp  Sc: 39.69 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTCTACTGCAGGGAGTTCGGGTACCATT 
CCTGACTGGGGAC 
>Bos_taurus_chr13.trna5071-ArgTCT (64877458-64877386)  Arg (TCT) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGCTAAGGGTCTGTGTTTCTAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9426-ArgTCT (26776285-26776213)  Arg (TCT) 73 bp  Sc: 40.80 
TTCCTGGTGGTCTAGTGGTTAAGACTCTGTATTTCTGCTGCAGGGGGCTTGGGTTTGATC 
CCTGGCTAGGGAA 
>Bos_taurus_chrX.trna10883-ArgTCT (27485818-27485746)  Arg (TCT) 73 bp  Sc: 40.95 
TCCCTGGTGGTGCAGTGGTTAGCATTCTACATTTCTATTGCAGGGGGTGCAGGCTCCATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr5.trna2702-ArgTCT (69676209-69676282)  Arg (TCT) 74 bp  Sc: 41.16 
TCCTTGATGGTCCAGTGGTTAGGACTCTGTGCTTCTGATGCAGTGAGGCCTGGGTTTTAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5468-ArgTCT (16573594-16573522)  Arg (TCT) 73 bp  Sc: 42.56 
TCCCTGGTGGTCCAGTGACTAAGACTCCGTGCTCTCTATGCAGGGGGCCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna6319-ArgTCT (120014195-120014123)  Arg (TCT) 73 bp  Sc: 43.29 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCTACTGCAGGGGGCATGGGTTTGATC 
CCTAGCCAGGGAA 
>Bos_taurus_chr15.trna1597-ArgTCT (43702522-43702594)  Arg (TCT) 73 bp  Sc: 44.68 
TCCCTGAAGGTCCAGTGGTTAAGACTCTGCCCTTCTACTGCAGCGGGCATGGGTTCAATC 
CCTGTTTAGGGAA 
>Bos_taurus_chr29.trna1475-ArgTCT (37846559-37846631)  Arg (TCT) 73 bp  Sc: 44.80 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTTCTAATGCAGGAGGCACAGGTTTGATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr15.trna3506-ArgTCT (78707458-78707385)  Arg (TCT) 74 bp  Sc: 46.52 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCTGCTGCAGGGGACCACAGGTTTGAT 
CCTTGTTCAGGAAA 
>Bos_taurus_chr27.trna3007-ArgTCT (23281755-23281683)  Arg (TCT) 73 bp  Sc: 47.83 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCTACAGCAGGGGGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5977-ArgTCT (155371610-155371538)  Arg (TCT) 73 bp  Sc: 47.97 
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCTGGTGCAGGGGGCCTGGGTTTGATC 
CCTAGTTGGGGAT 
>Bos_taurus_chr5.trna2796-ArgTCT (72274813-72274885)  Arg (TCT) 73 bp  Sc: 48.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGTTTCTACTACAGGGGGCACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna9831-ArgTCT (46841692-46841620)  Arg (TCT) 73 bp  Sc: 49.65 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCTAATTCAGAGGCCACAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chrX.trna7312-ArgTCT (128373010-128372938)  Arg (TCT) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCTACTGCAGGAGGCTCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna4423-ArgTCT (75143929-75143857)  Arg (TCT) 73 bp  Sc: 51.11 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCACTTCTGATGCAGGGGGCACAGGTTTGATC 
CCTGTTAGGGGAG 
>Bos_taurus_chr9.trna5087-ArgTCT (82234315-82234243)  Arg (TCT) 73 bp  Sc: 51.53 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGCACTTCTAATATAGGGGCCACAGGTTCAATA 
CCTGGTTAAGGAA 
>Bos_taurus_chr13.trna3137-ArgTCT (70459997-70460069)  Arg (TCT) 73 bp  Sc: 52.37 
TCCTTGGTGGTCCAGTGGTTAGGACTCTGAGCTTCTACTGCAGGGTGCCTGGGTTCGATC 
CCTAGTCAGGGAA 



>Bos_taurus_chr6.trna7454-ArgTCT (46678517-46678445)  Arg (TCT) 73 bp  Sc: 54.10 
TTTCTGGTGGTCCAGTGGCTAGGACTCTGCACTTCTAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGCT 
>Bos_taurus_chr9.trna305-ArgTCT (13209876-13209948)  Arg (TCT) 73 bp  Sc: 55.39 
TCCCTGATGGTCCAGTGGTTAGAACTCTGCACTTCTACTGTAGGAGACCCAGGTTGGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4725-ArgTCT (69462732-69462660)  Arg (TCT) 73 bp  Sc: 56.48 
TCCCTGGTGGTCCAGTGGTTAAAACTCTGCACTTCTACTGCAGAGGGTGCAGGTTCAACC 
CCTGCTTTGGGAA 
>Bos_taurus_chr17.trna4877-ArgTCT (53109012-53108940)  Arg (TCT) 73 bp  Sc: 58.87 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTCTACTGCTGAGGACCGGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr1.trna3053-ArgTCT (85737930-85738002)  Arg (TCT) 73 bp  Sc: 59.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCTAATGCAGGGGGCCCAGGTTCAATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr2.trna9721-ArgTCT (26829055-26828984)  Arg (TCT) 72 bp  Sc: 59.06 
TCCCTGGTGGTCTAGTGGTTAGGACTTGGCATTTCTACTGCCATGGCCCAGATTCAATCC 
CTGGTCATGGAA 
>Bos_taurus_chr16.trna5-ArgTCT (442114-442186)  Arg (TCT) 73 bp  Sc: 66.22 
GCCCGGATAGCTCAGTCAGTAGAGCTTCAGACTTCTAGTCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Bos_taurus_chr3.trna376-ArgTCT (10711897-10711970)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Bos_taurus_chr23.trna1046-ArgTCT (22111809-22111899)  Arg (TCT) 91 bp  Sc: 36.52 
TCCCTGATAGTTCAGTGGTGAGGACTCCATGCTTCTACTGCAGGGGGAATCCCTGGTTGG 
GTTTCTCCAGGTTCAATCCCTGGTTGGGGAA 
>Bos_taurus_chr19.trna1438-ArgTCT (28374366-28374452)  Arg (TCT) 87 bp  Sc: 70.50 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGACGAAAGAGCGATTCAAAGG 
TTGTGGGTTCGAATCCCACCAGAGTCG 
>Bos_taurus_chr23.trna3496-ArgTCT (30875385-30875298)  Arg (TCT) 88 bp  Sc: 69.06 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGCACAGCAGTGAGGCATTCAAAG 
GTTGCGGGTTCGAGTCCCGCCAGAGTCG 
>Bos_taurus_chr3.trna7544-ArgTCT (49796487-49796403)  Arg (TCT) 85 bp  Sc: 71.81 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGTTGAAGGCATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Bos_taurus_chr15.trna3179-ArgTCT (84095760-84095845)  Arg (TCT) 86 bp  Sc: 68.58 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGATAGACGGAGGCATTCAAAGGT 
TGTGGGTTCGAGTCCCACCAGAGTCG 
>Bos_taurus_chr11.trna5050-ArgTCT (98957779-98957689)  Arg (TCT) 91 bp  Sc: 66.52 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGCTGGCCTGGGTGTGGTTATTCA 
AAGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Bos_taurus_chr4.trna830-AsnGTT (24000361-24000434)  Asn (GTT) 74 bp  Sc: 56.05 
GTCTCTGTGGTGCAATCGGTTATCATGTTCAGCTGTTAACTGAAAAATTGGTGGTTCGAG 
CCCATCCAGGGATG 
>Bos_taurus_chr3.trna8652-AsnGTT (21067603-21067530)  Asn (GTT) 74 bp  Sc: 60.19 
GTCTCTGTGGTGCAGTCGTTTAGCGCATGCGGCTGTTAACCGAAAGGTTGCTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr23.trna3464-AsnGTT (31274918-31274845)  Asn (GTT) 74 bp  Sc: 62.46 
GGCTCTGTGGCGCAATCAGTTAGCACCTTTGGCTGTTAACCAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGCCG 
>Bos_taurus_chr3.trna852-AsnGTT (21242779-21242852)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chr3.trna854-AsnGTT (21260760-21260833)  Asn (GTT) 74 bp  Sc: 63.85 
GTCTCTGTGGCACAATCGGTTAGCGCTCTCGGCTGTTAACCGAAAGGCTGGTGGTTCGAG 
CCCACCCAGGGACT 
>Bos_taurus_chr3.trna8643-AsnGTT (21147520-21147447)  Asn (GTT) 74 bp  Sc: 73.80 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGATG 
>Bos_taurus_chr3.trna8646-AsnGTT (21139130-21139057)  Asn (GTT) 74 bp  Sc: 74.46 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna947-AsnGTT (22836908-22836981)  Asn (GTT) 74 bp  Sc: 75.33 
GTCTCTGTGGTGCAATTGGTTAGCACGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8668-AsnGTT (20944200-20944127)  Asn (GTT) 74 bp  Sc: 78.61 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAAGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8617-AsnGTT (21378605-21378532)  Asn (GTT) 74 bp  Sc: 78.67 
GTCTCTGTGGCGCAATCGGTGAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8610-AsnGTT (21442962-21442889)  Asn (GTT) 74 bp  Sc: 79.17 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGGAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr13.trna6960-AsnGTT (23624370-23624297)  Asn (GTT) 74 bp  Sc: 79.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAGAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8553-AsnGTT (22854529-22854456)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8618-AsnGTT (21350629-21350556)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Bos_taurus_chr12.trna1373-AsnGTT (30199504-30199577)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr19.trna4859-AsnGTT (39979601-39979528)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna811-AsnGTT (20951393-20951466)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna818-AsnGTT (21003852-21003925)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna823-AsnGTT (21028854-21028927)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna833-AsnGTT (21094078-21094151)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna841-AsnGTT (21176822-21176895)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna844-AsnGTT (21208570-21208643)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8607-AsnGTT (21445687-21445614)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8614-AsnGTT (21403071-21402998)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8620-AsnGTT (21318588-21318515)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8631-AsnGTT (21227331-21227258)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna863-AsnGTT (21326888-21326961)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna8672-AsnGTT (20918354-20918281)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr7.trna2138-AsnGTT (45426984-45427057)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Bos_taurus_chr3.trna9204-AsnGTT (8007586-8007513)  Asn (GTT) 74 bp  Sc: 84.88 
GTCTCTGTAGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAA 
TCCACCCAGGGACG 
>Bos_taurus_chrX.trna7005-AspATC (135252109-135252037)  Asp (ATC) 73 bp  Sc: 43.64 
TCCCTGGTGGTCCAGTGGTTTTGACTCAGTGCTATCACTGCTGAGGGCTCAGATTCGATT 



CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna1639-AspATC (36354085-36354157)  Asp (ATC) 73 bp  Sc: 46.41 
TCCCTGGTGGTTCAGTAGCTAAGACTCTGCACTATCAATGCAGAGAGCCCAGGTTCGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr12.trna3360-AspATC (83101378-83101448)  Asp (ATC) 71 bp  Sc: 50.62 
TCCCTGGTGGTCCGGTGTTAAGACTCCGCACTATCAATGCAGGGCCCCAGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr17.trna5115-AspATC (48732630-48732558)  Asp (ATC) 73 bp  Sc: 51.74 
TCCCTGGGGGTCCAGTGGCTCGGACTCCACACTATCAATGCGGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6642-AspATC (28560456-28560384)  Asp (ATC) 73 bp  Sc: 55.43 
TCCCTGATGGTCCAGGGGATAAGCCTCTGCACTATCAATGCAGGGGACCCAGGTTTGATT 
CCTGGTCGGGGAA 
>Bos_taurus_chr3.trna4332-AspATC (110433757-110433829)  Asp (ATC) 73 bp  Sc: 56.78 
TCCCTGGTGGTCTGGTGGTTAGGACTCTACACTATCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4868-AspGTC (2746589-2746518)  Asp (GTC) 72 bp  Sc: 33.11 
CTTTTGTTAGTACAGTGTTGAGTATCCTTGCCTGTCACTCAGGAGACTGGGGTTTGATTC 
CCCAACGGAGAG 
>Bos_taurus_chr17.trna437-AspGTC (12065269-12065341)  Asp (GTC) 73 bp  Sc: 34.92 
TCCCTGGTAGTCCAGTGGCTAAGATTCTGTGCTGTCAGCACAGGGAGTCTGGGTTCAATC 
CCTGGCCGGAGAA 
>Bos_taurus_chr19.trna1612-AspGTC (31055786-31055858)  Asp (GTC) 73 bp  Sc: 35.42 
TCCCCGGTGGTCAAGTGGTTGGGACTCTGTGCTGTCAATGAAGGGGGCTCAGGTTTGACC 
CCTGATTGGGGAA 
>Bos_taurus_chr19.trna1897-AspGTC (36906718-36906790)  Asp (GTC) 73 bp  Sc: 36.34 
TCCCTGGTAGTCCAGTGGCTAAGATTCCGTGCTGTCAGCACAGGGAATCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna790-AspGTC (19046357-19046428)  Asp (GTC) 72 bp  Sc: 37.94 
TTCTTGGTTGTCCAGTCGTTAGGACTCAGTGCTGTCACTGCTGTAAGCCAGGTTCAATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr18.trna2622-AspGTC (55975580-55975651)  Asp (GTC) 72 bp  Sc: 38.07 
TCTTTGGCTGTCCAGTGGTCAGGACTCGGCACTGTCACTTCTGGGGCCTGGGTTCAATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr7.trna2755-AspGTC (61773958-61774029)  Asp (GTC) 72 bp  Sc: 39.59 
TCCCTGGTGGCTCAGATGGGAAAGAATCTGCCTGTCATGCAGGAAACCCAGGTTCCATCC 
CTGGATGGGGAA 
>Bos_taurus_chr11.trna817-AspGTC (17120094-17120165)  Asp (GTC) 72 bp  Sc: 40.19 
TTCCCAGTGGTCTAATGGTTAAGATTTAGTACTGTCACTGCTATGACCTGGGTTTGATTC 
CTGGTTGGAAAC 
>Bos_taurus_chr10.trna6300-AspGTC (52217002-52216931)  Asp (GTC) 72 bp  Sc: 41.50 
TCCCTGATGGCCTTGTGGTTAGGGTTTGGGGCTGTCACTGCCGTGGCCCAGGTTTCATCC 
CTGGTCAGGGAT 
>Bos_taurus_chr27.trna3063-AspGTC (22265689-22265618)  Asp (GTC) 72 bp  Sc: 42.31 
TCCTCATTAGTATAGTGGTGAGTATCCCCACCTGTCACGTGGGAGACTGGGGTTTGATTC 
CTGGATGGGGAG 
>Bos_taurus_chr21.trna1338-AspGTC (28056477-28056547)  Asp (GTC) 71 bp  Sc: 43.88 
TCCCTGGTTGTCCAGTGGTTAGGACTCAGTGCTGTCACCGTGGGACCTGGGTTCAATTCC 
TGGTCAGGGAA 
>Bos_taurus_chr14.trna787-AspGTC (17583779-17583850)  Asp (GTC) 72 bp  Sc: 44.81 
TTCCCAGTGGTTCAGTGGTTAAGACTCAGCACTGTCACTACTGGGGCCCAGGTCCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr21.trna2407-AspGTC (56784355-56784427)  Asp (GTC) 73 bp  Sc: 45.11 
TCCCTGGTGGTCCGGTGACTAAGACTCTGTGCTGTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna4163-AspGTC (113196383-113196454)  Asp (GTC) 72 bp  Sc: 45.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCTACCTGTCACGCAGGAGATGGGGGTTTGATTC 
CCCAATGGGGAT 
>Bos_taurus_chr1.trna1117-AspGTC (27905397-27905468)  Asp (GTC) 72 bp  Sc: 45.74 
TCCTCATTAGTATAGTGGTTAGTATCCTTACCAGTCATGTGGGAGACTGGGGTTCAATTC 
CCCAATGGGGAG 
>Bos_taurus_chr18.trna3439-AspGTC (58709396-58709325)  Asp (GTC) 72 bp  Sc: 48.22 
TCCCTGGTGGTCTAGTGTTTAGGATTTGGCACTGTCACTGCTATGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna5117-AspGTC (83991178-83991106)  Asp (GTC) 73 bp  Sc: 48.65 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTGTCAATACAGGGGGCCCAGGTTCGATT 
CTTGGTCAGGGAA 



>Bos_taurus_chr15.trna176-AspGTC (6363853-6363924)  Asp (GTC) 72 bp  Sc: 49.80 
TCCTCCTTAGTATAGTGGTGAATATCCCTGCTTGTCACACAGGAGACCAGGGTTTGATTC 
CCTGACGGGGAG 
>Bos_taurus_chr25.trna3977-AspGTC (20392081-20392008)  Asp (GTC) 74 bp  Sc: 51.62 
TCCCTGGTGGTCCAGTGGCTAGGACTCGGCACTGTCACTGCCGTGGGCCTGGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr12.trna415-AspGTC (13100475-13100546)  Asp (GTC) 72 bp  Sc: 52.27 
TCCTTGTTAGTACAGTGGTGACTATCCCTGCCTGTCACGCAGGAGTCAGGGGTTTGATTC 
CCCAATGAGGAG 
>Bos_taurus_chr1.trna10753-AspGTC (18852260-18852189)  Asp (GTC) 72 bp  Sc: 52.78 
TCCCTGTTAGTCTAGTGTTGAGTATCCCCGCCTGTCACTCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna2193-AspGTC (56144200-56144271)  Asp (GTC) 72 bp  Sc: 55.16 
TCTTCGTTAGTATAGTGGTGAATATCCCCGCCTGTCACGCCAGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr9.trna5880-AspGTC (62555482-62555411)  Asp (GTC) 72 bp  Sc: 56.44 
TCCTCGTTAGTACAGTGGTGAGTATCCCTGCCTGTCACGTGGGAGACCTGGGTTCGACTC 
CCTGACGGGGAG 
>Bos_taurus_chr3.trna9347-AspGTC (3317708-3317637)  Asp (GTC) 72 bp  Sc: 56.75 
TCCTCGTTAGTATAGTGGTGAATATCCCTGCCTGTCACGCGGGAGACCAGGATTCGATTC 
CCTGACGGGGAG 
>Bos_taurus_chr19.trna4403-AspGTC (46561809-46561737)  Asp (GTC) 73 bp  Sc: 57.52 
TCCCTGGTGGTTCAGTGGTTAGGACTCTGTGCTGTCACTGCTGAGGTCCCAGGTTGAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna776-AspGTC (17931838-17931909)  Asp (GTC) 72 bp  Sc: 57.66 
TCCTCGTTAATGTAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGAGGTTCGATTC 
CCCGACGAGGAG 
>Bos_taurus_chrX.trna5528-AspGTC (141749486-141749557)  Asp (GTC) 72 bp  Sc: 57.78 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTGTCACTGCCATGGCCCAGGTTCAATCT 
CTCGTCAGGAAA 
>Bos_taurus_chr18.trna4817-AspGTC (36741388-36741317)  Asp (GTC) 72 bp  Sc: 57.79 
TCCTTGTTAGTATAGTGGTGATTATCCCTGCCTGTCATGCAGGAGACCGGGGTTTGAGTC 
CCTGATGGGGAG 
>Bos_taurus_chr7.trna8324-AspGTC (15748198-15748126)  Asp (GTC) 73 bp  Sc: 58.06 
TCCCTGACAGTCCAGTGGTTAAGACTCTGTACTGTCACTACTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6610-AspGTC (77509101-77509030)  Asp (GTC) 72 bp  Sc: 62.73 
TCCTCTTTAGTATAGTGGTGAGTATCCCCACCTGTCACGTGGGAGACCAGGGTTCGATTC 
CCTGATGGGGAG 
>Bos_taurus_chr3.trna9195-AspGTC (8095726-8095655)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr17.trna2133-AspGTC (53128220-53128291)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr17.trna2135-AspGTC (53131191-53131262)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr19.trna5451-AspGTC (28460466-28460395)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr23.trna1431-AspGTC (30858999-30859070)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr23.trna3486-AspGTC (30940535-30940464)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna275-AspGTC (8114684-8114755)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9191-AspGTC (8111896-8111825)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9194-AspGTC (8102369-8102298)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr3.trna9203-AspGTC (8020026-8019955)  Asp (GTC) 72 bp  Sc: 72.92 



TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr5.trna2281-AspGTC (60678961-60679032)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Bos_taurus_chr5.trna2388-AspGTC (63016480-63016551)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Bos_taurus_chr20.trna4727-CysACA (28239721-28239645)  Cys (ACA) 77 bp  Sc: 31.68 
CTTTTTAGGTTGGCTCAGATGGTAAAGCATCTGCCTACAGTGTGGGAGACCCAGGTTCAA 
TCCCTGGGTTGGGAAGA 
>Bos_taurus_chr29.trna343-CysACA (9096381-9096453)  Cys (ACA) 73 bp  Sc: 34.47 
TCCCTGGTGGCTCAGACGGTAAAATATCTGCCCACAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna3719-CysACA (98867770-98867841)  Cys (ACA) 72 bp  Sc: 36.74 
TCCCTATTGGCTCAGACAGTAAAGCATCTGCCTACAGTGTGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna3338-CysACA (92059766-92059836)  Cys (ACA) 71 bp  Sc: 37.03 
TCCCTGGTGGCTCAGATGGCAAAGCATCTGCCTACACTGCAGAAGACTGGGTTCGAGCCC 
TGGGTAGGGAA 
>Bos_taurus_chr11.trna1403-CysACA (30467220-30467291)  Cys (ACA) 72 bp  Sc: 37.12 
TCCCTGGTGGCTCAGACAGTAAGGCATCTGCCTACAATGCAGGAAACCCAGGTTCAGTCC 
CTGGGTAGGGAA 
>Bos_taurus_chrX.trna6171-CysACA (147977128-147977058)  Cys (ACA) 71 bp  Sc: 37.59 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTACAATGCGGAAGACCGGGTTTGATCCC 
TGGGTAGGGAA 
>Bos_taurus_chr21.trna2247-CysACA (52818067-52818138)  Cys (ACA) 72 bp  Sc: 37.78 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGCCTACAATGTGGGAAATCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr16.trna4133-CysACA (65721912-65721841)  Cys (ACA) 72 bp  Sc: 39.02 
TCCCTGGTGGCTCAGACAGTAAAGCATCTGCCTACACTGGAGGTGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr3.trna2224-CysACA (57567747-57567818)  Cys (ACA) 72 bp  Sc: 40.63 
TCCCTGGTGGCTCAGATGGTAAAGCATCTACCTACAGTGTGGGAGACCCAGGTTTGATCC 
CTGGTCAGGAAG 
>Bos_taurus_chr5.trna374-CysACA (11378569-11378640)  Cys (ACA) 72 bp  Sc: 40.83 
TCCCTGGTGGCTCAGACCTTAAAGTGTCCACCTACAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr19.trna1890-CysACA (36644721-36644793)  Cys (ACA) 73 bp  Sc: 41.26 
TCCCTGGTGGCTCAGATGGTAAAAGCATGTGCCTACAAAGCAGGAGACCCGGGTTTGGTC 
CCTGGCTAGGGAA 
>Bos_taurus_chr12.trna5350-CysACA (50401722-50401651)  Cys (ACA) 72 bp  Sc: 41.63 
TCCCTGGTGGCTCATAGGGTAAAGTGTCTGCCTACAATGTGGGAGACTCAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr23.trna1942-CysACA (41198640-41198712)  Cys (ACA) 73 bp  Sc: 42.66 
TCCCTGGTGGCTCAGACAGTAAAAGCATCTGCCTACAAGGCAGGAGACCCAGGTTCAATC 
CCTGGTTTGGGAA 
>Bos_taurus_chr28.trna1862-CysACA (39557252-39557181)  Cys (ACA) 72 bp  Sc: 42.70 
TTCCTGGTAGCTCAGACAGTAAAGCGCCTGCCTACAATGTGGGAGACCCAGGTTCGATCC 
CTGGTCGGAAAG 
>Bos_taurus_chr13.trna7392-CysACA (14095858-14095788)  Cys (ACA) 71 bp  Sc: 42.87 
TCCCTGGTGGCTCACATGGTAAAGCATCTGCCTACAATGCGGAAGACCAGGTTCGATCCC 
TGGTCGGGAAG 
>Bos_taurus_chr5.trna6745-CysACA (91685534-91685462)  Cys (ACA) 73 bp  Sc: 43.26 
TCCCTGGTGGCTCAGATGGTAAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTTGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr25.trna3533-CysACA (26863808-26863737)  Cys (ACA) 72 bp  Sc: 43.39 
TCCCTGGTGGCTCAGACAGTAAAGTGTCTGCCTACAATGCAGGAAACTCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr1.trna4663-CysACA (129173164-129173235)  Cys (ACA) 72 bp  Sc: 43.97 
TCCCTGCTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCGGGTTTGAGCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna6301-CysACA (85645905-85645834)  Cys (ACA) 72 bp  Sc: 44.16 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGAGGGATACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr5.trna3822-CysACA (95172179-95172250)  Cys (ACA) 72 bp  Sc: 44.73 
TCCCTGGTGGCTCAGACAGTAAAGTGTCTGCCTACAGTGCAGGAGACCCAGGTTTGATCC 



CTGGGTGGGGAA 
>Bos_taurus_chr29.trna263-CysACA (7465847-7465918)  Cys (ACA) 72 bp  Sc: 44.74 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTTGATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr16.trna4197-CysACA (64550471-64550400)  Cys (ACA) 72 bp  Sc: 46.43 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTGGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna4893-CysACA (63149874-63149803)  Cys (ACA) 72 bp  Sc: 46.52 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGCGGGAGACCCAGGTTCTATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr13.trna2015-CysACA (46233789-46233860)  Cys (ACA) 72 bp  Sc: 47.14 
TCCCTAGTGGCTCAGACGGTAAAGCATCTGCCTACAATGAGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr22.trna1677-CysACA (45997205-45997276)  Cys (ACA) 72 bp  Sc: 47.24 
TCCCTGCTGGCTCAGACAGTAAAGCGTTTGCCTACAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr24.trna2143-CysACA (49645409-49645479)  Cys (ACA) 71 bp  Sc: 47.28 
TCCCTGGTAGCTCAGAGGGTAAAGCGTCTGCCTACAATGCAGGAGACCAGGTTTGATCCC 
TGGGTAGGGAA 
>Bos_taurus_chr16.trna6587-CysACA (8022858-8022787)  Cys (ACA) 72 bp  Sc: 47.38 
TCCCTGGTGGCTTAGACAGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna3644-CysACA (102212092-102212163)  Cys (ACA) 72 bp  Sc: 48.40 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGTCTACAATGCAGAAGACCCGGGTTCCATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr16.trna838-CysACA (26143613-26143685)  Cys (ACA) 73 bp  Sc: 49.35 
TCCCGGGTGGCTCAGATGGGAAAAGTGTCTGCTTACAATGCGGGAGACCCAGGTTCAATC 
CCTGGTTCGGGAA 
>Bos_taurus_chr20.trna4016-CysACA (45065071-45065000)  Cys (ACA) 72 bp  Sc: 49.36 
TCCCTGTTGGCTTAGACAGTAAAGCATCTGCCTACAATGCAGGAGGCCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna7695-CysACA (39289992-39289921)  Cys (ACA) 72 bp  Sc: 49.40 
TCCCTGTTGGCTCAGATGGTAAAGCATCTGCCTACAATGCTGGAGACCCAAGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr28.trna1899-CysACA (38555692-38555621)  Cys (ACA) 72 bp  Sc: 49.68 
TCCCAGGTGGCTCAGATGGTAAAGCGTCTGCGTACAATGCAGAAGACCTGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna4745-CysACA (113356662-113356591)  Cys (ACA) 72 bp  Sc: 49.83 
TCCCAGATGGCTCACATGGTAAAGCATCTGACTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna691-CysACA (23034218-23034289)  Cys (ACA) 72 bp  Sc: 49.90 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTGTCTACAATGTAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr16.trna2892-CysACA (70052080-70052151)  Cys (ACA) 72 bp  Sc: 50.16 
TCCTTGGTGGCTCAAACAGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna3962-CysACA (65409123-65409052)  Cys (ACA) 72 bp  Sc: 50.38 
TCCCGAATAGCTCAGACAGTAAAGCGTCTGCCTACAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr6.trna6248-CysACA (82234385-82234314)  Cys (ACA) 72 bp  Sc: 50.51 
TCCCTACTGGCTCAGATGGTAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2677-CysACA (65835376-65835447)  Cys (ACA) 72 bp  Sc: 50.66 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCGGGTTCTATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr21.trna656-CysACA (18003148-18003220)  Cys (ACA) 73 bp  Sc: 51.05 
TTCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CTGGTCCGGGAAG 
>Bos_taurus_chr3.trna6790-CysACA (71915253-71915182)  Cys (ACA) 72 bp  Sc: 51.56 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTGGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna6548-CysACA (72485468-72485397)  Cys (ACA) 72 bp  Sc: 51.84 
TTCCTGCTAGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTTGGAAA 
>Bos_taurus_chr1.trna274-CysACA (3992733-3992804)  Cys (ACA) 72 bp  Sc: 51.86 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTCGGGAA 



>Bos_taurus_chr1.trna9615-CysACA (53941450-53941379)  Cys (ACA) 72 bp  Sc: 52.51 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTACCTACAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr11.trna5162-CysACA (97004776-97004705)  Cys (ACA) 72 bp  Sc: 52.56 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGTAAGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr20.trna4088-CysACA (42539144-42539073)  Cys (ACA) 72 bp  Sc: 52.67 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGTCTACAACACAGGAGACCCGGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna1256-CysACA (33385709-33385780)  Cys (ACA) 72 bp  Sc: 52.94 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGTAGGAGACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr6.trna8199-CysACA (24023907-24023836)  Cys (ACA) 72 bp  Sc: 53.09 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGCGGGAGACCCAGGTTCAACTC 
CTGGGTAGGGAA 
>Bos_taurus_chr7.trna4199-CysACA (101619115-101619186)  Cys (ACA) 72 bp  Sc: 53.62 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTACAATGCAGGAGACCTAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr7.trna4074-CysACA (98747273-98747344)  Cys (ACA) 72 bp  Sc: 54.02 
TCCCCGCTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna336-CysACA (8101244-8101315)  Cys (ACA) 72 bp  Sc: 54.36 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGTAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr2.trna4640-CysACA (126162698-126162769)  Cys (ACA) 72 bp  Sc: 54.72 
TCCCTGGTGGCTCAGACGGTAAAGCATCTACCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna5126-CysACA (36807825-36807754)  Cys (ACA) 72 bp  Sc: 54.89 
TCCCTGGTAGCTCAGACAGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGCAGGGAA 
>Bos_taurus_chr11.trna5877-CysACA (81537916-81537845)  Cys (ACA) 72 bp  Sc: 54.98 
TCCCTGATGGCTTAGACAGTAAAGCGTCTGCCTACAACGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr21.trna5025-CysACA (24157048-24156977)  Cys (ACA) 72 bp  Sc: 54.99 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGTCTACAACACGGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna3494-CysACA (12894176-12894104)  Cys (ACA) 73 bp  Sc: 55.05 
TTCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr23.trna2028-CysACA (42889457-42889528)  Cys (ACA) 72 bp  Sc: 55.05 
TCCCTGGTGGCTCAGATGGTAAACCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr13.trna3569-CysACA (77748843-77748914)  Cys (ACA) 72 bp  Sc: 55.07 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr17.trna347-CysACA (10193434-10193505)  Cys (ACA) 72 bp  Sc: 55.09 
TCCTGGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr3.trna9104-CysACA (10427368-10427296)  Cys (ACA) 73 bp  Sc: 55.10 
TCCCTGGTGGCTCAGATGGTAAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr18.trna5042-CysACA (30936981-30936910)  Cys (ACA) 72 bp  Sc: 55.12 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna1681-CysACA (42977085-42977156)  Cys (ACA) 72 bp  Sc: 55.12 
TCCCTGGTGGCTCAGATGGTAAAGTATCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr24.trna4159-CysACA (33529150-33529079)  Cys (ACA) 72 bp  Sc: 55.15 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACACTGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr8.trna4590-CysACA (102890698-102890627)  Cys (ACA) 72 bp  Sc: 55.18 
TCCCTGGTGGCTCAGAAGGTAAAGCGTCTGCCTACAATGCGGAAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr3.trna5620-CysACA (102887518-102887448)  Cys (ACA) 71 bp  Sc: 55.20 
CCCTGGTGGCTTAGAGGTTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCCC 
TGGATCAGGAA 
>Bos_taurus_chr12.trna1934-CysACA (47072050-47072121)  Cys (ACA) 72 bp  Sc: 55.22 



TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2524-CysACA (62999832-62999903)  Cys (ACA) 72 bp  Sc: 55.34 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr11.trna3557-CysACA (83473940-83474012)  Cys (ACA) 73 bp  Sc: 55.42 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGTGTCAGGAAG 
>Bos_taurus_chr27.trna3115-CysACA (20900519-20900447)  Cys (ACA) 73 bp  Sc: 55.42 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr11.trna3124-CysACA (73388934-73389006)  Cys (ACA) 73 bp  Sc: 55.44 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CCGGGTCAGGAAG 
>Bos_taurus_chr3.trna2425-CysACA (63668805-63668876)  Cys (ACA) 72 bp  Sc: 55.48 
ACCCTGCTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4953-CysACA (14310440-14310368)  Cys (ACA) 73 bp  Sc: 55.51 
TCCCGGGTGGCCCAGACGGTAAAAGTGTCTGCCTACAAAGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr16.trna5283-CysACA (41142593-41142521)  Cys (ACA) 73 bp  Sc: 55.53 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr14.trna1688-CysACA (37347803-37347874)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna853-CysACA (28169981-28170052)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2684-CysACA (65971005-65971076)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna3494-CysACA (95140772-95140843)  Cys (ACA) 72 bp  Sc: 55.55 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna5534-CysACA (85394832-85394760)  Cys (ACA) 73 bp  Sc: 55.65 
TTCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCTATTC 
CTGGGCTGGGAAG 
>Bos_taurus_chr20.trna5469-CysACA (9020282-9020211)  Cys (ACA) 72 bp  Sc: 55.65 
TCCCTGGTGGCTCAGATGGTAAAGCATTTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna5492-CysACA (89315119-89315048)  Cys (ACA) 72 bp  Sc: 55.72 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna584-CysACA (13568549-13568620)  Cys (ACA) 72 bp  Sc: 55.86 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr20.trna3598-CysACA (57045485-57045414)  Cys (ACA) 72 bp  Sc: 55.87 
TCCCTGGTGGCTCAGATGGTAAAGCCTCTGCCTACAATGCGGGAGACCCGGGTTCGATCC 
CCGGGTAGGGAA 
>Bos_taurus_chr15.trna3326-CysACA (83050893-83050821)  Cys (ACA) 73 bp  Sc: 55.97 
TCCCTGATGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTTGGTCAGGAAG 
>Bos_taurus_chr5.trna9642-CysACA (21021150-21021079)  Cys (ACA) 72 bp  Sc: 56.01 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr16.trna4244-CysACA (63442016-63441945)  Cys (ACA) 72 bp  Sc: 56.04 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna5050-CysACA (139088210-139088281)  Cys (ACA) 72 bp  Sc: 56.07 
TCCTTGGTGGCTCAGAGGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna546-CysACA (12121555-12121626)  Cys (ACA) 72 bp  Sc: 56.11 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGATCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna20-CysACA (760511-760582)  Cys (ACA) 72 bp  Sc: 56.26 
TCCCTGGTGGCTCAGACGGTAAAGCGCCTGCCTACAATGCAGGAGACCCAGGTTCCATCC 



CTGACTTGGGAA 
>Bos_taurus_chr10.trna3980-CysACA (98912003-98912074)  Cys (ACA) 72 bp  Sc: 56.28 
TCCCTGGTAGCTCAGATGGTAAAGCTTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr10.trna5725-CysACA (68823067-68822996)  Cys (ACA) 72 bp  Sc: 56.29 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr8.trna509-CysACA (11431775-11431846)  Cys (ACA) 72 bp  Sc: 56.35 
TCCCTGGTGGCTCAGATGGTAGAGCGTCTGCTTACAATGCAGGAGACCTGGGTTCAATCC 
CCGGGTCGGGAA 
>Bos_taurus_chr20.trna1870-CysACA (47660419-47660491)  Cys (ACA) 73 bp  Sc: 56.48 
TCCCTGGTGGCTTAGATGGTAAAGCGTCTGCCTACAATGCAGGAGGCCCAGGTTCAAACC 
CTGGGTCAGGAAG 
>Bos_taurus_chr27.trna829-CysACA (23323079-23323150)  Cys (ACA) 72 bp  Sc: 56.61 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna1240-CysACA (26665783-26665854)  Cys (ACA) 72 bp  Sc: 56.64 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCTTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna4628-CysACA (91152262-91152191)  Cys (ACA) 72 bp  Sc: 56.68 
TCCCTGATGGCTCAGATGGTAAAGCTTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr18.trna5481-CysACA (21960382-21960311)  Cys (ACA) 72 bp  Sc: 56.72 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chrX.trna2992-CysACA (84734967-84735039)  Cys (ACA) 73 bp  Sc: 56.81 
TCCCTGGTGGCTCAGATGGTAAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr2.trna5351-CysACA (135062048-135061977)  Cys (ACA) 72 bp  Sc: 56.85 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATAC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna3657-CysACA (106587583-106587654)  Cys (ACA) 72 bp  Sc: 56.96 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna2016-CysACA (47230430-47230501)  Cys (ACA) 72 bp  Sc: 56.98 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna287-CysACA (7906525-7906596)  Cys (ACA) 72 bp  Sc: 56.98 
TCCCTGGTGGCTCAGACGGTAAAGCGTCCGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna667-CysACA (20335254-20335325)  Cys (ACA) 72 bp  Sc: 57.04 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna4210-CysACA (69330526-69330455)  Cys (ACA) 72 bp  Sc: 57.04 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna1270-CysACA (34516857-34516928)  Cys (ACA) 72 bp  Sc: 57.08 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr3.trna6380-CysACA (83765669-83765598)  Cys (ACA) 72 bp  Sc: 57.22 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr2.trna6106-CysACA (123199752-123199681)  Cys (ACA) 72 bp  Sc: 57.22 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCAGGAA 
>Bos_taurus_chr6.trna1990-CysACA (65200605-65200676)  Cys (ACA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna248-CysACA (6648730-6648801)  Cys (ACA) 72 bp  Sc: 57.40 
TCCCTTGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna6738-CysACA (91828821-91828750)  Cys (ACA) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTACAATGCAGAAGACCCAGGTTCGAGCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2765-CysACA (69991947-69992018)  Cys (ACA) 72 bp  Sc: 57.75 
TCCCTTGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr13.trna1948-CysACA (43858355-43858426)  Cys (ACA) 72 bp  Sc: 57.78 
TCCCTGATGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna7483-CysACA (11757782-11757711)  Cys (ACA) 72 bp  Sc: 57.84 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTACAACACAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna1411-CysACA (23585630-23585701)  Cys (ACA) 72 bp  Sc: 58.03 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna1413-CysACA (23589325-23589396)  Cys (ACA) 72 bp  Sc: 58.03 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna5659-CysACA (101889715-101889644)  Cys (ACA) 72 bp  Sc: 58.03 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna7340-CysACA (121552196-121552124)  Cys (ACA) 73 bp  Sc: 58.29 
TCCCTGGTGGCTCAGACGGTAAAAGCGTCTGCCTACAAAGCAGGAGACCCAGGTTCGATC 
CCTGGGTTGGGAA 
>Bos_taurus_chr27.trna686-CysACA (19965454-19965526)  Cys (ACA) 73 bp  Sc: 58.36 
TCCCTGGTGGCTCAGGTGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr18.trna2730-CysACA (57491854-57491925)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna8535-CysACA (86765927-86765856)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna1324-CysACA (39071737-39071808)  Cys (ACA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna5442-CysACA (37233625-37233554)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGATGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna10057-CysACA (17090357-17090286)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna3382-CysACA (98942016-98942087)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna4114-CysACA (114184621-114184692)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna6071-CysACA (57481119-57481048)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna1960-CysACA (64007890-64007961)  Cys (ACA) 72 bp  Sc: 58.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr5.trna3714-CysACA (93603445-93603516)  Cys (ACA) 72 bp  Sc: 58.62 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAG 
>Bos_taurus_chr4.trna7309-CysACA (51021067-51020995)  Cys (ACA) 73 bp  Sc: 58.67 
TTCCTGATGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAAG 
>Bos_taurus_chr7.trna4444-CysACA (108873317-108873388)  Cys (ACA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTTAGATGGTAAAGCACCTGCCTACAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr23.trna48-CysACA (2502918-2502989)  Cys (ACA) 72 bp  Sc: 58.93 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr3.trna2019-CysACA (51046385-51046456)  Cys (ACA) 72 bp  Sc: 59.14 
TCCCTGGTGGCTCAAATGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr26.trna2086-CysACA (50265582-50265511)  Cys (ACA) 72 bp  Sc: 59.55 
TCCCTGCTGGCTCAGATGGTAAAGCATCTGCTTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGATGGGGAA 
>Bos_taurus_chr22.trna2152-CysACA (57290960-57291031)  Cys (ACA) 72 bp  Sc: 59.82 



TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna3137-CysACA (87887469-87887540)  Cys (ACA) 72 bp  Sc: 59.88 
TCCCTGTTGGCTCAGAGGTTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna2373-CysACA (34345006-34344935)  Cys (ACA) 72 bp  Sc: 59.91 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr15.trna4106-CysACA (64807041-64806970)  Cys (ACA) 72 bp  Sc: 60.17 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna5722-CysACA (79858384-79858313)  Cys (ACA) 72 bp  Sc: 60.35 
TCCCTGGTGGCTTAGATGGTAAAGCATCTGCCTACAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna3527-CysACA (17784576-17784505)  Cys (ACA) 72 bp  Sc: 60.71 
TCCCTTGTGGCTCAGACGGTAAAGCGTCTGCCTACAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna1780-CysACA (46407668-46407740)  Cys (ACA) 73 bp  Sc: 60.77 
TCCCGGGTGGCTCAGATGGTAAAAGCGTCTGCCTACAAAGCGGAAGACCCAGGTTCGATC 
CCTGGGTCGGGAA 
>Bos_taurus_chr7.trna5973-CysACA (73241452-73241381)  Cys (ACA) 72 bp  Sc: 61.18 
TCCCTTGTAACTCAGTTGGTAAAGAACCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGTTTGGGAA 
>Bos_taurus_chr11.trna865-CysACA (18843884-18843955)  Cys (ACA) 72 bp  Sc: 61.45 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr14.trna4803-CysACA (55575351-55575280)  Cys (ACA) 72 bp  Sc: 62.35 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr16.trna6252-CysACA (20036904-20036833)  Cys (ACA) 72 bp  Sc: 63.00 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTACAATGCAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr4.trna288-CysACA (9330144-9330215)  Cys (ACA) 72 bp  Sc: 63.17 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTACAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr18.trna5659-CysGCA (18146729-18146657)  Cys (GCA) 73 bp  Sc: 23.90 
TCCCTGGTGGCTCAGACAGTGAAGAATCCACCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGGAG 
>Bos_taurus_chr23.trna3740-CysGCA (24343057-24342988)  Cys (GCA) 70 bp  Sc: 24.28 
TTCATAGCTCAGGCAGTAAAGAACCTGCCTGCAATGCAGGAGACCCAGGTTCAATTCTTG 
GGTTGGGAAG 
>Bos_taurus_chr8.trna580-CysGCA (13736219-13736289)  Cys (GCA) 71 bp  Sc: 24.53 
TCCCTGTTGGCTCAGATGGTAAAGAATCCACCTGCAATGTGGGAACCTGGGTTCAGTCCC 
TGGGTGGGGAA 
>Bos_taurus_chr15.trna4192-CysGCA (62589314-62589243)  Cys (GCA) 72 bp  Sc: 27.82 
TCCCAGGTAACTCAGACAGTAGAGAATCTGTTTGCAATGTTGGAGACCTGGGTTCGATCC 
CTAGGTTGGGAA 
>Bos_taurus_chr6.trna7697-CysGCA (39235339-39235268)  Cys (GCA) 72 bp  Sc: 28.45 
TCCCTGGTAGCTCAGAGGGTGAAGCGTCTGCCTGCAATATAGGAAATCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna3265-CysGCA (81428527-81428598)  Cys (GCA) 72 bp  Sc: 30.03 
TCCCTGGTGGCTCAGATGATAAAGAATCTTCCTGCAATGTAGGAGACCTGGGTTTGAACC 
CTGGCTAGGGAA 
>Bos_taurus_chr12.trna1945-CysGCA (47439360-47439432)  Cys (GCA) 73 bp  Sc: 30.66 
TCCCTGGTGGCTCATATGGTAAAGAATCTGCCTGCAATGCAGGAGATCCAGGTTCCATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr3.trna7516-CysGCA (50479489-50479418)  Cys (GCA) 72 bp  Sc: 32.68 
TCCCTGGTGGCTTAGAGGGTAAAGCCTCTGCCTGCAGTGTGGAAGTCCTGGGTTCAGTCC 
CTGGCTTGGGAA 
>Bos_taurus_chr19.trna3342-CysGCA (62153215-62153286)  Cys (GCA) 72 bp  Sc: 34.85 
TCCCAGGTGGCTCAGACGATAAAGCATCCACCTGCAACGTGGGAAACCCGGGTTCAACCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna7704-CysGCA (23145183-23145111)  Cys (GCA) 73 bp  Sc: 34.94 
TTTCTGGTGGCTCAGAGATTAAAGTGTCTGCCTGCAATGTGGAAGACCCAGGTTTGATCC 
CTGGGTCGGAAAG 
>Bos_taurus_chr4.trna4411-CysGCA (120641074-120641145)  Cys (GCA) 72 bp  Sc: 35.26 
TCATGGCTGGCTCAGACGGTAAAGCATCTGCCTGCAGTGCAGAAAACCTGGGTTCAGTCC 



CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5709-CysGCA (67223387-67223316)  Cys (GCA) 72 bp  Sc: 35.45 
TCCCAGGTGGCTCAGACCGTAAAGCATCTTCCTGCAAGGCAGGAGAGCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna6273-CysGCA (15048906-15048835)  Cys (GCA) 72 bp  Sc: 35.61 
TTCCTGGTAGCTCAAAGGGTAAAGCATCTGCCTGCAATGAAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr2.trna356-CysGCA (11912578-11912649)  Cys (GCA) 72 bp  Sc: 37.11 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGACTTGCAATGTAAGAGACGCCGGTTTGATCC 
TGGTCCAGGAGG 
>Bos_taurus_chr6.trna3952-CysGCA (111265064-111265135)  Cys (GCA) 72 bp  Sc: 37.85 
TCCTGGCTGGCTCAGACGGTAAAGCATCTGTCTGCAATGTGGGAGACCCAGGTTCCATCT 
CTGGGTCAGGAA 
>Bos_taurus_chr21.trna535-CysGCA (15621598-15621669)  Cys (GCA) 72 bp  Sc: 37.94 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACTCGGGTTTTATCC 
CTGATTTGGGAA 
>Bos_taurus_chr6.trna7289-CysGCA (51517040-51516969)  Cys (GCA) 72 bp  Sc: 38.23 
TCCCTGGTGGCTCAAATGGTAAAGTATCTACCTGCAATGCAGGAGACCCAGGTTCAATCT 
TTGGGTGGGGAA 
>Bos_taurus_chrX.trna4444-CysGCA (120301263-120301334)  Cys (GCA) 72 bp  Sc: 38.35 
TCCCAGGTAGCTCAGCTGGTATAGAATCTGCCTGCAATGCAGGAGGCCCTGGTTTGATTT 
TGGGGTTGGGAA 
>Bos_taurus_chr9.trna107-CysGCA (6326891-6326962)  Cys (GCA) 72 bp  Sc: 38.41 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTTCCTGCAATGAAGGAGACCCGGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna1314-CysGCA (30942549-30942617)  Cys (GCA) 69 bp  Sc: 38.78 
GACACTTTTAGCTCAGTCGGTAAAGAATCTGCCTGCAATGCAGGAGACCTAGGTTCGATT 
CCTAGGTCA 
>Bos_taurus_chr13.trna6999-CysGCA (22765681-22765610)  Cys (GCA) 72 bp  Sc: 39.12 
TCCCTGGTGGCTGAGATGGTAAAGAATCCTCCTGCAATGCAGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna1799-CysGCA (50089022-50089093)  Cys (GCA) 72 bp  Sc: 39.45 
TCCCTGGTAGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCTAGGCTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr2.trna7977-CysGCA (79391734-79391663)  Cys (GCA) 72 bp  Sc: 39.50 
TCCCTGCTGGCTCAGACTGTAAAGCATCTGCTTGCAATGCAGGAGATCTGGGTTCAAATC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna5771-CysGCA (83338477-83338406)  Cys (GCA) 72 bp  Sc: 40.91 
TCCCTGGTGGCTCAAAGGGTGAAGCATCTGCCTGCAGTGCAGGAGACTCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr12.trna5027-CysGCA (57564602-57564531)  Cys (GCA) 72 bp  Sc: 40.94 
TCCCAAGTGGCTTAGATGGTCAAGAATCTGTCTGCAATGCAGGGGACCCAGGTCCAATTC 
CTGGCTTGGGAA 
>Bos_taurus_chrX.trna4341-CysGCA (118229932-118230001)  Cys (GCA) 70 bp  Sc: 40.94 
TCCCTGGTGGCTTAGATGGTAAGGAATCTGCCTGCAATGTAGGACCCAGGTTCAATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr6.trna6289-CysGCA (80784379-80784308)  Cys (GCA) 72 bp  Sc: 41.26 
TCCCTGGTGGCTCAAACAGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCTATCC 
CTGGGCGGGGAA 
>Bos_taurus_chr14.trna603-CysGCA (13801522-13801593)  Cys (GCA) 72 bp  Sc: 41.42 
TCCCTGGTGGTCCAGTGGTTAAGAATCCACCTTGCAGTGGAGGGGACTCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna6393-CysGCA (145947079-145947008)  Cys (GCA) 72 bp  Sc: 41.50 
TCCCTGCTGGCTCAGACAGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCCATCC 
CCGGGTGGGGAA 
>Bos_taurus_chr9.trna1737-CysGCA (51479918-51479989)  Cys (GCA) 72 bp  Sc: 41.75 
TCCTAGCTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCT 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna2668-CysGCA (39745849-39745777)  Cys (GCA) 73 bp  Sc: 42.02 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACTCAGGTTCAGTCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr19.trna1940-CysGCA (38206712-38206783)  Cys (GCA) 72 bp  Sc: 42.27 
TCTCAGGTGGCTCAGACAGTAAAGCGTCTGCTTGCAATGCAGAAGACCCGGGTTCAACCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna4118-CysGCA (112837880-112837951)  Cys (GCA) 72 bp  Sc: 42.42 
TCCCAGCTGGCTCAGAAGGTAAAGAATCTGCCTGCAAGGCAGGAGACCTGGGTTCGATCC 
CTAGGTTGGGAA 



>Bos_taurus_chr20.trna3885-CysGCA (49203570-49203499)  Cys (GCA) 72 bp  Sc: 42.55 
TCCCTGGTGGCTGAGAGGGTAAAGCGTCTGCCTGCATTGCAGAAAACCCGGGTTCCATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr5.trna530-CysGCA (16364483-16364555)  Cys (GCA) 73 bp  Sc: 42.58 
TTCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAAGGCAGGAGACCCAGGTTCTATCC 
CTGGGTTGGGAAG 
>Bos_taurus_chr9.trna2048-CysGCA (61818235-61818305)  Cys (GCA) 71 bp  Sc: 42.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCATGCTTGCAAAGCAGGGGCTCTGGGTTGAACCC 
TGGTCAGGGAA 
>Bos_taurus_chr26.trna2007-CysGCA (49741631-49741702)  Cys (GCA) 72 bp  Sc: 42.67 
TCCCTGGTGGCTCAAATGGTAGAGCGTCTGCCTGCAGTGTGGGAGACCTAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr2.trna3553-CysGCA (104533710-104533781)  Cys (GCA) 72 bp  Sc: 42.80 
TCCCTACTGGCTCAGATGGTAAAGCATCTGTCTGCAACGCAGGAGACCTGGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna3995-CysGCA (46147906-46147834)  Cys (GCA) 73 bp  Sc: 43.37 
TCCCTCCTGGCTCAGATGGTAAAAGCATCTGCTTGCAATGAGGGAGACCCAGGTTCGATC 
CCTGGGTGGGGAA 
>Bos_taurus_chr11.trna356-CysGCA (5951638-5951709)  Cys (GCA) 72 bp  Sc: 43.39 
TCCCTGCTAGCTCAGTTGGTAAAGAATCTGTCTGCAATGAAGAAGACCTGGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna1820-CysGCA (39530998-39531069)  Cys (GCA) 72 bp  Sc: 43.45 
TCCCTGGTAGCTCAGATGATAAAGAATCTGCCTGCAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna5804-CysGCA (145805780-145805851)  Cys (GCA) 72 bp  Sc: 43.78 
TCCCCAGTGGCTCAGACAGTAAAGCATCTGCCTGCAATGCAGGACACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr12.trna7401-CysGCA (2749132-2749061)  Cys (GCA) 72 bp  Sc: 43.90 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTGCAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr6.trna1853-CysGCA (61181046-61181117)  Cys (GCA) 72 bp  Sc: 44.21 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGCCTGCAGTGCACGAGGCCCAGGTTCAGTCC 
CTTGTTAGGGAA 
>Bos_taurus_chr13.trna5437-CysGCA (57107728-57107657)  Cys (GCA) 72 bp  Sc: 44.25 
TCCCTGCTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGAAGACCTGGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr6.trna1992-CysGCA (65309800-65309871)  Cys (GCA) 72 bp  Sc: 44.33 
TCCCTGTTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGTGGCAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr22.trna458-CysGCA (10101414-10101485)  Cys (GCA) 72 bp  Sc: 44.33 
TCCCTGGTGGCTCAGAGGGCAAAGCATCTGCCTGCAATGCAGAAAACCTGGGTTTGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr21.trna5682-CysGCA (12103881-12103810)  Cys (GCA) 72 bp  Sc: 44.86 
TCCCTGGTGGCTCAGATGGTAAAGAACCTACCTGCAACGCAGGAGACCCAGGTTCGATCT 
TTGGTTAGGGAA 
>Bos_taurus_chr12.trna2092-CysGCA (50999393-50999464)  Cys (GCA) 72 bp  Sc: 44.87 
TCTCTGGTGGTCCAGTGGTTAAGAATCCACCTTGCAATGGAGGAGACACGGGTTCAATCC 
CTGTTCAGGGAA 
>Bos_taurus_chr11.trna6517-CysGCA (66518306-66518235)  Cys (GCA) 72 bp  Sc: 44.90 
TCCCTGGTGGCTCAGACGGTAAAGCTTCTGCCTGCAATGTGGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr25.trna5120-CysGCA (1783237-1783166)  Cys (GCA) 72 bp  Sc: 45.24 
TCCCTGGTGGCTCAGACAGTACAGCATCTGTCTGCAATGCAGGAGACCCGGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr10.trna4147-CysGCA (102403887-102403958)  Cys (GCA) 72 bp  Sc: 45.39 
TCCCTGCTGGCTCAGACAGTAAGGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr5.trna6644-CysGCA (94044390-94044319)  Cys (GCA) 72 bp  Sc: 45.61 
TCCCTGCTGGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGGAGACCTGGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr27.trna1904-CysGCA (44583293-44583222)  Cys (GCA) 72 bp  Sc: 45.66 
TCCCTGTTTGCTCAGAGGGTAGAGCATTTGCCTGCAATGCAGGAGACCCAGGTTTGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna4487-CysGCA (94367934-94367863)  Cys (GCA) 72 bp  Sc: 45.97 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCTTGCAATGCAGGAGACCCAGGTTCCATCT 
CTGGGTGGGGAA 
>Bos_taurus_chr6.trna2409-CysGCA (75142758-75142829)  Cys (GCA) 72 bp  Sc: 46.31 



TTCCTGGTGGCTCAGACAGTAAAGTGACTGCCCGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTGGGAAG 
>Bos_taurus_chr15.trna2603-CysGCA (69708337-69708408)  Cys (GCA) 72 bp  Sc: 46.65 
TCCCAAGTGGCTCAGACAGTAAAGCGTCTGTCTGCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna2175-CysGCA (65752443-65752514)  Cys (GCA) 72 bp  Sc: 46.73 
TCCCTGGTGGCTCAGACAGTAAAGCGTCTGCCTGCAATGCAGGCAACCCGGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr5.trna3529-CysGCA (90004169-90004251)  Cys (GCA) 83 bp  Sc: 46.75 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAGGGCAGATCTAACCAGGGAGACCC 
AGGTTCAATCCCTGGGTGGGGAA 
>Bos_taurus_chr6.trna2880-CysGCA (90804766-90804837)  Cys (GCA) 72 bp  Sc: 46.82 
TCCTGAGTGGCTCAGACAGGAAAGTGTCTGTCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr18.trna5845-CysGCA (11983448-11983378)  Cys (GCA) 71 bp  Sc: 47.20 
TCCCCGCTGGTTCAGCGGTAAAGAATCCGCCTGCAATGCAGGAGACCCAGGTTCAACCCC 
TGGGTGGGGAA 
>Bos_taurus_chr15.trna1812-CysGCA (50781045-50781116)  Cys (GCA) 72 bp  Sc: 47.23 
TTCCTGATAGCTCAGCTAGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
TGGGTTGGGAAG 
>Bos_taurus_chr11.trna5342-CysGCA (92662107-92662037)  Cys (GCA) 71 bp  Sc: 47.58 
TCCCAGCTGGCTCAGGGGTAAAGAATCAGCCTGCAATGCAGGAGGTGCAGGTTGGATCCC 
TGCGTTGGGAA 
>Bos_taurus_chr14.trna6789-CysGCA (11976840-11976769)  Cys (GCA) 72 bp  Sc: 47.84 
TCCCTGGTAGCTCAGATGGTAAAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna3038-CysGCA (85924039-85924110)  Cys (GCA) 72 bp  Sc: 48.33 
TCCCTGATGGCTCAAATGGTAAAGCGTCTGCCTGCAGTGTTGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr21.trna2460-CysGCA (57865289-57865360)  Cys (GCA) 72 bp  Sc: 48.39 
TCCCTGCTGGCTTAGATGGTAGAGTGTCTGCCTGCAGTGTGGGAGTCCTAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr14.trna5403-CysGCA (40198612-40198541)  Cys (GCA) 72 bp  Sc: 48.39 
TCCCTGCTGGCTCAGCTGGTAAAGAATCCGCCTGCAATGTGGAAGACCTGGGTTCGATCC 
CTGGGTGGGGAG 
>Bos_taurus_chr9.trna3019-CysGCA (85685249-85685320)  Cys (GCA) 72 bp  Sc: 48.47 
TCCCTGCTGGCTCAGACAGTAAAGTGTCTGCCTGCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna1454-CysGCA (35927188-35927259)  Cys (GCA) 72 bp  Sc: 48.49 
TCCCTGGTGGCTCAGAAGGTAAAGCGTCTGCCTGCAATACAGGAGACCCAGGTTCAACCC 
CTGGTTTGGGAA 
>Bos_taurus_chr9.trna5108-CysGCA (81976239-81976168)  Cys (GCA) 72 bp  Sc: 48.62 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGGGACCCGGGTTCAGTCC 
CTGGCTTGGGAA 
>Bos_taurus_chr22.trna3549-CysGCA (26037672-26037601)  Cys (GCA) 72 bp  Sc: 48.81 
TCCCTGGTGGCTCAGACGGTACAGTGTCTGCCTGCAATGCAGGAGACCTGGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna4538-CysGCA (126882743-126882814)  Cys (GCA) 72 bp  Sc: 48.88 
TCTTTGTTGGCTCAGATGGTAAAGAACCTGCCTGCAATGTGGGAGACCCAGGTTCGATCC 
CTGGATAAGGAA 
>Bos_taurus_chr8.trna2078-CysGCA (63334232-63334303)  Cys (GCA) 72 bp  Sc: 48.89 
TCCCTAGTAGCTCAGATGGTAAAGTATCTGCCTGCAGTGCAGGAGACCCAGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna7127-CysGCA (20011608-20011537)  Cys (GCA) 72 bp  Sc: 50.05 
TCCCTAGTGGCTCAAAGGGTAAAGCATCTGCATGCAATGCAGGAGACCTGGGTTCGATCC 
CCAGGTAGGGAA 
>Bos_taurus_chr12.trna6199-CysGCA (27342962-27342891)  Cys (GCA) 72 bp  Sc: 50.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGGAGACCTAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr4.trna7409-CysGCA (48176701-48176630)  Cys (GCA) 72 bp  Sc: 50.64 
TCCCTGGTGGCTCAAATGGTAAAGAATCCGCCTGCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr17.trna6344-CysGCA (13570172-13570101)  Cys (GCA) 72 bp  Sc: 51.33 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGATCCAGGTTTGATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr10.trna5507-CysGCA (74203295-74203224)  Cys (GCA) 72 bp  Sc: 51.42 
TCCCTGGTGGCTCAGACGGTAAAGAGTCTGCCTGCAGTGTGGGAGACCCAGGTTCGATCC 



CTGGCTAGGGAA 
>Bos_taurus_chr10.trna1005-CysGCA (22352930-22353001)  Cys (GCA) 72 bp  Sc: 51.54 
TCTCAGGTGGCTCAGATGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr29.trna3782-CysGCA (11571310-11571239)  Cys (GCA) 72 bp  Sc: 51.56 
TCCCTACTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTAGGGAT 
>Bos_taurus_chr13.trna46-CysGCA (1790788-1790859)  Cys (GCA) 72 bp  Sc: 51.84 
TCCCTGGTGGCTCAAATGGTCAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr19.trna4054-CysGCA (53287758-53287687)  Cys (GCA) 72 bp  Sc: 51.86 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna650-CysGCA (15246508-15246579)  Cys (GCA) 72 bp  Sc: 51.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTTGATCC 
CTAGGTAGGGAA 
>Bos_taurus_chr9.trna5308-CysGCA (76729477-76729406)  Cys (GCA) 72 bp  Sc: 52.08 
TCCCAGGTGGCTCAGATGGTAAAGTATCTGCCTGCATTGCAGGAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chr10.trna5913-CysGCA (64148584-64148513)  Cys (GCA) 72 bp  Sc: 52.11 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACTCTGGTTTGATTC 
CGGGTTGGGAAA 
>Bos_taurus_chr1.trna2668-CysGCA (74574315-74574386)  Cys (GCA) 72 bp  Sc: 52.48 
TCCCAGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCT 
CTAGGTTGGGAA 
>Bos_taurus_chr7.trna3740-CysGCA (90036641-90036712)  Cys (GCA) 72 bp  Sc: 52.79 
TCCCAGGTGGCTCAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTAGGTTGGGAA 
>Bos_taurus_chr9.trna3107-CysGCA (87416216-87416287)  Cys (GCA) 72 bp  Sc: 52.86 
TCCCTGGTGGCTCAGACGGTCAAGCGTCTGCCTGCAATGCAGGTGACCCGGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr19.trna347-CysGCA (11429765-11429836)  Cys (GCA) 72 bp  Sc: 52.98 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCTATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr15.trna1701-CysGCA (46555207-46555278)  Cys (GCA) 72 bp  Sc: 53.02 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGGGACCTGGGTTCGACCC 
CTAGCTTGGGAA 
>Bos_taurus_chr17.trna994-CysGCA (23189343-23189414)  Cys (GCA) 72 bp  Sc: 53.05 
TCCCTGATGGCTCAGAGGGTAAAGCATCTGTCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna2516-CysGCA (67543917-67543988)  Cys (GCA) 72 bp  Sc: 53.08 
TCCCTGGTGGCTCAGACAGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr15.trna3999-CysGCA (66545474-66545403)  Cys (GCA) 72 bp  Sc: 53.26 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCGGGTACGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr23.trna2251-CysGCA (47202017-47202088)  Cys (GCA) 72 bp  Sc: 53.67 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr14.trna945-CysGCA (21558893-21558964)  Cys (GCA) 72 bp  Sc: 53.68 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGTTAGGGAG 
>Bos_taurus_chr8.trna4032-CysGCA (109284331-109284402)  Cys (GCA) 72 bp  Sc: 54.33 
TCCCAGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCTGGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr12.trna5594-CysGCA (41591382-41591311)  Cys (GCA) 72 bp  Sc: 54.33 
TCCCTGCTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna1771-CysGCA (39269838-39269909)  Cys (GCA) 72 bp  Sc: 54.50 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr1.trna10449-CysGCA (26996865-26996794)  Cys (GCA) 72 bp  Sc: 55.00 
TCCCTGGTGGCTCAGATGGTACAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna4073-CysGCA (72762326-72762255)  Cys (GCA) 72 bp  Sc: 55.00 
TCCCTGGTGGCTCAGATGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr5.trna1642-CysGCA (44788179-44788249)  Cys (GCA) 71 bp  Sc: 55.00 
TCCCTGGTGGCTCAGTGGTAAAGAAACTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGTTCGGGAG 
>Bos_taurus_chr12.trna4796-CysGCA (66766468-66766397)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAAGGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna3406-CysGCA (30025254-30025183)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna6507-CysGCA (57542117-57542046)  Cys (GCA) 72 bp  Sc: 55.01 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna1255-CysGCA (35366689-35366760)  Cys (GCA) 72 bp  Sc: 55.03 
TCCCTGGTGGCTCAGATGGTAAAGCATCCGCCTGCAATGCGGGAGACCCAGGTTTGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr19.trna2150-CysGCA (42777906-42777976)  Cys (GCA) 71 bp  Sc: 55.05 
TCCCAGCTGGCTCAGTGGTAAAGAATCTGCCTGCAGTGCAGAAGACTCAGGTTCAATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr3.trna5228-CysGCA (111968831-111968759)  Cys (GCA) 73 bp  Sc: 55.06 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna1928-CysGCA (54139694-54139765)  Cys (GCA) 72 bp  Sc: 55.09 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna525-CysGCA (15091633-15091704)  Cys (GCA) 72 bp  Sc: 55.12 
TCCCTGATACCTCAGTTGGTAGAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTTGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr9.trna5334-CysGCA (76307574-76307502)  Cys (GCA) 73 bp  Sc: 55.14 
TCCCTGATAGCTCAGTTGGTAAAGCATCTGCCTGCAATGCAGGAGACTCTGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chrX.trna691-CysGCA (16090307-16090378)  Cys (GCA) 72 bp  Sc: 55.15 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5718-CysGCA (66791955-66791884)  Cys (GCA) 72 bp  Sc: 55.16 
TCCCTGGTGGCTTAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna6069-CysGCA (77916566-77916495)  Cys (GCA) 72 bp  Sc: 55.16 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCTGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chrX.trna3633-CysGCA (104345361-104345432)  Cys (GCA) 72 bp  Sc: 55.19 
TCCCTGCTGGCTCAGATGGTAAAGCTTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGAAG 
>Bos_taurus_chr28.trna1811-CysGCA (41038171-41038100)  Cys (GCA) 72 bp  Sc: 55.20 
TCCCTGGTGGCTCAGGCGGTAAAGCATCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna1341-CysGCA (37284610-37284681)  Cys (GCA) 72 bp  Sc: 55.21 
TCCCTGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGACTC 
CTGGATAGGGAA 
>Bos_taurus_chr20.trna3848-CysGCA (50668588-50668517)  Cys (GCA) 72 bp  Sc: 55.24 
TCCCCACTGGCTCAGACGGTAAAGGATCTGCCTGCAAAGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna3231-CysGCA (64343667-64343596)  Cys (GCA) 72 bp  Sc: 55.30 
TCCCTCCTAGCTCAGTTGGTAAAGAATCTGCTTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2949-CysGCA (74872548-74872619)  Cys (GCA) 72 bp  Sc: 55.31 
TCCCAGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna9286-CysGCA (689586-689515)  Cys (GCA) 72 bp  Sc: 55.32 
TCCCTGATGGCTCAGTTGGTAAAGAACCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr12.trna4066-CysGCA (82813952-82813880)  Cys (GCA) 73 bp  Sc: 55.33 
TCCCTGGTGGCTCAGATGGTAGAGCGTCTGCCTGCAATGCAGAAGACCCGGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr22.trna613-CysGCA (13534437-13534508)  Cys (GCA) 72 bp  Sc: 55.34 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGAAGACCCAGGTTCAATCC 
CTGGATTGGGAA 
>Bos_taurus_chrX.trna8969-CysGCA (86873153-86873082)  Cys (GCA) 72 bp  Sc: 55.35 



TCCCCAGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGGCCCAGATTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna7048-CysGCA (7745745-7745674)  Cys (GCA) 72 bp  Sc: 55.36 
TCCCCGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna4753-CysGCA (41757688-41757618)  Cys (GCA) 71 bp  Sc: 55.37 
TCCCTGATGACTCAGTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCCC 
TGGGCTGGGAA 
>Bos_taurus_chr11.trna6850-CysGCA (57114179-57114108)  Cys (GCA) 72 bp  Sc: 55.39 
TCCCTGATGGCTCAGACGGTAAAGCGTCCTCCTGCAATGTGGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna7011-CysGCA (130932885-130932813)  Cys (GCA) 73 bp  Sc: 55.40 
TCCCTGATAACTAAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCCAGGTTCGATT 
CCTGGGTTGGGAA 
>Bos_taurus_chr23.trna1453-CysGCA (30962030-30962101)  Cys (GCA) 72 bp  Sc: 55.40 
TCCCTGGTGGCTCAGATGGTAAAGCGGCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna2183-CysGCA (59706249-59706320)  Cys (GCA) 72 bp  Sc: 55.43 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCTTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna3888-CysGCA (89956838-89956909)  Cys (GCA) 72 bp  Sc: 55.43 
TTCTGGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr29.trna534-CysGCA (13578501-13578572)  Cys (GCA) 72 bp  Sc: 55.46 
TCCCTGGTAGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna161-CysGCA (5076975-5077045)  Cys (GCA) 71 bp  Sc: 55.49 
TCCTTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGAGACCCAGGTTCAATCCC 
TGGGTTGGGAA 
>Bos_taurus_chr21.trna2269-CysGCA (53813535-53813606)  Cys (GCA) 72 bp  Sc: 55.50 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr25.trna1225-CysGCA (20779116-20779188)  Cys (GCA) 73 bp  Sc: 55.52 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCAGGGAG 
>Bos_taurus_chr11.trna3151-CysGCA (73839206-73839277)  Cys (GCA) 72 bp  Sc: 55.52 
TCCCTGGTGGCTCAGATGGCAAAGCGTCTGTCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna1543-CysGCA (37261960-37262031)  Cys (GCA) 72 bp  Sc: 55.54 
TCCCTAGTGGCTCAGTTGGTAAAGCATTTGCCTGCAATGCGGGAGTCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna4150-CysGCA (102424240-102424311)  Cys (GCA) 72 bp  Sc: 55.65 
TCCCACATAGCTCAGTTGGTAAATCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna1295-CysGCA (32800151-32800223)  Cys (GCA) 73 bp  Sc: 55.65 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr4.trna7977-CysGCA (29955391-29955320)  Cys (GCA) 72 bp  Sc: 55.66 
TCCCTGATGGCTCAGTTGGTAAAGAATCTGTCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna5008-CysGCA (50354732-50354661)  Cys (GCA) 72 bp  Sc: 55.67 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTGCAGTACAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna3159-CysGCA (69655361-69655290)  Cys (GCA) 72 bp  Sc: 55.68 
TCCTGGGTAGCTCAGCTGGTAGAGAATCTGCCTGCAAAGCAGGAGACCCCAGTTCGATTC 
TTGGGTCAGGAA 
>Bos_taurus_chr21.trna2027-CysGCA (46390851-46390922)  Cys (GCA) 72 bp  Sc: 55.70 
TCCCTAATGACTCAGTTGGTAAAGAACCTGCCTGCAATGCAGGAGACATGGGTTCGATCC 
CCAGTGTGGGAA 
>Bos_taurus_chr6.trna3549-CysGCA (103045517-103045588)  Cys (GCA) 72 bp  Sc: 55.71 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATCC 
CTAGCTTGGGAA 
>Bos_taurus_chr8.trna4717-CysGCA (100233251-100233179)  Cys (GCA) 73 bp  Sc: 55.73 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna3076-CysGCA (78353701-78353772)  Cys (GCA) 72 bp  Sc: 55.74 
TCCCTGGTGGCTCAGAGGATAAAGTTTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 



CTGGGTTGGGAA 
>Bos_taurus_chr21.trna3194-CysGCA (68771405-68771334)  Cys (GCA) 72 bp  Sc: 55.81 
TCCCTCGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr6.trna8783-CysGCA (7250030-7249959)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTAGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna2113-CysGCA (49740686-49740615)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTAGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna5919-CysGCA (25251068-25250997)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna7343-CysGCA (20305705-20305634)  Cys (GCA) 72 bp  Sc: 55.83 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna6744-CysGCA (12893478-12893407)  Cys (GCA) 72 bp  Sc: 55.86 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna2861-CysGCA (70378933-70379004)  Cys (GCA) 72 bp  Sc: 55.87 
TCCCTGGTGTCTGAGATGGTAAAGCGTCTGCCTGCAGTGTAGGAGACCCAGGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr4.trna7792-CysGCA (35177066-35176995)  Cys (GCA) 72 bp  Sc: 55.87 
TTCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAAACC 
CTGGGTAGGGAA 
>Bos_taurus_chr2.trna7175-CysGCA (100820953-100820882)  Cys (GCA) 72 bp  Sc: 55.93 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna2824-CysGCA (78670258-78670329)  Cys (GCA) 72 bp  Sc: 55.93 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr14.trna2887-CysGCA (66045737-66045808)  Cys (GCA) 72 bp  Sc: 55.95 
TCCCAGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCCGGGTTCAATCC 
CTGGGCCGGGAA 
>Bos_taurus_chr7.trna2679-CysGCA (60222749-60222819)  Cys (GCA) 71 bp  Sc: 55.97 
TCCCTGGTGGCTCAGCGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr2.trna1100-CysGCA (32809796-32809868)  Cys (GCA) 73 bp  Sc: 56.00 
TTCCTAATAGCTCAGTTGGTAAAGAATCTGCCTGCAAAGCAGGAGACCCTGGTTCGATTC 
CTGGGTTGGGAAG 
>Bos_taurus_chr1.trna10827-CysGCA (16307723-16307652)  Cys (GCA) 72 bp  Sc: 56.01 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna4261-CysGCA (98420854-98420925)  Cys (GCA) 72 bp  Sc: 56.05 
TCCCTGATGGCTCAGATGGTAAAGAGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr1.trna9517-CysGCA (57044592-57044521)  Cys (GCA) 72 bp  Sc: 56.10 
TCCCTGGTGGCTCAGATGGTAAAGAACCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna112-CysGCA (3043201-3043272)  Cys (GCA) 72 bp  Sc: 56.11 
TCCCTGGTGGCTCAGAGGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna5814-CysGCA (44780435-44780363)  Cys (GCA) 73 bp  Sc: 56.12 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGATTC 
CTAGGTTGGGAAG 
>Bos_taurus_chr9.trna3894-CysGCA (102922726-102922797)  Cys (GCA) 72 bp  Sc: 56.15 
TCCCTGGTGGTCCAGTGGTTAAGAATCCTCCTTGCAATGCAGGGGACCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna6074-CysGCA (148449916-148449987)  Cys (GCA) 72 bp  Sc: 56.16 
TCCCTAGTGGCTCAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna6289-CysGCA (50105020-50104949)  Cys (GCA) 72 bp  Sc: 56.16 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna922-CysGCA (24802049-24802120)  Cys (GCA) 72 bp  Sc: 56.19 
TCCCTGGTGGCTTAGAGGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 



>Bos_taurus_chr29.trna372-CysGCA (9594096-9594167)  Cys (GCA) 72 bp  Sc: 56.20 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGAAGACCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr8.trna7744-CysGCA (17263274-17263203)  Cys (GCA) 72 bp  Sc: 56.27 
TCCCTGGTAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna2805-CysGCA (81051374-81051445)  Cys (GCA) 72 bp  Sc: 56.32 
TCCCAGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna3697-CysGCA (105294845-105294916)  Cys (GCA) 72 bp  Sc: 56.37 
TCCTTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna3922-CysGCA (83704989-83704918)  Cys (GCA) 72 bp  Sc: 56.38 
TCCCTGCTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCGGCAGACCCAGGTTCGATTC 
CTTGGTGGGGAA 
>Bos_taurus_chr2.trna469-CysGCA (15424546-15424617)  Cys (GCA) 72 bp  Sc: 56.38 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGGGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna1155-CysGCA (29186271-29186343)  Cys (GCA) 73 bp  Sc: 56.41 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTAGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr11.trna5895-CysGCA (81288550-81288479)  Cys (GCA) 72 bp  Sc: 56.41 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr1.trna4813-CysGCA (132243310-132243381)  Cys (GCA) 72 bp  Sc: 56.43 
TCCTTGGTGACTCAGATGGTAGAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCT 
CTGGCTAGGGAA 
>Bos_taurus_chr5.trna9248-CysGCA (30157816-30157745)  Cys (GCA) 72 bp  Sc: 56.45 
TCCCTAGTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr16.trna3070-CysGCA (73616909-73616980)  Cys (GCA) 72 bp  Sc: 56.48 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna6556-CysGCA (72466835-72466764)  Cys (GCA) 72 bp  Sc: 56.56 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGTGGGAGACCCAGGTTCGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr6.trna8404-CysGCA (18581718-18581647)  Cys (GCA) 72 bp  Sc: 56.59 
TCCCAGGTGGCTCAGATGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna1726-CysGCA (58547169-58547240)  Cys (GCA) 72 bp  Sc: 56.60 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGAAGACCCTGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna2493-CysGCA (47981865-47981936)  Cys (GCA) 72 bp  Sc: 56.60 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna3256-CysGCA (53302247-53302176)  Cys (GCA) 72 bp  Sc: 56.61 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCCGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr7.trna2550-CysGCA (57169965-57170036)  Cys (GCA) 72 bp  Sc: 56.66 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGACTC 
CTGGTCAGGAAG 
>Bos_taurus_chrX.trna2364-CysGCA (61993042-61993113)  Cys (GCA) 72 bp  Sc: 56.74 
TCCCTGGTGGCTTAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAG 
>Bos_taurus_chrX.trna7294-CysGCA (128921985-128921913)  Cys (GCA) 73 bp  Sc: 56.80 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr17.trna1617-CysGCA (42814086-42814157)  Cys (GCA) 72 bp  Sc: 56.80 
TCCCTAGTGGCTCAGATGGTAAAGCGTCTGTCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna565-CysGCA (19535361-19535432)  Cys (GCA) 72 bp  Sc: 56.85 
TCCCTGATGGCTCAGATGGTAAAGTGTCTGCCTGCAACGCGGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna1307-CysGCA (32909492-32909563)  Cys (GCA) 72 bp  Sc: 56.90 
TCCCTAGTGGCTCAGAGGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr5.trna19-CysGCA (762477-762549)  Cys (GCA) 73 bp  Sc: 56.94 



TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCCGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr7.trna5587-CysGCA (83689791-83689720)  Cys (GCA) 72 bp  Sc: 56.94 
TCCCTTGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna6616-CysGCA (54635678-54635607)  Cys (GCA) 72 bp  Sc: 56.99 
TCCCTGTTGGCTCAGTTGGTAAAGTGTCTGCCTGCAATACTGATGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna2472-CysGCA (60976920-60976991)  Cys (GCA) 72 bp  Sc: 56.99 
TCCCTGATGGCTCAGATGGTAAGGTGTCTGCCTGCAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna8403-CysGCA (26167532-26167461)  Cys (GCA) 72 bp  Sc: 57.00 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4706-CysGCA (22853093-22853022)  Cys (GCA) 72 bp  Sc: 57.09 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCTTGCAATGCAGGAGACCTAGGTTCGATCC 
CTGGGCTGGGAA 
>Bos_taurus_chr13.trna2109-CysGCA (48775711-48775782)  Cys (GCA) 72 bp  Sc: 57.10 
TCCCAGGTGACTCAGCTGGTAAAGAATCTGCCTGCAAAGCAGGAGACCCTGGTTTGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr15.trna1976-CysGCA (54576025-54576096)  Cys (GCA) 72 bp  Sc: 57.14 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCTTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna10193-CysGCA (13420524-13420453)  Cys (GCA) 72 bp  Sc: 57.22 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna7770-CysGCA (15072306-15072235)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna1402-CysGCA (30452936-30453007)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr23.trna3063-CysGCA (39954691-39954620)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4272-CysGCA (31220299-31220228)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna632-CysGCA (14534255-14534326)  Cys (GCA) 72 bp  Sc: 57.24 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2322-CysGCA (58719210-58719281)  Cys (GCA) 72 bp  Sc: 57.25 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna487-CysGCA (10961585-10961656)  Cys (GCA) 72 bp  Sc: 57.25 
TCCCTGGTGTCTCAGGTGGTAAAGCATCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGATGGGGAA 
>Bos_taurus_chr7.trna3746-CysGCA (90257234-90257305)  Cys (GCA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTTAGAGGTTAAAGTATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr23.trna4166-CysGCA (16409639-16409568)  Cys (GCA) 72 bp  Sc: 57.30 
TCCCGGATGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna4977-CysGCA (65936121-65936051)  Cys (GCA) 71 bp  Sc: 57.36 
TCCCCAATGGCTCAGTGGTAGAGAATTTGCCTGCAATGCAGGAGACCCAGGTTCGATCCC 
TGGGTGGGAAA 
>Bos_taurus_chr20.trna4049-CysGCA (43739985-43739914)  Cys (GCA) 72 bp  Sc: 57.40 
TCCCTAATAGCTCAGTAGGTAAAGAATCTGCCTGCAAAGCAGGAGACCTGGGTTCGATCC 
CCAGGTAGGGAA 
>Bos_taurus_chr8.trna6056-CysGCA (69460809-69460738)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGACGGTAGAGTATCTGCCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr2.trna8247-CysGCA (71838702-71838631)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGCAACCCAGGTTCAATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr6.trna6474-CysGCA (74273354-74273283)  Cys (GCA) 72 bp  Sc: 57.43 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 



CTGGGTCGGGAA 
>Bos_taurus_chr13.trna1363-CysGCA (31613632-31613703)  Cys (GCA) 72 bp  Sc: 57.44 
TCCTGGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTCAGGAA 
>Bos_taurus_chr12.trna7245-CysGCA (9544712-9544640)  Cys (GCA) 73 bp  Sc: 57.47 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCGGGTTCGATCC 
CCGAGTCAGGAAG 
>Bos_taurus_chr12.trna4607-CysGCA (72517137-72517066)  Cys (GCA) 72 bp  Sc: 57.56 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCTAAGTTCGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr10.trna7134-CysGCA (31781804-31781732)  Cys (GCA) 73 bp  Sc: 57.64 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGCGACCCCTGGTTCGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chrX.trna6483-CysGCA (144905751-144905680)  Cys (GCA) 72 bp  Sc: 57.64 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna1123-CysGCA (24296907-24296979)  Cys (GCA) 73 bp  Sc: 57.68 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGGAA 
>Bos_taurus_chr15.trna1387-CysGCA (38598796-38598867)  Cys (GCA) 72 bp  Sc: 57.68 
TCCCTAATAGCTCAGTTGGTAAAGGATCTGCCTGCAACGCAGGAGACCCTGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chrX.trna5700-CysGCA (144900935-144901006)  Cys (GCA) 72 bp  Sc: 57.71 
TCCCTGGTGGCTTAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
TTGGGTGGGGAA 
>Bos_taurus_chr9.trna6157-CysGCA (53844286-53844215)  Cys (GCA) 72 bp  Sc: 57.74 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna7963-CysGCA (80090668-80090597)  Cys (GCA) 72 bp  Sc: 57.75 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATAC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna538-CysGCA (13649345-13649417)  Cys (GCA) 73 bp  Sc: 57.79 
TTCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGCAGACCCAGGTTCGATTC 
CTGGGTCGGGAAG 
>Bos_taurus_chr8.trna265-CysGCA (7261962-7262033)  Cys (GCA) 72 bp  Sc: 57.85 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAGTGCAGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna5218-CysGCA (53368322-53368250)  Cys (GCA) 73 bp  Sc: 57.94 
TTCCTGATAGCTCAGTTGGTAGAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna7084-CysGCA (26236093-26236022)  Cys (GCA) 72 bp  Sc: 58.08 
TCCGTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAACGCGGGAGACCCAGGTTCGATCC 
CTGGGTACGGAA 
>Bos_taurus_chr23.trna1963-CysGCA (41524056-41524127)  Cys (GCA) 72 bp  Sc: 58.09 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna93-CysGCA (3461477-3461547)  Cys (GCA) 71 bp  Sc: 58.13 
TCCCTGGTGGCTCAGTGGTAAAGAACCTGCCTGCAGTGCAGGAGACCCAGGTTCGATTCC 
TGGGTCGGGAA 
>Bos_taurus_chr3.trna6865-CysGCA (69153992-69153921)  Cys (GCA) 72 bp  Sc: 58.18 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGTCGGGAAG 
>Bos_taurus_chr2.trna1990-CysGCA (61040436-61040507)  Cys (GCA) 72 bp  Sc: 58.20 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGCAGACCCAGGTTCGATCC 
CTGGGTTGGGAG 
>Bos_taurus_chr10.trna3155-CysGCA (79925228-79925299)  Cys (GCA) 72 bp  Sc: 58.22 
TCCCTGGTGGCTCAGTTGGTAAAGCCTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr11.trna8027-CysGCA (29222061-29221990)  Cys (GCA) 72 bp  Sc: 58.28 
TCCCTGGTGGCTCAGAAGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr24.trna4621-CysGCA (24740793-24740722)  Cys (GCA) 72 bp  Sc: 58.31 
TCCCCAGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna7626-CysGCA (114063555-114063484)  Cys (GCA) 72 bp  Sc: 58.39 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 



>Bos_taurus_chr10.trna3086-CysGCA (78047755-78047826)  Cys (GCA) 72 bp  Sc: 58.42 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna4293-CysGCA (60104778-60104707)  Cys (GCA) 72 bp  Sc: 58.42 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna5228-CysGCA (78505611-78505539)  Cys (GCA) 73 bp  Sc: 58.44 
TCCCTGGTGGCTCAGACGGTAAAGCACCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna262-CysGCA (10060386-10060457)  Cys (GCA) 72 bp  Sc: 58.44 
TCCCAGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna8092-CysGCA (27420638-27420567)  Cys (GCA) 72 bp  Sc: 58.56 
TCCCTGGTGGCTCAGAGGATAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGCTGGGAA 
>Bos_taurus_chr4.trna1045-CysGCA (30618547-30618619)  Cys (GCA) 73 bp  Sc: 58.57 
TCCCTGGTGGCTCAGTCGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGCGTTGGGAAG 
>Bos_taurus_chr12.trna1875-CysGCA (44942810-44942881)  Cys (GCA) 72 bp  Sc: 58.64 
TCCCTGGTGGCTAAAACGGTAAAGCGTCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna4767-CysGCA (104447270-104447199)  Cys (GCA) 72 bp  Sc: 58.64 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna5380-CysGCA (115467240-115467169)  Cys (GCA) 72 bp  Sc: 58.71 
TCCCTGGTAGCTCAGCTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCTGGTTCAATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr12.trna5938-CysGCA (32391097-32391026)  Cys (GCA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna2954-CysGCA (79552609-79552680)  Cys (GCA) 72 bp  Sc: 58.72 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna468-CysGCA (11691737-11691808)  Cys (GCA) 72 bp  Sc: 58.77 
TCCCAGATAGCTCAGTTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCTGGTTCAACTC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna5141-CysGCA (63593009-63592938)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna762-CysGCA (21898007-21898078)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr29.trna3185-CysGCA (26704291-26704220)  Cys (GCA) 72 bp  Sc: 58.96 
TCCCTGGTGGCTCAGAGGATAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna2363-CysGCA (58992152-58992081)  Cys (GCA) 72 bp  Sc: 58.97 
TCCTTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr28.trna2317-CysGCA (25773197-25773126)  Cys (GCA) 72 bp  Sc: 58.98 
TCCCTGGTGGCTAAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna7154-CysGCA (37971460-37971389)  Cys (GCA) 72 bp  Sc: 59.11 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr19.trna1044-CysGCA (22077801-22077872)  Cys (GCA) 72 bp  Sc: 59.14 
TCCCTGGTGGCTTAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr24.trna2697-CysGCA (61301532-61301602)  Cys (GCA) 71 bp  Sc: 59.15 
TCCCTGATGGCTCAGTGGTAAAGAATCTGCCTGCAGTGCAGGAGACGCAGGTTCGATCCC 
TGCTCGGGAAG 
>Bos_taurus_chr1.trna2758-CysGCA (77773085-77773156)  Cys (GCA) 72 bp  Sc: 59.15 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTTGATTC 
CTGGGCCGGGAA 
>Bos_taurus_chr12.trna7236-CysGCA (9857938-9857867)  Cys (GCA) 72 bp  Sc: 59.19 
TCCCTGATGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr10.trna7025-CysGCA (35535200-35535129)  Cys (GCA) 72 bp  Sc: 59.21 



TCCCTGGTAGCTCAGTTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna3430-CysGCA (14193301-14193230)  Cys (GCA) 72 bp  Sc: 59.33 
TCCCTGGTAGCTTAGAGGTTAAAGCGTCTGCCTGCAATGCAGAAGGCCCGGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna1135-CysGCA (32954707-32954778)  Cys (GCA) 72 bp  Sc: 59.39 
TCCCAGTTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAT 
>Bos_taurus_chr10.trna3595-CysGCA (89043438-89043509)  Cys (GCA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr28.trna194-CysGCA (5903032-5903103)  Cys (GCA) 72 bp  Sc: 59.51 
GGGAGTATAGCTCAGTGGTAGAGCATTTGATTGCAGATCAAGAGGTCTCCAGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chrX.trna242-CysGCA (5345917-5345988)  Cys (GCA) 72 bp  Sc: 59.53 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCGGGAGACCCAGGTTCGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr10.trna428-CysGCA (10279851-10279922)  Cys (GCA) 72 bp  Sc: 59.55 
TCCCTGGTGGCTCAGATGGTAAAGCGCCTGTCTGCAATGCAGGAGACCCAGGTTTGATCC 
CTGGCTTGGGAA 
>Bos_taurus_chr5.trna1747-CysGCA (47434243-47434314)  Cys (GCA) 72 bp  Sc: 59.69 
TCCCTGGTAGCTCAGCGGTTAAAGCATCTGCCTGCAATGCAGATGACCCGGGTTCGAGCC 
CTGGTTTGGGAA 
>Bos_taurus_chr6.trna3765-CysGCA (106678071-106678141)  Cys (GCA) 71 bp  Sc: 59.71 
TCCCTGGTGGCTCAGTGGTAGAGAATCTGCCTGCAATGCAGAAGACCCGGGTTCGATCCC 
TGGGTGGGGAA 
>Bos_taurus_chr27.trna3549-CysGCA (11144133-11144062)  Cys (GCA) 72 bp  Sc: 59.76 
TCCCTGGTAGCTCAGAGGTTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna1463-CysGCA (43086448-43086519)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGGTAGCTCAGATGGTAAAGTGTCTGCCTGCAATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna8791-CysGCA (56074677-56074606)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna6095-CysGCA (26899748-26899677)  Cys (GCA) 72 bp  Sc: 59.81 
TCCCTGATAGCTCAGTTGGTAGAGAATCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGTCGGGAAG 
>Bos_taurus_chr21.trna1413-CysGCA (29525689-29525760)  Cys (GCA) 72 bp  Sc: 60.03 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCTGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna1201-CysGCA (26601276-26601347)  Cys (GCA) 72 bp  Sc: 60.06 
TCCCTGGTAGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna2527-CysGCA (67680282-67680353)  Cys (GCA) 72 bp  Sc: 60.14 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr6.trna8351-CysGCA (19772420-19772349)  Cys (GCA) 72 bp  Sc: 60.14 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna60-CysGCA (963518-963589)  Cys (GCA) 72 bp  Sc: 60.17 
TCCCTGATGGCTCAGATGGTAAAGCATCTGCCTGCAGTGCAGGAGACCTGGGTTCGATCC 
CCAGGTGGGGAA 
>Bos_taurus_chr26.trna1936-CysGCA (47558598-47558669)  Cys (GCA) 72 bp  Sc: 60.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna7050-CysGCA (134193683-134193612)  Cys (GCA) 72 bp  Sc: 60.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr19.trna4773-CysGCA (41309901-41309829)  Cys (GCA) 73 bp  Sc: 60.23 
TCCCTGGTGGCTCAGACGGTAAAAGCGTCTGTCTGCAACGCAGAAGACCCAGGTTCGATC 
CCTGGGTAGGGAA 
>Bos_taurus_chr18.trna4875-CysGCA (35715021-35714950)  Cys (GCA) 72 bp  Sc: 60.30 
TCCCTGGTGGCTCAGAGGTTAAAGTACCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr2.trna3001-CysGCA (90629789-90629860)  Cys (GCA) 72 bp  Sc: 60.32 
TCCCTAGTGGCTCAGTTGGTAAAGAATCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 



CTGGGTAGGGAA 
>Bos_taurus_chr14.trna1492-CysGCA (33470488-33470558)  Cys (GCA) 71 bp  Sc: 60.41 
TCCCTGGTGGCTAAACGGTAAAGCATCTGCCTGCAACGCAGGAGACCCAGGTTCGATTCC 
TGGGTTGGGAA 
>Bos_taurus_chr5.trna8813-CysGCA (43274939-43274868)  Cys (GCA) 72 bp  Sc: 60.41 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr22.trna1386-CysGCA (37481329-37481400)  Cys (GCA) 72 bp  Sc: 60.46 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna3787-CysGCA (94707066-94707137)  Cys (GCA) 72 bp  Sc: 60.49 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna4628-CysGCA (102052318-102052247)  Cys (GCA) 72 bp  Sc: 60.49 
TCCCTGGTGGCTCAGAGGATAAAGTGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr17.trna6549-CysGCA (8649505-8649434)  Cys (GCA) 72 bp  Sc: 60.53 
TCCCTGGTGGCTTAGATGGCAAAGCGTCTGCCTGCAACGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna4318-CysGCA (48112793-48112722)  Cys (GCA) 72 bp  Sc: 60.68 
TCCCGGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAAGGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr6.trna5990-CysGCA (89478168-89478097)  Cys (GCA) 72 bp  Sc: 60.73 
TCCCTACTAGCTCAGATGGTAAAGCATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna1038-CysGCA (23807260-23807330)  Cys (GCA) 71 bp  Sc: 60.78 
TCCTGGGTGGCTCAGTGGTAAAGAATCTGCCTGCAATGCAGAAGACCCAGGTTCGATCCC 
TGGATTGGGAA 
>Bos_taurus_chr6.trna8737-CysGCA (8486140-8486069)  Cys (GCA) 72 bp  Sc: 60.79 
TCCCTTGTAGCTCAGTTGGTAAAGAGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr5.trna4967-CysGCA (115454133-115454204)  Cys (GCA) 72 bp  Sc: 60.93 
CCCCAGGTGGCTCAGATGGTAGAGCGTCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr27.trna431-CysGCA (14026302-14026373)  Cys (GCA) 72 bp  Sc: 61.05 
TCCCAGGTGGCTCAGATGGTAAAGGGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr11.trna1732-CysGCA (40100087-40100158)  Cys (GCA) 72 bp  Sc: 61.17 
TCCCTAGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr12.trna2408-CysGCA (59316113-59316184)  Cys (GCA) 72 bp  Sc: 61.19 
TCCCTGGTGGCTCAGAGGATAGAGCGTCTGCCTGCAGTGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr20.trna754-CysGCA (20027343-20027414)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGATAGCTCAGTTGGTAGAGAACCTGCCTGCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr10.trna3771-CysGCA (92737838-92737909)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr28.trna2919-CysGCA (11274383-11274312)  Cys (GCA) 72 bp  Sc: 61.20 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna6129-CysGCA (57753825-57753754)  Cys (GCA) 72 bp  Sc: 61.24 
TCCCTGGTGGCTCAGACGGTAAAGCCTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr20.trna3792-CysGCA (52722655-52722584)  Cys (GCA) 72 bp  Sc: 61.31 
TCCCTGGTGACTCAGTTGGTAAAGAATCTGTCTGCAATACAGGAGACCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr9.trna3822-CysGCA (101168558-101168629)  Cys (GCA) 72 bp  Sc: 61.70 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna2293-CysGCA (68355293-68355364)  Cys (GCA) 72 bp  Sc: 61.84 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCCGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGCTTGGGAA 
>Bos_taurus_chr1.trna9346-CysGCA (61840490-61840419)  Cys (GCA) 72 bp  Sc: 61.84 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 



>Bos_taurus_chr2.trna3176-CysGCA (94853116-94853187)  Cys (GCA) 72 bp  Sc: 62.16 
TCCCCGGTGGCTCAGACGGTAAAGCGCCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna7244-CysGCA (57517890-57517819)  Cys (GCA) 72 bp  Sc: 62.51 
TCCCTGGTGGCTCAGAGGTTAAAGCACCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna5806-CysGCA (66835918-66835848)  Cys (GCA) 71 bp  Sc: 62.76 
TCCCCGCTGGCTCAGTGGTAAAGTATCTGCCTGCAATGCAGGAGACCCAGGTTCAATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr9.trna5626-CysGCA (69325204-69325133)  Cys (GCA) 72 bp  Sc: 62.77 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCAGTGCAGAAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna8186-CysGCA (22757960-22757889)  Cys (GCA) 72 bp  Sc: 63.00 
TCCCTGGTGGCTCAGTCGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr12.trna4994-CysGCA (58854712-58854641)  Cys (GCA) 72 bp  Sc: 63.68 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGCAAAGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr27.trna138-CysGCA (4539785-4539856)  Cys (GCA) 72 bp  Sc: 64.13 
TCCCTGGTGGCTCAGTTGGTAGAGAGTCTGCCTGCAATGCAGAAGACCCAGGTTCGATTC 
CTGGGTCGGGAG 
>Bos_taurus_chrX.trna3842-CysGCA (107875632-107875703)  Cys (GCA) 72 bp  Sc: 65.63 
TCCCTGGTGGCTCAGGTGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr18.trna4097-CysGCA (50354676-50354605)  Cys (GCA) 72 bp  Sc: 66.00 
TCCCCGGTGGCTCAGATGGTAAAGCGTCTGCCTGCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr3.trna8555-CysGCA (22835099-22835028)  Cys (GCA) 72 bp  Sc: 69.26 
GGGGGTACAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4078-CysGCA (113326404-113326475)  Cys (GCA) 72 bp  Sc: 69.63 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGATGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4732-CysGCA (113355244-113355173)  Cys (GCA) 72 bp  Sc: 70.63 
GGGGGTATAGCTCAGGGGTAAAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4080-CysGCA (113336674-113336745)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Bos_taurus_chr4.trna4751-CysGCA (113196710-113196639)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Bos_taurus_chr4.trna4750-CysGCA (113198384-113198313)  Cys (GCA) 72 bp  Sc: 71.36 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CCGGTGCCCCCT 
>Bos_taurus_chr4.trna4094-CysGCA (113546428-113546499)  Cys (GCA) 72 bp  Sc: 71.59 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTTCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4747-CysGCA (113218012-113217941)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4068-CysGCA (113191647-113191718)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4077-CysGCA (113324140-113324211)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4079-CysGCA (113327791-113327862)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4081-CysGCA (113340796-113340867)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4083-CysGCA (113363849-113363920)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4724-CysGCA (113542981-113542910)  Cys (GCA) 72 bp  Sc: 74.20 



GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr4.trna4749-CysGCA (113211928-113211857)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr12.trna1384-CysGCA (30312709-30312780)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4851-CysGCA (40084800-40084729)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4854-CysGCA (40067640-40067569)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4731-CysGCA (113360131-113360060)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4745-CysGCA (113224159-113224088)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4065-CysGCA (113178960-113179031)  Cys (GCA) 72 bp  Sc: 75.53 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4850-CysGCA (40090251-40090180)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr4.trna4067-CysGCA (113190347-113190418)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Bos_taurus_chr19.trna2016-CysGCA (40088102-40088173)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4830-CysGCA (40295878-40295807)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr19.trna4831-CysGCA (40295144-40295073)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Bos_taurus_chr26.trna2589-CysGCA (39899416-39899327)  Cys (GCA) 90 bp  Sc: 57.00 
CCTTCAATAGCTCAGCTAGTAGAGCGGAGGACTGCAGACTTGATAAATGTGGACATCCTT 
AGGTTGCCGGTTTGATTCCGGCTTGAAGGA 
>Bos_taurus_chr3.trna2323-CysGCA (60089077-60089157)  Cys (GCA) 81 bp  Sc: 31.29 
TCCCTGATGGCTCAATGAGTAAAGCATCTTCCTGCAATGCAAGAGCTGCAGAAGACTCAG 
GTTTGATCCCTGGGTAGGGAA 
>Bos_taurus_chr21.trna2078-GlnCTG (47621737-47621808)  Gln (CTG) 72 bp  Sc: 21.20 
TCGCTAGTGGTCCAATGGCAAAGATTCTGAGCTCTGGATGCAGGGGGCCAGGATTCAATC 
CTGGTTGGGGAA 
>Bos_taurus_chr2.trna6784-GlnCTG (110906293-110906222)  Gln (CTG) 72 bp  Sc: 31.80 
TCCCTGGTGGTCTAGTCATTAGGACTCCGCACTCTGAGTGCAGGAGGCCAAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna7462-GlnCTG (51353503-51353432)  Gln (CTG) 72 bp  Sc: 32.11 
GGTTCCATGGTGTAATGATGAGTGCTCTGGAATCTGAATCCAGCAATCCGAGTTCAAGTC 
TCTGTGGGACCT 
>Bos_taurus_chr16.trna2087-GlnCTG (53223453-53223525)  Gln (CTG) 73 bp  Sc: 32.42 
TCCTTGGTGATCTAGTGGCTGAGATTCTGCGTTCTGAAGGCAGGGGCCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8539-GlnCTG (62911085-62911012)  Gln (CTG) 74 bp  Sc: 32.87 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCTGGATGCAGTGGGGGCCAGGTTTGAT 
CCTTGGTCAGGAAC 
>Bos_taurus_chr5.trna7769-GlnCTG (67566507-67566435)  Gln (CTG) 73 bp  Sc: 34.96 
TCCCTGATGGTCCAGTGGCCAAGACTCTGTGTTCCTGATGCAAGGGGCCCAGGTTTGATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr19.trna4092-GlnCTG (52655442-52655370)  Gln (CTG) 73 bp  Sc: 40.48 
ACCCTGGTGGTTCAGTGGCTGTGACTCTGCACTCTGAATGCAGCAGGACCAGGTTTGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr13.trna799-GlnCTG (21070464-21070537)  Gln (CTG) 74 bp  Sc: 43.65 
TCCCTGGTGGTCCAGTGGCTATGACCATGTGCTCTGAACGCAGGGGGGCCTGGGTTCGAT 



CCCTAGTCAGGGAA 
>Bos_taurus_chr3.trna4367-GlnCTG (111046148-111046220)  Gln (CTG) 73 bp  Sc: 45.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCTGAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTTGGGTAA 
>Bos_taurus_chr5.trna9996-GlnCTG (9074411-9074339)  Gln (CTG) 73 bp  Sc: 48.74 
TCCCTGGTGGCCCAGTGTCTAGGACTCTGCGCTCTGAAGGCAGGGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9032-GlnCTG (71855195-71855124)  Gln (CTG) 72 bp  Sc: 48.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCTGAATGCAGGGGGTCAGGTTCGATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr25.trna4779-GlnCTG (7304196-7304124)  Gln (CTG) 73 bp  Sc: 49.02 
GAGCCAGTGGCCTAATGGATAAGGCATCAGTATCTGGAGCTGGGGGTTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Bos_taurus_chr3.trna8860-GlnCTG (16494881-16494809)  Gln (CTG) 73 bp  Sc: 49.88 
TCACTGGTGGTCCAGTGGCTACGACTCTGTACTCTGAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8929-GlnCTG (15194714-15194642)  Gln (CTG) 73 bp  Sc: 50.44 
TCCCTGGTAGTCCAGTGGATAAGACCCTGTGCTCTGAATGTAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4242-GlnCTG (68726312-68726240)  Gln (CTG) 73 bp  Sc: 52.91 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCTGAATTCATGGGACCCAGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna113-GlnCTG (3186227-3186299)  Gln (CTG) 73 bp  Sc: 53.87 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTGAATGCAGGGGGCTCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3894-GlnCTG (7313101-7313030)  Gln (CTG) 72 bp  Sc: 55.01 
GGTTCCATGGTGTAGTGATTAGCACTCTAGACTCTGAATCCAGTGATCCAAGTTCAAGTC 
TCGGTGGAACCT 
>Bos_taurus_chr12.trna6492-GlnCTG (21896317-21896245)  Gln (CTG) 73 bp  Sc: 56.72 
TTCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCTGAATGCAGAGAGCCCAGGTACAATC 
CCTGGCTGGGAAA 
>Bos_taurus_chr4.trna3464-GlnCTG (100661362-100661433)  Gln (CTG) 72 bp  Sc: 57.08 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAGTC 
TTGGTGGAACCT 
>Bos_taurus_chr3.trna8639-GlnCTG (21175633-21175562)  Gln (CTG) 72 bp  Sc: 57.14 
GCTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAAGC 
TCGGTGGGACCT 
>Bos_taurus_chr16.trna5981-GlnCTG (25638828-25638757)  Gln (CTG) 72 bp  Sc: 59.02 
TGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCAATGGAACCT 
>Bos_taurus_chr18.trna2553-GlnCTG (54976246-54976318)  Gln (CTG) 73 bp  Sc: 59.38 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGCACTCTGATTGCCAAGGTTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7688-GlnCTG (111956901-111956830)  Gln (CTG) 72 bp  Sc: 59.44 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAGTC 
TCAGTGGAACCT 
>Bos_taurus_chr5.trna8926-GlnCTG (39604203-39604131)  Gln (CTG) 73 bp  Sc: 60.90 
GGCCGTGTGGCCTAATGGATAAGGCGTCTGATTCTGGATCAGAAGATTGAAGGTTCAAGT 
CCATTCATGGTCG 
>Bos_taurus_chr23.trna2238-GlnCTG (47095691-47095762)  Gln (CTG) 72 bp  Sc: 61.66 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCCATCCGAGTTCAAGTC 
TCCGTGGAACCG 
>Bos_taurus_chr23.trna1419-GlnCTG (30778162-30778233)  Gln (CTG) 72 bp  Sc: 68.68 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna849-GlnCTG (21228518-21228589)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna861-GlnCTG (21319780-21319851)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8637-GlnCTG (21203664-21203593)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8659-GlnCTG (21027668-21027597)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 



>Bos_taurus_chr3.trna874-GlnCTG (21449841-21449912)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna875-GlnCTG (21450800-21450871)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna8664-GlnCTG (20999483-20999412)  Gln (CTG) 72 bp  Sc: 70.79 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr3.trna949-GlnCTG (22852279-22852350)  Gln (CTG) 72 bp  Sc: 71.08 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCGAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1434-GlnCTG (30884667-30884738)  Gln (CTG) 72 bp  Sc: 71.26 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Bos_taurus_chr10.trna7898-GlnCTG (12690681-12690610)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr19.trna1437-GlnCTG (28373266-28373337)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr23.trna1377-GlnCTG (29896884-29896955)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr23.trna3487-GlnCTG (30930788-30930717)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Bos_taurus_chr6.trna678-GlnCTG (23319175-23319297)  Gln (CTG) 123 bp  Sc: 20.94 
TCTCTGGTAGTCCAGTGGTACAGACTTCAGTGCTGTGCAGGATCAATGATAACAGCACTT 
ATCAATGCTGATCCTGGTACAGGATCAATGCTGGGGACCCAGGTTTGATCCCTGGTCAGG 
GAA 
>Bos_taurus_chr3.trna743-GlnTTG (19773419-19773491)  Gln (TTG) 73 bp  Sc: 39.71 
TCCCTGGTGGTCCATTGGTTAAGACTCTGCACTTTGAATGCAGGGAGCATGGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1299-GlnTTG (28194172-28194243)  Gln (TTG) 72 bp  Sc: 40.09 
TCCCTGGTGGTCCAGTGGTTAGGATTCAGTAGTTTGACTGCTGAGACCTGGGTTTGATCT 
CTGGTTGGGGAA 
>Bos_taurus_chr23.trna4497-GlnTTG (10299331-10299259)  Gln (TTG) 73 bp  Sc: 40.32 
TCTCTGACAGTCCAGTGGTTGGGACTCAGTGCTTTGACTGCTGTGGGCCTGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr19.trna5003-GlnTTG (36064263-36064191)  Gln (TTG) 73 bp  Sc: 40.40 
TCCCTGGCTGTTCAGTGGTTAGGACTTGGTACTTTGACTGCCGTGGATCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1088-GlnTTG (22814814-22814885)  Gln (TTG) 72 bp  Sc: 42.62 
TAGAATTTGGTGTAATTGGGAGCACGGAGAGTTTTGGATTCTTAGGAGTAGGTTCAATTC 
CTATAGTTCTAG 
>Bos_taurus_chrM.trna3-GlnTTG (4194-4123)  Gln (TTG) 72 bp  Sc: 43.85 
TAGAATTTGGTGTAATTGGGAGCACGAAGAGTTTTGGATTCTTAGGAGTAGGTTCGATTC 
CTATAGTTCTAG 
>Bos_taurus_chr9.trna4576-GlnTTG (92597769-92597697)  Gln (TTG) 73 bp  Sc: 47.16 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTACTTTGACTGCCGAGGGCTGAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna446-GlnTTG (9967172-9967243)  Gln (TTG) 72 bp  Sc: 49.69 
TCCCTGGTGGTCCAATGGTTAGGACTCAGTGCTTTGACTGCTGGGGTCCAAGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna3998-GlnTTG (98309230-98309302)  Gln (TTG) 73 bp  Sc: 54.29 
TCCTTGATGGTCCAGTGATTAGGACTTGGCACTTTGACTGCCAAGGGCCCAGGTTCAGTC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna5571-GlnTTG (72631686-72631615)  Gln (TTG) 72 bp  Sc: 55.87 
TCCCTGGTGGTCTAGTGGTTAGGACTCAGAGCTTTGACTACTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna11006-GlnTTG (10125544-10125473)  Gln (TTG) 72 bp  Sc: 56.11 
TTCCTGGTGGTCTAGTGGTTAGGATTCGGCACTTTGACTGCTGTGGCCTGGGTTCAATCC 
CCAGTTGGGGGA 
>Bos_taurus_chr19.trna6129-GlnTTG (18149148-18149077)  Gln (TTG) 72 bp  Sc: 59.07 
TCCCTGGTAGTCTAGTGGTTAGGATTCAACACTTTGACTGCTGTGGCCCGGGTTCAATAC 
CTGGTTAGGGAA 



>Bos_taurus_chr7.trna1440-GlnTTG (25616369-25616440)  Gln (TTG) 72 bp  Sc: 59.35 
TCCCTGGTGGTCCAGTGGTTAGGACTCCATGCTTTGACTGTTGGGACCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1418-GlnTTG (30774252-30774323)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1493-GlnTTG (31448986-31449057)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna1494-GlnTTG (31449549-31449620)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr23.trna3538-GlnTTG (30058363-30058292)  Gln (TTG) 72 bp  Sc: 69.80 
GGTCCCATGGTGTAATGGTCAGCACTCTGGACTTTGAATCCAGCAATCCGAGTTCGAATC 
TCGGTGGGACCT 
>Bos_taurus_chr19.trna2670-GlnTTG (50740339-50740410)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Bos_taurus_chr19.trna4932-GlnTTG (38011315-38011244)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Bos_taurus_chr25.trna3019-GlnTTG (34046774-34046695)  Gln (TTG) 80 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTGGCGCTTTCACTGCCATGGCTTGGG 
TTCAATCCCCGTTCAGGGAA 
>Bos_taurus_chrX.trna229-GluCTC (5110948-5111020)  Glu (CTC) 73 bp  Sc: 26.89 
TCTCTGGCAGTTCAATGGCTAAGACTCTGTACTCTCACTACAGGGGACCTGGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6972-GluCTC (44890265-44890193)  Glu (CTC) 73 bp  Sc: 28.69 
TCCCTGGCAGTTCAGTAGTTAGAACTAGGTGGTCTCACTGCTCTGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna5851-GluCTC (92486058-92485987)  Glu (CTC) 72 bp  Sc: 29.10 
TCTCTGGTGGTCCAGTGGCTAAGACTTTGCGCTCTCAAAGCAGGGAGACTGGATTCGATC 
CTGTTCAGGGAA 
>Bos_taurus_chr24.trna1350-GluCTC (33505584-33505657)  Glu (CTC) 74 bp  Sc: 29.34 
TCCCTGGTGGTCCAGTGACTAAGAACTCCGTGTTCTCGATGCAGGGGGCCCAGGTTCCAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr6.trna6672-GluCTC (69314985-69314914)  Glu (CTC) 72 bp  Sc: 30.00 
TCCCTGATGGTCCAGCGTTAGGACATGGTTCTCTCACTGCTATAGGTCTGGGTTTGATCT 
CTAGTCAGGGAA 
>Bos_taurus_chr6.trna8423-GluCTC (18040360-18040288)  Glu (CTC) 73 bp  Sc: 30.80 
TCCCTGGTTGTCCAGTGGTTAAGACTCTGCACCCTCAATACAGGGTGTCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna1407-GluCTC (35161962-35162034)  Glu (CTC) 73 bp  Sc: 31.81 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGAGCTCTCAATGCAGGGAGTCTAGGTTCCACC 
CCTAGTCAGAGAG 
>Bos_taurus_chr16.trna1348-GluCTC (37424796-37424875)  Glu (CTC) 80 bp  Sc: 31.86 
TCCCTGATGGTCCATTGGTTAGGACTTGGTGCTCTCACTGCAGGGGTGTAGGGGCCTAGG 
CTCAATCCCTGGTCAGGGTA 
>Bos_taurus_chr28.trna1344-GluCTC (35817763-35817833)  Glu (CTC) 71 bp  Sc: 31.98 
TCCTGGAGGTCCAGGGGTTAGGACTCGGTGTTCTCACTGCCAGGCCTCAGGTTCAATCCC 
TGATCGGGGAC 
>Bos_taurus_chr26.trna883-GluCTC (24623176-24623247)  Glu (CTC) 72 bp  Sc: 32.01 
TCCCTGGAGGAGCAGTGGTTAAGACTCCCCACTCTCCCTGGGAGGGCTCAGGTTCCATCC 
CTGGCCGGGGAA 
>Bos_taurus_chr11.trna941-GluCTC (20280103-20280174)  Glu (CTC) 72 bp  Sc: 32.23 
TCCCTGGTGGTCCAGTGGCTAAGATGCTGTGCTCTCAATGCAGGGTACCTGGGTTTGATC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna4438-GluCTC (11252702-11252630)  Glu (CTC) 73 bp  Sc: 32.48 
TCCCTGGCCGTCCAATTGTTAGGACTCTGCACTCTCACTGCTGAAGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4325-GluCTC (12976498-12976426)  Glu (CTC) 73 bp  Sc: 33.44 
TCCCTGATGGTCCAGTAGTTAAGACTCTGTGTGCTCAATTCAGGGGGCCCGGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna806-GluCTC (16001491-16001563)  Glu (CTC) 73 bp  Sc: 33.62 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGCGCTCTCAGTGCAGGGGGCCCGGGTTGGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chrX.trna4638-GluCTC (124855526-124855598)  Glu (CTC) 73 bp  Sc: 33.97 



TCCCTGGTAGTCCAGTGGCTAAGACTCCGCACTCTCAATGCAGGGGGGCTGGGTTCCTTC 
CCTGCTCAGGGAA 
>Bos_taurus_chr7.trna7864-GluCTC (21034634-21034561)  Glu (CTC) 74 bp  Sc: 33.99 
TCCCTGGTGATCCAGTCGCTAAGACTCTGAGCTCTCAATGCAGGGGGCCCAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1313-GluCTC (31687782-31687854)  Glu (CTC) 73 bp  Sc: 34.10 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTTCTCTCAGTGCAGGGGGTTCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr12.trna790-GluCTC (19325289-19325361)  Glu (CTC) 73 bp  Sc: 34.17 
TCCCTGGTGATCCAGTGGCTGTGATTCTGCACTCTCCATGCAAGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4085-GluCTC (65195013-65194941)  Glu (CTC) 73 bp  Sc: 34.33 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTCTCAATGCACTGGATACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna1677-GluCTC (56804345-56804415)  Glu (CTC) 71 bp  Sc: 34.47 
TCCCTGATGGTCCAATGGGAGGACTTGGCAATCTCACTGCTAGAACCTGGGTTCAATCTC 
TGGTTGGGGAA 
>Bos_taurus_chr8.trna4998-GluCTC (92939634-92939562)  Glu (CTC) 73 bp  Sc: 34.94 
TCCCTGGTGGCCCAGTGATTAGGGCTCTGTGTTCTCTCTGCTGATGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr8.trna8334-GluCTC (3785507-3785435)  Glu (CTC) 73 bp  Sc: 34.97 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCTCAATGCAGGGGGCTCAGCTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr22.trna4218-GluCTC (10025689-10025618)  Glu (CTC) 72 bp  Sc: 35.12 
TCCCTTGTGGTCTACTGGTTAGGATTCAGTGTTCTCTCCACTGCAGCCTGGGTTCGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna5081-GluCTC (64611742-64611670)  Glu (CTC) 73 bp  Sc: 35.28 
TCCCTGGTCGTCCAGTGGTTAAGACTCTATGTTCTCAATGCAGGGGGCTCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr1.trna8134-GluCTC (98362941-98362868)  Glu (CTC) 74 bp  Sc: 35.29 
TCCCTGGTGGTCCAGCAATTAGGACTCTGCACACTCACTGCTGAGGGGTTCAGGTTCAAT 
CCCTGGCCGGGGAA 
>Bos_taurus_chr14.trna5521-GluCTC (38450519-38450447)  Glu (CTC) 73 bp  Sc: 36.03 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGAGCTCTCAATGCAGGGGACCTGGGTTCAATC 
TCTAGTCAGGGAA 
>Bos_taurus_chr17.trna2351-GluCTC (55222113-55222185)  Glu (CTC) 73 bp  Sc: 36.05 
TCCCTGGCAGTCCAGTGGCTAAGACACTGCAATCTCAATGCAAGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5928-GluCTC (30175318-30175246)  Glu (CTC) 73 bp  Sc: 36.29 
TCCCTGGTGGTCCAGTGGCCTAGATTCTGCAGTCTCAATGCAGGGGAGCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8198-GluCTC (16951543-16951471)  Glu (CTC) 73 bp  Sc: 36.83 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGTTCTCTCAATGCAGGAGGGTCAGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4288-GluCTC (8508390-8508318)  Glu (CTC) 73 bp  Sc: 36.83 
TTCCTGGTGGCCCAGGGGCTCAGGCTTCGCATCCTCAATGCAGGGGTCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2749-GluCTC (76740889-76740961)  Glu (CTC) 73 bp  Sc: 37.00 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCTCAATGCAGGGCGCCCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2270-GluCTC (56643073-56643144)  Glu (CTC) 72 bp  Sc: 37.77 
TCCCTGGCAGTCCAATGGTTAGGACTTGGTGCTCTCACTGCAGGGGCCCAGGTTCAACCT 
CTGGTTAGGGAA 
>Bos_taurus_chr20.trna4991-GluCTC (20597786-20597714)  Glu (CTC) 73 bp  Sc: 37.84 
TCCCTGGTGGTGCAGTGGCTAGGACTCTACACTCTCAGTGCGGGGGCCCCAGGTTCTGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2912-GluCTC (83001888-83001960)  Glu (CTC) 73 bp  Sc: 37.86 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGTACAGAGGGACTGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna1189-GluCTC (30118167-30118238)  Glu (CTC) 72 bp  Sc: 37.98 
TCCCTGGTGGTCCAGTGACTGGGACTCTGCACTCTCAATGCAGGAGCCCGGGTTGGATCC 
CTGTTCAGGGAA 
>Bos_taurus_chr4.trna4786-GluCTC (112612326-112612254)  Glu (CTC) 73 bp  Sc: 38.59 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGTTCTCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna670-GluCTC (20165348-20165420)  Glu (CTC) 73 bp  Sc: 38.85 
TCCCTGATGGTCCAGTGGTTAAGACTTGGTGCTCTCATTGCCATGGGCCTGGGTTAAATA 



CCTGGTCACGGAA 
>Bos_taurus_chr5.trna1907-GluCTC (50805345-50805417)  Glu (CTC) 73 bp  Sc: 38.92 
TCCCTGGTGGTCCAGTGATTAGGACTTGGTGCTCTCACTGCCAGGGACCTGGGTTCAATC 
CTGGGTCAGGGAA 
>Bos_taurus_chr3.trna3805-GluCTC (100579982-100580054)  Glu (CTC) 73 bp  Sc: 39.08 
TTCCTGGCGGTCCAGTGTTTAGGACTCTGCACTCTCACTGCAGAGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4454-GluCTC (10948372-10948300)  Glu (CTC) 73 bp  Sc: 39.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCTCAACGTCGGGGGCTCAGGTTCCCTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr22.trna494-GluCTC (10787883-10787955)  Glu (CTC) 73 bp  Sc: 39.69 
TCCCTAGTGGTCCAGTGACTAAGACTCTGCACTCTCAATGTAGGGGACTTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna5984-GluCTC (31629148-31629076)  Glu (CTC) 73 bp  Sc: 39.77 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCTCAATACAGGCAGGCCAGGTTCTATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr23.trna1549-GluCTC (32729952-32730024)  Glu (CTC) 73 bp  Sc: 40.72 
TCTCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCTCAGCGCCGAGGGCCCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr8.trna1431-GluCTC (41985119-41985191)  Glu (CTC) 73 bp  Sc: 40.73 
TCTCTGGTAGTCCAGTGGTTAAGACTCTGTTCTCTCAGTGTAGGGGGCCCAGGTTCAATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3318-GluCTC (76906179-76906250)  Glu (CTC) 72 bp  Sc: 41.28 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACTGCCACAGCCAGGGTTGAATTC 
CCAGTTAGGGAA 
>Bos_taurus_chr1.trna6979-GluCTC (131420664-131420592)  Glu (CTC) 73 bp  Sc: 41.72 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCTCAGTGCAGGGGGTCCAGGTTCATTT 
CCTGGTCAGGAAA 
>Bos_taurus_chr9.trna5052-GluCTC (82828015-82827943)  Glu (CTC) 73 bp  Sc: 41.94 
TATCTGGTGGTCTAGAGGCTAAGACTCTGAGCTCTCAACGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr20.trna1581-GluCTC (39701816-39701887)  Glu (CTC) 72 bp  Sc: 42.16 
CCCTTGCTGGTCTGGTGGCTAGGATTCCTGGTTCTCATCCAGGCTTTCCAGGTTCAGCTC 
CTGGGCAGGGGA 
>Bos_taurus_chr28.trna1317-GluCTC (35161072-35161144)  Glu (CTC) 73 bp  Sc: 42.31 
TCCTTGGCAGTCCAGTGGTTAGGACTTCATGCTCTCCCTGTCAAAGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr2.trna3177-GluCTC (94870340-94870412)  Glu (CTC) 73 bp  Sc: 42.38 
TCCCTGGTGGTCCAGTGGGTAAGACTCTATGCTCTCAATGCAGGGGACCCAGGATCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1319-GluCTC (27638203-27638275)  Glu (CTC) 73 bp  Sc: 42.47 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCTCAGTGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2291-GluCTC (57917144-57917216)  Glu (CTC) 73 bp  Sc: 42.55 
TTCCTGATGGTCCAGTGGCTAAGACTCCGTGCTCTCAATGCAGGGGGCCCAGGTTTAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6179-GluCTC (17460000-17459928)  Glu (CTC) 73 bp  Sc: 42.90 
TCCCTGATGGTCCAGTGGCTGAGACTCTGAGCTCTCAATGCAGGGAGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2301-GluCTC (70175000-70175072)  Glu (CTC) 73 bp  Sc: 43.14 
TCCCTGGTTGTACAGCAGCTAAGACACTGTGCTCTCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5766-GluCTC (99661536-99661464)  Glu (CTC) 73 bp  Sc: 43.24 
TCCCTGGTGGTCCAATGGCTAAGACCCTGCACTCTCAAGGCAGGGCCCCCAGGTTCCATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrX.trna11481-GluCTC (13257597-13257525)  Glu (CTC) 73 bp  Sc: 43.27 
TCCCTGGTGGTCCAGTGGCTAAGACACTGTGCTCTCAATGCAGGGGGCCTGGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6618-GluCTC (63847503-63847431)  Glu (CTC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCTCCATGCAGGGGGCTTAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna5257-GluCTC (111388504-111388432)  Glu (CTC) 73 bp  Sc: 43.67 
TCCCTGATGGTCCTGTGGGTAGGATGTGGTGCTCTCGCTGCCTGGAGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2071-GluCTC (56915904-56915976)  Glu (CTC) 73 bp  Sc: 43.75 
TCCCCGGTGGTTCAGTAGTTAGGACTCCGCACTCTCGCTGCTGAGGGCTCTGGTTCCATC 
CCTGGTTGGGGAA 



>Bos_taurus_chr10.trna3458-GluCTC (86205284-86205356)  Glu (CTC) 73 bp  Sc: 44.14 
TCCCTGGTGATCCAGTGGTTAGGATTTGGTCCTCTCACTGCCAGCGGCCTAGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr25.trna4499-GluCTC (10550105-10550033)  Glu (CTC) 73 bp  Sc: 44.18 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna1619-GluCTC (44715864-44715935)  Glu (CTC) 72 bp  Sc: 44.21 
TCCTTGGTGGTCCAGTGGTTAGGACTTGGTGCTCTCACTGCCAAGGGCCGGGTTTGATTT 
CTGGTTGGGGAA 
>Bos_taurus_chr12.trna1164-GluCTC (25468829-25468901)  Glu (CTC) 73 bp  Sc: 44.43 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTACTCTCAATTCAGGGGTCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6639-GluCTC (63604303-63604231)  Glu (CTC) 73 bp  Sc: 44.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna3026-GluCTC (65885051-65885123)  Glu (CTC) 73 bp  Sc: 44.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGGCCTGGGTCCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr24.trna3342-GluCTC (51018461-51018390)  Glu (CTC) 72 bp  Sc: 44.80 
TCCCTGATGGTCCACTGGTTGGGACTAGGTGCTCTCACTGCCATAGCCCAGGTTCAATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna3354-GluCTC (77797142-77797213)  Glu (CTC) 72 bp  Sc: 45.07 
TCCCTGGTAGTCCAGTGGCTAAGATCCTGAGCTCTCAGTGCAGGGGCCCAGGTTCAATTC 
TTGGTCAGGGAA 
>Bos_taurus_chr5.trna6006-GluCTC (104974369-104974297)  Glu (CTC) 73 bp  Sc: 45.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAGTTCAGGGGCCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4365-GluCTC (60003980-60003908)  Glu (CTC) 73 bp  Sc: 45.10 
TCCCTGGTCGTCCAGTGGCTGAGACTCTGCCCTCTCAATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr10.trna3456-GluCTC (86165510-86165582)  Glu (CTC) 73 bp  Sc: 45.23 
TCCCTGGTGGTCCAGTGACTAAGACTCCGTGCTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6831-GluCTC (33632419-33632347)  Glu (CTC) 73 bp  Sc: 45.29 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGTGTTCTCACTGCCAGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna3896-GluCTC (8886643-8886572)  Glu (CTC) 72 bp  Sc: 45.57 
TCCCTGGCGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGTCTGGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna7467-GluCTC (118763956-118763884)  Glu (CTC) 73 bp  Sc: 45.95 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCTCAATGCAGGGAGCCCAGGTTTAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr7.trna6394-GluCTC (61050775-61050704)  Glu (CTC) 72 bp  Sc: 46.03 
TCCCTGGTGGTCCAACAGTTAGGACTTGGTGCTCTCACTGCCATGGCCCAGGTTCAATCC 
CTGCTTGGGGAA 
>Bos_taurus_chr1.trna8583-GluCTC (85200821-85200750)  Glu (CTC) 72 bp  Sc: 46.05 
TCCCTGGTTGTCCAGTGGCTAAAACTCTATGCTCTCAATGCAGGGGCTCAGGTTCAATCC 
CTGACCAGGGAA 
>Bos_taurus_chr2.trna4275-GluCTC (120001715-120001786)  Glu (CTC) 72 bp  Sc: 46.16 
TCCCTGATGGCCTAATGGTTAAGATGTGGTCCTCTCATCACTATGGCCTGGGTTCAATCC 
CTAGTCAGGGAG 
>Bos_taurus_chr21.trna4774-GluCTC (27395382-27395310)  Glu (CTC) 73 bp  Sc: 46.35 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCATTCTCAGTGCAGGGGGACTGGGTTTGATA 
CCCCGTCAGGGAA 
>Bos_taurus_chr5.trna6102-GluCTC (103827468-103827397)  Glu (CTC) 72 bp  Sc: 46.37 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGTGCTCTCAATGTTGAGACCCAAGTTCAAACC 
TTGGCTGGGGAA 
>Bos_taurus_chr2.trna8243-GluCTC (71959129-71959057)  Glu (CTC) 73 bp  Sc: 46.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna5004-GluCTC (99770045-99769973)  Glu (CTC) 73 bp  Sc: 46.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGTTCTCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3826-GluCTC (101355902-101355974)  Glu (CTC) 73 bp  Sc: 46.89 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTATTCTCAATGCAAGGATCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8880-GluCTC (16233417-16233346)  Glu (CTC) 72 bp  Sc: 47.07 



TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAATGCAGGGGGCCTGGGTTCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna8139-GluCTC (98342826-98342755)  Glu (CTC) 72 bp  Sc: 47.10 
TCCCTGGTAGTTTAGTGGCTAAGATCCTGTGCTCTCAATGCAGGGGCCCAGGTTCAATCC 
CTGATTGGGGAA 
>Bos_taurus_chr29.trna1857-GluCTC (46244608-46244680)  Glu (CTC) 73 bp  Sc: 47.12 
TCCCTGGTGGTCCAGTGGCTAAGACCCTACATTCTCCATGCAGAGGGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1350-GluCTC (26868152-26868224)  Glu (CTC) 73 bp  Sc: 47.26 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTCTCACTGCCGAGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr20.trna1532-GluCTC (38789304-38789376)  Glu (CTC) 73 bp  Sc: 47.37 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCTCAATGCAGGGGACCCAGGTTAGATC 
CCAGGTTAGGGAA 
>Bos_taurus_chr3.trna6521-GluCTC (80031035-80030964)  Glu (CTC) 72 bp  Sc: 47.70 
TCTTTGCTGGTCTGGTGGTTAGGATTTCTGGTTCTCATCCAGACTACCTAGGTTTAATTC 
CTAGGCAGGGAA 
>Bos_taurus_chr14.trna6927-GluCTC (9815915-9815844)  Glu (CTC) 72 bp  Sc: 47.70 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGTGCAGGGGCCTGGGTTTGATAC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna5422-GluCTC (139893259-139893331)  Glu (CTC) 73 bp  Sc: 48.47 
TCCTTGATGGCCCAGTCGCTAAGACTCTGTGTTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5459-GluCTC (114280741-114280669)  Glu (CTC) 73 bp  Sc: 48.69 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTCAGTGCAGAGGGCCCAGGTTTGAGC 
CCTGCTCAGGGAA 
>Bos_taurus_chr7.trna3253-GluCTC (74701428-74701500)  Glu (CTC) 73 bp  Sc: 48.73 
TCCCTGGTGGTCCAGTTGGAAAGACTCTGTGCTCTCAATGCAGGGGGCCCAGGTTCTATC 
CCTGATCAGGGAA 
>Bos_taurus_chr25.trna813-GluCTC (12729766-12729838)  Glu (CTC) 73 bp  Sc: 48.82 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAGGGCAGGGAACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4291-GluCTC (119641692-119641764)  Glu (CTC) 73 bp  Sc: 49.10 
TCCCTGGTAGTCCAGTGGACAAGACTTTGCACTCTCGATGCAGAAGGCCCGGGTTCGATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr16.trna6753-GluCTC (2410092-2410020)  Glu (CTC) 73 bp  Sc: 49.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCTCAGTGCAGGGGGCCCAGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5817-GluCTC (73347975-73347903)  Glu (CTC) 73 bp  Sc: 49.11 
TCTCTGGTGGTCCAGTGGCTAAGATTCTACACTCTCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr21.trna2667-GluCTC (62128040-62128112)  Glu (CTC) 73 bp  Sc: 49.23 
TCCCTGATGGTCCAGTGCCTAAGACTCTGCACTCTCAATGCAGGTGGCATGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna324-GluCTC (7147106-7147178)  Glu (CTC) 73 bp  Sc: 49.40 
TCTCTGGTGGTCCAGTGGCTAAGACGCTGCACTCTCAATGCAGGGGACCCAGGTTCAGTG 
CCTGGTTAGGGAA 
>Bos_taurus_chr20.trna907-GluCTC (23869179-23869251)  Glu (CTC) 73 bp  Sc: 49.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna1168-GluCTC (24226543-24226613)  Glu (CTC) 71 bp  Sc: 49.64 
TCCCTGGTGGTCTAGTGTTTAGGATTCGGCGCTCTCACCGCCGTGGCCTGGGTTCGTTTC 
CGGTCAGGGAA 
>Bos_taurus_chr5.trna3440-GluCTC (87974210-87974282)  Glu (CTC) 73 bp  Sc: 49.74 
TCCCTGGTAGTCCAGTGACTAGGACTAGGCACTCTCACTGCTAAGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4791-GluCTC (112542330-112542402)  Glu (CTC) 73 bp  Sc: 49.89 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCTCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr22.trna1347-GluCTC (35769052-35769124)  Glu (CTC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCAGTCTCATTGCTGAGGGCCGGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1282-GluCTC (30243188-30243259)  Glu (CTC) 72 bp  Sc: 50.46 
TCCTTGGTGGTCCAGTGGTAGGACTCTATGCTCTCAATGCAGGGGGCACAGGTTTGATAC 
CTGTTCAAGGAA 
>Bos_taurus_chr21.trna4144-GluCTC (43095170-43095098)  Glu (CTC) 73 bp  Sc: 50.87 
TTTCCGGTGGTCTAGTGGCTAAGACTCTGCACTCTCAATGCAGGGGGCCTGGGTTCGATA 



CCTAGTCAGGAAA 
>Bos_taurus_chr4.trna4611-GluCTC (115860721-115860649)  Glu (CTC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCCCTCTCAATGCAGGGGAACCAGGTTCAATT 
TCTGCTCAGGGAA 
>Bos_taurus_chr13.trna1215-GluCTC (29192587-29192659)  Glu (CTC) 73 bp  Sc: 51.05 
TCCCTGGTGGTCCAGTGGATAAGACTCTGTGCTCTCAATACAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr13.trna1804-GluCTC (40698757-40698829)  Glu (CTC) 73 bp  Sc: 51.40 
CCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCTCAATGCCGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna221-GluCTC (6388743-6388815)  Glu (CTC) 73 bp  Sc: 51.41 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCCCACTCAATGCAGCGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6843-GluCTC (33457630-33457559)  Glu (CTC) 72 bp  Sc: 51.54 
TCCCTGGTGGTCTAGTGGGTAAGACTCCTCAGTCTCAATGAAGGGGCCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna1043-GluCTC (22709395-22709467)  Glu (CTC) 73 bp  Sc: 51.64 
TCCTTGGCTGTCCAGTGGTTAAGACTCTGCATTCTCAATGCCGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna6117-GluCTC (22837836-22837765)  Glu (CTC) 72 bp  Sc: 51.68 
TCCTTGGTGGTCTAGTGGTTAGGATTCAGTGCTCTCACTGCAGCAGTCTGGGTTCAATTC 
CCAGCCAGGAAA 
>Bos_taurus_chr21.trna5156-GluCTC (21932689-21932617)  Glu (CTC) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCTCAATGCAGAGGGCCTGGGTTTGATC 
CTGAGTCAGGGAA 
>Bos_taurus_chr11.trna892-GluCTC (19354834-19354906)  Glu (CTC) 73 bp  Sc: 51.91 
TCCCTAATAGTCTAGTGGTTAGGACTTGGTGCTCTCACTGCCAGGGCCACGGGTTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr3.trna5717-GluCTC (100855777-100855705)  Glu (CTC) 73 bp  Sc: 52.52 
TTCCTGGTGGTTCAGTGGTTGGGACTTTGCACTCTCACTGCTGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2412-GluCTC (58960657-58960729)  Glu (CTC) 73 bp  Sc: 53.12 
TCCTTGCTGGTCCAGTGGCTAAGACTCTGAGCTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5424-GluCTC (74267509-74267437)  Glu (CTC) 73 bp  Sc: 53.22 
TCTCTGGTGGTCCAGTAGTTAGGACTCAGCACTCTCACTGCTGAGGACCCGGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna902-GluCTC (16912044-16912115)  Glu (CTC) 72 bp  Sc: 53.23 
TCCCTGGTGGTCCAGTGCTTACAACTTTGCACTCTCAATGCAAGGGCCTAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna4571-GluCTC (103022295-103022367)  Glu (CTC) 73 bp  Sc: 53.57 
TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGTTCTCACTGCTGGGGCCCCAGGTTCAATC 
CCTGGTCGGGAAA 
>Bos_taurus_chr19.trna2839-GluCTC (54950360-54950432)  Glu (CTC) 73 bp  Sc: 53.58 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCATTCTCCCTGCCAGGGACCCAGATTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3204-GluCTC (71715189-71715261)  Glu (CTC) 73 bp  Sc: 53.58 
CCCTTGATGGTCCAGTGGCTAAGACTCTGTTCTCTCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5124-GluCTC (44347433-44347361)  Glu (CTC) 73 bp  Sc: 53.75 
TCCCTGATAGTCCAATGGTTAGGACTCTGTGCTCTCACTGCTGAGGGCCTGGGTTCGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5017-GluCTC (45747102-45747030)  Glu (CTC) 73 bp  Sc: 53.86 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCTCAATGCAGGCGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr7.trna8793-GluCTC (6320947-6320875)  Glu (CTC) 73 bp  Sc: 53.96 
TCCCTGACAGTCCAGTGGTTAGGACTCTGCACTCTCACTGCCGAGGGCCCAGGTTCTATT 
CTTGGTTGGGGAA 
>Bos_taurus_chr25.trna2663-GluCTC (39890618-39890546)  Glu (CTC) 73 bp  Sc: 54.23 
TCCCTGGTGGTCCAACGGTTAGGACTCTGTGCTCTCATTGCCGAAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5026-GluCTC (35271876-35271804)  Glu (CTC) 73 bp  Sc: 54.49 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCCATGCAGAGGGCCCTGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna259-GluCTC (4007012-4007084)  Glu (CTC) 73 bp  Sc: 54.51 
TCCTTGGTGGTCCAGTGGCCAAGACTCTGCATTCTCAATGCAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 



>Bos_taurus_chr19.trna3867-GluCTC (56149508-56149437)  Glu (CTC) 72 bp  Sc: 54.67 
TCCCTCATGGTCCAGTAGTTAGGACTCAGCGCTCTCACTTCTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna1139-GluCTC (19870728-19870800)  Glu (CTC) 73 bp  Sc: 54.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCTCAATGTAGGGGACCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr17.trna4491-GluCTC (57559189-57559117)  Glu (CTC) 73 bp  Sc: 54.84 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCTCAATGCGGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2022-GluCTC (32637139-32637211)  Glu (CTC) 73 bp  Sc: 54.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCTCAATGCAGGGAACCTGGGTTCGATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr25.trna1745-GluCTC (27954107-27954179)  Glu (CTC) 73 bp  Sc: 55.37 
TCCCTGGTAGTCCAGTGGCTAAGACTCCTCACTCTCAATGCAGGGGACCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna3098-GluCTC (28871556-28871484)  Glu (CTC) 73 bp  Sc: 55.66 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCTCAATGCAGAGGCCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4100-GluCTC (66276527-66276455)  Glu (CTC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCACTCTCACTGCAGAGGGCCCAGGTTCAACC 
CCTGCTTGGGGTT 
>Bos_taurus_chr17.trna6094-GluCTC (18743482-18743410)  Glu (CTC) 73 bp  Sc: 55.84 
TCCCTCATGGTCCAGTGGTTAGGACTTCATGTTCTCATCATGGAAGGCCCAGGATCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna3288-GluCTC (70193106-70193177)  Glu (CTC) 72 bp  Sc: 55.88 
TTCCTAGCAGTCCAGTGGTTAGGACTCAGTGCTCTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTGGGAAA 
>Bos_taurus_chr10.trna6593-GluCTC (46247620-46247548)  Glu (CTC) 73 bp  Sc: 55.98 
CCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTCTCACTGCTAGGGCCCCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr11.trna1638-GluCTC (37804309-37804381)  Glu (CTC) 73 bp  Sc: 56.29 
TCCCTGGTGGTCCAGTGGTTAGGTCTTAGTGCTCTCACTGCTGTGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2608-GluCTC (49542170-49542241)  Glu (CTC) 72 bp  Sc: 56.39 
TCCCCGGTGGTCCAGTGATTAGGATGCGGTACTCTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTGGGGTA 
>Bos_taurus_chr13.trna1207-GluCTC (28950315-28950387)  Glu (CTC) 73 bp  Sc: 56.54 
TTCCTGGTGGTCCAGTAGTTAAGACTCTGCACTCTCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna418-GluCTC (10335790-10335862)  Glu (CTC) 73 bp  Sc: 56.55 
TCCCTGGTGGTTCAGTGGTTAGAACTCTGCACTCTCACTGCCAGCAGCTCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna3326-GluCTC (32514495-32514424)  Glu (CTC) 72 bp  Sc: 56.90 
TCCCTGGTGGTCTAGTGGTTACGATTTGGTGCTCTCACTGCCATGGCCTAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr10.trna6524-GluCTC (47410844-47410773)  Glu (CTC) 72 bp  Sc: 57.05 
TCCCTGGTGGTCTAGTGCTTAGGACGTGGCACTCTCACTACTGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna337-GluCTC (10884064-10884135)  Glu (CTC) 72 bp  Sc: 57.07 
TCCCTGGTGGTCCAGTGGTTAGAACTTGGTGCTCTCACTGCCAGGGCCCAGGTTCAATCC 
CTGGTCAGGGCA 
>Bos_taurus_chr15.trna5847-GluCTC (22152687-22152617)  Glu (CTC) 71 bp  Sc: 57.31 
TCCTTGGTGGTCTAGTGGTAGGATTCAGTGCTCTCACCACTGCAGCCCAGGCTCGATTCC 
TGGTCAGGGAA 
>Bos_taurus_chr24.trna3023-GluCTC (57649610-57649538)  Glu (CTC) 73 bp  Sc: 57.77 
TCCCTGGTGGTCCAGTGGCTAGGATTCTGCACTCTCAATGTAGGGGGCCCAAGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna900-GluCTC (22685037-22685108)  Glu (CTC) 72 bp  Sc: 57.78 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTCTCACTGCTGAAGTCTGGGTTCGATCC 
CCAGTCGGGGAA 
>Bos_taurus_chr25.trna3907-GluCTC (21703995-21703923)  Glu (CTC) 73 bp  Sc: 60.28 
TCCCTGGCAGTCCAGTGGTTAGGATTCTGTACTCTCACTGCAGAGGGTCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5798-GluCTC (107983491-107983419)  Glu (CTC) 73 bp  Sc: 60.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCCCTCTCACTGCCGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr2.trna742-GluCTC (23411969-23412041)  Glu (CTC) 73 bp  Sc: 61.01 



TCCCTGGTGGTCCAGTGGTTAGGACTCTGCAGTCTCAATGCAGGGGGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr29.trna1786-GluCTC (45150037-45150109)  Glu (CTC) 73 bp  Sc: 61.04 
TCCCTGATGGTTTGGTGGCTAAAACTCTGTGCTCTCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr27.trna2969-GluCTC (23862125-23862053)  Glu (CTC) 73 bp  Sc: 61.30 
TTCCTGGTGGTTCAGTGGTTAGGACTCTGCACTCTCATTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna5098-GluCTC (105548050-105547978)  Glu (CTC) 73 bp  Sc: 61.39 
TCCCTGGTGGTCCAGTGGTTAAAACTCTGCACTCTCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4223-GluCTC (48762761-48762690)  Glu (CTC) 72 bp  Sc: 62.06 
TCCCTGGTGGTCCAGTGGTGAGGACTCAGCACTCTCATAGCCGAGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr20.trna4485-GluCTC (33957108-33957036)  Glu (CTC) 73 bp  Sc: 63.58 
TCCCTGATGGTCCAGTGGTTAGGACTCAGCACTCTCACTGCTGAGGGCCTGGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr2.trna12-GluCTC (824304-824376)  Glu (CTC) 73 bp  Sc: 64.37 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4303-GluCTC (8337217-8337145)  Glu (CTC) 73 bp  Sc: 64.49 
TCCCTGATGGTCCAGTGGTTAAGACTCCACACTCTCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2436-GluCTC (53291017-53291089)  Glu (CTC) 73 bp  Sc: 64.51 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCATTC 
CCTGGCTGGGGAA 
>Bos_taurus_chr16.trna160-GluCTC (4769147-4769219)  Glu (CTC) 73 bp  Sc: 72.43 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr3.trna9197-GluCTC (8094520-8094449)  Glu (CTC) 72 bp  Sc: 75.29 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTTAGGGAA 
>Bos_taurus_chr23.trna3557-GluCTC (29874217-29874146)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8606-GluCTC (21457814-21457743)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna9193-GluCTC (8110713-8110642)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr7.trna2093-GluCTC (44000403-44000474)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr18.trna2868-GluCTC (60778917-60779040)  Glu (CTC) 124 bp  Sc: 22.46 
TCCTTGGTGGTCCAGTGATTAAGACACCTGGCTCTCAATGCTAGCTTCGGCGAGGGCGGG 
GGTGGGGGGTGGGAGGGGATCAGGACTTGGGGGAAGTGCCTAGGTTCGATCCCTGATCAG 
GGAA 
>Bos_taurus_chr18.trna4320-GluTTC (47671218-47671147)  Glu (TTC) 72 bp  Sc: 25.42 
TCTCTGGCTGTCCAGGGATTAGGACTCCATGCTTTCACTGTGGAGGGTCGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna2326-GluTTC (58948630-58948701)  Glu (TTC) 72 bp  Sc: 25.91 
TCCCTCGTGGTCCAGTAGTTAGGACTAGGTGCTTTCTCTACCAGAGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna7079-GluTTC (133894847-133894775)  Glu (TTC) 73 bp  Sc: 26.15 
TTCCTGGTTGTCCAGTGGTTCGGACTTGGTGCTTTCACTGCCATGGCCCTGGGCTTGATT 
CCTGATCAGGAAG 
>Bos_taurus_chrUn_GJ058672.trna1-GluTTC (1429-1357)  Glu (TTC) 73 bp  Sc: 27.01 
TCCTTGGCAGTCTAGTGGGTAGGACTCGGTGCTTTCATTGCCCCAGGCCCAGGCTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna5102-GluTTC (49032975-49032904)  Glu (TTC) 72 bp  Sc: 27.93 
TCCCCAGTGGTCCAGTCATTAAGACTCTGTGCTTTCACTGCAGGGAATGCGGGTTCGATC 
CCTACTGGGGAA 
>Bos_taurus_chr18.trna4473-GluTTC (44986810-44986739)  Glu (TTC) 72 bp  Sc: 27.98 
TCTCTGGCTGTCCAGTGGTTAGGACTTGGTGTTTTCATTGCCAGGGCCTGGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr28.trna3003-GluTTC (9155199-9155127)  Glu (TTC) 73 bp  Sc: 28.02 



TCCCTGGTCGTTCAGTGGTTAAGATTCTGCACTTTCACTACAGGGGGAACAGGTTCCTTC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2145-GluTTC (57006333-57006404)  Glu (TTC) 72 bp  Sc: 28.37 
TCCCTGGTTATCCAGTGGTTAGGATTCAGTGCTTTCACTGCTGTAACTTGGGTTCAGTCC 
CTGGTTAGGGAA 
>Bos_taurus_chr5.trna7523-GluTTC (73064896-73064826)  Glu (TTC) 71 bp  Sc: 28.40 
CCCTAGCTGTCCAATGGTTAAGATTCAGTGCTTTCACAGCTGTGGCCCTGGGTTCAATCT 
CTGGTTGGGGA 
>Bos_taurus_chr17.trna1837-GluTTC (48281246-48281316)  Glu (TTC) 71 bp  Sc: 28.82 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGAGCTTTCACTGCCAGGGCTGGGTTCAGTCCC 
TGGTCAGGGAA 
>Bos_taurus_chr5.trna2283-GluTTC (60757339-60757411)  Glu (TTC) 73 bp  Sc: 28.95 
TCCCTGGCGGTCCAGTGGTTAGGACCTTGCGATTTCACTGCGGACAGCCCAGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna11388-GluTTC (2620267-2620197)  Glu (TTC) 71 bp  Sc: 29.07 
TCCCTGGTGGTTCAGTGGTAAGGACTTGGTGCTTTCACTACTGGGTCCAGCTTCTATCCC 
TGGCTGGGGAT 
>Bos_taurus_chr22.trna685-GluTTC (15097748-15097820)  Glu (TTC) 73 bp  Sc: 29.15 
TCCCTGGCAGTTCAGTGGTTAGGACTTTGTGATTTCACTGCAGGGGATGCAGGTTTGATT 
CCTGTTTGGGGAA 
>Bos_taurus_chr11.trna7332-GluTTC (46947006-46946934)  Glu (TTC) 73 bp  Sc: 29.50 
TCCTTGGCAGTCCAGTGGTTACGATTTGGTGCTTTCATTGCCAGGGGCCTGGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4751-GluTTC (54362321-54362249)  Glu (TTC) 73 bp  Sc: 29.61 
TTCCTGGTTGTCCAGCGGTTAGGACTAGGTATTTTCATTGTTCTGGGCCCAGATTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna5455-GluTTC (106956436-106956364)  Glu (TTC) 73 bp  Sc: 29.66 
TCTCTGGCAGTCCAGTGGTGAGGACTCTGTGCTTTCACTACAGGGGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna437-GluTTC (10098523-10098594)  Glu (TTC) 72 bp  Sc: 29.85 
TCCCTGGCCGTCCAGTGGTTAGGACTCTGTAGTTTCATTGCTGAAGGCCAGGGTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna5927-GluTTC (30222571-30222500)  Glu (TTC) 72 bp  Sc: 30.12 
TCCCTGGTGGTCCAGTGATTAGGACTTCGTGCTTTCACTACAGGGGTTCAGGTTTGATCC 
CTGGTCAGTGAA 
>Bos_taurus_chr2.trna4313-GluTTC (120461963-120462035)  Glu (TTC) 73 bp  Sc: 30.56 
TCCCTGGTGGTTCAGTGATTGGGACTTGGTGGTTTCGCTTCCATAGCTCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7204-GluTTC (48690915-48690843)  Glu (TTC) 73 bp  Sc: 30.60 
TCCCTGGCGGTCCAGTGCTTAGGACTAGGCACTTTCATTGCCGAGGACCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr24.trna3398-GluTTC (49719068-49718997)  Glu (TTC) 72 bp  Sc: 30.75 
TCCTGGAAGTCCAGTGGTTAAGACTCAGCGCTTTCACTACTGAGGGCCTGGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1990-GluTTC (48946734-48946804)  Glu (TTC) 71 bp  Sc: 30.80 
CCCTGGCCGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCTTGGGTTCAGTCC 
CTGATTAGGGG 
>Bos_taurus_chr12.trna760-GluTTC (18765751-18765823)  Glu (TTC) 73 bp  Sc: 31.33 
TCCCTGGTGGTCCAGTAGTTAGGACTCAGTGTTTTCACTGCTGACAGTGTGGGTTCAAAC 
CCTCTTTAGGGAA 
>Bos_taurus_chr9.trna5540-GluTTC (71304755-71304684)  Glu (TTC) 72 bp  Sc: 32.10 
TCCCTGGTGGTTCAGTCATTAGGACTCTGTGCTTTCACTGCAGGGGCACAGGTTCCATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr2.trna10563-GluTTC (2290937-2290867)  Glu (TTC) 71 bp  Sc: 32.43 
TTCTTGATGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGAGCCAGAATCAATCCC 
TGGTTGGGGGA 
>Bos_taurus_chr18.trna4300-GluTTC (47981159-47981088)  Glu (TTC) 72 bp  Sc: 32.44 
TCCTTGGCAGTCCAGTGCTTAAGACTTGGAGTTTTCACTGCTGAAGTCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr20.trna2230-GluTTC (57421104-57421174)  Glu (TTC) 71 bp  Sc: 32.50 
TCCTCGTGGTCCAGTGATTAGGACTTGGCACTTTCATTACTGTGGCCCAGGTTCAGCTCT 
TGGTCGGGGAA 
>Bos_taurus_chr12.trna1861-GluTTC (43883258-43883330)  Glu (TTC) 73 bp  Sc: 32.69 
TCCCTTGTAGTCCAGAGGTGAGGATTCTGCGCTTTCACTGTAGAAGGGCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4311-GluTTC (67608820-67608748)  Glu (TTC) 73 bp  Sc: 33.13 
TCTCTGGCTGTCCAGTGGTTGGGACTTGGCACTTTCACTGCTGTGGGCCTAGGTTCCATC 



CCTAGTCAGGGAA 
>Bos_taurus_chrX.trna11812-GluTTC (4954450-4954380)  Glu (TTC) 71 bp  Sc: 34.05 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGCGCTTTCACTGCTGGGCCTGGGTTGTATCCC 
TAATTGGGGAA 
>Bos_taurus_chr19.trna5914-GluTTC (21495252-21495180)  Glu (TTC) 73 bp  Sc: 34.06 
TCCCTGGTGGTCTAGCGGTAAGGATTCTGCGTTTTCACTGCTGAAGGTCTGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr4.trna7855-GluTTC (33206612-33206540)  Glu (TTC) 73 bp  Sc: 34.14 
TTCTTGGTGGTCCAGTGGTTAAGACTTGGTGATTTCACTGCCATGGACCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr5.trna2964-GluTTC (75854182-75854254)  Glu (TTC) 73 bp  Sc: 34.37 
TCTCTGGTGGTCCAGCGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCTTGGATTCTATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna4024-GluTTC (46541578-46541506)  Glu (TTC) 73 bp  Sc: 34.90 
TCCCTGGTGGTTCAGTGATGAGGACCCGGTGCTTTCACTGCCGTGGGCCCGGGTTTGATC 
CCTGACCAGGGAA 
>Bos_taurus_chr5.trna9989-GluTTC (9251837-9251765)  Glu (TTC) 73 bp  Sc: 34.90 
TTCCTGGTGGTTCACTGGTTAAGAATCTGTGCTTTCACTGCAGGGGACCCAGGTTTGATT 
CCTGGTCGGGAAG 
>Bos_taurus_chr7.trna268-GluTTC (5857133-5857204)  Glu (TTC) 72 bp  Sc: 35.65 
TCCCTGGCAGTCCACTGGTTAGGACTCTGTGATTTCACTGCTGTGGCCCAGGTTCAACCC 
CTGGTTGGGGAA 
>Bos_taurus_chr10.trna2039-GluTTC (50856607-50856678)  Glu (TTC) 72 bp  Sc: 35.66 
TCCCTGATGGTCCAGTGGCTAAGACTCCACGTTTTCAATGTAGGCGGTCCTGGTTCGATC 
CTAGGTCAGGAG 
>Bos_taurus_chr16.trna5178-GluTTC (43392618-43392547)  Glu (TTC) 72 bp  Sc: 36.02 
TCCTGGGTTGTCTAGAGGTTAGGACTCAGTGCTTTCACTGCTGTGCCTTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr16.trna5753-GluTTC (30643181-30643109)  Glu (TTC) 73 bp  Sc: 36.32 
TCCTTGGCAGTCCAGTGACTAGGACTCGGCACTTTCACTGCCAGGGGCCTGGGTTCAATT 
CCTGGTCAAGGAA 
>Bos_taurus_chr24.trna2549-GluTTC (58464410-58464481)  Glu (TTC) 72 bp  Sc: 36.56 
TCCCTGGCGGTCCAGTGGTTGGGACTTGGCGCTTTCCCTGCCAGGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna2584-GluTTC (60027893-60027965)  Glu (TTC) 73 bp  Sc: 36.78 
TTCCTGGTGGTCCAGTAGTTAGGACTCCATGCTTTCACTGTAGTGAGCCTTGGTTCCATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna5805-GluTTC (34498746-34498674)  Glu (TTC) 73 bp  Sc: 36.96 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTGAGGGCCTGGGTTCAGTG 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3405-GluTTC (30043951-30043880)  Glu (TTC) 72 bp  Sc: 37.25 
TCCCTGGCAGTCTAGTGGTTAAGATTTGGTGATTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna957-GluTTC (27132524-27132596)  Glu (TTC) 73 bp  Sc: 37.27 
TCCCTGGTGGTCCAGTGGTTGAGACTCCATGCTTTCACTGTGTAGGGCCCAGGTTTAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna7866-GluTTC (39405884-39405812)  Glu (TTC) 73 bp  Sc: 37.37 
TCCCTGGCTGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGTGGGCCTAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr2.trna3429-GluTTC (101280026-101280098)  Glu (TTC) 73 bp  Sc: 37.50 
TCCCTGGTGGTTCAGTTGTTAGGATTCAGAGCTTTCACTGCTGAGGGCCCAGGTTCAGTT 
CCTGGTTGGGGGA 
>Bos_taurus_chr9.trna7356-GluTTC (20077993-20077921)  Glu (TTC) 73 bp  Sc: 37.52 
TCCCTGGTGGTCCAGTGGTCAAGACTCTGTGCTTTCATTGCAGGGGGTACAGGTTCCATC 
TCTGATCAGGGAA 
>Bos_taurus_chr10.trna6379-GluTTC (50558449-50558377)  Glu (TTC) 73 bp  Sc: 37.76 
TTCCTGGTGGTCCAGTGGTTGGGATTTGGCACTTTCATTTCTGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGTT 
>Bos_taurus_chr19.trna1618-GluTTC (31157165-31157238)  Glu (TTC) 74 bp  Sc: 37.97 
TCCCTGATGGTCCAGTGGTTAAGACTCAGTGCTTTCACtgttgtGGGCCCAGGGTCCAAC 
TCCTGGTTGGGGAA 
>Bos_taurus_chr3.trna1026-GluTTC (24696002-24696074)  Glu (TTC) 73 bp  Sc: 38.03 
TCCCTGAATGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGACACAGGTCCAATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr15.trna3711-GluTTC (74248412-74248340)  Glu (TTC) 73 bp  Sc: 38.03 
TCTCTGGTGGTCTGGTGGTTAGGACCCTGTGCTTTCACTGCTGATGGCCCAGGTTTGATT 
CCTGGTCGGGGAA 



>Bos_taurus_chr25.trna661-GluTTC (10716542-10716614)  Glu (TTC) 73 bp  Sc: 38.13 
TTCCTGGTGGTCCAGTAGCTAGGATTTGGCTCTTTCATTGCCAAGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3043-GluTTC (68415056-68415127)  Glu (TTC) 72 bp  Sc: 38.14 
TCCCTGCTGGTCCAATGGTTAAGACCTGGTACTTTCACTGCTGGAGCCTAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna8049-GluTTC (110495304-110495233)  Glu (TTC) 72 bp  Sc: 38.22 
TCCTTGGTGGTGCAGTGGTTAGGACTTGGTGCTTTCTCTGCAATGGCTCAGGTTCAATCT 
CTGGTCAAGGAA 
>Bos_taurus_chr1.trna7623-GluTTC (114247234-114247162)  Glu (TTC) 73 bp  Sc: 38.24 
TCTCTGGTGGTCCACTGATTAGGACTCAGCCCTTTCATTGCTGAGGGCCTAGGTTCAACC 
CCTGGTCAGTGAA 
>Bos_taurus_chrX.trna8403-GluTTC (104607010-104606939)  Glu (TTC) 72 bp  Sc: 38.39 
TCCCTGATGGTTCAGTGGTTAGGACTCAGTGCTTTCCCTGCTGTGGCCTAGGTGCAATCC 
TTGGTGAGGGAA 
>Bos_taurus_chr9.trna5387-GluTTC (75145380-75145309)  Glu (TTC) 72 bp  Sc: 38.40 
TCTCTGATGGTCCAGTGGTTGGGATTTGGCATTTTCACTGGCAAGGTCTGGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna983-GluTTC (17838704-17838776)  Glu (TTC) 73 bp  Sc: 38.58 
TCTCTGGTGGTCCGGTGGTTAAGACTCCGTGCTTTCAGTGCTGAGGGCTCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr4.trna2567-GluTTC (78376939-78377012)  Glu (TTC) 74 bp  Sc: 38.71 
TCCCTGGTTGTCCAGTGGAAAGGACTTGGTACTTTCATTTCTATGGGCCCCAGGTTCAAT 
CCCTGGTCACGGAA 
>Bos_taurus_chr9.trna1577-GluTTC (46862291-46862362)  Glu (TTC) 72 bp  Sc: 38.78 
TCTCATATGGTCTAGCTGTTAGGATTCCTGGTTTTCACCCAAGCAGCCAGCGTTCAACAC 
CCTGTATGGGAA 
>Bos_taurus_chr27.trna1946-GluTTC (43046773-43046701)  Glu (TTC) 73 bp  Sc: 38.81 
TCCCTGGTTGTCCAGTGGTTAGGACTCGGCTCTTTCACTGCTGGAGGCCCAGGGTCAATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr18.trna3369-GluTTC (61111090-61111018)  Glu (TTC) 73 bp  Sc: 38.81 
TCCCTGGTGGTCCAATGGTTAGGACACTGTGATTTCACTGCTGAAGGTTTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr1.trna9185-GluTTC (67238035-67237956)  Glu (TTC) 80 bp  Sc: 38.94 
TTCCTGGTGGTTCAGTGGTTAGAACTTGGCACTTTCACTTCCAGGGCCCAGAGACCGGGG 
TTCAGTCCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2634-GluTTC (40779774-40779702)  Glu (TTC) 73 bp  Sc: 39.01 
TCCTCAGTGGTCCAGTGGTTAAGACTCCATGCTTTCATTGTCGGGGGTGCAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chr5.trna5399-GluTTC (115168961-115168891)  Glu (TTC) 71 bp  Sc: 39.05 
TCCCTGGTGGTCCAGGGTTAAGATGTGCTGCTTTCAATGCCAGGGCCCACGTTCCATCCC 
TGGCTGGGGAA 
>Bos_taurus_chr25.trna2331-GluTTC (36502579-36502651)  Glu (TTC) 73 bp  Sc: 39.06 
TCCCTAGTGGTCCAGTGGTCAGGACCCGGCATTTTCACTGCCTTGGCCCCACGTTCATTC 
TCTGGTTGGGGAA 
>Bos_taurus_chr18.trna4242-GluTTC (48536096-48536025)  Glu (TTC) 72 bp  Sc: 39.10 
TCCCTGGTGGTCCAGTGGTTAGGACTTCGTGCTTTCACTACCAGGGCCCGGGTGTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna8518-GluTTC (23678341-23678270)  Glu (TTC) 72 bp  Sc: 39.13 
TCCCTGGTGGTCCAGTAGTTAGGACTCAGTGCTTTCACTACTGTGGCCTGGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna5685-GluTTC (86102554-86102482)  Glu (TTC) 73 bp  Sc: 39.15 
TCTCTTGCTGGTCTAGTGGCTGGGATTCCTGGTTTTCATCCAGACCACCCAGGTTCGATT 
CCTGGGCAGGGAA 
>Bos_taurus_chr15.trna835-GluTTC (27831503-27831574)  Glu (TTC) 72 bp  Sc: 39.16 
TCCCTGATGGTCCAGAGGTGGGGACGTGGCGCTTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTTGGGAAC 
>Bos_taurus_chr13.trna1272-GluTTC (30103079-30103152)  Glu (TTC) 74 bp  Sc: 39.21 
TTCTCTAGTGGTCCAGTGGTTAGGACTTGGCATTTTCACTGCTGAAGATCCAGGTTCAGT 
CCCTGGTTGGGAAA 
>Bos_taurus_chr12.trna392-GluTTC (12592280-12592351)  Glu (TTC) 72 bp  Sc: 39.21 
TTCTTGATGGTCCGGTGGCTAAGACTTTGTGCTTTCAATGCAGGGACCCAGGTTCATTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna7334-GluTTC (50220044-50219972)  Glu (TTC) 73 bp  Sc: 39.26 
TCCTTGGCAGTCCAGTGATTAGGACTTGGCTCTTTCACTGTCAAGGACCCAGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2599-GluTTC (59072190-59072262)  Glu (TTC) 73 bp  Sc: 39.31 



TCCCTGGTGGTCCAGTGGTTGGGACTTGGAGCTTTCACTGCTGTAGCCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna310-GluTTC (8140378-8140449)  Glu (TTC) 72 bp  Sc: 39.32 
TCCCTGGTGGTCTAGTGGTTGGGATTCAGCACTTTCACTGCCATGGGCCAGGTTTAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr24.trna4788-GluTTC (21402075-21402003)  Glu (TTC) 73 bp  Sc: 39.51 
TCCCTGGAAGTCCAGTGGCTAGGACTCAGTGCTTTCATTGCTGAGGGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4885-GluTTC (35509707-35509635)  Glu (TTC) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTAAAGACTCTGTGTTTTCACTGCAGGGGGCACAGGTTTGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna8215-GluTTC (57307621-57307549)  Glu (TTC) 73 bp  Sc: 39.61 
TTCTTGGTAGTCCAATGGTTAAGACTGGGTACTTTCACTGCCATGGGCTCAGGTTCAATT 
GCTGGTCAGGGAA 
>Bos_taurus_chr8.trna229-GluTTC (6399285-6399357)  Glu (TTC) 73 bp  Sc: 39.71 
TCCCTGGTGGTTCAGAGGTTAAGACTCTGCTGTTTCAATGCAGGGGGCACAGGTTCTAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1035-GluTTC (23658306-23658378)  Glu (TTC) 73 bp  Sc: 39.72 
TCCCTGGTAGTCCACTGGTTTAGACTCTGTGCTTTCAATGCAGGGGACACAGGTTCAACC 
CCTGGCTGGGGAA 
>Bos_taurus_chr14.trna2864-GluTTC (65692504-65692576)  Glu (TTC) 73 bp  Sc: 39.73 
TCCCTGGTAGTCCAATGACTAGGACTTGATGCTTTCACTGCCATGGCCCCAGGTTCAATC 
CCTGGATGGGGAA 
>Bos_taurus_chr11.trna8541-GluTTC (16113676-16113605)  Glu (TTC) 72 bp  Sc: 39.75 
TCCCTGGTGGTCCTGTGGCTAAGACTTCATGTTTTCAATGTTGGGGCCCAGGTTGGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna5180-GluTTC (43378534-43378463)  Glu (TTC) 72 bp  Sc: 39.77 
TCCCTGGTGGTCCAGTGATTAGGACTTGGTACTTTCACTGCTAGGGCCTGGGTTCAGCCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna5321-GluTTC (146506721-146506793)  Glu (TTC) 73 bp  Sc: 39.87 
TCCCTGGTGGTCCACTGGTTAGGATTTGGTGCTTTCACCGCCAGGTGTCCAGGTTCAGTC 
CCTGGTTTGGGAA 
>Bos_taurus_chr21.trna4664-GluTTC (29255278-29255206)  Glu (TTC) 73 bp  Sc: 39.96 
TCCCTGGTGGTCCAATGGTTAGGACTCTGTACTTTCACTGCAGGGAGCATAGGTTTGTTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna7529-GluTTC (10137746-10137673)  Glu (TTC) 74 bp  Sc: 40.08 
TTCCTGGTAGTCCAGTAGTTAAGACTCCGTACTTTCACTGCAGGGGGACACAGGTTCGAT 
CCCTGGTCGGGAAA 
>Bos_taurus_chr14.trna5174-GluTTC (45798082-45798012)  Glu (TTC) 71 bp  Sc: 40.11 
TCCCTGGTTGTCCAATGGTTAGGACTCAGTGTTTTCACTGCTAGGCCTGGGTTCAGTTCC 
CAGTTGGGGAA 
>Bos_taurus_chr13.trna5617-GluTTC (51630946-51630875)  Glu (TTC) 72 bp  Sc: 40.17 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCATTTTCACTGTAATAGCCTGGGTTCTATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr22.trna1132-GluTTC (28829668-28829741)  Glu (TTC) 74 bp  Sc: 40.23 
TTCCTTGTAGTCCAGTGGTTAGGACTCTGAACTTTCACTGCAGAAGGCCTGGGTTCAGTC 
CCTGGTCGGGGAAG 
>Bos_taurus_chr25.trna1039-GluTTC (16495128-16495200)  Glu (TTC) 73 bp  Sc: 40.43 
TCTCTGGTGGTCCAATCATAAGGACTCTGCATTTTCACTGCTGTGGCCCCGGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr10.trna8148-GluTTC (7055645-7055574)  Glu (TTC) 72 bp  Sc: 40.46 
TCCCTGGAGGTCCAGTGGTTAGGATTCAGTGTTTTCACTGGTGGGGTCCAGGTTCAATCT 
CTGGTCAGGGAG 
>Bos_taurus_chr21.trna645-GluTTC (17734410-17734482)  Glu (TTC) 73 bp  Sc: 40.50 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTTCTCCATAAAGGTCCCAGGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chrX.trna7718-GluTTC (117850142-117850070)  Glu (TTC) 73 bp  Sc: 40.67 
TGCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCATGGCAGGGGATGCAGGTGCGATC 
CCTGTTCAGGAAC 
>Bos_taurus_chr2.trna6147-GluTTC (122669868-122669796)  Glu (TTC) 73 bp  Sc: 40.71 
TCGCTGGTGGCCAAGTGGTTAGGGCTCAGTGCTTTCACTGCTGTGGACCCAGGTTTGATG 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna1938-GluTTC (53925302-53925373)  Glu (TTC) 72 bp  Sc: 40.77 
TCCCTGGTGGTCCAGTGGTAAGGACTCAGCGCTTTCACTGCTGGGGCCTGAGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna1949-GluTTC (59644283-59644355)  Glu (TTC) 73 bp  Sc: 40.93 
TCCCTGGTGGTCCAGTGGTTAGGACATGCTGCTTTCATTACCAAGGGCCTGGGTTCAGTC 



CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna4462-GluTTC (98557361-98557289)  Glu (TTC) 73 bp  Sc: 41.01 
TCCCTGGTGGTCCCGTGGTTAAGACTCCACGTTTTCACTGTAGAGCGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna9356-GluTTC (3215851-3215780)  Glu (TTC) 72 bp  Sc: 41.03 
TCCCTGCTGGTCTAGTAGTTAGGATTTGGTGCTTTCACCATGGAGGCCCAGGTTCAAGCC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna6658-GluTTC (63353695-63353623)  Glu (TTC) 73 bp  Sc: 41.05 
TCCCTGATGGTCTACTGATTAGGATTCAGTGCTTTCACTGCTGTAGGCCCCGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4491-GluTTC (10598409-10598338)  Glu (TTC) 72 bp  Sc: 41.06 
TCCCTGGAGGTCCAGTGGTTGGACTCGGCGCTTTCACTGCCATGGTCCCGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1252-GluTTC (32178981-32179052)  Glu (TTC) 72 bp  Sc: 41.11 
TCCCTGGCTGTCCAGTGATTAGGACTTGGCACTTTCACTGGCATGACCTGGGTTCGATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr7.trna70-GluTTC (2022345-2022416)  Glu (TTC) 72 bp  Sc: 41.15 
TCCCTGGTGGTCCAGTTGTGAGGACTTGGTACTTTCGTTGGTGAGTCTCAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr8.trna5387-GluTTC (82157744-82157672)  Glu (TTC) 73 bp  Sc: 41.17 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACCACTGAGGGCCTGGGATTGATC 
CTTGGGTGGGGAA 
>Bos_taurus_chr19.trna4554-GluTTC (44723878-44723806)  Glu (TTC) 73 bp  Sc: 41.20 
TCCCTGGTGGGCCAATGGTTAGGACTTGGCACTTTCACTGCTGTGGCCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1805-GluTTC (34442556-34442628)  Glu (TTC) 73 bp  Sc: 41.26 
TCCCTGGTGGTTTAGTGGTTAGGACTTGGCACTTTCAGTGCCATGGACTTGGGTTCAATC 
CCTGATTTGGGAA 
>Bos_taurus_chr18.trna2210-GluTTC (50317848-50317920)  Glu (TTC) 73 bp  Sc: 41.29 
TCCCTGGTGGCCCAGTGGTTAGGATTGGCACTTTCACTGTCGAGGTCCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna266-GluTTC (7499452-7499524)  Glu (TTC) 73 bp  Sc: 41.33 
CCCTTAGTGGTCTAGTTGTTAAGACTTGGTACTTTCACTGCCATGGGCCTAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna5310-GluTTC (110193021-110192950)  Glu (TTC) 72 bp  Sc: 41.37 
TCCTTGGAGGTCCAGTGGTTAGGATTCGGTGCTTTCATTACTGTGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna14-GluTTC (533417-533488)  Glu (TTC) 72 bp  Sc: 41.38 
TTCCTGGTGGTCTACTGGTTAGGATTCAGGGCTTTCATTGCTGTGGCCCAGGTTTAATCC 
CTGGATGGGAAA 
>Bos_taurus_chr19.trna4559-GluTTC (44677870-44677799)  Glu (TTC) 72 bp  Sc: 41.44 
TCCCTGGTGGTCTTGTAGTTAGGATTCAGTGCTTTCACTTCTGTTGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna3027-GluTTC (57330880-57330952)  Glu (TTC) 73 bp  Sc: 41.48 
TCCCTGATGGTTCAGTGGTTAGGATTCCATGATTTCACTGTGGAGGGAGCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna4463-GluTTC (45764714-45764643)  Glu (TTC) 72 bp  Sc: 41.51 
TCCCTGGCAGTCCAGTGGTTAGGACCTGGTGCTTTCCCTGCTGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna3929-GluTTC (95225286-95225357)  Glu (TTC) 72 bp  Sc: 41.51 
TCTCTGGTGGTTCAGTCACTAGGACTCAACACTTTCGCTGTAGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr18.trna2415-GluTTC (53058663-53058733)  Glu (TTC) 71 bp  Sc: 41.53 
TCTCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCGGGCCTGGGTTCAGTCCC 
TAGTCGGGGAA 
>Bos_taurus_chr1.trna8536-GluTTC (86718619-86718547)  Glu (TTC) 73 bp  Sc: 41.60 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCTGAGGACCTGAGTTTGATT 
CTTGATCAGGGAG 
>Bos_taurus_chr26.trna879-GluTTC (24556047-24556118)  Glu (TTC) 72 bp  Sc: 41.71 
TCCCTGGCAGTCCAGTGGTTAAGACTTGGCACTTTCACTGTCAGGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna3063-GluTTC (33561703-33561631)  Glu (TTC) 73 bp  Sc: 41.87 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTTCACTGCTGAGGGCCCAGGCTCGATC 
CCTGATCAGGGAG 
>Bos_taurus_chr25.trna2122-GluTTC (33724627-33724699)  Glu (TTC) 73 bp  Sc: 42.02 
TCCTTGGTGGTCCACTGGTTATGACTCTGCACCTTCACTGCCGAGGGCCCAGGGTCAACT 
CCTGGTCAGGGAA 



>Bos_taurus_chr14.trna5185-GluTTC (45667431-45667359)  Glu (TTC) 73 bp  Sc: 42.02 
TCCCTGATGGTCCAGTGGTTCAGACTCGGCATTTTCACTGCTGGGGACTGGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna1349-GluTTC (33504593-33504663)  Glu (TTC) 71 bp  Sc: 42.09 
TTCCTGGTGGTCCAGTGGCTAGGACTCGGCACTTTCACTACTGGGCCTGGGTTCGATCCC 
TGGTCAGCAAA 
>Bos_taurus_chr1.trna11407-GluTTC (2354031-2353960)  Glu (TTC) 72 bp  Sc: 42.21 
TTCCTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCGCTGCCGTGGCCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna2129-GluTTC (56653767-56653838)  Glu (TTC) 72 bp  Sc: 42.50 
TGCCTGGTGGTCCAGTGCTTAGGACTTGGCACTTTCACAGCTGAGGGCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr12.trna295-GluTTC (10996547-10996618)  Glu (TTC) 72 bp  Sc: 42.56 
TCCCTGACAGTCCAATGGTTAGGACTCAGTGCTTTCACTGCCGGGACCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna1067-GluTTC (26057247-26057318)  Glu (TTC) 72 bp  Sc: 42.79 
TCCTTGGCTGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGTGGCCCAGGTTCAGTCC 
CTGGTTGGGGGA 
>Bos_taurus_chr8.trna1239-GluTTC (34464856-34464930)  Glu (TTC) 75 bp  Sc: 42.80 
TTCCTGGCAGTCCAGCGGTGAAGACTCTGCTCTTTCAATGCAGTGGAGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6329-GluTTC (51515287-51515216)  Glu (TTC) 72 bp  Sc: 43.05 
TCCCTGGTGGTTCAGTGGTTGGGACTTGGCACTTTCACTGCCAGGGCCTGGATTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr16.trna142-GluTTC (4373725-4373795)  Glu (TTC) 71 bp  Sc: 43.08 
TCCCTGGTGGTCCAGTGGTGAGGATTCAGCACTTTCACTGTGGGGCCCGAGTTTGATCCT 
TGGTCGGGGAA 
>Bos_taurus_chr23.trna3733-GluTTC (24487900-24487828)  Glu (TTC) 73 bp  Sc: 43.13 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCAGCAGTCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5641-GluTTC (36243023-36242952)  Glu (TTC) 72 bp  Sc: 43.42 
TCCCTGGCAGTCCAGTGGTTAGGATTTGGTGCTTTCACTGCTGGGGTTCAGGTTCGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr27.trna3859-GluTTC (1307162-1307090)  Glu (TTC) 73 bp  Sc: 43.49 
TCCCTGGCAGTCCAGTGGTAAAGACTCTGCACTTTCACTGCTGACGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1208-GluTTC (20428572-20428644)  Glu (TTC) 73 bp  Sc: 43.57 
TCCCTGGCAGTCCAGTGGTTGGGACTCTGCGCTTTCATTGCAGGGGGCCTGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr6.trna2886-GluTTC (90942612-90942684)  Glu (TTC) 73 bp  Sc: 43.58 
TCCCTGGTGATTCAGTGGTTAAGATTCAGTGCTTTCACTACTGTGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3609-GluTTC (78284755-78284828)  Glu (TTC) 74 bp  Sc: 43.63 
TCCCTGGCAGTCCAGTTGTTAGGACTCTGCACTTTCACTACAGACAGTTCCAGGTTCAAT 
CCCTGGTTGGGGAG 
>Bos_taurus_chr13.trna6349-GluTTC (33595680-33595608)  Glu (TTC) 73 bp  Sc: 43.64 
TCCCTGGAGGTCCAGGGGTTAAGACTCTGAACTTTCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna439-GluTTC (14090787-14090860)  Glu (TTC) 74 bp  Sc: 43.72 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGCACTTTCACCGCAGGGGGCCCCAGGTTTGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr19.trna5861-GluTTC (22318568-22318497)  Glu (TTC) 72 bp  Sc: 43.82 
TTCCTGGTGGTCCAGTGGTTAGGACTCGGCGCTTTCAGTACCGTGGTGCAGGTTCGATCT 
GTGCTCAGGAAA 
>Bos_taurus_chr10.trna4689-GluTTC (92858155-92858085)  Glu (TTC) 71 bp  Sc: 43.83 
TCCCTGGAGGTCCAGGGTTGGGACTTGGAACTTTCACTGCCATGGCCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr19.trna6650-GluTTC (9722708-9722637)  Glu (TTC) 72 bp  Sc: 43.88 
TCCCTGGTGGTCCAGTGATTAGGATTTGGTGCTTTCAATGCCACTGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna4997-GluTTC (65794725-65794655)  Glu (TTC) 71 bp  Sc: 43.96 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGCACTTTCACTGCCGGGGCCACGGTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr25.trna1736-GluTTC (27751966-27752037)  Glu (TTC) 72 bp  Sc: 44.01 
TCCCTGGTGGTCTAATGGTTAGGACTTGGTGCTTTCACTGCTGGGATCCAGGTTCCATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna2830-GluTTC (70219466-70219538)  Glu (TTC) 73 bp  Sc: 44.01 



TCCCTGGTAGTTCAGTGGATAGAACTCAGTGCTTTCACTGCTGAGGATGTGGGTTCAATC 
CCTAGTTAGGGAA 
>Bos_taurus_chr26.trna3441-GluTTC (18039576-18039505)  Glu (TTC) 72 bp  Sc: 44.04 
TCCATGGTGGTCCAGTGGTTAGGACTCGGAGCTTTCACTTCAGGGGCCCAGGCTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna10130-GluTTC (15078190-15078119)  Glu (TTC) 72 bp  Sc: 44.26 
TCCCTGGTGGTCTAGTGTCTAGGATTCAGTGCTTTCACTCCTGCGGCTGGGGTTCAATTC 
CCTGTTAGGGAA 
>Bos_taurus_chr8.trna6446-GluTTC (59793780-59793709)  Glu (TTC) 72 bp  Sc: 44.27 
TCCCTGGCAGTCCAGTAGTTAGGACTCTGTGCTTTCACTGCAAAGTCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr16.trna4318-GluTTC (61859260-61859188)  Glu (TTC) 73 bp  Sc: 44.43 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTACTTTCAATGCAGGGAGCATAGGATGGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna4569-GluTTC (125072476-125072547)  Glu (TTC) 72 bp  Sc: 44.54 
TCCCTGGATGTTCAGTGGTTAGGACTCGGCACTTTCACTGCTGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna2044-GluTTC (47277425-47277497)  Glu (TTC) 73 bp  Sc: 44.55 
TCCCTGATGGTCCAGAGGTTAGGACTCGGCGTTTTCACTGCTGAGGGCCTGGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna10647-GluTTC (21434085-21434014)  Glu (TTC) 72 bp  Sc: 44.59 
TCCCTGATGGTCCAGTGATTAGGACTCGGCACTTTCACTGTGGTGGCCTGCGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chrX.trna3610-GluTTC (104033443-104033513)  Glu (TTC) 71 bp  Sc: 44.63 
TCCCTGGCAGTCCAGTGGTTAGGACTTGTCGCTTTCACTGCCAGGCCCAGGTTTGATCCC 
TGGTCGGGGAA 
>Bos_taurus_chrX.trna7060-GluTTC (134071592-134071521)  Glu (TTC) 72 bp  Sc: 44.65 
TCCCTGGAGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCAGTGGCTGAGGTTCAATTC 
CTTGTCAGGGAA 
>Bos_taurus_chr26.trna1901-GluTTC (46807773-46807844)  Glu (TTC) 72 bp  Sc: 44.70 
TCCTTGGTGGTTCAGTGGTTAGGATTTGGTGCTTTCACTGCTAGGCCCCAAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna5787-GluTTC (67389213-67389141)  Glu (TTC) 73 bp  Sc: 44.72 
TCCCTGGTGGTCCAGTGGTTAACACTCAGTGCTTTCACTGCTGGGGCACCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3873-GluTTC (89558788-89558860)  Glu (TTC) 73 bp  Sc: 44.77 
TCCCTGGCAGTCCAGAGGTTTAGACCTGGAACTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2327-GluTTC (45373494-45373564)  Glu (TTC) 71 bp  Sc: 44.78 
TCCCTGGTGGTCCAGAGGTTAGGACTTGGTGCTTTCACTGCCAGGGTTAGGTTCAATCCC 
TGGCTGGGGAA 
>Bos_taurus_chr8.trna2558-GluTTC (73625252-73625323)  Glu (TTC) 72 bp  Sc: 44.79 
TCCCTGATGGTCCAGTGGTTAGGACTCTGCGCTTTCATTGCTGTAGTCCGAGTTCAGTTC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1772-GluTTC (28259829-28259901)  Glu (TTC) 73 bp  Sc: 44.98 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGTGGCCCTGGGTTCAACC 
TTCAGTCAGGGAA 
>Bos_taurus_chrX.trna1231-GluTTC (27629628-27629700)  Glu (TTC) 73 bp  Sc: 45.00 
TCCCTAGTGGTCCAATGGTTAGGACATAGCACTTTCACTGCCAGGGCCCTGGGTCTGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna4900-GluTTC (47736766-47736694)  Glu (TTC) 73 bp  Sc: 45.13 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACAGCCATGGGCCTGGATTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna568-GluTTC (16104115-16104187)  Glu (TTC) 73 bp  Sc: 45.31 
TCCCTGGAAGTCCAGGGGTTAGGACTTGGCACTTTCAGTGCCAGGGGCCCAGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr6.trna1140-GluTTC (38586266-38586337)  Glu (TTC) 72 bp  Sc: 45.37 
TCTCTGGTGGTCCAGTGGTTAGAACTCAGTGCTTTCACTGCTGGGACCCAGGTTCAGCCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna5933-GluTTC (105972730-105972658)  Glu (TTC) 73 bp  Sc: 45.37 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTTTCAATACAGGAGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6229-GluTTC (35917588-35917516)  Glu (TTC) 73 bp  Sc: 45.42 
TCCCTGGTGGTTCGGTGGTTAAGACTCAGCATTTTCACTGCTGAGGGCCCGGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr7.trna3480-GluTTC (82744647-82744718)  Glu (TTC) 72 bp  Sc: 45.45 
TCCCTGGTGGACCAATGGTTAGGACTTGGCACTTTCCCTGCTGAGGCCTGGGTTCAATCC 



CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5521-GluTTC (78521623-78521552)  Glu (TTC) 72 bp  Sc: 45.46 
TTCCTGGTGGTCTAGTGCTTATGATTTGGTGTTTTCACCACCATGGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna4162-GluTTC (16481058-16480987)  Glu (TTC) 72 bp  Sc: 45.59 
TCCTTGGTGGTCCAGCAGTTAGGACCTGGTATTTTCACTGCCAGGACCTGGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr5.trna4303-GluTTC (104515996-104516068)  Glu (TTC) 73 bp  Sc: 45.60 
TCTCTGGTGGTCCAGTGGTTAGGAGTCTGCACTTTCACTGAGGAAAGCCCCAGTTCAATT 
CTGGGTTGGGGAA 
>Bos_taurus_chr25.trna4726-GluTTC (7888868-7888797)  Glu (TTC) 72 bp  Sc: 45.65 
TCCCTGATGGTCCAGTGGTTAGGATTCTGTGCTTTCACTGCTGAGGGCCGGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna2613-GluTTC (49601149-49601220)  Glu (TTC) 72 bp  Sc: 45.67 
TCCCTGGCGGTCCAGTGGGTAGGACTGGGTGCTTTCACTGCCATAGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna1478-GluTTC (35348150-35348222)  Glu (TTC) 73 bp  Sc: 45.72 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTTCATTGCAGGGGGCACAGGTTAGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna9437-GluTTC (26559416-26559344)  Glu (TTC) 73 bp  Sc: 45.78 
TCCCTGGAAGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCCGTGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr26.trna3392-GluTTC (19183154-19183082)  Glu (TTC) 73 bp  Sc: 46.00 
TCCCTGGTGGTCCAGTGGATAAGGACTCAGCACTTTCACTGCTGTCACCTGGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna4342-GluTTC (110621185-110621257)  Glu (TTC) 73 bp  Sc: 46.02 
TCCCTTGTGGTCCAGTGGTTCGGACTCCATGCTTTCACTGTTGACGGCCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna5792-GluTTC (8530703-8530633)  Glu (TTC) 71 bp  Sc: 46.07 
CCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACAGCTGTGGGCCCAGGTTCCATCC 
CTGGTCAGGGG 
>Bos_taurus_chr5.trna8224-GluTTC (57139680-57139609)  Glu (TTC) 72 bp  Sc: 46.18 
TCCCTGCTTGTCTAGTGGTTAGGACTCGGTACTTTCACTACTGGGGCCTGGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr4.trna2968-GluTTC (88987058-88987130)  Glu (TTC) 73 bp  Sc: 46.21 
TCCTTGGTGGTCCAGTGATTGGGATTTGGTGCTTTCACTGCCACGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna1800-GluTTC (39195056-39195127)  Glu (TTC) 72 bp  Sc: 46.28 
TCCCTGGTAGTCCAGTGGTTAGGATTTGGCGCTTTCACTGCTGGGGTCCAGGTTCCATCC 
CTGGTAAGGGAA 
>Bos_taurus_chr2.trna5977-GluTTC (125611993-125611922)  Glu (TTC) 72 bp  Sc: 46.28 
TCCCTGGTGGCTCAGTGGTTAGGGTTTAGCACTTTCGGTGCTGTGGCCTGGGTTCAATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr20.trna5523-GluTTC (7874765-7874693)  Glu (TTC) 73 bp  Sc: 46.41 
TCTCTGATGGTCCAGTGGTTAAGACCCTGTTCTTTCAATGCAGAAGATGCAGGTTCAATT 
CCTGGTTGGGGAG 
>Bos_taurus_chr5.trna4692-GluTTC (111029880-111029950)  Glu (TTC) 71 bp  Sc: 46.49 
TCCCTGGTGGCCCAGTGGTTAGGATTTGTCACTTTCACTGCCATGGTCAGGTTCAATCCC 
TGGTCAGGGAC 
>Bos_taurus_chr8.trna2716-GluTTC (76168229-76168300)  Glu (TTC) 72 bp  Sc: 46.51 
TCTCTGGCAGTCCAGTGGTTAAGACTTGGCACTTTCACTGCCTGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr2.trna9345-GluTTC (37970763-37970691)  Glu (TTC) 73 bp  Sc: 46.68 
TCTCTGGTGGTCCAGTGGTTAAGAGTCTGTGCTTTCACCGCAAGGAGCACAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr3.trna8989-GluTTC (14151322-14151250)  Glu (TTC) 73 bp  Sc: 46.69 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGTTTTCACTGCAGAGAGCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1359-GluTTC (22717840-22717912)  Glu (TTC) 73 bp  Sc: 46.78 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGTTGAGGGCCCAGGTTTGATC 
TCTGGTTAGGGAA 
>Bos_taurus_chr4.trna7863-GluTTC (33083807-33083736)  Glu (TTC) 72 bp  Sc: 46.81 
TCTCTGGTGGTCCAGTGGTTACAACTTTGTAATTTCACTGCAATGGCCCAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna5278-GluTTC (144865777-144865849)  Glu (TTC) 73 bp  Sc: 46.87 
TTCCTGGTGGTCCACGGGTTAGGACTCAGCGCTTTCACTGCTGAGGGCCCAGGTTCGATC 
CCTGGTTGAGGAA 



>Bos_taurus_chr25.trna566-GluTTC (9341569-9341641)  Glu (TTC) 73 bp  Sc: 46.97 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGTACTTTCACTGCAGCAGACCCGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna2446-GluTTC (64016584-64016656)  Glu (TTC) 73 bp  Sc: 47.00 
TCCCTGGTGGTCCAGTGGTTAGGACTAGGTGCTTTCACTGCTGTGGCCCTCGGTTCAATC 
CCTAGTCAGGGAC 
>Bos_taurus_chr13.trna7326-GluTTC (16045009-16044938)  Glu (TTC) 72 bp  Sc: 47.01 
TCCCTGATGGCCTAGTGATTAGGACTCGGCACTTTCGTTGCCAGGGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna1874-GluTTC (61520455-61520527)  Glu (TTC) 73 bp  Sc: 47.03 
TCCCTGGTGGTACAGAGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCCTAGGTTCGATC 
CCTGGTTGGGGAC 
>Bos_taurus_chr4.trna5650-GluTTC (94774006-94773934)  Glu (TTC) 73 bp  Sc: 47.06 
TCCCTGGTGGTCCAGTGGTTAGGACTCACTGCTTTCACTGCTGTAAGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna676-GluTTC (17928574-17928646)  Glu (TTC) 73 bp  Sc: 47.17 
TCCCTGGTGGTCCAGTGGTTAAGATTCCACACTTTCAATGTAGGGGGTGCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna6004-GluTTC (125278156-125278084)  Glu (TTC) 73 bp  Sc: 47.20 
TTCCTGGTGGTCCAGTGGTTAGGACTTGTCATTTTCACTGCCAAGGGCCTGGGTTCAATC 
CCTACTCGGGAAC 
>Bos_taurus_chr25.trna4113-GluTTC (17016596-17016524)  Glu (TTC) 73 bp  Sc: 47.25 
TCCCTGGCAGTTCAGTGGTTAGGACTCAGCGCTTTCATTGCTGAGGGCCCAGGTTCCAGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna6113-GluTTC (58178892-58178821)  Glu (TTC) 72 bp  Sc: 47.32 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCGTTGCCATCACTCAGGTTTAATCC 
CTGGTCGGAGAA 
>Bos_taurus_chr24.trna2564-GluTTC (58657439-58657517)  Glu (TTC) 79 bp  Sc: 47.48 
TCCCTGGTGGCCTAGGGGTTAAGATTCTGGGCTTTCACTGCAGTGACCTGGGGCCCAGGT 
TCAATCCCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4009-GluTTC (110734215-110734286)  Glu (TTC) 72 bp  Sc: 47.55 
TCCCTGGTGGTCTAGTGGTGAGGATTTGCTACTTTCAATGCCACGGCCTGGCTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr11.trna1643-GluTTC (37902511-37902582)  Glu (TTC) 72 bp  Sc: 47.62 
TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGCTTTCACTGCTGGGTCCCAGGTTTAATCC 
CTGGTCAGTGAA 
>Bos_taurus_chrX.trna4164-GluTTC (113910017-113910089)  Glu (TTC) 73 bp  Sc: 47.62 
TCCCTGGTGGTTCAGTGGTTAGGACTTGGCATTTTCACTGCCAAAAGCTCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4799-GluTTC (49659318-49659246)  Glu (TTC) 73 bp  Sc: 47.66 
TCCCTGGTGGTCCAGAGGTTAAGACTTGGTGCTTTCACTGCTAAGGCCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna2204-GluTTC (56942651-56942723)  Glu (TTC) 73 bp  Sc: 47.66 
TGCCTGGTGGTCCAGCGGTTAGGACTTTGCACTTTCACTGCTGGGGCCCTGGGTTGGATC 
CCTGGTCAGGCAG 
>Bos_taurus_chr9.trna6488-GluTTC (43449434-43449363)  Glu (TTC) 72 bp  Sc: 47.79 
TCCCTGGTGGCCCACTGGTTAGGGCTTGGCATTTTCACTTCCATGACCTGGGTTCAATCC 
CTGGTTGGGGAG 
>Bos_taurus_chr2.trna4289-GluTTC (120077421-120077492)  Glu (TTC) 72 bp  Sc: 47.93 
TCCCTGGCAGTTCAGTGGTTAGGATTCCATGCTTTCACTGTGAGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5924-GluTTC (71308652-71308580)  Glu (TTC) 73 bp  Sc: 47.95 
TCCCTAGTGGTCCAGTGGTTAAGACTTTGTGTTTTCACTGCAGGGGGCCCAGGTTCAATC 
CCTAGCTGGGGAC 
>Bos_taurus_chr11.trna2944-GluTTC (69335659-69335731)  Glu (TTC) 73 bp  Sc: 48.04 
TCCCTGGTGGTCCAGTGATTAGTACTTGGTCCTTTCACTGCCATGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1682-GluTTC (27192793-27192865)  Glu (TTC) 73 bp  Sc: 48.10 
TCCCTGGTTGTCCAGTGGTTAGGACTCTGCGCTTTCACTGCCGAGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4436-GluTTC (64876266-64876195)  Glu (TTC) 72 bp  Sc: 48.28 
TCCCTGATAGTCCAGAGGTTAGGACTTGGCAGTTTCACTGCAGGGGCTCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna4606-GluTTC (3545524-3545451)  Glu (TTC) 74 bp  Sc: 48.29 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCACTTTCCCTGCAGAGGGCACAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9322-GluTTC (28864797-28864726)  Glu (TTC) 72 bp  Sc: 48.33 



TCCCTGGTGGTCCAGTGGTTAGGACTTGACACTTTCACTGCTGTGGCCTAGGTTCAGTCC 
CTAATCAGGGAA 
>Bos_taurus_chr22.trna4171-GluTTC (10779046-10778974)  Glu (TTC) 73 bp  Sc: 48.37 
TCCTTGGTGGTTCACTGGTTAGGACTTGGCGCTTTCACTGCTCTGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna2939-GluTTC (59019976-59019904)  Glu (TTC) 73 bp  Sc: 48.47 
TCTCTGACAGTCTAGCAGTTAGGACTCTGCACTTTCACTGCCGAGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2153-GluTTC (30333552-30333481)  Glu (TTC) 72 bp  Sc: 48.48 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGTACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna289-GluTTC (7278178-7278249)  Glu (TTC) 72 bp  Sc: 48.52 
TCCCTGGCTGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGCCGGGGAC 
>Bos_taurus_chr19.trna5598-GluTTC (25947838-25947766)  Glu (TTC) 73 bp  Sc: 48.56 
TCCCTGGCGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCAAGGGCCCAGGTTTAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr25.trna4797-GluTTC (7168099-7168027)  Glu (TTC) 73 bp  Sc: 48.56 
TCCCTGGTGGTCCAGCGGTTAGGACTCTGCACGTTCACTGCAGGGGGCTTGGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna1861-GluTTC (46277599-46277671)  Glu (TTC) 73 bp  Sc: 48.58 
TCCCTGGTGGTCTAGTGGTTAGGATTTGACACTTTCACTGTCATGGGCCTGGGTTCAATC 
TCTGGTTGGGGAT 
>Bos_taurus_chr15.trna359-GluTTC (14021297-14021368)  Glu (TTC) 72 bp  Sc: 48.62 
TCCCTGATGGTCCAGTAGTTAGGACTCTACTTTTTCACTGTGGTGGCCCAGGTTCAGTCC 
CTGGTCAGAGAA 
>Bos_taurus_chr10.trna7497-GluTTC (21615523-21615452)  Glu (TTC) 72 bp  Sc: 48.74 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCATTTTCATCGCTGGGGCCGGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna8343-GluTTC (15487307-15487236)  Glu (TTC) 72 bp  Sc: 48.77 
TCTCTGGTTGTTCAGTGGTTAGGACTCAGCGCTTTCACTGCTGGGGCCCAGGTTCAATCT 
CTGGTCGGGGAA 
>Bos_taurus_chr18.trna3988-GluTTC (51965843-51965771)  Glu (TTC) 73 bp  Sc: 48.82 
TCCCTGGTGGTCCAGTGGTTAGGACTCGTTGCTTTCACTGACAGGGACCCAGGTTCAATC 
CCTGGTCGGGGGA 
>Bos_taurus_chr21.trna3025-GluTTC (69530754-69530826)  Glu (TTC) 73 bp  Sc: 48.87 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGAGGGCCCAAGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna4627-GluTTC (115669487-115669415)  Glu (TTC) 73 bp  Sc: 48.88 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGGGGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna598-GluTTC (10451660-10451732)  Glu (TTC) 73 bp  Sc: 49.00 
TCCCTGGTGGTCCAATGGTTAGGACTAAGCACTTTCACTGCTGAGAGCACAGGTTGGATC 
CCTGGTCGGGGAC 
>Bos_taurus_chr14.trna1758-GluTTC (38621136-38621208)  Glu (TTC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGCACTTTCAGTATGGAGGGCCTATGTTCGATC 
CTTGGCTGGGGAA 
>Bos_taurus_chr5.trna200-GluTTC (6082548-6082619)  Glu (TTC) 72 bp  Sc: 49.07 
CCCCTGGTGGTCCAGTGGTTAGGATTTGGTGCTTTCAACACTGGGTCCCAGGTTCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr9.trna1491-GluTTC (43747273-43747344)  Glu (TTC) 72 bp  Sc: 49.07 
TCCCTGGTGGTCCAGTGGTTAGAACTCAGTGTTTTCACTTCTGGGGCTCAGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr10.trna4861-GluTTC (89107446-89107375)  Glu (TTC) 72 bp  Sc: 49.09 
TCCCTGGCAGTCTAGCGGTTAGGACTTGGCGCTTTCACTGCCCGGGCCTAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr3.trna9024-GluTTC (12764526-12764455)  Glu (TTC) 72 bp  Sc: 49.09 
TTTCTGGTGGTCTAGCGGTTAGGATTTGGCACTTTCACTGCCAAGGCCTGGGTTCAATCC 
CTGATCAGAGAA 
>Bos_taurus_chr21.trna3264-GluTTC (66736285-66736214)  Glu (TTC) 72 bp  Sc: 49.10 
TCTCTGGTGGTTCGGTGGTTAGGACTTGGTGTTTTCACTGCCAGGGCCCAGGTTCGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr4.trna7867-GluTTC (32988496-32988425)  Glu (TTC) 72 bp  Sc: 49.13 
TCCCTGATGGTCCAGTGCTTATGACTCAGCACTTTCACTGCTGTGGCCTGAGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr1.trna10010-GluTTC (42818926-42818854)  Glu (TTC) 73 bp  Sc: 49.17 
TCCCTGATGGTCCAGTGGTTAGGACATGGTGCTTTCATTGCCAAGGGCCTGGGTTCAGGC 



CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6598-GluTTC (7717278-7717206)  Glu (TTC) 73 bp  Sc: 49.19 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCGTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna11860-GluTTC (4048127-4048056)  Glu (TTC) 72 bp  Sc: 49.20 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCTTGGCCTGGGTTAGATCC 
CTAGTTGGGGGA 
>Bos_taurus_chr5.trna4858-GluTTC (113529622-113529693)  Glu (TTC) 72 bp  Sc: 49.24 
TTCTTGGCAGTCCAGTGGTTAGGACTTGGCATTTTCATTGCTGAGGGCCAGGTTCAATCC 
CTGGTTGGGAAA 
>Bos_taurus_chr2.trna9167-GluTTC (44144763-44144691)  Glu (TTC) 73 bp  Sc: 49.36 
TCCCTGGTGGTCCAGTGCTTAGGACACTGTGCTTTCACTGCTGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2827-GluTTC (13791002-13790930)  Glu (TTC) 73 bp  Sc: 49.40 
TTCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTTCACTCCAGGGGGCTCAAGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr3.trna5592-GluTTC (103909278-103909205)  Glu (TTC) 74 bp  Sc: 49.55 
TCTCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGCACCTGGGGTTCAAT 
CCCTGGCCGGGGAA 
>Bos_taurus_chr6.trna3476-GluTTC (101589397-101589468)  Glu (TTC) 72 bp  Sc: 49.65 
TCCCTGGTTGTCCAGTGGTTAAGACTTAGCACTTTCACTGCTGGGGGCCAGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna2527-GluTTC (54747204-54747276)  Glu (TTC) 73 bp  Sc: 49.70 
TCCCTGGCAGTCTAGTGGTTAAGACTCGGCACTTTCACTGCTGTGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2300-GluTTC (45798465-45798394)  Glu (TTC) 72 bp  Sc: 49.85 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCCGTGATCCAGGTTCAGTTC 
CTGGTTGGGGAA 
>Bos_taurus_chr5.trna10309-GluTTC (897157-897085)  Glu (TTC) 73 bp  Sc: 49.95 
TTCCTGGTGGTCCAGTGGTTAAGACTCTACACTTTCAATGCAGAGGGCACAGGTTCCATC 
CCTGATCAGGGAA 
>Bos_taurus_chr7.trna6095-GluTTC (68520874-68520802)  Glu (TTC) 73 bp  Sc: 49.97 
TCCTTGGTGGTCCAGTGGTTTGGACTGAGCGCTTTCACTGCCTAGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna6969-GluTTC (36845887-36845816)  Glu (TTC) 72 bp  Sc: 50.00 
TCCTTGGTGGTCCAGTGGTTAAGACTTGGCCCTTTCACTGCCAGGGCCCAGGTCCAAATC 
CTGGTAGGGGAA 
>Bos_taurus_chr22.trna198-GluTTC (5763999-5764070)  Glu (TTC) 72 bp  Sc: 50.03 
TCCCCAGTGGTCCAGTGGTTAGGACTCGGCCCTTTCACTGTCGGAGCTCAGGTTCAATTT 
CTGGTTGGGGAA 
>Bos_taurus_chr4.trna1129-GluTTC (32674699-32674770)  Glu (TTC) 72 bp  Sc: 50.31 
TCCCTGATGGTCCAGTGCTTATGACTCAGCACTTTCACTGCTGTGGCCTGAGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna1944-GluTTC (52867325-52867396)  Glu (TTC) 72 bp  Sc: 50.34 
TCCCCGGTGGTCTAGTAGTTAGGATTTGGGGCTTTCACTGCCATGGCTCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna1130-GluTTC (19753732-19753804)  Glu (TTC) 73 bp  Sc: 50.44 
TCCCTGGCAGTCCAGTGGTTAGGACTTTGCACTTTCACTGCTGGGGCCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna5068-GluTTC (56399578-56399507)  Glu (TTC) 72 bp  Sc: 50.52 
TCCCTGGTGGTCCAGTGGCTAGGACTTGGCACTTTCACTGCTGCAGCCCAGGTTCAATGC 
CTGGTCAAGGAA 
>Bos_taurus_chr22.trna1836-GluTTC (50363771-50363843)  Glu (TTC) 73 bp  Sc: 50.85 
TTCCCTGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCATGGTCCCGGGTTCAGTC 
CCTGGTTGGGAAC 
>Bos_taurus_chr15.trna1659-GluTTC (45086689-45086761)  Glu (TTC) 73 bp  Sc: 50.88 
TCCCTGATGGTCCAGTGGTTAGGACACAGTGCTTTCATTGCTATGGGCCCAGATTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna589-GluTTC (9586895-9586967)  Glu (TTC) 73 bp  Sc: 50.89 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTTCACTGCCGAGGGTCCGGGTTCATTC 
CCAGGTCAGGGAA 
>Bos_taurus_chr15.trna1177-GluTTC (34168147-34168219)  Glu (TTC) 73 bp  Sc: 50.92 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGCGCTTTCACCGCTGGGGGCCTGGGTTCAATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr21.trna1600-GluTTC (34172051-34172122)  Glu (TTC) 72 bp  Sc: 50.98 
TTCCTGGTGGTCTAGTGGTTGAGATTCAGCACTTTCACTGCTGTGACCCAGGTTCAGTCC 
CTGGTTGGGAAA 



>Bos_taurus_chr29.trna4153-GluTTC (1362193-1362122)  Glu (TTC) 72 bp  Sc: 50.99 
TCCCTGACAGTCCAGTGGTTGGGACTCGGTGCTTTCACTGCTGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr4.trna2122-GluTTC (64459015-64459086)  Glu (TTC) 72 bp  Sc: 50.99 
TCCCTGGTAGTCCAGTGATTAGGACTCGGTGCTTTCACTGCTGTGACTCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr1.trna9661-GluTTC (52542624-52542553)  Glu (TTC) 72 bp  Sc: 51.18 
TCTCTGGTGGTCTAGTGGTTAGGATTTGGCACTTTCATTGCCATGGCCTGGGTTCAGTCC 
CTGGCTGGGGAA 
>Bos_taurus_chr29.trna1383-GluTTC (35408654-35408726)  Glu (TTC) 73 bp  Sc: 51.18 
TCCCTGGTTGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCTGAGGGCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna5256-GluTTC (61319011-61318939)  Glu (TTC) 73 bp  Sc: 51.24 
TCCCCAGGGGTCCAGTGGTTAGGACTCAGAACTTTCGCTGCTGAGGGCCTGGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna5044-GluTTC (115564670-115564599)  Glu (TTC) 72 bp  Sc: 51.45 
TCCCTAGTGGCCTAGTGGTTAGGGTTTGGCACTTTCACTGACATGGCCTGGGTTCAGTCC 
CCGGTCAGGGAA 
>Bos_taurus_chr6.trna1885-GluTTC (61764596-61764668)  Glu (TTC) 73 bp  Sc: 51.54 
TCCCTGGTGGTCCGATGGTTAGGACTCAGTGCTTTCACTGCTGTGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna584-GluTTC (12999205-12999276)  Glu (TTC) 72 bp  Sc: 51.62 
TCCCTGGCAGTCCAGTGTTTAGGACTTGGCGCTTTCACTGCCGCGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna4650-GluTTC (55208026-55207954)  Glu (TTC) 73 bp  Sc: 51.63 
TCTCTGGTGGTCCAGTGGCTAAGACGCTGCATTTTCAATGCAGGGGACCCAGGTTCCATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna5510-GluTTC (54070009-54069937)  Glu (TTC) 73 bp  Sc: 51.73 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCACTTTCACTGCCGAGGGCACAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna333-GluTTC (10812069-10812141)  Glu (TTC) 73 bp  Sc: 51.76 
TCCCTGGTGGTCCAATGTTTAAGACACTGCACTTTCACTGCTGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4032-GluTTC (67615704-67615633)  Glu (TTC) 72 bp  Sc: 51.81 
TTCCATATGGTCTAATGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCTGGGTTTGACTC 
CTGGTGTGGGAA 
>Bos_taurus_chrX.trna7090-GluTTC (133746736-133746664)  Glu (TTC) 73 bp  Sc: 51.97 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGGCCCAGGTTTGATC 
CCAGGTTGGGGAG 
>Bos_taurus_chr7.trna8787-GluTTC (6439633-6439562)  Glu (TTC) 72 bp  Sc: 52.13 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTTCAGGGTCACAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna1403-GluTTC (41426176-41426247)  Glu (TTC) 72 bp  Sc: 52.17 
TCCCTGGCAGTCCAGTGGTTAGGATTTGGTGCTTTCACCACCGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna6670-GluTTC (69325909-69325837)  Glu (TTC) 73 bp  Sc: 52.18 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTTTCACTGCAGGGGGCACAGGTTCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr12.trna607-GluTTC (16181292-16181364)  Glu (TTC) 73 bp  Sc: 52.18 
TCCCTGGTGGTGCAGTGGTTAGGACCCAGCGTTTTCACTGCTAGGGACCCAGGTTCAATT 
CCTGGCTAGGGAA 
>Bos_taurus_chr11.trna4949-GluTTC (100459123-100459052)  Glu (TTC) 72 bp  Sc: 52.18 
TTCCTGGTGGTCCAGTGGTTAGGACTTAGTGCTTTCACTGCCATGGTCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr20.trna5407-GluTTC (9998758-9998687)  Glu (TTC) 72 bp  Sc: 52.24 
TCCCTGGTGGTCCAGTGGTTGGAACTCTGTGCTTTCACTGCTGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna9052-GluTTC (35574341-35574270)  Glu (TTC) 72 bp  Sc: 52.26 
CTCTTGCTGGTCTAGTGGCCAGGATTCCTGGCTTTCATCCAGGCTACCCAGGTTCAATTC 
CTGGGCAGGGAA 
>Bos_taurus_chr11.trna4267-GluTTC (98482746-98482817)  Glu (TTC) 72 bp  Sc: 52.37 
TCCATGGTAGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGGCCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr13.trna1339-GluTTC (31373027-31373098)  Glu (TTC) 72 bp  Sc: 52.45 
TTTTTGATGGTCCAGTGGTTAGGACTCAGTGCTTTCACAGCTGGGGCCCAGGTTCGATCC 
CTGGTGGGGGAA 
>Bos_taurus_chr7.trna54-GluTTC (1550986-1551056)  Glu (TTC) 71 bp  Sc: 52.52 



TCCCTGGTGGTCTAGTGGTTAGGATTTGGTACTTTCACTGCTGTGACCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr13.trna7178-GluTTC (19056988-19056916)  Glu (TTC) 73 bp  Sc: 52.69 
TCCCTGGCAGTCCAGGGGTTAGGACTCAGCACTTTCACTGTTGAGGGTCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna6120-GluTTC (18340090-18340019)  Glu (TTC) 72 bp  Sc: 52.72 
TCCCTGGTGGTCTAGTGGTTAGGATTCAGCGCTTTCAGTGCCGTGGCCCAGGTTCTATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna4135-GluTTC (64203292-64203221)  Glu (TTC) 72 bp  Sc: 52.72 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGGGGCCCAGGTTGAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna3607-GluTTC (56381089-56381018)  Glu (TTC) 72 bp  Sc: 52.78 
TCCTTGGTGGTCTAGTGGTTAGGATTTGGTGCTTTCACTGCTGGGGTCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna8692-GluTTC (20238380-20238308)  Glu (TTC) 73 bp  Sc: 53.06 
TTCCTAATGGTCCAGTGGTTAGGACTCGGCACTTTCACAGCTGAGGGCCCAAGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna4369-GluTTC (60849418-60849347)  Glu (TTC) 72 bp  Sc: 53.09 
TCCCTTGTGGTCCAGTGGTTAGGATTCGGTGCTTTCACTGCTGGGGGCCAGGTTCAATCC 
CTGGTGGGGGAA 
>Bos_taurus_chr11.trna4494-GluTTC (101682979-101683050)  Glu (TTC) 72 bp  Sc: 53.13 
TCCCTGGCGGTCCAGTGGTTAGGACTCAGCATTTTCACAGCTGGGGCCTGGGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr21.trna778-GluTTC (20251286-20251357)  Glu (TTC) 72 bp  Sc: 53.30 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGTGCTTTCGCCACCGCAGCCAGGGTTCGACTC 
CCAGTCAGGGAA 
>Bos_taurus_chr8.trna1906-GluTTC (58387188-58387259)  Glu (TTC) 72 bp  Sc: 53.37 
TCCCTGGTGGTCCAGTGGTTAGAACTCAGTGCTTTCACTGCTGAGACCTAGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr19.trna2907-GluTTC (55634852-55634923)  Glu (TTC) 72 bp  Sc: 53.40 
TCCCTGGTGGTTCAGTGATTAGGACTCAGGGCTTTCACTACTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4618-GluTTC (44015213-44015141)  Glu (TTC) 73 bp  Sc: 53.53 
TTCCTGGCAGTTCAGTGGTTAGAACTTGGCACTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3316-GluTTC (83554247-83554318)  Glu (TTC) 72 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTAGTTAGGACTTGGCACTTTCACTGCTGAGGCCCAGGTTCAATCC 
CTGCTTGGGGAA 
>Bos_taurus_chr9.trna5965-GluTTC (61415362-61415291)  Glu (TTC) 72 bp  Sc: 53.59 
TCCCTGGCAGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCAGCTGCCCAGGTTCAATTC 
CTGGCCAGGGAA 
>Bos_taurus_chr22.trna2928-GluTTC (44422015-44421943)  Glu (TTC) 73 bp  Sc: 53.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTTTCAATGCAGGGAGCGCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1212-GluTTC (26961455-26961526)  Glu (TTC) 72 bp  Sc: 53.75 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGAGCTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna2270-GluTTC (50122221-50122293)  Glu (TTC) 73 bp  Sc: 53.77 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGAGAGCCTGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr22.trna781-GluTTC (17152879-17152951)  Glu (TTC) 73 bp  Sc: 53.93 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGTGCTTTCAACACCGAGGCCCTGGGTTCAATT 
CCTAGTCCGGGAA 
>Bos_taurus_chr14.trna6211-GluTTC (24831005-24830934)  Glu (TTC) 72 bp  Sc: 54.03 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTCCGGCCCAGGTTCCAGCC 
CTGGTCAGGAAA 
>Bos_taurus_chr16.trna6057-GluTTC (24272092-24272020)  Glu (TTC) 73 bp  Sc: 54.10 
TCCCTGGTGGTCCAGTGGTTAGGGGCTCTGTGCTTTCACTGCAGGGGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr11.trna3734-GluTTC (87169198-87169270)  Glu (TTC) 73 bp  Sc: 54.11 
TCCCTGGTGGTCTAGGGGTTAGGACTTGGCACTTTCACTGCCTAGGGCCTGGGTTCAATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna6263-GluTTC (120800739-120800668)  Glu (TTC) 72 bp  Sc: 54.14 
TCCCTAGTGGTCCAGTGGTTAGGACTTGGCCCTTTCACTGCTAGGGCTCAGGTTTGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr18.trna4331-GluTTC (47528514-47528443)  Glu (TTC) 72 bp  Sc: 54.20 
TCTCTGGCGGTCCAGTGGTTAGGACTTTGCACTTTCATTGCCAGGGCCCAGGTTCAATCC 



CTGGTTGGGGAA 
>Bos_taurus_chr15.trna3135-GluTTC (83129062-83129134)  Glu (TTC) 73 bp  Sc: 54.23 
TCCCTAGTGGTCCATTGGCTAAGATTCTGCACTTTCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr9.trna103-GluTTC (6167409-6167481)  Glu (TTC) 73 bp  Sc: 54.34 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCAGCGCAGAGGGCCCAGGTTCAATC 
CCTGGTTAGGGGA 
>Bos_taurus_chr22.trna4141-GluTTC (11605831-11605759)  Glu (TTC) 73 bp  Sc: 54.37 
TCCTTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGGCTCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna153-GluTTC (3556452-3556524)  Glu (TTC) 73 bp  Sc: 54.52 
TCACTGGTGGTCCAGTGGTTAGGACCTGGTGTTTTCATTGCCATGGTTCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr23.trna4861-GluTTC (2904055-2903983)  Glu (TTC) 73 bp  Sc: 54.58 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCGCTTTCAATGCAGAGGGCCCAGGTTCCATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr23.trna4113-GluTTC (17105715-17105643)  Glu (TTC) 73 bp  Sc: 54.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTTTCACTGCTGAGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna665-GluTTC (14153386-14153457)  Glu (TTC) 72 bp  Sc: 54.63 
TCCCCAGTGGTCCAGTGGTTAAGATTCAGCACTTTCACtgttgtGACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr12.trna6432-GluTTC (22577730-22577658)  Glu (TTC) 73 bp  Sc: 54.65 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCAAGGCAGAAGGTGCAGGTTCAATC 
CCTGCTTGGGAAA 
>Bos_taurus_chr15.trna3106-GluTTC (82566092-82566163)  Glu (TTC) 72 bp  Sc: 54.67 
TCCCTGGTGGTCCAGTGGGTAGGATGGAGCACTTTCACTGCTGGGGTCCAGGTTTGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna2246-GluTTC (46527840-46527770)  Glu (TTC) 71 bp  Sc: 54.74 
TCCTTGACGGTCCAGTGGTTAGGACTCGGAACTTTCACTGCTGGGCCCAGGTTCAATCCC 
TGGTTGAGGAA 
>Bos_taurus_chr5.trna2504-GluTTC (65988098-65988170)  Glu (TTC) 73 bp  Sc: 54.77 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCAGGAGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna6569-GluTTC (71979378-71979307)  Glu (TTC) 72 bp  Sc: 54.84 
TCTTTAGTAGTCTAGTGGTTAAGACTCAGTGCTTTCACTGCTGTGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna11255-GluTTC (18216704-18216632)  Glu (TTC) 73 bp  Sc: 54.95 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTTCACTGCTGTGGGCCTGGGTTCGATC 
CCTAGTCAGGAGA 
>Bos_taurus_chr16.trna4893-GluTTC (47835826-47835754)  Glu (TTC) 73 bp  Sc: 55.02 
TCTCTGGCAGTTCAATGGTTAGGATTTGGCACTTTCACTGCCAAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna380-GluTTC (11855173-11855245)  Glu (TTC) 73 bp  Sc: 55.13 
TCCTTGGTGGTTCAGTGGTTAGGACTCAGCGCTTTCACTGCTGAGAGCCTGGGTTCAATT 
CCTGGTCAAGGAA 
>Bos_taurus_chrX.trna9623-GluTTC (64841285-64841214)  Glu (TTC) 72 bp  Sc: 55.14 
TCCTTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCAATGCCGGGGCCCAGGTCCAATCC 
CTGGCCAAGGGA 
>Bos_taurus_chrX.trna5829-GluTTC (146016034-146016106)  Glu (TTC) 73 bp  Sc: 55.31 
TTCCTGGTGGTCCAGTGGTTAGGACTTGGCCCTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2973-GluTTC (67907007-67907079)  Glu (TTC) 73 bp  Sc: 55.39 
TCCCTAGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGAGGGCCCACGTTCAATC 
CCTAGTTAGGGTA 
>Bos_taurus_chr16.trna3806-GluTTC (72653162-72653091)  Glu (TTC) 72 bp  Sc: 55.39 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAAGGCCCAGGTTCAATTC 
CTGATCTAGGAA 
>Bos_taurus_chr1.trna9550-GluTTC (55777474-55777403)  Glu (TTC) 72 bp  Sc: 55.66 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGTGCTTTCACTGCTGTGGTCTGGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr7.trna2347-GluTTC (51300483-51300554)  Glu (TTC) 72 bp  Sc: 55.67 
TCCCTGGTAGTTCAGTGGTTAGGACTCAGCGTTTTCATTGCTGGGGCCCAGGTCCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr26.trna2910-GluTTC (33227315-33227243)  Glu (TTC) 73 bp  Sc: 55.67 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCACTTTCAATGCAGAGGTCTTGGGTTCAGTC 
CCTGATTGGGGAA 



>Bos_taurus_chrX.trna7380-GluTTC (126497049-126496977)  Glu (TTC) 73 bp  Sc: 55.70 
TCCCTGGTGGTTCAGTGATTAGAACTTGGCACTTTCACTGCTGAGGGCCCAGGTTCAATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr8.trna7147-GluTTC (38423459-38423388)  Glu (TTC) 72 bp  Sc: 55.73 
CCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCCCAGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr19.trna4597-GluTTC (44193233-44193162)  Glu (TTC) 72 bp  Sc: 55.81 
TCCCTGGTGGCCCAGCGGTTAGGACTCAGAGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr1.trna2922-GluTTC (81939053-81939125)  Glu (TTC) 73 bp  Sc: 55.82 
TTTCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCATGGCCCTAGGTTCAAAC 
CCTAGTAGGGGAA 
>Bos_taurus_chr18.trna4827-GluTTC (36568143-36568072)  Glu (TTC) 72 bp  Sc: 55.87 
TCCCTGGCAGTCCAATGGGTAGGATTCAGCACTTTCACTGCTGTGGCCTGGGTTCAAATC 
CTGGCCAGGGAA 
>Bos_taurus_chr8.trna1117-GluTTC (29867096-29867168)  Glu (TTC) 73 bp  Sc: 55.93 
TCCCTGGTGGTTCAGTGGTTAGGACTCTGCACTTTCCCTGCTGAAGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna6711-GluTTC (18166348-18166276)  Glu (TTC) 73 bp  Sc: 56.07 
TCCCTGGTGGTCCAATGGTTAGCACTCAGCTCTTTCACTGCTGGGGTCCCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna2986-GluTTC (80565520-80565592)  Glu (TTC) 73 bp  Sc: 56.11 
TCCCTAGTGGTCCAGTGGTTAGAACTCGGCACTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr10.trna5566-GluTTC (72735028-72734957)  Glu (TTC) 72 bp  Sc: 56.12 
TCCCTGGTGGTCCAGTGGTTAGGACTTGTCTTTTTCACTGCCAGGGCCCAGGTTTAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr16.trna4679-GluTTC (53233852-53233781)  Glu (TTC) 72 bp  Sc: 56.13 
ACCCTGGCAGTTCAGTGGTTAGGACTTGGCACTTTCACTGCCAAGGCCCAGGTTCAGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr29.trna2445-GluTTC (43285455-43285384)  Glu (TTC) 72 bp  Sc: 56.13 
TCCTTGGCAGTCCAGTGGTTAGGACTTGGCACTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr27.trna3193-GluTTC (18986522-18986450)  Glu (TTC) 73 bp  Sc: 56.16 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCACTTTCAATGCAGGGGACTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna8268-GluTTC (56275336-56275265)  Glu (TTC) 72 bp  Sc: 56.42 
TCCCTGGTGGTCCAGTGGTTAGAACTCTGCACTTTCACTGCTGGGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr23.trna2143-GluTTC (45212263-45212335)  Glu (TTC) 73 bp  Sc: 56.43 
TCCCTGGTGGTTCAGTGGTTAGGACTTGGCACTTTCACTGCCAAGGCCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2230-GluTTC (35018007-35018078)  Glu (TTC) 72 bp  Sc: 56.47 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna371-GluTTC (6146348-6146420)  Glu (TTC) 73 bp  Sc: 56.55 
TCCCCAGTGGTCCAGTGGTTAAGACTCTGAGCTTTCAACACAGGGAGCACAAGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr2.trna7953-GluTTC (80475564-80475492)  Glu (TTC) 73 bp  Sc: 56.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTTCTGAGGGTCCAGTTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8179-GluTTC (108224037-108223965)  Glu (TTC) 73 bp  Sc: 56.67 
TCCCTGGTAGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGACTCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1440-GluTTC (39504340-39504412)  Glu (TTC) 73 bp  Sc: 56.81 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTTCACTGCAGGGGACACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna7460-GluTTC (51382036-51381965)  Glu (TTC) 72 bp  Sc: 56.95 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGTGCTTTCAATGCTGTGGCCCAGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna2507-GluTTC (41955380-41955308)  Glu (TTC) 73 bp  Sc: 57.06 
TCCCTAATGGTCCAGTGGTTAGGACTCAACACTTTCACTGCCAGGGCCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna3487-GluTTC (92945009-92945080)  Glu (TTC) 72 bp  Sc: 57.11 
TCCCTGGCAGTCCAGTGGATAGGACTCAGTGCTTTCACTGCTGGGGCCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr5.trna4168-GluTTC (101674582-101674654)  Glu (TTC) 73 bp  Sc: 57.11 



TCCCTGGCAGTCCAATGGTTAGGACTTGGCACTTTCACTGCCAAGGTCCCAGGTTCAATC 
CCTGTTCAAGGAA 
>Bos_taurus_chr23.trna440-GluTTC (10828227-10828299)  Glu (TTC) 73 bp  Sc: 57.12 
TCCCTGGTGGTCCAGTGGTGAGAACTCGGCACTTTCACTGCCGAGGGCACAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8155-GluTTC (73870296-73870225)  Glu (TTC) 72 bp  Sc: 57.16 
TCCCTGGTGGTCCAGTGGCTAGGACTCAGCACTTTCACTGCCAGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna3477-GluTTC (18560305-18560233)  Glu (TTC) 73 bp  Sc: 57.40 
TCCCTGGTAGTCTAGTGGCTGAGACTCTGCACTTTCAATGCAGGGGTCCCAGGTTCACTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna4855-GluTTC (103685392-103685321)  Glu (TTC) 72 bp  Sc: 57.42 
TCCCTGGTGGTCTAGTGGCTAGGATTTGGCACTTTCACCACCGTGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr11.trna8962-GluTTC (6444693-6444621)  Glu (TTC) 73 bp  Sc: 57.44 
TCCTTGGTGGCCCAGTGGTTAAGACTTGGCACTTTCACTGCCAAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6266-GluTTC (72918653-72918581)  Glu (TTC) 73 bp  Sc: 57.55 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCAGGGGGTACAGGTTCCATC 
CCTGATCGGGGAA 
>Bos_taurus_chr1.trna8602-GluTTC (84823073-84823002)  Glu (TTC) 72 bp  Sc: 57.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCTGCGCTTTCACTGCTGTGAACCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna193-GluTTC (7583405-7583476)  Glu (TTC) 72 bp  Sc: 57.71 
TCCCTGATGGCCAGTGGTTAGGACTTGGTGCTTTCACTGCCGTGGTCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr27.trna898-GluTTC (24901327-24901397)  Glu (TTC) 71 bp  Sc: 57.72 
TCCCTGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCATGGCCCAGGTTCAATCCC 
TGGTCGGGGAA 
>Bos_taurus_chr4.trna5594-GluTTC (95943595-95943524)  Glu (TTC) 72 bp  Sc: 57.74 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCTGGGGCCCAGGTTTAATTC 
CTGGCCAGGGAA 
>Bos_taurus_chr10.trna2680-GluTTC (68124415-68124487)  Glu (TTC) 73 bp  Sc: 57.77 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTACTGAGGGCACAGGTTCAATT 
CCTGGTTGGGGAG 
>Bos_taurus_chr6.trna794-GluTTC (26960008-26960079)  Glu (TTC) 72 bp  Sc: 57.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCGCTTTCACCGCCGTGGGTCAGGTTCCATTC 
CTGGCCAGGGAT 
>Bos_taurus_chr23.trna1871-GluTTC (39807197-39807269)  Glu (TTC) 73 bp  Sc: 57.90 
TCCCTGGCAGTCAAATGGTTAAGACTCTGCACTTTCAATGCAGGGGGCGCAGGTTCAATC 
CCTGACCAGGGAA 
>Bos_taurus_chr5.trna1002-GluTTC (28379944-28380016)  Glu (TTC) 73 bp  Sc: 57.93 
TCCCTGGTAGTTCAGTGGTCAGGACTTGACACTTTCACTGCCATGAGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr2.trna141-GluTTC (4984468-4984539)  Glu (TTC) 72 bp  Sc: 58.08 
TCCCTGGTGGTCCAGTGGTTAGGACTCGGTGCTTTCACCGCAGTGGCCCAGGTTCAGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna8580-GluTTC (98589641-98589569)  Glu (TTC) 73 bp  Sc: 58.16 
TCCTTGATGGTCTAGTAGTTAGGACTCTACACTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr11.trna2165-GluTTC (48879232-48879304)  Glu (TTC) 73 bp  Sc: 58.19 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCTGAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6310-GluTTC (51946438-51946367)  Glu (TTC) 72 bp  Sc: 58.28 
TCCCTGGTGGTCTAGTGGTTAGGATTCAAGGCTTTCACTGATGTGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna2373-GluTTC (70175898-70175969)  Glu (TTC) 72 bp  Sc: 58.44 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCAGTTTCACTGCTGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chrX.trna11609-GluTTC (9743431-9743359)  Glu (TTC) 73 bp  Sc: 58.55 
TCCCTGGTGGTCCAGTGTTTAGGACTCAGCACTTTCACTGCTGTGGCCCCAGGTTCAGTC 
CCTGGTCAGGGAT 
>Bos_taurus_chr18.trna1475-GluTTC (35784359-35784431)  Glu (TTC) 73 bp  Sc: 58.55 
TCTCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACAGCTGAGGGCCCAGGTTCAATC 
CCTGGTTAGAGAA 
>Bos_taurus_chrX.trna2051-GluTTC (54725637-54725709)  Glu (TTC) 73 bp  Sc: 58.72 
CCCCTGATGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGAAGGCCCAGGTTCAATC 



CTTGATCAGGGAA 
>Bos_taurus_chr19.trna2621-GluTTC (49735159-49735231)  Glu (TTC) 73 bp  Sc: 58.78 
TCCCTGGTGGTCCAGGGGTTAAGACTTGGCACTTTCACTGCCACGGGCCCAGGTTCGATC 
CCTGGTTGGGAAA 
>Bos_taurus_chr23.trna4011-GluTTC (18751479-18751407)  Glu (TTC) 73 bp  Sc: 58.84 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTCACTGCCAAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna148-GluTTC (3674587-3674659)  Glu (TTC) 73 bp  Sc: 58.91 
CCCCTGATGGTCCAGTGGTTAGGACTTGGTGCTTTCACTGCCAAGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr17.trna251-GluTTC (7780758-7780829)  Glu (TTC) 72 bp  Sc: 58.99 
TCCTGGAAGTCCAGTGGTTAGGACTCGGCACTTTCACTGCTGAGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna3177-GluTTC (64961309-64961238)  Glu (TTC) 72 bp  Sc: 59.00 
TTCCTGATAGTTCAGTGGTTAGGATTCTGCATTTTCCCTGCAGTGACCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr2.trna8249-GluTTC (71811893-71811821)  Glu (TTC) 73 bp  Sc: 59.05 
TCCCTGGTGGTCCAGTGGTTAGGTCCTGGCACTTTCACTGCCAAGGGCCCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2748-GluTTC (68838250-68838321)  Glu (TTC) 72 bp  Sc: 59.25 
TCCCTGATGGTTCAGTGGTTAGGACACTGCATTTTCATTGTGGGGGCCCAGGTTCAATCC 
CTGATCAGGGAA 
>Bos_taurus_chr11.trna1253-GluTTC (27133781-27133853)  Glu (TTC) 73 bp  Sc: 59.28 
TCCTTAGTATTCCAGTTGTTAGGACTTGGCACTTTCAATGCCTTGGTCCCAGGTTCAATC 
CCTGGCTGAGGAA 
>Bos_taurus_chrX.trna3236-GluTTC (91834378-91834450)  Glu (TTC) 73 bp  Sc: 59.35 
TCCTCTGTGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGAGGGCCCAGGTTCAATC 
CCTGCCAGGGAAT 
>Bos_taurus_chrX.trna3147-GluTTC (90155391-90155463)  Glu (TTC) 73 bp  Sc: 59.40 
TCCTTGATGGTCCAGTGGCTAGGACTCAGCATTTTCACTGCTGAGGTCCCAGGTTCAATG 
CCTGGGTAGGTAA 
>Bos_taurus_chr2.trna5846-GluTTC (127706151-127706080)  Glu (TTC) 72 bp  Sc: 59.55 
TCCCTGACAGTCCAGTGGTTAGGACTCAGCACTTTCACTGCAGGGGCCTGGGTTCAACCC 
CCAGTCAGGGAC 
>Bos_taurus_chr15.trna1967-GluTTC (54372285-54372356)  Glu (TTC) 72 bp  Sc: 59.57 
TTTCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCACTGCTATGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna1443-GluTTC (36959607-36959678)  Glu (TTC) 72 bp  Sc: 59.62 
TCCCTGGTGGTCCAGCGGTTAGGACTTGGCATTTTCACTGCCATGGCCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr5.trna2615-GluTTC (68118345-68118416)  Glu (TTC) 72 bp  Sc: 59.70 
CCCTTGGTGGTCTAGTGGTTAGGATTTGGCACTTTCACTGCTATGGCCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna4098-GluTTC (64891006-64890935)  Glu (TTC) 72 bp  Sc: 59.71 
TCCCTGATGGTCCAGTGGTTAAGATTCAGTGCTTTCACTGCTGTGGCCCAGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr17.trna4588-GluTTC (55866476-55866405)  Glu (TTC) 72 bp  Sc: 59.78 
TCCCTGGTGGTCTAGTGGTTAGGACTCAGCACTTTCACTGCCAGGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr21.trna2593-GluTTC (61016306-61016377)  Glu (TTC) 72 bp  Sc: 59.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGAGCTTTCATTTCTGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr12.trna2742-GluTTC (68781692-68781764)  Glu (TTC) 73 bp  Sc: 59.99 
TCCCTGATGGTCCAGTGGTTAGGACTTGGTACTTTCACTGCCAGGAACCTAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr3.trna8406-GluTTC (26081834-26081762)  Glu (TTC) 73 bp  Sc: 60.32 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCACTTTCAATGCAGGGGGCCCAGGTTCGACC 
CTTGGTCAGGAAA 
>Bos_taurus_chr6.trna973-GluTTC (32226097-32226168)  Glu (TTC) 72 bp  Sc: 60.39 
TCCCTGGTGGTCTAGTGGTTAGGACTTGGCACTTTCACTGCTATGGCCCGGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr13.trna2872-GluTTC (66435108-66435180)  Glu (TTC) 73 bp  Sc: 60.42 
TCCCTGGTGGTCCAGTGGTTAGGACTCCACGCTTTCTCTGTGGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna4994-GluTTC (116385744-116385672)  Glu (TTC) 73 bp  Sc: 60.51 
TCCCTGGTGGTCCAGTGGTTAGGACTTAGTGCTTTCACTGCTCTGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr19.trna6594-GluTTC (10562666-10562595)  Glu (TTC) 72 bp  Sc: 60.51 
TCCCTGGTGGTCCAGTGGTTACGACGTGGCACTTTCACTGCTGGTGCCCAGGTTCAATTC 
CTGGTCAGGGAG 
>Bos_taurus_chr13.trna6708-GluTTC (27203403-27203331)  Glu (TTC) 73 bp  Sc: 60.53 
CCCCTGATGGTCCAGTGGTTAAGATTCTGCACTTTCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna6982-GluTTC (43059663-43059592)  Glu (TTC) 72 bp  Sc: 60.95 
TTCCCAGTGGTCTAGTGGTTAGGACTCGGCACTTTCACTCCTGTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr28.trna439-GluTTC (9549041-9549113)  Glu (TTC) 73 bp  Sc: 61.23 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTTCAGTGCAAAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna8021-GluTTC (29377887-29377815)  Glu (TTC) 73 bp  Sc: 61.34 
TCCCTGGCAGTCCAGCGGTTAGGACTTGGCACTTTCAATGCCATGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna2118-GluTTC (44870981-44871053)  Glu (TTC) 73 bp  Sc: 61.60 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCTCTTTCACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna7684-GluTTC (112056149-112056077)  Glu (TTC) 73 bp  Sc: 61.70 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGGGCTTTCACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna4329-GluTTC (47533879-47533807)  Glu (TTC) 73 bp  Sc: 61.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTTCAACGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5444-GluTTC (39460097-39460025)  Glu (TTC) 73 bp  Sc: 61.77 
TCCCTGGTGGTCCAGTGGTTAGGACTCCACACTTTCACTGCCGAGGGCCCAGGTTCAATC 
CCTGACCAGGGAA 
>Bos_taurus_chr9.trna6529-GluTTC (42431115-42431044)  Glu (TTC) 72 bp  Sc: 61.78 
TCCCTGATGGTCTAGTGGTTAGGATTCTGGGTTTTCACTACAGTGGCCTAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4649-GluTTC (43502586-43502514)  Glu (TTC) 73 bp  Sc: 61.83 
TCCCTGGTGGTCTAGGGGTTAGGACTCGGCACTTTCACTGCCAGAGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna809-GluTTC (20935914-20935985)  Glu (TTC) 72 bp  Sc: 61.92 
TCCCTGGTGGTCTAGTGGCTAGGATTTGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGAGAA 
>Bos_taurus_chr5.trna5724-GluTTC (109589690-109589619)  Glu (TTC) 72 bp  Sc: 62.02 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGCGCTTTCACTGCCCTGGCCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr10.trna3354-GluTTC (84292858-84292929)  Glu (TTC) 72 bp  Sc: 62.18 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGGATGCAGGTTCAAACC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna4807-GluTTC (55483110-55483039)  Glu (TTC) 72 bp  Sc: 62.87 
TTCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGACACAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna5801-GluTTC (77626068-77625996)  Glu (TTC) 73 bp  Sc: 63.28 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGAACTTTCACTACCATGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2374-GluTTC (44477710-44477638)  Glu (TTC) 73 bp  Sc: 63.51 
TCCCTGGTGGTCTAGTGGTTAGGACTCTGCACTTTCACTGCAGAGGTCCTGGGTTCGATC 
TCTGGTTGGGGAA 
>Bos_taurus_chrX.trna2163-GluTTC (57448804-57448875)  Glu (TTC) 72 bp  Sc: 63.79 
TCCCGGATGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna9945-GluTTC (57150469-57150398)  Glu (TTC) 72 bp  Sc: 63.79 
TCCCGGATGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGACCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna8673-GluTTC (20908029-20907958)  Glu (TTC) 72 bp  Sc: 63.83 
TCTCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr9.trna2097-GluTTC (63039214-63039286)  Glu (TTC) 73 bp  Sc: 63.84 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGCACTTTCAATGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr8.trna3618-GluTTC (99761330-99761400)  Glu (TTC) 71 bp  Sc: 64.06 
TCCCTGGTGGCCCAGTGGTTAGGACTCAGCACTTTCACTGCTGGGCCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr17.trna5084-GluTTC (49307031-49306959)  Glu (TTC) 73 bp  Sc: 64.08 



TCCCTGGTGGTCCAGTGGTCAGGGCTCAGCACTTTCACTGCTGAGGGCCCTGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna3056-GluTTC (64454645-64454716)  Glu (TTC) 72 bp  Sc: 64.09 
TCCCTGGTGGCCTAGTGGTTAAGACTCAGCACTTTCACTGCTGAGGCTCAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr2.trna4676-GluTTC (126673491-126673562)  Glu (TTC) 72 bp  Sc: 64.31 
TCCCTGATGGTCTAGTGGTTAGGATTCGGCACTTTCACTGTCGCAGCCCAGGTTCAAGCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna4493-GluTTC (63873213-63873142)  Glu (TTC) 72 bp  Sc: 65.48 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGGGCTTTCACTGCCATGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna1844-GluTTC (50696605-50696676)  Glu (TTC) 72 bp  Sc: 65.63 
TCCCTGGTTGTCCAGTGGTTAGGATGTAGTACTTTCACTGCTGGGGCCCAGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna3332-GluTTC (82861105-82861033)  Glu (TTC) 73 bp  Sc: 66.69 
TCCCTGAGGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGGGGTCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna3333-GluTTC (82858763-82858691)  Glu (TTC) 73 bp  Sc: 66.69 
TCCCTGAGGGTCCAGTGGTTAGGACTCTGCACTTTCACTGCTGGGGTCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna3602-GluTTC (78227592-78227664)  Glu (TTC) 73 bp  Sc: 66.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTTTCAATTCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1112-GluTTC (23149243-23149315)  Glu (TTC) 73 bp  Sc: 67.00 
TCCCTGATGGTCCAGTGGTTAGGACTCGGCATTTTCACTGCCATGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr5.trna7451-GluTTC (75316796-75316725)  Glu (TTC) 72 bp  Sc: 68.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTTCACTGCTGGGGCCCAGGTTCGATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr29.trna1096-GluTTC (29469573-29469645)  Glu (TTC) 73 bp  Sc: 69.41 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTTCACTGCAGAAGTCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna843-GluTTC (21178089-21178160)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna846-GluTTC (21209840-21209911)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna853-GluTTC (21253525-21253596)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8609-GluTTC (21444020-21443949)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8611-GluTTC (21422473-21422402)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8633-GluTTC (21226062-21225991)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna8654-GluTTC (21066334-21066263)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr3.trna871-GluTTC (21414468-21414539)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr2.trna10590-GluTTC (1243006-1242935)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Bos_taurus_chr23.trna2294-GluTTC (47691247-47691319)  Glu (TTC) 73 bp  Sc: 75.48 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCACTTTCACTGCTGTGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8669-GluTTC (20943640-20943569)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Bos_taurus_chr9.trna809-GluTTC (25853594-25853665)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 



CCGGTCAGGGAA 
>Bos_taurus_chr12.trna6908-GluTTC (15143771-15143700)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr21.trna5944-GluTTC (3276937-3276866)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr2.trna5788-GluTTC (128889821-128889750)  Glu (TTC) 72 bp  Sc: 77.71 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Bos_taurus_chr3.trna5730-GluTTC (100601941-100601860)  Glu (TTC) 82 bp  Sc: 38.58 
TCCCTGGAGGTCCAGTGGTTAGGACTCAGTGCTTTCAGGCTTTCACTGCTCTGTGGCCTG 
GGTTCGATCCCTGGTCAGGGAT 
>Bos_taurus_chr10.trna872-GlyACC (19594564-19594636)  Gly (ACC) 73 bp  Sc: 30.58 
TCTCTGATGGTCCAGGGCTTAAGACGATGTATTACCAGTACAGGAGGCCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna3167-GlyACC (88466732-88466804)  Gly (ACC) 73 bp  Sc: 33.61 
TCCCTGGTGGTCCAGTGGCTGAGATCCTGAGCTACCAATCCAGGGACCTCAGGTTAGATC 
CCTGATTAGGGAA 
>Bos_taurus_chr25.trna621-GlyACC (10259836-10259908)  Gly (ACC) 73 bp  Sc: 33.84 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTACCAGTACAGGGGGTCTAGGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr22.trna2845-GlyACC (47039778-47039706)  Gly (ACC) 73 bp  Sc: 36.83 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGCACCACCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2523-GlyACC (48431821-48431892)  Gly (ACC) 72 bp  Sc: 37.80 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTACCAATGCAGGGGTCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna5794-GlyACC (108025301-108025229)  Gly (ACC) 73 bp  Sc: 39.12 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTACCAATGCAGGGTGCTCAGGTTTGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna122-GlyACC (3572119-3572191)  Gly (ACC) 73 bp  Sc: 39.64 
TCCCTCATGGTCCAGTGGCTAAGATTCTGTGCTACCAATGTAGGGGGCTCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5331-GlyACC (32914221-32914149)  Gly (ACC) 73 bp  Sc: 42.71 
TCCTTAGTGGTTCAATGGCTAAGACTCTGTGCTACCAATGCAGATGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1203-GlyACC (31502303-31502375)  Gly (ACC) 73 bp  Sc: 43.40 
TCCTTGATGGTCCAGTGGCTAAGATTCTGTGCCACCACTGCAGGGGGCCCGGGTTCAAGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr14.trna359-GlyACC (9021310-9021382)  Gly (ACC) 73 bp  Sc: 44.88 
TCCCTGGTGGTGCAATGGCTAAGACTCTGCACTACCAGTGCAGAGGGCTCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4711-GlyACC (126268037-126268109)  Gly (ACC) 73 bp  Sc: 45.65 
TCCCTGGTGGTCCAGTGGCTAAAACTCTGAGCTACCAATGCAGAAGTCCTAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna4137-GlyACC (95811783-95811855)  Gly (ACC) 73 bp  Sc: 47.06 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr13.trna6766-GlyACC (26412982-26412910)  Gly (ACC) 73 bp  Sc: 47.54 
TCCCTGGTGGTCCAGTGGCCAAGACTCCATGTTACCAATGTAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4092-GlyACC (113510852-113510924)  Gly (ACC) 73 bp  Sc: 50.18 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGCCCTACCACTGCAGGGGACATAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4415-GlyACC (6901585-6901513)  Gly (ACC) 73 bp  Sc: 52.52 
TCCTAGGTGGTCTAGAGGCTAAGACTCTGCACTACCAAGGCAGGGGGCCTGGGTTCAATC 
CCCGGTCTGGGAA 
>Bos_taurus_chrX.trna2323-GlyACC (61311815-61311887)  Gly (ACC) 73 bp  Sc: 53.22 
TCCCTGATTGTCCAGTGGCTAAGACTCTGTGCTACCAATGCAGGGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna4189-GlyACC (81103980-81103908)  Gly (ACC) 73 bp  Sc: 55.45 
GGGCCAGTGGCACAATGGGTAATGCATCTGACTACCCATCAGAAGATTCCAAGTTCAACT 
CCTGGCTGGCTCA 
>Bos_taurus_chr17.trna3215-GlyACC (68683031-68683103)  Gly (ACC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTACCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGCCAGGGAA 



>Bos_taurus_chr4.trna4314-GlyACC (117176960-117177040)  Gly (ACC) 81 bp  Sc: 49.30 
TCCCAGGTGGCTTACTGGTAAAGCATCTGCCTACCAATGTAGAAGATGCAGGAGACGCAG 
GTTCGATCCCTGGTTTGGGAA 
>Bos_taurus_chr15.trna1993-GlyACC (54954191-54954279)  Gly (ACC) 89 bp  Sc: 36.15 
TTCCAGTTGGCTCAGTGGTAAAGAATCTGTCTACCAGTGGTTAAAGAATTGAACCAAAGG 
AGATGCAGGTTCGATCCCTGTGTTGGAAG 
>Bos_taurus_chr28.trna1109-GlyCCC (28480271-28480344)  Gly (CCC) 74 bp  Sc: 21.36 
TCCCTGATGGTCCAAGTGGCTAAGGCTCTGCTGTCCCATAGAGGGGGGTACAGGTTAGAT 
CCCTGTTCAGGCAA 
>Bos_taurus_chr11.trna7133-GlyCCC (49429884-49429813)  Gly (CCC) 72 bp  Sc: 21.83 
TCCCTGGTGGTCCAGTGGCTGAGGCTCTGTGCTCCCTATACAGGGAGCCCGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna1392-GlyCCC (31283350-31283422)  Gly (CCC) 73 bp  Sc: 22.39 
TCTCTGGTGGTCCAGTGCCTAAGAGTCTGTGCTCCCGATGCAGGGGGGTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8474-GlyCCC (13525134-13525064)  Gly (CCC) 71 bp  Sc: 23.21 
TCCTTGGTGGTTTAGTGGCTGAGACTCTGTGCTCCCAGTGCAAGGGCCTGGTTTGATCCC 
TGGCCAGGGAA 
>Bos_taurus_chr5.trna4933-GlyCCC (114807696-114807767)  Gly (CCC) 72 bp  Sc: 24.04 
TCCCTGGTGGTTCAGTGGAGAAGACTCTGCACTCCCAATGCACGGGGCTGGGTCTAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna787-GlyCCC (18858648-18858720)  Gly (CCC) 73 bp  Sc: 24.07 
TCCCTGGTTGTCCAGTGGCTGAGACTCTGCATTCCCAGTGTAAGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2767-GlyCCC (78101264-78101337)  Gly (CCC) 74 bp  Sc: 24.18 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGACTTTAAGTTTAAA 
CCCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6057-GlyCCC (19312779-19312707)  Gly (CCC) 73 bp  Sc: 24.94 
TCTCTGGTGGTCCAGTGACCAAGACTCTGAACTCCCCATGCAGGCAGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6768-GlyCCC (17049318-17049246)  Gly (CCC) 73 bp  Sc: 25.37 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAACGCAGGGGGGCTGGGTTCCATC 
TCTGATCAGGGAA 
>Bos_taurus_chr7.trna8698-GlyCCC (9002953-9002881)  Gly (CCC) 73 bp  Sc: 25.43 
TCTCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATACAGGGTGCCCAGGTTTGATT 
CCTAGTCAGGGGA 
>Bos_taurus_chr2.trna4423-GlyCCC (122227978-122228050)  Gly (CCC) 73 bp  Sc: 25.46 
TCCCTGGTGGTCCACTGACTATGTCTCTGTGCTCCCAATGCAGATAGCCTGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr29.trna2891-GlyCCC (32604260-32604188)  Gly (CCC) 73 bp  Sc: 25.50 
TCTCTGGTGGTCCAGTGGCTAAGATTCCATGGTCCCAGCGCGGGGGCCCTTGGTTTGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr3.trna8907-GlyCCC (15515128-15515055)  Gly (CCC) 74 bp  Sc: 25.57 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAGGGCAGGGGGCCTCAGGATAGAT 
CCCTGGTCAGGAAA 
>Bos_taurus_chr3.trna1937-GlyCCC (48819479-48819551)  Gly (CCC) 73 bp  Sc: 25.61 
TCCCTTGTGGTCCAGGGGCTGAGACTCTGAGTTCCCAATTCAGGGGGCCTAGGTTCCACC 
CCTGGTTAGGGAT 
>Bos_taurus_chr12.trna7163-GlyCCC (11325898-11325826)  Gly (CCC) 73 bp  Sc: 25.65 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGAGCCAGGCTCAATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr6.trna5868-GlyCCC (92217127-92217054)  Gly (CCC) 74 bp  Sc: 25.86 
TCTCCTGATGGTCCAGTGACTAAGACCCCGTACTCCCAATGCTGCAGGCCCGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8293-GlyCCC (16099424-16099351)  Gly (CCC) 74 bp  Sc: 25.95 
TCCCTGGTGGTTCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGGGCCTCACGTTCTAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr29.trna3479-GlyCCC (18535988-18535916)  Gly (CCC) 73 bp  Sc: 26.05 
TCCCTGATGGTCCAGTGGCTCGGACTATGTACTCCCAATGCAAGTAATCTGGGTTTGATT 
CCTGGTCAGGGGC 
>Bos_taurus_chr1.trna3437-GlyCCC (96133492-96133564)  Gly (CCC) 73 bp  Sc: 26.15 
TCCCTGGTGGTCCGGCAGGCGGGACTCTGAGCTCCCGATGCAGGGTGTCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9319-GlyCCC (28879581-28879509)  Gly (CCC) 73 bp  Sc: 26.39 
TCCCTGGTGGTCCAGTGGCTGGGCCTCTATGCTCCCAATGCAGGGAACCCAGGTTCCATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3119-GlyCCC (73366557-73366630)  Gly (CCC) 74 bp  Sc: 26.92 



TCCCTGATGGTCCAGTGACTGAGATTCTGAGCTCCCAATGCAGGGAGCCCAGGGTTCGAT 
CCTTGGTCAGGGAA 
>Bos_taurus_chr7.trna8466-GlyCCC (13704257-13704185)  Gly (CCC) 73 bp  Sc: 27.00 
TCCCTGGTGGTCCAGTGGCTGAGTCTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr9.trna1697-GlyCCC (50616351-50616425)  Gly (CCC) 75 bp  Sc: 27.03 
TCCCTGGTGGTCCAAGTGGCTGAGACTCCGTGCTCCCAACACAGGGGGTGCAGGGTTCGA 
TCCCTAGTCAGGGAA 
>Bos_taurus_chr19.trna1659-GlyCCC (31870440-31870512)  Gly (CCC) 73 bp  Sc: 27.15 
TCCCTGGTGGTCCACAGGCTAAGACTCTGTGCTCCCACTGCAGGGGGCCAGGGTTTGATC 
CCTCGTCAGGGAA 
>Bos_taurus_chrX.trna7399-GlyCCC (126104020-126103949)  Gly (CCC) 72 bp  Sc: 27.16 
TCCCTGGTTGTCCAGTGACTAAGACTCCGCATTCCCAGTGCAGGGGTCCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna4498-GlyCCC (76918987-76918915)  Gly (CCC) 73 bp  Sc: 27.22 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCGGGGGGCCCAGGTTCTGTC 
CCTTGTCAGGGAA 
>Bos_taurus_chr6.trna5002-GlyCCC (106793499-106793427)  Gly (CCC) 73 bp  Sc: 27.26 
TTCTTGCTGGTCCAGAGGCTCAGACTCTGTCCTCCCCACGCAGGGGGCCCAGGTTCGACC 
CCTGGTCGGGGAG 
>Bos_taurus_chr7.trna4489-GlyCCC (110160945-110161016)  Gly (CCC) 72 bp  Sc: 27.28 
TCCCTGGTGGTCCAGCGGCCAAGACTCGGCGCTCCCAGTGCAGGCGCCCAGGCTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4844-GlyCCC (129229983-129230055)  Gly (CCC) 73 bp  Sc: 27.33 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGAGCAGGGTTTGATG 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna5390-GlyCCC (89862637-89862564)  Gly (CCC) 74 bp  Sc: 27.49 
TCCCTGGTGGTCCAGAGGCTAAGATTCCACACTCCCAAGGTGGATTGCCCTGGGGTTGAT 
CCCTCGTCAGGGAA 
>Bos_taurus_chr6.trna8155-GlyCCC (25309547-25309476)  Gly (CCC) 72 bp  Sc: 27.55 
TCCCTGGTGGTTCAAGGCTGAGATTCTGTGTTCCCAATGCAGAGGGTCCAGGTTCAATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr7.trna3470-GlyCCC (82600520-82600592)  Gly (CCC) 73 bp  Sc: 27.62 
TTCCTGGTGGTCCAGCGGCTGAGACTCTGCACTCCCAGTACAGGGGGCTCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna2171-GlyCCC (55407411-55407483)  Gly (CCC) 73 bp  Sc: 27.79 
TCCTTGGTGGTCCAGTGTTTAAGACTCTGCACTCCCTAAGCAGGGAGCACAGGTTTGCTC 
CCTGATCAGGGAA 
>Bos_taurus_chr25.trna2189-GlyCCC (34552476-34552549)  Gly (CCC) 74 bp  Sc: 27.98 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGCACTCCCCATGCAGTGGGGACTGGGCTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna6098-GlyCCC (5329560-5329488)  Gly (CCC) 73 bp  Sc: 27.99 
TCCCTGATGGTCCAGTGCCCAAGACGCTGCGCTCCCCACACAGGGGGCCTGAGTTCAATT 
TCTGGTCAGGGAG 
>Bos_taurus_chr19.trna5358-GlyCCC (29673821-29673749)  Gly (CCC) 73 bp  Sc: 28.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAGTGTAGGTGGCCTGGGGTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna205-GlyCCC (7427503-7427574)  Gly (CCC) 72 bp  Sc: 28.17 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTACTCCCAACGCAGGGGGCCAGGGTTGGATC 
CTGGTTAGGGAA 
>Bos_taurus_chr20.trna4845-GlyCCC (24551671-24551599)  Gly (CCC) 73 bp  Sc: 28.25 
TCTCTGGTGGTCCAGTAGCTGGCACCCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2116-GlyCCC (44747592-44747664)  Gly (CCC) 73 bp  Sc: 28.31 
TCCCTGGTGGTCCAGTAGCTGAGACTCTGAGTTCCCCATGCAGGGGGCCCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna1565-GlyCCC (41288908-41288980)  Gly (CCC) 73 bp  Sc: 28.32 
TCCCTGGTGGTCCACTGGCTAAGACTCCGTGCTCCCCTTGCAGGGGGTCCAGATTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4978-GlyCCC (107633113-107633041)  Gly (CCC) 73 bp  Sc: 28.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGCGCAGGGGGACCGGGCTTGATT 
CCTGGTCACGGAA 
>Bos_taurus_chr18.trna5197-GlyCCC (26763503-26763431)  Gly (CCC) 73 bp  Sc: 28.50 
TCCTTGGTGGCCCATTGGTTAAGACTCTGTGCTCCCACTGCAGGGGGTTCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1698-GlyCCC (44015535-44015607)  Gly (CCC) 73 bp  Sc: 28.96 
CCCTTGGTGGTTCAGTGGCTAAGACTTTGAGCTCCCAACACAGGGGCCCTGGGTTTGCTC 



CCTAGTCAGGGAG 
>Bos_taurus_chrX.trna1341-GlyCCC (31179764-31179836)  Gly (CCC) 73 bp  Sc: 29.11 
TCCCTGGTAGTCCAGTGGGTGAGATTCTGTGCTCCCAATGCATGAGGCCCGGGTCTGATT 
CCTGGCCGGGGAA 
>Bos_taurus_chr6.trna953-GlyCCC (31588092-31588165)  Gly (CCC) 74 bp  Sc: 29.12 
TCCCTGGTGGTCCATTTGGCTGGGACTCTGTGCTCCCAGGGCAGGGGACCTAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6398-GlyCCC (23092115-23092043)  Gly (CCC) 73 bp  Sc: 29.26 
TCCCTGATGGTCCAGTGGCTACGACTCTACACTCCCAGTGCAGGGGGCCCGGGTTTGGTC 
CCTGGTCAGTGAA 
>Bos_taurus_chr29.trna2832-GlyCCC (33981937-33981865)  Gly (CCC) 73 bp  Sc: 29.39 
TACCTGGTGGTCCAGTGGCTAAGATTCTGTAATCCCAATACAGGGGGTTCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3693-GlyCCC (79811516-79811589)  Gly (CCC) 74 bp  Sc: 29.55 
TCCCTGGCAGTCCAGTGGCTGAGACTCTGCTCTCCCAGTGCAGGGGGCCCCGGGTTTGAT 
CCCCGGTCAGGGAA 
>Bos_taurus_chr16.trna4332-GlyCCC (61622850-61622778)  Gly (CCC) 73 bp  Sc: 29.59 
TCCCTGGTGGTCCAGCGGTTACGACTCTGTGTTCCCAGGGCAGGGGGCCTGGATTCCATC 
CCTAGCTAGGGAA 
>Bos_taurus_chr5.trna2121-GlyCCC (56585009-56585081)  Gly (CCC) 73 bp  Sc: 29.67 
TCTCTGACAGTCCAGTGGCTAAGACTCTGTGTTCCCCAGGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5345-GlyCCC (78415284-78415212)  Gly (CCC) 73 bp  Sc: 29.68 
TCCCTGGTGGTCCGGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGACTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna724-GlyCCC (19498236-19498309)  Gly (CCC) 74 bp  Sc: 29.76 
TTCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCCATGCAGGGGGCCCAGGTTCAATT 
TTTGGTTGAGGAAA 
>Bos_taurus_chr23.trna609-GlyCCC (14206029-14206100)  Gly (CCC) 72 bp  Sc: 29.93 
TCCCTGGTGGCCTGGTGGCTGAGGTGCTGTGCTCCCCATGCAGGGGGCTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr19.trna3831-GlyCCC (56745962-56745890)  Gly (CCC) 73 bp  Sc: 30.00 
TCCCTGGTGGCCCAGTGACTGGGGCTCTGTACTCCCAGTCCAGAGGGCCTGGGTTCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9368-GlyCCC (27920746-27920675)  Gly (CCC) 72 bp  Sc: 30.13 
TCCCTGGTGGTCCAGTGGCTGAGACTCTTCACTCCCCATGCAGAGGGCCTGGGTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna6465-GlyCCC (10970056-10969983)  Gly (CCC) 74 bp  Sc: 30.31 
TCTCTGGTGGCCCAGTGGCTAAGATTCTGTTCTCCCCATGCAGGGAGGGCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4429-GlyCCC (11207059-11206987)  Gly (CCC) 73 bp  Sc: 30.35 
TCCCTGGTGGTCCAGTGACTAAGACTCTGAGCTCCCTATGCAGGGGGCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4121-GlyCCC (33863209-33863121)  Gly (CCC) 89 bp  Sc: 30.40 
TCCCTGATGGTCCTATGGGTAAGACTCTGCACTCCCAATGAAGAGGGTTCATCCTTTATC 
CAGCCTGGGTTCCATCCCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5305-GlyCCC (101478048-101477976)  Gly (CCC) 73 bp  Sc: 30.48 
TCCCTGGTGGTCCAATGGCTAAGACTCTGAACTCCCAATGTAGGGCACCCAGGTTCGGTT 
TCTGGTCAAGGAA 
>Bos_taurus_chr22.trna2649-GlyCCC (52281288-52281216)  Gly (CCC) 73 bp  Sc: 30.60 
TCCCTGGTAGTCCAGTAGCTAAGACTCCGTACTCCCAATGCAGGGTACACAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna35-GlyCCC (1376952-1377024)  Gly (CCC) 73 bp  Sc: 30.71 
TCCCTGGTGGTCCAGTGGCTGAGACATTGTGCTCCCAAAGCAGGGCGCCCAAGCTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna2405-GlyCCC (64813146-64813218)  Gly (CCC) 73 bp  Sc: 30.76 
TCCCTGGTGGTCCAGTGGCTAAGACTATGTGCTCCCAATGCAGGGTACCCAAGTTTAATC 
CTTGGTCAGAGAA 
>Bos_taurus_chr22.trna1183-GlyCCC (30645398-30645470)  Gly (CCC) 73 bp  Sc: 30.78 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGAGCTGGGTTCGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr19.trna4578-GlyCCC (44370421-44370349)  Gly (CCC) 73 bp  Sc: 30.82 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGAAGCCCAGGTTTGATC 
CTTGGTCGGGGAA 
>Bos_taurus_chrX.trna562-GlyCCC (13179868-13179940)  Gly (CCC) 73 bp  Sc: 30.86 
TCCCTGGTGGTCCAGAGGCGAAGACTCTGTGCTCCCAATGCAGGGAGCCTGGGTTCATTC 
CCTGGTCAGGGAA 



>Bos_taurus_chr13.trna5919-GlyCCC (42259878-42259806)  Gly (CCC) 73 bp  Sc: 30.90 
TCTCTGGTGGTCTTGAGGCTAAGACTCCATGCTCCCAATGTGGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna2534-GlyCCC (67011913-67011989)  Gly (CCC) 77 bp  Sc: 30.96 
TCCCTGGTGGTTCAGTGGCTGGGACTCCATGCTCCCAATGTGGGGGGCCTACCTAGGTTT 
GATTCGTGGTCAGGGAA 
>Bos_taurus_chr17.trna2367-GlyCCC (55445775-55445847)  Gly (CCC) 73 bp  Sc: 31.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGATGCAGTTGGCCTGGGTGTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna8567-GlyCCC (13950549-13950477)  Gly (CCC) 73 bp  Sc: 31.19 
TCCCTGGTGGGCCAGTGGCTGGGACTCTGCACTCCCAGTGCAGGGAGCCTGGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr10.trna5760-GlyCCC (67879333-67879261)  Gly (CCC) 73 bp  Sc: 31.24 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGGTC 
CCTCGTTGGGGAG 
>Bos_taurus_chr11.trna8971-GlyCCC (6293281-6293209)  Gly (CCC) 73 bp  Sc: 31.25 
TCCCTGGTAGTCCACAGGCTAAGACTCTGAATTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr8.trna6034-GlyCCC (69708195-69708123)  Gly (CCC) 73 bp  Sc: 31.27 
TCCCTGGTGGTCCAGTGGCCAAGACTTTGTGTTCCCAATTCAGGGCACTCGAGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna4118-GlyCCC (50097372-50097300)  Gly (CCC) 73 bp  Sc: 31.49 
TCCCTGGTAGTCCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGACCCTGGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna3001-GlyCCC (68719619-68719691)  Gly (CCC) 73 bp  Sc: 31.52 
TCCCTGGCAGTCCAGTGGCTAAGACTCCGTACTCCCAATGCAGGGGGCTCGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna1139-GlyCCC (25884909-25884981)  Gly (CCC) 73 bp  Sc: 31.53 
TCCCTGGTGGTCTAGCCACTAAGATTCCATGCTCCCGATGTAGGAGACCTAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9991-GlyCCC (9226783-9226711)  Gly (CCC) 73 bp  Sc: 31.59 
TCCCTGGTGGTCCGCTGGCTAAGACTCTGCGCTCCCAGTGCAAAGGACTCAGGTTCAAAT 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna4423-GlyCCC (34707426-34707354)  Gly (CCC) 73 bp  Sc: 31.59 
TCCCTGGTGGCCCAGTGACTAAGACTCTGTATTCCCAATGGAGGAGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3894-GlyCCC (96785905-96785977)  Gly (CCC) 73 bp  Sc: 31.63 
TCGCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGCGGGCCCAGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna9195-GlyCCC (2178373-2178301)  Gly (CCC) 73 bp  Sc: 31.69 
TCCCTGGTGGTCCAGCGGCTGGGACTCTGCATTCCCAGTGCAGGGTGCCTGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr24.trna4344-GlyCCC (30067686-30067614)  Gly (CCC) 73 bp  Sc: 31.75 
TCCCTGGTGGTCCAGTGACTAGGATTTAGTGCTCCCAATGCAGGGGGCTCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5810-GlyCCC (29575344-29575272)  Gly (CCC) 73 bp  Sc: 31.75 
TCCCTGGTGGTCCAGTGACTAAGACCTTGTGCTCCCAGTGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1683-GlyCCC (36384574-36384646)  Gly (CCC) 73 bp  Sc: 31.79 
TCTCTGGAAGTCCAGTGGCTGTGACTCCACATTCCCAATGTCGGGGGCCCAGGTTCAACT 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna2387-GlyCCC (63013886-63013957)  Gly (CCC) 72 bp  Sc: 31.85 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAGGGAGCCAGGTTCAGTCC 
CTGATCAGGGAA 
>Bos_taurus_chr17.trna3041-GlyCCC (66018362-66018434)  Gly (CCC) 73 bp  Sc: 31.86 
TCCCTGGCGGTCTAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGAGCCCGGGTTGGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna1888-GlyCCC (57727354-57727426)  Gly (CCC) 73 bp  Sc: 31.96 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGCCCTTAAGTTCAGTC 
CCTGGTTGGGGAG 
>Bos_taurus_chr12.trna1395-GlyCCC (30385964-30386036)  Gly (CCC) 73 bp  Sc: 31.99 
TCCCTGGTGGTCCTGGGGCTGAGACTCTAAGCTCCCAGTGTAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4521-GlyCCC (107587708-107587780)  Gly (CCC) 73 bp  Sc: 32.00 
TCCCTGGTGGTCCATCTGCTAAGACTCTGTACTCCCAAAGCAGGGGGCCCAAGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr14.trna6575-GlyCCC (16915632-16915560)  Gly (CCC) 73 bp  Sc: 32.12 



TCCCTGGTGGTCCGGAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna577-GlyCCC (16455890-16455962)  Gly (CCC) 73 bp  Sc: 32.18 
TCCCTGGTGGTTCAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGCAA 
>Bos_taurus_chr25.trna1715-GlyCCC (27519191-27519263)  Gly (CCC) 73 bp  Sc: 32.25 
TCCCTGATGGTCCAGCGGCTGAGACTCTGTACTCCCAAGGCAGGAGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4487-GlyCCC (57639478-57639407)  Gly (CCC) 72 bp  Sc: 32.37 
TCTCTGGTGGTTTAGTGACTGGGACTCTGCACTCCCAATTCAGGGTGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna1151-GlyCCC (38971131-38971203)  Gly (CCC) 73 bp  Sc: 32.40 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGTGGTCCCAATGTAGGGGGACCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna1290-GlyCCC (21790397-21790468)  Gly (CCC) 72 bp  Sc: 32.47 
TCTCTGGTGGTCCAGAGGCTAGACTCTGAGGTCCCAATGCAGGGAACCTGGGTTCAATCC 
CCAGCCAGGGAA 
>Bos_taurus_chr20.trna5424-GlyCCC (9708307-9708235)  Gly (CCC) 73 bp  Sc: 32.52 
TCCCTGGTGGTCCAGTGGATAAGACTTTGTAATCCCAATGCAGGTGACCTAGGTGCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrX.trna2978-GlyCCC (84567708-84567780)  Gly (CCC) 73 bp  Sc: 32.53 
TCCCTGGTGGTCCGGTGGCAAAGACTCTGTGCTCCCAATTTAGGGGGCCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna4326-GlyCCC (76558884-76558812)  Gly (CCC) 73 bp  Sc: 32.56 
TCCCAGGTGGTCCACTGGCTGGGACTCTGAGCTCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3592-GlyCCC (88986423-88986495)  Gly (CCC) 73 bp  Sc: 32.56 
TCCTTGGTAGGCCACTGGCTAAGGCTCTGTGCTCCCAAGGCAGGGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5862-GlyCCC (92320267-92320194)  Gly (CCC) 74 bp  Sc: 32.60 
TTCCTGGTGGTCCAATGGTTAAGACTCTGCGATCCCAATGCAGGTGGCCCAGGTCCGATC 
CCTGGTCAGAGAAG 
>Bos_taurus_chr28.trna3097-GlyCCC (7317410-7317337)  Gly (CCC) 74 bp  Sc: 32.64 
TTCCTGATGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGAGCCTGGGGTTCAAC 
CCCTGGTTAGGGAC 
>Bos_taurus_chr18.trna1997-GlyCCC (47372553-47372625)  Gly (CCC) 73 bp  Sc: 32.67 
TCCCTGGTAGCCCAATGGTTGAGACTCTGAGCTCCCAGTTCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8388-GlyCCC (15831594-15831522)  Gly (CCC) 73 bp  Sc: 32.70 
TCCCTGGTGGCCTAGGGGCTAAGACTCTGCATTCCCAGTGCAGGGCACCCGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna251-GlyCCC (7568565-7568637)  Gly (CCC) 73 bp  Sc: 32.82 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna5958-GlyCCC (94182860-94182789)  Gly (CCC) 72 bp  Sc: 32.88 
TCCCTCATGGTCCAGTGACTAAGACTCTGTGCTCCCAGAGCAGGGGACCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna4571-GlyCCC (74461980-74461908)  Gly (CCC) 73 bp  Sc: 32.91 
TTCCTGGTGGTCCAATAGCTAAGACTCTGAACTCCCAGTGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGCAA 
>Bos_taurus_chr10.trna4651-GlyCCC (93721759-93721687)  Gly (CCC) 73 bp  Sc: 32.93 
TCCCTGGCAGTCCAGTGGCTGAGACTCTGTGCTCCCGATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5476-GlyCCC (30458022-30457951)  Gly (CCC) 72 bp  Sc: 33.01 
TCCCTGGTGGCCCAGAGGCTAAGATTCTGAGCTCCCAGTGCAGGGGTCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna2798-GlyCCC (61864844-61864772)  Gly (CCC) 73 bp  Sc: 33.20 
TCCCTGGTGGCCCCGTGGCTAAGGCTCTGTGCTCCCAGTGGAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2343-GlyCCC (36686576-36686648)  Gly (CCC) 73 bp  Sc: 33.24 
TCCTTGGTGGTCCAATGGCTAGGACTCTGTGCTCCCCGTGCAGGGGGCCCAAGTTCCAGC 
CCTGGTCGGGGAA 
>Bos_taurus_chr24.trna2968-GlyCCC (58565281-58565209)  Gly (CCC) 73 bp  Sc: 33.30 
TCCCTGAGGGTCCAGTGGCTAAGACTCCACACTCCCAGTGTGGGAGGCCTGGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna331-GlyCCC (9113250-9113322)  Gly (CCC) 73 bp  Sc: 33.34 
TCCCTGGTGGTCCTATGGCTACGACCCCACACTCCCAATGTAGGGGGCCCGGGTTTGATC 



CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna1231-GlyCCC (31791233-31791306)  Gly (CCC) 74 bp  Sc: 33.47 
TCCCTGGTGGTTCAGTGGCTAAAGACTCTGTAGTCCCAATTCAGGGGGCCCGGGTTCCAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna9440-GlyCCC (35424449-35424377)  Gly (CCC) 73 bp  Sc: 33.47 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGTGCCCGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr25.trna1899-GlyCCC (30110938-30111009)  Gly (CCC) 72 bp  Sc: 33.52 
TTCCTGGTGGTCCTGTGGCTAAGACTCTGAACTCCCCGTGCAGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna3526-GlyCCC (30207721-30207650)  Gly (CCC) 72 bp  Sc: 33.52 
TCCTTGATTGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGACCTGGGTTTGATCT 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna3997-GlyCCC (74783701-74783630)  Gly (CCC) 72 bp  Sc: 33.59 
TCCCTGGCGGTCCACTGGCTAAGACTATGTGCTCCCAATGCAGGGGGCCAGGTTCAATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna805-GlyCCC (17960249-17960320)  Gly (CCC) 72 bp  Sc: 33.72 
TCCCTGGTGGTCCAATGGCTGAGACTCTGAGTTCCCAATGCAGGGGCCCAGGTTCCATCC 
GTGGTCAGGGAA 
>Bos_taurus_chr28.trna1612-GlyCCC (45060199-45060271)  Gly (CCC) 73 bp  Sc: 33.83 
TCCCTGGTGGTTAAGTGGCTAAGACTCTATGCTCCCAATGCAGCGGACCCAGATTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6292-GlyCCC (15575381-15575309)  Gly (CCC) 73 bp  Sc: 34.02 
TCTCTGGCAGTCCAGTGGTTAAGACTTTACACTCCCAGTATAGGGGATGCAGGTTCGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr7.trna8913-GlyCCC (4622256-4622182)  Gly (CCC) 75 bp  Sc: 34.03 
TCCCTGGTGGTCCAGTGGTTAACACTCTGAGCTCCCAATGCAGGGGAGCCCCAGGTTTGG 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr26.trna261-GlyCCC (9363859-9363931)  Gly (CCC) 73 bp  Sc: 34.04 
TCCCTGGGGGTCCAGTGGCTAAGACTTGGTGCTCCCAATGCAAGGGGCCTAGGTTCCACT 
CCTAGTCGGGGAA 
>Bos_taurus_chr13.trna1684-GlyCCC (38343004-38343076)  Gly (CCC) 73 bp  Sc: 34.07 
TCCCTGGTGGTCCAGTGGCTGAGATTCTGTGCTCCCAGTGCAGGGGTCCCGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4017-GlyCCC (35615582-35615510)  Gly (CCC) 73 bp  Sc: 34.11 
TCTCTGGTGGCCCAGTGGCCGGGACTCTGAGCTCCCAGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna257-GlyCCC (4000377-4000448)  Gly (CCC) 72 bp  Sc: 34.13 
TCCCTGGTGGTCCACTGGATAAGATTCTGTGATCCCAATGCAGGGTCCCAGGTTTGATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr2.trna6174-GlyCCC (122282999-122282927)  Gly (CCC) 73 bp  Sc: 34.13 
TCCCTGATGGTCCAATGGCTGAGACTTTGTACTCCCATTGCAGGCAGCCTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna675-GlyCCC (12829364-12829436)  Gly (CCC) 73 bp  Sc: 34.13 
TCTCTGGTAGTCCAGTAGCTAAGACTCTGTGCTCCCAAAGCAGAGGGCCTGGGTTCAGTC 
CCTAGTCGGAGAA 
>Bos_taurus_chrX.trna8353-GlyCCC (105556923-105556851)  Gly (CCC) 73 bp  Sc: 34.20 
TTCTTGGTGGCCCAATGGTTAAGATTCCGTGCTTCCCTTGCAGGGGGTACAGGTTCAATC 
CCTGTTTGGGAAA 
>Bos_taurus_chr13.trna4973-GlyCCC (65954658-65954586)  Gly (CCC) 73 bp  Sc: 34.27 
TCCCTGGTGGTCCAGTGACTGAGGCTCTGCACTCCCAACGCAGGGGGACCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr4.trna5186-GlyCCC (104274032-104273960)  Gly (CCC) 73 bp  Sc: 34.28 
TCCCTGGTGGTCTGGCGGCTAAGATACTGTGCTCCCATTGCAGGGGGCCCAGGTTCAACC 
CTTGGTTAGGGAC 
>Bos_taurus_chr3.trna8868-GlyCCC (16401873-16401796)  Gly (CCC) 78 bp  Sc: 34.29 
TCCCTGTTGGTCTAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAAGGGAGCCCAGGTT 
TGCTTCCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5201-GlyCCC (42957814-42957742)  Gly (CCC) 73 bp  Sc: 34.33 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCACTCCCAGTACAGAGGACCCGGGTTCCATT 
CCTGGTAGGGGAA 
>Bos_taurus_chr24.trna2371-GlyCCC (55312700-55312769)  Gly (CCC) 70 bp  Sc: 34.36 
TCCTGGTGGTCCAGTGGCCAAGACTTTGTGCTCCCAATTCAGGGGACCCAGGTTCGATCC 
CTGGTCGGAG 
>Bos_taurus_chr11.trna64-GlyCCC (1117176-1117248)  Gly (CCC) 73 bp  Sc: 34.40 
TCCTTGGTGGTCCAAAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGACCAAGTTTGATC 
CCTGGTCAAGGAA 



>Bos_taurus_chrX.trna8295-GlyCCC (106587948-106587876)  Gly (CCC) 73 bp  Sc: 34.45 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTACTCCCAATGCAGGAGGACTGGGTACAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr23.trna991-GlyCCC (20719153-20719224)  Gly (CCC) 72 bp  Sc: 34.48 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGAGAGCTAGGTTCGTTCT 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna4132-GlyCCC (11794018-11793947)  Gly (CCC) 72 bp  Sc: 34.48 
TCCTTGGTGGTCCTGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCTGGGTTTGACTC 
CTGGTCAGGGAT 
>Bos_taurus_chr5.trna838-GlyCCC (24646868-24646940)  Gly (CCC) 73 bp  Sc: 34.57 
TCCCTGGTCGTCCAGTGGCTAAGACTCTCTGCTCCCCATGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna953-GlyCCC (24260808-24260880)  Gly (CCC) 73 bp  Sc: 34.66 
TTCCTGGTGGTCCAGTTGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCGGGTTTGATC 
CCTGGTCAGGAGA 
>Bos_taurus_chr5.trna8162-GlyCCC (57958389-57958317)  Gly (CCC) 73 bp  Sc: 34.67 
TCTCTGGTGGTCCAGTGACTAAGACTCTGTGCTCCCAATGCAGGGCACCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5029-GlyCCC (65391205-65391133)  Gly (CCC) 73 bp  Sc: 34.69 
TCCCTGGTAGTCCAGTGTCTTAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6643-GlyCCC (54041507-54041435)  Gly (CCC) 73 bp  Sc: 34.82 
TCCCTGGTGGTCCTGTGGCTGAGACTCTGCACTCCCAATGCAAGGGGTCCAGGTTGGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr27.trna2825-GlyCCC (26131513-26131441)  Gly (CCC) 73 bp  Sc: 34.83 
TCCCTGGTGGTCCTGTGACTAAGACTCTGAGCTCCCAATACAGTGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna7308-GlyCCC (16376930-16376858)  Gly (CCC) 73 bp  Sc: 34.88 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAGGGGGCTCGAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4702-GlyCCC (22939991-22939919)  Gly (CCC) 73 bp  Sc: 34.90 
TCCCTGGTGGTTCGGTGGCTACGATTCTGTGCTCCCAATGCAGGAAGCCCAGGTTCCATC 
CCTGGCCAGGGAT 
>Bos_taurus_chr17.trna6380-GlyCCC (12815471-12815399)  Gly (CCC) 73 bp  Sc: 34.93 
TCTTTGGTGGTTCAGTGGCTGAGACTCTGCACTCCCAATACAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna300-GlyCCC (10562052-10562124)  Gly (CCC) 73 bp  Sc: 34.93 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGCACACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr13.trna7480-GlyCCC (11787920-11787848)  Gly (CCC) 73 bp  Sc: 34.95 
TTCCTGGTGGTCCAATGGCTAAGACTCTACAATCCCCATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6795-GlyCCC (34817580-34817508)  Gly (CCC) 73 bp  Sc: 34.95 
TCCCTGATGGTCCTGTGGCTATGACTCTATGCTCCCAATGCAGGGGGACTGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr19.trna5796-GlyCCC (22933224-22933152)  Gly (CCC) 73 bp  Sc: 35.22 
TTCCTGGTGGTCCCGTGGTTAAGACTCCCCATTCCCAGTGGAGGGGGTTCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna505-GlyCCC (15891024-15891095)  Gly (CCC) 72 bp  Sc: 35.23 
TCCCTGGTCGTCCAATGGCTGAGACTCTGTGCTCCCAATGCAGGGAGCCTGGTTCGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr8.trna2585-GlyCCC (74095471-74095543)  Gly (CCC) 73 bp  Sc: 35.27 
TCCCTGGTGGTCCAGTGGCTGAAATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr18.trna2206-GlyCCC (50190985-50191057)  Gly (CCC) 73 bp  Sc: 35.31 
TCCCTGGTGGTCCAGTGGGTTAGATTCTGCAGTCCCAATGCAGGAGGCCCGGGTTCAATC 
CGTGGTCAGGGAA 
>Bos_taurus_chr10.trna5523-GlyCCC (73672360-73672288)  Gly (CCC) 73 bp  Sc: 35.34 
TCCCTGGTGGTCCAGTGTCTAAGACTCTTTGCTCCCAATGCAGGGGGCTCAGGTTCTATC 
CCTGACCAAGGAG 
>Bos_taurus_chr7.trna693-GlyCCC (14462747-14462819)  Gly (CCC) 73 bp  Sc: 35.41 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGAACCACGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna1293-GlyCCC (21799905-21799977)  Gly (CCC) 73 bp  Sc: 35.49 
TCCCTGGGGGTCCAGTGGTTAAGACTCTGAGTTCCCACTGCAGGGTACTCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna1333-GlyCCC (29379460-29379532)  Gly (CCC) 73 bp  Sc: 35.51 



TCCCTGGTGGTCTAGTGACTAAGATTCTGAGCTCCCACTGCAGAGGGCCCTGGTTCAGGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1710-GlyCCC (39649888-39649960)  Gly (CCC) 73 bp  Sc: 35.58 
TCCCTGGTGGGCCAGTGACTAAGACTTTACACTCCCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna6128-GlyCCC (22530068-22529996)  Gly (CCC) 73 bp  Sc: 35.59 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGTCCAGGTTCTATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna2353-GlyCCC (73774970-73775042)  Gly (CCC) 73 bp  Sc: 35.62 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCAATCCCAAAGCAGGGGACCCGGTTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3203-GlyCCC (59645177-59645249)  Gly (CCC) 73 bp  Sc: 35.64 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCAATGCAGGGGCTCTGTGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna3938-GlyCCC (55469613-55469541)  Gly (CCC) 73 bp  Sc: 35.65 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTCCTCCCCATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr22.trna162-GlyCCC (4742047-4742119)  Gly (CCC) 73 bp  Sc: 35.66 
TCCCTGGTGGTCCAGTGGCTCAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTAGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9960-GlyCCC (44134202-44134130)  Gly (CCC) 73 bp  Sc: 35.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATTCAGGGGGCCTGGGTTTGCTC 
CCTGGCTAGGGAA 
>Bos_taurus_chr3.trna8887-GlyCCC (15910632-15910560)  Gly (CCC) 73 bp  Sc: 35.68 
TCCCTTATGGTCCAGTTGCCAAGATGCTGTGTTCCCAATGCAGGAGGCCAGGGTTCGATC 
CCTGGTAAGGGAA 
>Bos_taurus_chr19.trna3842-GlyCCC (56550811-56550739)  Gly (CCC) 73 bp  Sc: 35.77 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTGCTCCCGATACAGGGGGGCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4371-GlyCCC (59890757-59890685)  Gly (CCC) 73 bp  Sc: 35.79 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGTAGGTGGTCCAGGTTCCACT 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna734-GlyCCC (19635600-19635672)  Gly (CCC) 73 bp  Sc: 35.79 
TCCCTGGTGGTTCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATT 
TCTGGTCAGAGAA 
>Bos_taurus_chr9.trna5078-GlyCCC (82398261-82398189)  Gly (CCC) 73 bp  Sc: 35.81 
TCTCTGGTGGTCCAGTGGCCAAGAGTCTGTGCTCCCAATGCAGTGCTCCCGGGCTCAAGC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna4924-GlyCCC (5177907-5177836)  Gly (CCC) 72 bp  Sc: 35.85 
CTCCTGGCAGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGCCCAGGTTCCACCC 
CTGGTCAGGGGA 
>Bos_taurus_chr14.trna3544-GlyCCC (83361998-83362070)  Gly (CCC) 73 bp  Sc: 35.87 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAGAGCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9491-GlyCCC (68571061-68570990)  Gly (CCC) 72 bp  Sc: 35.95 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGCACTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna7336-GlyCCC (29891301-29891228)  Gly (CCC) 74 bp  Sc: 35.98 
TCCCTGGTGGTCCAGTAGCTAAGATTCCGTACTCCCAATGCAGGAGGGCCAGGGTTCGAT 
CCCTAGTCAGGGAA 
>Bos_taurus_chr3.trna373-GlyCCC (10653300-10653372)  Gly (CCC) 73 bp  Sc: 36.13 
TCCCTGGGTGTTCAGTGGTTAAGATTCTGTGTTCCCAACACAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2917-GlyCCC (55751088-55751160)  Gly (CCC) 73 bp  Sc: 36.19 
TCCCTGGTGGTCCAGTGGTTGAGATTTTGCCTTCCCATGTTGGGGGGTGCAGGTTCAATC 
CCTGCTCAGGGAG 
>Bos_taurus_chrX.trna4929-GlyCCC (131464853-131464925)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7201-GlyCCC (131295265-131295193)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7202-GlyCCC (131294268-131294196)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTTAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4557-GlyCCC (72943170-72943098)  Gly (CCC) 73 bp  Sc: 36.26 
TCCCTGGTGGTCCAGTGTCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGGTC 



CCTTGTCAGGGAA 
>Bos_taurus_chrX.trna4604-GlyCCC (124300777-124300849)  Gly (CCC) 73 bp  Sc: 36.31 
TCCCTAGTGGTCCATTGGCTGCAACTCTGTGCTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna8187-GlyCCC (25374312-25374240)  Gly (CCC) 73 bp  Sc: 36.33 
TCCCTGGTGGTTCAGTGGCTGGGACTCTGAGCTCCCAATGCAGGGGGCCCACGTTCAATC 
CCTGGTCAGGGGG 
>Bos_taurus_chr17.trna4677-GlyCCC (54964993-54964921)  Gly (CCC) 73 bp  Sc: 36.42 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAAAGGACCTAGGTTTGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr25.trna2272-GlyCCC (35818496-35818572)  Gly (CCC) 77 bp  Sc: 36.44 
TCCCTGGTGGTTCAGTGGCTGAGACTCCGCACTCCCAATGCAGGGGTAGGGGCGAGGTTC 
AATCCCTGGCCAGGGAA 
>Bos_taurus_chr11.trna3369-GlyCCC (78977559-78977631)  Gly (CCC) 73 bp  Sc: 36.45 
TTCCTGGTGGTCCAAAGGTTTAGACTCTGTCCTCCCAATGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr10.trna1492-GlyCCC (36959290-36959362)  Gly (CCC) 73 bp  Sc: 36.48 
TCCCTGGTGGTCCAGTGGCTGGGACTCCGTGCTCCCAGTACAGGGAATCCAGGTTCAATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr14.trna1282-GlyCCC (28923433-28923505)  Gly (CCC) 73 bp  Sc: 36.49 
TCCCTGGTGGTCCAGTGGCTAAGACTCGGTGCTCCCAATGCAGTGAGCCCAGATTCTATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna1880-GlyCCC (45264564-45264635)  Gly (CCC) 72 bp  Sc: 36.50 
TCCCTGGTGGTCCAGTGGCTGGGACCCTGAGCTCCCAATGCAGGGGCTGAGGTTGGATCC 
CTGATCAGGGAA 
>Bos_taurus_chrX.trna5575-GlyCCC (142590751-142590821)  Gly (CCC) 71 bp  Sc: 36.54 
TCCTTGGTGGTCCAGTGGCAAGACTCTGTGTTCCCAATGCAGGGTCCCAGGTTCCTTCCC 
TGGTCAGGGTG 
>Bos_taurus_chr5.trna8257-GlyCCC (56406452-56406381)  Gly (CCC) 72 bp  Sc: 36.57 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAATCTGGGTTCAGTC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna5268-GlyCCC (46032648-46032576)  Gly (CCC) 73 bp  Sc: 36.69 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGGAGGGCGGCCAGGTTCAATG 
TCTGGTTGGGGAA 
>Bos_taurus_chr10.trna1799-GlyCCC (45907071-45907143)  Gly (CCC) 73 bp  Sc: 36.75 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTACAGGGGACCCGGATTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna497-GlyCCC (8445001-8445073)  Gly (CCC) 73 bp  Sc: 36.77 
TCTCTGGTGGTCCATTGGCTAAGACTCTGTGATCCCAATGCAGGGAACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4030-GlyCCC (93014258-93014330)  Gly (CCC) 73 bp  Sc: 36.77 
TCCCTGGTGGGCCAGTGTATAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2042-GlyCCC (41970994-41971065)  Gly (CCC) 72 bp  Sc: 36.77 
TCCCTGGTGGTCCAGCGTTTAAGACTCCATGCTCCCAATGTAGGGGCTCAGATTCAATCC 
CTGATTAGGGAA 
>Bos_taurus_chr19.trna197-GlyCCC (8264594-8264666)  Gly (CCC) 73 bp  Sc: 36.77 
TCCCTGATGGTCCAGTGGCTAAGACTTTGCGCTCCCAAAGCAGGGGACCTGAGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna3892-GlyCCC (8926569-8926497)  Gly (CCC) 73 bp  Sc: 36.79 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrX.trna827-GlyCCC (18635887-18635959)  Gly (CCC) 73 bp  Sc: 36.85 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCCATGCAGGGGACTCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1969-GlyCCC (41603682-41603751)  Gly (CCC) 70 bp  Sc: 36.85 
TTCTTGGTGGTCCAGCGGTTAAGACTCAGTGCTCCCAACGCGGGCCCAGGTTCAGTCCCT 
GGTCAGGGAG 
>Bos_taurus_chrX.trna3369-GlyCCC (96151626-96151698)  Gly (CCC) 73 bp  Sc: 36.85 
TCCCTGATGGTCCAGTGTCTAAGACTCTGTTTTCCCAATGCAGGGGGCACGGGTTCAACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna4188-GlyCCC (50316044-50315972)  Gly (CCC) 73 bp  Sc: 36.87 
TCCCTGGTGGTCCAGTGAGTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna5792-GlyCCC (22974714-22974642)  Gly (CCC) 73 bp  Sc: 36.89 
TTCCTGGTGGTCTGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTGGATG 
CCTGGTCAGGGAA 



>Bos_taurus_chr23.trna4356-GlyCCC (12900484-12900412)  Gly (CCC) 73 bp  Sc: 36.89 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCCCTCCCAATGCAGGAGGCCTGGGTTTGATC 
TCTAGTCAGGGAA 
>Bos_taurus_chr4.trna5285-GlyCCC (102741299-102741227)  Gly (CCC) 73 bp  Sc: 36.89 
TTCTTGGTGGTCCAGTGGCTTAGACTCTGCACTCCCAATGCAGAGGGCCTAGGTTCCATC 
CTTGGTCACGGAA 
>Bos_taurus_chr21.trna4583-GlyCCC (31508662-31508590)  Gly (CCC) 73 bp  Sc: 36.90 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCAGTCCCAATGCAGGGGGCCTGAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4313-GlyCCC (8264984-8264912)  Gly (CCC) 73 bp  Sc: 36.91 
TCCCTGGTGGTCCTGTGGCTAGGACTCTGTGTTCCCAACGCAAGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5629-GlyCCC (25536281-25536208)  Gly (CCC) 74 bp  Sc: 36.92 
TCCCCGGTAGTCCAGTGAGTAGGTCTCCACACTCCCAATGGAGGGGGCCTCAGGTTTGAT 
CCCTGGCTGGGGAA 
>Bos_taurus_chr11.trna40-GlyCCC (790879-790950)  Gly (CCC) 72 bp  Sc: 36.93 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTCCATTC 
CTGGTCAGGGAC 
>Bos_taurus_chr14.trna5729-GlyCCC (34660523-34660452)  Gly (CCC) 72 bp  Sc: 36.93 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGACCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna3594-GlyCCC (105190448-105190520)  Gly (CCC) 73 bp  Sc: 36.96 
TCCCTGGTGGTCCAGTGGCTAAGACCCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr17.trna4517-GlyCCC (56847571-56847488)  Gly (CCC) 84 bp  Sc: 36.98 
TCCCTGGTGGTCCAGTGGCTGGGACGCCACGCTCCCAAAGTGGAATGGGGTGGAGAGCCC 
CAGGCTCGATCCCTGGTCGGGGAA 
>Bos_taurus_chr14.trna2982-GlyCCC (68440830-68440901)  Gly (CCC) 72 bp  Sc: 37.00 
TCCCTGGTGGTCTGGTGGTAAGACTCAGTGCTCCCACTGCAGGGGGCCTAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna6285-GlyCCC (79904149-79904077)  Gly (CCC) 73 bp  Sc: 37.03 
TCCCTGGTGGTCCAATGACTAAGACTCTGCACTCCCAGTGCAGAGGGTCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr21.trna4429-GlyCCC (34567940-34567868)  Gly (CCC) 73 bp  Sc: 37.03 
TCTCTGGTGGTCCAGTGGCTAAGACTCGGCACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CGTAGTCAGAGAA 
>Bos_taurus_chr7.trna518-GlyCCC (12324732-12324804)  Gly (CCC) 73 bp  Sc: 37.05 
TCCCTGATGGTCCAGTGGCTAAGATTCTGTGTTCCCAATGCAGGGGCCCTGGGTTTGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5183-GlyCCC (43286208-43286136)  Gly (CCC) 73 bp  Sc: 37.08 
CCCCTAGTGGTCTACTGTTTAAGACTCTGTGCTCCCAATGCAGGAGGCGCAGGTTCGATC 
CCTGGTTGGGGGA 
>Bos_taurus_chr23.trna4062-GlyCCC (17930316-17930244)  Gly (CCC) 73 bp  Sc: 37.08 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGCGCTCCCAACTCAGGGGGCCTGGGTTTGAAC 
CCTGGTCGGGGAA 
>Bos_taurus_chr3.trna2512-GlyCCC (66699840-66699912)  Gly (CCC) 73 bp  Sc: 37.09 
TCCCTGGTAGTCCAATAGGTAAGACTCTGCATTCCCAATGCAGAGAGCTTGGGATCAATG 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna3024-GlyCCC (33970710-33970637)  Gly (CCC) 74 bp  Sc: 37.10 
TACCTGGTGGTCCAGTGGCGAAGACTCTGTGCTCCCAAGACAGGGGTCCCCGGGTTCAAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr17.trna4598-GlyCCC (55764162-55764090)  Gly (CCC) 73 bp  Sc: 37.10 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4472-GlyCCC (54822173-54822101)  Gly (CCC) 73 bp  Sc: 37.13 
TCCCTGGTGGTCCAGTGACTGAGACTCCGCATTCCCAATGCTGGGGACCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3902-GlyCCC (96170368-96170439)  Gly (CCC) 72 bp  Sc: 37.14 
TCCCTGGTGGTTCAGTGGCTAAGACTCCATGCTCCCATTGTGGGGGCTTGGGTTTAATCC 
CAAGTCAGGGAA 
>Bos_taurus_chr13.trna3240-GlyCCC (72562052-72562124)  Gly (CCC) 73 bp  Sc: 37.18 
TCCCTGATGGTCCAGTGGGTCAGACTCTGCTTTCCCAATGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr25.trna920-GlyCCC (14307699-14307771)  Gly (CCC) 73 bp  Sc: 37.22 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAATGCAGGGGGGCCAGGTTCAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr19.trna3995-GlyCCC (54601368-54601296)  Gly (CCC) 73 bp  Sc: 37.24 



TTCCTGGTGGTCCAGTGGCCAAGAGTCTGTGCTCCCAATGAAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr11.trna4598-GlyCCC (103709505-103709577)  Gly (CCC) 73 bp  Sc: 37.24 
TCCCTGGTGGTCCAGTGGGTGAGACTCTTCACTCCCAGTGCAGGGGGCCCGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1381-GlyCCC (34516118-34516190)  Gly (CCC) 73 bp  Sc: 37.29 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCCATGCAGGGGGCCTGGGTACAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6101-GlyCCC (103838004-103837932)  Gly (CCC) 73 bp  Sc: 37.39 
TCCCTGGTGGTCCAGTGGCTCAGACTCTGTGCTCCCAATTCAGGGGGCCCGGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr9.trna1202-GlyCCC (35693355-35693427)  Gly (CCC) 73 bp  Sc: 37.40 
TCTCTGGTGGTCTAGTGGCTGAGACTCTGCACTCCCAATGCAGGGCACCCCGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna5184-GlyCCC (62627538-62627466)  Gly (CCC) 73 bp  Sc: 37.45 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTCCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna3275-GlyCCC (96948407-96948479)  Gly (CCC) 73 bp  Sc: 37.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCCAGGTTTGATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr25.trna1199-GlyCCC (20288389-20288461)  Gly (CCC) 73 bp  Sc: 37.50 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna7594-GlyCCC (91167591-91167520)  Gly (CCC) 72 bp  Sc: 37.51 
TCCTTGGTGGTCCAATGGCTAGGACTCTGTGCTCCCAGTGCAGGGGCACAGGTTCGTTTC 
TTGGTCAGGGAA 
>Bos_taurus_chr29.trna2534-GlyCCC (41688494-41688422)  Gly (CCC) 73 bp  Sc: 37.60 
TCCCTGGTGATCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2301-GlyCCC (35948584-35948512)  Gly (CCC) 73 bp  Sc: 37.62 
TCCCTGGTGGTCCAGGGGCTGAGACTTTGAGCTCCCAATGCAGGGGGCTCTGGTTCGATC 
CCAGGTCAGGGAG 
>Bos_taurus_chr11.trna7187-GlyCCC (48859560-48859488)  Gly (CCC) 73 bp  Sc: 37.66 
TCCATGGTGGTCCAGGGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGGTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna381-GlyCCC (8713209-8713280)  Gly (CCC) 72 bp  Sc: 37.67 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCATACGGCCAGGTTCGATCC 
CTGGTCAGGAAA 
>Bos_taurus_chr21.trna5184-GlyCCC (21585094-21585022)  Gly (CCC) 73 bp  Sc: 37.70 
TCCCTGGAGGTCCAGTAGCTAAGACTCTATGCTCCCAATGCAGAGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna866-GlyCCC (13580302-13580376)  Gly (CCC) 75 bp  Sc: 37.70 
TCCCTGGTAGTCCAGTGTCTAAGACTCTGCACTCCCAGTGCAGGGGGGCCCTGGGTTCAA 
TTCCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4617-GlyCCC (128291104-128291176)  Gly (CCC) 73 bp  Sc: 37.77 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGGTCCCAAGGCAGGGGGCCCTGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4434-GlyCCC (46180510-46180438)  Gly (CCC) 73 bp  Sc: 37.79 
ACCCTGGTGGTCCAGTGGCTAAGACTCTTTGCTCCCGATACAGGGGGCCCAGGTTCACTT 
CCTGGTCAGGGAG 
>Bos_taurus_chr12.trna3863-GlyCCC (86676973-86676901)  Gly (CCC) 73 bp  Sc: 37.81 
TCCCTGGTGGTCTGGTGGCTAAGATTCTGCACTCCCAGTGCAAGAGGTCTGGGTTCGATC 
TCCAGTCAGGGAT 
>Bos_taurus_chr28.trna1257-GlyCCC (33395336-33395409)  Gly (CCC) 74 bp  Sc: 37.84 
TCCCTGGTGGTCAGGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGGCCCCAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3182-GlyCCC (38106859-38106787)  Gly (CCC) 73 bp  Sc: 37.88 
TCCCTGGTGGTTAAGTGACTAAGACTTTACATTCCCAATGCAGTGGGCCCAGGTTTAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr17.trna545-GlyCCC (13809709-13809781)  Gly (CCC) 73 bp  Sc: 37.89 
TCCCTGATGGTCCAGTGGCTGGGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr25.trna999-GlyCCC (15787335-15787406)  Gly (CCC) 72 bp  Sc: 37.91 
TCCCTGGTGGTCCAATGACTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTTGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna5778-GlyCCC (64991340-64991268)  Gly (CCC) 73 bp  Sc: 37.97 
TCCTTGGTGGTCCAGGGGTCAAGACTCTGAACTCCCAATACAGGGGGCCTGAGTTCGATC 



TCTGGTCAGGGAA 
>Bos_taurus_chr27.trna309-GlyCCC (10977442-10977514)  Gly (CCC) 73 bp  Sc: 38.08 
TCCCTGGTGGTCCAGTGGTCACGACTCTGTGCTCCCAGTGTAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5801-GlyCCC (22916293-22916221)  Gly (CCC) 73 bp  Sc: 38.09 
TCCCTGATGGTCCAGTGGCTAAGACACTGTGCTCCCGAGGCAGGTGGCCCGAGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1857-GlyCCC (46919066-46919138)  Gly (CCC) 73 bp  Sc: 38.13 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGGTCCCAATGCAGAGGGCTCAGGTTTGATT 
CCTGGTGAGGGAA 
>Bos_taurus_chr21.trna1596-GlyCCC (34110360-34110432)  Gly (CCC) 73 bp  Sc: 38.18 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGGGCCCGGGCTTGATC 
CCTGGTTAGGTAA 
>Bos_taurus_chr4.trna5576-GlyCCC (96271918-96271848)  Gly (CCC) 71 bp  Sc: 38.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGTCCAGGTTCAATCTC 
TGGTCGGGGAA 
>Bos_taurus_chr18.trna3582-GlyCCC (56757418-56757346)  Gly (CCC) 73 bp  Sc: 38.20 
TCCCTGGTTGTCCAGCGGCAAAGACTCTACGCTCCCAATGCAGGGGCCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2132-GlyCCC (33909627-33909700)  Gly (CCC) 74 bp  Sc: 38.26 
TCCCTGGTGGTCTAGCGGCCAAGATTCTGAGCTCCCAGTGCAGGGGGCCCAAGGTTCGAT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr27.trna2400-GlyCCC (33691153-33691081)  Gly (CCC) 73 bp  Sc: 38.27 
TCCCTGGTCGTCTAGTGGCTAAGACTCTGCACTCCCATTGCATGGGGCTCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr12.trna3978-GlyCCC (84570042-84569970)  Gly (CCC) 73 bp  Sc: 38.27 
TCCCTGGTAGTCCAGTTACTAAGATTTTGCATTCCCAATGCAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna1969-GlyCCC (50132739-50132811)  Gly (CCC) 73 bp  Sc: 38.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGACTTGGGTTCCATC 
CCTAGTCAGGAAC 
>Bos_taurus_chrX.trna1381-GlyCCC (32093089-32093161)  Gly (CCC) 73 bp  Sc: 38.35 
TCCCTAGTGGTCCAGCAGCTAAGACTCTGCACTCCCAAAGCAGGGGGCTCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr10.trna3622-GlyCCC (89677009-89677081)  Gly (CCC) 73 bp  Sc: 38.35 
TCCCTGGTAGTCCAGAGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr1.trna7420-GlyCCC (119760104-119760032)  Gly (CCC) 73 bp  Sc: 38.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGACCCAGGTTAGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3141-GlyCCC (70636470-70636542)  Gly (CCC) 73 bp  Sc: 38.36 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGTCTTGGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7851-GlyCCC (21159745-21159673)  Gly (CCC) 73 bp  Sc: 38.43 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGCCAGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4944-GlyCCC (135857643-135857714)  Gly (CCC) 72 bp  Sc: 38.44 
TCTCTGGTGGTCCCGTGGCTAAGACTCTGAGCTCCCAATGCAGGGATCCAGGTTTGATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna637-GlyCCC (21382885-21382957)  Gly (CCC) 73 bp  Sc: 38.46 
TCACTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCATCTCAAGGAGCCTAGGTTCAATC 
CCTGGCTGGGGAC 
>Bos_taurus_chr25.trna4911-GlyCCC (5379051-5378979)  Gly (CCC) 73 bp  Sc: 38.51 
TTCCTGGTGGTCCAGTGGTGAAGACTCTGAGCTCCCAATGCAGAGGGGCCTGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5175-GlyCCC (21758820-21758748)  Gly (CCC) 73 bp  Sc: 38.53 
TCCCTGGCAGTCCAGTGGGTAAGACTCTTTACTCCCAATACAGAGGGGCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr2.trna2017-GlyCCC (61672335-61672407)  Gly (CCC) 73 bp  Sc: 38.53 
TCCCTGGTGGCCCAGTGATTAAGACTCTGAGCTCCCAATGCAGGGGACCCAGGTTGAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna553-GlyCCC (12390204-12390276)  Gly (CCC) 73 bp  Sc: 38.56 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGACTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr3.trna9043-GlyCCC (12447293-12447221)  Gly (CCC) 73 bp  Sc: 38.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCTGCTCCCAATGCAGGGAGCCCAGGTGTGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr23.trna1573-GlyCCC (33067215-33067288)  Gly (CCC) 74 bp  Sc: 38.59 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCCCAGTTCAAT 
CCCGGGTCAGGGAA 
>Bos_taurus_chr23.trna57-GlyCCC (2750081-2750153)  Gly (CCC) 73 bp  Sc: 38.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGCTGGTGTTCAATC 
CCTCATCAGGGAA 
>Bos_taurus_chr25.trna2842-GlyCCC (36551316-36551244)  Gly (CCC) 73 bp  Sc: 38.65 
TCCCTGGTAGTCCACTGGCTAAGATTCTGCATTCCCAATGCATGGGGCCCACGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna885-GlyCCC (28680327-28680397)  Gly (CCC) 71 bp  Sc: 38.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCCCCCTGCAGGGGCCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr29.trna1696-GlyCCC (43966617-43966689)  Gly (CCC) 73 bp  Sc: 38.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTATTCCCAATGCAGGTGGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna5064-GlyCCC (98745093-98745021)  Gly (CCC) 73 bp  Sc: 38.71 
TCCCTGATGGTCCAGGGGCTAAGACTTCATATTCCCAATGTAGGAGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4668-GlyCCC (125384698-125384770)  Gly (CCC) 73 bp  Sc: 38.72 
TTCCTGGTGGTCTAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGAAC 
CCTGGTCAGAGAA 
>Bos_taurus_chr15.trna844-GlyCCC (28009317-28009389)  Gly (CCC) 73 bp  Sc: 38.73 
TCCCTGGTGGTTCTGTGGCTAAGACTCTGTGCTCCCAATGCAGGCAGTCCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr14.trna1271-GlyCCC (28711041-28711113)  Gly (CCC) 73 bp  Sc: 38.73 
TCCCTGGTGGTCCAGTGGCAAGACTTTGAGCTCCCAGTACAGGAGGCCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6021-GlyCCC (92827789-92827715)  Gly (CCC) 75 bp  Sc: 38.74 
TCCCTGACAGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGCGCATTGGGTTCAG 
TCCCTGATCAGGGAA 
>Bos_taurus_chr17.trna2039-GlyCCC (51934423-51934495)  Gly (CCC) 73 bp  Sc: 38.74 
TTCCTGGTGGTCCAGTGATTAAGACTCTATGCTCCCAATGTAGGGGTCCTGGGTCCCATC 
CCTGGCCAGGAAA 
>Bos_taurus_chr8.trna3488-GlyCCC (96660013-96660084)  Gly (CCC) 72 bp  Sc: 38.74 
TCCCTGGTAGTCTAGTGGTTAGGACTCCGCACTCCCAGTGCAGGGGGCTGGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna6333-GlyCCC (62943723-62943651)  Gly (CCC) 73 bp  Sc: 38.77 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAGTGCAGGGGACCCGGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8123-GlyCCC (17923663-17923591)  Gly (CCC) 73 bp  Sc: 38.77 
TCCCTGGTGGTCCAGTGGCAAAGACTCGGTGCTCCCAATGCTGGAAGCCCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna3047-GlyCCC (77133661-77133733)  Gly (CCC) 73 bp  Sc: 38.78 
TCCCTGGTGGTCCAGGGGCTAAGACTCCGTGCTCCCCATGCAGGTAGTCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6771-GlyCCC (7206567-7206494)  Gly (CCC) 74 bp  Sc: 38.78 
TCTCTGGTGGTCCAGTGGCCAGGACTCTGCATTCCCAATGAAGGGAGGCCCAGGTTTAAT 
CCCTGGTCAGGGGA 
>Bos_taurus_chr2.trna1331-GlyCCC (39220155-39220228)  Gly (CCC) 74 bp  Sc: 38.81 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAAAGCAGGGGGACCTAAGTTCGAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr1.trna5362-GlyCCC (147785999-147786071)  Gly (CCC) 73 bp  Sc: 38.87 
TACCTGGTTGTTCAGTGGCTAAGACCCTGCGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4351-GlyCCC (99539573-99539645)  Gly (CCC) 73 bp  Sc: 38.87 
TCCCTGGTGGGCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2772-GlyCCC (77158115-77158187)  Gly (CCC) 73 bp  Sc: 38.90 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGATCCCAGGTTCTACC 
CTTGGTCAGGGAT 
>Bos_taurus_chr1.trna7505-GlyCCC (117997699-117997627)  Gly (CCC) 73 bp  Sc: 38.90 
TCCCTGGGGGTCCAGTGGGTAGGATTCCGCGCTCCCAACGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3821-GlyCCC (95156150-95156222)  Gly (CCC) 73 bp  Sc: 38.94 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTCCCAATGCATGGGGTTCAGGTTCCGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna2752-GlyCCC (57759267-57759338)  Gly (CCC) 72 bp  Sc: 38.99 



TCCCTGGTAGACCAGTGGTTAAGACTTTTCCTTCCCATGCAGGGGACTCAGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr10.trna727-GlyCCC (16705943-16706015)  Gly (CCC) 73 bp  Sc: 38.99 
TCCCTGATGGTTTAGTGGTTAAGACTCTGTTCTCCCAATGCAGGGAGCTGGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5436-GlyCCC (114537926-114537854)  Gly (CCC) 73 bp  Sc: 39.02 
TCCTTGGTGGTCCAATGACTAAGATTCTGAGTTCCCAATGCAGGGGGTCCAGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2148-GlyCCC (53042899-53042970)  Gly (CCC) 72 bp  Sc: 39.02 
TCCCTGGTGGTCTAATGTATAAGACTCTGCACTCCCAATGCAGGGCCCTGGGTTCCATCC 
CTGGGCAGGGAA 
>Bos_taurus_chr13.trna4405-GlyCCC (75388922-75388850)  Gly (CCC) 73 bp  Sc: 39.06 
TCCCTGGAGGTCCAGTGGCTAGGACTCTGTCCTCCCAGTGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4951-GlyCCC (41588665-41588593)  Gly (CCC) 73 bp  Sc: 39.07 
TCCCTGGTGGTCCAGTGACTAGGACTCTGCCTTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTTGTCAGGGAA 
>Bos_taurus_chr7.trna3018-GlyCCC (67964586-67964658)  Gly (CCC) 73 bp  Sc: 39.08 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACTCCCATTTTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna6893-GlyCCC (107806410-107806338)  Gly (CCC) 73 bp  Sc: 39.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGCCTTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna3433-GlyCCC (63846342-63846271)  Gly (CCC) 72 bp  Sc: 39.11 
TCCCTGGTGGTCCATGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr2.trna3310-GlyCCC (97639042-97639114)  Gly (CCC) 73 bp  Sc: 39.13 
TCCCTGGTGGTCCAGTAGCTAAGATTCAGCGCTCCCAATGCAGGGGCCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2637-GlyCCC (17474804-17474732)  Gly (CCC) 73 bp  Sc: 39.17 
TCCCCGATGGTCCAGTGACTAAGATTCTGTCCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7187-GlyCCC (38846541-38846470)  Gly (CCC) 72 bp  Sc: 39.18 
GCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAGGAGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna2352-GlyCCC (44879299-44879228)  Gly (CCC) 72 bp  Sc: 39.19 
TCCCTGGTGGTCCAGTGGCTAGACTCTGTGCTCCCAAAGCAGGGGGCCCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna1677-GlyCCC (42830664-42830736)  Gly (CCC) 73 bp  Sc: 39.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGACTGGGTTTGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr18.trna3447-GlyCCC (58609112-58609040)  Gly (CCC) 73 bp  Sc: 39.21 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGAGCCTGGGTTTGATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr10.trna720-GlyCCC (16352508-16352580)  Gly (CCC) 73 bp  Sc: 39.22 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCGCTCCCAATGCTGGGGACCCAGGTTAGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna2798-GlyCCC (72312652-72312724)  Gly (CCC) 73 bp  Sc: 39.23 
TCCCTGGTGGTCCAGCAGCTAAGACTCCACACTCCCAATGTAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2590-GlyCCC (49345104-49345175)  Gly (CCC) 72 bp  Sc: 39.24 
TCCTTGGTAGTTAAGTGGCTAAGACTCTGTACTCCCAATACAGGGGCCTGAGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna707-GlyCCC (17062923-17062995)  Gly (CCC) 73 bp  Sc: 39.24 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGTTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4039-GlyCCC (112884908-112884979)  Gly (CCC) 72 bp  Sc: 39.26 
TCTCTGGTGGTCCAGGGTCAAAGACTCTGCACTCCCAATGCACGGAACCAGGTTCAATTC 
CTGGTCGGGGAA 
>Bos_taurus_chr15.trna1672-GlyCCC (45748180-45748252)  Gly (CCC) 73 bp  Sc: 39.26 
TCCCTGGTGGTTCAGTGGCTGAAACTCTGGGCTCCCAATGCAGGGGACCCAGGTTCGATC 
TCTGGGCAGGGAA 
>Bos_taurus_chr11.trna1329-GlyCCC (29220765-29220837)  Gly (CCC) 73 bp  Sc: 39.30 
TTCCTGATGGTCCAGAGTCTAAGACTCTGCACTCCCAATGCAGGAGGCTCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna3215-GlyCCC (31787019-31786946)  Gly (CCC) 74 bp  Sc: 39.31 
TCCTTGGTGGTCAAAGTGGCTAAGACTCTGTGCTCCCTAAGCAGAGGGCCTGGGTTCGAT 



CCCTAGTCGGGGAA 
>Bos_taurus_chr16.trna1008-GlyCCC (29644715-29644787)  Gly (CCC) 73 bp  Sc: 39.33 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCCCGATGTGCGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4662-GlyCCC (43335372-43335300)  Gly (CCC) 73 bp  Sc: 39.37 
TCCCTGGTGGTCCAGTGTTTAAGACTCTGCACTCCCAATTCGGGGAGCACAGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5496-GlyCCC (79081110-79081038)  Gly (CCC) 73 bp  Sc: 39.40 
TCCCTGGTGGTCCGGTGGCTAAGACTCCACACTCCCAATGTAGGAGTCCCGGGTTCAGTC 
CCTGGTCAGGGAC 
>Bos_taurus_chr7.trna8023-GlyCCC (19302146-19302074)  Gly (CCC) 73 bp  Sc: 39.41 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGCACTCCCAGTGCAGGGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2105-GlyCCC (63801421-63801493)  Gly (CCC) 73 bp  Sc: 39.42 
TCCCTGGTGGTCCAGTGGCCAAGGCCCTGCATTCCCAATACAGGGGACCCAGGTTCAATC 
GCTGGTTGGGGAA 
>Bos_taurus_chr8.trna8378-GlyCCC (2185859-2185787)  Gly (CCC) 73 bp  Sc: 39.43 
TCCCTGGTGGTCCAATGACTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr14.trna6039-GlyCCC (28030517-28030446)  Gly (CCC) 72 bp  Sc: 39.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGCCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna1095-GlyCCC (19282033-19282105)  Gly (CCC) 73 bp  Sc: 39.45 
TCCCTGGTGGTCCAGTGGCTAAGCCTCAGCACTCCCTATGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1432-GlyCCC (39705740-39705812)  Gly (CCC) 73 bp  Sc: 39.45 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCCCACCCAATGCAGGCGGCCCAAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr17.trna2370-GlyCCC (55487128-55487200)  Gly (CCC) 73 bp  Sc: 39.46 
TCTCTGGTAGTCCAGTGGCTAAGACTTTGTTCTCCCAATACAGGGGCCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2526-GlyCCC (54739610-54739682)  Gly (CCC) 73 bp  Sc: 39.48 
TCCCTGGGGGTCCAGTGGCTAAGACTGTGCACTCCCAGTGCAGGGGGCCTGGGTTCGATC 
CCTAGTCAGGGAG 
>Bos_taurus_chr3.trna5311-GlyCCC (110184703-110184631)  Gly (CCC) 73 bp  Sc: 39.56 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr24.trna436-GlyCCC (12242775-12242847)  Gly (CCC) 73 bp  Sc: 39.60 
TCCCTGGTAGTTCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr18.trna2551-GlyCCC (54966764-54966836)  Gly (CCC) 73 bp  Sc: 39.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGTTCCCAATGCAGGCAGCCCAGGTTCGATC 
GCTGGTCAGGGAA 
>Bos_taurus_chr16.trna93-GlyCCC (3260871-3260943)  Gly (CCC) 73 bp  Sc: 39.66 
TCCCTCGTGGCCCAGCGGCTAAGGCTCTGCACTCCCAGTGCAGGAGGCCCAGGTTCGGTC 
CCTGGTCAGGGAC 
>Bos_taurus_chr9.trna5340-GlyCCC (76136999-76136927)  Gly (CCC) 73 bp  Sc: 39.73 
TCCCTGGTGGTGTAGGGGCTAAGACCCTGCACTCCCAATGCAGGCGGCCCGGGTTAGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4827-GlyCCC (128748065-128748138)  Gly (CCC) 74 bp  Sc: 39.75 
TCCCTGGTGGTCCAGTGGCTAAGACCCCGCATTCCCAATGCAGGGGGGTTCAGGTTTGAT 
CCCTGGTTAGGGAA 
>Bos_taurus_chr11.trna4028-GlyCCC (93002425-93002497)  Gly (CCC) 73 bp  Sc: 39.85 
TCCCTGATGGTCCAATGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna317-GlyCCC (5119234-5119306)  Gly (CCC) 73 bp  Sc: 39.90 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGCACTCCCAGTGCAGGGAGGCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6881-GlyCCC (47325750-47325679)  Gly (CCC) 72 bp  Sc: 39.94 
TTCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGAGCCCGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna8601-GlyCCC (14773855-14773781)  Gly (CCC) 75 bp  Sc: 39.95 
CCCCTGGTGGTCCACAGTGGTTAAGACTCTGAGCTCCCAATTCAGGGGGCCCAGGTTTGA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5870-GlyCCC (127381101-127381029)  Gly (CCC) 73 bp  Sc: 40.02 
TCTCTGGTCATCCAGTGGCTAAGATGCTGAGCTCCCAATACAGGGGGCCCAGGTTTGATC 
CCTGGTCAGAGAA 



>Bos_taurus_chr13.trna954-GlyCCC (24287728-24287800)  Gly (CCC) 73 bp  Sc: 40.08 
TTGCTGATGGTCCAGTGGCTAAGATTCTGAGCTCCCAATACAGTAGACCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna4223-GlyCCC (108051916-108051988)  Gly (CCC) 73 bp  Sc: 40.09 
TCCCTGGTGGTCCAAGGGGTGAGACTCTGCACTCCCACTGCGGGTGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4365-GlyCCC (121525370-121525442)  Gly (CCC) 73 bp  Sc: 40.10 
TCCCTGGTAGTCCAGTGGCTAAGAAGCTGCATTCCCGATGCAGGGGGCCTGGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6604-GlyCCC (10469646-10469574)  Gly (CCC) 73 bp  Sc: 40.10 
GCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGCACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4032-GlyCCC (35245726-35245654)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTAGTCCCAATACAGAGGGCCTGGGTACAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2801-GlyCCC (54242888-54242960)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGGGGCCGAGACTCTGCACTCCCAATGCAGTGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6604-GlyCCC (40638192-40638120)  Gly (CCC) 73 bp  Sc: 40.12 
TCCCTGGTGGTCCAGTGGTTTAGACTCTGCACTCCCAATGCAGCAGGCATGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4590-GlyCCC (44252196-44252124)  Gly (CCC) 73 bp  Sc: 40.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATGTAGGGGGACCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2160-GlyCCC (34318699-34318770)  Gly (CCC) 72 bp  Sc: 40.16 
TTCCTGGTGGTCCAGTGGCTAAGGCTCTGAATTCCCAATACAGGGGGCCAGGTTAGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr5.trna6240-GlyCCC (101360970-101360898)  Gly (CCC) 73 bp  Sc: 40.16 
TTCCTGGTGGTCCACTGCCTAAGACTCTGCGCTCCCAATGCAGAGGGCCCAGGTTTGATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr5.trna7521-GlyCCC (73079586-73079514)  Gly (CCC) 73 bp  Sc: 40.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGGTCCCAATTCAGGGAGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna7527-GlyCCC (15221830-15221758)  Gly (CCC) 73 bp  Sc: 40.20 
TCCCTGGTGGTCCAGTGGCTAAGATTTTGAGCTCCCCATGCAGGGGGCCTGGGTTCGATT 
ACCAGTCAGGGAA 
>Bos_taurus_chr2.trna3813-GlyCCC (111210979-111211051)  Gly (CCC) 73 bp  Sc: 40.21 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAATTCCCAATGCAGAGGATCCAGGTTTGTTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr6.trna5824-GlyCCC (92884215-92884143)  Gly (CCC) 73 bp  Sc: 40.30 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAATTCAGGGGGCCTTGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna956-GlyCCC (28381419-28381491)  Gly (CCC) 73 bp  Sc: 40.34 
TTCCTGGTGGTCCAGCAGCTAAGACTCTGCACCCCCAATGCAGGGGGTCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna1398-GlyCCC (47083934-47084006)  Gly (CCC) 73 bp  Sc: 40.34 
TCCTTGATGGTCCAGTGGCTAAGACTCCAAGCTCCCAACTCGGGGGGTCTAGGTTCAATC 
CCTGATCAGGGGA 
>Bos_taurus_chr25.trna738-GlyCCC (11761644-11761716)  Gly (CCC) 73 bp  Sc: 40.39 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCACTCCCAATGCAGGGCACCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna12008-GlyCCC (564340-564268)  Gly (CCC) 73 bp  Sc: 40.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4038-GlyCCC (46098450-46098378)  Gly (CCC) 73 bp  Sc: 40.41 
TCCCTGGTGGTCCAGTAGCTAAGACTCCACACTCCCAATGTAGGGGGCCCAGGTTTAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr20.trna337-GlyCCC (8290999-8291071)  Gly (CCC) 73 bp  Sc: 40.41 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCAGTGCAGGGGACCTGGGTTCACTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna338-GlyCCC (8599430-8599502)  Gly (CCC) 73 bp  Sc: 40.41 
TCCCTGGTGGTTCAGTGGTTCAGACTCCGTGCTCCCACTGCGGATGGCTCGGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr25.trna1898-GlyCCC (30106316-30106387)  Gly (CCC) 72 bp  Sc: 40.43 
TTCCTGGTGGTCCTGTGGCTAAGACTCTGAACTCCCCGTGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna2459-GlyCCC (59780154-59780226)  Gly (CCC) 73 bp  Sc: 40.44 



TCCCTCGTGGTCCAGTGGCTAAGACTCAGCTTTCCCAAGGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1820-GlyCCC (46221227-46221298)  Gly (CCC) 72 bp  Sc: 40.45 
TCCCTGGTGGTCCAGAGTCTAAGATTCAGCGCTCCCAATGCAGGGGCCCAGGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr5.trna6780-GlyCCC (90994954-90994881)  Gly (CCC) 74 bp  Sc: 40.52 
TCCCTGGTGGTTCGGTGGCTAAAGACTCTGTGCTCCCAAGACAGGGGGCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4562-GlyCCC (31886071-31885999)  Gly (CCC) 73 bp  Sc: 40.53 
TCCCTTGTGGTCCAGCGGTTACGACTCTGCATTCCCAATGCAGAGGGACTGGGTTCGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2094-GlyCCC (63603590-63603661)  Gly (CCC) 72 bp  Sc: 40.54 
TACCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATGAGGGGACCTAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna4528-GlyCCC (45094442-45094370)  Gly (CCC) 73 bp  Sc: 40.59 
TCCTTGGTGGTCCAGTGGCCAAGACTCTGAGCTCCCAGTGCAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna3885-GlyCCC (56007956-56007884)  Gly (CCC) 73 bp  Sc: 40.61 
TCCCTGGTGGTCTAGTGGCTAGGACTCTGCTCTCCCAATGCAGGGAGCCTGGGTTCGTTC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna4483-GlyCCC (57758259-57758187)  Gly (CCC) 73 bp  Sc: 40.61 
TCCCTGGTGGTCCAGTGGCTGAGACGCTGCACTCCCAGTGCGGGGGCCCTGGGTTCAATT 
CCTGGACAGGGAA 
>Bos_taurus_chr10.trna7835-GlyCCC (13829666-13829594)  Gly (CCC) 73 bp  Sc: 40.66 
TTCCTGGTAGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr7.trna7811-GlyCCC (21729157-21729085)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTGGTCCAGTGGCTAAGACGCCATGCTCCCAACATAGGGGACTCAGGTTTGATC 
CCGGGTCAGGGAA 
>Bos_taurus_chr5.trna5223-GlyCCC (119660115-119660043)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTGGTCCAGTGGCTAAGAtgttgtGCTCCCAATGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGTGAA 
>Bos_taurus_chr19.trna4261-GlyCCC (49167427-49167355)  Gly (CCC) 73 bp  Sc: 40.66 
TCCCTGGTAGTCCAGTGGCTAAGACTCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATA 
CCTGGTCAGGTAA 
>Bos_taurus_chr3.trna3613-GlyCCC (95891215-95891286)  Gly (CCC) 72 bp  Sc: 40.70 
TCCCTGGTGGTCCAGTGATTAAGATTCTGTGTTCCCAATTCAGGGGCCCAGGTTCAATCT 
CTGGTCATGGAA 
>Bos_taurus_chr10.trna1928-GlyCCC (48085136-48085208)  Gly (CCC) 73 bp  Sc: 40.71 
TCCCTGGTGGTCCAGTGACTAAGATTCTGTGCTCCCAGTACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5484-GlyCCC (150304980-150305051)  Gly (CCC) 72 bp  Sc: 40.75 
TCCCTGGTGGTCCTGTGGCTAGGACTCTGCGATCCCAATGCAGAGGCCTGGGTTTCATCC 
CCGGTCAGGGAA 
>Bos_taurus_chr25.trna485-GlyCCC (8315610-8315683)  Gly (CCC) 74 bp  Sc: 40.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACGCAGGGGGCCCTGGGTTCCAT 
CCCTGGTTAGGGAA 
>Bos_taurus_chr22.trna1611-GlyCCC (44233111-44233183)  Gly (CCC) 73 bp  Sc: 40.80 
TCCCTGGTGGTCCAGTTGCTAAGACTCTCTATTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAAGGGT 
>Bos_taurus_chr17.trna4205-GlyCCC (62224016-62223943)  Gly (CCC) 74 bp  Sc: 40.86 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTGTTCCCAAAGCAGGGATCCCTGGGTTCAAT 
CCCTCGTTAGGGAA 
>Bos_taurus_chr12.trna3000-GlyCCC (76954899-76954971)  Gly (CCC) 73 bp  Sc: 40.89 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTAATC 
CCTGGTCGGGAAA 
>Bos_taurus_chr16.trna2607-GlyCCC (64749549-64749621)  Gly (CCC) 73 bp  Sc: 40.91 
TCCCTGTTGGTCCAGTGGCTAAGACTCCGTGCTCCCCATGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna4114-GlyCCC (81995504-81995432)  Gly (CCC) 73 bp  Sc: 40.92 
TCCCTGCTGGTCCAGTGGTAAAGACTCTGAGTTCCCAGTGCAGGGGGCTCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna705-GlyCCC (15869572-15869644)  Gly (CCC) 73 bp  Sc: 40.94 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGTACTCCCAGTGCCGGGGGTCCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr17.trna4492-GlyCCC (57555979-57555907)  Gly (CCC) 73 bp  Sc: 40.95 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTGCACGTTCAATC 



CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna6380-GlyCCC (33220066-33219994)  Gly (CCC) 73 bp  Sc: 40.95 
TCCTTGGTGGTCTAGTGGCTGAGACTCCATACTCCCAATGCGGAGGACCTGGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna5439-GlyCCC (114518260-114518188)  Gly (CCC) 73 bp  Sc: 40.96 
TCCCTGGCGGTCCAGTGGCTAAGGCTCTGCACTCCCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna11789-GlyCCC (5659910-5659837)  Gly (CCC) 74 bp  Sc: 40.97 
TCCCTGGTAGCTCAGGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCACT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6234-GlyCCC (64856785-64856713)  Gly (CCC) 73 bp  Sc: 41.00 
TTCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAAGGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna5874-GlyCCC (127344217-127344145)  Gly (CCC) 73 bp  Sc: 41.01 
TCCCTCGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGAGGGACCAGGTTCTATT 
CCTGGTCAGGGGA 
>Bos_taurus_chrX.trna6815-GlyCCC (138884196-138884124)  Gly (CCC) 73 bp  Sc: 41.02 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2323-GlyCCC (45395464-45395392)  Gly (CCC) 73 bp  Sc: 41.02 
TCTCTGATGGTCCAGTAGCTAAGACTCTGCACTCCCAATGCAGGGAGCCTGTGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna7546-GlyCCC (44070388-44070316)  Gly (CCC) 73 bp  Sc: 41.05 
TCCCTGGTGGTCCAGTGGCTATGACTCCGCACTCCCACTGTAGGGGGACCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3100-GlyCCC (70996660-70996732)  Gly (CCC) 73 bp  Sc: 41.06 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGTGCTCCCGATACAGGGTGCCCATGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3454-GlyCCC (80691343-80691272)  Gly (CCC) 72 bp  Sc: 41.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGTCCTGGGTTCAGTCC 
CTGGCCAGGTAA 
>Bos_taurus_chr16.trna1577-GlyCCC (42867242-42867314)  Gly (CCC) 73 bp  Sc: 41.07 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGGAGGGGGTTCAGGTTCCATC 
CCTCGTCAGGGAA 
>Bos_taurus_chr13.trna4891-GlyCCC (67219637-67219565)  Gly (CCC) 73 bp  Sc: 41.08 
TCCCTGGTGGTCCAGGGGCTACGATTCCACACTCCCAATGTAGGGGGGCCAGGTTCAATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr8.trna465-GlyCCC (10597536-10597608)  Gly (CCC) 73 bp  Sc: 41.11 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr23.trna2248-GlyCCC (47183690-47183762)  Gly (CCC) 73 bp  Sc: 41.12 
TTCCTGGTGGTCCAGGGGCTAAGACTCTGTACTCCCAGTTCAGAGGACCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr7.trna498-GlyCCC (12175132-12175204)  Gly (CCC) 73 bp  Sc: 41.12 
TCCTTGGCGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGTAGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4024-GlyCCC (13576163-13576091)  Gly (CCC) 73 bp  Sc: 41.13 
TCCCTGAAGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCTAGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4519-GlyCCC (10296895-10296823)  Gly (CCC) 73 bp  Sc: 41.14 
TCGCTGGTGGTCCAGTGGTTAAGACACTGTACTCCCAGTACAGGGGATTCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1216-GlyCCC (32033481-32033554)  Gly (CCC) 74 bp  Sc: 41.17 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAGTGCAGGGGGGGCCAGGCTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1534-GlyCCC (42432435-42432507)  Gly (CCC) 73 bp  Sc: 41.17 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCATGGCAGGGGGCCTGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna931-GlyCCC (21552557-21552630)  Gly (CCC) 74 bp  Sc: 41.19 
TCTCTGGTGGTCCAGAGGCTTACGACTCTGTGCTCCCAATGAAGGGGGCCCAGGTTCAAT 
TCCTGGTCAGGGAG 
>Bos_taurus_chr29.trna2503-GlyCCC (41995602-41995530)  Gly (CCC) 73 bp  Sc: 41.21 
TCCCTGGAGGTCCAGTGGCTAAGGCTCTGTGCTCCCAATGCAGGAGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1125-GlyCCC (34011848-34011920)  Gly (CCC) 73 bp  Sc: 41.24 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGACC 
CCTGGTCAGGGAA 



>Bos_taurus_chr7.trna4580-GlyCCC (112498709-112498637)  Gly (CCC) 73 bp  Sc: 41.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGGAGCTTGAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna553-GlyCCC (12602252-12602324)  Gly (CCC) 73 bp  Sc: 41.39 
TCCATGTTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATG 
TCTGGGTGGGGAA 
>Bos_taurus_chr14.trna1726-GlyCCC (38112579-38112651)  Gly (CCC) 73 bp  Sc: 41.39 
TCCCTGGTGGTCAAGTGGCCAAGACTCTGTGCTCCCAATGCAGGGGGTCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1319-GlyCCC (31038641-31038713)  Gly (CCC) 73 bp  Sc: 41.42 
TCCTTGATGGTCTAGTGACTGAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna4714-GlyCCC (100297816-100297744)  Gly (CCC) 73 bp  Sc: 41.50 
TCCCTGGTGGTCCAGTTGCTAAGACTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr27.trna1110-GlyCCC (28991604-28991676)  Gly (CCC) 73 bp  Sc: 41.51 
TCTCTGATGGTCCAGTGGTTAAGATTCTGAGCTCCCACTGCAGGGAACCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr6.trna151-GlyCCC (6384915-6384987)  Gly (CCC) 73 bp  Sc: 41.53 
TCCCTGGTGGTGGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna152-GlyCCC (6390808-6390880)  Gly (CCC) 73 bp  Sc: 41.53 
TCCCTGGTGGTGGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna155-GlyCCC (6395731-6395803)  Gly (CCC) 73 bp  Sc: 41.53 
TCCCTGGTGGTGGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna156-GlyCCC (6398124-6398196)  Gly (CCC) 73 bp  Sc: 41.53 
TCCCTGGTGGTGGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5277-GlyCCC (117966565-117966493)  Gly (CCC) 73 bp  Sc: 41.55 
TCCCTCGTGGTCCAGTGGCTAAGACTCCACACTCCCAGTGCGGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2814-GlyCCC (65637800-65637872)  Gly (CCC) 73 bp  Sc: 41.56 
TTCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAGGTGCGTTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3185-GlyCCC (74535010-74535082)  Gly (CCC) 73 bp  Sc: 41.56 
TCCCTGGTTGTCCAGTGGCTAAGACTCCATGCTCCCAATGTGGGGAGCCCAGGTTCAATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr6.trna4353-GlyCCC (118068888-118068960)  Gly (CCC) 73 bp  Sc: 41.58 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAACGCAGGAGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3003-GlyCCC (65665724-65665796)  Gly (CCC) 73 bp  Sc: 41.59 
TCCGTGGTGGTCCAGTGGCTGAGACTCCGCACTCCCAGTGCAGGGAGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna1920-GlyCCC (48299275-48299347)  Gly (CCC) 73 bp  Sc: 41.59 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAGTGCAGGGGACTCAGGTTCGAGA 
CTTGGTCAGGGAA 
>Bos_taurus_chr13.trna6111-GlyCCC (38177263-38177190)  Gly (CCC) 74 bp  Sc: 41.62 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCTTCGGGTTCAAC 
CCCTGACTGGGGAA 
>Bos_taurus_chr11.trna4496-GlyCCC (101770202-101770274)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCAGGGTCCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3774-GlyCCC (94499482-94499554)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTGGTCCAGTGGCTAGTACTCTACACTCCCAGTGCAGGGGACTCGGGTTCGAGT 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna315-GlyCCC (7223133-7223205)  Gly (CCC) 73 bp  Sc: 41.64 
TCCCTGGTAGTCCAGTGGCTAGGACTCCGTGCTCCCAATACAGGGGGCCTGGGTTCAATC 
CTTAGTCAGGGAA 
>Bos_taurus_chr16.trna2728-GlyCCC (66958600-66958672)  Gly (CCC) 73 bp  Sc: 41.65 
TCCCTGGTGGTTCAGTGGCTCAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGCTTAGGGAA 
>Bos_taurus_chr10.trna6054-GlyCCC (59978802-59978730)  Gly (CCC) 73 bp  Sc: 41.67 
TTCCTGGTGGTCTAGTGGTTAAGACACTGTGCTCCCAATACAGGGAGGGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2641-GlyCCC (29945708-29945636)  Gly (CCC) 73 bp  Sc: 41.71 



TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTCCCAAAGCAGGGGGTTCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna5403-GlyCCC (77123920-77123848)  Gly (CCC) 73 bp  Sc: 41.73 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGCCTGGTTTCTATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr3.trna6912-GlyCCC (67902748-67902676)  Gly (CCC) 73 bp  Sc: 41.73 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCACAAGGCCAGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna3280-GlyCCC (81645680-81645751)  Gly (CCC) 72 bp  Sc: 41.76 
TCCCTGGTGGTCCAGTGGCTAAGATCCTGTTCTCCCAGTGCGGGGGCCCAGGTTTGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr5.trna3864-GlyCCC (95930774-95930846)  Gly (CCC) 73 bp  Sc: 41.76 
TCTCTGGTGGTCCAGTGGCCCAGATCCTGCACTCCCAATCCAGAGAGCCCAGGTTCGATC 
CCTGGTCATGGAA 
>Bos_taurus_chrX.trna11887-GlyCCC (3689156-3689084)  Gly (CCC) 73 bp  Sc: 41.78 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCTCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna4999-GlyCCC (36169161-36169089)  Gly (CCC) 73 bp  Sc: 41.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5039-GlyCCC (132063018-132063090)  Gly (CCC) 73 bp  Sc: 41.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGGGGCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2328-GlyCCC (36498704-36498773)  Gly (CCC) 70 bp  Sc: 41.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGCGGGTTGGATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr9.trna3889-GlyCCC (102887853-102887926)  Gly (CCC) 74 bp  Sc: 41.82 
TCCATGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCCAGGGTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna3005-GlyCCC (90643434-90643506)  Gly (CCC) 73 bp  Sc: 41.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCCCTCCCAAAGCAGGGGACCAGGGTTCGATC 
TCTCGTCAGGGAA 
>Bos_taurus_chr17.trna2440-GlyCCC (56103815-56103887)  Gly (CCC) 73 bp  Sc: 41.89 
TCCCTGGTGGTCCAGAGGCTAAGACTTTGTTCTCCCAATGCAGGGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2577-GlyCCC (78702135-78702207)  Gly (CCC) 73 bp  Sc: 41.89 
TCTTTGGTGGTCCAGGGGCTAAGACTCTGCACTCCCAACGCAGGGGGCCCAGGTTCAGTC 
CCAGGCTGGAGAA 
>Bos_taurus_chr10.trna5524-GlyCCC (73659599-73659527)  Gly (CCC) 73 bp  Sc: 41.90 
TCCCTGGTGGTCTAGTGGCTAACACTCTGAGTTCCCAATGCAGGGGACCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7208-GlyCCC (48646193-48646121)  Gly (CCC) 73 bp  Sc: 41.93 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACGCAGGGTGCCAGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna1793-GlyCCC (45891631-45891703)  Gly (CCC) 73 bp  Sc: 41.96 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7009-GlyCCC (135129747-135129675)  Gly (CCC) 73 bp  Sc: 41.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAGGCAGGCAGTCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr6.trna5152-GlyCCC (104216514-104216443)  Gly (CCC) 72 bp  Sc: 42.00 
TCCCTGGTGGTTCAGTGGTTAAGACCCTGCAGTCCCAGTGCAGGGGCCCAGGTTCGACCC 
TTGGTCAAGGAA 
>Bos_taurus_chr6.trna6575-GlyCCC (71925649-71925577)  Gly (CCC) 73 bp  Sc: 42.00 
TCCCTGGTGGTCTAGTGGCTAAGACTCTATGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr18.trna3172-GlyCCC (65052239-65052166)  Gly (CCC) 74 bp  Sc: 42.12 
TCCCTGATGGTCCAGTAGTTAAGATCCTGCATTCCCAATGCAAGAGGGCATAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5631-GlyCCC (18649547-18649475)  Gly (CCC) 73 bp  Sc: 42.15 
TCCCTGGTGGTCCAGGGGTTAAGACTCCGTGATCCCAATGCAGGGGTCCCAGGTTCAACC 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna2344-GlyCCC (55130136-55130208)  Gly (CCC) 73 bp  Sc: 42.22 
TCTCTGGTGGTCCAGAGGCTCAGCCTCTGCACTCCCAATGCAGAGGGCCTGGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr7.trna2592-GlyCCC (58441818-58441890)  Gly (CCC) 73 bp  Sc: 42.22 
TCCCTGGTGGTCTAGTGGCTAATACTCTATGCTCCCAATGCAGAACGCCCAGGTTCAATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5932-GlyCCC (126392617-126392547)  Gly (CCC) 71 bp  Sc: 42.23 
TCCCTGGTAGTCCAGTGGCTAAGACTTTGAGCTCCCAACACAGGGCCTGGGTTCTATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr5.trna1141-GlyCCC (30811127-30811199)  Gly (CCC) 73 bp  Sc: 42.24 
TCCCTGGTGGTCCAGAGGCTAAGACTCTGTGCTCCCAAAGCAGAGGACCCAGGTTGGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr24.trna4073-GlyCCC (34601246-34601174)  Gly (CCC) 73 bp  Sc: 42.24 
TCCCTGGCGGTCCAGTGGTTAAGACTTCACATTCCCAATGCGGTGGGCCTGGGTTCAGTC 
CCCGGTCAGGGAA 
>Bos_taurus_chr1.trna6395-GlyCCC (147533723-147533651)  Gly (CCC) 73 bp  Sc: 42.25 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTCCCAATTCAGTGGGAACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna881-GlyCCC (21779746-21779818)  Gly (CCC) 73 bp  Sc: 42.27 
TCCCTGGTGGTCTAGTGGCTAAGATTCTGTGTTCCCAATGCAGGAAGCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1062-GlyCCC (28723682-28723754)  Gly (CCC) 73 bp  Sc: 42.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCTATGCAGGGGGCCCGTGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna194-GlyCCC (4120406-4120478)  Gly (CCC) 73 bp  Sc: 42.29 
TCGCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGTAGGGGCCCCAGGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2282-GlyCCC (35893147-35893219)  Gly (CCC) 73 bp  Sc: 42.30 
TCCCTGGTGGTCCAATGGGTAAGACTCTGTGCTCCCAATGCAGGGGGTCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1766-GlyCCC (43621380-43621452)  Gly (CCC) 73 bp  Sc: 42.37 
TCCCCAGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATACAGAACACCCAGGTTTGATC 
CCTGGTTGAGGAT 
>Bos_taurus_chr15.trna2287-GlyCCC (62278788-62278859)  Gly (CCC) 72 bp  Sc: 42.38 
TCCCTGGGGGTCCAGTGGTTAAGACTCTGTGTTCCCGATGCAGGGGGCCAGGTTTGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr12.trna2618-GlyCCC (65605080-65605152)  Gly (CCC) 73 bp  Sc: 42.40 
TCCCTGGTAGTCCAGTGACTAAGACTCTGCACTCCCAGTGCAGGGAACCCAGGTTCAATT 
CCTGGTGGGGGAA 
>Bos_taurus_chr28.trna3263-GlyCCC (4230491-4230419)  Gly (CCC) 73 bp  Sc: 42.40 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCACTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna1302-GlyCCC (30701274-30701346)  Gly (CCC) 73 bp  Sc: 42.42 
GCCCTGGTGGTCCACTGGCTAAGATTCTGCATTCCCAATGCAGCGGGACCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8642-GlyCCC (83727793-83727721)  Gly (CCC) 73 bp  Sc: 42.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGCACAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrX.trna8125-GlyCCC (109063974-109063902)  Gly (CCC) 73 bp  Sc: 42.44 
TCCCTCATAGTTTAGTAGCTAAGATTCTGTGCTCCCAATGCAGGGACCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4784-GlyCCC (68609371-68609298)  Gly (CCC) 74 bp  Sc: 42.45 
TCCCTGGAGGTCCAGTGGCTAAGACTCTGCCCTCCCAACGCAGGGGGCCCCAGGTTCTAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4901-GlyCCC (52781726-52781654)  Gly (CCC) 73 bp  Sc: 42.46 
TCCCTGGTGGTCTGGTGGTTAAGACTCCGCGCTCCCAGTGCAGAGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3047-GlyCCC (71977980-71978051)  Gly (CCC) 72 bp  Sc: 42.47 
TCCCTGGTGGTCTAGTGGCTAAGACCCCATGCTCCCAACAAGGGGGCCTTGGCTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna7962-GlyCCC (63187671-63187599)  Gly (CCC) 73 bp  Sc: 42.47 
TTCCTGGTGGGCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGGGCTTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr24.trna5363-GlyCCC (4309675-4309603)  Gly (CCC) 73 bp  Sc: 42.49 
TCCCTGGTGGTCCAGCGGCTAAGACACTGCGCTCCCAATGCAGGGGACCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna467-GlyCCC (13708452-13708523)  Gly (CCC) 72 bp  Sc: 42.50 
TCCCTGGTAGTTCAGGGCTAAGACTCTACGCTCCCAATGCAGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna3324-GlyCCC (51349369-51349297)  Gly (CCC) 73 bp  Sc: 42.58 
TCCCTGGTGGTCCAATGGCTAAGACTCTGAACTCCCAATACAGGGGACCAGGGTTCAACA 
CCTGGTCGGGGAA 



>Bos_taurus_chr8.trna6365-GlyCCC (61914589-61914516)  Gly (CCC) 74 bp  Sc: 42.59 
TCCCTGGTGGTCCAGTGGCTAGGACCCTGAGCTCCCAATGCAGGGGGCCCAGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5263-GlyCCC (136588940-136589012)  Gly (CCC) 73 bp  Sc: 42.64 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna185-GlyCCC (2604731-2604803)  Gly (CCC) 73 bp  Sc: 42.65 
TCCCTGGTGGTCTAGCGGCTGAGACTCTGCACTCCCTGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna6407-GlyCCC (13629690-13629618)  Gly (CCC) 73 bp  Sc: 42.67 
TCCCTGGTTGTCCTGTGGCTCAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2112-GlyCCC (44698912-44698984)  Gly (CCC) 73 bp  Sc: 42.68 
TCCCTGGTGGTTCAGTGGCTAAGATTCTGCACTCCCAATACAGGGGGCCTGGGTTCAGTC 
CCTGGCCAGGGAA 
>Bos_taurus_chr10.trna3062-GlyCCC (77506513-77506585)  Gly (CCC) 73 bp  Sc: 42.68 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCGTGGGGCCCAGCTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3971-GlyCCC (65260074-65260003)  Gly (CCC) 72 bp  Sc: 42.71 
TCTCTGGTGGTCCAGCGGCTAGGACCATGTGCTCCCAATGCAGGGGGCCTGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna2310-GlyCCC (54826820-54826891)  Gly (CCC) 72 bp  Sc: 42.72 
TCCCTGGCGGTCCAGTGGCTAAGACTCAGCGCTCCCAGTGCAGGGGTCCAGGTTCAATCC 
CTGGCCGGGGAA 
>Bos_taurus_chr18.trna3662-GlyCCC (55743245-55743173)  Gly (CCC) 73 bp  Sc: 42.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGTGGCCTGGGTTTGACC 
CCCGGCCAGGGAA 
>Bos_taurus_chr11.trna373-GlyCCC (6153788-6153860)  Gly (CCC) 73 bp  Sc: 42.76 
TCCTTGGTGGTTCAGTGGCTTAGACTCTGTGCTCCCAATGCTGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4607-GlyCCC (104068031-104068103)  Gly (CCC) 73 bp  Sc: 42.78 
TCCCTGGCGGTCCAACGGCTAAGACTCTGCAATCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna3871-GlyCCC (71192074-71192002)  Gly (CCC) 73 bp  Sc: 42.79 
TTCCTGGTAGTTCAGTGGCTAAAACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTTAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna6626-GlyCCC (63728408-63728336)  Gly (CCC) 73 bp  Sc: 42.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATACTCCCGGTGTAGGGGGCCCAGGTTCTATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5504-GlyCCC (27403557-27403485)  Gly (CCC) 73 bp  Sc: 42.81 
TCCCTGGTGGTTCAGTGGCTAAGACTTTGTCCTCCCAATGCAGGGGGCCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna587-GlyCCC (17882052-17882124)  Gly (CCC) 73 bp  Sc: 42.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGACCTAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna992-GlyCCC (18028897-18028969)  Gly (CCC) 73 bp  Sc: 42.83 
TCCCTGGTGGTCCAGTCATTAAGACTCTGTGCTCCCACTGCAGGGATCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4484-GlyCCC (33812794-33812722)  Gly (CCC) 73 bp  Sc: 42.84 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGAAGGAAGACCAGGTTCGATT 
CCTGATCAGGGAA 
>Bos_taurus_chr22.trna3753-GlyCCC (20728989-20728917)  Gly (CCC) 73 bp  Sc: 42.88 
TTCCTGGTGGTCCAGAGGCTAAGACTCTGCACTCCCAGTGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3299-GlyCCC (70317427-70317499)  Gly (CCC) 73 bp  Sc: 42.89 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAAGGCAGGAGGCCCGGGATCAAGG 
CCCGGTCAGGGAA 
>Bos_taurus_chr3.trna8099-GlyCCC (32971274-32971202)  Gly (CCC) 73 bp  Sc: 42.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGATACAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2585-GlyCCC (39957660-39957588)  Gly (CCC) 73 bp  Sc: 42.91 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr19.trna327-GlyCCC (11062054-11062126)  Gly (CCC) 73 bp  Sc: 42.92 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCTGGGTTCAGTC 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna6297-GlyCCC (146793456-146793384)  Gly (CCC) 73 bp  Sc: 42.95 



TCCCTCGTCGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGCGGACCCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr8.trna2093-GlyCCC (63599300-63599372)  Gly (CCC) 73 bp  Sc: 42.95 
TTCCTGGTGGTCCAGTGGCTGAGACTCTGTGCTCCCAATGCAGAGGGCACAGGTTCAATC 
CCTGGTTGGGAAA 
>Bos_taurus_chr17.trna3505-GlyCCC (74277025-74276953)  Gly (CCC) 73 bp  Sc: 42.96 
TCCCTGGCGGTCCAGTGGCTAAGACTCTTTGCTCCCAATGCAGGGGGCCCAGGATCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1183-GlyCCC (34246533-34246605)  Gly (CCC) 73 bp  Sc: 42.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6463-GlyCCC (12868409-12868337)  Gly (CCC) 73 bp  Sc: 43.00 
TCCCTGGTGGTCCAATGGCTAGGACTCTGCCTTCCCAATGCAGGGGGCTGGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr19.trna475-GlyCCC (13544651-13544723)  Gly (CCC) 73 bp  Sc: 43.02 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGTGGGCAGCCCGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr25.trna2039-GlyCCC (32788110-32788182)  Gly (CCC) 73 bp  Sc: 43.05 
TCTCTGGTGGTCCAGCGGCTAAGCCTCTGCTCTCCCAATGCAGGGGGCCCAGGTTCCAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna7111-GlyCCC (84543155-84543083)  Gly (CCC) 73 bp  Sc: 43.12 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGGCCTAGGTTTGATC 
CCTGTTTAGGGAA 
>Bos_taurus_chr17.trna3052-GlyCCC (66138514-66138586)  Gly (CCC) 73 bp  Sc: 43.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3509-GlyCCC (97860565-97860637)  Gly (CCC) 73 bp  Sc: 43.14 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCATTCCCAATGCAGGGGTCCCAGGTTCTCTC 
CCTGGTGGGGGAA 
>Bos_taurus_chr4.trna6295-GlyCCC (79666986-79666914)  Gly (CCC) 73 bp  Sc: 43.16 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGAACTCCCACTGCAGGAGGCACAGGTTCAATT 
ACTGTTTGGGGAA 
>Bos_taurus_chr1.trna5493-GlyCCC (150368970-150369042)  Gly (CCC) 73 bp  Sc: 43.16 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGTGCTCCCACTGCAGGGGACCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1589-GlyCCC (43621887-43621959)  Gly (CCC) 73 bp  Sc: 43.21 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATCCAGGGAACCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr19.trna4101-GlyCCC (52453877-52453805)  Gly (CCC) 73 bp  Sc: 43.22 
TCCCTGGTGGTCCAGTGGGCAAGACTCTGTGCTCCCAGCACAGGGGGCCTGGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr10.trna3204-GlyCCC (81069394-81069466)  Gly (CCC) 73 bp  Sc: 43.25 
TTCCTGGCGGTCCAGCGGCTAAGATTCCACACTCCCGATGCGGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna803-GlyCCC (17774324-17774396)  Gly (CCC) 73 bp  Sc: 43.31 
TCCCTGGTAGTCCAGTGGCTAAGATTCTGTGCTCCCAAAGCAGGGGCCCAGGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna4370-GlyCCC (12102056-12101984)  Gly (CCC) 73 bp  Sc: 43.34 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGTTCCCAATGCCGCGGGCCCAGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna985-GlyCCC (20579172-20579244)  Gly (CCC) 73 bp  Sc: 43.37 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGATTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5596-GlyCCC (111983358-111983286)  Gly (CCC) 73 bp  Sc: 43.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAACACAGGGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna6320-GlyCCC (71948123-71948051)  Gly (CCC) 73 bp  Sc: 43.41 
TCCCTGGTTGTCCAGTGGTTGGGACTCTGTCCTCCCAATGCAGAGGGCATAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna840-GlyCCC (18898618-18898690)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna1504-GlyCCC (44664540-44664612)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr26.trna1389-GlyCCC (37973479-37973551)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTTGATC 



CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna2903-GlyCCC (35704031-35703959)  Gly (CCC) 73 bp  Sc: 43.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAATCTGGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna420-GlyCCC (9112264-9112337)  Gly (CCC) 74 bp  Sc: 43.46 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCCCAGTGCAGGGGGCCCCAGGTTCGAT 
CTCTGGGCGGGGAA 
>Bos_taurus_chr25.trna168-GlyCCC (3812978-3813050)  Gly (CCC) 73 bp  Sc: 43.48 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTCCCCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna748-GlyCCC (19533156-19533228)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCTGGTGGTCCAGTGTCTAAGACTTTGTATTCCCAATGCAGAGGGCCCAAGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna2441-GlyCCC (73312802-73312874)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCTGGTGGTCCAGTGGCTAAGATTCTATGCTCCCAGTGAAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr25.trna2992-GlyCCC (34451336-34451264)  Gly (CCC) 73 bp  Sc: 43.51 
TCCCGGGTGGTTCAGTGGCTAAGACTCTGAGCTCCCAACGCAGGGGGCCTAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr19.trna1471-GlyCCC (28845213-28845285)  Gly (CCC) 73 bp  Sc: 43.52 
TCCCTGGCAGTCCAGTGGCTAAGACTTCACACTCCCAATGTAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1897-GlyCCC (47723591-47723663)  Gly (CCC) 73 bp  Sc: 43.55 
TTCCTGGTGGTCCAGTGGCTAAGATTCTGCGCTCCCAATGCAGGGATCCCGAGTTCCATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr29.trna1872-GlyCCC (46480679-46480751)  Gly (CCC) 73 bp  Sc: 43.59 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCGAGGCAGGGGGCCCAGGTTCCATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna4012-GlyCCC (67944318-67944246)  Gly (CCC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4628-GlyCCC (110053412-110053484)  Gly (CCC) 73 bp  Sc: 43.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8031-GlyCCC (110818733-110818661)  Gly (CCC) 73 bp  Sc: 43.69 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CTCCGTCGGGGAA 
>Bos_taurus_chr18.trna503-GlyCCC (13106299-13106371)  Gly (CCC) 73 bp  Sc: 43.70 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATACAGGGAGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4109-GlyCCC (106353099-106353171)  Gly (CCC) 73 bp  Sc: 43.70 
TCCCTAGCGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna969-GlyCCC (21101631-21101703)  Gly (CCC) 73 bp  Sc: 43.71 
TCCCTGGTGGTCCAATGACTAAGACACTGCAATCCCAATGCAGAGGGTCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr5.trna4060-GlyCCC (99401323-99401395)  Gly (CCC) 73 bp  Sc: 43.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATTCCCAGTGCAGGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5817-GlyCCC (32707832-32707760)  Gly (CCC) 73 bp  Sc: 43.75 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGCTCTCCCAATGCAGTAGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4832-GlyCCC (26875395-26875323)  Gly (CCC) 73 bp  Sc: 43.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGGTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr22.trna1447-GlyCCC (39548181-39548253)  Gly (CCC) 73 bp  Sc: 43.81 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCGGCCCAGGTTTGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr24.trna1846-GlyCCC (41905287-41905359)  Gly (CCC) 73 bp  Sc: 43.81 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4884-GlyCCC (35518599-35518527)  Gly (CCC) 73 bp  Sc: 43.83 
TCCTTGGTGGTTCAATGGTTGGGACTCTGCACTCCCACTGCAGGGGGCTCAGGTTCAACC 
CCTGGTGGGGGAA 
>Bos_taurus_chr14.trna4582-GlyCCC (62090970-62090898)  Gly (CCC) 73 bp  Sc: 43.84 
TGCCTGGTGGTCCAGCCGCTAAGACTCTGCGCTCCCAACGCAGGGGGCCCAGGTTTGATA 
CCTGGTCGGGAAA 



>Bos_taurus_chr13.trna2475-GlyCCC (59959494-59959566)  Gly (CCC) 73 bp  Sc: 43.87 
TCCCTTATCGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7240-GlyCCC (47992040-47991968)  Gly (CCC) 73 bp  Sc: 43.89 
TCCTTAATAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGATTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1050-GlyCCC (25572429-25572501)  Gly (CCC) 73 bp  Sc: 43.91 
GCCCTGGTGGTCTAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2160-GlyCCC (57223967-57224039)  Gly (CCC) 73 bp  Sc: 43.91 
CCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAACGCAGGGGGCCTGGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr10.trna7793-GlyCCC (14573891-14573819)  Gly (CCC) 73 bp  Sc: 43.93 
TCCCTGGTAGTCCAGTGGCCAAGATCCTGCATTCCCAATGCAAGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2299-GlyCCC (47746795-47746866)  Gly (CCC) 72 bp  Sc: 43.93 
TCCTTGGCGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna9006-GlyCCC (5880941-5880870)  Gly (CCC) 72 bp  Sc: 43.94 
TTCCTGCTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCAGTCC 
CTGGTCGGGGAA 
>Bos_taurus_chr26.trna2548-GlyCCC (40461688-40461616)  Gly (CCC) 73 bp  Sc: 43.95 
TCCCTGGTGGTCCAGGGACTAAGACTTTGCACTCCCAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6067-GlyCCC (19142552-19142480)  Gly (CCC) 73 bp  Sc: 43.96 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGTGCTCCCAATGCAGAGGACCCCGGTCCGATC 
CCAGGTCAGGGAG 
>Bos_taurus_chr2.trna4924-GlyCCC (130255123-130255195)  Gly (CCC) 73 bp  Sc: 43.98 
TCCCAGATTGTCCAGTGGCTAAGACCCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna7150-GlyCCC (24519212-24519140)  Gly (CCC) 73 bp  Sc: 43.98 
TCCCTGGTGGTCCAGGGACTAAGGCTTTGCACTCCCAATGCAGGGGCCCCAGGTTCGACG 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2141-GlyCCC (45192607-45192679)  Gly (CCC) 73 bp  Sc: 43.98 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTTAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2802-GlyCCC (62834934-62835006)  Gly (CCC) 73 bp  Sc: 44.00 
TCCCTGGTGGACCAGTGGCTAAGACTCTGTACTCCCAGTGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4969-GlyCCC (4519227-4519155)  Gly (CCC) 73 bp  Sc: 44.01 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAGCACAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6726-GlyCCC (26995570-26995498)  Gly (CCC) 73 bp  Sc: 44.01 
TCCCTGGTGGTCCAGTTCCTAAGACTTTGCGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTTAGGGGA 
>Bos_taurus_chr14.trna1028-GlyCCC (23586491-23586563)  Gly (CCC) 73 bp  Sc: 44.02 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGTGCTCCCAATGCAGGGTGCCTTGGTTCAATT 
CCTAGTTAGGGAA 
>Bos_taurus_chr4.trna457-GlyCCC (13604436-13604508)  Gly (CCC) 73 bp  Sc: 44.05 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTTCTCCCTGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna4912-GlyCCC (114396036-114396108)  Gly (CCC) 73 bp  Sc: 44.07 
TCCCTGGTGGTCCAGAGGTTAAGACTCTGCACTCCCGATGCAAGGTGCCCAGGTTTGATC 
CCTGGTAAGGGAA 
>Bos_taurus_chr5.trna6236-GlyCCC (101393372-101393300)  Gly (CCC) 73 bp  Sc: 44.08 
TTCCTGGTGGTCCACTGCTTAAGACTCTGCGCTCCCAATGCAGAGGGCCCAGGTTTGATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna4147-GlyCCC (96067682-96067753)  Gly (CCC) 72 bp  Sc: 44.12 
TCCCTGGTGGTCCAGTGGAAAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCCGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna2425-GlyCCC (57388320-57388248)  Gly (CCC) 73 bp  Sc: 44.12 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCCATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3946-GlyCCC (65637107-65637035)  Gly (CCC) 73 bp  Sc: 44.15 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAGTACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr27.trna2753-GlyCCC (27446238-27446166)  Gly (CCC) 73 bp  Sc: 44.17 



TCCCTGATGGTCTAGTGGCTAAGACTCTGAGTTCCCCTTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna1812-GlyCCC (28797062-28797133)  Gly (CCC) 72 bp  Sc: 44.18 
TCCCTGGTGGTTCAGTGGCTAAGACTCCGTACTCCCAGTGCGGGCTCCCAGGTTCAATCC 
CTGATCAGGGAA 
>Bos_taurus_chr1.trna2998-GlyCCC (83886453-83886525)  Gly (CCC) 73 bp  Sc: 44.20 
TCCCTGGTGGTCCAGTGGCTTAGACTCTATACTCCCAATGCAGGGGGTCAAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna988-GlyCCC (21190005-21190077)  Gly (CCC) 73 bp  Sc: 44.21 
TTCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGAACACAGGTTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr18.trna2932-GlyCCC (62051848-62051920)  Gly (CCC) 73 bp  Sc: 44.22 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr12.trna4573-GlyCCC (74443144-74443072)  Gly (CCC) 73 bp  Sc: 44.24 
TCCCTGGTGGTCCAATAGCTAAGACTCTGAACTCCCAATGCAGGAGGCCCAGGTTCGATT 
CCTGGTCAGGCAA 
>Bos_taurus_chr28.trna16-GlyCCC (589509-589581)  Gly (CCC) 73 bp  Sc: 44.28 
TCCCTAGTGGTCCAGTGGTTAAGACTATGCGCTCCCAATGCAGGGGGCCCAGGTTTAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4632-GlyCCC (55385352-55385280)  Gly (CCC) 73 bp  Sc: 44.30 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCAATCCCAATGCAGGGGGCCTGGGATCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna5371-GlyCCC (148070950-148071021)  Gly (CCC) 72 bp  Sc: 44.30 
TCCCTGACAGTCCAGTGGTTAAGGCACTGTGCTCCCCATGCTGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna9120-GlyCCC (3366883-3366811)  Gly (CCC) 73 bp  Sc: 44.31 
TCCCTGGTGGTCCAGGGGCTAAAACTCTGTGATCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna743-GlyCCC (19608625-19608697)  Gly (CCC) 73 bp  Sc: 44.31 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCGGGGGGCCCAGGTTCGATC 
CTTGTTCAGGGAA 
>Bos_taurus_chr23.trna1905-GlyCCC (40496286-40496361)  Gly (CCC) 76 bp  Sc: 44.33 
TCTCTGGTGGTCCAGTGGTCAGCGGGATTCTGAGCTCCCAATCCAGAGGGCCCAGGTTCG 
ATACCTGGTCAGGGGA 
>Bos_taurus_chr7.trna767-GlyCCC (15603951-15604023)  Gly (CCC) 73 bp  Sc: 44.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8696-GlyCCC (9009782-9009710)  Gly (CCC) 73 bp  Sc: 44.37 
TCTCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chrX.trna8189-GlyCCC (108097572-108097500)  Gly (CCC) 73 bp  Sc: 44.38 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2118-GlyCCC (49481263-49481191)  Gly (CCC) 73 bp  Sc: 44.41 
TCCCTGGCGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr25.trna1573-GlyCCC (26083934-26084006)  Gly (CCC) 73 bp  Sc: 44.42 
TTCTTAATGGTCCAGTGGCTAGGACTCTGCACTCCCAATGCAGGGGGTCTGGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna3563-GlyCCC (16972691-16972619)  Gly (CCC) 73 bp  Sc: 44.44 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGTCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr8.trna6441-GlyCCC (59831791-59831721)  Gly (CCC) 71 bp  Sc: 44.45 
TCCTTGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGTCTGGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr1.trna315-GlyCCC (5170531-5170603)  Gly (CCC) 73 bp  Sc: 44.48 
TTTCTGGTGGTCCAGTAGCTAAGACTCTGCATTCCCAATGCAGGGGTCTCAGGTTCGATC 
CCTGGTCAGTGAC 
>Bos_taurus_chr27.trna1306-GlyCCC (32906442-32906514)  Gly (CCC) 73 bp  Sc: 44.49 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGATTCCCAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6561-GlyCCC (17201214-17201141)  Gly (CCC) 74 bp  Sc: 44.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGCTCAGGCTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3977-GlyCCC (14635535-14635463)  Gly (CCC) 73 bp  Sc: 44.51 
CCCTTGGTGGTCCAGTGGCTAAGACACTGTGCTCCCAATGCAGGGGGCCCAGGTTCAGTC 



CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna316-GlyCCC (8654779-8654851)  Gly (CCC) 73 bp  Sc: 44.52 
CACTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr25.trna3119-GlyCCC (33134326-33134253)  Gly (CCC) 74 bp  Sc: 44.56 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGGCCCAGGTTCCAT 
CCCAGGTCAGGGAA 
>Bos_taurus_chr21.trna1109-GlyCCC (24918437-24918508)  Gly (CCC) 72 bp  Sc: 44.57 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna7829-GlyCCC (13895676-13895604)  Gly (CCC) 73 bp  Sc: 44.57 
TCCCTGGTAGTCCAGGGGCTAAGACTCTGCACTCCCAATGCACGGGGCATGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr14.trna5164-GlyCCC (45941107-45941035)  Gly (CCC) 73 bp  Sc: 44.59 
TCCCTGGTAGTTCTGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna2847-GlyCCC (65489795-65489867)  Gly (CCC) 73 bp  Sc: 44.60 
TCCCTGATGGACTAGTGGCTAAGACTTTGTGCTCCCACTGCAGCAGGCCTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr16.trna4701-GlyCCC (53041933-53041861)  Gly (CCC) 73 bp  Sc: 44.60 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGAGCTCAGGTTCGATC 
TCTGGTCAAGGAA 
>Bos_taurus_chr22.trna3072-GlyCCC (40687201-40687129)  Gly (CCC) 73 bp  Sc: 44.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGCGGCCCAGGTTCCACC 
CCAGGTCGGGGAA 
>Bos_taurus_chr2.trna4814-GlyCCC (128754336-128754408)  Gly (CCC) 73 bp  Sc: 44.62 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCATTCCCAATGAAGGCGGCCAAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3760-GlyCCC (57617568-57617496)  Gly (CCC) 73 bp  Sc: 44.66 
TCCTTGGTAGTCTGGTGGCTAAGACTCTGTGCTCCCAACGCCGGAGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4674-GlyCCC (40663918-40663846)  Gly (CCC) 73 bp  Sc: 44.67 
TCCCTAGTGGTCCAGTGGTTAGGACTCTGTGCTCCCACAGCAGGGGGCATAGGTTCCACT 
CCTGGTTAGGGAA 
>Bos_taurus_chr16.trna1900-GlyCCC (47734384-47734456)  Gly (CCC) 73 bp  Sc: 44.69 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCTCTCCCAATGCAGGGGACATGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr2.trna5545-GlyCCC (131915452-131915380)  Gly (CCC) 73 bp  Sc: 44.73 
TCCCTGATGGTTCCGTGGTTAAGACTCTGAGCTCCCAGTACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1725-GlyCCC (37228111-37228182)  Gly (CCC) 72 bp  Sc: 44.79 
TTCCTGGTGGTCTAGTGGCTAAGTCTCTGTACTCCCAATGCAGGGGGCCAGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna451-GlyCCC (13405325-13405397)  Gly (CCC) 73 bp  Sc: 44.79 
TCCCTGGTGGTTCAGTGGCTAAGACTTTGTACTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr2.trna4469-GlyCCC (122812142-122812214)  Gly (CCC) 73 bp  Sc: 44.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAGTGCAGGGGGCCTGGGTTCAATC 
CCTAGTCAAGGAA 
>Bos_taurus_chr11.trna173-GlyCCC (2354211-2354283)  Gly (CCC) 73 bp  Sc: 44.82 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTCCCAATGCAGGGGGATCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7471-GlyCCC (124470371-124470299)  Gly (CCC) 73 bp  Sc: 44.82 
TCCCTGGTGGTCCAGTGGCTAAGACGCCATGCTCCCAATGTAGGAGGCCCGGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5470-GlyCCC (28064773-28064701)  Gly (CCC) 73 bp  Sc: 44.83 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCCATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2668-GlyCCC (50723951-50724023)  Gly (CCC) 73 bp  Sc: 44.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCTGGGGGCCTGGGTTCCATC 
TCCAGTCAGGGAA 
>Bos_taurus_chr8.trna5071-GlyCCC (91353804-91353732)  Gly (CCC) 73 bp  Sc: 44.85 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7252-GlyCCC (130020462-130020391)  Gly (CCC) 72 bp  Sc: 44.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGCCTGGGTTGGATCC 
CTGGTCAGGGAA 



>Bos_taurus_chr5.trna4790-GlyCCC (112529085-112529157)  Gly (CCC) 73 bp  Sc: 44.89 
TCCCTGGTGGTTGAGTGGCTAAGACTCTGCGCTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr6.trna520-GlyCCC (18386957-18387029)  Gly (CCC) 73 bp  Sc: 44.89 
TCCCTGGTGGTCCAGTCGCTAAGACTCTGCACTCCCAATGCAGTGGACCTGGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna4733-GlyCCC (89459881-89459809)  Gly (CCC) 73 bp  Sc: 44.91 
TCCCTGATGGTCCAGTGGCTAAGACGCTGCACTCCCAGTGTAGGGGGCCTGGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr8.trna3577-GlyCCC (98953003-98953075)  Gly (CCC) 73 bp  Sc: 44.94 
TCCCGGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5535-GlyCCC (132037249-132037178)  Gly (CCC) 72 bp  Sc: 44.98 
TTCCCAGTGGTCCAGTGGCTAAGACTCTGTACTCCCAAAGCAGGGGCCCCGGTTTGAACC 
CTGGTTGGGGAA 
>Bos_taurus_chr11.trna3514-GlyCCC (82638623-82638695)  Gly (CCC) 73 bp  Sc: 44.99 
TCCCTGGTGGTCCAGTGGTTAAGACACTGTACTCCCAACGCAGAGGGCTGGGGTTGAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr2.trna1643-GlyCCC (48271150-48271222)  Gly (CCC) 73 bp  Sc: 45.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAGTGCAGGGGGCCCAAGTTCAATC 
CTTGATCAGGGAA 
>Bos_taurus_chr5.trna4885-GlyCCC (113920129-113920201)  Gly (CCC) 73 bp  Sc: 45.01 
TCCCTGATGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna746-GlyCCC (19721283-19721355)  Gly (CCC) 73 bp  Sc: 45.02 
TCCCTGGTGGTCCAGAGGCTACGACTCTGTGCTCCCAGTGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4196-GlyCCC (49061524-49061452)  Gly (CCC) 73 bp  Sc: 45.02 
TCCCTGCTAGTCCAGTGGCTAAGACTCTGGGCTCCCAATGCAGGGGGCCCAGGTGCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4262-GlyCCC (98427211-98427283)  Gly (CCC) 73 bp  Sc: 45.05 
TCCCTGGTGGGCCAGTGGCTTAAGACTCAGCGTTCCCAATGCAGGGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5102-GlyCCC (133532093-133532164)  Gly (CCC) 72 bp  Sc: 45.06 
TCCCTGGTGGTCCAGGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCTCAGGTTCAACCC 
CTGGTCAGGGAG 
>Bos_taurus_chr3.trna1389-GlyCCC (32713786-32713858)  Gly (CCC) 73 bp  Sc: 45.07 
TCCCTGATAGTCCAATGGCTAAGACTCTGCGCTCCCAGTGCAGGGGACCCAGTTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4166-GlyCCC (62509117-62509046)  Gly (CCC) 72 bp  Sc: 45.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTCCCAGTTAGGGGGCCCAGGTTCAATCC 
CTAGTTAGGGAA 
>Bos_taurus_chr23.trna4115-GlyCCC (17098615-17098543)  Gly (CCC) 73 bp  Sc: 45.09 
TCCCAGGTAGTCCAGTGGCTAAGACTCTGAGCTCCCAATTCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5177-GlyCCC (27141699-27141627)  Gly (CCC) 73 bp  Sc: 45.09 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGCACTCCCAATGAAGGGAGCCTGGGTTCAGTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr19.trna861-GlyCCC (19257127-19257198)  Gly (CCC) 72 bp  Sc: 45.10 
TCCCTGCTGGTCCAGTAGCTAAGACTCTGCATTCCCAAAGCAGGGGACCTGGTTCAATCC 
CAGGTCAGGGAA 
>Bos_taurus_chrX.trna4749-GlyCCC (127228224-127228295)  Gly (CCC) 72 bp  Sc: 45.12 
TCCTTGGTGGTCCACTGGCTAAGACTCTGCACTCCCAATGTAGGGGCCCAGGTTTGATCC 
CTGGTCACGGAA 
>Bos_taurus_chr23.trna4420-GlyCCC (11566132-11566060)  Gly (CCC) 73 bp  Sc: 45.13 
TCCCTGGTGGTCCAGTGGCTAAGGCTGTGCACTCCCAGTGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5694-GlyCCC (101196708-101196636)  Gly (CCC) 73 bp  Sc: 45.14 
TCCCTGGTGGTCTAATGGTTAAGACTCTGAGCTCCCAATGCAGGGGGCACAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4648-GlyCCC (126260016-126260088)  Gly (CCC) 73 bp  Sc: 45.15 
TCCCTAGTGGTCCAGTGGCGAAGACTCTGTGCTCCCAATACAGGGGTGCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5405-GlyCCC (74645675-74645603)  Gly (CCC) 73 bp  Sc: 45.16 
TCCCTGGTAGTCAAGTGGCTAAGATTCTGCACTCCCAATGCAAGGGGCCCAGGCTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7127-GlyCCC (132795664-132795592)  Gly (CCC) 73 bp  Sc: 45.17 



TCCCTGGTGGTCCAGTGGCTCAGGCTCTGCACTCCCAATACAGGGTTCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr10.trna6475-GlyCCC (48372686-48372614)  Gly (CCC) 73 bp  Sc: 45.19 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr7.trna1343-GlyCCC (22339812-22339884)  Gly (CCC) 73 bp  Sc: 45.20 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGAGCTCCCAGTTCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3072-GlyCCC (73638468-73638540)  Gly (CCC) 73 bp  Sc: 45.23 
TCCCTGGTGGTCCTGTGGCTGGGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5579-GlyCCC (104081210-104081138)  Gly (CCC) 73 bp  Sc: 45.28 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr2.trna1510-GlyCCC (44852309-44852381)  Gly (CCC) 73 bp  Sc: 45.29 
TCCCTGGTGGTTCAGTGCCTAAGACTCTGCACTCCCAATGCAGGGAGCCAGGGTTCAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr21.trna3253-GlyCCC (66913058-66912986)  Gly (CCC) 73 bp  Sc: 45.31 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGGG 
>Bos_taurus_chr19.trna4342-GlyCCC (47706634-47706561)  Gly (CCC) 74 bp  Sc: 45.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGGCCCAGGTTCCAT 
TCCTGGTTAGGGAA 
>Bos_taurus_chr2.trna4117-GlyCCC (117557468-117557540)  Gly (CCC) 73 bp  Sc: 45.42 
TCCCTGGTGGCCCACTGGCTAAGACTTTGTTTTCCCAATGCAAGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1841-GlyCCC (44624473-44624545)  Gly (CCC) 73 bp  Sc: 45.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCAGCCTAGGTTCAATT 
CCTGGGCAGGGAA 
>Bos_taurus_chr2.trna2549-GlyCCC (76394481-76394553)  Gly (CCC) 73 bp  Sc: 45.43 
TTCCTGGTAGACCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6400-GlyCCC (147205343-147205272)  Gly (CCC) 72 bp  Sc: 45.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGTGCTCCCAATGCAGGTGTCCAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr14.trna7026-GlyCCC (8030411-8030339)  Gly (CCC) 73 bp  Sc: 45.44 
TCCCTGGTGGTCCAGTGGCTGGGATTCTGCTTTCCCAGTGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGGA 
>Bos_taurus_chr29.trna2527-GlyCCC (41781408-41781336)  Gly (CCC) 73 bp  Sc: 45.45 
TCACTGGTGGTCCACTGGCTAAGACTCTGCACTCCCTATGCAGTGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna493-GlyCCC (14265651-14265723)  Gly (CCC) 73 bp  Sc: 45.47 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAACACAGGAGGCCTGAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna762-GlyCCC (16850380-16850453)  Gly (CCC) 74 bp  Sc: 45.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGGCCCAGTTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3016-GlyCCC (34097175-34097103)  Gly (CCC) 73 bp  Sc: 45.49 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTTTAGGCTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna8492-GlyCCC (63928305-63928234)  Gly (CCC) 72 bp  Sc: 45.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGAGTCCAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna3862-GlyCCC (102271123-102271194)  Gly (CCC) 72 bp  Sc: 45.54 
TCCCTGGTGGCCCAGTGGCTAGGACTCTGCGCTCCCAGCACAGGGGCCCAGGTTCCATCC 
CTGGTCGGGGAC 
>Bos_taurus_chr11.trna4203-GlyCCC (97057179-97057251)  Gly (CCC) 73 bp  Sc: 45.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGGCCCGGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr5.trna759-GlyCCC (23048445-23048517)  Gly (CCC) 73 bp  Sc: 45.55 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAAAGAA 
>Bos_taurus_chrX.trna4778-GlyCCC (127995918-127995990)  Gly (CCC) 73 bp  Sc: 45.58 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4629-GlyCCC (116020691-116020763)  Gly (CCC) 73 bp  Sc: 45.62 
TTCCTGGTGGTCCAGTGGCTAGGACTCTGCAGTCCCAATGCAGGGGGCACAGGTTTGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5859-GlyCCC (22322123-22322051)  Gly (CCC) 73 bp  Sc: 45.64 
TTCCTGGTGGGCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7765-GlyCCC (36739234-36739162)  Gly (CCC) 73 bp  Sc: 45.67 
TCCCTGGTGGTCCGGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3131-GlyCCC (93212626-93212698)  Gly (CCC) 73 bp  Sc: 45.71 
TCCCTAGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGCTCGACT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1941-GlyCCC (38208042-38208114)  Gly (CCC) 73 bp  Sc: 45.71 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAAAGCAGGGGGCCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr5.trna7663-GlyCCC (69970770-69970698)  Gly (CCC) 73 bp  Sc: 45.72 
TCCCTGGTGGTCCAGTGGCTAAGATTCTCTACTCCCAGTGCAGGGGACTCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr16.trna1458-GlyCCC (40007635-40007707)  Gly (CCC) 73 bp  Sc: 45.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGTTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr4.trna5718-GlyCCC (93704242-93704170)  Gly (CCC) 73 bp  Sc: 45.77 
TCCCTGATGGTACAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chrX.trna7250-GlyCCC (130041147-130041075)  Gly (CCC) 73 bp  Sc: 45.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGTCCAGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3917-GlyCCC (65954299-65954227)  Gly (CCC) 73 bp  Sc: 45.78 
TCCCTGGTGGCCCAGTGGCTGAGACTTTGTGTTCCCAACACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna316-GlyCCC (7885493-7885565)  Gly (CCC) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCAGTCCCACTGCAGGGGTCTCGGCTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna7992-GlyCCC (35379642-35379571)  Gly (CCC) 72 bp  Sc: 45.81 
TCCCTGACAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna5135-GlyCCC (28009963-28009891)  Gly (CCC) 73 bp  Sc: 45.82 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCGACGCAGGGGGCCCACGTTCCACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna978-GlyCCC (23598130-23598201)  Gly (CCC) 72 bp  Sc: 45.87 
TCCCTTGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGTGGCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna1850-GlyCCC (35656109-35656181)  Gly (CCC) 73 bp  Sc: 45.87 
TTCCTGATGGTCCAGTGGCTAAGACACTGTGCTCCCAATGCAGGGGGCACAGGTTCAATT 
CCTGGTCAGGGGA 
>Bos_taurus_chr1.trna4823-GlyCCC (132632830-132632902)  Gly (CCC) 73 bp  Sc: 45.88 
TCCCTGGTGGTCCAGTGGTGAAGATTCTGCACTCCCAATGTAGGGAGTCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6377-GlyCCC (98397297-98397225)  Gly (CCC) 73 bp  Sc: 45.88 
TCCCTAGTGGTCTAGAGGTAAAGGCTCTGCACTCCCAGTGCAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2717-GlyCCC (52328806-52328878)  Gly (CCC) 73 bp  Sc: 45.89 
TCTCTGGTGGTCCAATGGCTAAGACTCCATGCTCCCAATGTGGGGGGCCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr10.trna6959-GlyCCC (37013885-37013813)  Gly (CCC) 73 bp  Sc: 45.91 
TCCCTGGTGGTTCAGTGGCGAAGACTCTGCACTCCCAATGCAGGTGGCCTAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr19.trna2951-GlyCCC (56177849-56177922)  Gly (CCC) 74 bp  Sc: 45.93 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAAAGCAGGGGGACCTAGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4508-GlyCCC (10171380-10171308)  Gly (CCC) 73 bp  Sc: 45.97 
TCCCTGGTGGTCCAGTGACTAAGACTCTGAGCTCCCAATGCAGGGGGCCCGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1103-GlyCCC (32155063-32155135)  Gly (CCC) 73 bp  Sc: 45.98 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCGTTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3899-GlyCCC (108637288-108637360)  Gly (CCC) 73 bp  Sc: 45.99 
TCCTTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTAGGTTTGATC 
CTTGGTCAGGGAA 



>Bos_taurus_chr1.trna2538-GlyCCC (71374280-71374352)  Gly (CCC) 73 bp  Sc: 46.01 
TCTCCGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTCGGGGAA 
>Bos_taurus_chr10.trna6607-GlyCCC (46085570-46085498)  Gly (CCC) 73 bp  Sc: 46.09 
TCCCTGACAGTCCAGTGGCTAAGACTCCACGCTCCCAATGTAGGGGGCCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2817-GlyCCC (26203516-26203444)  Gly (CCC) 73 bp  Sc: 46.10 
TCCCTGGTGGTCCAGAGGCTAAGACTGTATGCTCCCAATGCATGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8915-GlyCCC (7192689-7192617)  Gly (CCC) 73 bp  Sc: 46.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAAGGCCTGGGTTCCATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr10.trna6695-GlyCCC (44586323-44586251)  Gly (CCC) 73 bp  Sc: 46.12 
TCTCTGATGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr29.trna21-GlyCCC (829300-829372)  Gly (CCC) 73 bp  Sc: 46.12 
TCCCTGATGGTCCAGTGGCTAAGACTTTGTGCTCCCAATACAGAGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna3091-GlyCCC (7465925-7465853)  Gly (CCC) 73 bp  Sc: 46.13 
TCTCTGGTGGTCCGGTGGCTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3279-GlyCCC (96075117-96075189)  Gly (CCC) 73 bp  Sc: 46.14 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGAGCACTGGTTTAATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr2.trna6307-GlyCCC (120127580-120127508)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCTGGTGGTCTAGGGGTTAGGACTCTGTGTTCCCATTGCAGGGGGCCTGGGTTTGATC 
CCCAGTAAGGGAA 
>Bos_taurus_chr1.trna4850-GlyCCC (133230993-133231065)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCGGGTGGTCCAATGGCTAGGACTCTGAGCTCCCAATGCAGGGGACCCAGGTTAGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna3142-GlyCCC (58799387-58799459)  Gly (CCC) 73 bp  Sc: 46.15 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTCCCAATGTGGGGAGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr2.trna8176-GlyCCC (73368605-73368533)  Gly (CCC) 73 bp  Sc: 46.24 
TCCCTGATGGTCCAGTGGCTTAGACTCTGCTCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTAGTTAGGGAA 
>Bos_taurus_chr8.trna4210-GlyCCC (112586784-112586712)  Gly (CCC) 73 bp  Sc: 46.24 
TCCCTGGTGGTTCAGTGGTTAGAACTCTGTGCTCCCAATGTAGGGGGCACAGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna6335-GlyCCC (33769141-33769068)  Gly (CCC) 74 bp  Sc: 46.30 
TCCCTGGTAGTTCAAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTGGGTTCAAA 
TCCTGGTCAGGGAA 
>Bos_taurus_chr24.trna744-GlyCCC (21715208-21715280)  Gly (CCC) 73 bp  Sc: 46.32 
TCCCTGGTGGTCCAGTGGCTGAGACTTTGGACTCCCAATGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8975-GlyCCC (14341984-14341912)  Gly (CCC) 73 bp  Sc: 46.32 
TCCCTGATGGTGCAGTGGCTAAGACTTTGTGCTCCCAATGCAGGGGGACCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr6.trna5182-GlyCCC (103894395-103894323)  Gly (CCC) 73 bp  Sc: 46.36 
TCCCTGGTAGTCCAATGGCTAGGACTCTGCGCTCCCAAGGCAGGGAGCCCAGGGTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2551-GlyCCC (40456169-40456097)  Gly (CCC) 73 bp  Sc: 46.36 
TCCCTTATGGTTCAGGGGCTAAGACTCTGCACTCCCCATGCAAGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2132-GlyCCC (45014646-45014718)  Gly (CCC) 73 bp  Sc: 46.37 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAATACAGGGGGCCCAGGTTCGCTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna8968-GlyCCC (241699-241627)  Gly (CCC) 73 bp  Sc: 46.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGAAGGGGCCCCAGGTTCAATA 
TCTGGTCAGGGAA 
>Bos_taurus_chr2.trna9883-GlyCCC (22758618-22758546)  Gly (CCC) 73 bp  Sc: 46.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGTGGGCCTGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2270-GlyCCC (67974068-67974140)  Gly (CCC) 73 bp  Sc: 46.46 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCAAAGTAGGGGACCCAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr23.trna2122-GlyCCC (44876844-44876915)  Gly (CCC) 72 bp  Sc: 46.47 



TCCCTGGTAGTCCAGTGGCTAAGACTCTGCGCTCCCAGTGCAGGGGCCCGGGTTCTATCC 
CCAGTCAGGGAA 
>Bos_taurus_chr26.trna3211-GlyCCC (23879217-23879145)  Gly (CCC) 73 bp  Sc: 46.55 
TCCCTGGTGGTCCAGTGGTTAGAACTCTGTACTCCCACTATAGGGGACACAGGTTAGATC 
CCTGTTTAGGGAG 
>Bos_taurus_chr21.trna716-GlyCCC (19288678-19288750)  Gly (CCC) 73 bp  Sc: 46.57 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGGTTCGAT 
CCCGGTCAGGGAA 
>Bos_taurus_chr8.trna5809-GlyCCC (73431987-73431915)  Gly (CCC) 73 bp  Sc: 46.58 
TCCTTGGTGGTCTGGTGGTTAAGACTCTGCTCTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr4.trna2533-GlyCCC (77444094-77444166)  Gly (CCC) 73 bp  Sc: 46.66 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5777-GlyCCC (23260905-23260833)  Gly (CCC) 73 bp  Sc: 46.67 
TCCCTGGTGGTCCATTGGCTAAGACTCTGTACTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2033-GlyCCC (54834036-54834108)  Gly (CCC) 73 bp  Sc: 46.69 
TCCCTTGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCTGGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4321-GlyCCC (60854664-60854592)  Gly (CCC) 73 bp  Sc: 46.73 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGGCCCGGGTTCGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chrX.trna1501-GlyCCC (35082273-35082345)  Gly (CCC) 73 bp  Sc: 46.76 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTAGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr5.trna2091-GlyCCC (55914525-55914597)  Gly (CCC) 73 bp  Sc: 46.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCCATGCAGGGGACCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3443-GlyCCC (86002520-86002592)  Gly (CCC) 73 bp  Sc: 46.78 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTTCTCCCAAAGCAGGAGGCCCAGGTGCAATT 
CCTGGTCAGAGAG 
>Bos_taurus_chr15.trna816-GlyCCC (27471496-27471568)  Gly (CCC) 73 bp  Sc: 46.81 
TCCCTGATGGTCCAGTGACTAAGATTTTGCACTCCCAATGCAGTGGGCCCAGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrX.trna8461-GlyCCC (103578065-103577993)  Gly (CCC) 73 bp  Sc: 46.86 
TCTCTGGTGGTCCAGTGGTTAAGGCTCTGCACTCCCAATGCAGGGGACCCTGGTTTGTTC 
CCTGGTCAGAGAA 
>Bos_taurus_chr3.trna3776-GlyCCC (100059309-100059382)  Gly (CCC) 74 bp  Sc: 46.86 
TCCCTGGTGGTCCAATGGCTTAAGACTCTGTGCTCCCAATGCAGAGGGTCTGGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5648-GlyCCC (70695563-70695491)  Gly (CCC) 73 bp  Sc: 46.87 
TCTCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr10.trna5420-GlyCCC (76920139-76920067)  Gly (CCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGCCTAGGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna1445-GlyCCC (34896619-34896691)  Gly (CCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3999-GlyCCC (14073513-14073441)  Gly (CCC) 73 bp  Sc: 46.93 
TTTCTGGTGGTCCAGTGGCTAAGGCTCTGCACTCCCAATGCAGGCGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4453-GlyCCC (45872900-45872828)  Gly (CCC) 73 bp  Sc: 46.95 
TCCCTGGTGGTCCAGTGGCTAAGATGCCGCACTCCCAATGTAGGTGGCCCAGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr10.trna2789-GlyCCC (70618609-70618681)  Gly (CCC) 73 bp  Sc: 46.95 
TCCCTGATGGTCCAGTGACTAAGATTCCGCACTCCCAATGCAGGGGCCCCAGGTTCAACC 
CCTGGACAGGGAA 
>Bos_taurus_chr22.trna4252-GlyCCC (9302025-9301953)  Gly (CCC) 73 bp  Sc: 46.97 
TCCCTAGTAGTCCAGTGGCTAAGATGCTGCACTCCCGAAGCAGAGGACCCAGGTTTGATC 
CCTGATTGGGGAA 
>Bos_taurus_chr5.trna9523-GlyCCC (24612973-24612901)  Gly (CCC) 73 bp  Sc: 47.01 
TCCCTGGCAGTCCAGTGGTTAAGATGCTGTGCTCCCAATGCAGAGGGTCCAGGTTTGAAC 
CCTGGTTGGGGAA 
>Bos_taurus_chrX.trna3153-GlyCCC (90276536-90276608)  Gly (CCC) 73 bp  Sc: 47.01 
TCCTTGGTGGTCCAGTGGCTAAGACCGTGTGCTCCCAATGCAGAGGGCCCAGGTTTGATC 



CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna845-GlyCCC (18919973-18920045)  Gly (CCC) 73 bp  Sc: 47.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGGACCCAGGTCCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna1833-GlyCCC (50336347-50336419)  Gly (CCC) 73 bp  Sc: 47.03 
TCCCTGATGGTCCAGTGGCTAAGACTCCACACTCCCAATGTAGGGAGCCAGGGTTCTAGC 
CCTTGTCAGGGAA 
>Bos_taurus_chr19.trna5462-GlyCCC (28270574-28270502)  Gly (CCC) 73 bp  Sc: 47.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCATGGGGTCCAGGTTTGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr13.trna2852-GlyCCC (66222332-66222404)  Gly (CCC) 73 bp  Sc: 47.04 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGCGCTCCCTATGCAGAGGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4656-GlyCCC (128975033-128975105)  Gly (CCC) 73 bp  Sc: 47.07 
TCCCTGGTGGTTTAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna4112-GlyCCC (63052814-63052742)  Gly (CCC) 73 bp  Sc: 47.09 
TCCCTGGTGGTCCAGCGGCTAAGATCCTGTGCTCCCAGTGCAGGAGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5752-GlyCCC (23589466-23589395)  Gly (CCC) 72 bp  Sc: 47.11 
TCCTTGGTGGTCCAGTGGCTGGGACTCTGTACTCCCAAGGTGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna4010-GlyCCC (6069442-6069370)  Gly (CCC) 73 bp  Sc: 47.13 
TCCCTGGTGGTCTAGTGGCTAAGATTCTGTGCTCCCAATGCAGGAACCCCTGGTTCGAGC 
CCTGGTCAGGGAC 
>Bos_taurus_chr3.trna836-GlyCCC (21119440-21119510)  Gly (CCC) 71 bp  Sc: 47.14 
GCACTGGTGGTTTAATGGTAGAATTCTCACCTCCCATGTGGGAGACCTGGGTTTGATTCC 
TGGCCAGTGTA 
>Bos_taurus_chr19.trna5292-GlyCCC (30836807-30836734)  Gly (CCC) 74 bp  Sc: 47.14 
TCCCTGATGGTTCAGTGGCTAAAACTCTGCACTCCCAATGCAGAGGGGTCTGGGTTCAGT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2616-GlyCCC (62575897-62575969)  Gly (CCC) 73 bp  Sc: 47.14 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2495-GlyCCC (70475061-70475133)  Gly (CCC) 73 bp  Sc: 47.30 
TCTCTGGTGGTCCAGCGGCTAAGACACTGCTCTCCCAGTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCACAGAA 
>Bos_taurus_chr25.trna1420-GlyCCC (23706124-23706195)  Gly (CCC) 72 bp  Sc: 47.32 
TCCCCAGTGGTCCAGTGGCTAGGACTCTGCGTTCCCAGTGCCGGGGCCCAGGTTCCATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr12.trna2059-GlyCCC (50463919-50463991)  Gly (CCC) 73 bp  Sc: 47.33 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGCAGTCCCAATGCAGGGGGCCGGGGTTCAATT 
CCCGGTCAGGGAA 
>Bos_taurus_chr7.trna8222-GlyCCC (16732802-16732730)  Gly (CCC) 73 bp  Sc: 47.37 
TCCTTGATGGTCCAGTGGCTGAGACTCTGCTCTCCCAATGCAGAGGGGCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna237-GlyCCC (5462221-5462293)  Gly (CCC) 73 bp  Sc: 47.37 
TCCCTTATGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGAGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2293-GlyCCC (62447381-62447453)  Gly (CCC) 73 bp  Sc: 47.38 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr11.trna10-GlyCCC (170884-170956)  Gly (CCC) 73 bp  Sc: 47.40 
CCCCTGGTGGTCCAGTAGCTAAGACTCTGAACTCCCAATACAGGGTGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5085-GlyCCC (33874182-33874110)  Gly (CCC) 73 bp  Sc: 47.42 
TTCCTGGTGGTCCAGTGGTTAAGACTCTGTACTCCCAATGCAAGGGGCACAGGTTAGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr26.trna2968-GlyCCC (31792154-31792083)  Gly (CCC) 72 bp  Sc: 47.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCAATCCCAGTGCAGGGACCCAGGTTCGATCC 
CTGGTCAAGGAT 
>Bos_taurus_chr23.trna4835-GlyCCC (3477799-3477727)  Gly (CCC) 73 bp  Sc: 47.44 
TCCCTGGTGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTCAATC 
TCCGGTCAGGGAA 
>Bos_taurus_chr11.trna3503-GlyCCC (82457300-82457372)  Gly (CCC) 73 bp  Sc: 47.45 
TCACTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCTAGGTTCGATC 
CCTGGTCAGAGAA 



>Bos_taurus_chr10.trna867-GlyCCC (19519350-19519421)  Gly (CCC) 72 bp  Sc: 47.45 
TTTCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna9331-GlyCCC (176363-176291)  Gly (CCC) 73 bp  Sc: 47.52 
TCCCTGGTGGTCCAGTGGCCGAGACTCAGCACTCCCGGTGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2894-GlyCCC (77112126-77112197)  Gly (CCC) 72 bp  Sc: 47.57 
TCCTTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGCCCAGGGTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr1.trna8206-GlyCCC (96984693-96984620)  Gly (CCC) 74 bp  Sc: 47.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCCGGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna5116-GlyCCC (1828690-1828618)  Gly (CCC) 73 bp  Sc: 47.59 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr2.trna1349-GlyCCC (39960539-39960611)  Gly (CCC) 73 bp  Sc: 47.60 
TCCCCAATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCAGGGTTCTGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna1388-GlyCCC (35267795-35267867)  Gly (CCC) 73 bp  Sc: 47.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3703-GlyCCC (56873731-56873659)  Gly (CCC) 73 bp  Sc: 47.62 
TCCCTGGTGGTGCAGTGGCTAAGACTCTGCATTCCCAATACAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr10.trna553-GlyCCC (12756505-12756577)  Gly (CCC) 73 bp  Sc: 47.63 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr16.trna6779-GlyCCC (1510385-1510313)  Gly (CCC) 73 bp  Sc: 47.64 
TCCCTGGTGGTCCAGTGGCCAGGACTCTGTGCTCCCAGTGCAGGGGACCCAGGTTCAATT 
CCTGGTCAGGTAA 
>Bos_taurus_chr3.trna4511-GlyCCC (113829320-113829392)  Gly (CCC) 73 bp  Sc: 47.67 
TCCCTGGTGGTTCAGTGGCAAAGACTCTGCACTCCCAATGCAGAGGGTCCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr6.trna153-GlyCCC (6393311-6393383)  Gly (CCC) 73 bp  Sc: 47.72 
TCCCTGGTGGTCGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna154-GlyCCC (6394714-6394786)  Gly (CCC) 73 bp  Sc: 47.72 
TCCCTGGTGGTCGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna157-GlyCCC (6398909-6398981)  Gly (CCC) 73 bp  Sc: 47.72 
TCCCTGGTGGTCGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna171-GlyCCC (6867470-6867542)  Gly (CCC) 73 bp  Sc: 47.72 
TCCCTGGTGGTCGAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTTGCTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna11218-GlyCCC (19068037-19067966)  Gly (CCC) 72 bp  Sc: 47.74 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCACTCCCAATGCAGGGGCCTGGGTTTGATCC 
CTGGCCAGAGAA 
>Bos_taurus_chrX.trna847-GlyCCC (19011845-19011916)  Gly (CCC) 72 bp  Sc: 47.74 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCACTCCCAATGCAGGGGCCTGGGTTTGATCC 
CTGGCCAGAGAA 
>Bos_taurus_chr28.trna3374-GlyCCC (467379-467307)  Gly (CCC) 73 bp  Sc: 47.77 
TTCCTGGTGGTTCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8667-GlyCCC (96176823-96176751)  Gly (CCC) 73 bp  Sc: 47.78 
TCCATGGTGGTCCAGTGGTTAAGACTATGTGCTCCCAATGCAGGGGACCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6820-GlyCCC (25645913-25645841)  Gly (CCC) 73 bp  Sc: 47.79 
TCCCTGGTGGTCCAGTAGCTAAGACACTGTGCTCCCAATGCAGGGGTCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3344-GlyCCC (73894687-73894759)  Gly (CCC) 73 bp  Sc: 47.81 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna489-GlyCCC (12489384-12489456)  Gly (CCC) 73 bp  Sc: 47.84 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAAGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5235-GlyCCC (136042860-136042931)  Gly (CCC) 72 bp  Sc: 47.84 



TCCCTGGTGGTCCAGTGGCTAAGACTCCGTACTCCCAATGCAGGGGCCCAGGTACGACCC 
CTGGTCTGGGAA 
>Bos_taurus_chr29.trna1068-GlyCCC (28774838-28774910)  Gly (CCC) 73 bp  Sc: 47.86 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACGCCCGATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2415-GlyCCC (52912867-52912939)  Gly (CCC) 73 bp  Sc: 47.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna2338-GlyCCC (51117823-51117895)  Gly (CCC) 73 bp  Sc: 47.87 
TCTCTGATGGTCCAGTGGTTAAGACTCTGCACTCCCAAGGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna126-GlyCCC (3390646-3390718)  Gly (CCC) 73 bp  Sc: 47.88 
TCCTTGGTGGCCCAGTGGTTAAGACTCTGCACTCCCCATACAGGGGCCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1126-GlyCCC (33308808-33308880)  Gly (CCC) 73 bp  Sc: 47.88 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4273-GlyCCC (8791780-8791708)  Gly (CCC) 73 bp  Sc: 47.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCTGGGCTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr23.trna4199-GlyCCC (15878306-15878233)  Gly (CCC) 74 bp  Sc: 47.91 
TCCCTGGTGGTTCAGTGGCTAAGAGCTCTGAGCTCCCAATGCAGAGGGCTCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3201-GlyCCC (91024681-91024753)  Gly (CCC) 73 bp  Sc: 47.95 
TCCCTGGTGGTCCAGTGTTTAAGATTCCGTGATCCCAATGCAGGGGTCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4195-GlyCCC (118013042-118013114)  Gly (CCC) 73 bp  Sc: 48.01 
TCCCTCATGGTCCAATGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCAGGGTTAGATC 
CCCAGTGAGGGAA 
>Bos_taurus_chr19.trna4706-GlyCCC (42741455-42741383)  Gly (CCC) 73 bp  Sc: 48.02 
TCCCTGGTAGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna282-GlyCCC (10792033-10792105)  Gly (CCC) 73 bp  Sc: 48.03 
TCCCTGATAGTCCAGTGGTTAAGACTCTGTGCTCCCAATTCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna808-GlyCCC (17995131-17995203)  Gly (CCC) 73 bp  Sc: 48.05 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGCGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2612-GlyCCC (73247195-73247267)  Gly (CCC) 73 bp  Sc: 48.05 
TTCCTGGTGGTCCAGTGGCTAAGACTCTTCACTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr25.trna3081-GlyCCC (33493118-33493046)  Gly (CCC) 73 bp  Sc: 48.07 
TCCCTAGTGGTCCAGTGGATAGGACTCTATGCTCCCAATGCAGGGCGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4068-GlyCCC (17786981-17786909)  Gly (CCC) 73 bp  Sc: 48.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAACGCGTGGAGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6852-GlyCCC (89540494-89540422)  Gly (CCC) 73 bp  Sc: 48.10 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAACCCCCAATGCAGGGGACCCAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr7.trna6459-GlyCCC (59460399-59460327)  Gly (CCC) 73 bp  Sc: 48.11 
TCCCTGGTGGTCTAATGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chrX.trna192-GlyCCC (4575593-4575665)  Gly (CCC) 73 bp  Sc: 48.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAAGGCAGAGGGCCCAGGTTTGACC 
CCTGGTCAGGAAC 
>Bos_taurus_chr11.trna321-GlyCCC (5224527-5224599)  Gly (CCC) 73 bp  Sc: 48.14 
TCCCTGGTGGTCTAATGGCTAGAACTCCGTACTCCCAATGCAGGGAGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7766-GlyCCC (36734328-36734257)  Gly (CCC) 72 bp  Sc: 48.16 
TCCCTGGTGGTCCAGTGGCTAAGACTCTATGTTCCCAATGCAGGGGGCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1532-GlyCCC (32398838-32398910)  Gly (CCC) 73 bp  Sc: 48.17 
TCCCTGGTGGTCCAGGGGCTAAGAATCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2451-GlyCCC (53739806-53739878)  Gly (CCC) 73 bp  Sc: 48.20 
TCCCTGGTGGTCCAGTGGTTGAGACACTGCATTCCCAATGCAGGGGGCACAGGTTTGATC 



CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna7083-GlyCCC (12645380-12645308)  Gly (CCC) 73 bp  Sc: 48.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr16.trna2113-GlyCCC (53557072-53557144)  Gly (CCC) 73 bp  Sc: 48.23 
GCCCTGGTGGTCCAGTGGTTAAGACTCTGAGTTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna786-GlyCCC (20456111-20456183)  Gly (CCC) 73 bp  Sc: 48.25 
TCCCTGGTGGTCCAGTGGGCAAGACTCTGTACTCCCAATGCAAGAGACCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr26.trna1210-GlyCCC (34538738-34538810)  Gly (CCC) 73 bp  Sc: 48.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCCGATCAGGGAA 
>Bos_taurus_chr1.trna4630-GlyCCC (128609772-128609844)  Gly (CCC) 73 bp  Sc: 48.31 
TCCCTGATGGTCCAGGGACTATGACCCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8232-GlyCCC (20981434-20981362)  Gly (CCC) 73 bp  Sc: 48.32 
TCTCTGGTGGTCCAGTGGCTAAAACTCTGTGCTCCCAAAGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8134-GlyCCC (108975256-108975185)  Gly (CCC) 72 bp  Sc: 48.34 
TCTTTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATTCAGGAGCCTGGGTTTGATCC 
CCGGTCAGGGAA 
>Bos_taurus_chr24.trna3087-GlyCCC (56831020-56830947)  Gly (CCC) 74 bp  Sc: 48.36 
TCCCTGGCGGTCCAGTTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGTTCAGGTTCGAA 
CCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1701-GlyCCC (27408296-27408368)  Gly (CCC) 73 bp  Sc: 48.36 
TCCCTGGTGGTCCAGTGGCCAACACTCTGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna1437-GlyCCC (42329464-42329536)  Gly (CCC) 73 bp  Sc: 48.38 
TCCCTGGTGGTCCAGTGGCTAAGATTCTCCACTCCCAATAGAGGGAGCCCAGGTTCAATG 
CCTGGTCATGGAA 
>Bos_taurus_chr2.trna6276-GlyCCC (120553180-120553109)  Gly (CCC) 72 bp  Sc: 48.38 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCAAAGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna604-GlyCCC (14783892-14783964)  Gly (CCC) 73 bp  Sc: 48.41 
TACCTGGTGGTTCAGTGGCTAAGACTCTGCGCTCCCAACGCAGGGGACCCAGGTTCAATC 
TCTGGTCAGGAAA 
>Bos_taurus_chr21.trna5132-GlyCCC (22279590-22279518)  Gly (CCC) 73 bp  Sc: 48.41 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGAATCCGGGTTCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr19.trna345-GlyCCC (11415791-11415863)  Gly (CCC) 73 bp  Sc: 48.45 
CCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4124-GlyCCC (62866855-62866783)  Gly (CCC) 73 bp  Sc: 48.50 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTTCACTCCCAATGCAGGGGGCCCAGGTTCAGTA 
CCTGGACAGGGAA 
>Bos_taurus_chr9.trna2022-GlyCCC (61494627-61494699)  Gly (CCC) 73 bp  Sc: 48.51 
TCCCTGGTGGTCCAGTGGCTTGGACTCTGGGCTCCCAATGCAGAGTGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6979-GlyCCC (14392543-14392471)  Gly (CCC) 73 bp  Sc: 48.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACCCCCACTGCAGGGAGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna638-GlyCCC (17257387-17257459)  Gly (CCC) 73 bp  Sc: 48.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCCACTCCCAATGCAGGGGGCCCGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5877-GlyCCC (146467483-146467563)  Gly (CCC) 81 bp  Sc: 48.57 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGAGGGGGGTCCAG 
GTTAGATTCCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1907-GlyCCC (47168544-47168616)  Gly (CCC) 73 bp  Sc: 48.57 
TCCCTGGTGGTCCAGAGGCTAACACTCTGCACTCCCAATGCAGGGGACCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr23.trna764-GlyCCC (16732485-16732557)  Gly (CCC) 73 bp  Sc: 48.61 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAGTGCGGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr4.trna4373-GlyCCC (119105260-119105331)  Gly (CCC) 72 bp  Sc: 48.61 
TCCCTGGTGGTCCAGTGGCTAAGAGTGTGCACTCCCAATGCAGGGGGCTGGGTTCAATCC 
CCGGTCAGGGAA 



>Bos_taurus_chr18.trna6238-GlyCCC (2006260-2006188)  Gly (CCC) 73 bp  Sc: 48.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna431-GlyCCC (14315963-14316035)  Gly (CCC) 73 bp  Sc: 48.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3525-GlyCCC (98148847-98148919)  Gly (CCC) 73 bp  Sc: 48.63 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna751-GlyCCC (24452818-24452890)  Gly (CCC) 73 bp  Sc: 48.65 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna424-GlyCCC (9308393-9308465)  Gly (CCC) 73 bp  Sc: 48.65 
TCCCTGGTGGTCCAGTGGTTAAGACAGTGCACTCCCAGTGCAAAGGCCACAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3031-GlyCCC (57430348-57430420)  Gly (CCC) 73 bp  Sc: 48.65 
TCCCTGATGGTCCAGCGGGTAAGGCTCTGCACTCCCGGTGCGGGGGGCCCAGGATCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr19.trna1839-GlyCCC (35171081-35171153)  Gly (CCC) 73 bp  Sc: 48.66 
TTCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCACTGCAGGGGACCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna5144-GlyCCC (104302870-104302798)  Gly (CCC) 73 bp  Sc: 48.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGTGCTCCCAATGCAGGGAACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna5216-GlyCCC (135704028-135704099)  Gly (CCC) 72 bp  Sc: 48.68 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna8120-GlyCCC (8583727-8583655)  Gly (CCC) 73 bp  Sc: 48.69 
TCCCTGGTAGTCCAGCGGCTAAGACTCTGTACTCCCAATGCAGGGAGCCTGGGTTCAGTC 
CCCGGTCAGGGAA 
>Bos_taurus_chr18.trna4816-GlyCCC (36746109-36746037)  Gly (CCC) 73 bp  Sc: 48.73 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCACGGGGCCCAGATTCCATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1782-GlyCCC (33866695-33866767)  Gly (CCC) 73 bp  Sc: 48.74 
TCCCTGGTAGTCCAGTGGCTAGGACTCTGCACTCCCAGTGTGGTGGGCCCAGGTTCAATC 
CTTGGTTAGGGAA 
>Bos_taurus_chr16.trna1521-GlyCCC (41996101-41996173)  Gly (CCC) 73 bp  Sc: 48.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGTAGGGGACCCAGGCTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4910-GlyCCC (52590990-52590918)  Gly (CCC) 73 bp  Sc: 48.79 
TTCCTGATGATCCAGTGGCTAAGATTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4740-GlyCCC (7728108-7728035)  Gly (CCC) 74 bp  Sc: 48.79 
TCCCTGGTGGTCCAGTGGCTAAGACCCCGCTCTCCCAAAGCAGGGGGCCCGGGGTTCGAT 
CCCCGGTCAGGGAA 
>Bos_taurus_chr15.trna4363-GlyCCC (58311472-58311400)  Gly (CCC) 73 bp  Sc: 48.81 
TCCCTGGAGGTTCAGGGGCTAAGACTTTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna1055-GlyCCC (28348427-28348499)  Gly (CCC) 73 bp  Sc: 48.83 
TCCCTGGTAGTCTAGTGGCTAAGACCCTGTACTCCCAATGCAGGGGGCCCAGGTACAATC 
CCTGGTCATGGAA 
>Bos_taurus_chr10.trna7239-GlyCCC (28828190-28828118)  Gly (CCC) 73 bp  Sc: 48.88 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGAGGTCTGGGTTCAATC 
CCTGGTCAGAGAG 
>Bos_taurus_chr6.trna4419-GlyCCC (119348532-119348460)  Gly (CCC) 73 bp  Sc: 48.88 
TCCTTGGTGGTCCAGTGGTTAAGATTCTGCACTCCCAATGCAGGGGACCTGGGTTCAATC 
CTTGGTCAGGGAT 
>Bos_taurus_chr13.trna1595-GlyCCC (36053889-36053961)  Gly (CCC) 73 bp  Sc: 48.91 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCATGGAA 
>Bos_taurus_chr19.trna5663-GlyCCC (24935308-24935236)  Gly (CCC) 73 bp  Sc: 48.92 
TCCTTGGTGGTCCAGTGTCTGAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3346-GlyCCC (78517097-78517169)  Gly (CCC) 73 bp  Sc: 48.92 
TCCCTGATGGTCCAGTGGCTAAGATACCATGCTCCCAATGCGGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna506-GlyCCC (11385053-11385125)  Gly (CCC) 73 bp  Sc: 48.95 



TCCGTGGTGGTCCAGTGGTTAAGACTCTGAGCTCCCGATTCAGAGGGCCTAGGTTCGATC 
CTTGGTCAGGGAG 
>Bos_taurus_chr10.trna7007-GlyCCC (35932706-35932634)  Gly (CCC) 73 bp  Sc: 48.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGAGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr10.trna1862-GlyCCC (47002411-47002483)  Gly (CCC) 73 bp  Sc: 49.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4486-GlyCCC (107004746-107004818)  Gly (CCC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGCTTAGACTCTGCACTCCCATTGTGGGGGGCCCAGGTTCGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr21.trna1349-GlyCCC (28174241-28174313)  Gly (CCC) 73 bp  Sc: 49.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACATTCCCGATGCAGAGAGCCCAGGTTCAATC 
TCTGGTAGGGGAA 
>Bos_taurus_chr13.trna2540-GlyCCC (61157419-61157491)  Gly (CCC) 73 bp  Sc: 49.08 
TCCCTGGTGGTCCAGTGGCTAAGGCTCTGAGCTCCCAGTGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1873-GlyCCC (44054532-44054603)  Gly (CCC) 72 bp  Sc: 49.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGATCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna673-GlyCCC (18744147-18744219)  Gly (CCC) 73 bp  Sc: 49.10 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGCATTCCCAATGCAGGGATCCTGGGTTCAATC 
CTTGGTCGGGGAA 
>Bos_taurus_chr16.trna2909-GlyCCC (70403420-70403492)  Gly (CCC) 73 bp  Sc: 49.12 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGCGCTCCCAAGGCAGAGGGCCCGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr15.trna2742-GlyCCC (74024807-74024879)  Gly (CCC) 73 bp  Sc: 49.13 
TCCCTGGTGGTCCAGTGGCTAGGGCTCTGTGCTCCCAATGCAGGGACTCTGGGTTCAATC 
CCCTGTCAGGGAA 
>Bos_taurus_chr3.trna4054-GlyCCC (105500567-105500639)  Gly (CCC) 73 bp  Sc: 49.14 
TCCCTGATGGTCCCGTGGCTAAGACTCTGAGTTCCCATTACAGGGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1394-GlyCCC (34132638-34132710)  Gly (CCC) 73 bp  Sc: 49.15 
ACTTTGGTAGTCCATTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4826-GlyCCC (36633280-36633208)  Gly (CCC) 73 bp  Sc: 49.16 
TCCCTGGTGGTCCAGTGGCTGGGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1056-GlyCCC (22223525-22223596)  Gly (CCC) 72 bp  Sc: 49.17 
TCCCTGGTGGTTCAGCGGCTAAGACTCAGCACTCCCAATGCAGGGTCCTGGGTTCAATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr15.trna3508-GlyCCC (78619327-78619255)  Gly (CCC) 73 bp  Sc: 49.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr20.trna422-GlyCCC (10404550-10404622)  Gly (CCC) 73 bp  Sc: 49.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr8.trna4499-GlyCCC (104608473-104608401)  Gly (CCC) 73 bp  Sc: 49.22 
TCCCTGGTAGCCTAGTGGCTAAGGCTCTGCACTCCCCATGCAGGGGGCCCAGGTTCTATC 
CCTGGTTGGGGTA 
>Bos_taurus_chr11.trna3006-GlyCCC (71133056-71133128)  Gly (CCC) 73 bp  Sc: 49.26 
TCCCTGGTGGTCCAGCGGCTAAGATTCTGTGCTCCCAACGCAGGGGACCCGGGTTCGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr26.trna3607-GlyCCC (14376203-14376131)  Gly (CCC) 73 bp  Sc: 49.31 
TCCCTGGTGGTCCAGTGGCTAAGGCACTGTGTTCCCAATTCAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2840-GlyCCC (36567580-36567508)  Gly (CCC) 73 bp  Sc: 49.32 
TCCCTGGTGGTCCAGTGGCTAAGACTCTCTACTCCCAATACAGGGGGCCTGGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2161-GlyCCC (65965803-65965875)  Gly (CCC) 73 bp  Sc: 49.32 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGACCCAGGTTCAATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna4688-GlyCCC (40037510-40037438)  Gly (CCC) 73 bp  Sc: 49.40 
TCCCTGGTGGTCCAATGGCTAAGACTCCACACTCCCAATGTAGGGGGCCAGGGTTCAACC 
CCCGGTCAGGGAA 
>Bos_taurus_chr22.trna3105-GlyCCC (39576051-39575979)  Gly (CCC) 73 bp  Sc: 49.41 
TCCCTGGTGGTCCAGTGGCTGAAACCCGGCACTCCCAATGCAGAGGGCTCAGGTTCGATC 



CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna5228-GlyCCC (34758308-34758236)  Gly (CCC) 73 bp  Sc: 49.44 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCACTCCCCATGCAGGGAGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6018-GlyCCC (104826471-104826399)  Gly (CCC) 73 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr9.trna3256-GlyCCC (90231917-90231989)  Gly (CCC) 73 bp  Sc: 49.46 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCCCAATGCAGAGGGCCCAGGTTTGACC 
CCTGGTCAGAGAC 
>Bos_taurus_chr17.trna2104-GlyCCC (52866716-52866787)  Gly (CCC) 72 bp  Sc: 49.46 
TCCCTGGTGGTCCAGTGTTTATGACTCTGTGCTCCCAATGCAGGGGCACAGGTTCAATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr16.trna4099-GlyCCC (66283912-66283840)  Gly (CCC) 73 bp  Sc: 49.47 
TTCCTCGTAGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna3154-GlyCCC (88243301-88243373)  Gly (CCC) 73 bp  Sc: 49.48 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTTCTACC 
CCTGATTAGGGAA 
>Bos_taurus_chr1.trna4566-GlyCCC (127431214-127431286)  Gly (CCC) 73 bp  Sc: 49.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAAGGGGCCCAAGTTCAACT 
CCTGGTCAGGGAC 
>Bos_taurus_chr22.trna3083-GlyCCC (40368495-40368423)  Gly (CCC) 73 bp  Sc: 49.51 
TCCCTGGTGGTCCAGCGGCTAAGACTCCGTGCTCCCAATGCGGGGCGCCTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr23.trna3716-GlyCCC (24827901-24827829)  Gly (CCC) 73 bp  Sc: 49.52 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCTGGGGACTCCGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4131-GlyCCC (49953850-49953778)  Gly (CCC) 73 bp  Sc: 49.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCACTGCAGGGAGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna891-GlyCCC (16821616-16821689)  Gly (CCC) 74 bp  Sc: 49.56 
TCCCTGATGGTCCAGTGGTTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGGTTCAAT 
CCCTGGTTAGGGAT 
>Bos_taurus_chr7.trna1092-GlyCCC (19277977-19278049)  Gly (CCC) 73 bp  Sc: 49.57 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACACCCAATGCAGGGGACCCGGGTTTGATC 
CCTGGCTAGGGAA 
>Bos_taurus_chr9.trna5473-GlyCCC (73049211-73049139)  Gly (CCC) 73 bp  Sc: 49.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGAGGTCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr1.trna3510-GlyCCC (97872460-97872532)  Gly (CCC) 73 bp  Sc: 49.59 
TCCCTGGTGGTCCAGTGCCTAAGATTCTGCACTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna5223-GlyCCC (21032143-21032071)  Gly (CCC) 73 bp  Sc: 49.60 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATACAGAGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4958-GlyCCC (136259691-136259762)  Gly (CCC) 72 bp  Sc: 49.61 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGTTTCGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr17.trna4822-GlyCCC (53533240-53533167)  Gly (CCC) 74 bp  Sc: 49.62 
TCCCTGGTAGTCCAGTGGCTTAAGACTCTGCGCTCCCAATGCAGGGGCCCCGGGTTTGAT 
CCCTGGTCGGGGAA 
>Bos_taurus_chr2.trna9706-GlyCCC (27113711-27113639)  Gly (CCC) 73 bp  Sc: 49.62 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAACC 
CCTGGTTAGGGAA 
>Bos_taurus_chr9.trna2029-GlyCCC (61548590-61548662)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGGTGGTCCAGTGGTTACGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr28.trna252-GlyCCC (6719538-6719610)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGGTGGTCAAGTGGTTAAGACTCTGAGCTCCCAATACAGGGGACACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr8.trna2743-GlyCCC (76549680-76549752)  Gly (CCC) 73 bp  Sc: 49.65 
TCCCTGATGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGTGTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4253-GlyCCC (61736913-61736841)  Gly (CCC) 73 bp  Sc: 49.67 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCGCTCCCACTGCAGGAGGCACAGGTTGGATC 
CCTGGTTGGGGAA 



>Bos_taurus_chr17.trna5172-GlyCCC (47986112-47986040)  Gly (CCC) 73 bp  Sc: 49.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTTTTCCCAATGCAGAGGGCCTGGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8185-GlyCCC (97453726-97453653)  Gly (CCC) 74 bp  Sc: 49.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGACAAGCCCAGGTTCAAT 
CCCTGGTCAGGAAA 
>Bos_taurus_chr11.trna3067-GlyCCC (72335585-72335655)  Gly (CCC) 71 bp  Sc: 49.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGCCCAGGTTCCATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr27.trna2722-GlyCCC (28083963-28083891)  Gly (CCC) 73 bp  Sc: 49.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTATGCTCCCAATGCAGTTGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr1.trna255-GlyCCC (3734049-3734121)  Gly (CCC) 73 bp  Sc: 49.81 
TTCCTGGTGGTCTAGTGGCCAAGATTTCGCACTCCCAATGCAAGGGCCCTGGGTTCAATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr13.trna5339-GlyCCC (59673911-59673839)  Gly (CCC) 73 bp  Sc: 49.83 
TCACTGATGGTCCAGTGGCTAAGACACTGCACTCCCAATGCAGGGAAACCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2571-GlyCCC (73899201-73899273)  Gly (CCC) 73 bp  Sc: 49.84 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTTCTCCCAATGCAGGGGGCCCAGGCTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1510-GlyCCC (25306836-25306908)  Gly (CCC) 73 bp  Sc: 49.84 
TCCCTGGTGGTCCAGTAGTTAAGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCGAGT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna931-GlyCCC (25513556-25513628)  Gly (CCC) 73 bp  Sc: 49.86 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGTGCCGGGGTTCGATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna6496-GlyCCC (73657142-73657070)  Gly (CCC) 73 bp  Sc: 49.89 
TCCCTGGTGGTTCAGTGGGTAGGACTCTGCACTCCCAAAGCAGAGGGCCTGGGTTCCATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr26.trna2214-GlyCCC (47042526-47042454)  Gly (CCC) 73 bp  Sc: 49.90 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGAGGGCCTGGGTTTGATC 
CCTAGGCAGGGAA 
>Bos_taurus_chr1.trna9895-GlyCCC (45430924-45430852)  Gly (CCC) 73 bp  Sc: 49.90 
TCCCAGGTGGTCCAGTAGTTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1868-GlyCCC (51244764-51244836)  Gly (CCC) 73 bp  Sc: 49.91 
TCCCTGGTGGTCCAGTGGGTAAGAGTCTGCACTCCCAATGCAGGGGGCTCAGGTTCAATG 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna2164-GlyCCC (38141739-38141667)  Gly (CCC) 73 bp  Sc: 49.92 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGAGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna2493-GlyCCC (70449703-70449775)  Gly (CCC) 73 bp  Sc: 49.93 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCACTGCAGAGAGCCTGGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chrX.trna8386-GlyCCC (105130763-105130691)  Gly (CCC) 73 bp  Sc: 49.95 
TCCCTGATGGTCCAGTGACTAAGACTCTGCACTCCCAATGCAGGGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1093-GlyCCC (31311103-31311175)  Gly (CCC) 73 bp  Sc: 49.96 
TCCCTGATGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5485-GlyCCC (30274303-30274231)  Gly (CCC) 73 bp  Sc: 49.98 
TCCCTGATTGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGCCCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2793-GlyCCC (65268213-65268285)  Gly (CCC) 73 bp  Sc: 50.00 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGCACTCCCAATACAGGGGTCTCAGTTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5396-GlyCCC (17479301-17479229)  Gly (CCC) 73 bp  Sc: 50.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCCATGCTCCCAATGTAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna906-GlyCCC (27579495-27579567)  Gly (CCC) 73 bp  Sc: 50.01 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGTAGGGGACCTAGGTTCGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna503-GlyCCC (12198964-12199036)  Gly (CCC) 73 bp  Sc: 50.02 
TCCCTGGTGGTCCAGTGGCTAAGATTCTTCATTCCCAATGAAGGGAGCCCAGGCTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7634-GlyCCC (18202262-18202190)  Gly (CCC) 73 bp  Sc: 50.03 



TCCTTGGTGGTCCAGTAGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTAGTCAAGGAA 
>Bos_taurus_chr10.trna8187-GlyCCC (6024127-6024055)  Gly (CCC) 73 bp  Sc: 50.03 
TCCCTGGTGGTCCAATGGCTAACACTCTGCACTCCCAATGCAGTTGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna8733-GlyCCC (57921950-57921878)  Gly (CCC) 73 bp  Sc: 50.03 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTAGATTCAATA 
CCTGGTCAGGGGA 
>Bos_taurus_chr17.trna2715-GlyCCC (61721394-61721466)  Gly (CCC) 73 bp  Sc: 50.06 
TCCCTGGTGGTTCAGTGGTTTGGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr23.trna988-GlyCCC (20592105-20592177)  Gly (CCC) 73 bp  Sc: 50.07 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTCCCAATGCAGGGGTCTCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr29.trna1149-GlyCCC (30202312-30202384)  Gly (CCC) 73 bp  Sc: 50.07 
TTCCTGGTGGTCCAGTGGCTAAAACTCTGCACTCCCAATGCAAAGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna732-GlyCCC (18459290-18459362)  Gly (CCC) 73 bp  Sc: 50.11 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCACTACAGGGGGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr8.trna869-GlyCCC (23470335-23470407)  Gly (CCC) 73 bp  Sc: 50.12 
TCCCTGGTGGTCCAGTGGCTAAGACCCTACATTCCCAATGCAGGGGGCCTAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna2925-GlyCCC (67736303-67736375)  Gly (CCC) 73 bp  Sc: 50.16 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2243-GlyCCC (54897186-54897258)  Gly (CCC) 73 bp  Sc: 50.17 
TCCCTGATTGTCCAGTGGCTAAGATTCCGCACTCCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3109-GlyCCC (33232227-33232155)  Gly (CCC) 73 bp  Sc: 50.17 
TCCCTGGCAGTCCAGTGGTCAAGACTCTGGGCTCCCAACGCAGGGGGCACAGGTTCAATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr2.trna6887-GlyCCC (107865792-107865720)  Gly (CCC) 73 bp  Sc: 50.21 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGAGCTCCCAACACAGGGGCCCTGGGTTCCATT 
CCCGGTCAGGGAG 
>Bos_taurus_chr1.trna4208-GlyCCC (118252283-118252356)  Gly (CCC) 74 bp  Sc: 50.22 
TCCCTGGTAGTCCATTGGATAAGACTCTGCCCTCCCAATGCAGGAGGTTCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr2.trna29-GlyCCC (1229896-1229968)  Gly (CCC) 73 bp  Sc: 50.27 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACACAGGTTCAATC 
CCTTTTCAGGGAA 
>Bos_taurus_chr16.trna2437-GlyCCC (60787056-60787128)  Gly (CCC) 73 bp  Sc: 50.28 
TCCCTGGTGGTTCAGGGGCTAAGACTCTGTGCTCCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna9309-GlyCCC (4494639-4494567)  Gly (CCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna100-GlyCCC (3887213-3887285)  Gly (CCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCGATC 
CCTGGTCATGGAA 
>Bos_taurus_chr16.trna1152-GlyCCC (32813259-32813331)  Gly (CCC) 73 bp  Sc: 50.31 
TCACTGGTGGTCCAGTGGCTAAGACACTGAGCTCCCAATTCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna5639-GlyCCC (82575000-82574929)  Gly (CCC) 72 bp  Sc: 50.33 
TCCCTGGTTGTCTAGTGGCTAAGATGCTGAGCTCCCAATGCAGGGGCCCGGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna2905-GlyCCC (77444144-77444216)  Gly (CCC) 73 bp  Sc: 50.34 
TCCCTGGTGGTCCAGTGACCAAGACTCTGTACTCCCAATGCAGGGGCCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr10.trna896-GlyCCC (20240526-20240598)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr14.trna6040-GlyCCC (28012418-28012346)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr17.trna6637-GlyCCC (6745018-6744946)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 



CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4725-GlyCCC (39397805-39397733)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr20.trna1663-GlyCCC (41363357-41363429)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr25.trna3005-GlyCCC (34196987-34196915)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna6915-GlyCCC (107259531-107259459)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr6.trna5158-GlyCCC (104171652-104171580)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr9.trna1523-GlyCCC (44764412-44764484)  Gly (CCC) 73 bp  Sc: 50.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna5174-GlyCCC (21763319-21763247)  Gly (CCC) 73 bp  Sc: 50.37 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATTCAGGGAACCCAGGTTCCATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr15.trna3927-GlyCCC (68368310-68368238)  Gly (CCC) 73 bp  Sc: 50.38 
TCCCTGGTAGTCCAGTGGCTAGAACTCTGTGCTCCCAATGCAGAGGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1867-GlyCCC (47135243-47135315)  Gly (CCC) 73 bp  Sc: 50.39 
TCCCTGGTGGTCCAGTGTCTAAGGCTCTGTGCTCCCAATGCAGAGGACCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5055-GlyCCC (82799948-82799877)  Gly (CCC) 72 bp  Sc: 50.45 
TCCCTGGTGGTCCAACCGCTAAGACTCCAGACTCCCAATCAGGGGGCCCAGGTTCAATCC 
CTGATCAGGGAA 
>Bos_taurus_chr5.trna2803-GlyCCC (72503648-72503720)  Gly (CCC) 73 bp  Sc: 50.47 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGTTCCCAATGCAGGGGGCCCAGGTTGGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr18.trna4366-GlyCCC (46936468-46936396)  Gly (CCC) 73 bp  Sc: 50.50 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATACAAGGGGCCCAGGTTCAATC 
CCTGGTCTGGGAA 
>Bos_taurus_chr1.trna4182-GlyCCC (117713182-117713254)  Gly (CCC) 73 bp  Sc: 50.56 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCGCTCCCAATGCAGGAGCCACGGGTTCAATG 
CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna1034-GlyCCC (25528562-25528634)  Gly (CCC) 73 bp  Sc: 50.56 
TCCTTGGTGGCCCAGGGGTTAAGACTCTGCATTCCCAAAGCAGCGGGTCCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna5759-GlyCCC (46759886-46759814)  Gly (CCC) 73 bp  Sc: 50.57 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna1303-GlyCCC (30136694-30136765)  Gly (CCC) 72 bp  Sc: 50.60 
TCCCTGGTGGTCCAATGGCTAAGGCTCTGCACTCCCAATGCAGGGGGCCAGGTTCAATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr7.trna2673-GlyCCC (60008580-60008651)  Gly (CCC) 72 bp  Sc: 50.64 
TCCCTGGTGGTCCAGTGGCTAACACTCTGAGCTCCCATTGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr25.trna716-GlyCCC (11556371-11556443)  Gly (CCC) 73 bp  Sc: 50.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGGCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna10386-GlyCCC (6803292-6803220)  Gly (CCC) 73 bp  Sc: 50.73 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3829-GlyCCC (107712275-107712347)  Gly (CCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCATTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr7.trna8598-GlyCCC (12488297-12488225)  Gly (CCC) 73 bp  Sc: 50.79 
TTCCTGGTGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCACGGGGCCCAGGTTCAATC 
CCTGGTCTGGGAA 
>Bos_taurus_chr28.trna2618-GlyCCC (17920069-17919997)  Gly (CCC) 73 bp  Sc: 50.82 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGTGCTCCCAATACAGAGCTCTCAGGTTCAATT 
CCTGGTCAGGGAA 



>Bos_taurus_chr15.trna2153-GlyCCC (59037362-59037434)  Gly (CCC) 73 bp  Sc: 50.87 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGTAGGGGGTGCAGGTTTGATC 
CCTGCTCACGGAA 
>Bos_taurus_chr9.trna7229-GlyCCC (22855876-22855806)  Gly (CCC) 71 bp  Sc: 50.92 
TCCCTGGTGGGCCAGTGGCTAAGACTCCACACTCCCAATGAGGGGCCCAGGTTTGATTCC 
TGGTCAGGGAA 
>Bos_taurus_chr19.trna292-GlyCCC (10478338-10478410)  Gly (CCC) 73 bp  Sc: 50.96 
TCCCTGGTGGTCCAGTGGCTACGACTCTGCACTCCCAAAGCAGGGGACCCAGGTTCGACC 
CCTGGTCAGGGGA 
>Bos_taurus_chr12.trna5856-GlyCCC (33531868-33531797)  Gly (CCC) 72 bp  Sc: 50.96 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCACGGGGCCAGGTTCAAGTC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna4046-GlyCCC (13358391-13358319)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAACGCAGAAGGCCCAGGTTCAATC 
CTTGGTAAGGGAG 
>Bos_taurus_chr24.trna4142-GlyCCC (33648838-33648766)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCTAGGTTCGATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr25.trna739-GlyCCC (11766938-11767010)  Gly (CCC) 73 bp  Sc: 50.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5880-GlyCCC (27972633-27972561)  Gly (CCC) 73 bp  Sc: 51.00 
TCCGTGGTGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCAGGGAGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna3681-GlyCCC (105330424-105330496)  Gly (CCC) 73 bp  Sc: 51.01 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna6136-GlyCCC (67890606-67890534)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAATGGCTAAGACCCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr3.trna7159-GlyCCC (59897740-59897668)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTCATTC 
CCTCGTCAGGGAA 
>Bos_taurus_chr21.trna1152-GlyCCC (25287046-25287118)  Gly (CCC) 73 bp  Sc: 51.02 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4701-GlyCCC (8089941-8089869)  Gly (CCC) 73 bp  Sc: 51.03 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTCCCAATGCAGTGGATCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1853-GlyCCC (46876580-46876652)  Gly (CCC) 73 bp  Sc: 51.03 
TCCCTGATGGTCCAGTGGCTAGGACCCTGAGCTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1796-GlyCCC (45075650-45075722)  Gly (CCC) 73 bp  Sc: 51.04 
TCCCTGGTAGTCCACTGGCTAAGACTCTGCACTCCCAATGCAGGAGGCTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5036-GlyCCC (106149354-106149282)  Gly (CCC) 73 bp  Sc: 51.04 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGATTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2745-GlyCCC (53069527-53069599)  Gly (CCC) 73 bp  Sc: 51.05 
TCCCTGGCGGTTCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2872-GlyCCC (68050071-68050143)  Gly (CCC) 73 bp  Sc: 51.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCCTCCCAATGCAGGGAGACCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3594-GlyCCC (71781332-71781260)  Gly (CCC) 73 bp  Sc: 51.09 
TCCCTGGTTGTCCAGTGGTTAGGATGCTGTGCTCCCAGTGCAGGGAGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna2537-GlyCCC (56778736-56778808)  Gly (CCC) 73 bp  Sc: 51.16 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTCCCAATGCAGGGAGCTTGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr4.trna439-GlyCCC (13344106-13344178)  Gly (CCC) 73 bp  Sc: 51.20 
TCCCTGGTGGTCCAATGGCTAAGGCTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3156-GlyCCC (20066189-20066117)  Gly (CCC) 73 bp  Sc: 51.21 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGTCCTGGGTCTGATC 
CCCGGTCAGGGGA 
>Bos_taurus_chr11.trna3258-GlyCCC (76269028-76269100)  Gly (CCC) 73 bp  Sc: 51.23 



TCTCTGGTAGTCCAGTGGCTAAGACCCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4443-GlyCCC (122423644-122423716)  Gly (CCC) 73 bp  Sc: 51.23 
TCCCTGGTGGTCCAGCGGCTAAGATTCTGCTCTCCCAATGCAGGGGCCCCAGGTTCGAAC 
CTTGGTCAGGGCA 
>Bos_taurus_chrX.trna595-GlyCCC (13721406-13721478)  Gly (CCC) 73 bp  Sc: 51.27 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2161-GlyCCC (54220850-54220922)  Gly (CCC) 73 bp  Sc: 51.28 
TCCCTGGTGGTCCAGTGGCTAAGAATCTGTACTCCCAATGCAGGGAGCCCAGGTTCAATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr27.trna106-GlyCCC (3659714-3659786)  Gly (CCC) 73 bp  Sc: 51.30 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGAGAGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3072-GlyCCC (22143265-22143193)  Gly (CCC) 73 bp  Sc: 51.35 
TCCCTGGTGGTCCAGTGGGTACGACTCTGTGTTCCCAATGCAGGGGGACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna3590-GlyCCC (84482185-84482257)  Gly (CCC) 73 bp  Sc: 51.35 
TCCCTGGTGGTGCAGTGGCTAAGGACTCTGAGCTCCCAACCCAGGAGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4834-GlyCCC (53446258-53446187)  Gly (CCC) 72 bp  Sc: 51.37 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAACGCAGGAGCCCAGGTTCTATCC 
CTGGTCAGAGAA 
>Bos_taurus_chr5.trna4397-GlyCCC (105746926-105746998)  Gly (CCC) 73 bp  Sc: 51.38 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGGGCTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6056-GlyCCC (27787210-27787138)  Gly (CCC) 73 bp  Sc: 51.40 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGAGGGCCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna3707-GlyCCC (101977809-101977881)  Gly (CCC) 73 bp  Sc: 51.41 
TCCCTGATGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGAGGTCCCAGGTTCCATC 
CTTGGTCAGGAAA 
>Bos_taurus_chr1.trna4551-GlyCCC (127141122-127141194)  Gly (CCC) 73 bp  Sc: 51.42 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGATCCAGGTTCGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1267-GlyCCC (32618750-32618822)  Gly (CCC) 73 bp  Sc: 51.42 
TCCCTGGTGGTCCAGTGGCCAAGACTCAGCACTCCCAGTGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4293-GlyCCC (8398353-8398281)  Gly (CCC) 73 bp  Sc: 51.47 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAACGCAGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna913-GlyCCC (22169016-22169088)  Gly (CCC) 73 bp  Sc: 51.48 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chrX.trna212-GlyCCC (4804491-4804563)  Gly (CCC) 73 bp  Sc: 51.52 
TCTCTGGTGGTCCAGTGGCTAAGACCCTGTGCTCCCAACGCAGCGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna5113-GlyCCC (97553300-97553228)  Gly (CCC) 73 bp  Sc: 51.56 
TCCCTGGTAGTCCAGTGGCAAAGACTCGGCGCTCCCAACGCAGAGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1902-GlyCCC (42621315-42621387)  Gly (CCC) 73 bp  Sc: 51.56 
TCCCTGATGGTCCAGTGGCTAAGGCTCTGTGCTCCCAATGCAGAGGGCCCAGGATTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3966-GlyCCC (14849664-14849592)  Gly (CCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAATTCCCAATGCAGGGAGCCCACGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna895-GlyCCC (20041167-20041239)  Gly (CCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCTCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5142-GlyCCC (48378968-48378896)  Gly (CCC) 73 bp  Sc: 51.59 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAAAGCAGGGGACCTAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr1.trna4266-GlyCCC (119396710-119396782)  Gly (CCC) 73 bp  Sc: 51.67 
TCCCTGGTGGTCTAATGGTTAAGACTCTGTGCTCCCAATGCAGAGGTTCCAGGTTCCATC 
CCTAGTCGGGGAA 
>Bos_taurus_chrX.trna4074-GlyCCC (111835358-111835430)  Gly (CCC) 73 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGCTCAGGTTCAATT 



TCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4891-GlyCCC (43094442-43094371)  Gly (CCC) 72 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTGAGGGAA 
>Bos_taurus_chr25.trna1550-GlyCCC (25799744-25799816)  Gly (CCC) 73 bp  Sc: 51.78 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCATGGGGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5775-GlyCCC (65070790-65070718)  Gly (CCC) 73 bp  Sc: 51.80 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCGCTCCCAATGCAGGGGGCCTGGGTTCCATC 
CCTGGCCAGAGAA 
>Bos_taurus_chr17.trna2942-GlyCCC (64666165-64666237)  Gly (CCC) 73 bp  Sc: 51.84 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCGGGTTTGATC 
CCTCGTCAGGGAA 
>Bos_taurus_chr17.trna586-GlyCCC (14619001-14619073)  Gly (CCC) 73 bp  Sc: 51.88 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1835-GlyCCC (41702592-41702664)  Gly (CCC) 73 bp  Sc: 51.89 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCACTGCAGGGGTCTCAGATTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna9063-GlyCCC (35001643-35001571)  Gly (CCC) 73 bp  Sc: 51.90 
TCTCTGATGGTCCAGTGGCTAAAACTCTGCACTCCCAATGCAGGGGGCCTGGGTTGGATC 
CCTAGTCAGAGAA 
>Bos_taurus_chr13.trna4646-GlyCCC (71045206-71045134)  Gly (CCC) 73 bp  Sc: 51.94 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGAGGCCCTGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna4514-GlyCCC (110689356-110689428)  Gly (CCC) 73 bp  Sc: 51.95 
TCCCTGGTGGTCCAGTGGTTACGACTCTGTGCTCCCAACGCAGAGGACCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna794-GlyCCC (18136073-18136145)  Gly (CCC) 73 bp  Sc: 51.97 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna2183-GlyCCC (66583360-66583432)  Gly (CCC) 73 bp  Sc: 52.01 
TCCCTGGTTGTCCAGTGGCTAAGACTCTGCGCTCCCGATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna318-GlyCCC (7782918-7782990)  Gly (CCC) 73 bp  Sc: 52.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGAGCCTGGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna4700-GlyCCC (42862382-42862311)  Gly (CCC) 72 bp  Sc: 52.01 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGCCAGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna3645-GlyCCC (25559586-25559514)  Gly (CCC) 73 bp  Sc: 52.02 
TCTCTGGTGGTCCAGTGTCTAGGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna699-GlyCCC (19006315-19006387)  Gly (CCC) 73 bp  Sc: 52.02 
TCCCTGATGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4364-GlyCCC (121514020-121514092)  Gly (CCC) 73 bp  Sc: 52.05 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAGTGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr21.trna3597-GlyCCC (59091194-59091122)  Gly (CCC) 73 bp  Sc: 52.06 
TCCCTGGTGGTCCAGTGTCTAAGACACTGCACTCCCAATGCAGGGGACCCAGGATGGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1097-GlyCCC (26347393-26347465)  Gly (CCC) 73 bp  Sc: 52.06 
TCCCTGGTGGTCCAGTGGGTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna8148-GlyCCC (58202148-58202076)  Gly (CCC) 73 bp  Sc: 52.06 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCTTTCCCAATGCAGAGGTCTCGGGTTCAAAT 
CCTGATCAGGGAA 
>Bos_taurus_chr17.trna4964-GlyCCC (51783387-51783315)  Gly (CCC) 73 bp  Sc: 52.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCTGGGTTTGATC 
CCCAGTTAGGGAA 
>Bos_taurus_chr2.trna10537-GlyCCC (3663175-3663103)  Gly (CCC) 73 bp  Sc: 52.09 
TCCCTGGTGGTCCAATGTTTAAGACTCTGAGCTCCCAATGCAGGGGGCCTAGGTTCAATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr24.trna1429-GlyCCC (34689952-34690024)  Gly (CCC) 73 bp  Sc: 52.14 
TCCCTGATGGTCCAGTGTCTAAGACTCTGCACTCCCAATGCAAGGGCCCCAGGTTAGATC 
CCTGGTCAGGGAG 



>Bos_taurus_chr13.trna6388-GlyCCC (33048299-33048227)  Gly (CCC) 73 bp  Sc: 52.18 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCAATT 
CCTGATCAGGGAA 
>Bos_taurus_chr10.trna690-GlyCCC (15486826-15486899)  Gly (CCC) 74 bp  Sc: 52.22 
TCCCTGGTGGTCCAGTGGCTAGGACGCTGCACTCCCAATGCAGGGGGCTCCAGGTTTGAT 
CCCTGGTAGGGGAA 
>Bos_taurus_chr19.trna506-GlyCCC (14001157-14001229)  Gly (CCC) 73 bp  Sc: 52.25 
TCTCTGGTAGTCCAGTGGCTAAGACTCTGCATGCCCAATGCAGGGGTCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8853-GlyCCC (77599068-77598996)  Gly (CCC) 73 bp  Sc: 52.27 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCGGTGCAGGGGAGCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna411-GlyCCC (12739969-12740041)  Gly (CCC) 73 bp  Sc: 52.27 
TCCTTGGTGGTCCAGGGCCTAAGACTCTGCACTCCCAAGGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr1.trna11432-GlyCCC (2177429-2177357)  Gly (CCC) 73 bp  Sc: 52.27 
TCCCTGCTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGCGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3969-GlyCCC (14822078-14822006)  Gly (CCC) 73 bp  Sc: 52.31 
TCCCTGGTGGTCCAGTGGCTAGCACTCTGTACTCCCAATGCTGGGGTCCCGGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna376-GlyCCC (7911825-7911897)  Gly (CCC) 73 bp  Sc: 52.34 
TCCCTGGTGGTCCAGTGGCTAAGTCTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1253-GlyCCC (26806220-26806292)  Gly (CCC) 73 bp  Sc: 52.36 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGAGCTCCCAATGCAGGGATCCCAGGTTTGATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr19.trna862-GlyCCC (19267709-19267780)  Gly (CCC) 72 bp  Sc: 52.40 
TCCCTGGTGGTCTAGCGGCTAAGACTCTGCACTCCCAATATAGGGGCTCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr17.trna2793-GlyCCC (62695505-62695577)  Gly (CCC) 73 bp  Sc: 52.40 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCTCAGGTTCGATC 
TCTGGTCAGGGAC 
>Bos_taurus_chr11.trna2263-GlyCCC (49928474-49928546)  Gly (CCC) 73 bp  Sc: 52.40 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGTTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna3881-GlyCCC (109946894-109946967)  Gly (CCC) 74 bp  Sc: 52.43 
TCCCTGATGGTCCAGTGGCCAAGAACTCTGTTCTCCCACTGCAGGGGTCCCAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1295-GlyCCC (27380026-27380098)  Gly (CCC) 73 bp  Sc: 52.47 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTAGTCCCAATGCAGAGGACCCAGGTTCAACC 
CTTGGTCAGGGAA 
>Bos_taurus_chr17.trna6492-GlyCCC (10471503-10471431)  Gly (CCC) 73 bp  Sc: 52.47 
TCCTTGGTGGTCCAGTGGCTAAGACATTGCACTCCCAATGCAGGGGACTCAGGTTCGATC 
CCTGGTGAGGGAA 
>Bos_taurus_chr14.trna2053-GlyCCC (45511645-45511717)  Gly (CCC) 73 bp  Sc: 52.52 
TCCTTGGTGGTCCAGTGGTTAAGATGCTACACTCCCAATGCAGGAGGCCCACGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3679-GlyCCC (58785564-58785492)  Gly (CCC) 73 bp  Sc: 52.53 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGCAACCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna2747-GlyCCC (64569724-64569796)  Gly (CCC) 73 bp  Sc: 52.53 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna7535-GlyCCC (9956834-9956762)  Gly (CCC) 73 bp  Sc: 52.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna8154-GlyCCC (58047746-58047674)  Gly (CCC) 73 bp  Sc: 52.60 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCTTTCCCAATGCAGAGGTCTCAGGTTCAAAT 
CCTGATCAGGGGA 
>Bos_taurus_chr7.trna2462-GlyCCC (54053543-54053615)  Gly (CCC) 73 bp  Sc: 52.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGAGCCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna4122-GlyCCC (65894484-65894412)  Gly (CCC) 73 bp  Sc: 52.63 
TCTTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAAGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3090-GlyCCC (73924733-73924805)  Gly (CCC) 73 bp  Sc: 52.74 



TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGAAGGCCTGGGTTCGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr5.trna9123-GlyCCC (33369875-33369803)  Gly (CCC) 73 bp  Sc: 52.78 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCTCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr18.trna1609-GlyCCC (39267561-39267633)  Gly (CCC) 73 bp  Sc: 52.80 
TCCCTGGTGGTCTAGTGGGTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2535-GlyCCC (57601501-57601573)  Gly (CCC) 73 bp  Sc: 52.82 
TCCCTGGTGGTCTGGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1717-GlyCCC (44191769-44191841)  Gly (CCC) 73 bp  Sc: 52.82 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATACAGGGATCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5336-GlyCCC (59687138-59687067)  Gly (CCC) 72 bp  Sc: 52.83 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCAGGGTCCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr10.trna2741-GlyCCC (69450590-69450662)  Gly (CCC) 73 bp  Sc: 52.89 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGTTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2009-GlyCCC (41939566-41939494)  Gly (CCC) 73 bp  Sc: 52.93 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGCCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2223-GlyCCC (49448729-49448801)  Gly (CCC) 73 bp  Sc: 52.99 
TCCCTGGTGGCCCAGTGGGTAAGACTCTGCACTCCCAATGCAGGGGACCCAAGTTTGATT 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna403-GlyCCC (10493571-10493643)  Gly (CCC) 73 bp  Sc: 53.02 
TCCCTGCTGGTCTAGGGGCTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna747-GlyCCC (16516543-16516615)  Gly (CCC) 73 bp  Sc: 53.07 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACCCAGGGGCCAAAGGTTCAATC 
CCTTGTTGGAGAA 
>Bos_taurus_chr19.trna556-GlyCCC (14786807-14786878)  Gly (CCC) 72 bp  Sc: 53.08 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAGTGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGGA 
>Bos_taurus_chr8.trna2085-GlyCCC (63425482-63425554)  Gly (CCC) 73 bp  Sc: 53.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4140-GlyCCC (62721890-62721818)  Gly (CCC) 73 bp  Sc: 53.09 
TCCCAGGTAGTCCAGCGGCTAAGACTCTACACTCCCAATGCAGCGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3417-GlyCCC (72614759-72614831)  Gly (CCC) 73 bp  Sc: 53.10 
TCTCTGGTAGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATA 
CCTGGTCAGGAAA 
>Bos_taurus_chr8.trna4781-GlyCCC (98714832-98714762)  Gly (CCC) 71 bp  Sc: 53.10 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACACGGGAGACCCGGGTTCGTTTCC 
CAGCCAATGCA 
>Bos_taurus_chr2.trna6188-GlyCCC (122110643-122110571)  Gly (CCC) 73 bp  Sc: 53.15 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna3490-GlyCCC (12911313-12911241)  Gly (CCC) 73 bp  Sc: 53.17 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCGGGATCGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna4501-GlyCCC (107229402-107229474)  Gly (CCC) 73 bp  Sc: 53.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGACGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2615-GlyCCC (52932661-52932590)  Gly (CCC) 72 bp  Sc: 53.34 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCCCAATGCAGAGGCCCAGGGTTTGATC 
CTAGTCAGGGAA 
>Bos_taurus_chr8.trna3190-GlyCCC (88401442-88401514)  Gly (CCC) 73 bp  Sc: 53.36 
TCCCTAGTGGTCCAGTGGTTACGATTCTGTGCTCCCGATGCAGGGGACCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6523-GlyCCC (47436554-47436482)  Gly (CCC) 73 bp  Sc: 53.42 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCAGGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna7479-GlyCCC (51117181-51117110)  Gly (CCC) 72 bp  Sc: 53.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAGTGCAGGGGCCCAGGTTCGATCC 



CTGGTCAGGGAG 
>Bos_taurus_chr16.trna4210-GlyCCC (64313639-64313567)  Gly (CCC) 73 bp  Sc: 53.45 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2983-GlyCCC (79045512-79045584)  Gly (CCC) 73 bp  Sc: 53.47 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCGCTCCCGGTGCGGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna5041-GlyCCC (45352874-45352802)  Gly (CCC) 73 bp  Sc: 53.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTGGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2427-GlyCCC (64115811-64115883)  Gly (CCC) 73 bp  Sc: 53.54 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna5628-GlyCCC (111412170-111412098)  Gly (CCC) 73 bp  Sc: 53.54 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCGGGTTCAATC 
CCTGGTCACGGAA 
>Bos_taurus_chrX.trna4046-GlyCCC (111139003-111139074)  Gly (CCC) 72 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCCCTCCCAAGGCAGGGGCCTGGGTTAGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr14.trna3939-GlyCCC (76224499-76224427)  Gly (CCC) 73 bp  Sc: 53.58 
TCCCTGGTAGTCCAGTGGCTAGGACTCTGAGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr13.trna5167-GlyCCC (62924539-62924467)  Gly (CCC) 73 bp  Sc: 53.58 
TCTCTGGTGGTCCAGTGGCCAAGACTCTGCACTCCCAATGCAGGGGCCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna422-GlyCCC (12385562-12385634)  Gly (CCC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2387-GlyCCC (70586255-70586327)  Gly (CCC) 73 bp  Sc: 53.62 
TCTCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2126-GlyCCC (56647244-56647316)  Gly (CCC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGACCTGGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr4.trna5377-GlyCCC (100417368-100417296)  Gly (CCC) 73 bp  Sc: 53.63 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAATGCAGAGGGCACAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr16.trna2411-GlyCCC (60024300-60024372)  Gly (CCC) 73 bp  Sc: 53.65 
TCCTTGGTGGTTCAGTGGCTAGGACTCTGCACTCCCAAAGCAGGGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna3331-GlyCCC (73758699-73758771)  Gly (CCC) 73 bp  Sc: 53.66 
TCCCTGTTGGTCCAGTGACTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGACAGGGAA 
>Bos_taurus_chr21.trna5379-GlyCCC (17741435-17741363)  Gly (CCC) 73 bp  Sc: 53.82 
TCCCTGGTGGTCCAGTGGCTAAGGCTCCATGCTCCCAAGGTGGGGGGCTCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna6462-GlyCCC (59053928-59053856)  Gly (CCC) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCATTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5938-GlyCCC (94513269-94513197)  Gly (CCC) 73 bp  Sc: 53.87 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGAGGGTCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4622-GlyCCC (55564459-55564387)  Gly (CCC) 73 bp  Sc: 53.92 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAAAGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7460-GlyCCC (124799921-124799849)  Gly (CCC) 73 bp  Sc: 53.95 
TCCCTGATGGTCTAATGGATAAGACTCTGTGTTCCCAAAACAGGGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna3882-GlyCCC (86398263-86398191)  Gly (CCC) 73 bp  Sc: 53.95 
TCCCTGATGGTTTAGTGGTTAAGATTCTGCTCTCCCAATGCAGGGAGCTGGGGTTCAATT 
CCCGGTCAGGGAA 
>Bos_taurus_chr5.trna3424-GlyCCC (87756255-87756327)  Gly (CCC) 73 bp  Sc: 54.03 
TCCCTGGTGGTCCAGTGGTTAAGACTGTGTATTCCCAATGCAGGGGCCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr19.trna5820-GlyCCC (22752403-22752332)  Gly (CCC) 72 bp  Sc: 54.06 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGCCCAGGTTCGATCC 
CTAGTCAGGGAA 



>Bos_taurus_chr4.trna870-GlyCCC (25102323-25102395)  Gly (CCC) 73 bp  Sc: 54.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1165-GlyCCC (28357154-28357226)  Gly (CCC) 73 bp  Sc: 54.13 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAGTTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6344-GlyCCC (84607010-84606938)  Gly (CCC) 73 bp  Sc: 54.13 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna3076-GlyCCC (29133460-29133389)  Gly (CCC) 72 bp  Sc: 54.25 
TCCCTGGTGGTCCATGGATAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCGATCC 
CTGGCCAGGAAA 
>Bos_taurus_chr4.trna5076-GlyCCC (105881651-105881579)  Gly (CCC) 73 bp  Sc: 54.28 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGAGCTCCCAATGCAGAGGGCCCAGGTTTGATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3272-GlyCCC (66617503-66617431)  Gly (CCC) 73 bp  Sc: 54.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAATATGGGGGGCCTGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna6048-GlyCCC (24438782-24438710)  Gly (CCC) 73 bp  Sc: 54.34 
TCCCTGTTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna4533-GlyCCC (114218339-114218411)  Gly (CCC) 73 bp  Sc: 54.36 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4093-GlyCCC (17447902-17447830)  Gly (CCC) 73 bp  Sc: 54.41 
TCCCTGGTGGTCCAGTGGCTAACACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4641-GlyCCC (71071950-71071878)  Gly (CCC) 73 bp  Sc: 54.42 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACACTCCCAATGCAGAGGGCCCAGGTATGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1336-GlyCCC (22263373-22263445)  Gly (CCC) 73 bp  Sc: 54.55 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr10.trna6493-GlyCCC (48015617-48015545)  Gly (CCC) 73 bp  Sc: 54.56 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGTTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2847-GlyCCC (63455755-63455827)  Gly (CCC) 73 bp  Sc: 54.56 
TCCCTGGTGGTCCGGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr11.trna2246-GlyCCC (49766446-49766518)  Gly (CCC) 73 bp  Sc: 54.58 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr24.trna2616-GlyCCC (59472997-59473068)  Gly (CCC) 72 bp  Sc: 54.67 
TCCCGGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCGATGCAGGGGCCTGGGTTCGATCC 
CTAGTCAGGGAG 
>Bos_taurus_chr26.trna2924-GlyCCC (32935520-32935448)  Gly (CCC) 73 bp  Sc: 54.69 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCTGGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr7.trna3465-GlyCCC (82468411-82468483)  Gly (CCC) 73 bp  Sc: 54.72 
TCCCTGGTAGTCCAGTGGATAAGACTCTGCACTCCCGATGCAGGGGACCCAGGTTCAATG 
CCTGGTCATGGAA 
>Bos_taurus_chr14.trna6263-GlyCCC (23787860-23787788)  Gly (CCC) 73 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTGCACTCCCAATGCAGAGGGCCTAGGTTTGATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna2133-GlyCCC (48441076-48441148)  Gly (CCC) 73 bp  Sc: 54.76 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATCCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2751-GlyCCC (71143565-71143637)  Gly (CCC) 73 bp  Sc: 54.79 
TCCCTTATGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGAGACTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5047-GlyCCC (30659031-30658959)  Gly (CCC) 73 bp  Sc: 54.80 
TCCCTCGTGGTCTAGGGGCTAAGATTCTACACTCCCAATGTAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna444-GlyCCC (16453372-16453444)  Gly (CCC) 73 bp  Sc: 54.82 
TCCCTGGTGGTCCAGGGGCTAAGACTCTGTACTCCCAATGCAGAGGATCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna707-GlyCCC (19251194-19251265)  Gly (CCC) 72 bp  Sc: 54.83 



TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTTAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna994-GlyCCC (23620092-23620164)  Gly (CCC) 73 bp  Sc: 54.83 
TCCCTGGTGGTGCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCTCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8404-GlyCCC (104597706-104597634)  Gly (CCC) 73 bp  Sc: 54.87 
TCCCTGGTGGTCCAGTGGCCGAGACTCTGCACTCCCAATGCAGTGGGTCCAGGTTCAAAC 
CCTGGTTAGGGAA 
>Bos_taurus_chr2.trna4732-GlyCCC (127319966-127320038)  Gly (CCC) 73 bp  Sc: 54.93 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAGTGCAGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8229-GlyCCC (16642397-16642325)  Gly (CCC) 73 bp  Sc: 54.94 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTCCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr18.trna4139-GlyCCC (49815010-49814938)  Gly (CCC) 73 bp  Sc: 54.98 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACGCAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2891-GlyCCC (55560209-55560281)  Gly (CCC) 73 bp  Sc: 54.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGTGCCCAGGTTCGATT 
CCTGGTCGGGGAA 
>Bos_taurus_chr5.trna4715-GlyCCC (111325523-111325595)  Gly (CCC) 73 bp  Sc: 55.01 
TCCCTGGTGGTCCAGTGGCTAAGACTGTGCACTCCCAATGCAGGGGGTCTGGGTTCAACC 
CCCAGTCAGGGAA 
>Bos_taurus_chr21.trna1245-GlyCCC (26696320-26696392)  Gly (CCC) 73 bp  Sc: 55.08 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr6.trna3886-GlyCCC (110000858-110000930)  Gly (CCC) 73 bp  Sc: 55.13 
TCCCTGGTGGGCCAGTGGTTAAGACTCTGCACTCCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAC 
>Bos_taurus_chr19.trna4079-GlyCCC (52899603-52899532)  Gly (CCC) 72 bp  Sc: 55.13 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATACAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna5738-GlyCCC (74461893-74461822)  Gly (CCC) 72 bp  Sc: 55.16 
TCCCTTGTGGTCCAGTGGTTAAAACTCTGTGCTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna7583-GlyCCC (115241032-115240960)  Gly (CCC) 73 bp  Sc: 55.18 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATCCAGAGGACCCAGGTTCAATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr17.trna4237-GlyCCC (61859932-61859860)  Gly (CCC) 73 bp  Sc: 55.19 
TCCCTGTTGGTCCAGTGGTTAAGACTCTGTGCTCCCAACACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr14.trna283-GlyCCC (7869667-7869739)  Gly (CCC) 73 bp  Sc: 55.19 
TCCTTGGTGGTCCGGTGGATAAGACTTTGAACTCCCAATGCAGGGGCCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4324-GlyCCC (110264512-110264584)  Gly (CCC) 73 bp  Sc: 55.20 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTCCCAATGCAGAGGGCCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna1231-GlyCCC (25101519-25101591)  Gly (CCC) 73 bp  Sc: 55.23 
TTCCTGATGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna170-GlyCCC (6842648-6842720)  Gly (CCC) 73 bp  Sc: 55.30 
TCCCTGATGGTCCAATGGCTAAGACTCTGCACCCCCAATGCAGGGGGCCTGGGTTCAATC 
CTCGGTCAGGGAA 
>Bos_taurus_chr27.trna2402-GlyCCC (33675078-33675006)  Gly (CCC) 73 bp  Sc: 55.31 
TCTCTGGTGGTCCAATGGCTAGGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4486-GlyCCC (10471865-10471793)  Gly (CCC) 73 bp  Sc: 55.32 
TCCCCGGTGGTCCAGTGGCTAAGACTCTGCACTCCCACGGCAGGGGTCCCAGGTTCAATC 
CTTGGTTGGGAAA 
>Bos_taurus_chr23.trna1131-GlyCCC (24350987-24351059)  Gly (CCC) 73 bp  Sc: 55.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAAGGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1267-GlyCCC (32292681-32292754)  Gly (CCC) 74 bp  Sc: 55.36 
TCCCTGGTGGTCCAGTGGTCTAAGACTCCACATTCCCAATGCAGGCGGCCCAGGTTCGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1914-GlyCCC (42819141-42819213)  Gly (CCC) 73 bp  Sc: 55.36 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 



CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna4450-GlyCCC (77644607-77644536)  Gly (CCC) 72 bp  Sc: 55.37 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCACAAGTTCAATCC 
CTGGCCATGGAA 
>Bos_taurus_chr19.trna981-GlyCCC (21127081-21127153)  Gly (CCC) 73 bp  Sc: 55.39 
TCTCTGATGGTCCAGTGGCTAAGACTCTTCACTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr12.trna3210-GlyCCC (80486141-80486213)  Gly (CCC) 73 bp  Sc: 55.44 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna301-GlyCCC (9690460-9690532)  Gly (CCC) 73 bp  Sc: 55.45 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4843-GlyCCC (44118408-44118336)  Gly (CCC) 73 bp  Sc: 55.45 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAGTC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna2148-GlyCCC (57022799-57022872)  Gly (CCC) 74 bp  Sc: 55.46 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGGCATTCCCAATGCAGAGGGCTCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna655-GlyCCC (17513103-17513175)  Gly (CCC) 73 bp  Sc: 55.47 
TCCCTGGTAGTTCAGTGGCTAAGACACTACACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna270-GlyCCC (6626406-6626478)  Gly (CCC) 73 bp  Sc: 55.47 
TCCCTGGTGGTCCAGAGGCTAAGACTCTGCACTCCCAATCAAGGGGTCCCAAGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr18.trna4172-GlyCCC (49281632-49281560)  Gly (CCC) 73 bp  Sc: 55.50 
TCCCTGGTGTTCTAGTGGCTAAGCCTCTGCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna5408-GlyCCC (139527976-139528047)  Gly (CCC) 72 bp  Sc: 55.50 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAGTGCAGGGGCCCAGGTTCGATCC 
CTGGTCGAGGAA 
>Bos_taurus_chr3.trna4991-GlyCCC (116526937-116526865)  Gly (CCC) 73 bp  Sc: 55.50 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCACTCCCAATGCAGGGGACACAGGTTCAAGC 
CCTGATTGGGGAA 
>Bos_taurus_chr7.trna3217-GlyCCC (74043719-74043791)  Gly (CCC) 73 bp  Sc: 55.53 
TCCCTGGTGGTCTAGTGGCTAAGATACTGTTCTCCCAATGCAGAGGGCCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6797-GlyCCC (136405176-136405105)  Gly (CCC) 72 bp  Sc: 55.55 
TCCTTGGTGGTCCAATGGCTAAGATTCTTCACTCCCAATGCAGGGGCCCAGGTTCGATCC 
CTGGTCAGGGTA 
>Bos_taurus_chr2.trna8235-GlyCCC (72176890-72176818)  Gly (CCC) 73 bp  Sc: 55.58 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGTGCTCCCAATGCAGGAGGCCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4890-GlyCCC (113966277-113966349)  Gly (CCC) 73 bp  Sc: 55.68 
TCCCTTGTGGTCCAGTGGCTAAGACTCTGCGCCCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7894-GlyCCC (20642678-20642606)  Gly (CCC) 73 bp  Sc: 55.74 
TCCCTGGTGGTCTAGTGGCTAAGACTCTGTGCTCCCAACACAGGGACCCAGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2764-GlyCCC (49334347-49334275)  Gly (CCC) 73 bp  Sc: 55.75 
TCCCTGGTGGTCCAATGGTTAAGACTCTGTGCCCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna126-GlyCCC (4218343-4218415)  Gly (CCC) 73 bp  Sc: 55.85 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4993-GlyCCC (65821622-65821550)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTGGTCCAGTCGCTAAGACTCTGAACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna347-GlyCCC (8310283-8310355)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGGGTTCCCAATACAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5850-GlyCCC (92494118-92494046)  Gly (CCC) 73 bp  Sc: 55.87 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCGCTCCCATTGCAGAGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna6329-GlyCCC (119930403-119930331)  Gly (CCC) 73 bp  Sc: 55.91 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGGTCTGGGTTCAATC 
CCCAGTCAGGGAA 



>Bos_taurus_chr17.trna5381-GlyCCC (42494004-42493932)  Gly (CCC) 73 bp  Sc: 55.94 
TCCCTGGTTGTCTAGTGGCTAAGACTCAGCACTCCCAATGCAGGGGTCCTGAGTTCGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr6.trna5536-GlyCCC (98084119-98084047)  Gly (CCC) 73 bp  Sc: 56.03 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGTCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4006-GlyCCC (64625586-64625514)  Gly (CCC) 73 bp  Sc: 56.05 
TCCCTGATGGTCCAGTGGCTAAGACTCCACGTTCCCAACATAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1677-GlyCCC (44458998-44459070)  Gly (CCC) 73 bp  Sc: 56.05 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACACTCCCAATGCAGGGGACCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna5053-GlyCCC (65158830-65158758)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna2185-GlyCCC (48051463-48051535)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr20.trna1656-GlyCCC (41221046-41221118)  Gly (CCC) 73 bp  Sc: 56.10 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCACTGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3810-GlyCCC (22980862-22980790)  Gly (CCC) 73 bp  Sc: 56.11 
TTCCTGGTGGTCCAGTGGCTAGGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna954-GlyCCC (14791265-14791336)  Gly (CCC) 72 bp  Sc: 56.12 
TGCCTGGTAGTCTAGTGGCTAAGACTCTACGCTCCCAAAGCAGGGGCCCAGGTTCGATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr16.trna1372-GlyCCC (37932849-37932921)  Gly (CCC) 73 bp  Sc: 56.16 
TCTCTGGTGGTCCAGTGGCTAAGACTCCACGCTCCCAACATGGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6257-GlyCCC (23914212-23914140)  Gly (CCC) 73 bp  Sc: 56.18 
TCATTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4126-GlyCCC (50015288-50015217)  Gly (CCC) 72 bp  Sc: 56.19 
TCCCTGGTGGTCCCGTGGTTAAGACTCTGCACTCCCAATGCAGGGGCCCAAGTTCGATCC 
CTGGTCAAGGAA 
>Bos_taurus_chr17.trna5178-GlyCCC (47840860-47840788)  Gly (CCC) 73 bp  Sc: 56.19 
TCCCTGGTGGTCTAGTGGCTAAGATGCTGCATTCCCAATGCAGGGGACCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1279-GlyCCC (27854704-27854776)  Gly (CCC) 73 bp  Sc: 56.21 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCTCTCCCAAAGCAGGGGGCTCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr1.trna7443-GlyCCC (119393895-119393823)  Gly (CCC) 73 bp  Sc: 56.22 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGGGTGCCCAGGTTCAATC 
CCTGGCCAAGGAA 
>Bos_taurus_chr18.trna3506-GlyCCC (57830247-57830175)  Gly (CCC) 73 bp  Sc: 56.22 
TCCCTTGTGGTCCAGTGGCTAGGACTCTGAACTCCCAATGCAGGGGACCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna529-GlyCCC (18584033-18584105)  Gly (CCC) 73 bp  Sc: 56.23 
TCCCTGGTGGTCGAGTGTCTAAGACTCTGCGCTCCCAATGCAGGGGATCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1843-GlyCCC (51777624-51777696)  Gly (CCC) 73 bp  Sc: 56.27 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCCAATGCAGATGGCCCAGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1532-GlyCCC (42284252-42284324)  Gly (CCC) 73 bp  Sc: 56.27 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr21.trna4825-GlyCCC (26957225-26957153)  Gly (CCC) 73 bp  Sc: 56.28 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGCATTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna6968-GlyCCC (66880783-66880711)  Gly (CCC) 73 bp  Sc: 56.32 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna6016-GlyCCC (30939753-30939681)  Gly (CCC) 73 bp  Sc: 56.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4213-GlyCCC (107931113-107931185)  Gly (CCC) 73 bp  Sc: 56.38 



TCGCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1580-GlyCCC (43671222-43671294)  Gly (CCC) 73 bp  Sc: 56.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna24-GlyCCC (387370-387442)  Gly (CCC) 73 bp  Sc: 56.43 
TCCTTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna241-GlyCCC (6424523-6424599)  Gly (CCC) 77 bp  Sc: 56.46 
TCCCTCATGGTCCAGTGGCTAAGACTCTGCACTCCCAATCAATGCAGGGGACCCAGGTTC 
AATTCCTGGTCGGGGAA 
>Bos_taurus_chr28.trna757-GlyCCC (17973953-17974025)  Gly (CCC) 73 bp  Sc: 56.52 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATACAGGGGGCCTGGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr21.trna620-GlyCCC (17182441-17182513)  Gly (CCC) 73 bp  Sc: 56.55 
TCCTTGGTTGTCTAGTGGCTAAGACTCTGTGCTCCCAACACAGGGGTCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3673-GlyCCC (70346419-70346348)  Gly (CCC) 72 bp  Sc: 56.57 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna3883-GlyCCC (102737512-102737584)  Gly (CCC) 73 bp  Sc: 56.58 
TCCCTGGTGGTCCAGTGGCTAACACTCTGCACTCCCAATGGAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna614-GlyCCC (14301268-14301340)  Gly (CCC) 73 bp  Sc: 56.59 
TTCCTGGTGGTCCAGTGGTTAAGATTCTGCACTCCCAATGCAGGGGGCCTAGGTTCAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr19.trna1848-GlyCCC (35628614-35628686)  Gly (CCC) 73 bp  Sc: 56.61 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna9342-GlyCCC (28599231-28599159)  Gly (CCC) 73 bp  Sc: 56.66 
TCCTTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCGGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna6340-GlyCCC (146428766-146428695)  Gly (CCC) 72 bp  Sc: 56.67 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCATTGCAGCGGCCTAGGTTCAATCT 
CTAGTCAGGGAA 
>Bos_taurus_chr15.trna3257-GlyCCC (84356731-84356659)  Gly (CCC) 73 bp  Sc: 56.67 
TCCCTGGTGGTTGAGTGTTTAAGACTCTGCGCTCCCAAGGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1365-GlyCCC (33625431-33625503)  Gly (CCC) 73 bp  Sc: 56.69 
TCCCTGGTGGTCCAGTGGCGAAGACTCTGCACTCCCAGTGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr5.trna1026-GlyCCC (28725476-28725548)  Gly (CCC) 73 bp  Sc: 56.70 
TCCCTGGTGATCCAGTGGCTAATACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1607-GlyCCC (34125399-34125471)  Gly (CCC) 73 bp  Sc: 56.71 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGTGCTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4776-GlyCCC (5263194-5263122)  Gly (CCC) 73 bp  Sc: 56.72 
TCCTTGGTGGTTCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna685-GlyCCC (18233827-18233899)  Gly (CCC) 73 bp  Sc: 56.76 
TCCCTGGTGGTCCAGTGGTTAAGACTCCGCACTCCCAATGCAGGGGACCCAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4217-GlyCCC (14656735-14656664)  Gly (CCC) 72 bp  Sc: 56.77 
TCCCTGGCGGTCCAGTGGCTAGGACTCTGTACTCCCAATCCAAGGTCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna4772-GlyCCC (128016407-128016479)  Gly (CCC) 73 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna4578-GlyCCC (116299506-116299434)  Gly (CCC) 73 bp  Sc: 56.77 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna794-GlyCCC (19095917-19095989)  Gly (CCC) 73 bp  Sc: 56.88 
TCCCTGGGGGTCCAGTGGTTAGGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2827-GlyCCC (63271176-63271248)  Gly (CCC) 73 bp  Sc: 56.89 
TCCTTGGTGGCCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGCGGCCCAGGTTCGATC 



CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1539-GlyCCC (32756481-32756553)  Gly (CCC) 73 bp  Sc: 56.92 
TCCATGGTGGTCCGGTGGCTAAGACTCTGCGCTCCCAACGCAGGGGTTCTGGGTTCAATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr16.trna2421-GlyCCC (60366359-60366431)  Gly (CCC) 73 bp  Sc: 57.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCCACATTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8419-GlyCCC (104363502-104363430)  Gly (CCC) 73 bp  Sc: 57.18 
TCCCTGGTGGTCCAGTGGCCAAGACACCACATTCCCAATGTAGTGGGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr15.trna728-GlyCCC (24880029-24880101)  Gly (CCC) 73 bp  Sc: 57.25 
CCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGCGCCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8699-GlyCCC (9002259-9002185)  Gly (CCC) 75 bp  Sc: 57.25 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGAGGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2780-GlyCCC (37908550-37908478)  Gly (CCC) 73 bp  Sc: 57.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4655-GlyCCC (8494322-8494250)  Gly (CCC) 73 bp  Sc: 57.29 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr25.trna4662-GlyCCC (8403165-8403093)  Gly (CCC) 73 bp  Sc: 57.29 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna4462-GlyCCC (101177959-101178031)  Gly (CCC) 73 bp  Sc: 57.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCGGCATTCCCAATGCTGCGGGCCCGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4886-GlyCCC (129841331-129841403)  Gly (CCC) 73 bp  Sc: 57.41 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr1.trna7408-GlyCCC (119897914-119897843)  Gly (CCC) 72 bp  Sc: 57.45 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGTGATCCCAATGCAGGGTCCCAGGTTCGATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr14.trna6120-GlyCCC (26355596-26355524)  Gly (CCC) 73 bp  Sc: 57.46 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr28.trna375-GlyCCC (8656397-8656468)  Gly (CCC) 72 bp  Sc: 57.49 
TCCCTGTGATCCAGAGGTTAAGATTCTGCACTCCCAATGCAGGGGTCCCAGGTTCAATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr21.trna5051-GlyCCC (23685555-23685483)  Gly (CCC) 73 bp  Sc: 57.52 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna6921-GlyCCC (88107291-88107219)  Gly (CCC) 73 bp  Sc: 57.54 
TCCCTGGTAGTCCAGTGGCTAAGACTCTGAACTCCCAATGCAGGGGGCCCAGGTTCGACC 
CCTGGTCAGGGAC 
>Bos_taurus_chr16.trna4011-GlyCCC (67978427-67978355)  Gly (CCC) 73 bp  Sc: 57.55 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3648-GlyCCC (13690881-13690809)  Gly (CCC) 73 bp  Sc: 57.67 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna5102-GlyCCC (64297762-64297690)  Gly (CCC) 73 bp  Sc: 57.68 
TTCCTACTGGTCTAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGTCCCAGGTTTGATC 
CCTGGTAAGGAAA 
>Bos_taurus_chrX.trna745-GlyCCC (17201729-17201801)  Gly (CCC) 73 bp  Sc: 57.68 
TCCCTGATGGTCCAGTGGCTAAGACTCCTCACTCCCAATGCAGGGAGTCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna162-GlyCCC (5204767-5204839)  Gly (CCC) 73 bp  Sc: 57.70 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGAGGGCCTGGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7986-GlyCCC (111556400-111556328)  Gly (CCC) 73 bp  Sc: 57.80 
TCCCTGGTGGTCCAGTGGATAAGACTCTGCACTCCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAAGGAA 
>Bos_taurus_chr7.trna7737-GlyCCC (22594573-22594502)  Gly (CCC) 72 bp  Sc: 57.86 
TCCCTGGTGGTCCAGTGGCTTAGACTCCGTGCTCCCAACGCAGGGGCCCAGGTTCGATTC 
CTGGTCAGGGAA 



>Bos_taurus_chr7.trna8150-GlyCCC (17582523-17582451)  Gly (CCC) 73 bp  Sc: 57.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGGCCCAAGTTCGATC 
CTTTGTCAGGGAA 
>Bos_taurus_chr15.trna4917-GlyCCC (42536934-42536862)  Gly (CCC) 73 bp  Sc: 57.99 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGAGGGACTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna7622-GlyCCC (90579818-90579746)  Gly (CCC) 73 bp  Sc: 58.01 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna587-GlyCCC (18551752-18551824)  Gly (CCC) 73 bp  Sc: 58.02 
TCCTTGGTTGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr13.trna5150-GlyCCC (63367768-63367696)  Gly (CCC) 73 bp  Sc: 58.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna408-GlyCCC (13042518-13042590)  Gly (CCC) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCATGAGGCCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna5086-GlyCCC (105453885-105453813)  Gly (CCC) 73 bp  Sc: 58.26 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGAACCCTGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna2069-GlyCCC (50575556-50575627)  Gly (CCC) 72 bp  Sc: 58.27 
TCCCTGGTGGTCCAGTGGATAAGACTCCATACTCCCAATGCAGAGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna8712-GlyCCC (19889217-19889145)  Gly (CCC) 73 bp  Sc: 58.31 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGGGATCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna5373-GlyCCC (75522906-75522834)  Gly (CCC) 73 bp  Sc: 58.53 
TCCCTGGTGATCCAGTGGTTAAGACTCTGCTCTCCCAATGCAGGGAGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna4427-GlyCCC (6769222-6769150)  Gly (CCC) 73 bp  Sc: 58.55 
TCCCTGGTGGTCCAATGGTTAAGATTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2584-GlyCCC (31107897-31107825)  Gly (CCC) 73 bp  Sc: 58.57 
TCACTGGTGGTCCAGTGGTTAGGACTCTGAGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chrX.trna11291-GlyCCC (17742050-17741978)  Gly (CCC) 73 bp  Sc: 58.85 
TCCTTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr6.trna3205-GlyCCC (96917428-96917500)  Gly (CCC) 73 bp  Sc: 58.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGCATTCCCAATGCCGGTGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr24.trna4021-GlyCCC (35473471-35473399)  Gly (CCC) 73 bp  Sc: 58.90 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTCCCAATGCAGAGGGCCCAGGTTCGATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr23.trna241-GlyCCC (7373600-7373672)  Gly (CCC) 73 bp  Sc: 58.94 
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr13.trna6066-GlyCCC (38941720-38941648)  Gly (CCC) 73 bp  Sc: 58.96 
TCCCGGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGCTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna591-GlyCCC (13636865-13636937)  Gly (CCC) 73 bp  Sc: 59.08 
TCCCTGGTGGTCCAGTGGATAAGACTCTGCACTCCCAATCCAGGGGGCCCAGGTTCGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr26.trna1666-GlyCCC (42965045-42965117)  Gly (CCC) 73 bp  Sc: 59.13 
TCCCTGGTGGTCCAGTGGTTAAGCCTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr25.trna2216-GlyCCC (34914063-34914135)  Gly (CCC) 73 bp  Sc: 59.31 
TCCCTGGTGGTCCAGTGCTTAAGACTCTGCATTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGCCAGGGAG 
>Bos_taurus_chr12.trna3201-GlyCCC (80385145-80385217)  Gly (CCC) 73 bp  Sc: 59.42 
TCCCAGGTGGTCTAGTGGCTAAGACTCTGCACTCCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr6.trna7002-GlyCCC (60580938-60580867)  Gly (CCC) 72 bp  Sc: 59.52 
TCCCTAGTGGTCCAGTGGTTAAGACTCTACACTCCCAATGCAGAGGCCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna711-GlyCCC (15594729-15594801)  Gly (CCC) 73 bp  Sc: 59.55 



TCCCTGATGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr7.trna8465-GlyCCC (13706490-13706418)  Gly (CCC) 73 bp  Sc: 59.68 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGCACTCCCAGTGCAGAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna2273-GlyCCC (58158521-58158593)  Gly (CCC) 73 bp  Sc: 59.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGCCAGGGAA 
>Bos_taurus_chr1.trna4731-GlyCCC (130858846-130858918)  Gly (CCC) 73 bp  Sc: 59.84 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCCAGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5664-GlyCCC (35823186-35823114)  Gly (CCC) 73 bp  Sc: 59.88 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna4781-GlyCCC (131710931-131711003)  Gly (CCC) 73 bp  Sc: 59.92 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr3.trna3296-GlyCCC (87755215-87755287)  Gly (CCC) 73 bp  Sc: 59.95 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAAGGAG 
>Bos_taurus_chr6.trna6925-GlyCCC (62187636-62187565)  Gly (CCC) 72 bp  Sc: 60.14 
TCCCTGGTGATCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chrX.trna6974-GlyCCC (135759667-135759595)  Gly (CCC) 73 bp  Sc: 60.21 
TCCCTGGTGCTCCAGTGGCTAAGATGCTGCACTCCCAATGCAGGGGGCCTGGGTTCAATA 
CCCAGTCAGGGAA 
>Bos_taurus_chr15.trna4682-GlyCCC (49466254-49466182)  Gly (CCC) 73 bp  Sc: 60.32 
TCTCTGGTGGTCCAGTGGCTAAGACTCTACATTCCCAATGTAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna171-GlyCCC (5315333-5315405)  Gly (CCC) 73 bp  Sc: 60.38 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTAAGTTCAATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr14.trna2017-GlyCCC (45066067-45066139)  Gly (CCC) 73 bp  Sc: 60.43 
TCCCTGATGGTCCAGAGGTTAAGGCTCTGTGCTCCCAACGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7917-GlyCCC (20535655-20535583)  Gly (CCC) 73 bp  Sc: 60.53 
TCCTTGGTGGTCCAGTGGTTAGGACTATGCACTCCCAATGCAGGGAGCCCAGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr28.trna325-GlyCCC (7944631-7944703)  Gly (CCC) 73 bp  Sc: 60.66 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGAGCCCAGGTTCAACC 
CCTGGTCAGGAAA 
>Bos_taurus_chr27.trna2716-GlyCCC (28145615-28145543)  Gly (CCC) 73 bp  Sc: 60.71 
TCCCTGATGGTCCAATGGCTAAGACTCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9427-GlyCCC (71099227-71099156)  Gly (CCC) 72 bp  Sc: 60.72 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGTCCGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna1887-GlyCCC (52588278-52588350)  Gly (CCC) 73 bp  Sc: 60.79 
TCCCTGGTGGTCCAGTGGTTAAGACTCTATGCTCCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2358-GlyCCC (69893000-69893072)  Gly (CCC) 73 bp  Sc: 61.22 
TCTCTGGTGGTCCAGTGGCTAGGACTCCACACTCCCAATGTAGGGGCCCCAGGTTCGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr26.trna1463-GlyCCC (39439169-39439241)  Gly (CCC) 73 bp  Sc: 61.22 
TCCCTGATAGTCCAGTGGCTAAGACTCTGGACTCCCAATGTAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna5483-GlyCCC (30339728-30339656)  Gly (CCC) 73 bp  Sc: 61.23 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAATGCAGGGGACACAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr12.trna610-GlyCCC (16227878-16227950)  Gly (CCC) 73 bp  Sc: 61.41 
TCCCTGATAGTCCAGTGGTTAAGACTCTGCATTCCCAATGCAGGGGGCACAGGTTCGATT 
CCTGGTAGGGGAA 
>Bos_taurus_chrX.trna7244-GlyCCC (130349757-130349685)  Gly (CCC) 73 bp  Sc: 61.43 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr29.trna1322-GlyCCC (33565728-33565800)  Gly (CCC) 73 bp  Sc: 61.48 
TCCCTGATGGTCCAGTGGCTAGGACTCCGCACTCCCAATGCAGGGGTCCCAGGTTCCATC 



CCTGATCAGGGAA 
>Bos_taurus_chr5.trna1056-GlyCCC (29377009-29377081)  Gly (CCC) 73 bp  Sc: 61.55 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4687-GlyCCC (49404856-49404784)  Gly (CCC) 73 bp  Sc: 61.80 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACATTCCCAGTGTAGAGGCCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4716-GlyCCC (7997137-7997065)  Gly (CCC) 73 bp  Sc: 61.90 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCGATGCAGGGGGCCCAGGTTCGATC 
CCAGGTCAGGGAA 
>Bos_taurus_chr5.trna6946-GlyCCC (87508946-87508875)  Gly (CCC) 72 bp  Sc: 62.12 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTCCCAGTGCAGTGGGCAAGGTTCAATCC 
CTTGTTAGGGAA 
>Bos_taurus_chr1.trna6914-GlyCCC (132740262-132740190)  Gly (CCC) 73 bp  Sc: 62.28 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTACTCCCAATGCAGGGAGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2210-GlyCCC (28575156-28575084)  Gly (CCC) 73 bp  Sc: 62.39 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3060-GlyCCC (77438631-77438703)  Gly (CCC) 73 bp  Sc: 62.46 
TCCCTGGTGGTCCAGTTGCTAAGACTCTGTACTCCCAATGCAGGGATCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna239-GlyCCC (5188367-5188439)  Gly (CCC) 73 bp  Sc: 62.47 
TCCCTGGTGGTCCAGTGGCTACGACTCTGCACTCCCAATGCAGGGGGTCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna512-GlyCCC (12149186-12149258)  Gly (CCC) 73 bp  Sc: 62.55 
TCCTTGATAGTCCAGTGGCTAAGACTCTGCATTCCCAATGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8722-GlyCCC (19786731-19786662)  Gly (CCC) 70 bp  Sc: 62.56 
TCCCTGGTGGTCCAGTGGAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCAATCCCT 
GGTCAGGGAA 
>Bos_taurus_chr22.trna3832-GlyCCC (18031168-18031096)  Gly (CCC) 73 bp  Sc: 62.79 
TCCCTGGTGGTCCAGTGGCTAAAACTCTCCACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr3.trna421-GlyCCC (12377954-12378026)  Gly (CCC) 73 bp  Sc: 63.66 
TCCCTGATGGTCCAGTGGCTAAGATTCTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr6.trna3027-GlyCCC (93326152-93326224)  Gly (CCC) 73 bp  Sc: 63.78 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCACTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5138-GlyCCC (22112405-22112333)  Gly (CCC) 73 bp  Sc: 63.88 
TCCTTGATGGTCTAGTGGCTAAGACTCTGCGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna10008-GlyCCC (54998413-54998342)  Gly (CCC) 72 bp  Sc: 64.03 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGCCCAGGTTCGTTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr25.trna1314-GlyCCC (21946738-21946810)  Gly (CCC) 73 bp  Sc: 64.17 
TCCCTGATGGTCCAATGGCTAGGACTCTGCACTCCCAGTGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2200-GlyCCC (34615398-34615469)  Gly (CCC) 72 bp  Sc: 65.43 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTCCCAAGGCAGGGGACCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna860-GlyCCC (21314669-21314739)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr3.trna8658-GlyCCC (21031416-21031346)  Gly (CCC) 71 bp  Sc: 65.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr19.trna3802-GlyCCC (57070178-57070106)  Gly (CCC) 73 bp  Sc: 65.52 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAGGGATCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna741-GlyCCC (25148869-25148941)  Gly (CCC) 73 bp  Sc: 65.72 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGTCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr23.trna4838-GlyCCC (3352871-3352799)  Gly (CCC) 73 bp  Sc: 65.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTACTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 



>Bos_taurus_chr22.trna3830-GlyCCC (18090862-18090791)  Gly (CCC) 72 bp  Sc: 66.28 
TCCCTGGTGGTCTAGAGGCTAAGATGCTGCACTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna5349-GlyCCC (23968614-23968542)  Gly (CCC) 73 bp  Sc: 66.92 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGGGGGCCCGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr16.trna2994-GlyCCC (72303517-72303589)  Gly (CCC) 73 bp  Sc: 67.14 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCCAATGCAGAGGGCCTAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna848-GlyCCC (21225221-21225291)  Gly (CCC) 71 bp  Sc: 67.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGGTTCTATTCC 
CGGCCAATGCA 
>Bos_taurus_chr11.trna2577-GlyCCC (59935062-59935134)  Gly (CCC) 73 bp  Sc: 67.77 
TCCCTGATGGTCCAGTGGCTAAAACTTTGCACTCCCAATGCAGGGATCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna2579-GlyCCC (40096517-40096446)  Gly (CCC) 72 bp  Sc: 68.63 
TCCCTGATGGTCCAGTGGCTAAGATTTTGCACTCCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr28.trna1476-GlyCCC (40330920-40330990)  Gly (CCC) 71 bp  Sc: 68.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGTGGGAGACCTGGGTTCAATTCC 
CGGCCAATGCA 
>Bos_taurus_chr25.trna2739-GlyCCC (38775751-38775679)  Gly (CCC) 73 bp  Sc: 68.83 
TCCCTGGTGGTCCAGTGGCTAAGACACTGCACTCCCAATGCAGGGGTCCCCGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna4637-GlyCCC (115452867-115452797)  Gly (CCC) 71 bp  Sc: 69.49 
GCATTGGTGGTTCAGAGGTAGAATTCTCGCCTCCCATGTGGGAGACCCGGGTTCGATTCC 
CGGCCAGTGCA 
>Bos_taurus_chr18.trna1712-GlyCCC (42704932-42705004)  Gly (CCC) 73 bp  Sc: 73.68 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTCCCAATGCAGGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8638-GlyCCC (21178921-21178851)  Gly (CCC) 71 bp  Sc: 73.73 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTTC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna808-GlyCCC (20923355-20923425)  Gly (CCC) 71 bp  Sc: 75.47 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr11.trna6425-GlyCCC (68527620-68527550)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Bos_taurus_chr3.trna8626-GlyCCC (21254370-21254300)  Gly (CCC) 71 bp  Sc: 79.31 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAGTGCA 
>Bos_taurus_chr3.trna828-GlyCCC (21065482-21065552)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna832-GlyCCC (21084725-21084795)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna8612-GlyCCC (21418374-21418304)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna8613-GlyCCC (21416863-21416793)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna873-GlyCCC (21420077-21420147)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr1.trna3863-GlyCCC (109502435-109502514)  Gly (CCC) 80 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGCTAGGACTCCCCACTCCCAGAGAAAGGGTTAGGGGGCCCAGG 
TTCAATCCCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8536-GlyCCC (12807836-12807746)  Gly (CCC) 91 bp  Sc: 23.38 
TCCTTGGTAGTCCAGAGGCTAAGACTCTGGGCTCCCAGTTCAGGCAGCACAGGTTTGACC 
TCTGACCCAGGTTTGACCCCTGGTCAGGTAA 
>Bos_taurus_chr27.trna3281-GlyCCC (16961252-16961168)  Gly (CCC) 85 bp  Sc: 28.06 
TCCCAGGTGGCTTGGTGGTAAAGCATTCATCTCCCAATGCAGGAGATGAAGGTTTCATCC 
CTGGGTTCAATTTCTGGCTTGGGAA 
>Bos_taurus_chr13.trna6687-GlyCCC (27813185-27813103)  Gly (CCC) 83 bp  Sc: 33.28 



TCCTTGATGGTCTAGCAGCTAAGATTCTGCACTCCCAATGCAGCTGGCCTGCATTGAACC 
AGGTTCAATCCCTGGTCAGGGGA 
>Bos_taurus_chr13.trna5706-GlyCCC (48512965-48512885)  Gly (CCC) 81 bp  Sc: 28.73 
TCCCTGGTGGTCCAGTGGCTAAGACTTCATCCTCCCAATGCAGGGCAGGGGGGGCCCCAA 
GTTAAATTCTTGGTCAAGGAA 
>Bos_taurus_chr4.trna5266-GlyGCC (103071303-103071231)  Gly (GCC) 73 bp  Sc: 27.91 
TCCTTAGTGTCTCAGTGGTAAAGAATCTGCCTGCCAGTGCAGGAGACACAGGTTTGATCC 
CTGATTTGGNNNN 
>Bos_taurus_chr22.trna150-GlyGCC (4515935-4516007)  Gly (GCC) 73 bp  Sc: 31.09 
TCCCTGGTGGTCCAGTGATTAAGACTCTGTGCTGCCAATACAGGGAGTATGGGTTCGACC 
CCTCTTTGGGGAA 
>Bos_taurus_chr27.trna2479-GlyGCC (32770163-32770091)  Gly (GCC) 73 bp  Sc: 31.29 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGAGTTGCCCATGCAGGGGTCTTGGGTTTGATC 
TCTGATCAGGGAA 
>Bos_taurus_chr11.trna5814-GlyGCC (82608187-82608115)  Gly (GCC) 73 bp  Sc: 31.51 
TCCCTGGTGGTCCAGTGGCTAAGACTTCATACTGCCAATATAGGGGGCCTAGGTTTAACC 
CCTGGTCAGCGAA 
>Bos_taurus_chr13.trna1012-GlyGCC (25271681-25271751)  Gly (GCC) 71 bp  Sc: 32.30 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGTGCTGCCAGCGCAGGGGCCAGGTTCAGTCCT 
CGGTCAGGGAA 
>Bos_taurus_chr13.trna919-GlyGCC (23690762-23690834)  Gly (GCC) 73 bp  Sc: 33.51 
TTCCTGGTGGTCCAATGGTTAGGACTCTGTGCTGCCACTACAGGGGGCCTGGGTTTGATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna386-GlyGCC (8865729-8865801)  Gly (GCC) 73 bp  Sc: 34.86 
TTCCTGGTGGTCCAGTGGCTTGGACTCTGCACTGCCAATGCAGGGAGCTCAGGTTCGTTC 
CCTAATCAGGGGA 
>Bos_taurus_chr16.trna1041-GlyGCC (30105048-30105120)  Gly (GCC) 73 bp  Sc: 35.73 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTGCCAATGCAGGGTATCCGGGTCTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2622-GlyGCC (17872034-17871962)  Gly (GCC) 73 bp  Sc: 36.64 
TCCTTAGTGGTCCCGTGGCTAAGACTATGCATTGCCAATGCAGGTGACCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna5566-GlyGCC (87992440-87992368)  Gly (GCC) 73 bp  Sc: 37.06 
TCCCTGGTGGTCCAGGGGTTAAGACTCTGAGCTGCCACTGCAGGGAATGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna5071-GlyGCC (117194774-117194846)  Gly (GCC) 73 bp  Sc: 38.82 
TCCCTGGTGGCCCAGTGGTTAGGATTTGGTTCTGCCACTGCCAAGGACCTGGGTTCAGTC 
CCTGGTCAGGGAG 
>Bos_taurus_chr11.trna8928-GlyGCC (7008899-7008827)  Gly (GCC) 73 bp  Sc: 38.90 
TCCCTGGTGGCTCAGTCGGTAAAGATCCCGCCTGCCAATGCAGGAGACTCAGGTTTGATC 
CCTGGGTAGGGAA 
>Bos_taurus_chr17.trna4232-GlyGCC (61894624-61894551)  Gly (GCC) 74 bp  Sc: 39.37 
TCCCTGGTGGTCCACTGGCTAAAGACTCTGAGCTGCCAATGCGGGGGGCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4538-GlyGCC (73322968-73322894)  Gly (GCC) 75 bp  Sc: 39.63 
TCCCTGGTGGTCCAGCGGCTAAGGCTCTGTGCTGCCAATGCAGATTGGTATCAGGTTCAA 
CACCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3944-GlyGCC (52344735-52344663)  Gly (GCC) 73 bp  Sc: 40.25 
TTCTTGATGGTCCAGTGGCTAAGACTCTGCACTGCCCATTCAGGGGGCCCAGATTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr2.trna8478-GlyGCC (64194924-64194850)  Gly (GCC) 75 bp  Sc: 40.37 
TCCCTGGTGGTCCAGCGGCTAAAAGACTCAGCAATGCCAATGCAGGGGGCCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3183-GlyGCC (71229939-71230010)  Gly (GCC) 72 bp  Sc: 40.38 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTGCCAGTGCAGGGGTCTGGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna6392-GlyGCC (77336741-77336669)  Gly (GCC) 73 bp  Sc: 41.69 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGAGCTGCCAATGCAGGGGACCCAGGTTTGATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr18.trna3010-GlyGCC (63293007-63293080)  Gly (GCC) 74 bp  Sc: 43.11 
TCCCTGGTGGTCCAGGGGCTAAGACCCCGTGCTGCCACTGCAGGGGGGCCCAGGTTCAAT 
TCCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1470-GlyGCC (40555710-40555782)  Gly (GCC) 73 bp  Sc: 43.37 
TCCCTGGTGGTCCAGTGTCTAAGACTCTGAGTTGCCAATGCAGGGGGCCTGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna326-GlyGCC (8301617-8301688)  Gly (GCC) 72 bp  Sc: 45.36 
TTTCTACTGGCTCAGACGGTAAAGAATCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC 



CTGGGTGGGGAA 
>Bos_taurus_chrX.trna2278-GlyGCC (60438030-60438102)  Gly (GCC) 73 bp  Sc: 45.37 
TCCCttgttgtCCAGTGGTTAAGATTCTGTGCTGCCAATGCAAAGGGCCCAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr15.trna1339-GlyGCC (37742425-37742503)  Gly (GCC) 79 bp  Sc: 45.64 
TCCCCAGTGGTCCAGTTGTTAAGACTTTGCACTGCCACTGCAGGGGGGCACGGGTTAGGT 
TCAATCCCTAATTGGGGAA 
>Bos_taurus_chrX.trna10861-GlyGCC (28284288-28284216)  Gly (GCC) 73 bp  Sc: 46.12 
TCCCTGGTGGTCAAGTGGTTAAGACTCTGCACTGCCAATGCATGGGGCACAGGTTGGATA 
CCTGGTCAGGGGA 
>Bos_taurus_chr26.trna1893-GlyGCC (46714428-46714500)  Gly (GCC) 73 bp  Sc: 46.21 
TTCCTGGTGGCCCAGTGGTTAAGGCTCTGCTCTGCCAAAGCAGGGAGCACAGGTTCAGGC 
CCTGGCTGGGGAA 
>Bos_taurus_chr12.trna524-GlyGCC (15133253-15133325)  Gly (GCC) 73 bp  Sc: 46.62 
TCCCTGGTGGTCGAGTGGTTAAGACTCTGTGCTGCCAACACAGGGGGCATGGGTTTGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna251-GlyGCC (6868232-6868304)  Gly (GCC) 73 bp  Sc: 47.55 
TTCCTGGTTGTCCAGTGGCTAAGACTCTGCACTGCCAATGCAGGGGGCCTGGGTTTGATC 
CCCGGTCAGGGAA 
>Bos_taurus_chr17.trna3655-GlyGCC (70669291-70669220)  Gly (GCC) 72 bp  Sc: 47.59 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGTACTGCCAATGCAGGGGGCCAGGTTTAATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr22.trna3590-GlyGCC (24858767-24858695)  Gly (GCC) 73 bp  Sc: 47.90 
TCTCTGATGGTCTGCTGGCTAAGACTCTGCACTGCCAATGCAGGGGGGCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8706-GlyGCC (82068503-82068431)  Gly (GCC) 73 bp  Sc: 48.09 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAAAGCAGGGGGCCTAGGTTCGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr2.trna186-GlyGCC (5962726-5962796)  Gly (GCC) 71 bp  Sc: 48.23 
GCATAGGTGGTTCAGTGGTAGAATTCTTGCTTGCCACATGGGGGGCCTGGGTTTGATTCC 
CAGCCCATGCA 
>Bos_taurus_chr19.trna4132-GlyGCC (51631770-51631698)  Gly (GCC) 73 bp  Sc: 48.31 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGAGCTGCCAATGCAGGGGGAACAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3499-GlyGCC (79710669-79710597)  Gly (GCC) 73 bp  Sc: 49.72 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCACTGCCACTGCAGGGGGCATGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr24.trna2074-GlyGCC (48384533-48384603)  Gly (GCC) 71 bp  Sc: 49.99 
TCCCAGCTGGCTCAGTGGTTAAGAATCTGCCTGCCAAGCAGGAGACTCGGGTTCGATCCC 
TGGGTTGGGAA 
>Bos_taurus_chr23.trna4672-GlyGCC (7517518-7517446)  Gly (GCC) 73 bp  Sc: 50.21 
TCCCTGGTGGTCCAGTGGTTAAGATTCCGTGCTGCCACTGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2224-GlyGCC (50585238-50585310)  Gly (GCC) 73 bp  Sc: 50.38 
ACCCTGGTGGTCCAGTGGCTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna1030-GlyGCC (23619257-23619329)  Gly (GCC) 73 bp  Sc: 50.48 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTGCCAATGCAGGGGACCCAGGTTCCATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna3338-GlyGCC (62011081-62011010)  Gly (GCC) 72 bp  Sc: 50.97 
TTCCTGCTGGCTCAGTTGGTAAAGAATCTGCCTGCCGTGCAGGAGACCCAGGTTTGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr23.trna4090-GlyGCC (17473126-17473054)  Gly (GCC) 73 bp  Sc: 52.48 
TCCCTGGTGGTCGAGTGGGTAAGACTCTGCGCTGCCAATGCAGGGGGCCCAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr29.trna47-GlyGCC (1578469-1578541)  Gly (GCC) 73 bp  Sc: 54.37 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCGCTGCCAATGCAGGGGACACAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna7658-GlyGCC (112992291-112992219)  Gly (GCC) 73 bp  Sc: 55.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGACTGCCAATGCAGAAGGCCTGGGTTCAATC 
CCCAGTCAAGGAA 
>Bos_taurus_chr4.trna2021-GlyGCC (61729342-61729414)  Gly (GCC) 73 bp  Sc: 55.74 
TCTCTGGTGGTCCAGTGGTTAAGATTCTGCACTGCCAATGCATGGGTTACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna2058-GlyGCC (55228433-55228504)  Gly (GCC) 72 bp  Sc: 56.86 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 



>Bos_taurus_chr17.trna4167-GlyGCC (62506787-62506715)  Gly (GCC) 73 bp  Sc: 57.78 
TTCCTGGTGGTCCAGTGGTCAAGACTCTCCACTGCCAATGCAGAGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna1659-GlyGCC (40062831-40062902)  Gly (GCC) 72 bp  Sc: 57.82 
TCCCTGCTGGCTCAGACGGTAAAGCGTCTGCCTGCCATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr13.trna3921-GlyGCC (83715215-83715144)  Gly (GCC) 72 bp  Sc: 58.81 
TCCCCTGTGGCTCAGTGGCAGAGAACCTGCCTGCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGCTGGGAAG 
>Bos_taurus_chr28.trna3219-GlyGCC (5165322-5165251)  Gly (GCC) 72 bp  Sc: 59.49 
TCCCTGGTGGTCCAGTGGCTAGGACTCTGCACTGCCAATGCAGTGACTCTGGTTTGATCC 
CTGGTCAGGGAG 
>Bos_taurus_chr27.trna1855-GlyGCC (44692373-44692443)  Gly (GCC) 71 bp  Sc: 59.70 
GCATGGGTGCTTCAGTGGTAGGATTCCCGCCTGCCACGCGGGAGGCCCGGGTTCAATTTC 
TGGCCCGTGCA 
>Bos_taurus_chr3.trna2999-GlyGCC (80703471-80703544)  Gly (GCC) 74 bp  Sc: 60.75 
TCCCTGGTGGTCTAGTGGTTTAAGACTCTGCACTGCCAATACAGCAGGCCCAGGTTCAAT 
CCCTGGTCAGGGAG 
>Bos_taurus_chr1.trna8555-GlyGCC (86120078-86120008)  Gly (GCC) 71 bp  Sc: 66.42 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACTCGGGAGGCCTGGGTTCAATTCC 
CAGCCAATGCA 
>Bos_taurus_chr6.trna6990-GlyGCC (60918690-60918620)  Gly (GCC) 71 bp  Sc: 67.09 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGGCCTGGGTTCGATTCC 
CAGCTGATGCA 
>Bos_taurus_chr3.trna9190-GlyGCC (8112633-8112563)  Gly (GCC) 71 bp  Sc: 75.52 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGACCATGCA 
>Bos_taurus_chr18.trna42-GlyGCC (1461693-1461763)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna52-GlyGCC (1857485-1857555)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna6267-GlyGCC (1454662-1454592)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr18.trna6268-GlyGCC (1454022-1453952)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr19.trna1439-GlyGCC (28379155-28379225)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr2.trna1348-GlyGCC (39950235-39950305)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr23.trna1415-GlyGCC (30708854-30708924)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr23.trna1490-GlyGCC (31446852-31446922)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna272-GlyGCC (8030458-8030528)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Bos_taurus_chr3.trna274-GlyGCC (8104306-8104376)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Bos_taurus_chr21.trna3509-GlyGCC (61352303-61352181)  Gly (GCC) 123 bp  Sc: 54.61 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTGCCAAGACCAGGGGACATTCCTGGTGG 
ACTAGTTGCTAAGACTCCACACTGCCAATGCAGGGGGCCCAGGTTCGATCCCTGGTCAGG 
GAA 
>Bos_taurus_chr14.trna260-GlyTCC (7367930-7368000)  Gly (TCC) 71 bp  Sc: 23.47 
TCCGTGGTAGTCCAGTGGCTAAGACTCTGTGCTTCCAGTGCAGAAGCTGGGTTTGATGCC 
TGGCCAGGGAA 
>Bos_taurus_chr7.trna5397-GlyTCC (89720785-89720714)  Gly (TCC) 72 bp  Sc: 23.51 
TCCTGGAAGTCCAGTGGTTGAGACCCTGTACTTCCAGTGCAGGGGGTTCAGGTTTGATCC 
CTGGTTGGGGAA 



>Bos_taurus_chr9.trna406-GlyTCC (15343869-15343941)  Gly (TCC) 73 bp  Sc: 23.75 
TCCCTGGTGGTCCAGTGGCTCCGATTCTGCATTTCCAGTGCAGGGGGCTTGAGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1125-GlyTCC (29875433-29875504)  Gly (TCC) 72 bp  Sc: 25.20 
TCCCTGATGGTCCAGTGGTTAAGACTCTGTGTTTCCAGGGCAGGGGGCACGGGTTCTATC 
CATGTCAGGGAA 
>Bos_taurus_chr24.trna1386-GlyTCC (34089507-34089579)  Gly (TCC) 73 bp  Sc: 26.07 
TCTCTGGATGTCCAGTGGCTAAGACTTTGTGCTTCCATTGCACAGGGCCCAGGTTTAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna3453-GlyTCC (31355386-31355315)  Gly (TCC) 72 bp  Sc: 26.15 
TTCCTGGTGGTCTAGTGATTAGGACTCTGAGCTTCCATTGCAGGCGCCCAGGTTTCATCC 
CTGGTTGGCAAA 
>Bos_taurus_chr10.trna3198-GlyTCC (80890873-80890945)  Gly (TCC) 73 bp  Sc: 26.19 
TCCCTGGCAGTCCAGTGGTTAAGACTGAGTTCTTCCACTGTTCTAGACTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr4.trna5537-GlyTCC (96976749-96976677)  Gly (TCC) 73 bp  Sc: 27.13 
TCCCTGGTGGTCCAGTTTTTAAGACTCTGAGCTTCCACTGCAGGGGGTGCAGGTTTGATC 
CCTGTCTGGGAAC 
>Bos_taurus_chr18.trna5244-GlyTCC (26126563-26126490)  Gly (TCC) 74 bp  Sc: 27.46 
TCCCTGGTAATTCAGTGGTTAGGATGCTGAGCTTCCATTGTGGCAAGGCCCAGGGTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8298-GlyTCC (16063208-16063136)  Gly (TCC) 73 bp  Sc: 27.72 
TTCCTGGTGGTCCAGTGATTAAGACTCTGCGCTTCCAGTGCAGGGGGCCTGAGTTTGATC 
CTTAATCAGGAAA 
>Bos_taurus_chr26.trna3273-GlyTCC (22578179-22578107)  Gly (TCC) 73 bp  Sc: 27.90 
TCTCTGGTGGTCCATTTGTTAAGATTCTGTACTTCCACTGCAGGAGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna1615-GlyTCC (42176785-42176857)  Gly (TCC) 73 bp  Sc: 28.02 
TCCCTAGTGGTCCAGTGCTTAAGACCCTGCGCTTCCAACACAGGGCCTTCAGGTTCAGCT 
CCTAGTTGGGGAA 
>Bos_taurus_chr7.trna8289-GlyTCC (16149109-16149037)  Gly (TCC) 73 bp  Sc: 28.28 
TCCCTGGTGGTACAGGGATTGAGACTCTGAGTTTCCAATACAGGGGCCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr20.trna5353-GlyTCC (11198361-11198289)  Gly (TCC) 73 bp  Sc: 29.46 
TCCCTGGTGGTCCACTGATTAAGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTCAGTT 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna5355-GlyTCC (59412530-59412458)  Gly (TCC) 73 bp  Sc: 29.52 
TCCCTGGCGGTCCAGTGGTTAAGACTCCGTGCTTCCACTACAGGGGGCTCAGGTTCTATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8161-GlyTCC (25891140-25891070)  Gly (TCC) 71 bp  Sc: 29.54 
CCCTGGCTGTCCAGTGGTTAGGACTCTGTGCTTCCATTGCAGCAGGCCTGGGTTTGATCC 
CTGGTTGGGGA 
>Bos_taurus_chr3.trna2638-GlyTCC (69738693-69738765)  Gly (TCC) 73 bp  Sc: 29.75 
TCTCTGGTGGTCCAGTGGCTAAGATTCTTCACTTCCAGTGCAGGGGATGCAGGTTTGATC 
CCTGATTAGGGAA 
>Bos_taurus_chr2.trna1922-GlyTCC (58716569-58716641)  Gly (TCC) 73 bp  Sc: 29.79 
TCCCTGGCAGTCCAGTGGTTGAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCAATC 
CCTGTTCAGGGAT 
>Bos_taurus_chr2.trna4663-GlyTCC (126577822-126577894)  Gly (TCC) 73 bp  Sc: 30.08 
TCCCTGGAGGTCCAGTGGTTAAGATTCTGTACTTCCAACACAGGGGGTATGGGTTTGATC 
CCTGTTCAGGGAG 
>Bos_taurus_chr25.trna4652-GlyTCC (8499813-8499741)  Gly (TCC) 73 bp  Sc: 30.24 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGGGGTTCGGGTTCTGAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4659-GlyTCC (8408656-8408584)  Gly (TCC) 73 bp  Sc: 30.24 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGGGGTTCGGGTTCTGAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3952-GlyTCC (69352297-69352225)  Gly (TCC) 73 bp  Sc: 30.41 
TCCCTAGTGGTTCAGTGGCTAAGACTCCACGCTTCCAGCGTAGGGGGCTCAGGTCCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5146-GlyTCC (48338747-48338675)  Gly (TCC) 73 bp  Sc: 30.42 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGACCTGGGTACCATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr5.trna1915-GlyTCC (50967298-50967370)  Gly (TCC) 73 bp  Sc: 30.52 
TCCCTGGCAGTCCAGTGGTTCAGACTGTGCACTTCCACTGCAGGGGGCTCGGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna916-GlyTCC (26465844-26465916)  Gly (TCC) 73 bp  Sc: 30.75 



TCTCTGGAGGTCCAGTGGTTGGGACTTGGTACTTCCACTGCCGTGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna958-GlyTCC (29944193-29944264)  Gly (TCC) 72 bp  Sc: 31.32 
TCCCTGGTGGTCTAGTTGTTAGGACTCCTTGCTTCCACTTAGGGGTCATAGGTTTGATTC 
TTGGTTGGGGAA 
>Bos_taurus_chr2.trna2827-GlyTCC (85803168-85803240)  Gly (TCC) 73 bp  Sc: 31.40 
TCCCTGGCAGTCCATTGGTTAAGACTCTGAGCTTCCTCTGTAGGGGCCACAGGTTCGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chrX.trna6021-GlyTCC (147794982-147795054)  Gly (TCC) 73 bp  Sc: 31.47 
TTTTTGGTCAGTCAGTGGTTAAGACTCTGTGCTTCCGAGGCAGGGGGCTCAGGTTCAATC 
CCTGGTCAAAGAA 
>Bos_taurus_chr7.trna6993-GlyTCC (44199591-44199519)  Gly (TCC) 73 bp  Sc: 31.47 
TTCCTGATGGTCCAGTGGTTAAGACTCTGTGCTTCCAGGGCAGAGGGCCTAGGTTTCATC 
CCAGGTCAGGGAA 
>Bos_taurus_chrX.trna11877-GlyTCC (3859626-3859554)  Gly (TCC) 73 bp  Sc: 32.13 
TCCCTGGTGGTCCACTGGTTAAGATGCTGAGCTTCCACTGCAGAGGCAACAAGTTCCATC 
CTTGGTTGGGGAA 
>Bos_taurus_chr5.trna8164-GlyTCC (57939056-57938987)  Gly (TCC) 70 bp  Sc: 32.22 
TTCCTGGTGGTCCAATGGCTAAGACTCTGCATTTCCAATGCAGACCCGGGTTCAATCTCT 
GGTCAGAGAA 
>Bos_taurus_chr1.trna803-GlyTCC (19088119-19088191)  Gly (TCC) 73 bp  Sc: 32.38 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGTCCTTCCACGGCAGGGGGCATGGGTTTGTTC 
CCTAATCAGGGAA 
>Bos_taurus_chr15.trna2059-GlyTCC (56607116-56607187)  Gly (TCC) 72 bp  Sc: 32.83 
TCCCTGGTGGTCCAGTGGTTAGATTCAGTGCTTCCATTGCAGGGACCCCAGGTTTGGTTC 
CTGGTCAGGGAA 
>Bos_taurus_chr9.trna5638-GlyTCC (69020962-69020890)  Gly (TCC) 73 bp  Sc: 33.05 
TCCCTGGTGGTCAAGATGTTAAGACTCTGCACTTCCAAAGCAGGGGACATAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chrX.trna906-GlyTCC (20190498-20190579)  Gly (TCC) 82 bp  Sc: 33.06 
TCCCTGGTGGTCCAGTGTCCAAAACTCTGCATTTCCAATGCAGGAGTGAGATGGGGCCCA 
GGTTTGATCCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna3249-GlyTCC (67005223-67005151)  Gly (TCC) 73 bp  Sc: 33.14 
TTCCTGGTGGTCCAGTGGCTGAGATTCTGCGTTTCCACTGCAGAGGGCACAGGTTGGATC 
CCTGCTCAGGGAG 
>Bos_taurus_chr22.trna3894-GlyTCC (16507679-16507601)  Gly (TCC) 79 bp  Sc: 33.20 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCACTGCATTTCCATGGAGGATGGGT 
TTGATCCCTGGTCAGGGAG 
>Bos_taurus_chr25.trna2300-GlyTCC (36043422-36043496)  Gly (TCC) 75 bp  Sc: 33.41 
TCCCTGGTGGTCCAATGGTTGAGGTTCCGTGCTTCCACCACAGAGGGTCGCCAGGTTCGA 
TCCCTGGTCGGGGAA 
>Bos_taurus_chr1.trna2917-GlyTCC (81822092-81822163)  Gly (TCC) 72 bp  Sc: 33.61 
TCCCTGGTGGTCCAGTGGTCAAGACTCTATGCTTCCAGTAAAGGGGGTTTGGTTCGATCC 
CTGATCAGGGAA 
>Bos_taurus_chr21.trna3071-GlyTCC (70615803-70615887)  Gly (TCC) 85 bp  Sc: 33.63 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGAGCTTCCAATGAAGGCATGTTCGAACATGTT 
CCATGTTCGATCCCTGGTCAGGGAG 
>Bos_taurus_chr7.trna1994-GlyTCC (40628011-40628083)  Gly (TCC) 73 bp  Sc: 33.79 
TCTCTGGTGGTCCAGTGCTTAGAACTCTGTAATTCCATTGCAGGGGACCTAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna960-GlyTCC (25932743-25932821)  Gly (TCC) 79 bp  Sc: 34.03 
TCCCTGGTGGTTCAGTGGTTAGGACCCTGCATTTCCATTGCAGGGGGCATGGGCCATGGG 
TTCAATCCATGGCAGGGAA 
>Bos_taurus_chr25.trna5126-GlyTCC (1501164-1501092)  Gly (TCC) 73 bp  Sc: 34.31 
TCCCTGGTGGTCCAGTGGCTGAAACCTTGCCCTTCCAATGCAGGGGACCCAGGTTAGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1005-GlyTCC (25164726-25164798)  Gly (TCC) 73 bp  Sc: 34.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAGTGCAGCGGGCCTGGGTTCCACC 
CTTGGTCGGGGAA 
>Bos_taurus_chr18.trna1923-GlyTCC (46315052-46315124)  Gly (TCC) 73 bp  Sc: 34.67 
TTCCTGGTTGTCCAAGGGTGAAGATTCTGTGCTTCCACTGCAGGGGTCACAGGTTCAATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr3.trna5149-GlyTCC (113368539-113368467)  Gly (TCC) 73 bp  Sc: 34.70 
TCCCTGGTGGTCTAGTGGCTAAGATTCCATGATTCCACTATGCGGGGCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna3043-GlyTCC (8362695-8362620)  Gly (TCC) 76 bp  Sc: 34.82 
TTCCTGGTGGTCCAGTGCTTAGGACCCTGCACTTCCACTGCAGGAGGCCCTGCAGGTTTG 



ATCCCTGGTCGGGGAA 
>Bos_taurus_chr3.trna9427-GlyTCC (882824-882752)  Gly (TCC) 73 bp  Sc: 34.99 
TCCCTGGTGGTGTAGTGGTTTAGACTCTGAGCTTCCACTGCAGGGAGCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna8152-GlyTCC (58152988-58152916)  Gly (TCC) 73 bp  Sc: 35.17 
TCCCTGGAGGTCCAATGATTAGGACTCCATGCTTCCACTGTAGAGGGCACAGGTTCCATT 
CCTGTTCAGGGAA 
>Bos_taurus_chrX.trna749-GlyTCC (17249517-17249589)  Gly (TCC) 73 bp  Sc: 35.25 
TCCTTGGCAGTCCAGTGGTTAGGACTCTGTGCTTCCTCTGCAGGGGGCCTGGGTTCAATC 
CCTGGTCAAGGAC 
>Bos_taurus_chr11.trna6922-GlyTCC (55247304-55247232)  Gly (TCC) 73 bp  Sc: 35.32 
TCCTTGGTGGTCCAGTAGTTAAGACTCTGTACTTCCATTGCATGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna902-GlyTCC (19550251-19550323)  Gly (TCC) 73 bp  Sc: 35.44 
TCCCTGGTGGTCCACTGGCTAAGACTCTGTACTTCCAATGCAGGGGGCCTGGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr1.trna2678-GlyTCC (74760927-74760999)  Gly (TCC) 73 bp  Sc: 35.83 
TTCTTGATAGTCCAGTGGTTAGGACTCTGTTCTTCCATTACAGGAGCCACGGGCTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna5465-GlyTCC (47285256-47285184)  Gly (TCC) 73 bp  Sc: 35.86 
TCCCTGGTGGTCCAGTGGCTAAGGCTCTGTACTTCCAGTGCAGAGGGTCTAGGTTTGATC 
CCTGATCGGGGAA 
>Bos_taurus_chr6.trna2154-GlyTCC (69376445-69376517)  Gly (TCC) 73 bp  Sc: 35.88 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGCTCTTCCAGTGCAGGGGGCCCAGGTCCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3605-GlyTCC (78254339-78254411)  Gly (TCC) 73 bp  Sc: 35.90 
TCCCTGGTGGTCTAGTGTTTAAGACCCTGCCCTTCCACTGCGGGGAACGTGGGTTTGATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr7.trna516-GlyTCC (12322872-12322944)  Gly (TCC) 73 bp  Sc: 35.97 
TCCCTGATGGTCCAGTAGTTAAGACTCTGTGCTTCCACTGCATGGGACACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna4651-GlyTCC (8508007-8507935)  Gly (TCC) 73 bp  Sc: 36.04 
TCCCTGGAGGTCCAGCGATTAGGACTCAGCACTTCCACTGCAGGGGGCTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr26.trna2867-GlyTCC (34132862-34132790)  Gly (TCC) 73 bp  Sc: 36.23 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGTTCTTCCCCTGCAGGGGGCTCTGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr3.trna6878-GlyTCC (68926395-68926323)  Gly (TCC) 73 bp  Sc: 36.40 
TCCCTAGTGGTCCAGTGGCTAAGACTCAGTGCTTCCAATACAGGGGGCTCAGGTTTGATC 
CCTGCTTGGGGAA 
>Bos_taurus_chr25.trna3583-GlyTCC (26345920-26345848)  Gly (TCC) 73 bp  Sc: 36.47 
TCCCTGGCAGTCCAGTGGTTGGGACTCTGCGCTTCCAATGCAGGAGGCTCGGGTTCAAAC 
CCTGATTGGGGAG 
>Bos_taurus_chr16.trna995-GlyTCC (29421708-29421780)  Gly (TCC) 73 bp  Sc: 36.63 
TCCTTGGTGGTCCAGTGGTTCGGACTCTGTGCTTCCACTGCAGAGGACATGGGTTTAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna6764-GlyTCC (2098582-2098510)  Gly (TCC) 73 bp  Sc: 36.72 
TCCCTGGTGGTCCCGAGGCTGGGACTCAGCACTTCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr2.trna2164-GlyTCC (65593389-65593460)  Gly (TCC) 72 bp  Sc: 36.74 
TCTAGGGTGGTCTAGTGGCTATGACTCTGTGCTTCCAATGCAGGGGGCCAGGTTTAATCC 
CTGGTCTTGAAC 
>Bos_taurus_chr5.trna7401-GlyTCC (76675391-76675319)  Gly (TCC) 73 bp  Sc: 36.85 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGCACTTCCAAAGCAGGGAGCCCAGGTTTGACC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna4821-GlyTCC (128681017-128681089)  Gly (TCC) 73 bp  Sc: 36.90 
TCCTTGGTGATCCAGTGGTTAAGATTCCGTGCTTCCGTTGTGGGCGGCTCAGGTTCAATC 
CCTGACTGGGGAA 
>Bos_taurus_chr6.trna5400-GlyTCC (99860610-99860537)  Gly (TCC) 74 bp  Sc: 36.92 
TCCTTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCCATTTCAGGGCGGCCCGGGTTAGGT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr25.trna896-GlyTCC (13991315-13991387)  Gly (TCC) 73 bp  Sc: 37.03 
TCCCTGGTGGTCCAGTGGCTGAGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTAAGGGAA 
>Bos_taurus_chr5.trna2956-GlyTCC (75774500-75774576)  Gly (TCC) 77 bp  Sc: 37.18 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACGCTTCCAACTTGGGCAGGGGGCCCAAGTTG 
GATCCCTGGTTAGGGAA 



>Bos_taurus_chr13.trna4149-GlyTCC (79095745-79095673)  Gly (TCC) 73 bp  Sc: 37.22 
TCCTTGGTGGTCCAGTGGTTGAGACTCCGTACTTCCACTGCAGAGGGCACAAGTTTGATC 
CTTGGTCGGGGAA 
>Bos_taurus_chr17.trna6706-GlyTCC (5243401-5243326)  Gly (TCC) 76 bp  Sc: 37.25 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGGAATTCCATTGCAGGGCACAACTCAGGTTTG 
ATCCCTGGTTGGGGAG 
>Bos_taurus_chr25.trna4427-GlyTCC (11276397-11276325)  Gly (TCC) 73 bp  Sc: 37.34 
TCCCTGATGGTCCAATGGCTAAGCCTCTGTGCTTCCAAAGCAGGGGGCCTGGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna836-GlyTCC (21282269-21282341)  Gly (TCC) 73 bp  Sc: 37.42 
TCCCTGGCAGTCCAGTGGTTCAGACTCTACACTTCCATTGTAGGGGGCCCGGGTTCGGGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna1404-GlyTCC (30189343-30189416)  Gly (TCC) 74 bp  Sc: 37.48 
TCCTTGATGGTCCAGTGGTTGAGACTCTACACTTCCACTGCAGGGGAGTGCAGGTTTGAT 
CCCTGATCAGGGAA 
>Bos_taurus_chr8.trna7949-GlyTCC (11220522-11220450)  Gly (TCC) 73 bp  Sc: 37.60 
TCCCTGGTGGTCCAGTGGTTAGCACTCTGTGCTTCCACTGCTGTGAACCCAGGTTGGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6828-GlyTCC (11469539-11469467)  Gly (TCC) 73 bp  Sc: 37.61 
TTCCTAGTGGGCCAGTGGCTAAGACTCTGCGCTTCCACTGCAGGGGGTGCAGGTTTGATC 
CCTGCTTGGGGAA 
>Bos_taurus_chrX.trna2302-GlyTCC (60963856-60963928)  Gly (TCC) 73 bp  Sc: 37.67 
TCCCTGGTGGTCCAATGGTTAAGACTCCACAGTTCCAATGTAGGGGATGCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2653-GlyTCC (29667918-29667846)  Gly (TCC) 73 bp  Sc: 37.84 
TCCCTGGTGGTCCAGTGGTTAAGTCTCCATGCTTCCACTGCGGGGGGCACAGGTTGAATT 
CCTGTTTGGGGAA 
>Bos_taurus_chrX.trna6659-GlyTCC (142066990-142066918)  Gly (TCC) 73 bp  Sc: 37.86 
TCTCTGGCGGTCCAAAGGTTATGACTCAGCACTTCCACTGCAGGGGGACCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna7998-GlyTCC (30289971-30289901)  Gly (TCC) 71 bp  Sc: 37.92 
TTACTGGTGGTCCAGTGCTAAGACTCTGTGCTTCCAATGCAGGGGCCCAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr18.trna851-GlyTCC (21890101-21890173)  Gly (TCC) 73 bp  Sc: 38.09 
TCCCTGGTGGTCCAGGGGGTAAGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGTTTGGGGTA 
>Bos_taurus_chrX.trna8226-GlyTCC (107559605-107559534)  Gly (TCC) 72 bp  Sc: 38.10 
TCCCTGATGGTCCAGGGTTAAGACTCTGCACTTCCACTGCAGGCGATTCGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna2534-GlyTCC (62716905-62716976)  Gly (TCC) 72 bp  Sc: 38.37 
TCCCTGGTAGTCCAGTGGTTAGGACTTGGCACTTCCACTGCCAGGGATTGGGTTCAGCCC 
CTTGTTGGGGAA 
>Bos_taurus_chr27.trna568-GlyTCC (17266128-17266200)  Gly (TCC) 73 bp  Sc: 38.43 
TCCCTGGTGGTCCAGTGACCAAGACGCTGGGCTTCCAATGCAGGAAGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9434-GlyTCC (59057300-59057228)  Gly (TCC) 73 bp  Sc: 38.52 
TCCCTGGCAGTCCAGTGGCTAAGACTCTGCGCTTCCAATGCAAGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr13.trna2283-GlyTCC (54978837-54978907)  Gly (TCC) 71 bp  Sc: 38.53 
TCCCTGGTGGTCCAGTGGTTAAGACTCCTCGCTTCCTCAGAGGAGTTTGGGTTCAATCCC 
CGATCGGTGAA 
>Bos_taurus_chr14.trna5960-GlyTCC (29595024-29594952)  Gly (TCC) 73 bp  Sc: 38.53 
TCCCTGGGGGTTCAGTGGTTATGACTCTGAGCTTCCAATGCAGGGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna1677-GlyTCC (45854702-45854777)  Gly (TCC) 76 bp  Sc: 38.58 
TCCCTGGTGGTCTAGTGGCTAAGACTCTACACTTCCAATGTGAGATTAAATCCAGGTTCG 
ACCCTTAGTCAGGGAA 
>Bos_taurus_chr3.trna5263-GlyTCC (111247854-111247782)  Gly (TCC) 73 bp  Sc: 38.74 
TCCCTGGTAGTCCAGTGAGTAAGACTCTGTGCTTCCAATGCAGGGGGCACAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr25.trna2980-GlyTCC (34504063-34503991)  Gly (TCC) 73 bp  Sc: 38.93 
TCCCTGGTGGTCCACGGGTTAGGACTCGGCACTTCCACTGCAGGGAGCACAGGTTCAGTT 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna1041-GlyTCC (27422044-27422116)  Gly (TCC) 73 bp  Sc: 39.26 
TCCCTGGTGGTCCAAGTGTTAAGACTCTTTACTTCCATTGCAGGGGACACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna11676-GlyTCC (8127599-8127527)  Gly (TCC) 73 bp  Sc: 39.28 



TCCCTGGCAGTCCAGTGGTTAAGACTCTATGCTTCCACTGCAGAGAGCCCAGGTTTGAGC 
CCTGGTCGGGGAA 
>Bos_taurus_chr14.trna7043-GlyTCC (7816027-7815955)  Gly (TCC) 73 bp  Sc: 39.34 
TCCCTGGTGGTCCAGTGGCTAGGATTCTGTGTTTCCACTGCAGGGTACCAGGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr5.trna4412-GlyTCC (105840610-105840682)  Gly (TCC) 73 bp  Sc: 39.34 
TCTCTGATGGTCCAGTGGCTGAGACTCTGCACTTCCAGTTCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4762-GlyTCC (54191379-54191307)  Gly (TCC) 73 bp  Sc: 39.43 
TCCCTGATGGTCCAGGTGTTAAGACTCTGTGCTTCCAATACAGGGATCTCAGGTTTGATC 
CTTGATTGGGGAA 
>Bos_taurus_chr20.trna1726-GlyTCC (42491275-42491346)  Gly (TCC) 72 bp  Sc: 39.43 
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGCATAAGGTCAATCC 
TTGGTTGGGGAA 
>Bos_taurus_chr13.trna5615-GlyTCC (51685475-51685403)  Gly (TCC) 73 bp  Sc: 39.49 
TCCCTGATGGTCCAGTGGTAAGGACTTTGTTCTTCCATTGCAGGAGGCATAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna350-GlyTCC (8812173-8812245)  Gly (TCC) 73 bp  Sc: 39.50 
TCCCTGGTGGTCCAGTGGTTACGACTCTGGGCTTCCAATGCAGGGCACACAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr12.trna1647-GlyTCC (35287586-35287658)  Gly (TCC) 73 bp  Sc: 39.51 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGCTCTTCCACTGCAGGGGGCCTGGATTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6563-GlyTCC (46805122-46805050)  Gly (TCC) 73 bp  Sc: 39.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAGCTTCCACTGCAGGTTTCCTGGGTTCAGTC 
CCTAGTTGGGGAA 
>Bos_taurus_chr2.trna10197-GlyTCC (13239024-13238952)  Gly (TCC) 73 bp  Sc: 39.55 
TCCTTGGTGGTCCAGTGGTTAGGGCTCTGTGCTTCCTCTGCAGGGGGCACAGGTTTGATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr3.trna6568-GlyTCC (78616937-78616865)  Gly (TCC) 73 bp  Sc: 39.56 
TCCCTGGTGGTCCAGCTGTTAGGACTCTGTGCTTCCACTTCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGAAG 
>Bos_taurus_chr19.trna2639-GlyTCC (50054284-50054355)  Gly (TCC) 72 bp  Sc: 39.60 
TCCCTGGCAGTCCAATGGACAGGACTCTGTGCTTCCACTGTAGGGACCCAGGTTCAACCC 
CTGGTTAGGGAA 
>Bos_taurus_chr18.trna2397-GlyTCC (52747432-52747504)  Gly (TCC) 73 bp  Sc: 39.68 
TCTCTGGTGGTCCAGTGGCTAGGACCCTGTGCTTCCAACGCAGGGGACGTGGGTTCAGTC 
CCCGGTCGGGGAA 
>Bos_taurus_chr7.trna3560-GlyTCC (84750183-84750255)  Gly (TCC) 73 bp  Sc: 39.71 
TCTCTGGCAGTCCAGTGGTTAGGATTCCATGCTTCCACTGTTGGGGGCCCAGGATCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna5089-GlyTCC (98446659-98446587)  Gly (TCC) 73 bp  Sc: 40.04 
TCTCTGGTGGTCCAGTGGTTTAGACTCTGTGCTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna499-GlyTCC (12617566-12617636)  Gly (TCC) 71 bp  Sc: 40.05 
TTTCTGGTGGTTCAGTGGTAAGACTTGGTATTTCCATTGCTGTGGCCCAGCTTCAATCCC 
TGGTCAGGAAG 
>Bos_taurus_chr19.trna798-GlyTCC (18327370-18327441)  Gly (TCC) 72 bp  Sc: 40.25 
TCCCTGGTGGACCAGTGGCTTGGACTCCGTGCTTCCAACACAGGGGCCTAGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna2990-GlyTCC (62943825-62943896)  Gly (TCC) 72 bp  Sc: 40.33 
TCTCTGGTGGTCCAGTGACCCGGACTCTGCCCTTCCAATGCAGGGGCCCAGGTTCGATCC 
CTGCTCAGGGAA 
>Bos_taurus_chr14.trna329-GlyTCC (8477470-8477540)  Gly (TCC) 71 bp  Sc: 40.34 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCAGGTTTGATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr19.trna3097-GlyTCC (58221916-58221988)  Gly (TCC) 73 bp  Sc: 40.38 
TCCCTGGCGGTCCAGTGGTTAGGACTCAGCATTTCCTCTGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1146-GlyTCC (30859838-30859910)  Gly (TCC) 73 bp  Sc: 40.44 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTTAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna5820-GlyTCC (107827084-107827012)  Gly (TCC) 73 bp  Sc: 40.55 
TCCCTGGCGGTCCAGTGGTCAGGACTCTGTGCTTCCACTGCAGGGAGCCTAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr28.trna3214-GlyTCC (5230218-5230146)  Gly (TCC) 73 bp  Sc: 40.59 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAGTGCAGGGGCCATGGGTTTGATC 



CCTGATTGGGGAA 
>Bos_taurus_chr25.trna404-GlyTCC (7511785-7511857)  Gly (TCC) 73 bp  Sc: 40.69 
TCCCTGGTGGTCCAGCGGTTAAGACTCTGCACTTCCCCTGCAGGGGGCACAGGCTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2240-GlyTCC (44029324-44029396)  Gly (TCC) 73 bp  Sc: 40.82 
TCCCTGGTGGTTAAGTGGTTAGGACTCTGAGCTTCCACTACAGGGAGCACAGGTTCGACC 
CCTGCTTGGGGAA 
>Bos_taurus_chr24.trna4544-GlyTCC (25891278-25891207)  Gly (TCC) 72 bp  Sc: 41.03 
TCCCTGGTGGTCCAGTGGTTAGGATTCAGTGCTTCCACTGCAGGGAACGTGGTTCCATCC 
CTCGTCAGGGAA 
>Bos_taurus_chr22.trna2625-GlyTCC (52755676-52755603)  Gly (TCC) 74 bp  Sc: 41.10 
TCCCTGGTGGTCCAGTGGTCAGAAGACTCTGCACTTCCAATGCAGGGTCATGGGTTCTAT 
CCCTGGCTGGGGAA 
>Bos_taurus_chr17.trna2328-GlyTCC (54990780-54990852)  Gly (TCC) 73 bp  Sc: 41.11 
TTCCTGGTGGTCCATTGGTTAAGACTCTGTGCTTCCAATGCAGAGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna7603-GlyTCC (120442311-120442241)  Gly (TCC) 71 bp  Sc: 41.14 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCACTTCCACTGTTAGGACCAGGATCAATCCC 
TGATCAGGGGA 
>Bos_taurus_chr1.trna3870-GlyTCC (109561711-109561782)  Gly (TCC) 72 bp  Sc: 41.46 
TCCCTGGCAGTCCACTGGGAGGACTCCACACTTCCACTGTTGAGGCCCTAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr29.trna1337-GlyTCC (34086113-34086185)  Gly (TCC) 73 bp  Sc: 41.50 
TCCCTGACAGTCCAGTGGTTAAGACTCTGACCTTCCAAGGCAGGGACCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6448-GlyTCC (32082924-32082852)  Gly (TCC) 73 bp  Sc: 41.65 
TCCCTGGTGGTCCAGTGGTTAAGACACTATGCTTCCATTGTACGGGGAGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3162-GlyTCC (73961024-73961096)  Gly (TCC) 73 bp  Sc: 41.76 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCACTTCCAGTGCAGGGAGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna4861-GlyTCC (24217324-24217254)  Gly (TCC) 71 bp  Sc: 41.83 
TCCCTGGTGGTTCAGTGGTTGACTCTGCACTTCCATTGCAGGGGGCATGGGTTCAATCCC 
TGTTCAGGGAA 
>Bos_taurus_chr16.trna6776-GlyTCC (1578522-1578450)  Gly (TCC) 73 bp  Sc: 41.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATTCAGGGAGCCTGGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna2266-GlyTCC (51243723-51243795)  Gly (TCC) 73 bp  Sc: 41.90 
TCCCTGGTGGTCCAGTGGCCAAGACTCTGCACGTCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr2.trna9922-GlyTCC (21731053-21730981)  Gly (TCC) 73 bp  Sc: 41.93 
TCTTTGGTGGTCCAATGGTTAAGGCTCTGTACTTCCAATGCAGGGGGCACAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr11.trna8552-GlyTCC (15881669-15881597)  Gly (TCC) 73 bp  Sc: 41.95 
TCCCTGGTAGTCCAGTGGCTCAGACTCTGCTCTTCCAATGCAGGGAGCCTAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr2.trna6164-GlyTCC (122381210-122381138)  Gly (TCC) 73 bp  Sc: 41.99 
TCCCTGGCAGTCCAGTGGTTAGGACGCTGTGCTTCCACTGCTGGGGGTCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna7772-GlyTCC (22234746-22234673)  Gly (TCC) 74 bp  Sc: 42.08 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGAGCCCCGGGTTCCAT 
TCCTGGTCAGGGAA 
>Bos_taurus_chr5.trna845-GlyTCC (24768345-24768418)  Gly (TCC) 74 bp  Sc: 42.13 
TCCCTGGCAGTCCAGTGGCTAGGGCTCCACACTTCCACTGTAGGGGGCACCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna2629-GlyTCC (65219474-65219546)  Gly (TCC) 73 bp  Sc: 42.25 
TCCCTAATGGTCCAGTGGTTAAGACTCAGTATTTCCACTGCAGAGGGCACAGGTTTCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna3176-GlyTCC (79902900-79902972)  Gly (TCC) 73 bp  Sc: 42.25 
TCCCTGGTGGTCCAGTGGTTGAGACTCTGAGCTTCCGACTCAGGGGGCCTGGGTTCGGAT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna2238-GlyTCC (46570633-46570560)  Gly (TCC) 74 bp  Sc: 42.29 
TCCCTGGTGGTCCAGTGGTTAGGACCCTGCACTTCCAATGCAGGAGGTGTTGGGTTCAGT 
CCCTGATCAGGGAA 
>Bos_taurus_chr10.trna7557-GlyTCC (20294290-20294218)  Gly (TCC) 73 bp  Sc: 42.34 
TTCCTGGCAGTCCAATGGCTAGGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGAAA 



>Bos_taurus_chr2.trna646-GlyTCC (21048991-21049063)  Gly (TCC) 73 bp  Sc: 42.38 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTCCACTGCAGGGGATATGGGTTCAGTC 
CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna3898-GlyTCC (55801841-55801769)  Gly (TCC) 73 bp  Sc: 42.41 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGAGCTTCCAATGTAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna3206-GlyTCC (76068088-76068160)  Gly (TCC) 73 bp  Sc: 42.44 
TCCCTGGCGGTCTAGTGGTTAAGATTCTGTGCTTCCAATGCAAGGGTCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna924-GlyTCC (20383455-20383527)  Gly (TCC) 73 bp  Sc: 42.50 
TCCCTGGTGGTCCAGTGGTTAGGATTCCTCACTTCCACTGGTGGGGGCCCAGGTTTGATC 
CCTGATTGGGGAC 
>Bos_taurus_chr5.trna5834-GlyTCC (107459861-107459781)  Gly (TCC) 81 bp  Sc: 42.61 
TCCCTGGTGGTCCAGTGGTTAAGACACCACACTTCCAATGTAGGGGACCCAGGTACCTGG 
GTTTGATCCCTGGTTGGGGAA 
>Bos_taurus_chr8.trna8048-GlyTCC (9938524-9938452)  Gly (TCC) 73 bp  Sc: 42.63 
TCCTTGGTAGTCCAGTGGCTGAGACTCTGTGCTTCCAAAGCAGGGGACCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr21.trna1389-GlyTCC (28888491-28888563)  Gly (TCC) 73 bp  Sc: 42.63 
TCTCTGGTGGTCCAGTGGTTAAGATTCTGAGCTTCCAATTCAGGGGGCTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna5411-GlyTCC (38002555-38002483)  Gly (TCC) 73 bp  Sc: 42.71 
TCCCTGGTAGTCCAGTAGCTACGACTCTGCACTTCCAGTGCAGAGAACCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3476-GlyTCC (74666029-74666100)  Gly (TCC) 72 bp  Sc: 42.78 
TTCCTGGCGGTCCAGTGGTGGGGACTCTGCACTTCCAATGCAGGGGCTCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1740-GlyTCC (37473129-37473201)  Gly (TCC) 73 bp  Sc: 42.78 
TCCCTGGTGGTCCAATGGCTAAGACACTGCATTTCCAATGCAAGGGACCCCGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5565-GlyTCC (20206754-20206683)  Gly (TCC) 72 bp  Sc: 42.81 
TCTCCAGTAGTCTAATGGTTAAGACTCTGCACTTCCAATGCAGGGGTGTGGGTTCATTCC 
CTGGTTGGAGAA 
>Bos_taurus_chr28.trna691-GlyTCC (16027018-16027090)  Gly (TCC) 73 bp  Sc: 42.87 
TCCCTGGCAGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGTGCAGGTTGGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chr11.trna8606-GlyTCC (14659276-14659204)  Gly (TCC) 73 bp  Sc: 42.88 
TCCTTGGTGGTTCAGTGGCTAAGATTCTGTGCTTCCAATGCAGGGGCTCCAGGTTTGACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna4734-GlyTCC (42312834-42312762)  Gly (TCC) 73 bp  Sc: 42.92 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGAGTCTGGGTTCGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr7.trna873-GlyTCC (16630017-16630089)  Gly (TCC) 73 bp  Sc: 42.99 
TCCCCAGTGGTCCAGTGGGTAAGGCTCTGCACTTCCACTGCAGGGGGCTTGGGTTCACTC 
CCCGGCTTGGGAA 
>Bos_taurus_chr17.trna3323-GlyTCC (70878969-70879041)  Gly (TCC) 73 bp  Sc: 43.08 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCACTTCAGGGGGCTAGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna5270-GlyTCC (144622240-144622312)  Gly (TCC) 73 bp  Sc: 43.18 
TCTCTGGTGGTCCAATGGCTAAGACTCTATACTTCCAATGCAGGGGACCCAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr23.trna3727-GlyTCC (24524722-24524650)  Gly (TCC) 73 bp  Sc: 43.34 
TCCCTGGTGGTCCAGTTGCTAAGACTCTGTGCTTCCAATGCAGGGGGCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna4521-GlyTCC (96994198-96994126)  Gly (TCC) 73 bp  Sc: 43.39 
TCCCTGGTGGTCCAGTGGTCAAGACTTTGTGCTTCCAATACAGGGGACACAGGTTCGATC 
CCTGGTTGGGGAC 
>Bos_taurus_chr24.trna1871-GlyTCC (42814012-42814084)  Gly (TCC) 73 bp  Sc: 43.41 
TCCCTGGTGGTCCAGTGATTGGGACTCTGCACTTCCAATGCAGGGGAGGCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr13.trna7228-GlyTCC (18020576-18020504)  Gly (TCC) 73 bp  Sc: 43.50 
TCCCTGGTAGTCCAGCGGTTAAGATTCTGCCCTTCCGCTGCAGGGGACCTGGGTTCTATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr16.trna5928-GlyTCC (26994132-26994060)  Gly (TCC) 73 bp  Sc: 43.65 
TCTCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCAATTCAGGGGGTCCAGGTTGGATC 
CCTGGTAAGAGAA 
>Bos_taurus_chr11.trna3716-GlyTCC (86891905-86891977)  Gly (TCC) 73 bp  Sc: 43.69 



TCCCTGGTGGTCCAGTGACGAGGACTCCCTGCTTCCAATGTGGTGGGCCCTGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4471-GlyTCC (34011927-34011855)  Gly (TCC) 73 bp  Sc: 43.72 
TCCCTGGAAGTCCAATGGTTAAGACTCTATACTTCCACTGCAGGGAGTCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna5600-GlyTCC (5982146-5982075)  Gly (TCC) 72 bp  Sc: 43.77 
TCCTTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGCACAGGCTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr17.trna5276-GlyTCC (45873417-45873345)  Gly (TCC) 73 bp  Sc: 43.79 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCTGGGTTTGGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4601-GlyTCC (109363201-109363274)  Gly (TCC) 74 bp  Sc: 43.81 
TTCCTTGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCTGAGAGCACAGGTTCGATC 
CTTGTTCAGGGAAC 
>Bos_taurus_chr5.trna4604-GlyTCC (109456252-109456325)  Gly (TCC) 74 bp  Sc: 43.81 
TTCCTTGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCTGAGAGCACAGGTTCGATC 
CTTGTTCAGGGAAC 
>Bos_taurus_chr20.trna2603-GlyTCC (64546945-64547017)  Gly (TCC) 73 bp  Sc: 43.86 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCACTTCCACTACAGGGGACACAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna2672-GlyTCC (69102650-69102722)  Gly (TCC) 73 bp  Sc: 43.86 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCATGGGTTCTATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr18.trna3350-GlyTCC (61678404-61678332)  Gly (TCC) 73 bp  Sc: 43.92 
TCCTTGGTGGTCCAGTGGTGAGGACTCTGTGCTTCCACTGCTGGGGGCTCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna4151-GlyTCC (107020804-107020875)  Gly (TCC) 72 bp  Sc: 43.94 
TCCCTGGTGGTCCAGCGTTAAGACTCTGTGCTTCCACTGCAGGGGACACAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna5639-GlyTCC (18576230-18576158)  Gly (TCC) 73 bp  Sc: 44.11 
TCCCCGGTGGTCCAGTGCTTAGGACTTTGCGCTTCCACTGCTGGGGGCCCAGGTTTGACC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna2406-GlyTCC (33621562-33621490)  Gly (TCC) 73 bp  Sc: 44.15 
CCCCTGGTGGTCTACTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCCCGGGTTCCATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna6671-GlyTCC (18777843-18777771)  Gly (TCC) 73 bp  Sc: 44.22 
TCTCTGGTAGTCCAGTGGTTTAGACTCTGAGCTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr5.trna7342-GlyTCC (78403744-78403672)  Gly (TCC) 73 bp  Sc: 44.28 
TTCCTGGTGGTCCAGTGGTTGGGACTCAGTGCTTCCATCATGGGGGTCCTAGGTTCAATC 
CCTAGTCAGGTAA 
>Bos_taurus_chr14.trna6523-GlyTCC (17823650-17823578)  Gly (TCC) 73 bp  Sc: 44.34 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCAATGCAGGGAGCTTGGATTCGATT 
CCCAGTTGGGGAA 
>Bos_taurus_chr19.trna3748-GlyTCC (57742567-57742495)  Gly (TCC) 73 bp  Sc: 44.40 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCAGGGCAGGGGGCACAGGTTCAATT 
TCTGGTCAGGGAA 
>Bos_taurus_chr1.trna8640-GlyTCC (83827968-83827896)  Gly (TCC) 73 bp  Sc: 44.52 
TCCTTGGTGGTCCAATGGTTAGGACTCTGCGCTTCCACTGCAGGGGGCAAGGGTTCTATC 
CCTGTTCAAGGAA 
>Bos_taurus_chr28.trna2859-GlyTCC (12968804-12968732)  Gly (TCC) 73 bp  Sc: 44.54 
TCCTTGGTAGTCCTGTGGTTAGGACTCTGTGCTTCCATGGCAGGGGGCCTGGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4882-GlyTCC (101410903-101410831)  Gly (TCC) 73 bp  Sc: 44.57 
TCCCTGGTGGTCCAGCAGCCAAGACTCTGCACGTCCAATGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna1826-GlyTCC (46558579-46558651)  Gly (TCC) 73 bp  Sc: 44.62 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACACTTCCAATGCAGGAAATGCAGGTTCCATC 
CCTGGCTAGGGAA 
>Bos_taurus_chr25.trna1629-GlyTCC (26717947-26718019)  Gly (TCC) 73 bp  Sc: 44.63 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGCACTTCCACTGCAGGGAGAACAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr12.trna6694-GlyTCC (18465872-18465800)  Gly (TCC) 73 bp  Sc: 44.72 
TCCCTGGTGGTCCAGTGGTCATGACTCTGCACCTCCACTGCAGGGAGCCTGGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna6439-GlyTCC (145484004-145483933)  Gly (TCC) 72 bp  Sc: 44.78 
TCCCTGGCAGTCCAGTGGTTAGGACTCGGCACTTCCACTGCCAGGATCCAGGTTCAAATT 



CTGGTTGGGGAT 
>Bos_taurus_chr15.trna3683-GlyTCC (74726630-74726558)  Gly (TCC) 73 bp  Sc: 44.79 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGTACTTCCACTGCAGGGGGTGCAGGTTCCACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna886-GlyTCC (21096765-21096837)  Gly (TCC) 73 bp  Sc: 44.97 
TCCTTGGCAGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGAGGGCCCAGGTTCAGTT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3354-GlyTCC (78689427-78689499)  Gly (TCC) 73 bp  Sc: 44.97 
TCCCTGGTGGTCCAGTGGTTAAGACTCAGCACTTCCACTGCAGGGGGTATAGGTTCCATT 
CCTAGTTGGGGAA 
>Bos_taurus_chr1.trna5444-GlyTCC (149847089-149847160)  Gly (TCC) 72 bp  Sc: 44.98 
TCCCTGGTGGTCCAGTGTTTAGGACTCTGCACTTCCACTGCCGGGGCCTGGGTTTGATCC 
CTAGTGAGGGAA 
>Bos_taurus_chr19.trna4552-GlyTCC (44737427-44737355)  Gly (TCC) 73 bp  Sc: 45.01 
TCCCTGATAGTCTAGTGGTTAGGACTCTGAACTTCCACTTCAGGGAGCTTGGGTTCTATC 
CCTCATTGGGGAA 
>Bos_taurus_chr7.trna384-GlyTCC (8847726-8847798)  Gly (TCC) 73 bp  Sc: 45.02 
TTCCTGGTGGTTCAGTGGCTAGGACTCTGCCCTTCCAGTGCAGAGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6838-GlyTCC (25467623-25467551)  Gly (TCC) 73 bp  Sc: 45.09 
TCCCTGATGGTCCAATGGTTAAGACTCTGTGCTTCCAATGCAGTGGGTGTGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chrX.trna11578-GlyTCC (10264597-10264525)  Gly (TCC) 73 bp  Sc: 45.10 
TCCCTGGAAGTCCAGTGGTTAGGACTCTGTGCTTCCACTACAGGGGGTCTGGGTTCGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr4.trna2293-GlyTCC (70056281-70056353)  Gly (TCC) 73 bp  Sc: 45.30 
TCCCTGGTGGTCCAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGAGTGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna2371-GlyTCC (58835777-58835849)  Gly (TCC) 73 bp  Sc: 45.35 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGAGACCTCAGGTTGGATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr15.trna4627-GlyTCC (51796327-51796255)  Gly (TCC) 73 bp  Sc: 45.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTTCCAATGCAGGGGGCCCAGGTTTGACT 
CCTGGTCTGGGAA 
>Bos_taurus_chr6.trna5438-GlyTCC (99385770-99385698)  Gly (TCC) 73 bp  Sc: 45.47 
TCCCTGGTGGTCCAGCAGTTAAGACTCTGCACTTCCAGTGCGGAAGCCACAGGTTCGATT 
CCTGGTTAGGGAA 
>Bos_taurus_chr12.trna494-GlyTCC (14876066-14876138)  Gly (TCC) 73 bp  Sc: 45.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCCTGGGTGCAATT 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna3615-GlyTCC (104116513-104116585)  Gly (TCC) 73 bp  Sc: 45.55 
TCCCTGGTGGTCCAGTGATTAAGACTCTGCACTTCCACTGCAGGGTGCACAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6909-GlyTCC (899516-899444)  Gly (TCC) 73 bp  Sc: 45.74 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATACAGAGGGGCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4624-GlyTCC (51951849-51951778)  Gly (TCC) 72 bp  Sc: 45.75 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGTCCTGGGTTTGATCC 
CTTGTTGGGGAA 
>Bos_taurus_chr12.trna1508-GlyTCC (31801831-31801903)  Gly (TCC) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGGCATGGGTTCAATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna2906-GlyTCC (81652413-81652485)  Gly (TCC) 73 bp  Sc: 45.81 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGTTTCCAATGCAGGGGTTTCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr17.trna2114-GlyTCC (52975385-52975457)  Gly (TCC) 73 bp  Sc: 45.93 
TCCTTGGCAGTCCAGCGGCTAAGACTCTGCACTTCCAGTGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna4367-GlyTCC (118303185-118303257)  Gly (TCC) 73 bp  Sc: 46.05 
TCCCCGGTGGTCCAGTGGTCAAGGCTTTGCAATTCCAATGCAGAGGGCTCAGGTTTGATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr10.trna7944-GlyTCC (11900918-11900846)  Gly (TCC) 73 bp  Sc: 46.13 
TCCCTGGCAGTCCAGTGGTTAGGGTTCTGTGCTTCCACCACAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3183-GlyTCC (68125776-68125848)  Gly (TCC) 73 bp  Sc: 46.21 
TCCCTGGTAGTCTAGAGGTTAGGATTCTGCGCTTCCACTTCAGGGGCCACAGGTTCAACC 
CCTGGTCAGGGAA 



>Bos_taurus_chr23.trna945-GlyTCC (20193095-20193167)  Gly (TCC) 73 bp  Sc: 46.22 
TCCCTGGTGGCCCAGTGGTTAAGATTCTGTGCTTCCAATGCAGGGGCCCCAGGTTCAGCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna564-GlyTCC (9333823-9333895)  Gly (TCC) 73 bp  Sc: 46.22 
TCCCTGGTGGTGCAGTGGTTAGGACTCTGCACTTCCACTGCAGGCGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna2772-GlyTCC (62414621-62414693)  Gly (TCC) 73 bp  Sc: 46.24 
TCCATGGTGGTCCAGTGGCTAAGACTGTGCACTTCCACTGCAGGGAGCCCAGGTTCCATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna875-GlyTCC (21730336-21730408)  Gly (TCC) 73 bp  Sc: 46.30 
TCCCTGATGGTACAGTGGTTAGGACTCCGTACTTCCACTGCAGGGAACCCGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2333-GlyTCC (59808055-59807983)  Gly (TCC) 73 bp  Sc: 46.30 
TCCCAGGTGGTCGAGTGGCTGGGACTCTGCGTTTCCACTGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna3734-GlyTCC (106178404-106178476)  Gly (TCC) 73 bp  Sc: 46.59 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna453-GlyTCC (14377015-14377087)  Gly (TCC) 73 bp  Sc: 46.61 
TCCCTGGTGGTCAAGGTGTTAAGACTCTGCACTTCCAATGCAGGGGGCACAGGTTTGATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr26.trna801-GlyTCC (22577329-22577401)  Gly (TCC) 73 bp  Sc: 46.62 
TCCCTGGTGATCCAGTGATTAGGATTCTGTGCTTCCAATGCTGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1943-GlyTCC (46605328-46605400)  Gly (TCC) 73 bp  Sc: 46.67 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACCGCAGGGGGCTCAGGTTCTATC 
CTTGGTCATGGAA 
>Bos_taurus_chrX.trna4815-GlyTCC (128589267-128589339)  Gly (TCC) 73 bp  Sc: 46.89 
TCCCTGATGGTCTAGTGGTTGGGACTCTGTGCTTCCACTGCAGGGGGCCCGGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna9236-GlyTCC (65587077-65587005)  Gly (TCC) 73 bp  Sc: 46.89 
TCCCTGGTGGTCCAGTGGTTAAGATTATGCACTTCCATTGCAGGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6346-GlyTCC (13530203-13530130)  Gly (TCC) 74 bp  Sc: 47.04 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCACAGGGTTCGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr17.trna4898-GlyTCC (52904005-52903933)  Gly (TCC) 73 bp  Sc: 47.09 
TCCTTGATGGTCCAGTGGTTAAGACTTTGTTCTTCCAATGCAGGGGGCACAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr18.trna2653-GlyTCC (56411361-56411433)  Gly (TCC) 73 bp  Sc: 47.19 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCGATTCCAACGCAGGAGGCCCAGGTTTGATC 
TCTGGCCAGGGAA 
>Bos_taurus_chr2.trna3013-GlyTCC (90797657-90797729)  Gly (TCC) 73 bp  Sc: 47.32 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGTGCTTCCAACGCAGGGAGCCCAGGTTTGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr9.trna150-GlyTCC (8234769-8234841)  Gly (TCC) 73 bp  Sc: 47.36 
TCCCTGGTGGTCCAGTGGGTCAGACTCTGCACTTCCACTACAGGGGGCCCAAGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr22.trna4379-GlyTCC (7340105-7340033)  Gly (TCC) 73 bp  Sc: 47.38 
TCCCTGGTGGTCCAGTGGTTACGACTCTGCACTTCCATCGCAGAGGGTGCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2021-GlyTCC (40150417-40150488)  Gly (TCC) 72 bp  Sc: 47.47 
TCCCTGGTGGTCCAATGGTTAGGATTCTGTGCTTCCACTGCTGGGGCCCAGGTTCGATCT 
CTGGTAAGGGAA 
>Bos_taurus_chr25.trna646-GlyTCC (10536384-10536456)  Gly (TCC) 73 bp  Sc: 47.53 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGAAGGGAGTACAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna7143-GlyTCC (83933685-83933613)  Gly (TCC) 73 bp  Sc: 47.59 
TCCCTGGTGGTCCAATGGTTAAGACTCTGCACTTCCAATGCAGGGGACGTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr9.trna5062-GlyTCC (82748107-82748034)  Gly (TCC) 74 bp  Sc: 47.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAAGGCAGGAGGCCCAGGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna2436-GlyTCC (63942133-63942205)  Gly (TCC) 73 bp  Sc: 47.75 
TCCCTGGTAGTCTAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGGCTCAGGTTCAAAC 
TCTGGTTGGGGAA 
>Bos_taurus_chr10.trna4078-GlyTCC (101294866-101294938)  Gly (TCC) 73 bp  Sc: 47.77 



TCCCTGGTGGTCCAGTGGTTAGGATTCTGCTCTTCCAGTGCAGGGGACTCAGGTTTGATC 
CCAGACCAGGGAA 
>Bos_taurus_chr18.trna4481-GlyTCC (44925976-44925904)  Gly (TCC) 73 bp  Sc: 47.81 
TCCCTGGTGGTTTGGTGGCTAAAACTTTGTGTTTCCAATGCAAAGGTCCCAGGTTTTATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2879-GlyTCC (68272922-68272994)  Gly (TCC) 73 bp  Sc: 47.82 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCGCTTCCAATGCAGGGGGTGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna4276-GlyTCC (120014554-120014626)  Gly (TCC) 73 bp  Sc: 47.86 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCATCGCAGGGGGCATGGGTTGGATC 
CCTGTTCAGGGAA 
>Bos_taurus_chr6.trna5389-GlyTCC (99959173-99959101)  Gly (TCC) 73 bp  Sc: 47.87 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAAAGCAGGGGGTGTGGGTTTGATC 
CCCGCTTGGGGAA 
>Bos_taurus_chr22.trna4584-GlyTCC (4015927-4015855)  Gly (TCC) 73 bp  Sc: 47.98 
TCCCCGGTGGTCCAGTGACTAAGACTCTGCACCTCCAATGCAGGGGTCCTGGGTTTGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr27.trna3772-GlyTCC (3904380-3904309)  Gly (TCC) 72 bp  Sc: 48.03 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGCATGGGTTCAATC 
CCTGTCGGAGAA 
>Bos_taurus_chr7.trna2448-GlyTCC (53728676-53728748)  Gly (TCC) 73 bp  Sc: 48.13 
TCCCTGGTCGTCCAGTGGTTAGGATGCTGTGCTTCCATTTCAGAGGGCCCAGGTTCATCC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna943-GlyTCC (25108391-25108463)  Gly (TCC) 73 bp  Sc: 48.66 
TTCCTGGTGGTCCAGTGATTAGGACTCTGTGCTTCCACTGCTGGGGGCCCAGGTTCAATT 
CCTGGTTGGGAAA 
>Bos_taurus_chr26.trna2680-GlyTCC (38205345-38205274)  Gly (TCC) 72 bp  Sc: 48.66 
TCCCTGGTGGTTCAGGGGTTAAGATGCTGCACTTCCAGTGCAGGAGCACAGGTTCGATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr7.trna3545-GlyTCC (84308268-84308340)  Gly (TCC) 73 bp  Sc: 48.77 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCGTTTCCACTGCAGGGGGCACAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna985-GlyTCC (22990598-22990670)  Gly (TCC) 73 bp  Sc: 48.90 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAGTGCAGGGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1975-GlyTCC (46463773-46463845)  Gly (TCC) 73 bp  Sc: 48.91 
TCCCAGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGAGCCTGGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr20.trna3120-GlyTCC (66242355-66242283)  Gly (TCC) 73 bp  Sc: 48.93 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGGAGGGGGCCCAGGTTCAGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6488-GlyTCC (10528756-10528685)  Gly (TCC) 72 bp  Sc: 48.97 
TCCCTGGTGGTCCAGTGATTTGGACTCTGCCCTTCCACTGCAGGGTCACAGGTTCAATCC 
CTGACTGGGGAA 
>Bos_taurus_chr6.trna4624-GlyTCC (115537988-115537916)  Gly (TCC) 73 bp  Sc: 49.07 
TCCCTGGTGGTTCAGTGGGTATGATTCTGCACTTCCAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr11.trna8010-GlyTCC (29657837-29657765)  Gly (TCC) 73 bp  Sc: 49.12 
TCCCCAGTAGTCCAGTGGTTAAGACTCTGAGCTTCCACCACAGAGGGCTTGGGTTCAATC 
CCTAGCTAGGGAT 
>Bos_taurus_chr9.trna603-GlyTCC (20317647-20317719)  Gly (TCC) 73 bp  Sc: 49.34 
TCCCTGATGGCCCAGTGGTTAGGGTGCTGAGCTTCCACTGCAGGAGACATGGGTTCGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna5257-GlyTCC (25908501-25908430)  Gly (TCC) 72 bp  Sc: 49.41 
TCCCTGGTGGTCCAGTGGTTAGCATGTGGTATTTCCACTGCTGTGACCCAGGTTCAATCC 
TTGGTTAGGGAA 
>Bos_taurus_chr1.trna6553-GlyTCC (142979490-142979418)  Gly (TCC) 73 bp  Sc: 49.56 
TCCCTGGTGGTTCAGTGGTTAAGACTTTGCACTTCCATTGCAGGGGGAGTGGGTTCAATC 
CCTACTCAGGGAA 
>Bos_taurus_chr21.trna1382-GlyTCC (28809569-28809640)  Gly (TCC) 72 bp  Sc: 49.59 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACAGCAGGGGCATAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna802-GlyTCC (25008854-25008926)  Gly (TCC) 73 bp  Sc: 49.60 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCATTTCCACTACAGTTGGCCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna3158-GlyTCC (65459564-65459493)  Gly (TCC) 72 bp  Sc: 49.66 
TTCCTGATGGTCCAGTGGTTAAGACTCTGCTCTTCCAATGCAGGGGCTCAGGTTTGATCC 



CTGGTGGGGGAA 
>Bos_taurus_chr8.trna1369-GlyTCC (39894194-39894266)  Gly (TCC) 73 bp  Sc: 49.76 
TCCCTGGTAGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna1317-GlyTCC (28827936-28828008)  Gly (TCC) 73 bp  Sc: 49.85 
TTCTTGGTGGTCCAGTGGCTAAGACTCTGGGCCTCCAACGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna458-GlyTCC (12479564-12479636)  Gly (TCC) 73 bp  Sc: 49.92 
TCCCTGGTGGTCCAGTGGTTAGGATGCTGTGCTTCCACTGCAGGGGGCACAGGTTTTATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr18.trna710-GlyTCC (18645896-18645968)  Gly (TCC) 73 bp  Sc: 50.08 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAACGCAGGGATCCCAGCTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr1.trna11389-GlyTCC (2567253-2567181)  Gly (TCC) 73 bp  Sc: 50.10 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTTCTTCCAATGCAGGGGGCCCAGGTTGGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3765-GlyTCC (87633638-87633709)  Gly (TCC) 72 bp  Sc: 50.11 
TCCCTGCTGGTCCAATGGTTAAGACTCTGAGCTTCCAATTCAGGGGCCCAGGTTCCATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr3.trna9368-GlyTCC (2931574-2931502)  Gly (TCC) 73 bp  Sc: 50.16 
TCCCTGGTGGTCCAGTAGTTAAGACTCTGCACTTCCGATGCAGGGGGCATGGGTTCGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna3796-GlyTCC (57131123-57131051)  Gly (TCC) 73 bp  Sc: 50.22 
TCCCTGGTAGTCCAGGGGTGAAGACCCTGCGCTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna1539-GlyTCC (47062936-47063008)  Gly (TCC) 73 bp  Sc: 50.29 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4188-GlyTCC (49111001-49110928)  Gly (TCC) 74 bp  Sc: 50.37 
TCCCTGGTGGTCCAATGGTGAAGACGCCATGCTTCCAACGTGGGGGTGTGCGGGTTCAAT 
CCCTGCTCGGGGAA 
>Bos_taurus_chr2.trna9131-GlyTCC (44971818-44971746)  Gly (TCC) 73 bp  Sc: 50.38 
TCCCTGGCAGTCCAGTGGTTAGGACTCGGCACTTCCACTGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr22.trna3957-GlyTCC (15034851-15034779)  Gly (TCC) 73 bp  Sc: 50.40 
TCCCTGGTGGTTCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGTCTCAGGATCAATC 
TCTGGTTGGGGAA 
>Bos_taurus_chr6.trna679-GlyTCC (23367263-23367335)  Gly (TCC) 73 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAGGACTCTACACTTCCACTGTAGAGGATACAGGTTCCGTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3623-GlyTCC (14207492-14207420)  Gly (TCC) 73 bp  Sc: 50.63 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGTTTGGGGAA 
>Bos_taurus_chrX.trna506-GlyTCC (11877442-11877514)  Gly (TCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTTAGACTCCACACTTCCAATGTAGGCAGCACAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr22.trna1883-GlyTCC (51599585-51599657)  Gly (TCC) 73 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTAGGGCTCTGTGCTTCCACTGCAGGGGCCACAGGTTTGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr11.trna1318-GlyTCC (28838622-28838694)  Gly (TCC) 73 bp  Sc: 50.89 
TCCCTGGTGGTTCAGTGGTTTGGATTCTGCACTTCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTTGAGGAA 
>Bos_taurus_chr7.trna6441-GlyTCC (59786865-59786793)  Gly (TCC) 73 bp  Sc: 51.02 
TCCCTGGTGGTCCAGTGGTGAAGACGCTGCACTTCCACTGCAGGGAGCATGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chrX.trna8120-GlyTCC (109140056-109139984)  Gly (TCC) 73 bp  Sc: 51.06 
TCCCTGGTGGTCCAGTGGTTAAGACGCTGCGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr9.trna6799-GlyTCC (34680281-34680209)  Gly (TCC) 73 bp  Sc: 51.08 
TCCCTGGTGGTCCAGTGGTTAGGATTCTGTGCTTCCACTGCAGGGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6318-GlyTCC (22781322-22781250)  Gly (TCC) 73 bp  Sc: 51.25 
TCCCCAATGGTCTAGTGGTTAAGACTCTGCACTTCCAATGCAGAAGGCATGGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr21.trna2778-GlyTCC (64083902-64083974)  Gly (TCC) 73 bp  Sc: 51.26 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCACAGGTTCAACC 
CCTGGTCAGGGAA 



>Bos_taurus_chr11.trna5001-GlyTCC (99782835-99782763)  Gly (TCC) 73 bp  Sc: 51.31 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGTGCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr11.trna4079-GlyTCC (94126544-94126616)  Gly (TCC) 73 bp  Sc: 51.34 
TCCTTGGTGGTCCAGCTGTTAGGATGCTGTTCTTCCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr17.trna816-GlyTCC (18480740-18480812)  Gly (TCC) 73 bp  Sc: 51.39 
TCCCTGGCAGTCCAGTGGTTAAGGCTTTGCACTTCCACTGCAGGGAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5231-GlyTCC (87074188-87074116)  Gly (TCC) 73 bp  Sc: 51.45 
TCCCTGGTGGTCCAGTGGCTAGGACTCCACACTTCCAATGTAGGCTGCCCAAGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna1393-GlyTCC (40782198-40782270)  Gly (TCC) 73 bp  Sc: 51.58 
TCCCTGGTGGTCCAGTGGTTAAGGCTCTGCACTTCCACTGCATGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6882-GlyTCC (24981147-24981076)  Gly (TCC) 72 bp  Sc: 51.80 
TCCCTGCTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCTGGGTTGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr29.trna1312-GlyTCC (33296201-33296273)  Gly (TCC) 73 bp  Sc: 51.81 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCACGGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6948-GlyTCC (45523858-45523786)  Gly (TCC) 73 bp  Sc: 51.90 
TCTCTGATGGTCCAGTGGTGAAGACTCTGCGCTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna5212-GlyTCC (47293356-47293284)  Gly (TCC) 73 bp  Sc: 51.95 
TCCCTGGTGGTGCAGTGGTTAATATTCTGCACTTCCACTGCAGGGGTTGCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna5092-GlyTCC (84540322-84540250)  Gly (TCC) 73 bp  Sc: 52.01 
TCTCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGGGGTCTCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna886-GlyTCC (22910028-22910099)  Gly (TCC) 72 bp  Sc: 52.02 
TCCCTGGTGGTCCAATGGTTAAGACTTGGCACTTCCACTGCAGTGGCCCATGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna4002-GlyTCC (18822758-18822686)  Gly (TCC) 73 bp  Sc: 52.13 
TCCCTGGTGGTCTAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCAATC 
ACTGGTTGGGGAA 
>Bos_taurus_chr2.trna2129-GlyTCC (64390817-64390888)  Gly (TCC) 72 bp  Sc: 52.14 
TCCCTGATGGTCTAGTCGTTAAGACAGTGCACTTCCACTGCAGGGGCACAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr22.trna3333-GlyTCC (32386171-32386100)  Gly (TCC) 72 bp  Sc: 52.20 
TCCCTGGTGGTCCAGTGCTTAGGACTCAGCACTTCCACTGCTGTGGTCCAGGTTCAATCT 
CTGGTCAGAGAA 
>Bos_taurus_chr4.trna3672-GlyTCC (104771108-104771180)  Gly (TCC) 73 bp  Sc: 52.32 
TCCCCGGTGGTCCAATGGTTAGGACTCCACACTTCCACTGTGGGGGACATGGGTTCGATA 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna2922-GlyTCC (68901981-68902053)  Gly (TCC) 73 bp  Sc: 52.34 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGTCCGTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4862-GlyTCC (36090888-36090816)  Gly (TCC) 73 bp  Sc: 52.35 
TCCCTGGTGGTCCAGTGGCTAAGACGCTGCACTTCCAATTCAGGGGGCCTGGGTTTGATC 
CCCAATCAGGGAA 
>Bos_taurus_chr11.trna8955-GlyTCC (6585813-6585741)  Gly (TCC) 73 bp  Sc: 52.42 
TCCCTGGTGGTCCAGTGGCTAAGACTTTGCGCTTCCAACGCAGAGGGCCTGGGTTCGATG 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna6888-GlyTCC (24883095-24883023)  Gly (TCC) 73 bp  Sc: 52.43 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chrX.trna4357-GlyTCC (118429468-118429539)  Gly (TCC) 72 bp  Sc: 52.53 
TCCCTGGTGGTCCAGTAGCTAAGACTCTGTGCTTCCAATGCAGGGGTCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna1960-GlyTCC (44241858-44241930)  Gly (TCC) 73 bp  Sc: 52.56 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGCACTTCCATTGCAGAGGGCGTAGGTTCAAAG 
CCTGGTTGGGGAA 
>Bos_taurus_chr11.trna5106-GlyTCC (98066427-98066355)  Gly (TCC) 73 bp  Sc: 52.57 
TCCCTGGTGGTCTAGTGGTTAGGACTCTGTGCTTCCAATGCAGGGGCCACAGGTTTGATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr24.trna3463-GlyTCC (48750793-48750721)  Gly (TCC) 73 bp  Sc: 52.62 



TCCCTGGTGGTCTAGTCGCTAGGACTCTGTGCTTCCAATGCAGGGGGCCCGGGTTCAATT 
CCTGGCCGGGGAA 
>Bos_taurus_chr12.trna6611-GlyTCC (19759770-19759699)  Gly (TCC) 72 bp  Sc: 52.67 
TCCCTGGTGGTCCAGGGTTAGGACTCTGCACTTCCAGTGCAGGGGCCCAGGGTTCAATTC 
CTGGTCAGGGAA 
>Bos_taurus_chr13.trna4392-GlyTCC (75607973-75607901)  Gly (TCC) 73 bp  Sc: 53.07 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGCGCTTCCACTGCAGGAGGCACGGGTTCAATC 
CCCGAGTGGGGAA 
>Bos_taurus_chr22.trna729-GlyTCC (16195486-16195558)  Gly (TCC) 73 bp  Sc: 53.10 
TCCCTGGTGGTCAAGTGGTTGGGACTCTGCACTTCCACTGCAGGGGGCCCAGGTTTGATT 
CCTGGTTGGGGAA 
>Bos_taurus_chr23.trna838-GlyTCC (18024161-18024233)  Gly (TCC) 73 bp  Sc: 53.10 
CCCTTGGTGGTCCAGTGGTTAAGACTCTGCTCTTCCAAAGCAGGGGGCCTGGGTTCGATC 
CCTGGGCGGGGGA 
>Bos_taurus_chr3.trna6216-GlyTCC (87915516-87915444)  Gly (TCC) 73 bp  Sc: 53.29 
ACCCTGGTGGTCCAGTGGTTAGGACTCTGCTCTTCCACTGCAGAGGGTCTAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna1439-GlyTCC (36903761-36903832)  Gly (TCC) 72 bp  Sc: 53.33 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCTCTGCAGAGGCCTGGGTTCAATCC 
CTAGTCAGAGAA 
>Bos_taurus_chr1.trna9098-GlyTCC (69962957-69962885)  Gly (TCC) 73 bp  Sc: 53.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGGCGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1800-GlyTCC (40535811-40535883)  Gly (TCC) 73 bp  Sc: 53.41 
TCCCTGGTGGTCCAGTGGTGAAGACTCTGCACTTCCAATGCAGGGGGCCCAGATTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna5325-GlyTCC (24604141-24604069)  Gly (TCC) 73 bp  Sc: 53.41 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCAATGCTGGGGGCCCAGGTTTAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4658-GlyTCC (24068932-24068861)  Gly (TCC) 72 bp  Sc: 53.44 
GCGTTGGTGGTGTAGTGGTGAGTATAGCTGCCTTCCAAGCACTTGATCCAGGTTCTATTC 
CTGGCCAATGCA 
>Bos_taurus_chr11.trna6490-GlyTCC (67224197-67224125)  Gly (TCC) 73 bp  Sc: 53.52 
TCCCTGGTGGTTCAGTGGCTAAGGCTCTGTACTTCCAATGCAGGGGGTCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna5211-GlyTCC (7376693-7376621)  Gly (TCC) 73 bp  Sc: 53.55 
TCCCTGGTGGTCCAGTGGTTAAGACCCTGTGCTTCCACTGCAGGGGGCGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna1657-GlyTCC (35704821-35704893)  Gly (TCC) 73 bp  Sc: 53.63 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCTATC 
CTTGGACAGGGAA 
>Bos_taurus_chr18.trna3524-GlyTCC (57488054-57487982)  Gly (TCC) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAACGCAGGGGACGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna1605-GlyTCC (44103590-44103662)  Gly (TCC) 73 bp  Sc: 53.92 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGCATTTCCACTGCAGGAGGCTCGGGTTCAATC 
CCCGACTGGGGAA 
>Bos_taurus_chr5.trna1050-GlyTCC (29296419-29296491)  Gly (TCC) 73 bp  Sc: 53.92 
TCCCTGGTAGTCCAGTGGTTAAGACTCTGTGCTTCCACTGCAGAGGACACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna5916-GlyTCC (106176171-106176099)  Gly (TCC) 73 bp  Sc: 53.93 
TCCCTGATGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCTGAGGGTGTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna987-GlyTCC (23849274-23849347)  Gly (TCC) 74 bp  Sc: 54.19 
TCCTTGGTGGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGGGCCCCAGGTTCAAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr23.trna301-GlyTCC (8453435-8453507)  Gly (TCC) 73 bp  Sc: 54.25 
TCCCTGGTGGTCCAGCGGTTAAGACTCTACACTTCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr11.trna7294-GlyTCC (47502522-47502450)  Gly (TCC) 73 bp  Sc: 54.34 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3889-GlyTCC (66307397-66307325)  Gly (TCC) 73 bp  Sc: 54.39 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr28.trna600-GlyTCC (14084807-14084879)  Gly (TCC) 73 bp  Sc: 54.72 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGAGTGTGGGTTCAATC 



CCTGCTCAGGGAA 
>Bos_taurus_chr1.trna4704-GlyTCC (130201941-130202013)  Gly (TCC) 73 bp  Sc: 54.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGTAGGGGGCCCAGGTTCGATA 
TCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2416-GlyTCC (33497696-33497624)  Gly (TCC) 73 bp  Sc: 54.94 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCGCTTCCAATGCAGGGGGCCTGGGTTCGATT 
CCTAGTCAGGGAA 
>Bos_taurus_chr27.trna807-GlyTCC (22929305-22929377)  Gly (TCC) 73 bp  Sc: 54.99 
TCTCTGGTTGTCCAGTGGTTAAGACTCTGCGCTTCCAATGCAGGGGGCACAGGTTCAATT 
CCTGGCTAGAGAA 
>Bos_taurus_chr14.trna7244-GlyTCC (1986092-1986020)  Gly (TCC) 73 bp  Sc: 55.04 
TCCTTGGTGGTCCAATGGTTAAGACTTTGCATTTCCAATGCAGGGGGCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna6323-GlyTCC (14132256-14132184)  Gly (TCC) 73 bp  Sc: 55.08 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGACGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna4234-GlyTCC (78125807-78125735)  Gly (TCC) 73 bp  Sc: 55.14 
TCCTTGGCAGTCCAGTGGTTAAGTCTCTGCACTTCCACTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna8722-GlyTCC (93659877-93659805)  Gly (TCC) 73 bp  Sc: 55.40 
TCCCTGATGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTAGTCAGGGAA 
>Bos_taurus_chr18.trna1618-GlyTCC (39386076-39386148)  Gly (TCC) 73 bp  Sc: 55.42 
TCCCTGGTGGTCCAATGGTTAGGACTCTGCACTTCCACTACAGGGGGCTCAGGTTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chrX.trna4932-GlyTCC (131495543-131495615)  Gly (TCC) 73 bp  Sc: 55.46 
TCCGTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGCTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna7999-GlyTCC (29827931-29827859)  Gly (TCC) 73 bp  Sc: 55.48 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGCTTCCACTGCAGGGGGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr27.trna3312-GlyTCC (16642625-16642553)  Gly (TCC) 73 bp  Sc: 55.52 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGTTTCCACTGCAGGGGGCCCAGGTTCAATC 
CCTGGTGGGGGAA 
>Bos_taurus_chr2.trna4785-GlyTCC (128248933-128249004)  Gly (TCC) 72 bp  Sc: 55.71 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGCACTTCCACTTCAGCGTCGCAGGTTCAATCC 
CTGGTCGGGGAG 
>Bos_taurus_chr15.trna4914-GlyTCC (42629564-42629492)  Gly (TCC) 73 bp  Sc: 55.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGGGTTTCCAATGCAGGGGTCCCAGGTTCGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr7.trna8471-GlyTCC (13552695-13552623)  Gly (TCC) 73 bp  Sc: 55.84 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCCTGGGTTTGATC 
CCTAGTCGGGGAA 
>Bos_taurus_chr1.trna4563-GlyTCC (127406622-127406694)  Gly (TCC) 73 bp  Sc: 56.09 
TCCCTGGTGGTCCAGTGGTTAAGACTCTACGCTTCCAACACAGGGGACCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr9.trna1817-GlyTCC (54072200-54072272)  Gly (TCC) 73 bp  Sc: 56.10 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCATTTCCATTGCTGATGGCACAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr14.trna1781-GlyTCC (38864839-38864911)  Gly (TCC) 73 bp  Sc: 56.12 
TCCCTGGTGGCCCAGTGGTTAAGGTGCCACACTTCCACTGTAGGGGGTGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5802-GlyTCC (22906259-22906187)  Gly (TCC) 73 bp  Sc: 56.14 
TCCTCGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGGCATGGGTTCGATC 
CCTAGTTGGGGAA 
>Bos_taurus_chr15.trna3406-GlyTCC (81664837-81664766)  Gly (TCC) 72 bp  Sc: 56.19 
TCCCTGGTGGTCCAGTGGTTAAGACTCCACACTTCCAATGCAGGGGCACAGGTTCGATCC 
CTGATCAGGGAA 
>Bos_taurus_chr15.trna4952-GlyTCC (41587936-41587864)  Gly (TCC) 73 bp  Sc: 56.21 
TCCCTGGTGGTTCGGTGGTTAGGACTCTGCACTTCCACTGCAAGGGGCCTGGGTTCAATC 
CCCAGTCAGGGAA 
>Bos_taurus_chr1.trna1030-GlyTCC (25445760-25445831)  Gly (TCC) 72 bp  Sc: 56.43 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAGTTTCCACTTCAGGGGCTCAGGTTCAATTC 
CTGGTTAGGGAA 
>Bos_taurus_chr12.trna5102-GlyTCC (55738730-55738659)  Gly (TCC) 72 bp  Sc: 56.44 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGAACTTCCAATGCAGGGGGCCAGGTTCAAACC 
CTGTTCAGGGAA 



>Bos_taurus_chr15.trna4223-GlyTCC (61948840-61948767)  Gly (TCC) 74 bp  Sc: 56.45 
TCCCTGATGGTCTAGTGGCTAGGATTCTGGCACTTCCAATGCAGGGGCCCCAGGTTTGAT 
TCCTGGTTAGGGAA 
>Bos_taurus_chr29.trna3469-GlyTCC (18696849-18696777)  Gly (TCC) 73 bp  Sc: 56.60 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGAGCCCAGGTTAGAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5911-GlyTCC (21514860-21514788)  Gly (TCC) 73 bp  Sc: 56.70 
TCCCTAGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna944-GlyTCC (20353709-20353781)  Gly (TCC) 73 bp  Sc: 56.82 
TCCCTGGTGGTCCAATGGCTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCGATT 
GCTGGTCAGGGAA 
>Bos_taurus_chr15.trna3052-GlyTCC (81620443-81620515)  Gly (TCC) 73 bp  Sc: 56.92 
TCCCTGGTGGCCCAGTGGTTAGGACTCTGTGCTTCCACAGCAGGGGTCACAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna9270-GlyTCC (915483-915411)  Gly (TCC) 73 bp  Sc: 56.96 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGCAGGGGGCACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna2556-GlyTCC (48990114-48990186)  Gly (TCC) 73 bp  Sc: 56.97 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCACTGAAGGGGACCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna4925-GlyTCC (131380800-131380872)  Gly (TCC) 73 bp  Sc: 56.98 
TCCCTGATGGTCTAATGGATAAGACTCTGTGCTTCCAATGCAGGGTGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna848-GlyTCC (23996667-23996739)  Gly (TCC) 73 bp  Sc: 57.20 
TCCCTGGTGGTCTAGTGGTTAAGATTCTGCACTTCCACTGCACGGGGCACAGGTTCAATC 
CCTGGCCGGGGAA 
>Bos_taurus_chr22.trna2902-GlyTCC (45222148-45222076)  Gly (TCC) 73 bp  Sc: 57.25 
TCCTTGATGGTCCAGTGGTTAGGACTTTGCACTTCCACTACAGGGGTCACAGGTTCAATC 
ACTGGTCAGGGAA 
>Bos_taurus_chr5.trna5530-GlyTCC (112964261-112964189)  Gly (TCC) 73 bp  Sc: 57.30 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTACTTCCAATGCAGGGGGTGCAGGTTCGATC 
CTTGGCCGGGGAA 
>Bos_taurus_chr22.trna300-GlyTCC (6910719-6910791)  Gly (TCC) 73 bp  Sc: 57.33 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGAGGGCACAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna3664-GlyTCC (25470495-25470423)  Gly (TCC) 73 bp  Sc: 57.42 
TCCCTGGTGATCCAGTGGTTAGGATTCTGTGCTTCCAATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr2.trna771-GlyTCC (24050061-24050133)  Gly (TCC) 73 bp  Sc: 57.44 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGTGCTTCCAATGCAGGGGACCCAGGTTCAATA 
CCTGGTCAGGGAG 
>Bos_taurus_chr13.trna711-GlyTCC (18741039-18741111)  Gly (TCC) 73 bp  Sc: 57.45 
TTCCTGGTGGTCCAGTGGTTAGGACTCTGAACTTCCAATGCAGGGGACTCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna3700-GlyTCC (93374008-93374080)  Gly (TCC) 73 bp  Sc: 57.57 
TCCCTCGTGGTTCAATGGTTAAGATTCTGCACTTCCATTGCAGGGGTTGCAGGTTCAATC 
CCTGCTTGGGGAA 
>Bos_taurus_chr7.trna2334-GlyTCC (51035026-51035098)  Gly (TCC) 73 bp  Sc: 57.77 
TCCCCAGTGGTCCAGTGGTTAGGACTCTGCATTTCCACTGCAGGGGGCACAGGTTCAATC 
CCTGGTTGGAGAA 
>Bos_taurus_chr1.trna3177-GlyTCC (88712393-88712465)  Gly (TCC) 73 bp  Sc: 57.86 
TCCCTGGTGGTCCAGTGGGTAAGATTCTGCACTTCCAATGCAGGGAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna616-GlyTCC (13402178-13402250)  Gly (TCC) 73 bp  Sc: 58.06 
CCCCTGGTGGTACAGTGGTTAAGACTCTGCATTTCCAATGCAGAGGCCACAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr29.trna1589-GlyTCC (41629008-41629080)  Gly (TCC) 73 bp  Sc: 58.11 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGGCATAGGTTTGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna277-GlyTCC (10462010-10462082)  Gly (TCC) 73 bp  Sc: 58.55 
TCCCAGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGGGGGTGCAGGTTCAATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr19.trna960-GlyTCC (20770258-20770330)  Gly (TCC) 73 bp  Sc: 58.59 
TCCTTGGTGGTTCAGTGGCTAAGATTCTGCACTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4213-GlyTCC (48883420-48883348)  Gly (TCC) 73 bp  Sc: 58.78 



TCCCTGATGGTTCAGTGGTTAAGACGTTGCACTTCCAATGCAGAGGGCCAGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna171-GlyTCC (5417425-5417497)  Gly (TCC) 73 bp  Sc: 58.92 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGAACGTCCAATGCAGAGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna593-GlyTCC (13140753-13140825)  Gly (TCC) 73 bp  Sc: 59.07 
TCCCTGATGGTCCAATGGTTAAGACTCTGCACTTCCAATGCAGGGGGCACGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1502-GlyTCC (36280029-36280101)  Gly (TCC) 73 bp  Sc: 59.30 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTACTTCCAATGTAGGGGGCTCAGGTTCAATC 
CCTGGTCGGGGAG 
>Bos_taurus_chr7.trna6041-GlyTCC (70299468-70299396)  Gly (TCC) 73 bp  Sc: 59.35 
TCCCTGATGATCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGTGCACAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna4306-GlyTCC (67667611-67667539)  Gly (TCC) 73 bp  Sc: 59.72 
CCTCTGGTGGTCCAGTGGTTAAAACTCTGCACTTCCACTGCAGGGGTCCTAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna3205-GlyTCC (59681020-59681092)  Gly (TCC) 73 bp  Sc: 59.73 
TCCCTAGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGGTGCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna2334-GlyTCC (69510725-69510797)  Gly (TCC) 73 bp  Sc: 59.76 
TCCCTGATGGTCCAGTGGTTACGACTCTGCACTTCCACTGCAGGAGGCCCAGGTTCAATC 
CCTAGTCAGGGAA 
>Bos_taurus_chrX.trna3808-GlyTCC (107522039-107522111)  Gly (TCC) 73 bp  Sc: 59.97 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAGGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna6260-GlyTCC (23798234-23798162)  Gly (TCC) 73 bp  Sc: 60.09 
TCCCCAGTGGTCCAGTGGTTAAGACTCTGCATTTCCAATGCAGGGGTTACATGTTCGATC 
CCTGGTTGGGGAG 
>Bos_taurus_chr12.trna1417-GlyTCC (30594436-30594508)  Gly (TCC) 73 bp  Sc: 60.29 
TCCCTGGTGGTCTAGTGGTTATGAGTCTGCACTTCCACTGCAGGGGGCACAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna1750-GlyTCC (48346980-48347052)  Gly (TCC) 73 bp  Sc: 60.39 
TCCCTGGTGGTCCAGTGGCTAAGAGTCTGCACTTCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna3647-GlyTCC (25537865-25537793)  Gly (TCC) 73 bp  Sc: 60.50 
TCCGTAGTGGTCCAGTGGTTAGGACTCTGCACTTCCACTGCAGGGGTCCCGGGTTCAATT 
CCTGGTCAGGGAT 
>Bos_taurus_chr28.trna2697-GlyTCC (16363534-16363464)  Gly (TCC) 71 bp  Sc: 60.80 
TCCCAGGTGGTCCAGTGGTTAGGACTCAGCACTTCCACTGCTGGGGCCTGGGTTCAGTCC 
CAGGTTGGGAA 
>Bos_taurus_chr20.trna2287-GlyTCC (58455119-58455191)  Gly (TCC) 73 bp  Sc: 61.54 
TCCCTGATGGTCCAGTGGTTAGGACTCTACCCTTCCATTGCAGGGGTCACAGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr5.trna8027-GlyTCC (61669106-61669035)  Gly (TCC) 72 bp  Sc: 61.60 
TCCCTGATGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGAAGCACAGGTTCAATCC 
CTGGTCGGGGGA 
>Bos_taurus_chr2.trna10292-GlyTCC (9831759-9831687)  Gly (TCC) 73 bp  Sc: 62.52 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCATTGGAGAGGCCCCAGGTTCAAGC 
CCTGGTTGGGGAA 
>Bos_taurus_chr25.trna2470-GlyTCC (39306151-39306223)  Gly (TCC) 73 bp  Sc: 63.74 
TCCCTGATGGTCCAGTGGTCAGGACTCAGCGATTCCACCGCCGAGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna4273-GlyTCC (98381566-98381495)  Gly (TCC) 72 bp  Sc: 64.88 
TTCCTGGTAGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGCCCAGGTTCAATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr27.trna1347-GlyTCC (33501139-33501211)  Gly (TCC) 73 bp  Sc: 65.41 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCACTGCAGGGGTCACAGGTTCAATC 
CCTGACCGGGAAA 
>Bos_taurus_chr6.trna3571-GlyTCC (103229183-103229255)  Gly (TCC) 73 bp  Sc: 68.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTTCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna2410-GlyTCC (75196787-75196858)  Gly (TCC) 72 bp  Sc: 71.29 
GCATTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCAATTC 
CCGGCCAATGCA 
>Bos_taurus_chr19.trna1446-GlyTCC (28459901-28459972)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 



CCGGCCAACGCA 
>Bos_taurus_chr3.trna868-GlyTCC (21393408-21393479)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9192-GlyTCC (8111086-8111015)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9196-GlyTCC (8094890-8094819)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr3.trna9202-GlyTCC (8020987-8020916)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr15.trna1481-GlyTCC (40865383-40865455)  Gly (TCC) 73 bp  Sc: 74.45 
TCGCTGGTGGTCCAGTGGTTAAGACTCTGCACTTCCAATGCAGAGGTCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7895-GlyTCC (20640318-20640247)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Bos_taurus_chr11.trna7654-GlyTCC (40359678-40359597)  Gly (TCC) 82 bp  Sc: 37.33 
TTCCTGGTGGTCCAGTGGTTAAGACTTCATGCTTCCAGTGCAGGTGGTGGTGATGGGATG 
GGTTCGATCCCCAGTCAGGGAA 
>Bos_taurus_chr22.trna4551-GlyTCC (4645859-4645779)  Gly (TCC) 81 bp  Sc: 38.10 
TCCCGGGTGGTTCAGTCATTAAGACTCTGCACTTCCAATGCAAGGATGCAGAGGGTGCAG 
GTTCAATCCCTGGTCCGGGAA 
>Bos_taurus_chr5.trna3017-GlyTCC (77471182-77471268)  Gly (TCC) 87 bp  Sc: 28.08 
TCCTTGGCTGTCCAGTGGTTAAGACCCCATGCTTCCACTGAAGGGGAATCATGGTTCAAT 
CACCAGGTTCAATCCCTGGTCAGGGAA 
>Bos_taurus_chr10.trna2480-HisATG (62897611-62897682)  His (ATG) 72 bp  Sc: 55.70 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTCCCTATGATGCAGGAGACCCAGGTTCGATTC 
CTGGGTGGGGAA 
>Bos_taurus_chrX.trna862-HisATG (19216849-19216920)  His (ATG) 72 bp  Sc: 56.48 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGTCTATGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr7.trna9066-HisATG (784822-784751)  His (ATG) 72 bp  Sc: 60.40 
TCCCTGATGGCTCAGTTGGTAAAGAATCTGCCTATGATGCAGGAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chrX.trna7910-HisATG (113143259-113143188)  His (ATG) 72 bp  Sc: 61.30 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTATGATGCAGGAGACCCAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr18.trna1648-HisGTG (40168850-40168921)  His (GTG) 72 bp  Sc: 36.09 
GCCGTGATTGTACAGTGGTTAGTACTCGGtgttgtGGCCACAGCAACCTCGGTTTGAATC 
TGAGTCACAGCA 
>Bos_taurus_chr23.trna3473-HisGTG (31106191-31106120)  His (GTG) 72 bp  Sc: 51.96 
TCTGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCTTGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr25.trna3378-HisGTG (28754044-28753973)  His (GTG) 72 bp  Sc: 55.16 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGTGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna7860-HisGTG (33656778-33656707)  His (GTG) 72 bp  Sc: 57.38 
TCCCTGGTGGCTCAGAGGGTAAAGCATCTGCCTGTGATGCAGAAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna2556-HisGTG (65462970-65463041)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr10.trna2557-HisGTG (65464502-65464573)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr10.trna5863-HisGTG (65462306-65462235)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna807-HisGTG (20919033-20919104)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna810-HisGTG (20944854-20944925)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 



>Bos_taurus_chr3.trna856-HisGTG (21270143-21270214)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna857-HisGTG (21283794-21283865)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna859-HisGTG (21300690-21300761)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8616-HisGTG (21382935-21382864)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8619-HisGTG (21326198-21326127)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna864-HisGTG (21351439-21351510)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8645-HisGTG (21142864-21142793)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna8648-HisGTG (21093388-21093317)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr3.trna869-HisGTG (21394290-21394361)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr8.trna1114-HisGTG (29781415-29781486)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Bos_taurus_chr4.trna6444-IleAAT (75452236-75452163)  Ile (AAT) 74 bp  Sc: 56.73 
GGCCGGTTAGCTCAGTTGATTAGAGTGTGGTGCTAATAACGCCAGGGTCACGGGTTCGAT 
CCCTGTGCAGGCCA 
>Bos_taurus_chr23.trna3183-IleAAT (38091003-38090930)  Ile (AAT) 74 bp  Sc: 70.00 
GGCCAGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCACAGGTTCAAT 
CCCTGTACGGGTCA 
>Bos_taurus_chr19.trna1444-IleAAT (28442792-28442865)  Ile (AAT) 74 bp  Sc: 79.24 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTACGGGCCA 
>Bos_taurus_chr19.trna5447-IleAAT (28465571-28465498)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr21.trna2981-IleAAT (68760606-68760679)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1441-IleAAT (30911186-30911259)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1443-IleAAT (30912747-30912820)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1444-IleAAT (30913556-30913629)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1463-IleAAT (31058000-31058073)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1468-IleAAT (31098084-31098157)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna1496-IleAAT (31483885-31483958)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3458-IleAAT (31312961-31312888)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3478-IleAAT (31065060-31064987)  Ile (AAT) 74 bp  Sc: 80.66 



GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3490-IleAAT (30908712-30908639)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3491-IleAAT (30907944-30907871)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3502-IleAAT (30820692-30820619)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3503-IleAAT (30806816-30806743)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr23.trna3504-IleAAT (30805073-30805000)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Bos_taurus_chr7.trna1300-IleTAT (21900808-21900878)  Ile (TAT) 71 bp  Sc: 33.97 
TCCCGGGTGGTCCAGTGGATAAGACTCCATGCTTATCTCAGGGAGCCCAGGCTCAATCCT 
TGGTCAGGGAA 
>Bos_taurus_chr10.trna5733-IleTAT (68506398-68506326)  Ile (TAT) 73 bp  Sc: 63.95 
GGCTCCATAGCTTGGGGGTTAGAGTGCTGGTCTTATAAACCAGGGGTCACAAGTTCAAAT 
CTTGCTGGGGCCT 
>Bos_taurus_chr23.trna4274-IleTAT (14605661-14605589)  Ile (TAT) 73 bp  Sc: 68.82 
GCCCTCTTAGTGCAGTAGGCAGCACGTTAGTCTTATAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr11.trna1168-IleTAT (25217493-25217585)  Ile (TAT) 93 bp  Sc: 68.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACATGCAGAGCAATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3500-IleTAT (30835191-30835098)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3469-IleTAT (31153405-31153312)  Ile (TAT) 94 bp  Sc: 69.00 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATGTGTGCGAGTGAT 
GCCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Bos_taurus_chr18.trna4167-IleTAT (49378282-49378190)  Ile (TAT) 93 bp  Sc: 66.61 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAGGGCAGTGCGAGCGGAGCGATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Bos_taurus_chr1.trna8283-IleTAT (95121976-95121883)  Ile (TAT) 94 bp  Sc: 68.87 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAAGGCAGTACATTTGTGAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Bos_taurus_chr23.trna3438-LeuAAG (31571219-31571138)  Leu (AAG) 82 bp  Sc: 55.18 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGATGTG 
GGTTTGAATCCCACTGCTGCCA 
>Bos_taurus_chr10.trna7326-LeuAAG (26526190-26526109)  Leu (AAG) 82 bp  Sc: 55.18 
GGTAGCATGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCACTTTGGGGGCGTA 
GGTTCGAATCGCGCTGCTGCCA 
>Bos_taurus_chr7.trna2031-LeuAAG (41710188-41710269)  Leu (AAG) 82 bp  Sc: 69.34 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna1131-LeuAAG (26471455-26471536)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna7327-LeuAAG (26516628-26516547)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr1.trna3387-LeuAAG (95182753-95182834)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna1376-LeuAAG (29892278-29892359)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna1389-LeuAAG (29998246-29998327)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr23.trna3558-LeuAAG (29870951-29870870)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr25.trna1194-LeuAAG (20180859-20180940)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr13.trna6366-LeuAAG (33432627-33432540)  Leu (AAG) 88 bp  Sc: 21.82 
TCCCCAGTGGGGAAGTGGTGATCCCGTGCGTGGTTAAGACTCTGTGCTTCCACTGCAGGG 
GGCATGGGTTCAATCCCTATTTGGGGAA 
>Bos_taurus_chr18.trna4344-LeuCAA (47243849-47243779)  Leu (CAA) 71 bp  Sc: 36.37 
TCTCTGATGGTCTAGTGGCTAAGACTATCTGCCCAATGCAGGGGGCCTAGGTTTGATCCC 
TGGTCAGAGAA 
>Bos_taurus_chr14.trna6274-LeuCAA (23595980-23595910)  Leu (CAA) 71 bp  Sc: 37.09 
TCTCTGATGGTCTAATGGCTAAGACTATCTGCCCAATGCAGGGGGCCCAGGTTCGTTCCC 
TGGTCAGAGAA 
>Bos_taurus_chr19.trna1358-LeuCAA (27001849-27001921)  Leu (CAA) 73 bp  Sc: 45.12 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGTACTCAAAATACACGGGGCCCGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3294-LeuCAA (82753098-82753170)  Leu (CAA) 73 bp  Sc: 53.83 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCAAATGCAGGCGACCCAGGTTCAATC 
CCTGGCTAGGGAA 
>Bos_taurus_chr23.trna4403-LeuCAA (11744567-11744486)  Leu (CAA) 82 bp  Sc: 56.50 
GCTGTGATGGTCAAGTGGTTAAGGCCTTGGACTCAAGATCCTACGGGGTCTCCCCAAGCA 
GGTTCAAACCCTGATCACAGCA 
>Bos_taurus_chr2.trna2443-LeuCAA (73331489-73331561)  Leu (CAA) 73 bp  Sc: 58.85 
GCCTTCTTAGCTCAGTAGGCAGTGCATCAGTCTCAAAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGATAGGGCA 
>Bos_taurus_chr2.trna9451-LeuCAA (35207520-35207439)  Leu (CAA) 82 bp  Sc: 58.98 
GCTGTGATGGCTGGGTGGTCAAGGCATTGGATTCAAAATCCAATGGGGTCTGCCTGCTCA 
GGTTAGAATCCTGCTCACAGCA 
>Bos_taurus_chr9.trna1444-LeuCAA (42539837-42539918)  Leu (CAA) 82 bp  Sc: 62.21 
GCTGTGATGACTGAGTGGTTAAGATGTTAGACTCAAAATCCAATGGGGTATCCCCATGCA 
GGTTCAAATCCTGCTCACAGCA 
>Bos_taurus_chr23.trna3554-LeuCAA (29897485-29897375)  Leu (CAA) 111 bp  Sc: 67.66 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCAAACAAGCTTCCTCTGATA 
GAGGTTTCTGGTCCCCGAATGGGGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1378-LeuCAA (29926524-29926629)  Leu (CAA) 106 bp  Sc: 68.07 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAGCTTCCCCACCTTGGGGA 
TTCTGGTCTCCGTATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1428-LeuCAA (30848491-30848597)  Leu (CAA) 107 bp  Sc: 65.27 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTCTGCTTCCCACCTTTGGGG 
CTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna3498-LeuCAA (30852413-30852306)  Leu (CAA) 108 bp  Sc: 66.67 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATTCTATCTTCCCTCTCTTGGG 
GCTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna1432-LeuCAA (30867360-30867466)  Leu (CAA) 107 bp  Sc: 70.03 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTCCTACTTCCCCTACTTGGGG 
TTTCTGGTCTCCACTTGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr7.trna2092-LeuCAA (44000017-44000122)  Leu (CAA) 106 bp  Sc: 66.06 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTCTACCTTCCCCTAGGGCA 
TTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr6.trna2634-LeuCAG (84673421-84673491)  Leu (CAG) 71 bp  Sc: 42.60 
GGCTCATTGGTCTAGGGTTATGATTCTAGCTTCAGATGCGAGGGTTCCGGGTTCAAATCC 
TGGACGAGCTT 
>Bos_taurus_chr18.trna1040-LeuCAG (25388950-25389032)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr3.trna271-LeuCAG (8021637-8021719)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Bos_taurus_chr23.trna3454-LeuCAG (31340026-31339944)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr3.trna273-LeuCAG (8102947-8103029)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Bos_taurus_chr3.trna9189-LeuCAG (8114154-8114072)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 



>Bos_taurus_chr15.trna3093-LeuTAA (82364774-82364846)  Leu (TAA) 73 bp  Sc: 32.53 
TCCCTGGTAGTCCAGGGGTTAAGACTCTGTACTTAACTTGCAGGGGGCCTGGGTTCCATC 
GCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8222-LeuTAA (21442078-21441996)  Leu (TAA) 83 bp  Sc: 46.41 
ATTATAATGGCCAAGTGGTTAAGGCATTGGACTTAATATCCAATGGATTTATATCCTCAT 
GGGTTCGAACCCCATTTCTGGTA 
>Bos_taurus_chr6.trna4402-LeuTAA (119154207-119154288)  Leu (TAA) 82 bp  Sc: 54.94 
GCTGAGATTGCTGAGTGGTTAAGCATTGGACTTAAGATCCGATGGACATGTGTCTGCGTG 
GGTTCGAACCCCACTCCCAGCA 
>Bos_taurus_chr18.trna4748-LeuTAA (38977478-38977398)  Leu (TAA) 81 bp  Sc: 55.80 
GCAGGATGGCCGAGTGGTTAAGGTGTTGGACTTAAGATCCAATGGGCTAGTGCCTTGTGG 
GTTCGAATCCCACTCTCAGTA 
>Bos_taurus_chr13.trna3962-LeuTAA (82706235-82706164)  Leu (TAA) 72 bp  Sc: 56.92 
TCTCTGGTGGTCCAGTGGCTAAGACTCCTGCTCTAAATGCAGGGAGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr23.trna1466-LeuTAA (31079927-31080009)  Leu (TAA) 83 bp  Sc: 70.66 
ATCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATAGACATCTGTCTGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Bos_taurus_chr15.trna3180-LeuTAA (84096213-84096295)  Leu (TAA) 83 bp  Sc: 74.33 
ACCAGAATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGATTTATATCCTCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Bos_taurus_chr23.trna3481-LeuTAA (31053606-31053524)  Leu (TAA) 83 bp  Sc: 74.84 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATAGACATGTGTCTGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Bos_taurus_chr23.trna1421-LeuTAA (30791698-30791780)  Leu (TAA) 83 bp  Sc: 79.48 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCTAGTGCCCGCGT 
GGGTTCGAACCCCACTCTCGGTA 
>Bos_taurus_chr9.trna2889-LeuTAA (82695970-82696052)  Leu (TAA) 83 bp  Sc: 81.03 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACGTATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Bos_taurus_chr25.trna3991-LeuTAG (20082460-20082379)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna7328-LeuTAG (26504546-26504465)  Leu (TAG) 82 bp  Sc: 68.82 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Bos_taurus_chr19.trna5458-LeuTAG (28373849-28373768)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr10.trna1130-LeuTAG (26469788-26469869)  Leu (TAG) 82 bp  Sc: 74.02 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Bos_taurus_chr8.trna3757-LeuTAG (102969798-102969887)  Leu (TAG) 90 bp  Sc: 22.05 
TCCCTGGTAGTCTGGTGGTTGGGACTCAGTGCTTAGAACTTAAAACTGCTTAGAAGTGCC 
ATGGCCCAGGTTCAATCTCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5336-LysCTT (29944570-29944499)  Lys (CTT) 72 bp  Sc: 31.98 
TCCCTGGTGGTCCAGTGGTTAGGATTTGGTGTTCTTCCTGCCAGGACCTGAGTTGGATCC 
TTGGTCAGGAAA 
>Bos_taurus_chr6.trna1858-LysCTT (61247937-61248010)  Lys (CTT) 74 bp  Sc: 39.62 
TCCCTGATGGTCCAGTGTCTAAGACACTGTGCTCTTAATGCAGGGGGGCCCAAGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna517-LysCTT (14995989-14996061)  Lys (CTT) 73 bp  Sc: 40.70 
TCACTGGTAGTCCAGTGGCTAAGACTCTGTGCTCTTCATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna44-LysCTT (1014458-1014529)  Lys (CTT) 72 bp  Sc: 42.76 
TCCCTGGTGGTCTAGTGCTAAGACTCTGCAGTCTTAATGCAGGGGTTTCAGGTTCAAACT 
CTGGTCAGGAAA 
>Bos_taurus_chr22.trna4053-LysCTT (13277767-13277695)  Lys (CTT) 73 bp  Sc: 45.22 
TCTCTGGCAGTCCAGTGGTTAGGACTCAGCATTCTTACTGCTGGGACCCTGGGTTGGAGC 
CCTAGCTGGGGAA 
>Bos_taurus_chr3.trna4608-LysCTT (115583231-115583303)  Lys (CTT) 73 bp  Sc: 45.35 
CCCTTGGTAGTCCAGTGTCTAAGACTCTACACTCTTAATGCAGAGGACCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2581-LysCTT (48922618-48922547)  Lys (CTT) 72 bp  Sc: 45.55 
TCCCTGGTAGTCCAGTGGGTAAGACCCTGAGCTCTTGATGCAGGGGTCTTGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr4.trna1679-LysCTT (50527599-50527671)  Lys (CTT) 73 bp  Sc: 45.85 



TCCCTGGTGGCCCAATGGCTAAGATTCTGCGTTCTTGATGCAGAGGGGCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr10.trna3152-LysCTT (79840700-79840772)  Lys (CTT) 73 bp  Sc: 48.01 
TCTCTGATGGTCCAGTGGTTATGACTCAGCGTTCTTACTGCTGGGGCCCTAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna338-LysCTT (12668676-12668748)  Lys (CTT) 73 bp  Sc: 53.01 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTCTTACTGCTGAGGGGCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna4168-LysCTT (63431691-63431605)  Lys (CTT) 87 bp  Sc: 53.24 
GCCTGGCTAGCTCAGTTGGTAGACCATGAGACTCTTAATCTCAGGGTTCAAGCCCTGAGC 
TCCTGGGTTCAAGCCCCAGGTTGGGCA 
>Bos_taurus_chr21.trna867-LysCTT (21591649-21591721)  Lys (CTT) 73 bp  Sc: 53.78 
TCCCTGGTGGTCCAGTGGTTAGGACTCAGCGCTCTTACTGCAGGGGCCCCAGGTTCTATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr11.trna3300-LysCTT (77553366-77553438)  Lys (CTT) 73 bp  Sc: 54.00 
TTCCTGATGGTCCAGTGGTTAGGACTCTGCACTCTTAGTGCTGAGGGCCCAGGTTCAATG 
CCTGATCAGGAAC 
>Bos_taurus_chr19.trna744-LysCTT (17588948-17589020)  Lys (CTT) 73 bp  Sc: 57.10 
CCCCTGGTGGTCCAGTGGTTAAGACCCTGCACTCTTAGTGCAGGGAGCCCAGGTTCAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1457-LysCTT (43074935-43075007)  Lys (CTT) 73 bp  Sc: 61.22 
TCTCTGGTGGTCCAGTGGTTAAGACTCCACACTCTTTATGTGGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7104-LysCTT (41046643-41046571)  Lys (CTT) 73 bp  Sc: 61.51 
TCCCTGGTGATCCAGTGGTTAGGACTCAGCACTCTTACTGCTGAGGGCCTAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr5.trna8610-LysCTT (47813092-47813020)  Lys (CTT) 73 bp  Sc: 62.60 
GCCTGGCTGACTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACATTGGGTG 
>Bos_taurus_chr10.trna4617-LysCTT (94200012-94199940)  Lys (CTT) 73 bp  Sc: 62.92 
GCCCAGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGCTGGGGGTTCAAGG 
CCCACGTTGGGCA 
>Bos_taurus_chr6.trna7993-LysCTT (30502919-30502847)  Lys (CTT) 73 bp  Sc: 63.21 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCACTCTTAATGCAGGGGGCCCTGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna3517-LysCTT (97965857-97965929)  Lys (CTT) 73 bp  Sc: 63.72 
TCCCTAGTGGTCCAGTGGTTAGGAATCCACACTCTTATTGTGGACGACCCAGGTTCAATT 
CCTGGCTGGGGAG 
>Bos_taurus_chr25.trna108-LysCTT (2625595-2625667)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Bos_taurus_chr4.trna6438-LysCTT (75841464-75841392)  Lys (CTT) 73 bp  Sc: 78.78 
GCCCAGCTAGCTCAGTTGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCA 
>Bos_taurus_chr23.trna3460-LysCTT (31310480-31310408)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna100-LysCTT (2618370-2618442)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna103-LysCTT (2621235-2621307)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna106-LysCTT (2623856-2623928)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna111-LysCTT (2630204-2630276)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna114-LysCTT (2635164-2635236)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna5071-LysCTT (2605279-2605207)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna5073-LysCTT (2597669-2597597)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Bos_taurus_chr25.trna5074-LysCTT (2593116-2593044)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna93-LysCTT (2603762-2603834)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna95-LysCTT (2608820-2608892)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr25.trna97-LysCTT (2613401-2613473)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr3.trna870-LysCTT (21395381-21395453)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr7.trna2034-LysCTT (41736291-41736363)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr7.trna7083-LysCTT (41748469-41748397)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr10.trna5639-LysCTT (70793354-70793282)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr21.trna4605-LysCTT (30797628-30797556)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Bos_taurus_chr8.trna5821-LysCTT (73282860-73282779)  Lys (CTT) 82 bp  Sc: 43.82 
TCCCTGGTGGTCTAGTGGGTAGGATTCAGTGCTCTTGGGTTGGAGAACTGCCGTGGCCTG 
GGTTTGATTCCCAGTCAGGGAA 
>Bos_taurus_chr28.trna1914-LysTTT (37953043-37952962)  Lys (TTT) 82 bp  Sc: 27.48 
TTCTTGGTAGTCCAGTGTTTATGACTCTGTATTTTTAGGGCTTCCAGGGTGTGGAGTGCA 
GGTTTGATTCCTGACCAGGAAC 
>Bos_taurus_chr24.trna3406-LysTTT (49641363-49641294)  Lys (TTT) 70 bp  Sc: 27.49 
TCCCTGGTGGTCCAGTGGTTACGACTCGGTGCTTTTACTGCCAGATCAGGTTTGATGCCT 
GGTTGGGGAA 
>Bos_taurus_chr25.trna5168-LysTTT (171278-171207)  Lys (TTT) 72 bp  Sc: 33.60 
TCCCTGATGGTCTAGTGGTAAGGACTTGGGGCTTTTTTCACCGGGGCCCAGGTTCAGTCC 
TCGGTTGGGGAA 
>Bos_taurus_chr3.trna601-LysTTT (16715835-16715906)  Lys (TTT) 72 bp  Sc: 35.00 
TCTCTGGTGGTCCAGGGGTTAGGACTTGGCGCTTTTACTACCAGGGCCTGGGTTTTATCC 
CTGGTTGGAGAA 
>Bos_taurus_chr23.trna3537-LysTTT (30065841-30065767)  Lys (TTT) 75 bp  Sc: 36.32 
TTTTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGACTCCACAGGGTTCAA 
ACCCCTGTTCAGGCT 
>Bos_taurus_chr10.trna25-LysTTT (653497-653569)  Lys (TTT) 73 bp  Sc: 36.36 
TCCATGGTGGTTCTCTGGTTAGAACTTGGCACTTTTTCTGCCGTGGGCCTGGGTTCAATC 
CCTGGTTATGGAA 
>Bos_taurus_chr16.trna4711-LysTTT (52951632-52951561)  Lys (TTT) 72 bp  Sc: 37.38 
TCCCTGGTGGTCCAGTGGTTGGATTTGGTGCTTTTACTGCCAGGGCTCCAGCTTCCATCC 
CTGGTTGGGGAA 
>Bos_taurus_chrX.trna7393-LysTTT (126294737-126294665)  Lys (TTT) 73 bp  Sc: 39.16 
TCCCTGGTGGTCCAGTTGTGAGGACTTGGAGCTTTTGCTGCCAAGGGCCTAGGATCAATC 
CCTATTCAGGGAA 
>Bos_taurus_chr3.trna8995-LysTTT (13825017-13824947)  Lys (TTT) 71 bp  Sc: 40.80 
TCCCTGGTGGTCCAGTGGTTAGGACTTGGCGCTTTTACTGTCAGGACTGGGTTCAACACC 
TGGTCAGGGAA 
>Bos_taurus_chr19.trna426-LysTTT (12869720-12869790)  Lys (TTT) 71 bp  Sc: 41.55 
TCCCTGGTGGTCCAGTAGTTATGACTGGGCACTTTTACTGCTGGGCCCAGGTTCAATCCC 
TAGTCAGGGAA 
>Bos_taurus_chr24.trna940-LysTTT (25580487-25580558)  Lys (TTT) 72 bp  Sc: 41.88 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCATTTACTATCGGGACCCAAGTTCAATCC 
TTGGTCAGGGAA 
>Bos_taurus_chr21.trna938-LysTTT (22535178-22535250)  Lys (TTT) 73 bp  Sc: 43.21 
TCCCTGGTGGTCCAGCAGTTAGGACTTGGTACTTTTATTGCCCGGGGCCTAGGTTCAATT 
CCTGGTGGGGGAA 



>Bos_taurus_chr9.trna5939-LysTTT (61748312-61748242)  Lys (TTT) 71 bp  Sc: 43.93 
TCCCTGGTGGTCCAGTGGTTAGACTTAGTGCTTTTATTAATGTGGCCCAGGTTCAATCCC 
TGGTCAGGGAT 
>Bos_taurus_chr16.trna5808-LysTTT (29596800-29596728)  Lys (TTT) 73 bp  Sc: 44.15 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCATTTTTAATGTAGGGGGCCCAGGTTCATTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2261-LysTTT (35657444-35657516)  Lys (TTT) 73 bp  Sc: 45.19 
TCCCTGGTGGTCCAGTGGTTAGGACTTGCTGCTTTTACTGCTAAGAGCCCAGGTTCAATA 
TCTGGTTGGGGAA 
>Bos_taurus_chr17.trna2921-LysTTT (64284965-64285036)  Lys (TTT) 72 bp  Sc: 46.10 
TCCCTGGCAGTCCAGTGGTTAGGACTCAGTGCTTTTGCTGCTGGAGCCCAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr15.trna2412-LysTTT (64989352-64989423)  Lys (TTT) 72 bp  Sc: 46.16 
TTCCTGATGGTCTAGTGGTTAGGATTTGGCGCTTTTACTTTCATGGCCCAGTTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr3.trna5265-LysTTT (111176934-111176862)  Lys (TTT) 73 bp  Sc: 46.25 
TCCCTGGTGGTTCAGTAGTTAGCACTCGGCACTTTTGCTGCTGCGGATCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr16.trna2533-LysTTT (62716145-62716216)  Lys (TTT) 72 bp  Sc: 46.47 
TCCTTGGTGGTCCAGTGGTTAGGATTTGGTGCTTTTATTGCTGTGGTCCAGGTTCGGTCC 
CTGGTTGGGGAA 
>Bos_taurus_chr9.trna5647-LysTTT (68862064-68861993)  Lys (TTT) 72 bp  Sc: 47.08 
TCCCAGGCGGTCCAGTGGTTAGGACTCCGTGCTTTTACTTTGGTGGCCCAGGTTCAATCT 
CTGGTCTGGGAA 
>Bos_taurus_chr16.trna1049-LysTTT (30370458-30370529)  Lys (TTT) 72 bp  Sc: 47.93 
TCCCTGGTGGTCCAATGGTTAGGGCTTGGTGCTTTTACTACCAGGATTCAGGTTCAAGCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna2874-LysTTT (80984845-80984917)  Lys (TTT) 73 bp  Sc: 48.37 
GCCTGGGTAGCTCAGCTGGTGGAGCATCAGACTTTTAATCTGGGGATCTAGGGTTTGAGT 
CCCTGTCCAGTTG 
>Bos_taurus_chr19.trna2546-LysTTT (48909932-48910004)  Lys (TTT) 73 bp  Sc: 48.69 
TTCCTGATGGTCCAGGGGTTAAGACTCTGCACTTTTACTGCAGGGGCCACAGGTTTGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr8.trna3053-LysTTT (84386781-84386853)  Lys (TTT) 73 bp  Sc: 48.88 
GCTCTGGTGGTCCAGTTGTGAGGACTTAGCACTTTTACTGCCATGATCCCAGGTTTGATC 
CCTGGTCAGAGAA 
>Bos_taurus_chr21.trna4597-LysTTT (31014364-31014292)  Lys (TTT) 73 bp  Sc: 49.09 
TCCCTGCTAGTCCAATAGGTAGGACTCAGTGCTTTTAGTGCTGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna3101-LysTTT (66766353-66766424)  Lys (TTT) 72 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGCTTACGACGCGGCACTTTTACTGCTGAGGCCCGGATTCGATCC 
CTGGTCGGGGAA 
>Bos_taurus_chr15.trna345-LysTTT (13674555-13674627)  Lys (TTT) 73 bp  Sc: 49.70 
TTCCTGGTGGTCCAGTGGTTAAGACTCAGTGCTTTTACTGCTGTGGGCGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna5050-LysTTT (106326720-106326648)  Lys (TTT) 73 bp  Sc: 50.50 
TCCCTGGCTGTCCAGTGGTTAAGATGCTGCACTTTTACTGCAGGGGACCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr1.trna790-LysTTT (18916912-18916984)  Lys (TTT) 73 bp  Sc: 50.59 
TCCCTGGTAGCCCAGTGGTTAGGACTCTGTGCTTTTACTGCTGTGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna5089-LysTTT (17935520-17935448)  Lys (TTT) 73 bp  Sc: 50.72 
TCCTTGATGGTCCAGTGGTTAAGACTCTGCACTTTTAACGCAGAGGACTCAAGTTTGACT 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna288-LysTTT (8398988-8399059)  Lys (TTT) 72 bp  Sc: 51.38 
TCTCTGATGGTTCAGTGGTTAGGACTTGGTGCTTTTCCTGCTGTGGCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr24.trna3570-LysTTT (46396192-46396120)  Lys (TTT) 73 bp  Sc: 52.09 
TCCCTGGTGGTCCAGTGGTCAGGATTTGGCACTTTTACTGCCAGGGGCTCAGGCTGGATC 
CCTGGCTGGGGAA 
>Bos_taurus_chr17.trna4393-LysTTT (59377844-59377773)  Lys (TTT) 72 bp  Sc: 53.26 
TCCCTGGCAGTCCAGTGGTTAGGACATAGCACTTTTACTGCTGTGGCCTGGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr19.trna5744-LysTTT (23775736-23775664)  Lys (TTT) 73 bp  Sc: 53.37 
TCCCTGATGGTCTAGTGGTCAAGACTCAGTACTTTTACTACTGAGGGCCTGGGTTCAATC 
CCTGATCAGGGAA 
>Bos_taurus_chr20.trna404-LysTTT (10156122-10156194)  Lys (TTT) 73 bp  Sc: 53.55 



TCCTTAGTCGTCTAGAGGTTAGGACTCTGCACTTTTACTGCCGAGGACCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna6475-LysTTT (74265969-74265897)  Lys (TTT) 73 bp  Sc: 55.39 
TCTCTGATAGTTCAGTGGTTAGAACCTTGTGCTTTTACTGCCAAGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna595-LysTTT (17607378-17607448)  Lys (TTT) 71 bp  Sc: 55.48 
TCCCTGGTGGTCCAGTGATTAGGACTTGCCACTTTTACTTCCAAGCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr2.trna4302-LysTTT (120282404-120282476)  Lys (TTT) 73 bp  Sc: 55.59 
TCCCTTGTGGTCCAGTGGTCAGGACTCGGCACTTTTACTGCTGTGGCCCTAGGTTCAATC 
CCTGGTTGGGAAA 
>Bos_taurus_chr22.trna2046-LysTTT (55051185-55051257)  Lys (TTT) 73 bp  Sc: 55.80 
CCCTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCTTGTTCTGGCA 
>Bos_taurus_chr1.trna8681-LysTTT (82719980-82719908)  Lys (TTT) 73 bp  Sc: 56.12 
GCCCAGGTAGCTCAGCTGGTAGAGCATCAGACTTTTACTCAGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGTG 
>Bos_taurus_chr4.trna3561-LysTTT (102770286-102770358)  Lys (TTT) 73 bp  Sc: 56.22 
TCCCTGGTGGTCCAGTGGTTAGGACTTCACACTTTTACAGTGAAGGCTCCAGGTTCAATC 
TTTGGTCAGGGAA 
>Bos_taurus_chr4.trna5794-LysTTT (92385246-92385175)  Lys (TTT) 72 bp  Sc: 56.53 
TCCCTGGTGGTCTAGTGGTTAGGATCTGGTACTTTTACTGCTATGGCCCAAGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr9.trna6900-LysTTT (31955273-31955200)  Lys (TTT) 74 bp  Sc: 58.66 
TCCCTGATAGTCCAGTGGTTAGGATTCGGTGCTTTTCACTGCCGAGGTCCTAGGTTCGAT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr20.trna119-LysTTT (3079143-3079213)  Lys (TTT) 71 bp  Sc: 58.69 
TCCCTGGGGGTCCAGTGGCAGGACTCAGCACTTTTACTGCTGACTCCCAGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr1.trna9352-LysTTT (61495516-61495444)  Lys (TTT) 73 bp  Sc: 59.09 
GCCTGGATAGCTCATTTGGTAGAGCATCAGATTTTTAATCTGAGTGCCTAGGGTTCAAGT 
CCCTGTTCAGGTG 
>Bos_taurus_chr24.trna56-LysTTT (1997468-1997540)  Lys (TTT) 73 bp  Sc: 59.26 
TCCCTGGGGGTCTAGTGGTTAGGACTCAGAGCTTTTACCACTGTGGCCCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna2255-LysTTT (59922249-59922321)  Lys (TTT) 73 bp  Sc: 59.78 
GCCTGGGTAGCTCAGTCGGCAGAGCATCAGAGCTTTACTCTGAGGGTCCAGGGTTCGAGT 
CACTGTCCAGGCA 
>Bos_taurus_chr24.trna5002-LysTTT (12712794-12712722)  Lys (TTT) 73 bp  Sc: 60.10 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACGTTTAATCTGAGGGGCCAGGGTTCATAA 
CCCTGTTTGGGCA 
>Bos_taurus_chr1.trna7223-LysTTT (126326838-126326766)  Lys (TTT) 73 bp  Sc: 60.45 
GCCTAGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCATGC 
CCCTATCCAGGCA 
>Bos_taurus_chr22.trna4256-LysTTT (9212779-9212707)  Lys (TTT) 73 bp  Sc: 61.63 
GCCCAGATGGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAAGGTCCAAGGTTCAAGT 
CCCTGTTTGAGCC 
>Bos_taurus_chr21.trna3621-LysTTT (58373963-58373891)  Lys (TTT) 73 bp  Sc: 62.10 
TCCTTCATAGTCCAGTGGTTAGGACTCGGCACTTTTACTGCAGGGAATCCAGGTTCAATC 
CCTGGTGGGGGAA 
>Bos_taurus_chr5.trna616-LysTTT (19220444-19220516)  Lys (TTT) 73 bp  Sc: 63.60 
GCCCAGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGACC 
>Bos_taurus_chr19.trna6185-LysTTT (17401197-17401126)  Lys (TTT) 72 bp  Sc: 65.38 
TCCCTGATGGTCCAGTGGTTAGGACTTGGCACTTTTACTGCCAGGGCCCAGGTTTGATCC 
CTGGTTGAGGAA 
>Bos_taurus_chr13.trna4284-LysTTT (77205939-77205867)  Lys (TTT) 73 bp  Sc: 67.22 
GTCTGGGTAGCTCAGCTGGTATAGCATCAGACTTTTAATCTGAAGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr10.trna4631-LysTTT (93996312-93996240)  Lys (TTT) 73 bp  Sc: 67.23 
GCCTGGGTAGCTCTGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCATGT 
CCCTGTCCAGGCG 
>Bos_taurus_chr16.trna6529-LysTTT (10310669-10310597)  Lys (TTT) 73 bp  Sc: 68.73 
ACCTAGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTTGGGCA 
>Bos_taurus_chr19.trna1299-LysTTT (26006204-26006276)  Lys (TTT) 73 bp  Sc: 70.21 
GGCTAAGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCAGGCA 
>Bos_taurus_chr5.trna6939-LysTTT (87665341-87665269)  Lys (TTT) 73 bp  Sc: 71.27 
GCCTGAATAGCTCAACTGGTAGAGCATCAGACTTTTAACCTGAGGATCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chr12.trna5771-LysTTT (35096767-35096695)  Lys (TTT) 73 bp  Sc: 75.98 
GCCTGGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chrX.trna8255-LysTTT (107099719-107099647)  Lys (TTT) 73 bp  Sc: 75.98 
GCCTGGGTAGCTCAGCTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr23.trna3536-LysTTT (30065927-30065855)  Lys (TTT) 73 bp  Sc: 76.04 
GCCTGGATAGCTCAGTTAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr23.trna1483-LysTTT (31314324-31314396)  Lys (TTT) 73 bp  Sc: 76.37 
CCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr7.trna1141-LysTTT (19902115-19902187)  Lys (TTT) 73 bp  Sc: 78.41 
GCCTGGATAGCTCAGTAGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCA 
>Bos_taurus_chr3.trna1396-LysTTT (32810216-32810288)  Lys (TTT) 73 bp  Sc: 78.43 
GCCTGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr1.trna4029-LysTTT (113753402-113753474)  Lys (TTT) 73 bp  Sc: 79.55 
GCCTGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGTGTCCAGGGTTCAAAT 
CCCTGTCCAGGCA 
>Bos_taurus_chr17.trna602-LysTTT (14766725-14766797)  Lys (TTT) 73 bp  Sc: 80.16 
GCCTGGATAGCTTAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Bos_taurus_chr23.trna1458-LysTTT (31034684-31034756)  Lys (TTT) 73 bp  Sc: 81.41 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCAGGCG 
>Bos_taurus_chr23.trna1430-LysTTT (30857473-30857545)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr23.trna3497-LysTTT (30860824-30860752)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr23.trna3550-LysTTT (29970361-29970289)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Bos_taurus_chr15.trna3181-LysTTT (84100842-84100914)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr15.trna3275-LysTTT (84102656-84102584)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr16.trna55-LysTTT (2058398-2058470)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr16.trna6767-LysTTT (2058804-2058732)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr19.trna1436-LysTTT (28372611-28372683)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna1394-LysTTT (30021493-30021565)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna1426-LysTTT (30819860-30819932)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr23.trna3556-LysTTT (29889216-29889144)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Bos_taurus_chr4.trna7435-MetCAT (47323712-47323641)  Met (CAT) 72 bp  Sc: 51.57 
GGCAGAGTAGTGCAACAGGAGCATGCTGGGCTCATAACCCAGAGGTCAATGGATCAAAAC 
CATCCTCTGCTA 



>Bos_taurus_chr11.trna856-MetCAT (18588785-18588857)  Met (CAT) 73 bp  Sc: 55.96 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCATAACGCAGGGGGCCCCGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna1803-MetCAT (28699729-28699801)  Met (CAT) 73 bp  Sc: 56.05 
GCTCTCTTAGTGCAGTAGGCAGCATGTCAGTCTCATAATCTGAAGGTCCTGAGTTTGAAC 
CTCAGACAGGGCA 
>Bos_taurus_chr13.trna2799-MetCAT (65353734-65353806)  Met (CAT) 73 bp  Sc: 57.37 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGCATTCATAATGCAGGGAGCCCCGGTTCGAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna6384-MetCAT (46788004-46787932)  Met (CAT) 73 bp  Sc: 57.87 
GCCCTCTTAGTGCAGTAGGCAGCACGTCAGTCTCATAATCTGAAGGTGCTGAGTTCGAAC 
CTCAGGAAGGGCA 
>Bos_taurus_chr7.trna1304-MetCAT (21920701-21920773)  Met (CAT) 73 bp  Sc: 58.69 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGCACTCATAATGCAGGGGTCCTGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4841-MetCAT (113151741-113151813)  Met (CAT) 73 bp  Sc: 63.43 
TCCTTGGTGGTTCAGTGGTTAAGACTCTGAACTCATAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1475-MetCAT (31177170-31177242)  Met (CAT) 73 bp  Sc: 65.90 
GCCCTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAGC 
CTCAGAGAGAGCA 
>Bos_taurus_chr18.trna3731-MetCAT (55102890-55102819)  Met (CAT) 72 bp  Sc: 66.85 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCAATGGATCGAAAC 
CATTCTCTGCTA 
>Bos_taurus_chr19.trna2669-MetCAT (50740036-50740107)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1429-MetCAT (30855589-30855660)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1445-MetCAT (30918896-30918967)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1446-MetCAT (30919758-30919829)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1448-MetCAT (30920738-30920809)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1488-MetCAT (31436343-31436414)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr12.trna6502-MetCAT (21729736-21729665)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1416-MetCAT (30709281-30709352)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1459-MetCAT (31038895-31038966)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna1491-MetCAT (31447286-31447357)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna3446-MetCAT (31455952-31455881)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna3494-MetCAT (30892253-30892182)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr23.trna3507-MetCAT (30784753-30784682)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr3.trna8848-MetCAT (16772436-16772365)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr7.trna8729-MetCAT (8534353-8534282)  Met (CAT) 72 bp  Sc: 68.98 



AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Bos_taurus_chr14.trna6400-MetCAT (20088257-20088185)  Met (CAT) 73 bp  Sc: 73.13 
GCCTCCTTAGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCCTGAGTTCAAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna1479-MetCAT (31188818-31188890)  Met (CAT) 73 bp  Sc: 73.48 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr23.trna1477-MetCAT (31184102-31184174)  Met (CAT) 73 bp  Sc: 74.70 
GCCCTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr1.trna8281-MetCAT (95177764-95177692)  Met (CAT) 73 bp  Sc: 75.87 
GCCTTCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGAAGGCA 
>Bos_taurus_chr23.trna1375-MetCAT (29886134-29886206)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna3508-MetCAT (30771366-30771294)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna3555-MetCAT (29891468-29891396)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Bos_taurus_chr23.trna1472-MetCAT (31173161-31173233)  Met (CAT) 73 bp  Sc: 76.72 
GCCCTCTTAGCGCAGCTGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAAC 
CTCAGAGAGGGCA 
>Bos_taurus_chr18.trna4705-MetCAT (39783753-39783681)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr23.trna3466-MetCAT (31192853-31192781)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Bos_taurus_chr14.trna816-MetCAT (18213940-18214012)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Bos_taurus_chr15.trna1997-PheAAA (54997155-54997226)  Phe (AAA) 72 bp  Sc: 26.52 
TTCCCTAGAGCTCAGTTGGTAAGAATCTGCCTAAAAAGCAGGAGTCCTGGGTTCAATCCT 
TAGGTTAGGAAG 
>Bos_taurus_chr27.trna3306-PheAAA (16720187-16720115)  Phe (AAA) 73 bp  Sc: 55.51 
TTCCTGGTGGCTCAGATGGTAAAGCATCTGCTTAAAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr5.trna8502-PheAAA (49738903-49738832)  Phe (AAA) 72 bp  Sc: 56.04 
TCCCTGGTAGCTCAGACGGTAAAGCGTCTGCCTAAAACGCGGGAGATCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr20.trna1902-PheAAA (48744376-48744448)  Phe (AAA) 73 bp  Sc: 57.09 
GCTGAAATAACTCAACTGGGAGAGTGTTAGACTAAAGATCTAAAGGCCCCTGGTTCAATT 
CCATGTTTCAGTG 
>Bos_taurus_chr1.trna1738-PheAAA (47945676-47945747)  Phe (AAA) 72 bp  Sc: 58.43 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTAAAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr17.trna958-PheAAA (21684343-21684414)  Phe (AAA) 72 bp  Sc: 58.97 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTAAAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna6985-PheGAA (42942715-42942644)  Phe (GAA) 72 bp  Sc: 45.24 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTGAAATGTGGAAGATCCAGGTTTGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr13.trna6446-PheGAA (32109999-32109927)  Phe (GAA) 73 bp  Sc: 50.38 
GCTGAAATAGCTAAGTTGGGAGAGTGTTAGAGTGAAGATCTGAAGGTCCCCAGTTTGATC 
CTGGGTTTTGGCA 
>Bos_taurus_chr8.trna7837-PheGAA (14657166-14657095)  Phe (GAA) 72 bp  Sc: 52.10 
TCCCTGGTGGCTCAGACAGTAAAGCGTCCACCTGAAATGCGGGAGACCCAGGTTCGATTC 
CTGGGTAGGGAA 
>Bos_taurus_chrX.trna4970-PheGAA (132036511-132036582)  Phe (GAA) 72 bp  Sc: 55.69 
GCTGAATAGCTCAGTTGGGAGAGCGTTAGATTGAAGATCTAAAGGTCCCTGGTTTGATCC 
CAGGTTCCAGAA 
>Bos_taurus_chr12.trna4007-PheGAA (83835478-83835407)  Phe (GAA) 72 bp  Sc: 56.86 
TCCCTAGTGGCTCAGATGGTAAAGTGTCTGCCTGAAATGCAGGAGACTCAGGTTCGATTC 



CTGGGTTGGGAA 
>Bos_taurus_chr6.trna8517-PheGAA (15526991-15526920)  Phe (GAA) 72 bp  Sc: 57.28 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTGAAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna3106-PheGAA (87776688-87776759)  Phe (GAA) 72 bp  Sc: 57.97 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGAAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chrX.trna4973-PheGAA (132038182-132038256)  Phe (GAA) 75 bp  Sc: 58.36 
TCCAGAATAGCTCAGTTGGCAGAGCGTTTAGACTGAAAAATCTAAAGGTCCCTGGTTCGA 
TCCCGGGTTCCGGCA 
>Bos_taurus_chr13.trna631-PheGAA (17128537-17128609)  Phe (GAA) 73 bp  Sc: 61.89 
GCTGAAATAGCTCTGTTGGGAGAGTGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAGTC 
CCAGGTTTCGGCA 
>Bos_taurus_chrX.trna4964-PheGAA (132028340-132028412)  Phe (GAA) 73 bp  Sc: 61.95 
GCTGGAAAAGCTCAGTTGGGAGAGCATTAGCCTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCTGGCA 
>Bos_taurus_chrX.trna4969-PheGAA (132031450-132031522)  Phe (GAA) 73 bp  Sc: 62.94 
TCCGGAATAGCTCAGTTAGCAGAGCGTTAGACTGAAAATCTAAAGGTTCCCGGTTCAATT 
CTGGGTTCCGGTG 
>Bos_taurus_chr15.trna3146-PheGAA (83314392-83314464)  Phe (GAA) 73 bp  Sc: 64.56 
GTTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAGTC 
CCAGGTTTCGGCA 
>Bos_taurus_chr1.trna3389-PheGAA (95195160-95195232)  Phe (GAA) 73 bp  Sc: 66.66 
GCTGAAATAGCTCAGTTGAGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCAGGTTTTGGCA 
>Bos_taurus_chr18.trna993-PheGAA (23943602-23943674)  Phe (GAA) 73 bp  Sc: 67.01 
GCTGAAATAGCTCAATTGGGAGAGCATTAGTCTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCAGGTTTTGGCA 
>Bos_taurus_chr23.trna2541-PheGAA (49828423-49828351)  Phe (GAA) 73 bp  Sc: 68.97 
GCCGGAATAGCTCAGCTGGGAGAGCGTTACACTGAAGATCTAAAGGTCCCTGGTTCAACC 
CCGGGTTTCGGCA 
>Bos_taurus_chr15.trna3274-PheGAA (84107250-84107178)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr15.trna3276-PheGAA (84101829-84101757)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna1391-PheGAA (30016598-30016670)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna3501-PheGAA (30822397-30822325)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna3544-PheGAA (30006582-30006510)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr29.trna1474-PheGAA (37782345-37782417)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Bos_taurus_chrX.trna4967-PheGAA (132029728-132029800)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chrX.trna4968-PheGAA (132030971-132031043)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chrX.trna4971-PheGAA (132037211-132037283)  Phe (GAA) 73 bp  Sc: 82.68 
GCCGGAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CCGGGTTCCGGCA 
>Bos_taurus_chr12.trna4700-PheGAA (69597625-69597553)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr17.trna2134-PheGAA (53130612-53130684)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna1374-PheGAA (29874968-29875040)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 



>Bos_taurus_chr23.trna1382-PheGAA (29959426-29959498)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr23.trna1387-PheGAA (29988373-29988445)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr7.trna6952-PheGAA (45426851-45426779)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Bos_taurus_chr3.trna6047-ProAGG (92245535-92245464)  Pro (AGG) 72 bp  Sc: 56.30 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGAGAGAGGTCCTGGCTTCAAATC 
CCAGACGAGCCC 
>Bos_taurus_chr10.trna1139-ProAGG (26514782-26514853)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr10.trna1140-ProAGG (26517522-26517593)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr15.trna2052-ProAGG (56432205-56432276)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr23.trna3459-ProAGG (31311799-31311728)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna102-ProAGG (2620736-2620807)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna105-ProAGG (2623053-2623124)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna110-ProAGG (2627827-2627898)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna112-ProAGG (2630821-2630892)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna5072-ProAGG (2600977-2600906)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna91-ProAGG (2596989-2597060)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna99-ProAGG (2617869-2617940)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr4.trna3159-ProAGG (93567899-93567970)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr19.trna5450-ProCGG (28461146-28461075)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr23.trna3471-ProCGG (31138886-31138815)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna96-ProCGG (2610091-2610162)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr3.trna9417-ProCGG (1051430-1051359)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr13.trna3112-ProTGG (70165361-70165433)  Pro (TGG) 73 bp  Sc: 47.25 
TCCCTGGTAGTCCAGTGGTTAAGACTTTGCACTTGGGATACAGTGGGTGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna7332-ProTGG (26446110-26446039)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna101-ProTGG (2619614-2619685)  Pro (TGG) 72 bp  Sc: 76.15 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna104-ProTGG (2622197-2622268)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna107-ProTGG (2625090-2625161)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna109-ProTGG (2626485-2626556)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna90-ProTGG (2594064-2594135)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr25.trna98-ProTGG (2617013-2617084)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr10.trna7329-ProTGG (26499264-26499193)  Pro (TGG) 72 bp  Sc: 79.61 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Bos_taurus_chr18.trna3854-SeC(e)TCA (53511057-53510972)  SeC(e) (TCA) 86 bp  Sc: 75.99 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Bos_taurus_chr4.trna399-SeCTCA (12007612-12007683)  SeC (TCA) 72 bp  Sc: 50.54 
TCCCTGGTGGTCCAGTGGTTAAGACGCCACGCTTCACTACGAGGAGCACAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr1.trna10195-SeCTCA (36577840-36577769)  SeC (TCA) 72 bp  Sc: 50.55 
TCCCTGGTGGCTCAGATGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGATTCGATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr15.trna4590-SeCTCA (52479287-52479216)  SeC (TCA) 72 bp  Sc: 50.56 
TCCCTGGTGGCTCAGAGGGTAAAGCGTCTGCCTTCAATGCAGGAGACCTGGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr28.trna317-SeCTCA (7887781-7887853)  SeC (TCA) 73 bp  Sc: 50.87 
TCCCTGGTGGTCCAGTGGTTAAGATTCTGTGCTTCAACGGCAGGAGGCACAGGTTCGATT 
CCTGGTCAGGGAG 
>Bos_taurus_chr2.trna2667-SeCTCA (80513004-80513075)  SeC (TCA) 72 bp  Sc: 51.28 
TCCTTGGTGGTCCAGTGGTTAAGACTTGTGCTTTCAATGCAGAAGGCACAGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna2184-SeCTCA (50011596-50011667)  SeC (TCA) 72 bp  Sc: 51.36 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGAGCTTTCAGTGTCGCGGCCCAGGTTCAATCC 
CTGGCTAGGGAA 
>Bos_taurus_chr2.trna5231-SeCTCA (136013143-136013215)  SeC (TCA) 73 bp  Sc: 51.39 
TCCCTGGTGGTCCAGTGGTTAGGACGCCACGCTTTCAGTGCTAAGGGCCCAGGTTCAATC 
CCTGGCCTGGGAA 
>Bos_taurus_chrX.trna6215-SeCTCA (147625785-147625713)  SeC (TCA) 73 bp  Sc: 51.48 
TCCCTGGTGGTCCAGTGGTTAGGACTTTGGCTTTCAACGCAGGGGGTAACAGGTTCAATC 
CCTGCTCAGGGAC 
>Bos_taurus_chr18.trna5756-SeCTCA (14987248-14987177)  SeC (TCA) 72 bp  Sc: 51.71 
TCCCTTATAGCTCAGTTGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGGTTCGATTC 
CTGGGTGGGGAT 
>Bos_taurus_chr14.trna7070-SeCTCA (7233179-7233108)  SeC (TCA) 72 bp  Sc: 51.87 
TCCCTGATAGCTCAGTTGGTAAAGAATCTGCCTTCAGTGCAGGAGACCCTGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr8.trna6771-SeCTCA (49391756-49391684)  SeC (TCA) 73 bp  Sc: 52.07 
TTCCTGGTGGTCCAGTGGTTAAGACTCCATGCTTTCAATGCATGGGGTGCAGGTTCAATT 
CCTGGTCAGGAAA 
>Bos_taurus_chr4.trna4220-SeCTCA (115674713-115674785)  SeC (TCA) 73 bp  Sc: 52.20 
TCCCTGGTGGTCCAGTGGTGAGGACTTTGAGCTTTCAATGCCAACGGTCTAGGTTCAATC 
CCTCGTCAGGGAA 
>Bos_taurus_chr2.trna7926-SeCTCA (81352488-81352416)  SeC (TCA) 73 bp  Sc: 52.34 
TCCCTGGTGGCGCAGATGGTAAAGCATCTGCCTTCAATGCGGAAGACCCAGGTTCGATTC 
CTGGGTCAGGGAA 
>Bos_taurus_chr10.trna8223-SeCTCA (5191024-5190953)  SeC (TCA) 72 bp  Sc: 52.53 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTTCAATGCAGGAGACCTGGGTTCGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr12.trna4291-SeCTCA (79556351-79556279)  SeC (TCA) 73 bp  Sc: 52.62 
TCCCTGATATCTGAGCTGGTAAAGAATCTGCCTTCAATGCAGGAGACCCTGGTTCAATTC 



CTGGGTCAGGAAG 
>Bos_taurus_chr22.trna3608-SeCTCA (24385776-24385705)  SeC (TCA) 72 bp  Sc: 52.65 
TCCCTGGTGGCTCAGAAGGTAAAGTGTCTGCCTTCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr18.trna2457-SeCTCA (53849341-53849413)  SeC (TCA) 73 bp  Sc: 52.81 
TCCCTGGAGGTCCAGTGGTTAAGTCTCTGCACTTCAAATGCAGGGGTTGCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4632-SeCTCA (104768365-104768435)  SeC (TCA) 71 bp  Sc: 52.98 
TCCCTGATGGTCCAGTGGCTAAGACTCTGCTCTCAAAGCAGGGGGCCCGGGTTCGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr4.trna7817-SeCTCA (34370187-34370115)  SeC (TCA) 73 bp  Sc: 53.86 
TTCCTGATAGCTCAGTTGGTAAAGAATCTGCTTTCAATGCAGGAGACCCCGGTTCGATTC 
CTGGGTCAGGAAG 
>Bos_taurus_chr24.trna1586-SeCTCA (37245010-37245081)  SeC (TCA) 72 bp  Sc: 54.38 
TCCCTGGTGGCTCAGAGGTTAAAGTATCTGCCCTCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna893-SeCTCA (25816932-25817003)  SeC (TCA) 72 bp  Sc: 55.25 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTTCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr13.trna920-SeCTCA (23758012-23758084)  SeC (TCA) 73 bp  Sc: 55.59 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTTCAATGCGGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr2.trna10105-SeCTCA (15770174-15770103)  SeC (TCA) 72 bp  Sc: 56.22 
TCCCTGGTAGCTCAGCGGTTAAAGCATCTGCCTTCAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr18.trna5344-SeCTCA (24094936-24094864)  SeC (TCA) 73 bp  Sc: 58.04 
TCCCTGGTGTTCCAGTGGTTAGTACTCTGCACTTCAGCTGCAGGGGGCGCAGGTTCAATC 
CCTGCTCAGGGAA 
>Bos_taurus_chr4.trna1624-SeCTCA (49227139-49227210)  SeC (TCA) 72 bp  Sc: 59.71 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTTCAATGCAGGTGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna6232-SeCTCA (54450592-54450521)  SeC (TCA) 72 bp  Sc: 60.12 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTTCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr21.trna3727-SeCTCA (56042993-56042924)  SeC (TCA) 70 bp  Sc: 60.45 
TCCCTGGTGGTCCAGTGGTTAAGACACTGCTCTCAATGCAGGGGTCCAGGTTCAATCCCT 
GGCCAGGGAA 
>Bos_taurus_chr6.trna2111-SeCTCA (68630191-68630263)  SeC (TCA) 73 bp  Sc: 61.39 
TCCCTGGTGGTCCAGTGGTTAGGACTCCGTGCTTTCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr8.trna2204-SerACT (66763095-66763166)  Ser (ACT) 72 bp  Sc: 52.02 
TCCCTGGTGGCTCAGATGGTAAAGTGTCTGCCTACTATGTGGGAGACCCAGGTTCAATTC 
CTGGGTAGGGAA 
>Bos_taurus_chr12.trna6709-SerACT (18185880-18185808)  Ser (ACT) 73 bp  Sc: 53.16 
TTCCTGATGGTCCAGGGGCTACGACTCTGCACTACTAATGCAGGGGGCCCCGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna3956-SerACT (91441983-91442054)  Ser (ACT) 72 bp  Sc: 56.20 
TCCCTCATGGCTCAGATGGTAAAGTGTCTGCCTACTATGCAGGAGACCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr27.trna3577-SerACT (10462136-10462065)  Ser (ACT) 72 bp  Sc: 56.23 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTACTATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr10.trna1299-SerAGA (31454070-31454141)  Ser (AGA) 72 bp  Sc: 62.08 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTAGAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr18.trna1459-SerAGA (35509929-35510010)  Ser (AGA) 82 bp  Sc: 81.17 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGGCTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3484-SerAGA (30944807-30944726)  Ser (AGA) 82 bp  Sc: 86.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Bos_taurus_chr14.trna3119-SerAGA (71396254-71396335)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr19.trna5448-SerAGA (28464998-28464917)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 



>Bos_taurus_chr23.trna1433-SerAGA (30879011-30879092)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3449-SerAGA (31438853-31438772)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3483-SerAGA (30953256-30953175)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3485-SerAGA (30941318-30941237)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3492-SerAGA (30900066-30899985)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna3493-SerAGA (30895566-30895485)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr19.trna4220-SerAGA (49814873-49814792)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr23.trna1435-SerAGA (30889991-30890072)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr3.trna8045-SerCGA (34337777-34337705)  Ser (CGA) 73 bp  Sc: 42.28 
TCTCTGGTGGTCGAGTGTCTAAGACTCTGTGCTCGAAATGCAGGGGGCCTGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna5145-SerCGA (922105-922033)  Ser (CGA) 73 bp  Sc: 45.79 
TCCCTGGTGGTCCAGTGGCTAGGACTCCGCGTCCCGAGTGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna1327-SerCGA (28678316-28678397)  Ser (CGA) 82 bp  Sc: 64.25 
CCTGTGATGGTCGAGTGGTTAAGGCATTGGACTCGAAATCCAATGGGGTTTGCCCGGGCA 
GGTTCAAATCCTACTCACAGTA 
>Bos_taurus_chr5.trna8206-SerCGA (57464720-57464639)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Bos_taurus_chr23.trna1424-SerCGA (30817791-30817872)  Ser (CGA) 82 bp  Sc: 89.19 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCGCA 
GGTTCAAGTCCTGCTCACAGCG 
>Bos_taurus_chr23.trna3476-SerCGA (31087558-31087477)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Bos_taurus_chr19.trna5457-SerCGA (28389108-28389027)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Bos_taurus_chr2.trna3086-SerGCT (92563915-92563989)  Ser (GCT) 75 bp  Sc: 34.19 
TCTCTGGTAGTCCAGTGGCTAAGAAGCCATGCTGCTAATATAGGAGGTACCCAGGTTCAA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr20.trna3693-SerGCT (55347026-55346944)  Ser (GCT) 83 bp  Sc: 46.52 
AATGAGGTGGCTGAGTGGTTAAGGTGATGGACTGCTAATCCATTGTGCTCCTGCACGTGT 
GGGCTTGAATCCCATCCTCGTCG 
>Bos_taurus_chr6.trna2916-SerGCT (91549272-91549344)  Ser (GCT) 73 bp  Sc: 50.46 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTGCTAATACAGGAGGTCTGGGTTCAATA 
CCCAGTTGGGAAA 
>Bos_taurus_chr1.trna6687-SerGCT (139177329-139177258)  Ser (GCT) 72 bp  Sc: 55.24 
TCCCTGGTGACTCAGTGGTAAAGAACCTGCCTGCTGATGCAGGAGACCCAGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr10.trna2681-SerGCT (68137247-68137328)  Ser (GCT) 82 bp  Sc: 81.72 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACACGTG 
GGTTCAAATCCCATCCTCGTCG 
>Bos_taurus_chr13.trna4173-SerGCT (78762138-78762057)  Ser (GCT) 82 bp  Sc: 81.74 
GACGAGGTGGCTGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr10.trna6991-SerGCT (36292404-36292323)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr19.trna1442-SerGCT (28442024-28442105)  Ser (GCT) 82 bp  Sc: 85.34 



GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1447-SerGCT (30920353-30920434)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1449-SerGCT (30921333-30921414)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1451-SerGCT (30922543-30922624)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna1495-SerGCT (31451241-31451322)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3488-SerGCT (30925739-30925658)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3489-SerGCT (30925110-30925029)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3525-SerGCT (30229840-30229759)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr29.trna1776-SerGCT (45045825-45045906)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Bos_taurus_chr23.trna3472-SerGCT (31131685-31131604)  Ser (GCT) 82 bp  Sc: 86.80 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Bos_taurus_chr23.trna3470-SerGCT (31147500-31147419)  Ser (GCT) 82 bp  Sc: 87.28 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Bos_taurus_chr23.trna1399-SerGCT (30052391-30052472)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Bos_taurus_chr25.trna3848-SerGGA (22385071-22385001)  Ser (GGA) 71 bp  Sc: 41.85 
TCCCTGCTGGCTCAGAGATTAAAGCATCTGCCTGGAATGCAGGAGACCAGGTTTGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr6.trna1320-SerGGA (44929445-44929516)  Ser (GGA) 72 bp  Sc: 51.41 
TCCCTGGTGGCTCAGATGTTAAAGCATCTGCCTGGAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr26.trna3361-SerGGA (19914179-19914108)  Ser (GGA) 72 bp  Sc: 52.01 
TCCCTGTTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCGAGTTCGATCC 
TTGGGTTGGGAA 
>Bos_taurus_chr1.trna4540-SerGGA (126960870-126960941)  Ser (GGA) 72 bp  Sc: 54.38 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCGGGAGACCCAGGTTCGATCT 
CTGGGTAGGGAA 
>Bos_taurus_chr8.trna7765-SerGGA (16923275-16923203)  Ser (GGA) 73 bp  Sc: 54.43 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCTGGGTTCAATCC 
CCAGGTCAGGAAG 
>Bos_taurus_chr4.trna1180-SerGGA (34210122-34210194)  Ser (GGA) 73 bp  Sc: 55.12 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCGGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chrX.trna5198-SerGGA (136548130-136548201)  Ser (GGA) 72 bp  Sc: 55.18 
TCCCTGGTAGCTCAGAAGTTAAAGCGTCTGCCTGGAAAGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr4.trna7051-SerGGA (58989025-58988954)  Ser (GGA) 72 bp  Sc: 55.68 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGTCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr14.trna3402-SerGGA (79120532-79120603)  Ser (GGA) 72 bp  Sc: 56.05 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGTAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr11.trna8141-SerGGA (26300504-26300432)  Ser (GGA) 73 bp  Sc: 56.24 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna2144-SerGGA (60477781-60477852)  Ser (GGA) 72 bp  Sc: 56.84 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTTGATTC 



CTGGGTTGGGAA 
>Bos_taurus_chr17.trna3366-SerGGA (71675253-71675324)  Ser (GGA) 72 bp  Sc: 57.11 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCCGGAGTCCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna460-SerGGA (13671620-13671691)  Ser (GGA) 72 bp  Sc: 57.44 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGACACCCAGGTTCGATCC 
CTGGCTCAGGAA 
>Bos_taurus_chr11.trna2983-SerGGA (70777896-70777968)  Ser (GGA) 73 bp  Sc: 57.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr14.trna2740-SerGGA (63577271-63577343)  Ser (GGA) 73 bp  Sc: 57.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna1170-SerGGA (34936051-34936123)  Ser (GGA) 73 bp  Sc: 57.98 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna3705-SerGGA (105213672-105213744)  Ser (GGA) 73 bp  Sc: 57.99 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCAGAGAA 
>Bos_taurus_chr24.trna4460-SerGGA (27624529-27624459)  Ser (GGA) 71 bp  Sc: 58.17 
ACCTGGTGGCTCAGAGGTTAAAGCGCCTGCCTGGAATGCAGGAGACCCAGGTTCGATCCC 
TGGGTCGGGAA 
>Bos_taurus_chr6.trna476-SerGGA (17196004-17196075)  Ser (GGA) 72 bp  Sc: 59.16 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTGGAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna3036-SerGGA (84923268-84923339)  Ser (GGA) 72 bp  Sc: 59.56 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCTTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna605-SerGGA (13535423-13535494)  Ser (GGA) 72 bp  Sc: 59.66 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr20.trna3345-SerGGA (62605956-62605885)  Ser (GGA) 72 bp  Sc: 59.66 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr9.trna6206-SerGGA (52318505-52318434)  Ser (GGA) 72 bp  Sc: 60.26 
TCCCTGGTGGCTTAGAGGTTAAAGCATCTGCCTGGAATGCAGGAAACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr21.trna3633-SerGGA (58044630-58044559)  Ser (GGA) 72 bp  Sc: 60.65 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna529-SerGGA (16061210-16061281)  Ser (GGA) 72 bp  Sc: 61.37 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr11.trna7324-SerGGA (47138348-47138277)  Ser (GGA) 72 bp  Sc: 62.37 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna5490-SerGGA (97864037-97863966)  Ser (GGA) 72 bp  Sc: 62.37 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr19.trna18-SerGGA (1197609-1197680)  Ser (GGA) 72 bp  Sc: 62.69 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chrX.trna8700-SerGGA (94400070-94399999)  Ser (GGA) 72 bp  Sc: 65.28 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr2.trna3614-SerGGA (105433777-105433848)  Ser (GGA) 72 bp  Sc: 65.37 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTGGAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTTGGGAA 
>Bos_taurus_chrX.trna11415-SerGGA (14858069-14857988)  Ser (GGA) 82 bp  Sc: 84.60 
GTAGTCGTGGCCGAGCGGTTAAGGCGGTGGACTGGAAATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chrX.trna642-SerGGA (14775796-14775877)  Ser (GGA) 82 bp  Sc: 84.60 
GTAGTCGTGGCCGAGCGGTTAAGGCGGTGGACTGGAAATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr21.trna745-SerTGA (19647985-19648057)  Ser (TGA) 73 bp  Sc: 34.70 
TCCCTGGTGGTCCAGTAGCTGAGACTCCGTGCTCTGAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTGGGGAA 



>Bos_taurus_chr25.trna92-SerTGA (2602334-2602404)  Ser (TGA) 71 bp  Sc: 43.02 
AAGAAAATGGCAGAGTGGTGATGCAACTGACTTGAAATCAGAGTATGGGGGTTCGATTCC 
CTCTTTTCTCG 
>Bos_taurus_chr4.trna2794-SerTGA (84998500-84998571)  Ser (TGA) 72 bp  Sc: 51.24 
TCCTGGGTGGCTCAGATGGTAAAGCATCTGCCTTGAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr23.trna3495-SerTGA (30886937-30886856)  Ser (TGA) 82 bp  Sc: 84.76 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGGCTCCCCGCGCA 
GGTTCGAATCCTGTCGACTACG 
>Bos_taurus_chr23.trna1492-SerTGA (31447802-31447883)  Ser (TGA) 82 bp  Sc: 87.07 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGGCTACG 
>Bos_taurus_chr23.trna1452-SerTGA (30936700-30936781)  Ser (TGA) 82 bp  Sc: 88.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Bos_taurus_chr28.trna950-SerTGA (24365064-24365145)  Ser (TGA) 82 bp  Sc: 90.86 
GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Bos_taurus_chr11.trna6509-SupCTA (66678952-66678879)  Sup (CTA) 74 bp  Sc: 29.11 
TCCCTGACTGTCCAGTGGTTAAGACTCTGTGCTTCTAATGCAGGAGGGCTTGGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr9.trna7383-SupCTA (19499080-19499009)  Sup (CTA) 72 bp  Sc: 42.09 
TTCCTGGTGGTCCAGTGGCTAAGATTCCTATTCCTAACGCAGGGGGCCTAGGTTTGATCC 
CTGGCCAGGGAA 
>Bos_taurus_chr9.trna5135-SupCTA (81458347-81458275)  Sup (CTA) 73 bp  Sc: 43.01 
TCCCTGGTGGTCCAGTGGTTAAGACCTTTTGCTCCTAATGCAGGTGGTCCAGGTTTGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr1.trna11358-SupCTA (3138539-3138467)  Sup (CTA) 73 bp  Sc: 43.35 
TCTCTGGTTGTCCAGTGGTTAAGACCCCGTGCTCCTAATGCAGGAGACCTGGGTTCAATC 
CCCAGTTGGGGAA 
>Bos_taurus_chr11.trna290-SupCTA (4528651-4528723)  Sup (CTA) 73 bp  Sc: 44.77 
TCCCTGACGGTCCAGTGGCAAGGATTCAGCACTCTAACTGCCGAGGGCCCGGGTTCAACC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna8245-SupCTA (29260300-29260228)  Sup (CTA) 73 bp  Sc: 49.83 
TCCCTGGTGGTCCAGTGGTTAAGACTTTTTGCTCCTAATGCAAGTGGCCCAGCTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna6393-SupCTA (61202229-61202159)  Sup (CTA) 71 bp  Sc: 54.30 
TCCCTGGTGGTCCAGTGGCTAGGACTCCTGCTCCTAATGCAGGGGCCTGGGTTCAATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr22.trna1786-SupCTA (49443364-49443436)  Sup (CTA) 73 bp  Sc: 56.85 
TCCCTGGTGGTCCAGTGGCTAGGGCTCTGAACTCTAAATGCAGAGGGCCCAGGTTTGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr15.trna538-SupCTA (19654008-19654080)  Sup (CTA) 73 bp  Sc: 57.05 
TCCCTAGTGGTCTAGTGGTTAAGATTCCATGCTTCTAATGCAGGGGGCACAGGTTCAATT 
CCTGGCTGGGGAA 
>Bos_taurus_chr2.trna5775-SupCTA (129011531-129011459)  Sup (CTA) 73 bp  Sc: 57.94 
TCCCTGGTGGTCCAGTGGTTAAGACTGTGTGCTTCTAATGCACGAGGCACAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5753-SupCTA (74183298-74183228)  Sup (CTA) 71 bp  Sc: 59.38 
TCCCTGGTGGCTCAGTGGTAAAGAATCTGCCTCTAATGCAGGAGACTCAGGTTCAATCCC 
TGCCTAGGGAA 
>Bos_taurus_chr10.trna7815-SupCTA (14131866-14131794)  Sup (CTA) 73 bp  Sc: 60.78 
TCCCTGCTGGTCCGATGGTTAGGACTCTGCACTCTAAATGCAGAGTGCCCAGGTTCAATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr6.trna8392-SupCTA (18684151-18684080)  Sup (CTA) 72 bp  Sc: 61.73 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna8424-SupTTA (104269005-104268933)  Sup (TTA) 73 bp  Sc: 45.65 
TCCCTGGTGGTCCAGTGATTAGGACTCTGTGCTTTAACTGCTGAGGGTGCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna6090-SupTTA (58702292-58702221)  Sup (TTA) 72 bp  Sc: 46.41 
TCCCTGGTGGGCCAGTGGTTAGGACTTGATTCTTTAACTGTCAGGGCCTGGGTTCAGTCC 
CTGGCCAGGGAA 
>Bos_taurus_chr27.trna2811-SupTTA (26265849-26265778)  Sup (TTA) 72 bp  Sc: 49.47 
TCCCTGGTAGTCCAGTGATTAGGACTCATCACTTTAACTGCTGTGGCCCGGATTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr8.trna2095-SupTTA (63608010-63608081)  Sup (TTA) 72 bp  Sc: 57.29 



TCCCTGGTGGTCCAGTGGTTAGGACTCGTCACTTTAACTATGGTGGCCCAGGTTCAATTC 
CTGGTGAGGGAA 
>Bos_taurus_chr2.trna4112-ThrAGT (117495580-117495653)  Thr (AGT) 74 bp  Sc: 46.56 
GGTGCTGTGGCTTAGCTAGTTAAAGCACCTGTCTAGTAAACAGGAGATCCTGGGTTTGAA 
TCTCAGCGATGCCT 
>Bos_taurus_chrX.trna6357-ThrAGT (146249002-146248929)  Thr (AGT) 74 bp  Sc: 60.32 
CTCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGTGCCT 
>Bos_taurus_chr3.trna5811-ThrAGT (98544066-98543993)  Thr (AGT) 74 bp  Sc: 76.30 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
CCCCAGTGGGGCCT 
>Bos_taurus_chr23.trna1464-ThrAGT (31061374-31061447)  Thr (AGT) 74 bp  Sc: 80.19 
GGCTCCGTGGCTTAGTTGGTGAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr23.trna3479-ThrAGT (31061691-31061618)  Thr (AGT) 74 bp  Sc: 80.19 
GGCTCCGTGGCTTAGTTGGTGAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr23.trna3474-ThrAGT (31100781-31100708)  Thr (AGT) 74 bp  Sc: 80.30 
GGCCCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr19.trna5456-ThrAGT (28389614-28389541)  Thr (AGT) 74 bp  Sc: 81.60 
GGCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr23.trna1422-ThrAGT (30811606-30811679)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr23.trna1484-ThrAGT (31335304-31335377)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr18.trna1775-ThrAGT (43765458-43765531)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr19.trna1443-ThrAGT (28442327-28442400)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr19.trna5449-ThrAGT (28464632-28464559)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Bos_taurus_chr23.trna3505-ThrAGT (30788311-30788238)  Thr (AGT) 74 bp  Sc: 85.27 
GGCCTCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGAGGCCT 
>Bos_taurus_chr23.trna3547-ThrAGT (29989220-29989147)  Thr (AGT) 74 bp  Sc: 85.50 
GGCTCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr13.trna5204-ThrCGT (62278186-62278114)  Thr (CGT) 73 bp  Sc: 44.92 
TCCCTGGTTGTCCAGTGGCTTAGACTCTGTGCTCGTAATGCAGGGTGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna3499-ThrCGT (30842103-30842031)  Thr (CGT) 73 bp  Sc: 77.58 
GGCTCCGTAGCTCAGGGGTTAGAGCACTGGTCTCGTAAACCAGGGGTCGTGAGTTCGAAT 
CTCACTGGAGCCT 
>Bos_taurus_chr19.trna6080-ThrCGT (18834422-18834351)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Bos_taurus_chr23.trna1397-ThrCGT (30039697-30039770)  Thr (CGT) 74 bp  Sc: 80.30 
GGCTCTGTGGCTTAGTTGGCTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Bos_taurus_chr25.trna846-ThrCGT (13311912-13311983)  Thr (CGT) 72 bp  Sc: 80.42 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Bos_taurus_chr1.trna3386-ThrCGT (95174819-95174892)  Thr (CGT) 74 bp  Sc: 81.51 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGTAGGGCCT 
>Bos_taurus_chr8.trna8162-ThrCGT (7921435-7921355)  Thr (CGT) 81 bp  Sc: 28.96 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCGTAATACATGGAGCACGGGGGTATAG 
GTTTGATCCCTAGTTGGAGAA 
>Bos_taurus_chrX.trna11017-ThrGGT (23428701-23428629)  Thr (GGT) 73 bp  Sc: 39.56 
TTCCTGGTGGTCCAGTGGCTAAGACTTTGCAGTGGTGATGCAGGCGGCCCAGGTTCGATC 



CCTGATCAGGGAG 
>Bos_taurus_chr18.trna4398-ThrTGT (46574791-46574720)  Thr (TGT) 72 bp  Sc: 55.17 
TCCCTGATGGTCCAGGGTTAGGACTTGGTACTTGTATTGCCAAGGGTCTAGGTTCAATCC 
CTGGTTGGGGAA 
>Bos_taurus_chr20.trna4210-ThrTGT (40244213-40244142)  Thr (TGT) 72 bp  Sc: 55.69 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGTCGTGAGTTCATATC 
TCGCTGGGCCCT 
>Bos_taurus_chr4.trna8859-ThrTGT (5215888-5215816)  Thr (TGT) 73 bp  Sc: 69.24 
GTCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCGATC 
CCCGCTGGGGCCT 
>Bos_taurus_chr10.trna7330-ThrTGT (26448980-26448908)  Thr (TGT) 73 bp  Sc: 78.79 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr10.trna1136-ThrTGT (26500812-26500884)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr10.trna1138-ThrTGT (26514372-26514444)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr7.trna7085-ThrTGT (41715120-41715048)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Bos_taurus_chr16.trna862-ThrTGT (26708032-26708104)  Thr (TGT) 73 bp  Sc: 83.03 
GGCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Bos_taurus_chr1.trna3382-ThrTGT (95112547-95112620)  Thr (TGT) 74 bp  Sc: 84.08 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTAGGGCCT 
>Bos_taurus_chr1.trna3388-ThrTGT (95186769-95186842)  Thr (TGT) 74 bp  Sc: 85.34 
GGCTCCATGGCTTAGTTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGGGCCT 
>Bos_taurus_chr11.trna116-TrpCCA (1742587-1742659)  Trp (CCA) 73 bp  Sc: 22.27 
TCCCTGGTTGTCCAGGGGCTAAGACTCTGAGCCCCCAGTGCAGGCGGCTCGGGTTCTATC 
CCTGATCAGGGAA 
>Bos_taurus_chr7.trna8949-TrpCCA (4163762-4163691)  Trp (CCA) 72 bp  Sc: 24.35 
CCCCTGGCGGTCCACTGGTTAAGATCCATGCTTCCACTGCAGGGAGTGCAGGTTTGATCC 
CTGCTTGGGGGA 
>Bos_taurus_chr11.trna1931-TrpCCA (45914171-45914240)  Trp (CCA) 70 bp  Sc: 26.66 
CCCTGGCAGTTCAATGGTTAAGACTTTACCTTCCAATGCTAGCAATTCAGGTTCAATCCC 
TGGTCAGGGG 
>Bos_taurus_chr15.trna3259-TrpCCA (84329179-84329107)  Trp (CCA) 73 bp  Sc: 26.72 
TCCCTGGAGGTCCAGCGGCTACGACTCCCTGCTCCCAGTGCGGGGGGCCTGGGTTCAACC 
CCTGGTCAGGGAA 
>Bos_taurus_chr26.trna3500-TrpCCA (16724740-16724668)  Trp (CCA) 73 bp  Sc: 26.74 
TCCCTGGTGGTTCAGTGGCTAAAACTTTATGTTCCCAATGCAGGAGACCCAGCGTCGATC 
CCTGGTCAGGGAT 
>Bos_taurus_chr19.trna1920-TrpCCA (37685872-37685944)  Trp (CCA) 73 bp  Sc: 27.11 
TCCCTGGTGGTCTAGTGCCTAAGATTCTCTGGTCCCAATGCAGGAGGCCCAGGTTTGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr23.trna420-TrpCCA (10600983-10601055)  Trp (CCA) 73 bp  Sc: 28.50 
TCCCTGATGGTCCAGGGGTTGAGATTCCGTGCTCCCAGTGCAGGGGGCCTGGGTTCCATT 
CCTGGTCAGGGAC 
>Bos_taurus_chr6.trna1902-TrpCCA (62088949-62089021)  Trp (CCA) 73 bp  Sc: 28.55 
TCCCTGGTGGTCCAGTGACTAAGATTCCGTGCTCCCAATGCAGGGGACCCAGGTTCAGTC 
CCTGGTCAAGGAA 
>Bos_taurus_chr3.trna5258-TrpCCA (111374143-111374071)  Trp (CCA) 73 bp  Sc: 28.89 
TCCCTGGTGGTCCAGTGACTAAGATTCCTCACTTCCAGTGCGGGTGGCCCAGGGTCAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna7694-TrpCCA (10805309-10805237)  Trp (CCA) 73 bp  Sc: 30.36 
GGCTGTGTGGCCTAATGGATAAGGTGCCTGATTCCAGGTCAGATGATTGAAGGTTTTAGT 
CCCTTCACGGTCC 
>Bos_taurus_chr23.trna3649-TrpCCA (27508975-27508903)  Trp (CCA) 73 bp  Sc: 31.06 
TCCCTGATGGTCCAGTGGCTGAGATTCTGTGCTCCCAGTGCAGACGGCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna4382-TrpCCA (35875990-35875918)  Trp (CCA) 73 bp  Sc: 31.98 
TCCCTGGTGGCCCAGGGGCTCAGATTCTGTGTTCCAAATGCAGGGGGCTCAGGTTCGATC 
CTTGGTCAGGGAA 



>Bos_taurus_chr10.trna1336-TrpCCA (32890672-32890743)  Trp (CCA) 72 bp  Sc: 32.20 
TCCCTGATGGTCCAGTGGTTGAGACCCATGCTTCCACTGCAGGTGGCATGGGTTCACTTC 
CTGTTTGGGGAA 
>Bos_taurus_chr23.trna3402-TrpCCA (32453380-32453308)  Trp (CCA) 73 bp  Sc: 32.63 
TCCCTGGTGGTTCAGTAGCTAAGACTCCGTGCTCCCAGTGCAGGAAGCCCAGGTTCTATC 
CCTGGCCCGGGAA 
>Bos_taurus_chr3.trna3342-TrpCCA (89087925-89087996)  Trp (CCA) 72 bp  Sc: 33.13 
TCTCTGGTGGCTCAGAGGGTAAAGCATCTACCTCCAATGTGGGAGACTTGGGTTTGATCC 
CCAGGCAGGGAA 
>Bos_taurus_chr28.trna10-TrpCCA (341105-341177)  Trp (CCA) 73 bp  Sc: 33.27 
TCCCTGGTGGTCCAGAGACTAAGACCTGTGCTCCCAATGCAGGGGGCTCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2135-TrpCCA (33959450-33959520)  Trp (CCA) 71 bp  Sc: 33.30 
TCCCTGGTGGCTCAGTGGCTGAGACTCTGCATCCAGTGTAGGGGGCCTGGGTTCAATCCC 
TAGTCAGGGAA 
>Bos_taurus_chr7.trna7514-TrpCCA (28209676-28209604)  Trp (CCA) 73 bp  Sc: 33.41 
TTCCTGGTGGTCCAGTTGTTAAGACTTTGTGCTTCCAATGCAGAAGGCCTAGGTTTGATC 
CCAGGTCAGGAAC 
>Bos_taurus_chr13.trna1199-TrpCCA (28869373-28869446)  Trp (CCA) 74 bp  Sc: 33.84 
TCCCTGGTGGTCCAGTAGCTAAGACTTGGGTGCTTCCAATGTAGGAGGCCCAGGTTCAAT 
CCCTGGTCGGGGAA 
>Bos_taurus_chr18.trna4211-TrpCCA (48885693-48885621)  Trp (CCA) 73 bp  Sc: 34.08 
TCCCTGGTGGTCCAGCGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCTCGGGTTCGATC 
GCTGATCAGGGAG 
>Bos_taurus_chr2.trna8564-TrpCCA (62579870-62579799)  Trp (CCA) 72 bp  Sc: 34.60 
TCCCTGGTGGTCCAGCAGTTAAGACTTTGCCTTCCAGTGGAGAGGGTGCAGGTTTGATCC 
CTGACTGGGGAG 
>Bos_taurus_chr29.trna1295-TrpCCA (33107023-33107095)  Trp (CCA) 73 bp  Sc: 34.79 
TTCCTGGTGGTCCAGTGGCTAAGACCCCGTGTTCCCAGTGCAGGGGGCCCAGGTACGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr8.trna2371-TrpCCA (70295781-70295853)  Trp (CCA) 73 bp  Sc: 35.46 
TCTCTGGTGGTCCATTGGTTAAGATTCTATGCTCCCAGTGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9115-TrpCCA (83571050-83570978)  Trp (CCA) 73 bp  Sc: 35.56 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGAGATTCAGTTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna3738-TrpCCA (106071950-106072022)  Trp (CCA) 73 bp  Sc: 35.62 
TTCCTAATGGTCCAGTGGCTAAGACCCTGTGCTCCCAGTGCACAGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr14.trna6487-TrpCCA (18380029-18379959)  Trp (CCA) 71 bp  Sc: 35.68 
TCCCTGGTGGTCCAGTGTTAAGATTTCACTGTCCAATGCTGGGGACTCAGGTTCAATCCC 
TGATCAGGGAA 
>Bos_taurus_chr18.trna5777-TrpCCA (14360180-14360109)  Trp (CCA) 72 bp  Sc: 35.80 
TACCTGGTGGTCCAGTGGCTAAGACTGCTATTTCCAACACAGTGGGGCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr12.trna5791-TrpCCA (34711150-34711078)  Trp (CCA) 73 bp  Sc: 35.90 
TCCCTGGTGGTCCAGCGGTGAAGACTCTGTGCTTCCAATGCAGGAGGCCTGGGTTTGATC 
CATAGTCAGGGAA 
>Bos_taurus_chr3.trna5315-TrpCCA (110061676-110061601)  Trp (CCA) 76 bp  Sc: 35.92 
TCCCTGGTGGTCCAGTGGCCAATAAGACTCCGTGCTTCCAGTGCAGGGGGCCTGGGTTCG 
ATCCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna876-TrpCCA (21734887-21734959)  Trp (CCA) 73 bp  Sc: 36.00 
CTTCTGGTGGTCCAGTGGTTAGGACCCTGTGCTTCCAATGCAAGGGACTCAGGTTTGATC 
CCTGATCAGGGAA 
>Bos_taurus_chr13.trna1787-TrpCCA (40281924-40281997)  Trp (CCA) 74 bp  Sc: 36.13 
TCCCTGGTGGTCCAGTGGCCAAGACCCCGTGCTCCCAGTGCAGGTGGCCCCAGGTTTGAT 
CCCAGGTCAGGGAA 
>Bos_taurus_chr22.trna2022-TrpCCA (54648586-54648660)  Trp (CCA) 75 bp  Sc: 36.88 
TCCCTGGTGGCCCAGTGGCTGCGGGGCTCTGTGCTCCAAACGCAGGGTGCCTGGGTTTGA 
TCCCTGGTCAGGGAA 
>Bos_taurus_chr3.trna483-TrpCCA (14348320-14348392)  Trp (CCA) 73 bp  Sc: 37.38 
TCTCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAGGAGGCCTGGGTTTGATC 
CCTAGTCAGAGAA 
>Bos_taurus_chr14.trna1051-TrpCCA (24049515-24049587)  Trp (CCA) 73 bp  Sc: 37.56 
TCCCTGGCGGTCCAGTGGCTACGACTCTGTGCTCCCAATGCAAGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna3718-TrpCCA (55166205-55166134)  Trp (CCA) 72 bp  Sc: 37.57 



TCCCTGGTGGTCTGGTGCTAAGACTCTGTGCTTCCAGTGCAGGGGGCCCGGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr22.trna1276-TrpCCA (33609674-33609746)  Trp (CCA) 73 bp  Sc: 37.76 
TCCCTTGTGGTCCAGTGGTTAAGACTCCGTGCTTCCACTGCAGGCAGCATGGGTTCAGTC 
CCCAGCAGGGGAA 
>Bos_taurus_chrX.trna1046-TrpCCA (22780252-22780324)  Trp (CCA) 73 bp  Sc: 37.81 
TCCCTGGTTGTCCAGTGGCTAAGACTTTATGGTCCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna8373-TrpCCA (19005480-19005407)  Trp (CCA) 74 bp  Sc: 38.18 
TTCCTGATGGTCCAGGTGGCCAAGACTCTGTGTTCCAAATGCAGGGAGCCCAGGATCAAT 
CCCTGATCAGGGAA 
>Bos_taurus_chr2.trna8253-TrpCCA (71752261-71752181)  Trp (CCA) 81 bp  Sc: 38.53 
TCCCTGATGGTCCAGTGGAAGTGATGGAAACACTCTGTGCTTCCAATGCTCAGAGCCCAG 
GTTCGATCCCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4271-TrpCCA (98536106-98536178)  Trp (CCA) 73 bp  Sc: 38.54 
TCCCTGGTGGTCCAGCGGCTAAGACTCTGAGCCCCCAGTGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna719-TrpCCA (19346522-19346594)  Trp (CCA) 73 bp  Sc: 38.65 
TCCCTGGTGGTCCAGCAGCTAAGACTCTGTGCTCCCAGTGCCGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5375-TrpCCA (17843887-17843816)  Trp (CCA) 72 bp  Sc: 38.89 
TCCCTGGTGGTTCAGTGACTAAGACATATGCTTCCAAAGCAGGGGACCCAGTTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7886-TrpCCA (20761469-20761399)  Trp (CCA) 71 bp  Sc: 39.24 
TCCCTGGTGGTCCAGTGGCTATGACTCCAGCTTCCAGTGCAGGGGTGTGGGTTCAATCCC 
TAATCAGGGAA 
>Bos_taurus_chr11.trna2474-TrpCCA (56005398-56005470)  Trp (CCA) 73 bp  Sc: 39.42 
TTCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAAGGGGCCAAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna6225-TrpCCA (16789326-16789255)  Trp (CCA) 72 bp  Sc: 39.84 
TCCCTGGTGGTCCAGTGGCTAAGACCCCGTGCTCCCAATGCAGGGGACCGGGGTTCGATC 
CCTGTCAGGGAA 
>Bos_taurus_chr19.trna4384-TrpCCA (46955391-46955319)  Trp (CCA) 73 bp  Sc: 40.07 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGACACAGGTTCAATC 
CTTGTTTGGGGAG 
>Bos_taurus_chr7.trna2977-TrpCCA (67000343-67000415)  Trp (CCA) 73 bp  Sc: 40.44 
TCCCTGATGGTCCAGTGGCTGGGACTCCGTGCTCCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGACAGGGAA 
>Bos_taurus_chr7.trna8238-TrpCCA (16575081-16575009)  Trp (CCA) 73 bp  Sc: 40.73 
TCCCTGGTGGTCCAGTGGCCACGACTCCGTGCCCCCAGTGCAGGGTGCCCGGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr22.trna3542-TrpCCA (26142905-26142834)  Trp (CCA) 72 bp  Sc: 41.14 
TCCCTGGTGGTCCAGTGGTTGAGATCTGTGCTCCCAATGCAGGGGGCCCAGGTTCAATGC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna1921-TrpCCA (37696655-37696728)  Trp (CCA) 74 bp  Sc: 41.20 
TCCCTGGTGGTCCAGTGGTTAAGATTCTCTGCTTCCAATGCAGGGGGCAACAGGTTTGAT 
CCCTGGTCAGGGAA 
>Bos_taurus_chr21.trna5518-TrpCCA (15730971-15730901)  Trp (CCA) 71 bp  Sc: 41.54 
TCCCTGGTGGTCCAGTGGTTAAGAATCTGCCTTCCAATGCCAGGGACCAGGTTCAGTTCC 
TGGTCAGGGAG 
>Bos_taurus_chr21.trna819-TrpCCA (21075332-21075404)  Trp (CCA) 73 bp  Sc: 41.70 
TCCTTGGTGGGTCACTGGTTCAGACTCCATGCTTCCAATGCAGGGGGCCAAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna3194-TrpCCA (73790351-73790422)  Trp (CCA) 72 bp  Sc: 41.76 
TCCCTGATGGTCCAGTGGTTAAGATTTCGCCTTCCAATGCCGGGCAAGGAGGTTCGATCC 
CTCCTTGGGAAG 
>Bos_taurus_chrX.trna5633-TrpCCA (143932693-143932765)  Trp (CCA) 73 bp  Sc: 41.79 
TCCCTGGTGGTCCAGTGGTTAAGACTCCGTGCTCCCAATGCAGGAGACCCGGGTCCCATC 
CCTGGCCAGGGAA 
>Bos_taurus_chrX.trna4175-TrpCCA (114255289-114255361)  Trp (CCA) 73 bp  Sc: 41.84 
TCCCTGTTGGTCCAGTGGCTAAGACTCCATGCTTCCAGTGTAGGGGGCCCAGGTTCAATC 
TCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8536-TrpCCA (12999735-12999663)  Trp (CCA) 73 bp  Sc: 42.03 
TCCCTGGTGGTCCCATGGCTAAGATATTCCGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna5089-TrpCCA (33770940-33770868)  Trp (CCA) 73 bp  Sc: 42.09 
TCCCTGGTAGTCAAATGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCAAGTTTGATC 



CTTGGTCAGGGAA 
>Bos_taurus_chr27.trna2253-TrpCCA (36709735-36709663)  Trp (CCA) 73 bp  Sc: 42.09 
TCCCTGGTGGTCCAGTGGCTAAGATTCTGTGCTCCCAGTGCAAGGGGCCCAGGTTTGATC 
CCTGGGCAGGGAA 
>Bos_taurus_chr15.trna2899-TrpCCA (77187524-77187596)  Trp (CCA) 73 bp  Sc: 42.15 
TCCTTGGTGGTCTAGTGGTTACGACTCTGTGCTCCCAGTGCAAGGGGCACAGGTTCAAAT 
CCTGGTCGGGGAC 
>Bos_taurus_chr19.trna5512-TrpCCA (27342523-27342451)  Trp (CCA) 73 bp  Sc: 42.16 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna4527-TrpCCA (44243354-44243284)  Trp (CCA) 71 bp  Sc: 42.80 
TTCCTGGTGGTCTAGTGGTTAGGATTCCAGCTTCCAGTGCAGGGACACAGGTTTGATCCC 
TGGTCAGGGAA 
>Bos_taurus_chr19.trna4200-TrpCCA (50084973-50084900)  Trp (CCA) 74 bp  Sc: 42.98 
TCCCTAGTGGTCCAGTGGTTAAGACCCTGTGCTCCCAATGCAAGGGGCCCCAGGTTCAGT 
CCCTGGTTGGGGAA 
>Bos_taurus_chr13.trna4526-TrpCCA (73478282-73478203)  Trp (CCA) 80 bp  Sc: 43.09 
TCCCTGAAGGTTCAGTGGTTACGACTTCATGCTTCCAGTGTAGAGGGTGCAGGTTCCAGG 
TTCGATCCCTGGTCAGGGAA 
>Bos_taurus_chr17.trna478-TrpCCA (12786598-12786670)  Trp (CCA) 73 bp  Sc: 43.33 
TCCCTGGTGGTCCGGTGGCGAAGACTCTCTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna5417-TrpCCA (107868533-107868461)  Trp (CCA) 73 bp  Sc: 43.48 
TCCTTGGTGGTCCAGTGGCTAGGACTCTGTGCTTCCAGTGCAGGGGACCTAGGTTCAATT 
CCTGGTCAGAGAA 
>Bos_taurus_chr11.trna283-TrpCCA (4340346-4340417)  Trp (CCA) 72 bp  Sc: 43.54 
TCCCTGGTGGTCCAGTGGTTGGGATTTGGTGACTCCAATTCTGGGGCCCAGGTTCAATCC 
CTGGTTAGGGAA 
>Bos_taurus_chr21.trna1162-TrpCCA (25521500-25521571)  Trp (CCA) 72 bp  Sc: 43.69 
TCCCTGGTGGTCCAGTGGTTAAGACTTCAGCTTCCACTGCAGGAGGTTCAGGCTCGATCC 
CTGTTCAGGGAG 
>Bos_taurus_chr16.trna1890-TrpCCA (47582941-47583012)  Trp (CCA) 72 bp  Sc: 43.75 
TCCCTGGTGATCCAGTGGTTAGGATTTTTACTTCCAATGCAGGGGGCCCGGGTTCAGTCC 
CTGGTCAGGGAA 
>Bos_taurus_chr7.trna7970-TrpCCA (20002332-20002261)  Trp (CCA) 72 bp  Sc: 43.87 
TCCCTGGTGGTCCAGTGGTTAAGACTCCTACTTCCAATGTAGGAGACGTGGGTTCAACCT 
CTGTTCAGGGAA 
>Bos_taurus_chr14.trna5432-TrpCCA (39596986-39596914)  Trp (CCA) 73 bp  Sc: 43.97 
TCCCTGGTGGTCCAGTGGCTAAGACTCTACACTCCAAGTGTTGGGGGCCTGGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr4.trna6763-TrpCCA (66779745-66779673)  Trp (CCA) 73 bp  Sc: 44.20 
TGCCTGGTGGTCCAGTGGCTAAGACTCTGAGCTCCAAATGCAGGGGGCTCAGGTTCGATC 
CCTGGTCAGGAAC 
>Bos_taurus_chr19.trna5441-TrpCCA (28583418-28583346)  Trp (CCA) 73 bp  Sc: 44.51 
TCCCTGATGGTCCAGTGGTTAAGACTCTGTGCTTCCAGTACAAGGGGTACAGGTTCGATC 
CCTGGTCAGGGGA 
>Bos_taurus_chr10.trna7849-TrpCCA (13650323-13650252)  Trp (CCA) 72 bp  Sc: 44.62 
TCCCTGATGGTTCAGGGGCTAGGACTCCTGTTCCCAATTCAGGGGGCCCGGGATGGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr19.trna488-TrpCCA (13762915-13762987)  Trp (CCA) 73 bp  Sc: 44.63 
TCCCTGGTGGTTCAGTGGCTGAGACCTCGTGCTCCCAATGCAGGGGGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna4824-TrpCCA (112792944-112793016)  Trp (CCA) 73 bp  Sc: 45.00 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCAAAAGCAGGGGGCCTGGGTTCAATC 
CCTGGGCAGGGAA 
>Bos_taurus_chrX.trna3498-TrpCCA (100791764-100791836)  Trp (CCA) 73 bp  Sc: 45.09 
TCTCTGGTGGTCCAGTGGTTAAGACTTTATGCTTCCAGTGCAAATGGTGCAGGTTCAATC 
CCTGGTTAGGGAG 
>Bos_taurus_chr12.trna3503-TrpCCA (86150295-86150367)  Trp (CCA) 73 bp  Sc: 45.11 
TCCTTGGTGGTCCAGTGGCTAAGACTCCGCGCGCCACACGCAGGGGTCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr16.trna1878-TrpCCA (47487287-47487359)  Trp (CCA) 73 bp  Sc: 45.22 
TTCCTGGTGGTCCAGTGGCTAAGACCCCGTGCTCCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna2915-TrpCCA (42705551-42705479)  Trp (CCA) 73 bp  Sc: 45.55 
TCCCTGGTGGTCTGGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 



>Bos_taurus_chr22.trna203-TrpCCA (5845700-5845772)  Trp (CCA) 73 bp  Sc: 45.99 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAGGAGGTGCAGGTCCAATC 
CCTGGCCGGGGAA 
>Bos_taurus_chr24.trna4137-TrpCCA (33701018-33700946)  Trp (CCA) 73 bp  Sc: 46.08 
TCCCTGGTGGTTCAGTGGTTAAGACTCCGTGCTTCCAATGCAGGGGACATGGGTTCAACC 
CCCAGTCAGGGAA 
>Bos_taurus_chr14.trna6786-TrpCCA (12003942-12003870)  Trp (CCA) 73 bp  Sc: 46.20 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAAGGGGCCCAGGTTTAATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna902-TrpCCA (22793076-22793148)  Trp (CCA) 73 bp  Sc: 46.59 
TCCCTGGTGGACCAGTGGCTAAGACTCAGCACTCCAAATGCAGGGGGCCCAGGTTCACTC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna4640-TrpCCA (8159021-8158949)  Trp (CCA) 73 bp  Sc: 46.68 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGACCTAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr8.trna5418-TrpCCA (81213695-81213624)  Trp (CCA) 72 bp  Sc: 46.82 
TCCCTGATGGTTCAGTGGTTAAGACTTCCCCTTCCAATGGAGGGGATACAGGTTCAATCC 
CTGGTCGGGGAG 
>Bos_taurus_chr22.trna3697-TrpCCA (21959029-21958957)  Trp (CCA) 73 bp  Sc: 47.85 
TCCCTGGCAGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAAGGGGCTCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr7.trna6236-TrpCCA (64832657-64832586)  Trp (CCA) 72 bp  Sc: 48.19 
TTCCTGGTGGTCCAGTGGCTAAGACTCTTGTTCCCAATGCAGGGGGCCCAGGTTCAACCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna3964-TrpCCA (97535178-97535250)  Trp (CCA) 73 bp  Sc: 48.55 
TCCCTGGTGGTCCAGTGGCCAAGACTCCGTGCTCCCAATGCAGGAGGCCCAGGTTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8794-TrpCCA (7489177-7489105)  Trp (CCA) 73 bp  Sc: 48.56 
TCCCTGATGGTCCAGTGTCTAAGATTCTGTGCTCCCAATGCAAGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna200-TrpCCA (4789534-4789606)  Trp (CCA) 73 bp  Sc: 48.60 
TCCCTGGTGGTCCAGTGGTTAAGATGCTGTGCTCCAAATGCAGGAGGCCCAGGTTCCATC 
CCTGGTCAGGGCA 
>Bos_taurus_chr13.trna4565-TrpCCA (72818469-72818397)  Trp (CCA) 73 bp  Sc: 48.70 
TCCCTGGTGGCCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGAGGCCCAGGTTCAAGC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna6284-TrpCCA (63836187-63836115)  Trp (CCA) 73 bp  Sc: 48.70 
TCCCTAGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2004-TrpCCA (39905800-39905872)  Trp (CCA) 73 bp  Sc: 48.80 
TCCCTGGTAGTCCAGTGGCTAAGACACTCTGCTGCCAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr5.trna8335-TrpCCA (54345441-54345369)  Trp (CCA) 73 bp  Sc: 48.93 
TCCCTGGTGGTTCAGTGGCTAATACTCCATGCTTCCAGTGCAGGGGGCCCAGGTTTGATT 
CCTGGCCAGGGAG 
>Bos_taurus_chr2.trna7661-TrpCCA (89857245-89857173)  Trp (CCA) 73 bp  Sc: 48.97 
TCCCTGATGGGTCAGTGGCTAAGACTCCATGCTCCCAATGCAGGAGACCCAGGATCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna4012-TrpCCA (35640779-35640707)  Trp (CCA) 73 bp  Sc: 49.14 
TCCCTGGTGGTCCAGTGGCTACCACACTGTACTCCAAATGCAGGGGACCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9654-TrpCCA (63794623-63794551)  Trp (CCA) 73 bp  Sc: 49.34 
TCTCTGGTGGTCCAGTGGCTAAGAATCCTGGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9655-TrpCCA (63793686-63793614)  Trp (CCA) 73 bp  Sc: 49.34 
TCTCTGGTGGTCCAGTGGCTAAGAATCCTGGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna785-TrpCCA (19269119-19269191)  Trp (CCA) 73 bp  Sc: 49.44 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGTGCTTCCAATGCAAGGGGCGCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr12.trna4629-TrpCCA (71907488-71907416)  Trp (CCA) 73 bp  Sc: 49.51 
TCCCTGCTGGTCCAGTGGTTAAGACTCTGTGCTTCCAGTGTAGGGGGCCCAGGTTCAAAC 
CCTGGTCAGGGAA 
>Bos_taurus_chr10.trna3533-TrpCCA (88171513-88171585)  Trp (CCA) 73 bp  Sc: 49.55 
TCCCCGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCAAGCAGCCCAGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr27.trna3483-TrpCCA (12963359-12963288)  Trp (CCA) 72 bp  Sc: 49.63 



TCCTTGGTTGTCCAGTGGCTAAGACTCCTGCTCCCAATGCAGGGGGCCTGGGTTCGATCC 
CTGGCTGGGGAA 
>Bos_taurus_chr23.trna726-TrpCCA (16207451-16207523)  Trp (CCA) 73 bp  Sc: 49.89 
TCTCTGGTGGTCCAGTGGCTGGGACTCTGTGCTCCAAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna4304-TrpCCA (98952659-98952731)  Trp (CCA) 73 bp  Sc: 50.24 
TCCCTGGTGGTCCATTGGTTAAGACTCTGTGCTCCAAATGCAGGGGACCTGGATTCGATT 
CCCAGTCAGGGAA 
>Bos_taurus_chr11.trna712-TrpCCA (13701036-13701108)  Trp (CCA) 73 bp  Sc: 50.28 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTTCCAATGCAGGAAGCCCAGGTTCAATC 
CCTGGACAGGGAA 
>Bos_taurus_chr10.trna889-TrpCCA (19968125-19968197)  Trp (CCA) 73 bp  Sc: 50.49 
TCCCTGGTGGTCCAGTGGTTAGGACTCTGTGCTTCCAATGCAAGGGGTTCAAGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr29.trna1851-TrpCCA (46163840-46163912)  Trp (CCA) 73 bp  Sc: 50.72 
TCCCTGATAGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCAGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr19.trna2174-TrpCCA (43028086-43028158)  Trp (CCA) 73 bp  Sc: 50.77 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCAATGCAAGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr11.trna2308-TrpCCA (51232433-51232504)  Trp (CCA) 72 bp  Sc: 50.77 
TCCCTGGTGGTCCAGTGGTTAAGACTTCAGCTTCCAATGCAGAGGGTACAGGTTTGATTC 
CTGGTTGGGGAA 
>Bos_taurus_chr3.trna5090-TrpCCA (114843906-114843834)  Trp (CCA) 73 bp  Sc: 50.98 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGACCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna1609-TrpCCA (36308943-36309015)  Trp (CCA) 73 bp  Sc: 51.15 
TCCCTGGTGGTCCAGTGGCTAGGATTTTGTGCTTCCAGTGCAGGAAGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna7047-TrpCCA (42330162-42330091)  Trp (CCA) 72 bp  Sc: 51.21 
TCCCTGCTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGTGGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr1.trna4862-TrpCCA (133367625-133367697)  Trp (CCA) 73 bp  Sc: 51.35 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCCCCCAATGCAGGAGACCCAGGTTCAATA 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna3063-TrpCCA (57819898-57819970)  Trp (CCA) 73 bp  Sc: 51.49 
TCCCTGGTGGTCCAGTAGCTAGGACTCCGTGCTCCCAGTGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr15.trna2821-TrpCCA (75482934-75483005)  Trp (CCA) 72 bp  Sc: 51.62 
TCCCGGGTAGCTCAGACGGTGAAGCATCTGCCTCCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGATCGGGAA 
>Bos_taurus_chr17.trna3736-TrpCCA (69051542-69051470)  Trp (CCA) 73 bp  Sc: 51.71 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCCCAGTGCACGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr25.trna2596-TrpCCA (42510783-42510712)  Trp (CCA) 72 bp  Sc: 52.75 
TCCCTGGTAGGCCAGTGGTTAGGACTCTGGCTTCCACTGCCAGGGGCCTGGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr18.trna1413-TrpCCA (34505849-34505921)  Trp (CCA) 73 bp  Sc: 52.87 
TCCCTGGTGGTCCAGTGGCTAAGACTCCGTGCTCCCAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr27.trna2249-TrpCCA (36738316-36738243)  Trp (CCA) 74 bp  Sc: 53.25 
TCCCTGGTGGTCCAGTGGTTTAAGACCCTGTGCTCCAAATGCAGGGGGCCTGGGTTCAAT 
CCCTGGCCAGGGAA 
>Bos_taurus_chr22.trna1682-TrpCCA (46224492-46224563)  Trp (CCA) 72 bp  Sc: 53.51 
TCCCTGGTGGTCCAGTGGCTAAGACTCTTGCTCCCAATGCAGGGGACCCAGGTTTGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr16.trna4272-TrpCCA (62751796-62751725)  Trp (CCA) 72 bp  Sc: 53.64 
TCCCTGGTGGTCTAGTGGCTACGACTTGTGCTTCCAGTGCAGGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna7273-TrpCCA (47646895-47646824)  Trp (CCA) 72 bp  Sc: 53.76 
TCCTTGGTGGTCCAGTGGTTAAGACTCCGGCTTCCACTGCAGGGGGCTCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna7163-TrpCCA (56178949-56178878)  Trp (CCA) 72 bp  Sc: 54.85 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACTCGGGTTCGATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr14.trna6811-TrpCCA (11697719-11697647)  Trp (CCA) 73 bp  Sc: 54.95 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCCAAATGCAGAGGGCTCAGGTTCGAGC 



CTCGGTCAGGGAA 
>Bos_taurus_chr18.trna3824-TrpCCA (53960841-53960769)  Trp (CCA) 73 bp  Sc: 55.10 
TCCCTGATGGCTCAGAGGTTAAAGCGTCTACTTCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna3936-TrpCCA (111569440-111569512)  Trp (CCA) 73 bp  Sc: 55.18 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGAAGACCCGGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr25.trna2927-TrpCCA (35263885-35263814)  Trp (CCA) 72 bp  Sc: 55.21 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCCTCCACTGCAGGGGGCCCCAGGTTCGATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr6.trna8891-TrpCCA (3437865-3437794)  Trp (CCA) 72 bp  Sc: 55.21 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCCCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna1149-TrpCCA (25196912-25196983)  Trp (CCA) 72 bp  Sc: 55.28 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTTGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna9657-TrpCCA (63791543-63791471)  Trp (CCA) 73 bp  Sc: 55.44 
TCCCTGGTGGTCCAGTGGCTAAGATTCTTGGCTTCCAATGCAGGAGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna6907-TrpCCA (137393857-137393786)  Trp (CCA) 72 bp  Sc: 55.58 
TCCCTGATAGCTGAGTTGGTAAAGCATCTGCCTCCAATGCAGGAGACCCTGGTTCCATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna5518-TrpCCA (37950394-37950322)  Trp (CCA) 73 bp  Sc: 55.77 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCTGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr11.trna5045-TrpCCA (99008751-99008679)  Trp (CCA) 73 bp  Sc: 55.95 
TCCCTGATGGTCCAGTGGCTAAGACTCCATGCTCCCAATGCAGGGGACCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr24.trna612-TrpCCA (18156948-18157019)  Trp (CCA) 72 bp  Sc: 56.07 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAAGGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr13.trna1574-TrpCCA (35645855-35645927)  Trp (CCA) 73 bp  Sc: 56.09 
TCCCTGATGGTCCAAGGGCTAAGACTCTGCACTCCAAATGCAGGGGGTCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr23.trna701-TrpCCA (15877036-15877108)  Trp (CCA) 73 bp  Sc: 56.18 
TCCCTGGTGGTCCAGTGGCTAAGACTTCCTGCTCCCAGTGCAGGGGGCCCAGGTTCGATT 
CCTGGTCAGGGAA 
>Bos_taurus_chr6.trna8183-TrpCCA (24455815-24455743)  Trp (CCA) 73 bp  Sc: 56.33 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chrX.trna5031-TrpCCA (133094537-133094608)  Trp (CCA) 72 bp  Sc: 56.69 
TCCTTGGTGGTCCAGTGGTAGGATACCATGCTCCCAATGCATGGGGCCTGGGTTCAATCC 
CCAGTCAGGGAA 
>Bos_taurus_chrX.trna9653-TrpCCA (63797497-63797425)  Trp (CCA) 73 bp  Sc: 57.18 
TCCCTGGTGGTCCAGTGGCTAAGATTCTTGGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr28.trna2409-TrpCCA (23558138-23558066)  Trp (CCA) 73 bp  Sc: 57.31 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGAAGACCCAGGTTCAATCC 
CTGAGTCAGGAAG 
>Bos_taurus_chr3.trna2921-TrpCCA (78183100-78183171)  Trp (CCA) 72 bp  Sc: 57.45 
TCTCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr14.trna2343-TrpCCA (52498294-52498365)  Trp (CCA) 72 bp  Sc: 57.58 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAGCGCAGGAGACCCAGGTTCGATCC 
CTGGGTGGGAAA 
>Bos_taurus_chr12.trna764-TrpCCA (18840540-18840611)  Trp (CCA) 72 bp  Sc: 57.64 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCGAGGTTCAATTC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna5119-TrpCCA (55467612-55467540)  Trp (CCA) 73 bp  Sc: 57.80 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr1.trna7915-TrpCCA (106602544-106602473)  Trp (CCA) 72 bp  Sc: 57.99 
GACCTTGTGGTGTAATGGTAGCATGTCTGACTCCAAGTCAGAAGGTTGTGTGTTCAAGTC 
ACATTGGGGTCA 
>Bos_taurus_chr19.trna2040-TrpCCA (40463456-40463527)  Trp (CCA) 72 bp  Sc: 58.13 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGGGACCCGGGTTCGATCC 
CTGGGTAGGGAA 



>Bos_taurus_chr13.trna5485-TrpCCA (55686675-55686603)  Trp (CCA) 73 bp  Sc: 58.25 
TCCCTGGTGGTCCAGTGGCTAAGACTCCTCACTCCAAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTTAGGGAA 
>Bos_taurus_chr17.trna1773-TrpCCA (47197855-47197927)  Trp (CCA) 73 bp  Sc: 58.31 
TCCCTGGTGGTCCAGTGGCTAAGATTCCACACTCCAAATGCGGAGGGTCCAGGTTCAATT 
CCTGGTTGGGGAA 
>Bos_taurus_chrX.trna9656-TrpCCA (63792780-63792708)  Trp (CCA) 73 bp  Sc: 58.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTTGGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9658-TrpCCA (63783093-63783021)  Trp (CCA) 73 bp  Sc: 58.64 
TCCCTGGTGGTCCAGTGGCTAAGACTCTTGGCTTCCAATGCAGGAGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chrX.trna9452-TrpCCA (70077754-70077683)  Trp (CCA) 72 bp  Sc: 58.74 
TCCCTGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr24.trna4409-TrpCCA (28890654-28890582)  Trp (CCA) 73 bp  Sc: 58.83 
TCCCTGGTGGTTCAGTGGCTAAGACTCTGCACTCCAAATGCAGGGGGCCCAAGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna933-TrpCCA (23143357-23143428)  Trp (CCA) 72 bp  Sc: 59.06 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAGTGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr26.trna973-TrpCCA (27846148-27846219)  Trp (CCA) 72 bp  Sc: 59.20 
TCCCTGGTGGCTCAGAGGTTACAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr21.trna5125-TrpCCA (22419161-22419090)  Trp (CCA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr12.trna6055-TrpCCA (30383428-30383357)  Trp (CCA) 72 bp  Sc: 59.48 
TCCCTCATGGTCCAGTGGCTAAGACTCTGGCTTCCAATGCAAGGGGCCCAGGTTCAATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr5.trna6870-TrpCCA (89119419-89119348)  Trp (CCA) 72 bp  Sc: 59.59 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCGGGTTTGATCC 
CCGGGTGGGGAA 
>Bos_taurus_chr15.trna341-TrpCCA (13476593-13476664)  Trp (CCA) 72 bp  Sc: 60.37 
TCCCTGGTGGCTCAGAGGTTAAAGTGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna9844-TrpCCA (59802240-59802168)  Trp (CCA) 73 bp  Sc: 60.53 
TTCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAAG 
>Bos_taurus_chr27.trna3697-TrpCCA (6921224-6921153)  Trp (CCA) 72 bp  Sc: 60.78 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna3615-TrpCCA (76294788-76294717)  Trp (CCA) 72 bp  Sc: 60.80 
TCCCTGGTGGCTTAGAGGTTAAAGCATCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr18.trna1135-TrpCCA (27031227-27031298)  Trp (CCA) 72 bp  Sc: 61.52 
TCCCTAGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr8.trna2617-TrpCCA (74415955-74416026)  Trp (CCA) 72 bp  Sc: 61.86 
TCCTTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr25.trna4073-TrpCCA (18054828-18054757)  Trp (CCA) 72 bp  Sc: 62.20 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGATTGGGAA 
>Bos_taurus_chr3.trna8683-TrpCCA (20655845-20655774)  Trp (CCA) 72 bp  Sc: 63.52 
TCCCTGGTGGCTCAGTGGGTAAAGCGTCCGCCTCCAATGCGGGAGGCCCAGGTTCGATCC 
CTGGGTCGGGAA 
>Bos_taurus_chr15.trna5115-TrpCCA (37449795-37449724)  Trp (CCA) 72 bp  Sc: 63.76 
TCCCTGGTGGCTCAGAGGTTAAAGCGTCTGCCTCCAGTGCAGAAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna5574-TrpCCA (36081154-36081083)  Trp (CCA) 72 bp  Sc: 64.48 
TCCCAGGTGGCTCAGAGGTTAAAGCATCTGCCTCCAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr3.trna3396-TrpCCA (90311133-90311205)  Trp (CCA) 73 bp  Sc: 65.70 
TCCTTGGTGGTCCAGTGGTTAAGACTCTGCACCCCAAATGCAGAGAGCCCAGGTTCGATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr3.trna2286-TrpCCA (59153660-59153731)  Trp (CCA) 72 bp  Sc: 65.82 



TCCCTGTTGGCTCAGAGGTTAAAGCATCCGCCTCCAATGTGGGAGACCCAGGTTCGATCC 
CTGGATAGGGAA 
>Bos_taurus_chr20.trna4137-TrpCCA (41484587-41484516)  Trp (CCA) 72 bp  Sc: 69.48 
GGCCTCGTGGCGCAGTGGTAGAGCGTCTGACTCCAGATCAGAAGGTTGTGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna1441-TrpCCA (28441518-28441589)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr23.trna1487-TrpCCA (31435200-31435271)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr23.trna1489-TrpCCA (31443963-31444034)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr25.trna2807-TrpCCA (37482873-37482802)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna5043-TrpCCA (34632421-34632350)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna5452-TrpCCA (28459289-28459218)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Bos_taurus_chr19.trna1770-TrpCCA (33715428-33715499)  Trp (CCA) 72 bp  Sc: 75.98 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGAGGTCA 
>Bos_taurus_chr11.trna12-TrpCCA (193680-193772)  Trp (CCA) 93 bp  Sc: 29.77 
TTCCCAATGGTCTACTGTTTAAGACTCTGCTTTCCAGTGTTTAAGACTCTGCTTCCACTG 
CAGGGGATGCAGGTTCGATTCCTGGTTGGGGAA 
>Bos_taurus_chr9.trna1703-TyrATA (50750607-50750678)  Tyr (ATA) 72 bp  Sc: 44.35 
TCCTTGCTGGCTCAGACAGTAAAGCATCTGCCTATAGTGCAGGAGCTCCAGGTTCAATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr21.trna4838-TyrATA (26804111-26804040)  Tyr (ATA) 72 bp  Sc: 49.91 
TCCCTGGTGGCTCAGACGGTAAAGCATCTGCCTATAATGCAGGAGAGCCGGGTTCAATCC 
CTGGGTAGGGAA 
>Bos_taurus_chr15.trna129-TyrATA (5497411-5497483)  Tyr (ATA) 73 bp  Sc: 55.06 
TCCCTGGTGGCTCAGATGGTAAAGCATCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr12.trna1195-TyrATA (26274567-26274638)  Tyr (ATA) 72 bp  Sc: 55.78 
TCCCTGGTGGCTCAGATGGTAGGGCATCTGCCTATAATGCAGGAGACCCATGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr14.trna2873-TyrATA (65795678-65795749)  Tyr (ATA) 72 bp  Sc: 56.74 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGTCTATAATACAGGAGACCTAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr12.trna3625-TyrATA (88254205-88254276)  Tyr (ATA) 72 bp  Sc: 57.40 
TCCCTAGTAGCTCAGATGGTAAAGCATCTGTCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGTTCGGGAA 
>Bos_taurus_chr23.trna1094-TyrATA (23235127-23235198)  Tyr (ATA) 72 bp  Sc: 59.60 
TCCCTGGTGGCTCAGAAGGTAAAGCATCTGCCTATAATGCAGGAGGCCTGGGTTCGATCC 
CCAGGTGGGGAA 
>Bos_taurus_chr11.trna1707-TyrATA (39592030-39592102)  Tyr (ATA) 73 bp  Sc: 59.73 
TTCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTATAATGCAGAAGACCCCGGTTCGATCC 
CTGGGTCAGGAAG 
>Bos_taurus_chr9.trna2287-TyrATA (67860085-67860156)  Tyr (ATA) 72 bp  Sc: 59.95 
TCCTTGGTGGCTCAGATGGTAAAGCGTCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr4.trna7-TyrATA (388372-388443)  Tyr (ATA) 72 bp  Sc: 60.02 
TCCCTAGTGGCTCAGATGGTAAAGTGTCTGCCTATAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr16.trna6227-TyrATA (20923094-20923023)  Tyr (ATA) 72 bp  Sc: 64.25 
TCCCTGGTGGCTTAGATGGTAAAGTGTCTGCCTATAATGCAGAAGACCCAGGTTCAATCC 
CTGGTTTGGGAA 
>Bos_taurus_chr26.trna2818-TyrGTA (35145315-35145242)  Tyr (GTA) 74 bp  Sc: 21.93 
TTCCTGGTGGCTCAGACAGTAAAGGATCTGCCTGTAATGTGAGAAAACTCAGGTTCGATC 
CCTGGGTTGGGAAG 
>Bos_taurus_chr5.trna6453-TyrGTA (97303309-97303238)  Tyr (GTA) 72 bp  Sc: 28.30 
TCCTTGTTGGCTCAGAAGGTAAAGACTCCACCTGTAATATGGAGGACCCAGGTTTGATCC 



CTGGGTGGGGAA 
>Bos_taurus_chr1.trna3397-TyrGTA (95526624-95526695)  Tyr (GTA) 72 bp  Sc: 35.24 
TCCTGGGTGGCTCAGACACTAAAGTGTCTGTCTGTAATGCGGGAGATCCAGGTTCGATCC 
CTGGGTCAGGAA 
>Bos_taurus_chr24.trna4160-TyrGTA (33520607-33520535)  Tyr (GTA) 73 bp  Sc: 39.46 
TCCCTGGTGGTCCAGTGGCTGAGACTCTCTGCTCGTAATGCAGGAAGCCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr14.trna5031-TyrGTA (48763213-48763142)  Tyr (GTA) 72 bp  Sc: 40.94 
TCCCTAGTGGCTCAGATGGTAAAGTATCTGCCTGTAATGAGGGAACCCCAGGTTCAATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr7.trna7643-TyrGTA (24848249-24848177)  Tyr (GTA) 73 bp  Sc: 41.82 
TCCCTGGTGGCTCAGACGATAAAGCGTCTATCTGTAATACAGGAGACCCAGGTTCAAACC 
CTGGCTGGAGGAG 
>Bos_taurus_chr7.trna2985-TyrGTA (67295825-67295896)  Tyr (GTA) 72 bp  Sc: 42.11 
TCCTTGGTGGCTCAGACAGTAAAGTGTCTGCCTGTAATGCAGGAGCCCTGGGTTCGACCT 
CCAGGTAGGGAA 
>Bos_taurus_chr8.trna1485-TyrGTA (44136001-44136072)  Tyr (GTA) 72 bp  Sc: 49.17 
TCCCTGGTAGCTCAGTCAGTAAAGAACCTGCCTGTAGTGCAGGAAACCCAGGTTCGATCC 
CTGGGTGGGGAA 
>Bos_taurus_chr23.trna1234-TyrGTA (27084264-27084335)  Tyr (GTA) 72 bp  Sc: 50.57 
TCCCTAGTGGCTCAGATGGTAAAGCATCTGCCTGTAATGCAGGAGACCTAGGTTGGACCC 
CTGGCTGGGAAA 
>Bos_taurus_chr10.trna8301-TyrGTA (2958839-2958768)  Tyr (GTA) 72 bp  Sc: 55.38 
TCCCTGCTAGCTCAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCTGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr2.trna1453-TyrGTA (43567648-43567719)  Tyr (GTA) 72 bp  Sc: 55.44 
TCCCTAGTGGCTCAGACGGTAAAGCATCTGTCTGTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr15.trna1358-TyrGTA (38163195-38163265)  Tyr (GTA) 71 bp  Sc: 55.79 
TCCCTGGTGGCTCATTGGTAAAGAGTCTGCCTGTAATGCAGGAGGTCCAGGTTCAATCCC 
TGGTTGGGGAA 
>Bos_taurus_chr5.trna7650-TyrGTA (70318268-70318198)  Tyr (GTA) 71 bp  Sc: 56.10 
TCCTGGCTGGCTCAGCGGTAAAGAATCTGCCTGTAATGCAGGAGGCCCAGGTTCAATCTC 
TGGGTCAGGAA 
>Bos_taurus_chr3.trna3782-TyrGTA (100220913-100220984)  Tyr (GTA) 72 bp  Sc: 56.29 
TCCCTGATAGCTCAGTTGGTAAAGTATCTGCCTGTAGTGCAGGAGACCTGGGTTCAATCC 
CTAGGTAGGGAA 
>Bos_taurus_chr3.trna7588-TyrGTA (48672445-48672374)  Tyr (GTA) 72 bp  Sc: 56.51 
TCCCTTGTAGCTGAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr1.trna8421-TyrGTA (90199208-90199137)  Tyr (GTA) 72 bp  Sc: 56.66 
CCCCTGCTAGCTCAGTTGGTAAAGAATCTGCCTGTAATGCAGGAGACCCAGGTTCGATTC 
CTGGGTTGGGAA 
>Bos_taurus_chr5.trna4589-TyrGTA (109051420-109051491)  Tyr (GTA) 72 bp  Sc: 57.05 
TCCCTGGTGGCTCAGATGGTAAAGCGTCTGCCTGTAATGCAGGAGATCCAGGTTCAATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr17.trna153-TyrGTA (5075299-5075370)  Tyr (GTA) 72 bp  Sc: 57.24 
TCCCCGGTGGCTCAGAGGATAAAGCATCTGCCTGTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chr9.trna6204-TyrGTA (52356826-52356755)  Tyr (GTA) 72 bp  Sc: 57.89 
TCCCTGGTAGCTCAGATGGTAAAGAATCTGCTTGTAATGCAGAAGACCCAGGTTCAATCC 
CTGGCTGGGGAC 
>Bos_taurus_chr5.trna131-TyrGTA (4446078-4446149)  Tyr (GTA) 72 bp  Sc: 58.66 
TCCCTAGTGGTTCAGATGGTAAAGCATCTGCCTGTAATGCAGGAGACCCAGGTTCAATCC 
CTGGCTCGGGAA 
>Bos_taurus_chr10.trna240-TyrGTA (6665113-6665184)  Tyr (GTA) 72 bp  Sc: 59.34 
TCCCTGGTGGCTCAGACGGTAAAGTGTCTGCCTGTAATGCAGGAGACCCAGGTTCGATCC 
CTGGGTTGGGAA 
>Bos_taurus_chrX.trna7142-TyrGTA (132418213-132418142)  Tyr (GTA) 72 bp  Sc: 59.46 
TCCCTGGTGGCTCAGACGGTAAAGCGTCTGCCTGTAATGCAGGAGACCCAGGTTCAATTC 
CTGGGTCGGGAA 
>Bos_taurus_chr10.trna7331-TyrGTA (26447336-26447247)  Tyr (GTA) 90 bp  Sc: 75.19 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTAATTCCAAGTGTGGACATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr10.trna1132-TyrGTA (26474708-26474797)  Tyr (GTA) 90 bp  Sc: 71.72 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGTCTACTACATGTGGACATCCTT 
AGGTCGCTGGTTCGACTCCGGCTCGAAGGA 



>Bos_taurus_chr10.trna1133-TyrGTA (26475377-26475466)  Tyr (GTA) 90 bp  Sc: 72.64 
CCTTTGATAGCTCAGCTGGTAGAGCAGAGGACTGTAGACCTGATAAATGTGGACATCCTT 
AGGTCGCTGGTTCGATTCCAGCTCAAAGGA 
>Bos_taurus_chr10.trna1134-TyrGTA (26478145-26478235)  Tyr (GTA) 91 bp  Sc: 77.87 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTATTTCATGAATATAGATATCCT 
TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr10.trna1135-TyrGTA (26479992-26480081)  Tyr (GTA) 90 bp  Sc: 75.48 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATACGAAGCATGTAGACATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3463-TyrGTA (31292741-31292652)  Tyr (GTA) 90 bp  Sc: 77.86 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGAACTTGGTTGATGGTTATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3462-TyrGTA (31293149-31293060)  Tyr (GTA) 90 bp  Sc: 77.74 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGTATTTGACTAATGGCCATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr23.trna3461-TyrGTA (31300384-31300293)  Tyr (GTA) 92 bp  Sc: 77.63 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTGTTAAACGTCATAGGCATCC 
TTAGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr14.trna1443-TyrGTA (32153522-32153615)  Tyr (GTA) 94 bp  Sc: 73.83 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGATACTCTAGCCGAGAGACAT 
CCTTAGGTCGCTGGTTCGACTCCGGCTCGAAGGA 
>Bos_taurus_chr14.trna1444-TyrGTA (32154106-32154194)  Tyr (GTA) 89 bp  Sc: 72.24 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGACGTATGTCGCCGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr20.trna1257-TyrGTA (33009752-33009840)  Tyr (GTA) 89 bp  Sc: 69.50 
CCTTCGGTAGCTCAGCTGGTAGAGCGGAGGACTGTAGATGCCTGTCTGTGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr8.trna8307-TyrGTA (4455860-4455771)  Tyr (GTA) 90 bp  Sc: 48.39 
CCTTTGATGGCTCAGCTGGTAGAGTGGAGGACTGTAGTATATCCCAGTATAGTCATCCTT 
AGGTCACTGGTTTGATACTGGGTTGGAGGA 
>Bos_taurus_chr21.trna4075-TyrGTA (45384245-45384156)  Tyr (GTA) 90 bp  Sc: 73.14 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCCGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr21.trna1977-TyrGTA (45403532-45403621)  Tyr (GTA) 90 bp  Sc: 73.78 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCTGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr21.trna1978-TyrGTA (45409904-45409993)  Tyr (GTA) 90 bp  Sc: 73.14 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATCCGACACGTGTGGTCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr11.trna6284-TyrGTA (72574276-72574188)  Tyr (GTA) 89 bp  Sc: 76.37 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGAGTGAGCTGTGGCAATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Bos_taurus_chr1.trna8138-TyrGTA (98350176-98350087)  Tyr (GTA) 90 bp  Sc: 77.09 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTGAAGTTTCTCAGGCATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Bos_taurus_chr3.trna4572-Undet??? (114879938-114880010)  Undet (???) 73 bp  Sc: 31.40 
TCCCTGGTGGTCCAGTGGCTAAGACTCAGCATGCCCCGTGCAGGGGGCCCAGGTTCCATC 
CCTGGTTGGGGAA 
>Bos_taurus_chr19.trna4639-Undet??? (43640827-43640758)  Undet (???) 70 bp  Sc: 31.99 
TCCCTGGTGGCCTACTGGTGAGGGTTCCAGGTTTACGGCTGGGACCCAGGTTCAGTTCCT 
GGTTGGGGAA 
>Bos_taurus_chr2.trna10578-Undet??? (1714968-1714898)  Undet (???) 71 bp  Sc: 32.21 
TCCCTAGAAGTTCAATGGTTTAGGACTTGGTACTGCTGCTGTGGGCCCAGGTTCGATACC 
TGGTTGGGGAA 
>Bos_taurus_chr4.trna4336-Undet??? (117909933-117910004)  Undet (???) 72 bp  Sc: 44.33 
TCCCTGGCGGTCTAGTGGTTAGGACTCAGTGCTTTCACTGTGGTTGTCCAGGTTCAATAC 
CTGGTCAGGGAA 
>Bos_taurus_chr11.trna63-Undet??? (1104317-1104389)  Undet (???) 73 bp  Sc: 44.44 
TCCCTGGTGGGCCAGTGGCTAAGGTTCCTTGCTCCCAATACAAGGGTCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr13.trna3197-Undet??? (71566463-71566544)  Undet (???) 82 bp  Sc: 46.94 
TCCCTGATGGTCCAGTGGCTAAGACTCTGTGCTCCCACACAGAGTCTTGCTGGGGGCCCA 
GGTTTGATTCCTGGTCAAGGAA 
>Bos_taurus_chr3.trna628-Undet??? (17348103-17348173)  Undet (???) 71 bp  Sc: 57.11 
GCATTGGTGATATAGTGGTGAGCATAGCTGCCTTCAAGCAGCTGACCCAGGTTCGATTCC 
TGGCCAATGCA 
>Bos_taurus_chr18.trna2677-ValAAC (56799295-56799367)  Val (AAC) 73 bp  Sc: 39.31 



TCCCTGGTGGTTGAGTGGTTAGGACATGGCACTAACACTGCCCTGGTCCCAGGGTTCAAT 
CCAGGTTGGGGAA 
>Bos_taurus_chr1.trna365-ValAAC (6222540-6222612)  Val (AAC) 73 bp  Sc: 47.34 
GTTTCCATTGTGTAGTGGTCATCATGCTTGCCTAACTTGTGAGAAGTCCTTGGTTTGAAA 
CCAAGTGGAAACA 
>Bos_taurus_chr3.trna8634-ValAAC (21217310-21217240)  Val (AAC) 71 bp  Sc: 61.56 
GTTTCCGGTGTAGTGGTTATCACGTTCACCTAACACGTGAAAGGTCCCCGGTTCGAAACC 
AGGCGGGAACG 
>Bos_taurus_chr23.trna1473-ValAAC (31175100-31175172)  Val (AAC) 73 bp  Sc: 63.72 
GTTTCTGTAGTGTAGTGGTTATCATGCTTGCCTAACACGCTGGAGGCCCTTGGTTCAAAA 
CTAAGCAGAAACA 
>Bos_taurus_chr3.trna8635-ValAAC (21210420-21210348)  Val (AAC) 73 bp  Sc: 68.64 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACAAATTGAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8656-ValAAC (21050424-21050352)  Val (AAC) 73 bp  Sc: 68.64 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACAAATTGAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8625-ValAAC (21261726-21261654)  Val (AAC) 73 bp  Sc: 76.01 
GTTTCCGTAGTGTAGGGGTTATCACGTTCGCCTAACATGCGAAAGGTCCCCGGTTCGAAA 
CCGGGAGGAAACA 
>Bos_taurus_chr3.trna837-ValAAC (21130036-21130108)  Val (AAC) 73 bp  Sc: 77.59 
GTTTCTGTAGTGTAGTGGTTATCACATTTGCCTAACACACAAAAGGTCCCTGGTTCGAAA 
CCAGGCAGAAACA 
>Bos_taurus_chr3.trna8655-ValAAC (21057291-21057219)  Val (AAC) 73 bp  Sc: 79.36 
ATTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3506-ValAAC (30785742-30785670)  Val (AAC) 73 bp  Sc: 83.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGTGGAAACA 
>Bos_taurus_chr23.trna1480-ValAAC (31190963-31191035)  Val (AAC) 73 bp  Sc: 83.60 
GTTTCCGTAGTGTAGTGGTCATCACGCTCGCCTAACACGCGAGAGGTCCTCGGTTCGAAA 
CCGAGCGGAAACA 
>Bos_taurus_chr3.trna821-ValAAC (21014870-21014942)  Val (AAC) 73 bp  Sc: 84.90 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr1.trna8133-ValAAC (98394784-98394712)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna1423-ValAAC (30816069-30816141)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna839-ValAAC (21163119-21163191)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna858-ValAAC (21295879-21295951)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8629-ValAAC (21243577-21243505)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna866-ValAAC (21372012-21372084)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr7.trna7084-ValAAC (41744236-41744164)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr4.trna4967-ValAAC (108016820-108016748)  Val (AAC) 73 bp  Sc: 87.13 
GTTTCCGTGGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCTGGTTCGAAA 
CCAGGCGGAAACA 
>Bos_taurus_chr16.trna253-ValCAC (9170142-9170213)  Val (CAC) 72 bp  Sc: 28.03 
TCCTGGAGGTCCAGTGATTAGGATCCTGTGCTCACAAGGCAGAGGGCCTGGGTTCCATCC 
CTGGTCAGGGAA 
>Bos_taurus_chr2.trna5108-ValCAC (133617942-133618014)  Val (CAC) 73 bp  Sc: 30.53 
TCCCTGGTGGTCCTGTGGCTAAGACCCTGTGATCACAATGTAGGGGGCCCAGGTTCCATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr18.trna1241-ValCAC (29612844-29612916)  Val (CAC) 73 bp  Sc: 35.23 
TTCCTGATAGTCCAATGACTAAGACTCTGCACTCACAATGCTGGGGGCCCAGGTTTGATT 



CCTAGTCAGGGAT 
>Bos_taurus_chr28.trna2159-ValCAC (30210149-30210077)  Val (CAC) 73 bp  Sc: 35.78 
TCCCTCGTGGTTCAGTGGCTAAGACTCTGTGTTCACAATGCAGGGGGCTCAGGCTCAATC 
CCTGATTGGGGAA 
>Bos_taurus_chr12.trna6248-ValCAC (26191569-26191497)  Val (CAC) 73 bp  Sc: 39.52 
TCCCTGATGGTCCAGTGGTTAAGACTCCATGCTCACATTGTAGGAGGCCTGGGTTTAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr20.trna1214-ValCAC (31712805-31712876)  Val (CAC) 72 bp  Sc: 41.11 
TCCCTGATGGTCAAGTGACTAAGACTCTGAGCTCACAATGCAGGGGCCCAGGGTCGATCC 
CTAGTCGGGGAA 
>Bos_taurus_chr8.trna6099-ValCAC (68516684-68516612)  Val (CAC) 73 bp  Sc: 41.98 
TCCCTGGTGGTCCAGTGACTAAGACTCTGCACCCACAGTGCAGGGGGCCTGGGTTCAATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr28.trna546-ValCAC (13267457-13267529)  Val (CAC) 73 bp  Sc: 43.36 
TCCCTGATGGTCCAATGGATAAGACTCCATGCTCACAATGCGGGGAGGCCAGGTTCGATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr9.trna3602-ValCAC (97206172-97206244)  Val (CAC) 73 bp  Sc: 45.77 
TCTCTGGTGGTCCAATGGCTAAGACTCTGTGCTCACAACGCAGGGAGCCTGGGATCAATC 
CCCGGACAGGGAA 
>Bos_taurus_chr16.trna2043-ValCAC (51981862-51981934)  Val (CAC) 73 bp  Sc: 48.33 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAATGCAAGGGGCCCTGGTTTCATC 
CCTGGCCAGGGAA 
>Bos_taurus_chr25.trna2821-ValCAC (37009937-37009865)  Val (CAC) 73 bp  Sc: 53.62 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGTGCTCACAATGCAGGGGGCCCGGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr7.trna8025-ValCAC (19217537-19217465)  Val (CAC) 73 bp  Sc: 53.66 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAGTGCAGGGGGCCCGGGTTCAATC 
CCTGGTCGGGGAA 
>Bos_taurus_chr15.trna1489-ValCAC (41147950-41148022)  Val (CAC) 73 bp  Sc: 55.11 
TTCTTGGTGGTCCAATGGCTAAGACTCTGCAATCACAATGCAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGAAA 
>Bos_taurus_chr3.trna8644-ValCAC (21146864-21146792)  Val (CAC) 73 bp  Sc: 56.42 
CTTTCCGTGGTGTAGTGGTTATCACGTTTGCCTCACATGTGAAAAGTCTCCGGTTCGAAA 
CCAGGCGGAAATA 
>Bos_taurus_chr29.trna3150-ValCAC (27714379-27714307)  Val (CAC) 73 bp  Sc: 56.85 
GTTTCTATAGTGTAGTAGTTATCACTTTCGCCTCACATGCCAAAGGTCCCTGGTTCAAAA 
CCAGGCATAAACA 
>Bos_taurus_chrX.trna5953-ValCAC (147170477-147170549)  Val (CAC) 73 bp  Sc: 60.18 
TCCCTGGTGGCCCAGTGGCTAAGACTCTGCACCCACAATGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAG 
>Bos_taurus_chr18.trna4431-ValCAC (46197622-46197551)  Val (CAC) 72 bp  Sc: 61.01 
TCCCTGGTGGTCCAGTGGCTAAGACCCTGCACTCACAATGCAGGGGGCCAGGTTCAATCC 
CTGGTTAGGGAG 
>Bos_taurus_chr2.trna5668-ValCAC (130212883-130212811)  Val (CAC) 73 bp  Sc: 62.16 
TCCCTGGTGGTCCAGTGGCTAAGACTCTGCACTCACAGTGCAGGGGGCCCAGGTTCGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna1084-ValCAC (32919473-32919545)  Val (CAC) 73 bp  Sc: 65.66 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACATGCCAGAGGTCCCTGGTTCAAAA 
CTGGGTGGAAACA 
>Bos_taurus_chr3.trna8650-ValCAC (21072814-21072742)  Val (CAC) 73 bp  Sc: 70.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACATGAGAAAGGTCCCCAGTTCGAAC 
CCGGGTGGAAACA 
>Bos_taurus_chr3.trna826-ValCAC (21048257-21048329)  Val (CAC) 73 bp  Sc: 77.39 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGAGAAAGGTCCCTGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna842-ValCAC (21177498-21177570)  Val (CAC) 73 bp  Sc: 80.44 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGACAGAAACA 
>Bos_taurus_chr3.trna8653-ValCAC (21066926-21066854)  Val (CAC) 73 bp  Sc: 81.88 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGTGGAAACA 
>Bos_taurus_chr3.trna865-ValCAC (21369308-21369380)  Val (CAC) 73 bp  Sc: 85.40 
GTTTCTGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCAGGAACA 
>Bos_taurus_chr23.trna1439-ValCAC (30909778-30909850)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 



>Bos_taurus_chr23.trna1440-ValCAC (30910583-30910655)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chr23.trna1442-ValCAC (30912160-30912232)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chr3.trna845-ValCAC (21209249-21209321)  Val (CAC) 73 bp  Sc: 86.66 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGGAACA 
>Bos_taurus_chr3.trna824-ValCAC (21029529-21029601)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8621-ValCAC (21317912-21317840)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8622-ValCAC (21317004-21316932)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8623-ValCAC (21316135-21316063)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8632-ValCAC (21226654-21226582)  Val (CAC) 73 bp  Sc: 87.16 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3456-ValCAC (31330810-31330738)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna3475-ValCAC (31093069-31092997)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna278-ValCAC (8152757-8152829)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna819-ValCAC (21004527-21004599)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna8608-ValCAC (21444982-21444910)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr7.trna7082-ValCAC (41749201-41749129)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna6071-ValTAC (91628411-91628339)  Val (TAC) 73 bp  Sc: 37.57 
TCCCTCGTGGTCCAGTGTCTAAGACACTGCACTTACAATGCAGGGGGCCTAGGTTAAATC 
CTTGGTCAGGGAA 
>Bos_taurus_chr7.trna1656-ValTAC (32248713-32248785)  Val (TAC) 73 bp  Sc: 42.40 
TCTTTGGTGGTCTAGTGGCTAGGACTTGGTGCTTACACTGCTAAGGGTCCAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr4.trna8648-ValTAC (10199174-10199102)  Val (TAC) 73 bp  Sc: 42.68 
TCCTTGGTCGTCCAATGGTTAGGACTTGGTATTTACACTGCCATGGGCCCAGGTTCAGTC 
CCTGGTCAGGAAC 
>Bos_taurus_chr19.trna2957-ValTAC (56289455-56289527)  Val (TAC) 73 bp  Sc: 43.81 
TCCTTGGTGGTCCAACTGTTAGGACTCTGCACTTACACTGCTGAGGGCCTGGGTTCAATC 
CCTTGTCAGGGAA 
>Bos_taurus_chr21.trna4894-ValTAC (26001261-26001189)  Val (TAC) 73 bp  Sc: 46.46 
TCCCTGGTGGTCCAGTGGTTAAGACTTTGCGCTTACAACGCAGGGGGCCTGGATTCTATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr20.trna5395-ValTAC (10156077-10156005)  Val (TAC) 73 bp  Sc: 46.64 
TCCCTGGTGGTCCAGTGGCCAAGTTTCTGAGCTTACAATACAGGGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr5.trna939-ValTAC (26880483-26880555)  Val (TAC) 73 bp  Sc: 47.06 
TCCCTGGTGGTCCAATGACTAAGATTCTGTACTTACAATACAAAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr9.trna686-ValTAC (22874034-22874106)  Val (TAC) 73 bp  Sc: 52.41 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTACGATGCAGGGTATACAGGTTTGATC 
CCTGACTAGGGAA 
>Bos_taurus_chr19.trna2542-ValTAC (48866456-48866528)  Val (TAC) 73 bp  Sc: 54.14 



TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTACACTCCAGGGGCCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr19.trna2544-ValTAC (48880208-48880280)  Val (TAC) 73 bp  Sc: 54.14 
TCCCTGGTGGTCCAGTGGTTAAGACTCTGCACTTACACTCCAGGGGCCACAGGTTTGATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr17.trna4313-ValTAC (61050054-61049983)  Val (TAC) 72 bp  Sc: 58.37 
TCCCTGGTGGTCCAGTGGTAGGACTCAGCACTTACACTGCTGGGGGCCTGGGTTTGATCC 
CTAGTCAGGGAA 
>Bos_taurus_chr3.trna840-ValTAC (21173995-21174067)  Val (TAC) 73 bp  Sc: 62.31 
GATTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGATGCCGGGTTCGAGA 
CTGGGCGGAAACA 
>Bos_taurus_chr11.trna6632-ValTAC (63649746-63649674)  Val (TAC) 73 bp  Sc: 64.63 
TCCCTGGTGATCCAGTGGTTAGGATTCTGCGCTTACACTGCAGAGGGCCCAGGTTCAATC 
CCTGGTCAGGGAA 
>Bos_taurus_chr3.trna8630-ValTAC (21230168-21230096)  Val (TAC) 73 bp  Sc: 67.07 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGCTCCCCAGTTCAAAA 
CCGGGAGGAAACA 
>Bos_taurus_chr3.trna8627-ValTAC (21251260-21251188)  Val (TAC) 73 bp  Sc: 80.49 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGAAAACA 
>Bos_taurus_chrX.trna4963-ValTAC (132024379-132024451)  Val (TAC) 73 bp  Sc: 81.89 
GGTTCCGTAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Bos_taurus_chr15.trna3277-ValTAC (84095480-84095408)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Bos_taurus_chr23.trna1456-ValTAC (31009220-31009292)  Val (TAC) 73 bp  Sc: 83.03 
GTTTCCGTGGTGTAGCGGTTAGCACATTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr23.trna1469-ValTAC (31105500-31105572)  Val (TAC) 73 bp  Sc: 84.60 
GGTTCCATAGTGTAGTGGTTAGCACATCTGCTTTACACGCAGAAGGTCCTGGGTTCGATC 
CCCAGTGGAACCA 
>Bos_taurus_chr3.trna815-ValTAC (20994281-20994353)  Val (TAC) 73 bp  Sc: 87.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Bos_taurus_chr3.trna822-ValTAC (21025810-21025882)  Val (TAC) 73 bp  Sc: 87.03 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTTACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna2-AlaTGC (185183-185255)  Ala (TGC) 73 bp  Sc: 83.57 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCAATC 
CCGCTTAGCTCCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna5-ArgACG (290270-290343)  Arg (ACG) 74 bp  Sc: 77.78 
GCATCCGTAGCTTAGTTGGATAGAGCACTCGGCTACGAACCGAGAGGTTGAAGGTTCAAA 
TCCTTCCGGATGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna10-ArgCCG (401990-401916)  Arg (CCG) 75 bp  Sc: 63.61 
GCGTCTGTAGCTTAATACGGATAGAGCATTACTTTCCGAAAGTAAAGGTTTCAGGTTCAA 
TTCCTGTCAGACGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna15-ArgTCT (346232-346158)  Arg (TCT) 75 bp  Sc: 83.61 
GCGCTCTTAGCTCAATTTGGATAGAGCAACAGCCTTCTAAGCTGTAGGTTACAGGTTCGA 
ATCCTGTAGAGCGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna13-AsnGTT (389117-389045)  Asn (GTT) 73 bp  Sc: 76.37 
TCCTCTGTAGTTCAGTTGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCGAGT 
CCAGTCGGGGGAG 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna3-AspGTC (186128-186202)  Asp (GTC) 75 bp  Sc: 79.90 
GGTGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGGTCGCGGGTTCGA 
ATCCCGTCCACACCG 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna22-CysGCA (242670-242600)  Cys (GCA) 71 bp  Sc: 45.09 
GGCGCGTTGGCAGAATGGTTATGTAGCGGATTGCAAATCCGTTGAATCTGGTTCAATTCC 
AGAACGCGCCT 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna19-GlnTTG (291670-291599)  Gln (TTG) 72 bp  Sc: 61.07 
TGGGGTATAGCCAAGAGGTTACGGCACCGGTTTTTGATACCGGCATCCCTGGTTCGAATC 
CAGGTACCCCAG 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna14-GluTTC (352896-352825)  Glu (TTC) 72 bp  Sc: 61.40 
GTCCTCTTCGTCTAGTGGTTAGGACACCGCCCTTTCACGGCGGCAACAGGGGTTCAAATC 
CCCTAGAGGACA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna8-GlyGCC (394814-394886)  Gly (GCC) 73 bp  Sc: 86.76 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAAT 



CTCGTTTCCCGCT 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna29-GlyTCC (31968-31897)  Gly (TCC) 72 bp  Sc: 42.68 
GCGGTCATCGTATAAAGGATATTATCTTAGCCTTCCAAGCTAATGATGCGGGTTCGATTC 
CCGCTGACCGCT 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna11-HisGTG (401878-401804)  His (GTG) 75 bp  Sc: 71.62 
GTGGTCATAGCTTAGTTGGTAAAGCTCTGGATTGTGATTCCAGCGGTCATGGGTTCAAAT 
CCCATTGACCACCCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna1-IleGAT (185096-185169)  Ile (GAT) 74 bp  Sc: 81.89 
AGGCTTGTAGCTCAGCCGGTTAGAGCACACCCCTGATAAGGGTGAGGTCGGTGGTTCAAA 
TCCACTCAGGCCTA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna23-LeuTAA (242568-242483)  Leu (TAA) 86 bp  Sc: 72.06 
GCCCAGATGGTGAAATTGGTAAACACAAGGGACTTAAAATCCCTCGGCTTTTAATAGCTT 
TGCGGGTTCAATTCCCGCTCTGGGTA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna18-LeuTAG (291805-291724)  Leu (TAG) 82 bp  Sc: 60.84 
ACGGAAGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCACTGAAAAGTTTGCG 
AGTTCAAATCTCGCCTTCCGTA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna26-LysTTT (46608-46536)  Lys (TTT) 73 bp  Sc: 90.12 
GGGTCGTTAGCTCAGTTGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCAGGTTCAAAT 
CCTGCACGACCCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna17-MetCAT (291894-291821)  Met (CAT) 74 bp  Sc: 74.86 
GGCTACGTAGCTCAGTTGGTTAGAGCGCAGCACTCATAACGCTGAGGTCACGAGTTCAAT 
TCTCGTTGTAGCCC 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna16-MetCAT (324976-324900)  Met (CAT) 77 bp  Sc: 78.94 
AGCGGGGTGGAGCAGTCAGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAATCCCCGCAACCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna7-MetCAT (389291-389363)  Met (CAT) 73 bp  Sc: 85.93 
GGCCTTTTAGCTCAGTGGTTAGAGCAAACGACTCATAATCGTTAGGTCGCTGGTTCAAAT 
CCAGCAAGGGCCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna31-PheGAA (10538-10466)  Phe (GAA) 73 bp  Sc: 78.74 
GCCCGGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCAATT 
CCGCCTCCGGGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna12-ProTGG (401745-401672)  Pro (TGG) 74 bp  Sc: 70.78 
CGGCGAATGGCGCAGCTTGGTAGCGCAACTGGTTTGGGACCAGGGGGTCAAAGGTTCAAA 
TCCTCTTTCGCCGA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna20-LeuGAG (270888-270800)  Leu (GAG) 89 bp  Sc: 47.32 
ACCGAAGTGGTGAAATTGGTAGACACGCTATCTTGAGGTGATAGTACTTAATTTAAATAA 
GTATATGGGTTCGATTCCCATCTTCGGTA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna4-SerGCT (290164-290250)  Ser (GCT) 87 bp  Sc: 60.80 
GGTGAGATGGCCGAGTGGTTTAAGGCGCTCCCCTGCTAAAGGAGTATATATGAAAATGTA 
TCGAGGGTTCAAATCCCTCTCTCACCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna6-SerGGA (378991-379077)  Ser (GGA) 87 bp  Sc: 56.42 
GGTGAGATGTCCGAGTGGTTTAAGGAGCATGTTTGGAAAATATGTATACTAAAAATAGTA 
TCAAGGGTTCGAATCCCTTTCTCACCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna21-SerTGA (242792-242708)  Ser (TGA) 85 bp  Sc: 66.32 
GGAGGAATGGCCGAGTGGTTTAAGGCAGCGGTCTTGAAAACCGCCGATGAGAAATTATCC 
GAGAGTTCGAATCCCTCTTCCTCCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna30-ThrGGT (31843-31770)  Thr (GGT) 74 bp  Sc: 71.91 
GCTGATATAGCTTAGTTAGGTAGAGCACATCCTTGGTATGGATGAGGTCCCTAGTTCAAA 
TCTAGGTATCAGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna27-ThrTGT (32145-32073)  Thr (TGT) 73 bp  Sc: 83.14 
GCCGGCTTAGCTCAGTAGGTAGAGCAACTGACTTGTAATCAGTAGGTCACCAGTTCAATT 
CCGGTAGCCGGCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna9-TrpCCA (409881-409809)  Trp (CCA) 73 bp  Sc: 70.13 
AGGGGTGTAGTTTAATTGGTAGAGCATCGGTCTCCAAAACCGAAAGTTGGGGGTTCAATT 
CCCTCCACCCCTG 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna28-TyrGTA (32062-31981)  Tyr (GTA) 82 bp  Sc: 55.33 
GGTGGGATTCCCGAGCGGCCAAAGGGAGCAGACTGTAAATCTGACGTCATTGACTTCGAA 
GGTTCGAATCCTTCTCCCACCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna24-ValGAC (81978-81903)  Val (GAC) 76 bp  Sc: 52.49 
ACGTTCGTAACTCAATGGTTAGAGTGTTACTATGACATGGTAAAAGTTAGTGGTTCAAAT 
CCACTCGAACGTATCA 
>Buchnera_aphidicola_Cc_Cinara_cedri_chr.trna25-ValTAC (46698-46626)  Val (TAC) 73 bp  Sc: 78.48 
GGGTGATTAGCTCAGTTGGTAGAGCTTCTCCTTTACACGGAGAAGGTCGGCGGTTCGAAA 
CCGTCATCACCCA 
>Burkholderia_383_chr1.trna3-AlaCGC (252761-252836)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 



>Burkholderia_383_chr1.trna36-AlaGGC (2426198-2426123)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_383_chr1.trna12-AlaTGC (509078-509153)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_383_chr1.trna33-AlaTGC (2642370-2642295)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_383_chr1.trna5-AlaTGC (295055-295130)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_383_chr2.trna2-AlaTGC (382054-382129)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_383_chr3.trna2-AlaTGC (141235-141310)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_383_chr1.trna54-ArgACG (1039762-1039686)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_383_chr1.trna55-ArgACG (1039618-1039542)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_383_chr1.trna56-ArgACG (1039481-1039405)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_383_chr1.trna2-ArgCCG (180109-180184)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_383_chr1.trna24-ArgCCT (2812939-2813013)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_383_chr1.trna18-ArgTCT (1423235-1423311)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_383_chr1.trna51-AsnGTT (1146596-1146521)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_383_chr1.trna52-AsnGTT (1146445-1146370)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_383_chr1.trna40-AspGTC (2425535-2425459)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_383_chr1.trna38-AspGTC (2425829-2425753)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_383_chr1.trna42-AspGTC (2425243-2425167)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_383_chr1.trna45-AspGTC (2275293-2275217)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_383_chr2.trna3-CysGCA (2751210-2751282)  Cys (GCA) 73 bp  Sc: 44.17 
CGTTCGGTAGCTCATTTGGGTAGAGCAGCCGGCGCAAGCCGGTGTGTAGCGGGTTCGAAT 
CCCGCTCGAACAC 
>Burkholderia_383_chr1.trna17-CysGCA (1192986-1193059)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_383_chr1.trna28-GlnTTG (3276156-3276232)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_383_chr1.trna37-GluTTC (2425984-2425909)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_383_chr1.trna39-GluTTC (2425689-2425614)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_383_chr1.trna41-GluTTC (2425392-2425317)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_383_chr1.trna58-GlyCCC (947527-947453)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_383_chr1.trna14-GlyGCC (1192554-1192629)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_383_chr1.trna15-GlyGCC (1192683-1192758)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_383_chr1.trna16-GlyGCC (1192810-1192885)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_383_chr1.trna7-GlyTCC (300989-301062)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_383_chr1.trna21-HisGTG (1704086-1704161)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_383_chr1.trna11-IleGAT (508960-509036)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_383_chr1.trna32-IleGAT (2642488-2642412)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_383_chr1.trna4-IleGAT (294937-295013)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_383_chr2.trna1-IleGAT (381936-382012)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_383_chr3.trna1-IleGAT (141061-141137)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_383_chr1.trna26-LeuCAA (2923510-2923594)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_383_chr1.trna47-LeuCAG (1683140-1683054)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_383_chr1.trna48-LeuCAG (1679423-1679337)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_383_chr1.trna49-LeuCAG (1678925-1678839)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_383_chr1.trna31-LeuGAG (2675282-2675198)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_383_chr2.trna5-LeuGAG (785324-785240)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_383_chr1.trna43-LeuTAG (2298182-2298096)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_383_chr1.trna29-LysCTT (3655607-3655682)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_383_chr1.trna59-LysTTT (804258-804182)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 
TCCCTCCCACCCTACCA 
>Burkholderia_383_chr1.trna25-MetCAT (2818441-2818517)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 



TCCTACCCCCGCAACCA 
>Burkholderia_383_chr1.trna34-MetCAT (2531206-2531130)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_383_chr1.trna46-MetCAT (1695941-1695865)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_383_chr1.trna27-MetCAT (3114495-3114571)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_383_chr2.trna4-MetCAT (2524661-2524586)  Met (CAT) 76 bp  Sc: 90.27 
GGGCTTGTAGCTCAGCGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAC 
CCCGCCGGGCCCACCA 
>Burkholderia_383_chr1.trna30-PheGAA (3638109-3638034)  Phe (GAA) 76 bp  Sc: 86.63 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGTTGGTTCGATT 
CCGACCCAGGCCACCA 
>Burkholderia_383_chr1.trna60-ProCGG (551892-551816)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_383_chr1.trna20-ProGGG (1609994-1610070)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_383_chr1.trna50-ProTGG (1413925-1413849)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_383_chr1.trna13-SerCGA (1012109-1012199)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_383_chr1.trna35-SerGCT (2445454-2445361)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_383_chr1.trna23-SerGGA (2609652-2609742)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_383_chr1.trna57-SerTGA (1032079-1031992)  Ser (TGA) 88 bp  Sc: 77.46 
GGAAGCGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_383_chr1.trna53-ThrCGT (1053903-1053828)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_383_chr1.trna8-ThrGGT (301087-301161)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_383_chr1.trna10-ThrTGT (405712-405787)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_383_chr1.trna9-TrpCCA (302478-302553)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_383_chr1.trna6-TyrGTA (300859-300944)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_383_chr1.trna22-ValCAC (2555270-2555344)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_383_chr1.trna19-ValGAC (1597046-1597122)  Val (GAC) 77 bp  Sc: 90.22 
AGGCTCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGAGCCTACCA 
>Burkholderia_383_chr1.trna1-ValGAC (34991-35067)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_383_chr1.trna44-ValTAC (2275392-2275317)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna3-AlaCGC (254695-254770)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 



>Burkholderia_ambifaria_MC40_6_chr1.trna36-AlaGGC (2181418-2181343)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna12-AlaTGC (533316-533391)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna33-AlaTGC (2384423-2384348)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna5-AlaTGC (300686-300761)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna5-AlaTGC (2377563-2377488)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr3.trna2-AlaTGC (246068-245993)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna54-ArgACG (962369-962293)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna55-ArgACG (962226-962150)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna56-ArgACG (962088-962012)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna2-ArgCCG (178088-178163)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna24-ArgCCT (2543258-2543332)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna18-ArgTCT (1358080-1358156)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna51-AsnGTT (1068900-1068825)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna52-AsnGTT (1068753-1068678)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna40-AspGTC (2180752-2180676)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna38-AspGTC (2181048-2180972)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna45-AspGTC (2050374-2050298)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna42-AspGTC (2180462-2180386)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna6-CysGCA (526072-526000)  Cys (GCA) 73 bp  Sc: 42.08 
CGTTCGGTAGCTCATTCGGGTAGAGCAGCCGGCGCAAGCCGGTGTGTAGCGGGTTCGAAT 
CCCGCTCGAACAC 
>Burkholderia_ambifaria_MC40_6_chr1.trna17-CysGCA (1116851-1116924)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna28-GlnTTG (3018514-3018590)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna37-GluTTC (2181203-2181128)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna39-GluTTC (2180908-2180833)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna41-GluTTC (2180611-2180536)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna58-GlyCCC (899263-899189)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna14-GlyGCC (1116421-1116496)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna15-GlyGCC (1116549-1116624)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna16-GlyGCC (1116675-1116750)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna7-GlyTCC (306577-306650)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna21-HisGTG (1656120-1656195)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna11-IleGAT (533150-533226)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna32-IleGAT (2384596-2384520)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna4-IleGAT (300513-300589)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna4-IleGAT (2377736-2377660)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr3.trna1-IleGAT (246241-246165)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna26-LeuCAA (2664443-2664527)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna47-LeuCAG (1635050-1634964)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna48-LeuCAG (1633528-1633442)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna49-LeuCAG (1633040-1632954)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna31-LeuGAG (2417233-2417149)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna3-LeuGAG (2076683-2076767)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna43-LeuTAG (2061797-2061711)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna29-LysCTT (3413177-3413252)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna59-LysTTT (779503-779427)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 
TCCCTCCCACCCTACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna25-MetCAT (2546206-2546282)  Met (CAT) 77 bp  Sc: 85.17 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 



TCCTATCCCCGCAACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna34-MetCAT (2292969-2292893)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna46-MetCAT (1647937-1647861)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna27-MetCAT (2861706-2861782)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna1-MetCAT (758764-758839)  Met (CAT) 76 bp  Sc: 90.27 
GGGCTTGTAGCTCAGCGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAC 
CCCGCCGGGCCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna30-PheGAA (3395771-3395696)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna60-ProCGG (576293-576217)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna20-ProGGG (1564075-1564151)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna50-ProTGG (1348764-1348688)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_ambifaria_MC40_6_chr2.trna2-SeC(p)TCA (883433-883524)  SeC(p) (TCA) 92 bp  Sc: 44.81 
GGAAGGCATTCGTATCCGGTGGTACGGCTGGACTTCAAATCCAGTTGGGGGTGTCAGACA 
CTCCCGGGTCGGTTCGACTCCGGCTGCCTTCC 
>Burkholderia_ambifaria_MC40_6_chr1.trna13-SerCGA (942701-942791)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna35-SerGCT (2207689-2207596)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna23-SerGGA (2349286-2349376)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna57-SerTGA (954617-954530)  Ser (TGA) 88 bp  Sc: 77.46 
GGAAGCGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna53-ThrCGT (975688-975613)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna8-ThrGGT (306676-306750)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna10-ThrTGT (411556-411631)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna9-TrpCCA (308066-308141)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna6-TyrGTA (306448-306533)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna22-ValCAC (2322142-2322216)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna19-ValGAC (1552100-1552176)  Val (GAC) 77 bp  Sc: 90.22 
AGGCTCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGAGCCTACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna1-ValGAC (29016-29092)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_ambifaria_MC40_6_chr1.trna44-ValTAC (2050473-2050398)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 



>Burkholderia_cenocepacia_AU_1054_chr1.trna17-AlaCGC (3092041-3091966)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna5-AlaGGC (609911-609986)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna19-AlaTGC (3047967-3047892)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna26-AlaTGC (2815685-2815610)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna30-AlaTGC (1786148-1786073)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr2.trna2-AlaTGC (98500-98575)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna2-AlaTGC (420030-420105)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna39-ArgACG (565023-564947)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna40-ArgACG (564880-564804)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna41-ArgACG (564742-564666)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna16-ArgCCG (3198690-3198615)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna10-ArgCCT (1944051-1944125)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna6-ArgTCT (907484-907560)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna36-AsnGTT (666022-665947)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna37-AsnGTT (665874-665799)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna9-AspGTC (610573-610649)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna11-AspGTC (610862-610938)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna14-AspGTC (757673-757749)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna7-AspGTC (610278-610354)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna5-CysGCA (712446-712519)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna14-GlnTTG (2414430-2414506)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna10-GluTTC (610714-610789)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna6-GluTTC (610124-610199)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna8-GluTTC (610418-610493)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna43-GlyCCC (482754-482680)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna2-GlyGCC (712015-712090)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna3-GlyGCC (712144-712219)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna4-GlyGCC (712271-712346)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna21-GlyTCC (3042289-3042216)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna9-HisGTG (1187405-1187480)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna18-IleGAT (3048082-3048006)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna25-IleGAT (2815803-2815727)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna29-IleGAT (1786263-1786187)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr2.trna1-IleGAT (98385-98461)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna1-IleGAT (419915-419991)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna12-LeuCAA (2065365-2065449)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna32-LeuCAG (1166391-1166305)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna33-LeuCAG (1165016-1164930)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna34-LeuCAG (1164667-1164581)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna28-LeuGAG (1818855-1818771)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr2.trna5-LeuGAG (483485-483401)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna12-LeuTAG (741962-742048)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna15-LysCTT (2770392-2770467)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna44-LysTTT (352584-352508)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 
TCCCTCCCACCCTACCA 
>Burkholderia_cenocepacia_AU_1054_chr2.trna4-MetCAT (1727741-1727663)  Met (CAT) 79 bp  Sc: 71.40 
GGGCCCCTAGCTCATGCTTGGTTAGAGCAGCGAACTCATAATTCGTTGGTGCCGGGTTCG 



ACTCCCGGGGGGCCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna11-MetCAT (1962957-1963033)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna31-MetCAT (1179251-1179175)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna3-MetCAT (507896-507972)  Met (CAT) 77 bp  Sc: 86.80 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna13-MetCAT (2259311-2259387)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna27-PheGAA (2751468-2751393)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna45-ProCGG (103299-103223)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna8-ProGGG (1095564-1095640)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna35-ProTGG (898185-898109)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_cenocepacia_AU_1054_chr2.trna3-PheGAA (1934312-1934382)  Phe (GAA) 71 bp  Sc: 35.45 
GTTCGAAAGCTCAGCCAGGTGGAGCAGCCGGCGAAAGCCGGCCGGTGGCGGGTTCAAATC 
CCGCTCGAACG 
>Burkholderia_cenocepacia_AU_1054_chr1.trna1-SerCGA (545108-545198)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna4-SerGCT (588543-588636)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna16-SerGGA (453775-453685)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna42-SerTGA (557342-557255)  Ser (TGA) 88 bp  Sc: 76.15 
GGAAGCGTGGCCGAGCGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna38-ThrCGT (574861-574786)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna22-ThrGGT (3042193-3042119)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna24-ThrTGT (2935598-2935523)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna23-TrpCCA (3040802-3040727)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna20-TyrGTA (3042418-3042333)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna15-ValCAC (483722-483648)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna46-ValGAC (51167-51091)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_AU_1054_chr1.trna7-ValGAC (1083794-1083870)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_AU_1054_chr3.trna13-ValTAC (757574-757649)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 



>Burkholderia_cenocepacia_HI2424_chr1.trna3-AlaCGC (334605-334680)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna36-AlaGGC (2281793-2281718)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna12-AlaTGC (608145-608220)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna33-AlaTGC (2471688-2471613)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna5-AlaTGC (378681-378756)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr2.trna4-AlaTGC (2380050-2379975)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr3.trna2-AlaTGC (397850-397925)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna54-ArgACG (1109665-1109589)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna55-ArgACG (1109522-1109446)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna56-ArgACG (1109384-1109308)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna2-ArgCCG (168314-168389)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna24-ArgCCT (2629592-2629666)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna18-ArgTCT (1452122-1452198)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna51-AsnGTT (1210658-1210583)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna52-AsnGTT (1210510-1210435)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna40-AspGTC (2281131-2281055)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna38-AspGTC (2281426-2281350)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna42-AspGTC (2280842-2280766)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna45-AspGTC (2134030-2133954)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna17-CysGCA (1257082-1257155)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna28-GlnTTG (3098788-3098864)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna37-GluTTC (2281580-2281505)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna39-GluTTC (2281286-2281211)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna41-GluTTC (2280990-2280915)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna58-GlyCCC (1027403-1027329)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna14-GlyGCC (1256651-1256726)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna15-GlyGCC (1256780-1256855)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna16-GlyGCC (1256907-1256982)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna7-GlyTCC (384358-384431)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna21-HisGTG (1732090-1732165)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna11-IleGAT (608027-608103)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna32-IleGAT (2471803-2471727)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna4-IleGAT (378563-378639)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_HI2424_chr2.trna3-IleGAT (2380165-2380089)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_HI2424_chr3.trna1-IleGAT (397735-397811)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna26-LeuCAA (2749735-2749819)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna47-LeuCAG (1711072-1710986)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna48-LeuCAG (1709697-1709611)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna49-LeuCAG (1709348-1709262)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna31-LeuGAG (2504394-2504310)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr2.trna2-LeuGAG (1996181-1996265)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna43-LeuTAG (2149741-2149655)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna29-LysCTT (3452163-3452238)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna59-LysTTT (900545-900469)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 
TCCCTCCCACCCTACCA 
>Burkholderia_cenocepacia_HI2424_chr2.trna1-MetCAT (753380-753458)  Met (CAT) 79 bp  Sc: 71.40 
GGGCCCCTAGCTCATGCTTGGTTAGAGCAGCGAACTCATAATTCGTTGGTGCCGGGTTCG 



ACTCCCGGGGGGCCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna25-MetCAT (2648498-2648574)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna46-MetCAT (1723936-1723860)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna34-MetCAT (2383808-2383732)  Met (CAT) 77 bp  Sc: 86.80 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna27-MetCAT (2943658-2943734)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna30-PheGAA (3434691-3434616)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna60-ProCGG (652475-652399)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna20-ProGGG (1640213-1640289)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna50-ProTGG (1442823-1442747)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_cenocepacia_HI2424_chr2.trna5-PheGAA (546803-546733)  Phe (GAA) 71 bp  Sc: 35.45 
GTTCGAAAGCTCAGCCAGGTGGAGCAGCCGGCGAAAGCCGGCCGGTGGCGGGTTCAAATC 
CCGCTCGAACG 
>Burkholderia_cenocepacia_HI2424_chr1.trna13-SerCGA (1089752-1089842)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna35-SerGCT (2303161-2303068)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna23-SerGGA (2437929-2438019)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna57-SerTGA (1101984-1101897)  Ser (TGA) 88 bp  Sc: 76.15 
GGAAGCGTGGCCGAGCGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna53-ThrCGT (1119504-1119429)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna8-ThrGGT (384454-384528)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna10-ThrTGT (491047-491122)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna9-TrpCCA (385845-385920)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna6-TyrGTA (384229-384314)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna22-ValCAC (2407982-2408056)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna1-ValGAC (21288-21364)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna19-ValGAC (1628443-1628519)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_HI2424_chr1.trna44-ValTAC (2134129-2134054)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 



>Burkholderia_cenocepacia_MC0_3_chr1.trna3-AlaCGC (303338-303413)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna36-AlaGGC (2307111-2307036)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna12-AlaTGC (563428-563503)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna32-AlaTGC (2512339-2512264)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna5-AlaTGC (346653-346728)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr2.trna3-AlaTGC (2012221-2012296)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr3.trna2-AlaTGC (783987-784062)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna54-ArgACG (1062393-1062317)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna55-ArgACG (1062250-1062174)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna56-ArgACG (1062112-1062036)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna2-ArgCCG (198408-198483)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna23-ArgCCT (2669151-2669225)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna18-ArgTCT (1426082-1426158)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna51-AsnGTT (1163377-1163302)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna52-AsnGTT (1163229-1163154)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna40-AspGTC (2306449-2306373)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna38-AspGTC (2306744-2306668)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna42-AspGTC (2306159-2306083)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna45-AspGTC (2161381-2161305)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna17-CysGCA (1209794-1209867)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna27-GlnTTG (3133286-3133362)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna37-GluTTC (2306898-2306823)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna39-GluTTC (2306604-2306529)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna41-GluTTC (2306308-2306233)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna58-GlyCCC (987275-987201)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna14-GlyGCC (1209363-1209438)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna15-GlyGCC (1209492-1209567)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna16-GlyGCC (1209619-1209694)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna7-GlyTCC (352361-352434)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna21-HisGTG (1710606-1710681)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna11-IleGAT (563312-563388)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna31-IleGAT (2512455-2512379)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna4-IleGAT (346537-346613)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr2.trna2-IleGAT (2012106-2012182)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr3.trna1-IleGAT (783869-783945)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna25-LeuCAA (2776026-2776110)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna47-LeuCAG (1689587-1689501)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna48-LeuCAG (1688212-1688126)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna49-LeuCAG (1687864-1687778)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna30-LeuGAG (2544990-2544906)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr2.trna4-LeuGAG (2414657-2414573)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna43-LeuTAG (2178947-2178861)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna28-LysCTT (3496341-3496416)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna59-LysTTT (856262-856186)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 
TCCCTCCCACCCTACCA 
>Burkholderia_cenocepacia_MC0_3_chr2.trna5-MetCAT (540441-540363)  Met (CAT) 79 bp  Sc: 71.40 
GGGCCCCTAGCTCATGCTTGGTTAGAGCAGCGAACTCATAATTCGTTGGTGCCGGGTTCG 



ACTCCCGGGGGGCCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna24-MetCAT (2673290-2673366)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna46-MetCAT (1702446-1702370)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna34-MetCAT (2409641-2409565)  Met (CAT) 77 bp  Sc: 86.80 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCAACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna26-MetCAT (2992948-2993024)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna29-PheGAA (3478865-3478790)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna60-ProCGG (606469-606393)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna20-ProGGG (1618707-1618783)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna50-ProTGG (1416751-1416675)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_cenocepacia_MC0_3_chr2.trna1-PheGAA (743492-743562)  Phe (GAA) 71 bp  Sc: 36.58 
GTTCGAAAGCTCAGCCAGGTGGAGCAGCCGGCGAAAGCCGGCCGGTGGCGGGTTCGAATC 
CCGCTCGAACG 
>Burkholderia_cenocepacia_MC0_3_chr1.trna13-SerCGA (1042488-1042578)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna35-SerGCT (2328465-2328372)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna33-SerGGA (2481423-2481333)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna57-SerTGA (1054712-1054625)  Ser (TGA) 88 bp  Sc: 76.15 
GGAAGCGTGGCCGAGCGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna53-ThrCGT (1072208-1072133)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna8-ThrGGT (352457-352531)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna10-ThrTGT (459048-459123)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna9-TrpCCA (353848-353923)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna6-TyrGTA (352232-352317)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna22-ValCAC (2433816-2433890)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna1-ValGAC (51204-51280)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna19-ValGAC (1606940-1607016)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cenocepacia_MC0_3_chr1.trna44-ValTAC (2161480-2161405)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 



>Burkholderia_cepacia_AMMD_chr1.trna3-AlaCGC (239177-239252)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna37-AlaGGC (2291800-2291725)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna12-AlaTGC (504247-504322)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna34-AlaTGC (2491362-2491287)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna5-AlaTGC (292334-292409)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr2.trna6-AlaTGC (1635602-1635527)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr3.trna2-AlaTGC (515384-515309)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna55-ArgACG (947845-947769)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna56-ArgACG (947702-947626)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna57-ArgACG (947564-947488)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna2-ArgCCG (165011-165086)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna24-ArgCCT (2649022-2649096)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_cepacia_AMMD_chr1.trna18-ArgTCT (1320315-1320391)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna52-AsnGTT (1064730-1064655)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna53-AsnGTT (1064583-1064508)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna41-AspGTC (2291134-2291058)  Asp (GTC) 77 bp  Sc: 95.07 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCCGCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna39-AspGTC (2291430-2291354)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna43-AspGTC (2290843-2290767)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna46-AspGTC (2100997-2100921)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr2.trna4-CysGCA (2482226-2482154)  Cys (GCA) 73 bp  Sc: 42.08 
CGTTCGGTAGCTCATTCGGGTAGAGCAGCCGGCGCAAGCCGGTGTGTAGCGGGTTCGAAT 
CCCGCTCGAACAC 
>Burkholderia_cepacia_AMMD_chr1.trna17-CysGCA (1111267-1111340)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna29-GlnTTG (3156370-3156446)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna38-GluTTC (2291585-2291510)  Glu (TTC) 76 bp  Sc: 60.10 



GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna40-GluTTC (2291290-2291215)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna42-GluTTC (2290992-2290917)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna59-GlyCCC (883486-883412)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna14-GlyGCC (1110837-1110912)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna15-GlyGCC (1110965-1111040)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna16-GlyGCC (1111091-1111166)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna7-GlyTCC (298198-298271)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_cepacia_AMMD_chr1.trna21-HisGTG (1616792-1616867)  His (GTG) 76 bp  Sc: 78.40 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCTGTCGTCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_cepacia_AMMD_chr1.trna11-IleGAT (504085-504161)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna33-IleGAT (2491481-2491405)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna4-IleGAT (292215-292291)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cepacia_AMMD_chr2.trna5-IleGAT (1635721-1635645)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cepacia_AMMD_chr3.trna1-IleGAT (515546-515470)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna27-LeuCAA (2784645-2784729)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna48-LeuCAG (1595728-1595642)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna50-LeuCAG (1573527-1573441)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna49-LeuCAG (1573820-1573734)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna32-LeuGAG (2524106-2524022)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cepacia_AMMD_chr2.trna3-LeuGAG (1347433-1347517)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna44-LeuTAG (2116800-2116714)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna30-LysCTT (3526870-3526945)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna60-LysTTT (755950-755874)  Lys (TTT) 77 bp  Sc: 90.90 
GGGGTGGTAACTCAGTTGGTTAGAGTATCTGACTTTTAATCAGAGAGTCGAGGGTTCGAG 



TCCCTCCCACCCTACCA 
>Burkholderia_cepacia_AMMD_chr2.trna1-MetCAT (42155-42233)  Met (CAT) 79 bp  Sc: 71.40 
GGGCCCCTAGCTCATGCTTGGTTAGAGCAGCGAACTCATAATTCGTTGGTGCCGGGTTCG 
ACTCCCGGGGGGCCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna25-MetCAT (2665358-2665434)  Met (CAT) 77 bp  Sc: 85.17 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAACCA 
>Burkholderia_cepacia_AMMD_chr1.trna26-MetCAT (2678218-2678294)  Met (CAT) 77 bp  Sc: 85.17 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAACCA 
>Burkholderia_cepacia_AMMD_chr1.trna35-MetCAT (2400343-2400267)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cepacia_AMMD_chr1.trna47-MetCAT (1608614-1608538)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_cepacia_AMMD_chr1.trna28-MetCAT (2978457-2978533)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAA 
TCCCTGATTCGCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna31-PheGAA (3509454-3509379)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna61-ProCGG (547398-547322)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_cepacia_AMMD_chr1.trna20-ProGGG (1504737-1504813)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_cepacia_AMMD_chr1.trna51-ProTGG (1310997-1310921)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_cepacia_AMMD_chr2.trna2-SeC(p)TCA (181325-181416)  SeC(p) (TCA) 92 bp  Sc: 44.81 
GGAAGGCATTCGTATCCGGTGGTACGGCTGGACTTCAAATCCAGTTGGGGGTGTCAGACA 
CTCCCGGGTCGGTTCGACTCCGGCTGCCTTCC 
>Burkholderia_cepacia_AMMD_chr1.trna13-SerCGA (928024-928114)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna36-SerGCT (2318086-2317993)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna23-SerGGA (2452752-2452842)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna58-SerTGA (940082-939995)  Ser (TGA) 88 bp  Sc: 77.46 
GGAAGCGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna54-ThrCGT (962032-961957)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna8-ThrGGT (298297-298371)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna10-ThrTGT (403358-403433)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna9-TrpCCA (299686-299761)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_cepacia_AMMD_chr1.trna6-TyrGTA (298069-298154)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna22-ValCAC (2424859-2424933)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_cepacia_AMMD_chr1.trna19-ValGAC (1492772-1492848)  Val (GAC) 77 bp  Sc: 90.22 
AGGCTCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGAGCCTACCA 



>Burkholderia_cepacia_AMMD_chr1.trna1-ValGAC (22022-22098)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_cepacia_AMMD_chr1.trna45-ValTAC (2101096-2101021)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna20-AlaCGC (2885283-2885208)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna34-AlaGGC (1661599-1661524)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna27-AlaTGC (2676133-2676058)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna31-AlaTGC (1883498-1883423)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna3-AlaTGC (556655-556730)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna5-AlaTGC (888169-888244)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna13-ArgACG (2184882-2184958)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna14-ArgACG (2185018-2185094)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna18-ArgCCG (3109428-3109503)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna45-ArgCCT (527853-527779)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna8-ArgTCT (909390-909314)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna43-AsnGTT (534815-534740)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna44-AsnGTT (534650-534575)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna36-AspGTC (1661216-1661140)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna39-AspGTC (1512267-1512191)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna7-CysGCA (1308732-1308659)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna5-CysGCA (581808-581881)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna19-GlnTTG (3214598-3214674)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna35-GluTTC (1661373-1661298)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna16-GlyCCC (2251487-2251561)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna3-GlyGCC (581483-581558)  Gly (GCC) 76 bp  Sc: 89.05 



GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna4-GlyGCC (581618-581693)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna23-GlyTCC (2752206-2752133)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna7-HisGTG (1289565-1289640)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna30-IleGAT (1883609-1883533)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna2-IleGAT (556544-556620)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna4-IleGAT (888058-888134)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna42-LeuCAA (684998-684914)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna9-LeuCAG (1315394-1315480)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna10-LeuCAG (1317229-1317315)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna29-LeuGAG (1920437-1920353)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna9-LeuGAG (634270-634186)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna37-LeuTAG (1534984-1534898)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna47-LysCTT (144090-144015)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna12-LysTTT (2178985-2179060)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna32-MetCAT (1808633-1808557)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna8-MetCAT (1300504-1300580)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna1-MetCAT (329291-329366)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna46-MetCAT (285516-285440)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna1-PheGAA (161897-161972)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna17-ProCGG (2629066-2629142)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna6-ProGGG (1130046-1130122)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna41-ProTGG (830691-830615)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 



TCCTATCGCTCCGACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna28-SerCGA (2204645-2204555)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna33-SerGCT (1724813-1724720)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr2.trna6-SerGGA (1959399-1959310)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna15-SerTGA (2192475-2192562)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna2-ThrCGT (502561-502636)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna24-ThrGGT (2752108-2752034)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna21-ThrTGT (2790831-2790756)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna25-TrpCCA (2750721-2750646)  Trp (CCA) 76 bp  Sc: 83.72 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCAATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna22-TyrGTA (2752335-2752250)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna26-Undet??? (2676245-2676168)  Undet (???) 78 bp  Sc: 83.88 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTTGATAAGGCGGGGGTCGTTGGTTCGA 
ATCCAACCAGACCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna11-ValCAC (1847464-1847538)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna40-ValGAC (1140923-1140847)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_mallei_ATCC_23344_chr1.trna38-ValTAC (1515831-1515756)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna8-AlaCGC (1792627-1792702)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna24-AlaGGC (3261126-3261201)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna15-AlaTGC (2015959-2016034)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna44-AlaTGC (722210-722135)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna2-AlaTGC (2378-2453)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna7-AlaTGC (971332-971257)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna35-ArgACG (2687987-2687911)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna36-ArgACG (2687851-2687775)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna40-ArgCCG (1566936-1566861)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 



>Burkholderia_mallei_NCTC_10229_chrI.trna6-ArgCCT (1025723-1025797)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna9-ArgTCT (21686-21610)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna32-AsnGTT (2807820-2807745)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna33-AsnGTT (2807655-2807580)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna26-AspGTC (3261509-3261585)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna29-AspGTC (3408690-3408766)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna8-CysGCA (498347-498274)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna21-CysGCA (2854792-2854865)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna41-GlnTTG (1537081-1537005)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna25-GluTTC (3261352-3261427)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna38-GlyCCC (2619740-2619666)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna19-GlyGCC (2854467-2854542)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna20-GlyGCC (2854602-2854677)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna11-GlyTCC (1938445-1938518)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna2-HisGTG (397904-397979)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna14-IleGAT (2015848-2015924)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna43-IleGAT (722321-722245)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna1-IleGAT (2267-2343)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna6-IleGAT (971443-971367)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna31-LeuCAA (2957748-2957664)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna46-LeuCAG (148487-148401)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna47-LeuCAG (146652-146566)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna42-LeuGAG (759149-759065)  Leu (GAG) 85 bp  Sc: 63.68 



GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna3-LeuGAG (883372-883456)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna27-LeuTAG (3385992-3386078)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna39-LysCTT (2295827-2295752)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna34-LysTTT (2692437-2692362)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna22-MetCAT (3114058-3114134)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna3-MetCAT (408843-408919)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna4-MetCAT (1759580-1759655)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna17-MetCAT (2452226-2452302)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna16-PheGAA (2313626-2313701)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna7-ProCGG (1330322-1330398)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna1-ProGGG (204419-204495)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna4-ProTGG (584867-584943)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna18-SerCGA (2668236-2668326)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna23-SerGCT (3197893-3197986)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrII.trna5-SerGGA (1130627-1130538)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna37-SerTGA (2680394-2680307)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna5-ThrCGT (1014976-1015051)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna12-ThrGGT (1938543-1938617)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna9-ThrTGT (1854665-1854740)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna13-TrpCCA (1939930-1940005)  Trp (CCA) 76 bp  Sc: 83.72 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCAATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna10-TyrGTA (1938316-1938401)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna30-ValCAC (3076820-3076746)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 



CAGTACCGCCCACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna45-ValGAC (215296-215220)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_mallei_NCTC_10229_chrI.trna28-ValTAC (3405150-3405225)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna19-AlaCGC (3145702-3145777)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna35-AlaGGC (1357239-1357164)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna25-AlaTGC (3485039-3485114)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna4-AlaTGC (438764-438839)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna3-AlaTGC (858677-858752)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna8-AlaTGC (1829107-1829032)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna13-ArgACG (1933996-1934072)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna14-ArgACG (1934132-1934208)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna18-ArgCCG (3037044-3037119)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna46-ArgCCT (136484-136410)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna9-ArgTCT (877944-877868)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna10-AsnGTT (1810411-1810486)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna11-AsnGTT (1810576-1810651)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna37-AspGTC (1356856-1356780)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna40-AspGTC (1209548-1209472)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna4-CysGCA (1056874-1056947)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna32-CysGCA (1763574-1763501)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna27-GlnTTG (2890200-2890124)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna36-GluTTC (1357013-1356938)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna16-GlyCCC (2002218-2002292)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 



>Burkholderia_mallei_NCTC_10247_chrI.trna31-GlyGCC (1763764-1763689)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna21-GlyTCC (3407597-3407670)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna42-HisGTG (763190-763115)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna24-IleGAT (3484928-3485004)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna3-IleGAT (438653-438729)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna2-IleGAT (858566-858642)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna7-IleGAT (1829218-1829142)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna9-LeuCAA (1660642-1660726)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna6-LeuCAG (1012603-1012689)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna7-LeuCAG (1014440-1014526)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna2-LeuGAG (401825-401909)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna5-LeuGAG (1741147-1741231)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna38-LeuTAG (1232274-1232188)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna29-LysCTT (2304021-2303946)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna12-LysTTT (1926541-1926616)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna33-MetCAT (1504306-1504230)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna43-MetCAT (752251-752175)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna1-MetCAT (331664-331739)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna1-MetCAT (22870-22946)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna17-PheGAA (2321820-2321895)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna26-ProCGG (3223929-3223853)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna41-ProGGG (956683-956607)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna44-ProTGG (576255-576179)  Pro (TGG) 77 bp  Sc: 88.66 



CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna30-SerCGA (1953767-1953677)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna34-SerGCT (1420471-1420378)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrII.trna6-SerGGA (1988385-1988296)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna15-SerTGA (1941589-1941676)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna45-ThrCGT (147231-147156)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna22-ThrGGT (3407695-3407769)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna28-ThrTGT (2699834-2699759)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna23-TrpCCA (3409082-3409157)  Trp (CCA) 76 bp  Sc: 83.72 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCAATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna20-TyrGTA (3407468-3407553)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna8-ValCAC (1541544-1541618)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna5-ValGAC (945806-945882)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_mallei_NCTC_10247_chrI.trna39-ValTAC (1213104-1213029)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna48-AlaCGC (17917-17842)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna35-AlaGGC (2077695-2077620)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna2-AlaTGC (13911-13986)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna27-AlaTGC (3080596-3080521)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna8-AlaTGC (1148967-1149042)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_SAVP1_chrII.trna2-AlaTGC (2217-2292)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna44-ArgACG (824979-824903)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna45-ArgACG (824843-824767)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna21-ArgCCG (3257658-3257583)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna30-ArgCCT (2616257-2616183)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 



CTGTCGGGGGGACCA 
>Burkholderia_mallei_SAVP1_chrII.trna4-ArgTCT (1718391-1718467)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna16-AsnGTT (2492131-2492206)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna17-AsnGTT (2492296-2492371)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna37-AspGTC (2077312-2077236)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna40-AspGTC (1930057-1929981)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_mallei_SAVP1_chrII.trna7-CysGCA (207865-207792)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_SAVP1_chrI.trna32-CysGCA (2445273-2445200)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_mallei_SAVP1_chrI.trna3-GlnTTG (88130-88206)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna36-GluTTC (2077469-2077394)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna47-GlyCCC (758420-758346)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_mallei_SAVP1_chrI.trna31-GlyGCC (2445463-2445388)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_mallei_SAVP1_chrI.trna23-GlyTCC (3156523-3156450)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_mallei_SAVP1_chrI.trna10-HisGTG (1706215-1706290)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_mallei_SAVP1_chrI.trna1-IleGAT (13800-13876)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna26-IleGAT (3080707-3080631)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna7-IleGAT (1148856-1148932)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_SAVP1_chrII.trna1-IleGAT (2106-2182)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_SAVP1_chrII.trna6-IleGAT (641016-640940)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna15-LeuCAA (2355886-2355970)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna12-LeuCAG (1732039-1732125)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna13-LeuCAG (1735114-1735200)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna6-LeuGAG (1112028-1112112)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 



>Burkholderia_mallei_SAVP1_chrI.trna38-LeuTAG (1952797-1952711)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna19-LysCTT (2799285-2799360)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna43-LysTTT (827869-827794)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_mallei_SAVP1_chrI.trna11-MetCAT (1717154-1717230)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_SAVP1_chrI.trna33-MetCAT (2224736-2224660)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_mallei_SAVP1_chrII.trna3-MetCAT (1493506-1493581)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna29-MetCAT (2643160-2643084)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna28-PheGAA (2781478-2781403)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna4-ProCGG (439820-439896)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_mallei_SAVP1_chrI.trna9-ProGGG (1502790-1502866)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_mallei_SAVP1_chrI.trna42-ProTGG (1285470-1285394)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_mallei_SAVP1_chrI.trna5-SerCGA (805190-805280)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna34-SerGCT (2140893-2140800)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_mallei_SAVP1_chrII.trna5-SerGGA (801321-801232)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna46-SerTGA (817386-817299)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna18-ThrCGT (2605070-2605145)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna24-ThrGGT (3156425-3156351)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna20-ThrTGT (3220739-3220814)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna25-TrpCCA (3155038-3154963)  Trp (CCA) 76 bp  Sc: 83.72 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCAATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_mallei_SAVP1_chrI.trna22-TyrGTA (3156652-3156567)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna14-ValCAC (2263575-2263649)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_mallei_SAVP1_chrI.trna41-ValGAC (1514907-1514831)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_mallei_SAVP1_chrI.trna39-ValTAC (1933645-1933570)  Val (TAC) 76 bp  Sc: 93.03 



GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna18-AlaCGC (3806630-3806555)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna34-AlaGGC (2492968-2492893)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna20-AlaTGC (3733367-3733292)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna27-AlaTGC (3477760-3477685)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna4-AlaTGC (1307694-1307769)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrII.trna2-AlaTGC (486837-486912)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna11-ArgACG (2948047-2948123)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna12-ArgACG (2948184-2948260)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna17-ArgCCG (3889667-3889592)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna48-ArgCCT (1115269-1115195)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna5-ArgTCT (1499125-1499201)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna8-AsnGTT (2829904-2829979)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna9-AsnGTT (2830069-2830144)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna36-AspGTC (2492589-2492513)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna38-AspGTC (2492291-2492215)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna41-AspGTC (2329165-2329089)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrII.trna4-CysGCA (1305793-1305866)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna31-CysGCA (2782626-2782553)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna51-GlnTTG (555395-555319)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna35-GluTTC (2492742-2492667)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna37-GluTTC (2492448-2492373)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna14-GlyCCC (3014716-3014790)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 



CCATCGCCCGCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna29-GlyGCC (2782951-2782876)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna30-GlyGCC (2782816-2782741)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna22-GlyTCC (3728832-3728759)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna42-HisGTG (1800203-1800128)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna19-IleGAT (3733478-3733402)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna26-IleGAT (3477871-3477795)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna3-IleGAT (1307583-1307659)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1106a_chrII.trna1-IleGAT (486726-486802)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna49-LeuCAA (988316-988232)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna44-LeuCAG (1778032-1777946)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna45-LeuCAG (1777788-1777702)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna2-LeuGAG (1270752-1270836)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_1106a_chrII.trna7-LeuGAG (1022651-1022567)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna39-LeuTAG (2355594-2355508)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna52-LysCTT (142307-142232)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna15-LysTTT (3155243-3155318)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna32-MetCAT (2640240-2640164)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna43-MetCAT (1791813-1791737)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_1106a_chrII.trna6-MetCAT (2359398-2359323)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna50-MetCAT (794318-794242)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna1-PheGAA (160322-160397)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna16-ProCGG (3432190-3432266)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 



>Burkholderia_pseudomallei_1106a_chrI.trna46-ProGGG (1706654-1706578)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna47-ProTGG (1488962-1488886)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna28-SerCGA (2967802-2967712)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna33-SerGCT (2556443-2556350)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrII.trna3-SerGGA (518662-518751)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna13-SerTGA (2955641-2955728)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna10-ThrCGT (2934441-2934516)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna23-ThrGGT (3728734-3728660)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna25-ThrTGT (3621277-3621202)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna24-TrpCCA (3727347-3727272)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_pseudomallei_1106a_chrI.trna21-TyrGTA (3728961-3728876)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna7-ValCAC (2675968-2676042)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna6-ValGAC (1694012-1694088)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_1106a_chrII.trna5-ValGAC (2686873-2686797)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_1106a_chrI.trna40-ValTAC (2332850-2332775)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna51-AlaCGC (42648-42573)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna30-AlaGGC (2906873-2906798)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna23-AlaTGC (3885364-3885289)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna4-AlaTGC (1546387-1546462)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna53-AlaTGC (4140-4065)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrII.trna2-AlaTGC (2325612-2325687)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna11-ArgACG (3358365-3358441)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna12-ArgACG (3358502-3358578)  Arg (ACG) 77 bp  Sc: 87.10 



GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna50-ArgCCG (124350-124275)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna45-ArgCCT (1354074-1354000)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna5-ArgTCT (1835578-1835654)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna8-AsnGTT (3240254-3240329)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna9-AsnGTT (3240419-3240494)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna32-AspGTC (2906494-2906418)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna34-AspGTC (2906196-2906120)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna37-AspGTC (2742896-2742820)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrII.trna4-CysGCA (3145368-3145441)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna27-CysGCA (3192971-3192898)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna48-GlnTTG (766558-766482)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna31-GluTTC (2906647-2906572)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna33-GluTTC (2906353-2906278)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna14-GlyCCC (3424974-3425048)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna25-GlyGCC (3193296-3193221)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna26-GlyGCC (3193161-3193086)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna18-GlyTCC (4124695-4124622)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna38-HisGTG (2166788-2166713)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna22-IleGAT (3885475-3885399)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna3-IleGAT (1546276-1546352)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna52-IleGAT (4251-4175)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1710b_chrII.trna1-IleGAT (2325501-2325577)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 



TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna46-LeuCAA (1209469-1209385)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna40-LeuCAG (2144605-2144519)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna41-LeuCAG (2144361-2144275)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna2-LeuGAG (1509463-1509547)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_1710b_chrII.trna5-LeuGAG (2861983-2861899)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna35-LeuTAG (2769213-2769127)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna49-LysCTT (354119-354044)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna15-LysTTT (3563654-3563729)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna28-MetCAT (3052703-3052627)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna39-MetCAT (2158386-2158310)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_1710b_chrII.trna7-MetCAT (1089269-1089194)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna47-MetCAT (1017677-1017601)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna1-PheGAA (372025-372100)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna16-ProCGG (3841404-3841480)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna42-ProGGG (2071776-2071700)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna43-ProTGG (1825343-1825267)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna44-ProTGG (1764312-1764238)  Pro (TGG) 75 bp  Sc: 20.41 
CAAGGCTTACATAAATGTGCTAGCTGCTGATTTGGGATCAGAGGGTCGTAGGTTCGAATC 
CTATCGCTCCGACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna24-SerCGA (3378114-3378024)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna29-SerGCT (2970298-2970205)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrII.trna3-SerGGA (2357486-2357575)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna13-SerTGA (3365959-3366046)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna10-ThrCGT (3344756-3344831)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 



>Burkholderia_pseudomallei_1710b_chrI.trna19-ThrGGT (4124597-4124523)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna21-ThrTGT (4018326-4018251)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna20-TrpCCA (4123210-4123135)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_pseudomallei_1710b_chrI.trna17-TyrGTA (4124824-4124739)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna7-ValCAC (3088348-3088422)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna6-ValGAC (2059133-2059209)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_1710b_chrII.trna6-ValGAC (1416303-1416227)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_1710b_chrI.trna36-ValTAC (2746465-2746390)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna18-AlaCGC (3722177-3722102)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna34-AlaGGC (2447940-2447865)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna20-AlaTGC (3683638-3683563)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna27-AlaTGC (3476255-3476180)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna4-AlaTGC (1297262-1297337)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_668_chrII.trna2-AlaTGC (560084-560159)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna11-ArgACG (2900832-2900908)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna12-ArgACG (2900968-2901044)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna17-ArgCCG (3814265-3814190)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna48-ArgCCT (1104955-1104881)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_pseudomallei_668_chrI.trna5-ArgTCT (1476780-1476856)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_pseudomallei_668_chrI.trna8-AsnGTT (2780465-2780540)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_668_chrI.trna9-AsnGTT (2780630-2780705)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_668_chrI.trna41-AspGTC (2295600-2295524)  Asp (GTC) 77 bp  Sc: 90.54 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGGCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna36-AspGTC (2447561-2447485)  Asp (GTC) 77 bp  Sc: 95.34 



GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna38-AspGTC (2447263-2447187)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_668_chrII.trna4-CysGCA (1371358-1371431)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna31-CysGCA (2733197-2733124)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna51-GlnTTG (540639-540563)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_pseudomallei_668_chrI.trna35-GluTTC (2447714-2447639)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_668_chrI.trna37-GluTTC (2447420-2447345)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_668_chrI.trna14-GlyCCC (3000645-3000719)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna29-GlyGCC (2733522-2733447)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna30-GlyGCC (2733387-2733312)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna22-GlyTCC (3679095-3679022)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_pseudomallei_668_chrI.trna42-HisGTG (1794441-1794366)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_pseudomallei_668_chrI.trna19-IleGAT (3683749-3683673)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna26-IleGAT (3476366-3476290)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna3-IleGAT (1297151-1297227)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_668_chrII.trna1-IleGAT (559973-560049)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna49-LeuCAA (979220-979136)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna44-LeuCAG (1772301-1772215)  Leu (CAG) 87 bp  Sc: 70.94 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna45-LeuCAG (1772057-1771971)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna2-LeuGAG (1260303-1260387)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_668_chrII.trna7-LeuGAG (1094024-1093940)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna39-LeuTAG (2321899-2321813)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna52-LysCTT (135067-134992)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 



CACTCACGCCCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna15-LysTTT (3138934-3139009)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_pseudomallei_668_chrI.trna32-MetCAT (2593639-2593563)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_668_chrI.trna43-MetCAT (1786078-1786002)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_668_chrII.trna6-MetCAT (2436604-2436529)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna50-MetCAT (786276-786200)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna1-PheGAA (152929-153004)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna16-ProCGG (3414437-3414513)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_pseudomallei_668_chrI.trna46-ProGGG (1697754-1697678)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_pseudomallei_668_chrI.trna47-ProTGG (1466575-1466499)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_pseudomallei_668_chrI.trna28-SerCGA (2930601-2930511)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna33-SerGCT (2511295-2511202)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_pseudomallei_668_chrII.trna3-SerGGA (591973-592062)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna13-SerTGA (2908425-2908512)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_pseudomallei_668_chrI.trna10-ThrCGT (2887205-2887280)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna23-ThrGGT (3678997-3678923)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna25-ThrTGT (3574046-3573971)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_pseudomallei_668_chrI.trna24-TrpCCA (3677610-3677535)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_pseudomallei_668_chrI.trna21-TyrGTA (3679224-3679139)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna7-ValCAC (2629298-2629372)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_pseudomallei_668_chrI.trna6-ValGAC (1685116-1685192)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_668_chrII.trna5-ValGAC (2760092-2760016)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_668_chrI.trna40-ValTAC (2299192-2299117)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 



>Burkholderia_pseudomallei_K96243_chr1.trna25-AlaCGC (3888250-3888175)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna41-AlaGGC (2636964-2636889)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna27-AlaTGC (3834493-3834418)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna34-AlaTGC (3627182-3627107)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna4-AlaTGC (1433475-1433550)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr2.trna2-AlaTGC (487057-487132)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna17-ArgACG (3089651-3089727)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna18-ArgACG (3089788-3089864)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna23-ArgCCG (3975948-3975873)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna49-ArgCCT (1225859-1225785)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna5-ArgTCT (1614340-1614416)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna14-AsnGTT (2970119-2970194)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna15-AsnGTT (2970284-2970359)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna43-AspGTC (2636585-2636509)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna45-AspGTC (2636287-2636211)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna7-AspGTC (1640584-1640660)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr2.trna4-CysGCA (1324168-1324241)  Cys (GCA) 74 bp  Sc: 56.83 
GGCGCGGTAGCAAAGCGGTTATGCGGCGGCCTGCAAAGCCGCTCAGGTCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna38-CysGCA (2922849-2922776)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna52-GlnTTG (575204-575128)  Gln (TTG) 77 bp  Sc: 75.81 
AGGGGAGTCGCCAAGTTGGTTAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna42-GluTTC (2636738-2636663)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna44-GluTTC (2636444-2636369)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna20-GlyCCC (3166075-3166149)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna36-GlyGCC (2923174-2923099)  Gly (GCC) 76 bp  Sc: 89.05 



GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna37-GlyGCC (2923039-2922964)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna29-GlyTCC (3829969-3829896)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna8-HisGTG (2207918-2207993)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna26-IleGAT (3834604-3834528)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna3-IleGAT (1433364-1433440)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna33-IleGAT (3627293-3627217)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_K96243_chr2.trna1-IleGAT (486946-487022)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna50-LeuCAA (1112378-1112294)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna10-LeuCAG (2230084-2230170)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna11-LeuCAG (2230328-2230414)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna2-LeuGAG (1396551-1396635)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_K96243_chr2.trna7-LeuGAG (1040466-1040382)  Leu (GAG) 85 bp  Sc: 65.46 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCCGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna46-LeuTAG (2509522-2509436)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna53-LysCTT (127486-127411)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna21-LysTTT (3305048-3305123)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna39-MetCAT (2782762-2782686)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna9-MetCAT (2216305-2216381)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_pseudomallei_K96243_chr2.trna6-MetCAT (2406760-2406685)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna51-MetCAT (898688-898612)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna1-PheGAA (145379-145454)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna22-ProCGG (3583348-3583424)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna12-ProGGG (2304349-2304425)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 



TCCTCTCGCCCCGACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna48-ProTGG (1604119-1604043)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna24-SerCGA (3964396-3964326)  Ser (CGA) 71 bp  Sc: 26.60 
GCGCATGAAATGTATTCTCCACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATCCCAGC 
CGGGCGCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna35-SerCGA (3119202-3119112)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna40-SerGCT (2700279-2700186)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr2.trna3-SerGGA (518898-518987)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna19-SerTGA (3097245-3097332)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna16-ThrCGT (3076047-3076122)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna30-ThrGGT (3829871-3829797)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna32-ThrTGT (3724935-3724860)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna31-TrpCCA (3828484-3828409)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_pseudomallei_K96243_chr1.trna28-TyrGTA (3830098-3830013)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna13-ValCAC (2818426-2818500)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna47-ValGAC (2316995-2316919)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_K96243_chr2.trna5-ValGAC (2727288-2727212)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_pseudomallei_K96243_chr1.trna6-ValTAC (1637007-1637082)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna27-AlaCGC (3589586-3589511)  Ala (CGC) 76 bp  Sc: 82.76 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGTGGGTTCGATC 
CCCATTCGCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna11-AlaGGC (2252742-2252817)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna29-AlaTGC (3528507-3528432)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna36-AlaTGC (3331571-3331496)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna4-AlaTGC (1239295-1239370)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_thailandensis_E264_chrII.trna5-AlaTGC (2494075-2494000)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna43-ArgACG (1789572-1789496)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 



>Burkholderia_thailandensis_E264_chrI.trna44-ArgACG (1789434-1789358)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna25-ArgCCG (3723197-3723272)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna49-ArgCCT (1050809-1050735)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_thailandensis_E264_chrI.trna37-ArgTCT (3160913-3160837)  Arg (TCT) 77 bp  Sc: 86.86 
CCGCCCTTAGCTCAGTCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_thailandensis_E264_chrI.trna40-AsnGTT (1904379-1904304)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_thailandensis_E264_chrI.trna41-AsnGTT (1904214-1904139)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_thailandensis_E264_chrI.trna13-AspGTC (2253121-2253197)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna15-AspGTC (2253419-2253495)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna18-AspGTC (2401286-2401362)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna8-CysGCA (1951556-1951629)  Cys (GCA) 74 bp  Sc: 64.85 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTGTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_thailandensis_E264_chrI.trna51-GlnTTG (528458-528382)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_thailandensis_E264_chrI.trna12-GluTTC (2252968-2253043)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_thailandensis_E264_chrI.trna14-GluTTC (2253262-2253337)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_thailandensis_E264_chrI.trna46-GlyCCC (1712310-1712236)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_thailandensis_E264_chrI.trna6-GlyGCC (1951231-1951306)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_thailandensis_E264_chrI.trna7-GlyGCC (1951367-1951442)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_thailandensis_E264_chrI.trna31-GlyTCC (3522667-3522594)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_thailandensis_E264_chrI.trna19-HisGTG (2853227-2853302)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_thailandensis_E264_chrI.trna28-IleGAT (3528619-3528543)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna3-IleGAT (1239183-1239259)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna35-IleGAT (3331683-3331607)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_thailandensis_E264_chrII.trna4-IleGAT (2494187-2494111)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna21-LeuCAG (2874800-2874886)  Leu (CAG) 87 bp  Sc: 69.58 



GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna22-LeuCAG (2875043-2875129)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna2-LeuGAG (1203385-1203469)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_thailandensis_E264_chrII.trna3-LeuGAG (1890921-1891005)  Leu (GAG) 85 bp  Sc: 65.83 
GCCCAGGTGGCGAAATTGGTAGACGCACTATCTTGAGGGGGTAGCGCCGAAAGGCATGCG 
GGTTCAAATCCCGCCCTGGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna16-LeuTAG (2377289-2377375)  Leu (TAG) 87 bp  Sc: 77.10 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGCGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna52-LysCTT (148958-148883)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna47-LysTTT (1548841-1548766)  Lys (TTT) 76 bp  Sc: 92.38 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGGCCTACCA 
>Burkholderia_thailandensis_E264_chrI.trna20-MetCAT (2861343-2861419)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_thailandensis_E264_chrI.trna9-MetCAT (2094975-2095051)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_thailandensis_E264_chrII.trna2-MetCAT (728371-728446)  Met (CAT) 76 bp  Sc: 86.24 
GGGCCTGTAGCTCAGGGGTTAGAGCAGTCGACTCATAATCGATTGGTCGCGGGTTCGAAA 
CCCGCCGGGCCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna50-MetCAT (736210-736134)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna1-PheGAA (166794-166869)  Phe (GAA) 76 bp  Sc: 87.37 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGATT 
CCGCCCCAGGCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna48-ProCGG (1285390-1285314)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_thailandensis_E264_chrI.trna23-ProGGG (2944210-2944286)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_thailandensis_E264_chrI.trna24-ProTGG (3170966-3171042)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_thailandensis_E264_chrI.trna26-SerCGA (3733736-3733809)  Ser (CGA) 74 bp  Sc: 27.36 
GCAGCGTGTGATGAGTGCGGCTATCTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATCCC 
AGCCGGGCGCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna5-SerCGA (1768364-1768454)  Ser (CGA) 91 bp  Sc: 69.83 
GGAAAGGTGGCAGAGAGGTCGAATGCGCCGGACTCGAAATCCGGTATACGGTTATACCGT 
ATCGTGGGTTCGAATCCCACCCTTTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna10-SerGCT (2193139-2193232)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_thailandensis_E264_chrII.trna6-SerGGA (2462084-2461995)  Ser (GGA) 90 bp  Sc: 75.69 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTGAAAGCCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna45-SerTGA (1781989-1781902)  Ser (TGA) 88 bp  Sc: 78.34 
GGAAGCGTGGCCGAGTGGTTTAAGGCACTGGTCTTGAAAACCAGCGACGGGCAACCGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_thailandensis_E264_chrI.trna42-ThrCGT (1801468-1801393)  Thr (CGT) 76 bp  Sc: 88.22 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGAAGTTCGAGT 
CTTCTCTCCGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna32-ThrGGT (3522578-3522504)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna34-ThrTGT (3417640-3417565)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 



CCTGCAGCCGGCACCA 
>Burkholderia_thailandensis_E264_chrI.trna33-TrpCCA (3521191-3521116)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_thailandensis_E264_chrI.trna30-TyrGTA (3522796-3522711)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna39-ValCAC (2057654-2057580)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_thailandensis_E264_chrI.trna38-ValGAC (2959199-2959123)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_thailandensis_E264_chrII.trna1-ValGAC (412742-412818)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_thailandensis_E264_chrI.trna17-ValTAC (2397867-2397942)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna3-AlaCGC (278838-278913)  Ala (CGC) 76 bp  Sc: 84.28 
GGGGCGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCGCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna37-AlaGGC (2142586-2142511)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna12-AlaTGC (567696-567771)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna33-AlaTGC (2560076-2560001)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna5-AlaTGC (348572-348647)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr2.trna4-AlaTGC (270010-269935)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr3.trna2-AlaTGC (54939-55014)  Ala (TGC) 76 bp  Sc: 90.89 
GGGGGCATAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCTGCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna55-ArgACG (1000032-999956)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna56-ArgACG (999890-999814)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna57-ArgACG (999752-999676)  Arg (ACG) 77 bp  Sc: 87.10 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna2-ArgCCG (180785-180860)  Arg (CCG) 76 bp  Sc: 82.41 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna24-ArgCCT (2721372-2721446)  Arg (CCT) 75 bp  Sc: 72.32 
CTCCCCGTAGTTCAATGGATAGAACAAGCGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCGGGGGGACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna18-ArgTCT (1384681-1384757)  Arg (TCT) 77 bp  Sc: 88.96 
CCGCCCTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTAGGGCGGGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna52-AsnGTT (1103773-1103698)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna53-AsnGTT (1103623-1103548)  Asn (GTT) 76 bp  Sc: 85.87 
TCCCCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna39-AspGTC (2142216-2142140)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 



>Burkholderia_vietnamiensis_G4_chr1.trna43-AspGTC (2141630-2141554)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna46-AspGTC (2018461-2018385)  Asp (GTC) 77 bp  Sc: 95.34 
GGAGCGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna41-AspGTC (2141921-2141845)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna17-CysGCA (1150312-1150385)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna28-GlnTTG (3220371-3220447)  Gln (TTG) 77 bp  Sc: 73.12 
AGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATGCGAGGGTTCGAG 
TCCTTCCTCCCCTGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna38-GluTTC (2142373-2142298)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna40-GluTTC (2142076-2142001)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna42-GluTTC (2141779-2141704)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna59-GlyCCC (932259-932185)  Gly (CCC) 75 bp  Sc: 61.13 
GCGGGCGTCGTATAATGGCCATTACCTCAGCTTCCCAAGCTGATGACGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna14-GlyGCC (1149882-1149957)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna15-GlyGCC (1150009-1150084)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna16-GlyGCC (1150136-1150211)  Gly (GCC) 76 bp  Sc: 89.05 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGA 
CTCGTCTCCCGCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna7-GlyTCC (354930-355003)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna21-HisGTG (1650361-1650436)  His (GTG) 76 bp  Sc: 80.89 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGT 
CCCATCAGCCACCCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna11-IleGAT (567530-567606)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna32-IleGAT (2560191-2560115)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna4-IleGAT (348457-348533)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_vietnamiensis_G4_chr2.trna3-IleGAT (270125-270049)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_vietnamiensis_G4_chr3.trna1-IleGAT (54824-54900)  Ile (GAT) 77 bp  Sc: 93.29 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAA 
TCCAACCAGACCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna26-LeuCAA (2835978-2836062)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna48-LeuCAG (1629326-1629240)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna49-LeuCAG (1629013-1628927)  Leu (CAG) 87 bp  Sc: 72.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna50-LeuCAG (1628667-1628581)  Leu (CAG) 87 bp  Sc: 72.78 



GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACATCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna31-LeuGAG (2592613-2592529)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_vietnamiensis_G4_chr2.trna1-LeuGAG (49820-49904)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna44-LeuTAG (2029059-2028973)  Leu (TAG) 87 bp  Sc: 75.32 
GCGTGAGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTG 
CCGGTTCGAGTCCGGCCTCACGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna29-LysCTT (3633883-3633958)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna60-LysTTT (808486-808411)  Lys (TTT) 76 bp  Sc: 88.00 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCGCGTGTTCGAGT 
CACGCACGGCCTACCA 
>Burkholderia_vietnamiensis_G4_chr2.trna2-MetCAT (1078641-1078719)  Met (CAT) 79 bp  Sc: 71.40 
GGGCCCCTAGCTCATGCTTGGTTAGAGCAGCGAACTCATAATTCGTTGGTGCCGGGTTCG 
ACTCCCGGGGGGCCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna25-MetCAT (2737268-2737344)  Met (CAT) 77 bp  Sc: 85.17 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna34-MetCAT (2487403-2487327)  Met (CAT) 77 bp  Sc: 85.17 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna35-MetCAT (2468229-2468153)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna47-MetCAT (1642134-1642058)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna27-MetCAT (3062423-3062499)  Met (CAT) 77 bp  Sc: 88.36 
GGCGAATTAGCTCAGTCGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna30-PheGAA (3616458-3616383)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna61-ProCGG (612925-612849)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna20-ProGGG (1558082-1558158)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna51-ProTGG (1375458-1375382)  Pro (TGG) 77 bp  Sc: 88.66 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGTAGGTTCGAA 
TCCTATCGCTCCGACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna13-SerCGA (977698-977788)  Ser (CGA) 91 bp  Sc: 71.72 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACGGTTTCCCCGT 
ACCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna36-SerGCT (2160668-2160575)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna23-SerGGA (2517095-2517185)  Ser (GGA) 91 bp  Sc: 70.94 
GGAGAGATGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATCGCCT 
ATCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna58-SerTGA (992335-992248)  Ser (TGA) 88 bp  Sc: 77.46 
GGAAGCGTGGCCGAGCGGTTTAAGGCACCGGTCTTGAAAACCGGCGACGGGAAACTGTCC 
GTGAGTTCGAATCTCACCGCTTCCGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna54-ThrCGT (1012429-1012354)  Thr (CGT) 76 bp  Sc: 87.03 
GCCGGTGTAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGTAGGTTCGACT 
CCTATCTCCGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna8-ThrGGT (355028-355102)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna10-ThrTGT (456561-456636)  Thr (TGT) 76 bp  Sc: 81.30 
GCCGGCTTAGCTCATCTGGTAGAGCAGTTGATTTGTAATCATCAGGTGGCGGGTTCGAGT 



CCTGCAGCCGGCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna9-TrpCCA (356418-356493)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_vietnamiensis_G4_chr1.trna6-TyrGTA (354801-354886)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna22-ValCAC (2486762-2486836)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna19-ValGAC (1546428-1546504)  Val (GAC) 77 bp  Sc: 90.22 
AGGCTCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGAGCCTACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna1-ValGAC (37863-37939)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_vietnamiensis_G4_chr1.trna45-ValTAC (2018560-2018485)  Val (TAC) 76 bp  Sc: 94.99 
GGGTGCTTAGCTCAGCTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGGGTTCGAAC 
CCCTCAGCACCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna2-AlaCGC (178219-178294)  Ala (CGC) 76 bp  Sc: 80.39 
GGGGGGGTAGCTCAGCTGGGAGAGCGTCGCGTTCGCAATGCGAAGGTCGGGAGTTCGATC 
CTCCTCCTCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna45-AlaGGC (3095208-3095133)  Ala (GGC) 76 bp  Sc: 86.46 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna28-AlaTGC (4539313-4539238)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna35-AlaTGC (4365282-4365207)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna6-AlaTGC (1427312-1427387)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna2-AlaTGC (541271-541346)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna5-AlaTGC (1302436-1302511)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna7-AlaTGC (1557851-1557926)  Ala (TGC) 76 bp  Sc: 90.93 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCGTCGGTTCGATC 
CCGTCATCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna19-ArgACG (3884542-3884618)  Arg (ACG) 77 bp  Sc: 88.62 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna20-ArgACG (3884697-3884773)  Arg (ACG) 77 bp  Sc: 88.62 
GCGGCTGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGTGGGTTCGAA 
TCCTGCCAGCCGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna26-ArgCCG (4773504-4773429)  Arg (CCG) 76 bp  Sc: 83.93 
GCGCCCGTAGCTCAATGGATAGAGTACTGCCCTCCGAAGGCAGGGGTTGCTGGTTCGATC 
CCAGCCGGGCGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna54-ArgCCT (1238815-1238741)  Arg (CCT) 75 bp  Sc: 66.71 
CTCCCTGTAGTTCAATGGATAGAACAAGTGCCTCCTAAGCGCTAGATACAGGTTCGATTC 
CTGTCAGGGGGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna39-ArgTCT (3492310-3492237)  Arg (TCT) 74 bp  Sc: 82.01 
ACGGCAGTAGCTCAGCTGGATAGAGCATCGGCCTTCTAAGCCGAGGGTGGGGGGTTCGAG 
TCCCTCCTGCCGTA 
>Burkholderia_xenovorans_LB400_chr1.trna16-AsnGTT (3730447-3730522)  Asn (GTT) 76 bp  Sc: 84.40 
TCCTCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGAGGAGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna17-AsnGTT (3730600-3730675)  Asn (GTT) 76 bp  Sc: 84.40 
TCCTCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGAGGAGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna12-AspGTC (2378960-2379036)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 



>Burkholderia_xenovorans_LB400_chr1.trna47-AspGTC (3094788-3094712)  Asp (GTC) 77 bp  Sc: 92.46 
GGAGTGGTAGTTCAGTCGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna49-AspGTC (3094482-3094406)  Asp (GTC) 77 bp  Sc: 97.44 
GGAGCGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna38-CysGCA (3559176-3559103)  Cys (GCA) 74 bp  Sc: 64.58 
GGCGCGATAGCAAAGCGGTTATGCAGCGGCCTGCAAAGCCGTTTAGGCCGGTTCGACTCC 
GGCTCGCGCCTCCA 
>Burkholderia_xenovorans_LB400_chr1.trna56-GlnTTG (364293-364217)  Gln (TTG) 77 bp  Sc: 76.28 
AGGGGAGTCGCCAAGCTGGTTAAGGCACCGGATTTTGATTCCGGCATGCAAAGGTTCGAA 
TCCTTTCTCCCCTGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna46-GluTTC (3094967-3094892)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna48-GluTTC (3094650-3094575)  Glu (TTC) 76 bp  Sc: 60.10 
GTCCCCTTCGTCTAGAGGCCTAGGACATCACCCTTTCACGGTGAGTACAGGGGTTCGAAT 
CCCCTAGGGGACGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna22-GlyCCC (3913262-3913335)  Gly (CCC) 74 bp  Sc: 65.01 
GCGGGCGTCGTATAATGGTAATACCCTAGCTTCCCAAGCTAGAGCCGTGGGTTCGATTCC 
CATCGCCCGCTCCA 
>Burkholderia_xenovorans_LB400_chr1.trna36-GlyGCC (3682328-3682253)  Gly (GCC) 76 bp  Sc: 93.38 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGC 
CTCGTCTCCCGCTCCA 
>Burkholderia_xenovorans_LB400_chr1.trna37-GlyGCC (3559357-3559282)  Gly (GCC) 76 bp  Sc: 93.38 
GCGGGAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAGC 
CTCGTCTCCCGCTCCA 
>Burkholderia_xenovorans_LB400_chr1.trna30-GlyTCC (4535487-4535414)  Gly (TCC) 74 bp  Sc: 82.17 
GCGGGTGTAGCTCAATGGTAGAGCAGAAGCCTTCCAAGCTTACGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Burkholderia_xenovorans_LB400_chr1.trna50-HisGTG (2180275-2180200)  His (GTG) 76 bp  Sc: 78.52 
GTGGCTGTAGCTCAGTTGGTAGAGTCCAGGATTGTGATTCCtgttgtCGTGGGTTCGAGC 
CCCATCAGCCACCCCA 
>Burkholderia_xenovorans_LB400_chr1.trna27-IleGAT (4539471-4539395)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna34-IleGAT (4365440-4365364)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna5-IleGAT (1427154-1427230)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna1-IleGAT (541113-541189)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna4-IleGAT (1302278-1302354)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr2.trna6-IleGAT (1557693-1557769)  Ile (GAT) 77 bp  Sc: 92.77 
GGGTCTGTAGCTCAGCCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGATGGTTCGAA 
TCCATCCAGACCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna23-LeuCAA (3932680-3932764)  Leu (CAA) 85 bp  Sc: 75.09 
GCCCAGGTGGTGAAATTGGTAGACGCAGGGGACTCAAAATCCCCCGCCGCAAGGCGTGCC 
GGTTCGATTCCGGCCCTGGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna52-LeuCAG (2120477-2120391)  Leu (CAG) 87 bp  Sc: 69.58 
GCCCAGGTGGCGAAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACTGTG 
GAGGTTCGAGTCCTCTCTTGGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna53-LeuCAG (2120149-2120063)  Leu (CAG) 87 bp  Sc: 76.78 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGGTTCAGGTCCTAGCGGTGGCAACACCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna4-LeuGAG (1382094-1382178)  Leu (GAG) 85 bp  Sc: 63.68 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGAAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna42-LeuTAA (3295059-3294975)  Leu (TAA) 85 bp  Sc: 73.47 
GCCGGGGTGATGAAATTGGTAAACATAGCGGACTTAAAATCCGCCGCTTCACAGCTTGCC 
GGTTCAAGTCCGGTCCCCGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna10-LeuTAG (2367210-2367296)  Leu (TAG) 87 bp  Sc: 73.67 



GCGAGGGTGGCGAAATTGGTAGACGCACCAGGTTTAGGTCCTGACGCCCGCAAGGGTGTA 
GGGGTTCGAGTCCCCTCCCTCGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna57-LysCTT (50937-50862)  Lys (CTT) 76 bp  Sc: 94.68 
GGGGCGTTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGAGTGTTCGAGT 
CACTCACGCCCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna55-LysTTT (606663-606588)  Lys (TTT) 76 bp  Sc: 89.16 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACAGGTTCGAAT 
CCCGTACGGCCTACCA 
>Burkholderia_xenovorans_LB400_chr1.trna8-LysTTT (2069262-2069334)  Lys (TTT) 73 bp  Sc: 90.63 
GGGTCGTTAGCTCAGTTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCACTGGTTCGAAT 
CCAGTACGACCCA 
>Burkholderia_xenovorans_LB400_chr1.trna43-MetCAT (3228269-3228193)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_xenovorans_LB400_chr1.trna51-MetCAT (2166928-2166852)  Met (CAT) 77 bp  Sc: 86.01 
CGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCAACCA 
>Burkholderia_xenovorans_LB400_chr1.trna24-MetCAT (4147251-4147327)  Met (CAT) 77 bp  Sc: 90.46 
GGCGAATTAGCTCAGTTGGTTAGAGCGACGGAATCATAATCCGCAGGTCCGGGGTTCGAG 
TCCCTGATTCGCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna1-PheGAA (71102-71177)  Phe (GAA) 76 bp  Sc: 86.97 
GGCCCGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGATGGTTCGATT 
CCGTCCCAGGCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna25-ProCGG (4320544-4320620)  Pro (CGG) 77 bp  Sc: 81.43 
CGGGGTGTAGCTTAGCCTGGTAGAGCGCTACGTTCGGGACGTAGAGGCCGGAGGTTCGAA 
TCCTCTCACCCCGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna41-ProGGG (3394629-3394553)  Pro (GGG) 77 bp  Sc: 81.38 
CGGGGCGTAGCGCAGCCTGGTAGCGTACCTGCATGGGGTGCAGGTGGTCGGAGGTTCAAA 
TCCTCTCGCCCCGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna9-ProTGG (2212587-2212659)  Pro (TGG) 73 bp  Sc: 26.88 
CGGAGCGCGATTCATGATGATCGGTTGTTTTGGGATCAGAGGGTCGAAGGTTCGAATCCT 
TTCGCTCCGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna13-ProTGG (3501367-3501443)  Pro (TGG) 77 bp  Sc: 89.00 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGATTTGGGATCAGAGGGTCGAAGGTTCGAA 
TCCTTTCGCTCCGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna14-ProTGG (3508757-3508828)  Pro (TGG) 72 bp  Sc: 30.55 
CGAGGTGTCGGGAAGCTCAATAACTGATTTGGGATCAGAGGGTCGAAGGTTCGAATCCTT 
TCGCTCCGACCA 
>Burkholderia_xenovorans_LB400_chr1.trna3-SerCGA (1138430-1138519)  Ser (CGA) 90 bp  Sc: 69.08 
GGAAAGGTGGCAGAGTGGTCGAATGCGCTGGACTCGAAATCCAGTGTACCTTTAGGGGTA 
CCGTGAGTTCGAATCTCACCCTTTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna44-SerGCT (3108739-3108646)  Ser (GCT) 94 bp  Sc: 69.97 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATCTGGGCCAAAACC 
TGGATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna7-SerGGA (1498715-1498805)  Ser (GGA) 91 bp  Sc: 68.94 
GGAGAGATGGATGAGCGGTTTAAGTCGCACGCCTGGAAAGCGTGTATAGGTTAATAGCCT 
ATCCGGGGTTCGAATCCCCGTCTCTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna21-SerTGA (3892724-3892813)  Ser (TGA) 90 bp  Sc: 76.59 
GGAGGTGTGGCCGAGTGGTTTAAGGCACCGGTCTTGAAAACCGGCGAAGGAGCAATCTTT 
CCGTGAGTTCGAATCTCACCGCCTCCGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna18-ThrCGT (3874543-3874618)  Thr (CGT) 76 bp  Sc: 86.97 
GCCGGAATAGCTCAGACGGTAGAGCAGCGCATTCGTAATGCGAAGGTCGGGGGTTCGATT 
CCTCTTTCCGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna31-ThrGGT (4535397-4535323)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna33-ThrTGT (4423205-4423130)  Thr (TGT) 76 bp  Sc: 81.06 
GCCGGCTTAGCTCATCAGGTAGAGCGCTTGACTTGTAATCATGAGGTGGCGGGTTCGAGT 
CCTGCAGCCGGCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna32-TrpCCA (4534004-4533929)  Trp (CCA) 76 bp  Sc: 84.85 
AGGGGTATAGCTCAACTGGCAGAGCGTCGGTCTCCAAAACCGAAGGTTGGGGGTTCGATT 
CCCTCTGCCCCTGCCA 
>Burkholderia_xenovorans_LB400_chr1.trna29-TyrGTA (4535615-4535530)  Tyr (GTA) 86 bp  Sc: 66.50 
GGAGGGGTGCCCGAGTGGCTAAAGGGGGCAGACTGTAAATCTGTTGGCTTACGCCTACGT 
TGGTTCGAATCCAACCTCCTCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna15-ValCAC (3540795-3540869)  Val (CAC) 75 bp  Sc: 85.83 
GGGTGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 



CAGTACTACCCACCA 
>Burkholderia_xenovorans_LB400_chr1.trna40-ValGAC (3403052-3402976)  Val (GAC) 77 bp  Sc: 90.22 
AGGCTCGTAGCTCAGCTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATCGAGCCTACCA 
>Burkholderia_xenovorans_LB400_chr2.trna3-ValGAC (554750-554826)  Val (GAC) 77 bp  Sc: 91.08 
AGGCTCGTAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAA 
TCCAATCGAGCCTACCA 
>Burkholderia_xenovorans_LB400_chr1.trna11-ValTAC (2378837-2378912)  Val (TAC) 76 bp  Sc: 93.03 
GGGTGCTTAGCTCAGTTGGTAGAGCGGCGCCCTTACAAGGCGTAGGTCGGGAGTTCGAGC 
CTCTCAGCACCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna1-AlaTGC (285859-285934)  Ala (TGC) 76 bp  Sc: 97.84 
GGGGATGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTCATCTCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna29-AlaTGC (2378529-2378454)  Ala (TGC) 76 bp  Sc: 97.84 
GGGGATGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTCATCTCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna21-ArgACG (2884554-2884630)  Arg (ACG) 77 bp  Sc: 85.25 
GCGCCCATAGCTCAATTGGATAGAGCATCAGACTACGGATCTGAGGGTTGGGGGTTCGAG 
TCCTCCTGGGCGCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna42-ArgCCT (1617941-1617865)  Arg (CCT) 77 bp  Sc: 83.91 
GCGCCCGTAGCTCAGCAGGATAGAGCAATGGTTTCCTAAACCATGTGCCGGAGGTTCGAG 
TCCTCTCGGGCGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna44-ArgTCG (1143797-1143722)  Arg (TCG) 76 bp  Sc: 83.33 
GCGCCCGTAGCTCAGAGGATAGAGCGTAGGACTTCGAATCCTGTGGTCGGGGGTTCGAGT 
CCCCCCGGGCGTGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna8-ArgTCT (605848-605924)  Arg (TCT) 77 bp  Sc: 90.40 
GCGCCCATAGCTCAGCTGGATAGAGCAACGGACTTCTAATCCGTTGGCCGGGGGTTCGAA 
TCCTCCTGGGCGCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna23-AsnGTT (2876718-2876644)  Asn (GTT) 75 bp  Sc: 85.92 
TCCTCGGTAGCTCAGCGGTGGAGCATCCGGCTGTTAACCGGAGGGTCGTAGGTTCGAATC 
CTACCCGGGGAGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna11-AspGTC (1020512-1020588)  Asp (GTC) 77 bp  Sc: 94.23 
GGCCCAGTAGCTCAGTCGGTTAGAGCGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCAAG 
TCCCTTCTGGGTCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna14-CysGCA (1020792-1020866)  Cys (GCA) 75 bp  Sc: 75.30 
GGCGCCATAGCCAAGCGGTAAGGCAAGGGTCTGCAAAATCCTGATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna27-GlnCTG (2390246-2390173)  Gln (CTG) 74 bp  Sc: 67.06 
TGCGGGATGGTGTAATGGTAGCACAGGTGACTCTGGATCACCTTGTCTAGGTTCGAGTCC 
TAGTCCCGCAGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna16-GlnTTG (1400565-1400640)  Gln (TTG) 76 bp  Sc: 70.79 
TGGGGTGTCGCCAAGCGGTAAGGCACAGGACTTTGACTCCTGCATTCCGGTGGTTCGAAT 
CCACCCACCCCAGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna28-GluCTC (2390168-2390093)  Glu (CTC) 76 bp  Sc: 66.66 
GGCCCTATCGTCTAGAGGCCTAGGACACCGCCCTCTCACGGCGGAGACAGGGGTTCGAAT 
CCCCTTAGGGCTACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna26-GluTTC (2742649-2742575)  Glu (TTC) 75 bp  Sc: 78.95 
GGCCCCGTGGTCAAGTGGTTAAGACACAGGCCTTTCACGCCTGTAACAGGGGTTCGAATC 
CCCTCGGGGTCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna38-GluTTC (2323939-2323865)  Glu (TTC) 75 bp  Sc: 78.95 
GGCCCCGTGGTCAAGTGGTTAAGACACAGGCCTTTCACGCCTGTAACAGGGGTTCGAATC 
CCCTCGGGGTCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna32-GlyCCC (2350859-2350786)  Gly (CCC) 74 bp  Sc: 86.50 
GCGGGTGTAGTTCAATGGTAGAACACCAGCTTCCCAAGCTGGTAGCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna13-GlyGCC (1020694-1020769)  Gly (GCC) 76 bp  Sc: 91.60 
GCGGGAATAGCTCAGGTGGTAGAGCGCTACCTTGCCAAGGTAGATGTCGCGGGTTCGAGT 
CCCGTTTCCCGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna18-GlyTCC (1813559-1813632)  Gly (TCC) 74 bp  Sc: 88.11 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGTAGCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna15-HisGTG (1400474-1400550)  His (GTG) 77 bp  Sc: 89.65 
GTGGATATAGCTCAGTTGGTTAGAGCGCCAGGTTGTGGCCCTGGAGGTCATGGGTTCGAG 
TCCCATTATCCACCCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna2-IleGAT (285944-286020)  Ile (GAT) 77 bp  Sc: 94.29 
GGGCTTATAGCTCAGGTGGTTAGAGCGTACGCCTGATAAGCGTAAGGTCGGTGGTTCGAG 
TCCACCTAAGCCCACCA 



>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna30-IleGAT (2378447-2378371)  Ile (GAT) 77 bp  Sc: 94.29 
GGGCTTATAGCTCAGGTGGTTAGAGCGTACGCCTGATAAGCGTAAGGTCGGTGGTTCGAG 
TCCACCTAAGCCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna3-LeuCAA (517256-517343)  Leu (CAA) 88 bp  Sc: 72.53 
GCCGAAGTGGTGGAACTGGCAGACGCGCTGGACTCAAAATCCAGTGGCCGCTGAGGCCGT 
GCGGGTTCGACTCCCGCCTTCGGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna39-LeuCAG (2318743-2318657)  Leu (CAG) 87 bp  Sc: 72.00 
GCGGATGTGGCGGAACTGGCAGACGCGCAAGACTCAGGATCTTGTGGGGCTCTCCCCATG 
GGGGTTCAAATCCCCCCATCCGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna20-LeuGAG (2884397-2884484)  Leu (GAG) 88 bp  Sc: 60.61 
GCCGAGATGGTGGAATTGGCAGACACGCTACTTTGAGGGGGTAGTGGGCGTTATGCCCGT 
GCGAGTTCGAGTCTCGCTCTCGGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna35-LeuTAA (2324236-2324147)  Leu (TAA) 90 bp  Sc: 74.71 
GCCGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGGGACCTGAATAAGGTC 
GTACCGGTTCAAGTCCGGTTTCCGGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna34-LeuTAG (2324377-2324293)  Leu (TAG) 85 bp  Sc: 77.00 
GCGGGTATGGCGGAATTGGCAGACGCGCTAGACTTAGGATCTAGTGGCAACAGCCGTGGG 
GGTTCAAGTCCCTCTACCCGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna7-LysCTT (605764-605839)  Lys (CTT) 76 bp  Sc: 95.64 
GCGCCATTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCTGGGGTTCGAGT 
CCCTAATGGCGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna17-LysTTT (1405841-1405916)  Lys (TTT) 76 bp  Sc: 85.02 
GGGCCATTAGCTCAGTAGGCAGAGCACCAGCCTTTTAAGCTGGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna25-LysTTT (2742748-2742673)  Lys (TTT) 76 bp  Sc: 85.02 
GGGCCATTAGCTCAGTAGGCAGAGCACCAGCCTTTTAAGCTGGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna24-MetCAT (2876634-2876559)  Met (CAT) 76 bp  Sc: 90.70 
GGGCCTTTAGCTCAGCTGGTAGAGCGGCCGGCTCATAACCGGTTGGTCTGGGGTTCGAAT 
CCCTAAGGGCCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna36-MetCAT (2324141-2324066)  Met (CAT) 76 bp  Sc: 91.01 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGGAGGTTCAAAT 
CCTCCCCCCGCAACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna37-MetCAT (2324045-2323969)  Met (CAT) 77 bp  Sc: 92.07 
GGCGGCGTAGCTCAGTTGGCTAGAGCATGCGGTTCATACCCGCAGTGTCAGCGGTTCGAA 
TCCGTTCGCCGCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna12-PheGAA (1020600-1020675)  Phe (GAA) 76 bp  Sc: 90.94 
GCCTCGGTAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGTGGTTCGATT 
CCGCCCCGAGGCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna45-ProCGG (1013667-1013590)  Pro (CGG) 78 bp  Sc: 93.10 
CGGGATGTGGCTCAGTTTGGCTAGAGCGCCTGGTTCGGGACCAGGAGGTCGCAGGTTCAA 
GTCCTGTCATCCCGACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna41-ProGGG (1891325-1891247)  Pro (GGG) 79 bp  Sc: 86.76 
CGGGGCGTAGCTCAGTTTGGTTAGAGCGCTAGCTTGGGGTGCTAGAGGTTCGCTGGTTCA 
AGTCCAGTCGCCCCGACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna4-ProTGG (605388-605464)  Pro (TGG) 77 bp  Sc: 86.25 
CGGGGTGTAGCTCAGCTTGGTAGAGCACGTGGTTTGGGACCATGGGGCCGGAGGTTCAAG 
TCCTCTCACCCCGACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna43-SerCGA (1389269-1389177)  Ser (CGA) 93 bp  Sc: 76.17 
GGAGAGATGGCCGAGTGGTCGAAGGCACGCGACTCGAAATCGCGCGTACCGCCAAAAGCG 
GTACCGTGGGTTCGAATCCCACTCTCTCCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna9-SerGCT (861334-861425)  Ser (GCT) 92 bp  Sc: 77.25 
GGAGAAGTACTCAAGTGGTGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGTAAAACCG 
GCGCGAGGGTTCGAGTCCCTCCTTCTCCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna46-SerGGA (330824-330732)  Ser (GGA) 93 bp  Sc: 74.60 
GGAGAGATGGCCGAGTGGTCGAAGGCGCACGACTGGAAATCGTGTGTACCCCCAAAAGGG 
GTACCGTGGGTTCAAATCCCACTCTCTCCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna31-SerTGA (2353899-2353809)  Ser (TGA) 91 bp  Sc: 76.00 
GGAAGGGTGTCCGAGTGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACCCGCTTACGCGG 
GCCGTGGGTTCGAATCCCACCCCTTCCGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna19-ThrCGT (2241920-2241994)  Thr (CGT) 75 bp  Sc: 91.34 
GCTCCATTAGCTCAGTGGTAGAGCAGTCGATTCGTAATCGACTGGTCGGGGGTTCGAATC 
CCCCATGGAGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna33-ThrGGT (2350736-2350660)  Thr (GGT) 77 bp  Sc: 87.20 
GCCCACGTAGCTCAGTAGGTCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCGAT 
TCCGGTCGTGGGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna6-ThrTGT (605662-605737)  Thr (TGT) 76 bp  Sc: 87.14 



GCTGGCGTAGCTCAATCGGTAGAGCAGCCGACTTGTAATCGGCAGGTTGCGGGTTCGAGT 
CCCATCGCCAGCTCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna22-TrpCCA (2938708-2938783)  Trp (CCA) 76 bp  Sc: 80.49 
AGGGGCGTAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGCTGGGGGTTCGAGT 
CCCTCCGCCCCTGCCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna5-TyrGTA (605560-605644)  Tyr (GTA) 85 bp  Sc: 76.03 
GGAGGGGTACCCAAGTGGTCAAAGGGGGCAGACTGTAAATCTGTTGCCGCAGGCTTCGTT 
GGTTCGAATCCAACCCCCTCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna40-ValGAC (1912776-1912700)  Val (GAC) 77 bp  Sc: 99.28 
GGGGATATAGCTCAGTTGGTTAGAGCGCTTGCTTGACATGCAAGAGGTCATAGGTTCGAG 
TCCTATTATCCCCACCA 
>Caldicellulosiruptor_saccharolyticus_DSM_8903_chr.trna10-ValTAC (1020428-1020503)  Val (TAC) 76 bp  Sc: 96.51 
GGGCGGTTAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCGCAGGTTCGAGC 
CCTGCACTGCCCACCA 
>Campylobacter_concisus_13826_chr.trna28-AlaGGC (1922865-1922940)  Ala (GGC) 76 bp  Sc: 83.75 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGGCGGTTCGATC 
CCGCTTAACTCCACCA 
>Campylobacter_concisus_13826_chr.trna21-AlaTGC (710302-710377)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_concisus_13826_chr.trna34-AlaTGC (1836136-1836061)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_concisus_13826_chr.trna41-AlaTGC (1086150-1086075)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_concisus_13826_chr.trna19-ArgCCT (675902-675978)  Arg (CCT) 77 bp  Sc: 78.09 
GTCCTCATAGCTCAGCTGGATAGAGCGCAGAATTCCTAATTCTGAGGTCGTGAGTTCGAA 
CCTCGCTGGGGACACCA 
>Campylobacter_concisus_13826_chr.trna22-ArgGCG (715983-716059)  Arg (GCG) 77 bp  Sc: 80.95 
GCGCTCGTAGCTCAGCTGGATAGAGCATTTGATTGCGGTTCAAAAGGTCAGAGATTCGAA 
TTCTCTCGGGCGCACCA 
>Campylobacter_concisus_13826_chr.trna5-ArgTCG (77359-77435)  Arg (TCG) 77 bp  Sc: 80.88 
GCGCTCGTAGCTCAATTGGATAGAGCGACAGACTTCGGATCTGTAGGTTATGGGTTCGAC 
TCCTATCGGGCGCGCCA 
>Campylobacter_concisus_13826_chr.trna6-ArgTCT (77451-77527)  Arg (TCT) 77 bp  Sc: 83.68 
GCGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGCCTCAGGTTCGAA 
TCCTGATGGGCGTACCA 
>Campylobacter_concisus_13826_chr.trna35-AsnGTT (1348748-1348674)  Asn (GTT) 75 bp  Sc: 82.28 
TCCGGATTAGCTCAGCGGTAGAGTAGGTGACTGTTAATCACTTGGTCGCTGGTTCGAACC 
CAGCATCCGGAGCCA 
>Campylobacter_concisus_13826_chr.trna11-AspGTC (197661-197737)  Asp (GTC) 77 bp  Sc: 92.64 
GCAGCGGTAGTTCAGTTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_concisus_13826_chr.trna39-AspGTC (1138722-1138646)  Asp (GTC) 77 bp  Sc: 92.64 
GCAGCGGTAGTTCAGTTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_concisus_13826_chr.trna31-CysGCA (1922583-1922510)  Cys (GCA) 74 bp  Sc: 73.54 
GGCGACATGGCCAAGTGGTAAGGCATGAGCCTGCAAAGCTTTGATCCCCGGTTCGAATCC 
GGGTGTCGCCTCCA 
>Campylobacter_concisus_13826_chr.trna42-GlnTTG (947125-947051)  Gln (TTG) 75 bp  Sc: 72.55 
TGGGGTATCGCCAAGCGGTAAGGCAACTGGTTTTGGTCCAGTCATTCAGAGGTTCGAATC 
CTCTTACCCCATCCA 
>Campylobacter_concisus_13826_chr.trna37-GluCTC (1138903-1138828)  Glu (CTC) 76 bp  Sc: 38.16 
GACCCTTTCGTCTAGTGGCTCAGGACTCTACTTTCTCTGTGTAGAAACAGAGGTTCAAAT 
CCTCTAAGGGTCGCCA 
>Campylobacter_concisus_13826_chr.trna9-GluCTC (197483-197558)  Glu (CTC) 76 bp  Sc: 38.16 
GACCCTTTCGTCTAGTGGCTCAGGACTCTACTTTCTCTGTGTAGAAACAGAGGTTCAAAT 
CCTCTAAGGGTCGCCA 
>Campylobacter_concisus_13826_chr.trna13-GluCTC (197937-198011)  Glu (CTC) 75 bp  Sc: 66.27 
GGCCCATTCGTCTAGCGGTTAGGACACCAGCCTCTCACGTTGGTAACACGAGTTCGAGTC 
TCGTATGGGTCACCA 
>Campylobacter_concisus_13826_chr.trna2-GluTTC (72258-72332)  Glu (TTC) 75 bp  Sc: 66.15 
GGCCCATTCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTAACACGAGTTCGAGTC 
TCGTATGGGTCACCA 
>Campylobacter_concisus_13826_chr.trna23-GlyGCC (1005188-1005262)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 



TCGTTTCCCGCTCCA 
>Campylobacter_concisus_13826_chr.trna29-GlyGCC (1922761-1922687)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_concisus_13826_chr.trna16-GlyTCC (655954-656030)  Gly (TCC) 77 bp  Sc: 94.57 
GCGGGAGTAGCTCAGTTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTCGCGGGTTCGAG 
CCCCGTTTCCCGCTCCA 
>Campylobacter_concisus_13826_chr.trna4-HisGTG (77276-77352)  His (GTG) 77 bp  Sc: 78.65 
GTGAGTGTAGCTCAGTCGGTTAGAGCATCAGATTGTGGTCCTGAGGGTCGTGGGTTCGAT 
TCCCATCACTCACCCCA 
>Campylobacter_concisus_13826_chr.trna20-IleGAT (710213-710289)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_concisus_13826_chr.trna33-IleGAT (1836225-1836149)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_concisus_13826_chr.trna40-IleGAT (1086239-1086163)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_concisus_13826_chr.trna44-LeuCAA (929745-929659)  Leu (CAA) 87 bp  Sc: 73.49 
GCCCGAGTGGTGAAACTGGTAGACGCGTCAGACTCAAAATCTGATAAGGGCAACCTTGTG 
TCGGTTCGAGTCCGACCTCGGGCACCA 
>Campylobacter_concisus_13826_chr.trna45-LeuGAG (483718-483634)  Leu (GAG) 85 bp  Sc: 56.01 
GCGATCATGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGCCGCTAGGTGTGCG 
AGTTCGAGTCTCGCTGATCGCACCA 
>Campylobacter_concisus_13826_chr.trna30-LeuTAA (1922677-1922591)  Leu (TAA) 87 bp  Sc: 73.52 
GCCCGAGTGGCGGAATGGTAGACGCAAGGGACTTAAAATCCCTCGGTAGTTTTTACCGTA 
CCGGTTCAAGTCCGGTCTCGGGCACCA 
>Campylobacter_concisus_13826_chr.trna7-LeuTAG (77542-77626)  Leu (TAG) 85 bp  Sc: 76.31 
GCGGATGTGGTGAAATTGGCAGACACGCCAGACTTAGGATCTGGTGCCCCACGGCGTGGA 
GGTTCAAGTCCTCTCATCCGCACCA 
>Campylobacter_concisus_13826_chr.trna12-LysCTT (197855-197930)  Lys (CTT) 76 bp  Sc: 84.52 
GCCTCGTTAGCTCAGTTGGTAGAGCATATCACTCTTAATGATGGGGTCGTAGGTTCGAGA 
CCTACACGGGGCACCA 
>Campylobacter_concisus_13826_chr.trna36-LysTTT (1138992-1138917)  Lys (TTT) 76 bp  Sc: 76.44 
GTCTTGCTAGCTCAGTCGGTAGAGCATCTCACTTTTAATGAGGGGGCCGTTGGTTCGAAT 
CCAACGCAGGACACCA 
>Campylobacter_concisus_13826_chr.trna8-LysTTT (197394-197469)  Lys (TTT) 76 bp  Sc: 76.44 
GTCTTGCTAGCTCAGTCGGTAGAGCATCTCACTTTTAATGAGGGGGCCGTTGGTTCGAAT 
CCAACGCAGGACACCA 
>Campylobacter_concisus_13826_chr.trna46-MetCAT (382557-382481)  Met (CAT) 77 bp  Sc: 84.92 
GTCACGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGGGAGTTCAAG 
TCTCCCCCGTGACACCA 
>Campylobacter_concisus_13826_chr.trna43-MetCAT (947023-946949)  Met (CAT) 75 bp  Sc: 89.45 
CGCGGAGTAGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGGCGGTTCAAATC 
CGTCCTCCGCAACCA 
>Campylobacter_concisus_13826_chr.trna24-MetCAT (1338062-1338138)  Met (CAT) 77 bp  Sc: 96.64 
GGGTTCATAGCTCAGTTGGTTAGAGCATCCGGCTCATAACCGGATGGTCCCAGGTTCGAG 
TCCTGGTGAACCCACCA 
>Campylobacter_concisus_13826_chr.trna25-PheGAA (1582112-1582187)  Phe (GAA) 76 bp  Sc: 85.44 
GGTTGGATAGCTCAGTCGGTAGAGCAGCAGACTGAAAATCTGCGTGTCGGCAGTTCGATT 
CTGCCTCTAACCACCA 
>Campylobacter_concisus_13826_chr.trna3-ProTGG (77189-77266)  Pro (TGG) 78 bp  Sc: 88.27 
CGGGGTGTAGCGCAGTCTGGTTAGCGCATCTGGTTTGGGACCAGAGGGCCGAAGGTTCGA 
ATCCTTTCACCCCGACCA 
>Campylobacter_concisus_13826_chr.trna26-SerGCT (1582218-1582308)  Ser (GCT) 91 bp  Sc: 68.67 
GGACAGATGGGTGAGCGGCTGAAACCACACCCCTGCTAAGGGTGCAGCTCTTAATCGGGG 
CTCGAGGGTTCAAATCCCTCTCTGTCCGCCA 
>Campylobacter_concisus_13826_chr.trna27-SerGGA (1854907-1854994)  Ser (GGA) 88 bp  Sc: 66.04 
GGGTAGATGTCCGAGCGGTTTAAGGAGCACGCCTGGAACGCGTGTGTGGGGCAACTCACC 
GAGAGTTCGAATCTCTCTCTGCCCGCCA 
>Campylobacter_concisus_13826_chr.trna32-SerTGA (1922264-1922175)  Ser (TGA) 90 bp  Sc: 61.22 
CGGGAGATGGCTGAGCGGTCGAAAGCGGCGGTCTTGAAAACCGTTGAGGTGTGAAAGCCT 
CCTGGGGTTCGAATCCCTATCTCCCGGCCA 
>Campylobacter_concisus_13826_chr.trna17-ThrGGT (656155-656229)  Thr (GGT) 75 bp  Sc: 88.34 
GCTCATATGGCTCAGAGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCGCGGGTTCAAGTC 
CCGCTATGAGCTCCA 



>Campylobacter_concisus_13826_chr.trna14-ThrTGT (655734-655809)  Thr (TGT) 76 bp  Sc: 93.74 
GCTGGTGTAGCTCAGTTGGTAGAGCTACTGCCTTGTAAGCAGTGGGTCGGCGGTTCAAGT 
CCGTTCACCAGCTCCA 
>Campylobacter_concisus_13826_chr.trna18-TrpCCA (657733-657808)  Trp (CCA) 76 bp  Sc: 72.95 
AGGGCAATAGCTCCAACGGTAGAGCGCTGGATTCCAAATCCAATGGTTGGGGGTTCGAAT 
CCCTCTTGCCCTGCCA 
>Campylobacter_concisus_13826_chr.trna15-TyrGTA (655862-655946)  Tyr (GTA) 85 bp  Sc: 58.82 
GGTGAGATACTCAAGCGGCCAACGAGGGCAGACTGTAAATCTGCTGACTATGTCTTCCGT 
GGTTCGAATCCACGTCTCACCACCA 
>Campylobacter_concisus_13826_chr.trna1-ValGAC (20724-20799)  Val (GAC) 76 bp  Sc: 90.64 
GGTCCCGTAGCTCAGTTGGTAGAGCACTACCTTGACATGGTAGTGGTCGATGGTTCGAGT 
CCATTCGGGGCCACCA 
>Campylobacter_concisus_13826_chr.trna10-ValTAC (197574-197649)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGCGACCACCA 
>Campylobacter_concisus_13826_chr.trna38-ValTAC (1138810-1138735)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGCGACCACCA 
>Campylobacter_curvus_525_92_chr.trna13-AlaGGC (1938084-1938159)  Ala (GGC) 76 bp  Sc: 83.75 
GGGGTTATAGCTCAGCTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGGCGGTTCGATC 
CCGCTTAACTCCACCA 
>Campylobacter_curvus_525_92_chr.trna20-AlaTGC (1788226-1788151)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_curvus_525_92_chr.trna29-AlaTGC (1346791-1346716)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_curvus_525_92_chr.trna8-AlaTGC (830710-830785)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_curvus_525_92_chr.trna28-ArgCCT (1381948-1381872)  Arg (CCT) 77 bp  Sc: 79.59 
GTCCTCATAGCTCAGCTGGATAGAGCGCAAAATTCCTAATTTTGAGGTCGTGAGTTCGAA 
TCTCGCTGGGGACACCA 
>Campylobacter_curvus_525_92_chr.trna41-ArgGCG (1063981-1063905)  Arg (GCG) 77 bp  Sc: 80.65 
GCGCTCGTAGCTCAGCTGGATAGAGCATTTGATTGCGGTTCAAAAGGTCAGGGATTCGAA 
TTCCTTCGGGCGCACCA 
>Campylobacter_curvus_525_92_chr.trna4-ArgTCG (147327-147403)  Arg (TCG) 77 bp  Sc: 80.88 
GCGCTCGTAGCTCAATTGGATAGAGCGACAGACTTCGGATCTGTAGGTTATGGGTTCGAC 
TCCTATCGGGCGCGCCA 
>Campylobacter_curvus_525_92_chr.trna5-ArgTCT (147415-147491)  Arg (TCT) 77 bp  Sc: 83.68 
GCGCTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGCCTCAGGTTCGAA 
TCCTGATGGGCGTACCA 
>Campylobacter_curvus_525_92_chr.trna22-AsnGTT (1491554-1491480)  Asn (GTT) 75 bp  Sc: 82.28 
TCCGGATTAGCTCAGCGGTAGAGTAGGTGACTGTTAATCACTTGGTCGCTGGTTCGAACC 
CAGCATCCGGAGCCA 
>Campylobacter_curvus_525_92_chr.trna34-AspGTC (1341146-1341070)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_curvus_525_92_chr.trna38-AspGTC (1340797-1340721)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_curvus_525_92_chr.trna17-CysGCA (1937804-1937731)  Cys (GCA) 74 bp  Sc: 74.90 
GGCGACATAGCCAAGTGGTAAGGCATGAGCCTGCAAAGCTTTGATCCCCGGTTCGAATCC 
GGGTGTCGCCTCCA 
>Campylobacter_curvus_525_92_chr.trna10-GlnTTG (891978-892052)  Gln (TTG) 75 bp  Sc: 72.55 
TGGGGTATCGCCAAGCGGTAAGGCAACTGGTTTTGGTCCAGTCATTCAGAGGTTCGAATC 
CTCTTACCCCATCCA 
>Campylobacter_curvus_525_92_chr.trna32-GluCTC (1341324-1341249)  Glu (CTC) 76 bp  Sc: 38.16 
GACCCTTTCGTCTAGTGGCTCAGGACTCTACTTTCTCTGTGTAGAAACAGAGGTTCAAAT 
CCTCTAAGGGTCGCCA 
>Campylobacter_curvus_525_92_chr.trna36-GluCTC (1340975-1340900)  Glu (CTC) 76 bp  Sc: 38.16 
GACCCTTTCGTCTAGTGGCTCAGGACTCTACTTTCTCTGTGTAGAAACAGAGGTTCAAAT 
CCTCTAAGGGTCGCCA 
>Campylobacter_curvus_525_92_chr.trna40-GluCTC (1340586-1340512)  Glu (CTC) 75 bp  Sc: 67.13 
GGCCCATTCGTCTAGTGGTTAGGACACCAGCCTCTCACGTTGGTAACACGAGTTCGAGTC 
TCGTATGGGTCACCA 
>Campylobacter_curvus_525_92_chr.trna46-GluTTC (126365-126291)  Glu (TTC) 75 bp  Sc: 65.05 



GGCCCCTTCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTAACACGAGTTCAAGTC 
TCGTAGGGGTCACCA 
>Campylobacter_curvus_525_92_chr.trna12-GlyGCC (997104-997178)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_curvus_525_92_chr.trna15-GlyGCC (1937979-1937905)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_curvus_525_92_chr.trna25-GlyTCC (1401845-1401769)  Gly (TCC) 77 bp  Sc: 94.57 
GCGGGAGTAGCTCAGTTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTCGCGGGTTCGAG 
CCCCGTTTCCCGCTCCA 
>Campylobacter_curvus_525_92_chr.trna3-HisGTG (147244-147320)  His (GTG) 77 bp  Sc: 78.65 
GTGAGTGTAGCTCAGTCGGTTAGAGCATCAGATTGTGGTCCTGAGGGTCGTGGGTTCGAT 
TCCCATCACTCACCCCA 
>Campylobacter_curvus_525_92_chr.trna21-IleGAT (1787862-1787786)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_curvus_525_92_chr.trna30-IleGAT (1346427-1346351)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_curvus_525_92_chr.trna9-IleGAT (831074-831150)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_curvus_525_92_chr.trna42-LeuCAA (876481-876395)  Leu (CAA) 87 bp  Sc: 69.52 
GCCCGAGTGGTGAAACTGGTAGACGCGCTAGACTCAAAATCTGGTAAGGGCAACCTTGTG 
TCGGTTCGAGTCCGACCTCGGGCACCA 
>Campylobacter_curvus_525_92_chr.trna44-LeuGAG (549921-549837)  Leu (GAG) 85 bp  Sc: 59.00 
GCGACCATGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGCCGTTAGGTGTGCG 
AGTTCAAATCTCGCTGGTCGCACCA 
>Campylobacter_curvus_525_92_chr.trna16-LeuTAA (1937898-1937812)  Leu (TAA) 87 bp  Sc: 73.52 
GCCCGAGTGGCGGAATGGTAGACGCAAGGGACTTAAAATCCCTCGGTAGTTTTTACCGTA 
CCGGTTCAAGTCCGGTCTCGGGCACCA 
>Campylobacter_curvus_525_92_chr.trna6-LeuTAG (147507-147591)  Leu (TAG) 85 bp  Sc: 75.14 
GCGGATGTGGTGAAATTGGCAGACACACCAGACTTAGGATCTGGCGCCTCACGGCATGGA 
GGTTCAAGTCCTCTCATCCGCACCA 
>Campylobacter_curvus_525_92_chr.trna39-LysCTT (1340667-1340592)  Lys (CTT) 76 bp  Sc: 84.52 
GCCTCGTTAGCTCAGTTGGTAGAGCATATCACTCTTAATGATGGGGTCGTAGGTTCGAGA 
CCTACACGGGGCACCA 
>Campylobacter_curvus_525_92_chr.trna31-LysTTT (1341415-1341340)  Lys (TTT) 76 bp  Sc: 81.02 
GTCTTGCTAGCTCAGTCGGTAGAGCATCTCACTTTTAATGAGGGGGTCGTTGGTTCGAAT 
CCAACGCAGGACACCA 
>Campylobacter_curvus_525_92_chr.trna35-LysTTT (1341066-1340991)  Lys (TTT) 76 bp  Sc: 81.02 
GTCTTGCTAGCTCAGTCGGTAGAGCATCTCACTTTTAATGAGGGGGTCGTTGGTTCGAAT 
CCAACGCAGGACACCA 
>Campylobacter_curvus_525_92_chr.trna14-MetCAT (1953018-1952942)  Met (CAT) 77 bp  Sc: 84.92 
GTCACGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGGGAGTTCAAG 
TCTCCCCCGTGACACCA 
>Campylobacter_curvus_525_92_chr.trna11-MetCAT (892074-892148)  Met (CAT) 75 bp  Sc: 89.45 
CGCGGAGTAGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGGCGGTTCAAATC 
CGTCCTCCGCAACCA 
>Campylobacter_curvus_525_92_chr.trna43-MetCAT (624675-624599)  Met (CAT) 77 bp  Sc: 96.64 
GGGTTCATAGCTCAGTTGGTTAGAGCATCCGGCTCATAACCGGATGGTCCCAGGTTCGAG 
TCCTGGTGAACCCACCA 
>Campylobacter_curvus_525_92_chr.trna45-PheGAA (372027-371952)  Phe (GAA) 76 bp  Sc: 85.44 
GGTTGGATAGCTCAGTCGGTAGAGCAGCAGACTGAAAATCTGCGTGTCGGCAGTTCGATT 
CTGCCTCTAACCACCA 
>Campylobacter_curvus_525_92_chr.trna2-ProTGG (147156-147233)  Pro (TGG) 78 bp  Sc: 84.05 
CGGGGTGTAGCGCAGGCTGGTTAGCGCATCTGGTTTGGGACCAGAGGGCCGAAGGTTCGA 
ATCCTTTCACCCCGACCA 
>Campylobacter_curvus_525_92_chr.trna7-SerGCT (466171-466261)  Ser (GCT) 91 bp  Sc: 66.83 
GGACAGATGGGTGAGTGGCCGAAACCACACCCCTGCTAAGGGTGCAGCTCTTAATCGGGG 
CTCGAGGGTTCAAATCCCTCTCTGTCCGCCA 
>Campylobacter_curvus_525_92_chr.trna19-SerGGA (1874095-1874008)  Ser (GGA) 88 bp  Sc: 65.13 
GGGTAGATGTCCGAGCGGTTGAAGGAGCACGCCTGGAACGCGTGTAAAGTGAAAGCTTTC 
GAGGGTTCGAATCCCTCTCTATCCGCCA 
>Campylobacter_curvus_525_92_chr.trna18-SerTGA (1937508-1937419)  Ser (TGA) 90 bp  Sc: 61.22 
CGGGAGATGGCTGAGCGGTCGAAAGCGGCGGTCTTGAAAACCGTTGAGGTGTGAAAGCCT 



CCTGGGGTTCGAATCCCTATCTCCCGGCCA 
>Campylobacter_curvus_525_92_chr.trna26-ThrGGT (1401641-1401567)  Thr (GGT) 75 bp  Sc: 88.34 
GCTCATATGGCTCAGAGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCGCGGGTTCAAGTC 
CCGCTATGAGCTCCA 
>Campylobacter_curvus_525_92_chr.trna23-ThrTGT (1402066-1401991)  Thr (TGT) 76 bp  Sc: 93.74 
GCTGGTGTAGCTCAGTTGGTAGAGCTACTGCCTTGTAAGCAGTGGGTCGGCGGTTCAAGT 
CCGTTCACCAGCTCCA 
>Campylobacter_curvus_525_92_chr.trna27-TrpCCA (1400068-1399993)  Trp (CCA) 76 bp  Sc: 72.95 
AGGGCAATAGCTCCAACGGTAGAGCGCTGGATTCCAAATCCAATGGTTGGGGGTTCGAAT 
CCCTCTTGCCCTGCCA 
>Campylobacter_curvus_525_92_chr.trna24-TyrGTA (1401937-1401853)  Tyr (GTA) 85 bp  Sc: 58.82 
GGTGAGATACTCAAGCGGCCAACGAGGGCAGACTGTAAATCTGCTGACTATGTCTTCCGT 
GGTTCGAATCCACGTCTCACCACCA 
>Campylobacter_curvus_525_92_chr.trna1-ValGAC (86337-86412)  Val (GAC) 76 bp  Sc: 90.64 
GGTCCCGTAGCTCAGTTGGTAGAGCACTACCTTGACATGGTAGTGGTCGATGGTTCGAGT 
CCATTCGGGGCCACCA 
>Campylobacter_curvus_525_92_chr.trna33-ValTAC (1341229-1341154)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGCGACCACCA 
>Campylobacter_curvus_525_92_chr.trna37-ValTAC (1340880-1340805)  Val (TAC) 76 bp  Sc: 93.87 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGCGACCACCA 
>Campylobacter_jejuni_81116_chr.trna24-AlaGGC (1617076-1617151)  Ala (GGC) 76 bp  Sc: 83.69 
GGGGCATTAGCTCAGCTGGGAGAGCACAACGCTGGCAGCGTTGGGGTCAGCGGTTCAAAC 
CCGCTATGCTCCACCA 
>Campylobacter_jejuni_81116_chr.trna1-AlaTGC (39182-39257)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_81116_chr.trna12-AlaTGC (708232-708307)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_81116_chr.trna4-AlaTGC (405054-405129)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_81116_chr.trna11-ArgCCT (460151-460227)  Arg (CCT) 77 bp  Sc: 69.48 
GTCCTCGTAGCTCAGCAGGATAGAGCGCAAAATTCCTAATTTTGAGGCCGTGAGTTCGAA 
TCTCGCCGTGGACACCA 
>Campylobacter_jejuni_81116_chr.trna17-ArgGCG (957742-957818)  Arg (GCG) 77 bp  Sc: 83.29 
GCGCTCATAGCTCAGCTGGATAGAGCATTTGATTGCGGTTCAAAAGGCCAGAGGTTCGAA 
TCCTCTTGAGCGCACCA 
>Campylobacter_jejuni_81116_chr.trna29-ArgTCG (1578624-1578548)  Arg (TCG) 77 bp  Sc: 83.86 
GCGCTCGTAGCTCAACTGGATAGAGCGACAGACTTCGGATCTGTAGGTTATGGGTTCGAT 
TCCTATCGGGCGCACCA 
>Campylobacter_jejuni_81116_chr.trna40-ArgTCT (890911-890836)  Arg (TCT) 76 bp  Sc: 36.04 
GACCCTTTCGTCTAGTGGCCCAGGACAACACTCTCTCTGTGTGGAAACAGAGGTTCAAAT 
CCTCTAGGGGTCGCCA 
>Campylobacter_jejuni_81116_chr.trna30-ArgTCT (1578533-1578457)  Arg (TCT) 77 bp  Sc: 87.94 
GCGTTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCAGAGGTTCGAA 
TCCTCTTGGGCGTACCA 
>Campylobacter_jejuni_81116_chr.trna35-AsnGTT (1175014-1174940)  Asn (GTT) 75 bp  Sc: 84.50 
TCCGGATTAGCTCAGCGGTAGAGTAGTCGGCTGTTAACCGATTGGTCGTAGGTTCGAATC 
CTACATCCGGAGCCA 
>Campylobacter_jejuni_81116_chr.trna38-AspGTC (891087-891011)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_81116_chr.trna42-AspGTC (890702-890626)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_81116_chr.trna21-CysGCA (1537925-1537998)  Cys (GCA) 74 bp  Sc: 72.19 
GGCGACATAGCCAAGCGGTAAGGCATGGGCCTGCAAAGCCTTGATCTCCGGTTCGAATCC 
GGATGTCGCCTCCA 
>Campylobacter_jejuni_81116_chr.trna43-GlnTTG (538005-537931)  Gln (TTG) 75 bp  Sc: 71.34 
TGGGGTATCGCCAAGCGGTAAGGCAACAGGTTTTGGTCCTGTCATTCAGGGGTTCGAATC 
CCTTTACCCCATCCA 
>Campylobacter_jejuni_81116_chr.trna3-GluTTC (174271-174345)  Glu (TTC) 75 bp  Sc: 66.15 
GGCCCATTCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTAACACGAGTTCGAGTC 
TCGTATGGGTCACCA 



>Campylobacter_jejuni_81116_chr.trna15-GlyGCC (832712-832786)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_jejuni_81116_chr.trna19-GlyGCC (1537734-1537808)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_jejuni_81116_chr.trna8-GlyTCC (443398-443474)  Gly (TCC) 77 bp  Sc: 96.94 
GCGGGAGTAGCTCAGTTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTCGCGGGTTCGAG 
TCCCGTTTCCCGCTCCA 
>Campylobacter_jejuni_81116_chr.trna28-HisGTG (1578705-1578629)  His (GTG) 77 bp  Sc: 77.53 
GTGAGTGTAGCTCAGTCGGTTAGAGCATCAGATTGTGGTCCTGAGGGTCGTGGGTTCAAT 
TCCCATCACTCACCCCA 
>Campylobacter_jejuni_81116_chr.trna13-IleGAT (708316-708392)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_81116_chr.trna2-IleGAT (39266-39342)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_81116_chr.trna5-IleGAT (405138-405214)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_81116_chr.trna14-LeuCAA (832615-832701)  Leu (CAA) 87 bp  Sc: 75.00 
GCCCGAGTGGTGAAACTGGTAGACGCGCCAGACTCAAAATCTGGTAAGGGCAACCTTGTG 
TCGGTTCGAGTCCGACCTCGGGCACCA 
>Campylobacter_jejuni_81116_chr.trna16-LeuGAG (879439-879524)  Leu (GAG) 86 bp  Sc: 55.92 
GCGGTTATGGTGGAATTGGTAGACACGCCATCTTGAGGGGGTGGTGCGCTCCGCGTGTGC 
GAGTTCAAATCTCGCTAACCGCACCA 
>Campylobacter_jejuni_81116_chr.trna20-LeuTAA (1537818-1537906)  Leu (TAA) 89 bp  Sc: 69.07 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCGGAATTTTTCTTCCG 
TGCCGGTTCAAGTCCGGCCTCGGGCACCA 
>Campylobacter_jejuni_81116_chr.trna31-LeuTAG (1578451-1578367)  Leu (TAG) 85 bp  Sc: 76.79 
GCGGATGTGGTGAAATTGGCAGACACGCCAGACTTAGGATCTGGTGCAGCAATGCGTGAA 
GGTTCAAGTCCTTTCATCCGCACCA 
>Campylobacter_jejuni_81116_chr.trna36-LysTTT (891297-891222)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_81116_chr.trna39-LysTTT (891006-890931)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_81116_chr.trna26-MetCAT (1615643-1615567)  Met (CAT) 77 bp  Sc: 81.03 
GTCAGGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGGGAGTTCAAG 
TCTCCCCCTTGACACCA 
>Campylobacter_jejuni_81116_chr.trna44-MetCAT (537896-537821)  Met (CAT) 76 bp  Sc: 88.22 
CGCGAAGTAGAGCAGTGGTTAGCTCGTCGGGCTCATAACCCGAAGGTCGGGAGTTCAAAT 
CTCCCCTTCGCAACCA 
>Campylobacter_jejuni_81116_chr.trna18-MetCAT (1235963-1236039)  Met (CAT) 77 bp  Sc: 97.76 
GGATTTATAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCGCAGGTTCGAG 
TCCTGCTAAATCCACCA 
>Campylobacter_jejuni_81116_chr.trna34-PheGAA (1236222-1236147)  Phe (GAA) 76 bp  Sc: 85.44 
GGTTGGATAGCTCAGTCGGTAGAGCAGCAGACTGAAAATCTGCGTGTCGGCAGTTCGATT 
CTGCCTCTAACCACCA 
>Campylobacter_jejuni_81116_chr.trna27-ProTGG (1578807-1578730)  Pro (TGG) 78 bp  Sc: 88.47 
CGGGGTGTAGCGCAGTCTGGTTAGCGCACTTGGTTTGGGACCAAGGGGCCGAAGGTTCGA 
ATCCTTTCACCCCGACCA 
>Campylobacter_jejuni_81116_chr.trna32-SeCTCA (1418060-1417963)  SeC (TCA) 98 bp  Sc: 35.94 
GGAAGATTAGCGTATCTGGTGATCGCCACTGACTTCAAATCAGATGAAAGGATAGTTGAC 
TATTCTTTGGGGAGTTCGATTCTCTCATCTTCTCGCCA 
>Campylobacter_jejuni_81116_chr.trna33-SerGCT (1285205-1285116)  Ser (GCT) 90 bp  Sc: 67.46 
GGACAGATGGGTGAGCGGCTGAAACCACACCCCTGCTAAGGGTGCAGATCTTAACGGGTC 
TCGAGGGTTCAAATCCCTCTCTGTCCGCCA 
>Campylobacter_jejuni_81116_chr.trna23-SerGGA (1615779-1615866)  Ser (GGA) 88 bp  Sc: 63.73 
AGACAGGTGTCCGAGCGGTTGAAGGAGCACGCCTGGAACGCGTGTAAAGTGCAAGCTTTC 
GAGGGTTCGAATCCCTTCCTGTCTGCCA 
>Campylobacter_jejuni_81116_chr.trna22-SerTGA (1538020-1538107)  Ser (TGA) 88 bp  Sc: 68.51 
CGGGAGATGGCTGAGTGGTCGAAAGCGGCGGTCTTGAAAACCGTTGAGGGTCACACCTCC 
AGGGGTTCGAATCCCTTTCTCCCGGCCA 
>Campylobacter_jejuni_81116_chr.trna9-ThrGGT (443579-443653)  Thr (GGT) 75 bp  Sc: 83.71 



GCTCGTATGGCTCAGAGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGCGGGTTCAATTC 
CCGCTATGAGCTCCA 
>Campylobacter_jejuni_81116_chr.trna6-ThrTGT (443181-443256)  Thr (TGT) 76 bp  Sc: 96.83 
GCTGGTTTAGCTCAGTTGGTAGAGCAGCTGCCTTGTAAGCAGCAGGTCGGGGGTTCAAGT 
CCCTTAACCAGCTCCA 
>Campylobacter_jejuni_81116_chr.trna10-TrpCCA (445145-445220)  Trp (CCA) 76 bp  Sc: 74.26 
AGGGCAATAGCTCCAACGGTAGAGCGCCGGATTCCAAATCCGATGGTTGGGGGTTCGAAT 
CCCTCTTGCCCTGCCA 
>Campylobacter_jejuni_81116_chr.trna7-TyrGTA (443306-443391)  Tyr (GTA) 86 bp  Sc: 64.32 
GGTGAGTTACTCAAGTGGCCAACGAGGGCAGACTGTAAATCTGCTGGCTTTCGCCTTCCG 
TGGTTCGAATCCACGACTCACCACCA 
>Campylobacter_jejuni_81116_chr.trna25-ValGAC (1617155-1617230)  Val (GAC) 76 bp  Sc: 82.27 
GGTTCCGTAGCTCAGCTGGTAGAGCACTACCTTGACATGGTAGTGGCCGTTGGTTCAAGT 
CCAATCGGAGCCACCA 
>Campylobacter_jejuni_81116_chr.trna37-ValTAC (891214-891139)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Campylobacter_jejuni_81116_chr.trna41-ValTAC (890829-890754)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Campylobacter_jejuni_RM1221_chr.trna24-AlaGGC (1763635-1763710)  Ala (GGC) 76 bp  Sc: 84.81 
GGGGCATTAGCTCAGCTGGGAGAGCACAACGCTGGCAGCGTTGGGGTCAGCGGTTCGAAC 
CCGCTATGCTCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna1-AlaTGC (39013-39088)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna12-AlaTGC (776787-776862)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna4-AlaTGC (433828-433903)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna11-ArgCCT (498441-498517)  Arg (CCT) 77 bp  Sc: 69.48 
GTCCTCGTAGCTCAGCAGGATAGAGCGCAAAATTCCTAATTTTGAGGCCGTGAGTTCGAA 
TCTCGCCGTGGACACCA 
>Campylobacter_jejuni_RM1221_chr.trna17-ArgGCG (1021022-1021098)  Arg (GCG) 77 bp  Sc: 83.29 
GCGCTCATAGCTCAGCTGGATAGAGCATTTGATTGCGGTTCAAAAGGCCAGAGGTTCGAA 
TCCTCTTGAGCGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna29-ArgTCG (1731863-1731787)  Arg (TCG) 77 bp  Sc: 83.86 
GCGCTCGTAGCTCAACTGGATAGAGCGACAGACTTCGGATCTGTAGGTTATGGGTTCGAT 
TCCTATCGGGCGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna40-ArgTCT (956566-956491)  Arg (TCT) 76 bp  Sc: 36.04 
GACCCTTTCGTCTAGTGGCCCAGGACAACACTCTCTCTGTGTGGAAACAGAGGTTCAAAT 
CCTCTAGGGGTCGCCA 
>Campylobacter_jejuni_RM1221_chr.trna30-ArgTCT (1731772-1731696)  Arg (TCT) 77 bp  Sc: 87.94 
GCGTTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCAGAGGTTCGAA 
TCCTCTTGGGCGTACCA 
>Campylobacter_jejuni_RM1221_chr.trna35-AsnGTT (1274952-1274878)  Asn (GTT) 75 bp  Sc: 84.50 
TCCGGATTAGCTCAGCGGTAGAGTAGTCGGCTGTTAACCGATTGGTCGTAGGTTCGAATC 
CTACATCCGGAGCCA 
>Campylobacter_jejuni_RM1221_chr.trna38-AspGTC (956742-956666)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_RM1221_chr.trna42-AspGTC (956357-956281)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_RM1221_chr.trna21-CysGCA (1691023-1691096)  Cys (GCA) 74 bp  Sc: 72.19 
GGCGACATAGCCAAGCGGTAAGGCATGGGCCTGCAAAGCCTTGATCTCCGGTTCGAATCC 
GGATGTCGCCTCCA 
>Campylobacter_jejuni_RM1221_chr.trna43-GlnTTG (609623-609549)  Gln (TTG) 75 bp  Sc: 71.34 
TGGGGTATCGCCAAGCGGTAAGGCAACAGGTTTTGGTCCTGTCATTCAGGGGTTCGAATC 
CCTTTACCCCATCCA 
>Campylobacter_jejuni_RM1221_chr.trna3-GluTTC (164490-164564)  Glu (TTC) 75 bp  Sc: 66.15 
GGCCCATTCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTAACACGAGTTCGAGTC 
TCGTATGGGTCACCA 
>Campylobacter_jejuni_RM1221_chr.trna15-GlyGCC (904351-904425)  Gly (GCC) 75 bp  Sc: 83.14 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGGGTTCGAATC 



TCGTTTCCCGCTCCA 
>Campylobacter_jejuni_RM1221_chr.trna19-GlyGCC (1690832-1690906)  Gly (GCC) 75 bp  Sc: 88.10 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_jejuni_RM1221_chr.trna8-GlyTCC (472244-472320)  Gly (TCC) 77 bp  Sc: 96.94 
GCGGGAGTAGCTCAGTTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTCGCGGGTTCGAG 
TCCCGTTTCCCGCTCCA 
>Campylobacter_jejuni_RM1221_chr.trna28-HisGTG (1731944-1731868)  His (GTG) 77 bp  Sc: 77.53 
GTGAGTGTAGCTCAGTCGGTTAGAGCATCAGATTGTGGTCCTGAGGGTCGTGGGTTCAAT 
TCCCATCACTCACCCCA 
>Campylobacter_jejuni_RM1221_chr.trna13-IleGAT (776871-776947)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna2-IleGAT (39097-39173)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna5-IleGAT (433912-433988)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna14-LeuCAA (904254-904340)  Leu (CAA) 87 bp  Sc: 75.00 
GCCCGAGTGGTGAAACTGGTAGACGCGCCAGACTCAAAATCTGGTAAGGGCAACCTTGTG 
TCGGTTCGAGTCCGACCTCGGGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna16-LeuGAG (951076-951161)  Leu (GAG) 86 bp  Sc: 55.92 
GCGGTTATGGTGGAATTGGTAGACACGCCATCTTGAGGGGGTGGTGCGCTCCGCGTGTGC 
GAGTTCAAATCTCGCTAACCGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna20-LeuTAA (1690916-1691004)  Leu (TAA) 89 bp  Sc: 69.07 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCGGAATTTTTCTTCCG 
TGCCGGTTCAAGTCCGGCCTCGGGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna31-LeuTAG (1731690-1731606)  Leu (TAG) 85 bp  Sc: 76.79 
GCGGATGTGGTGAAATTGGCAGACACGCCAGACTTAGGATCTGGTGCAGCAATGCGTGAA 
GGTTCAAGTCCTTTCATCCGCACCA 
>Campylobacter_jejuni_RM1221_chr.trna36-LysTTT (956952-956877)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_RM1221_chr.trna39-LysTTT (956661-956586)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_RM1221_chr.trna26-MetCAT (1762202-1762126)  Met (CAT) 77 bp  Sc: 81.03 
GTCAGGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGGGAGTTCAAG 
TCTCCCCCTTGACACCA 
>Campylobacter_jejuni_RM1221_chr.trna44-MetCAT (609514-609439)  Met (CAT) 76 bp  Sc: 88.22 
CGCGAAGTAGAGCAGTGGTTAGCTCGTCGGGCTCATAACCCGAAGGTCGGGAGTTCAAAT 
CTCCCCTTCGCAACCA 
>Campylobacter_jejuni_RM1221_chr.trna18-MetCAT (1335641-1335717)  Met (CAT) 77 bp  Sc: 97.76 
GGATTTATAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCGCAGGTTCGAG 
TCCTGCTAAATCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna34-PheGAA (1372121-1372046)  Phe (GAA) 76 bp  Sc: 85.44 
GGTTGGATAGCTCAGTCGGTAGAGCAGCAGACTGAAAATCTGCGTGTCGGCAGTTCGATT 
CTGCCTCTAACCACCA 
>Campylobacter_jejuni_RM1221_chr.trna27-ProTGG (1732046-1731969)  Pro (TGG) 78 bp  Sc: 88.47 
CGGGGTGTAGCGCAGTCTGGTTAGCGCACTTGGTTTGGGACCAAGGGGCCGAAGGTTCGA 
ATCCTTTCACCCCGACCA 
>Campylobacter_jejuni_RM1221_chr.trna32-SeCTCA (1571032-1570935)  SeC (TCA) 98 bp  Sc: 35.94 
GGAAGATTAGCGTATCTGGTGATCGCCACTGACTTCAAATCAGATGAAAGGATAGTTGAC 
TATTCTTTGGGGAGTTCGATTCTCTCATCTTCTCGCCA 
>Campylobacter_jejuni_RM1221_chr.trna33-SerGCT (1440550-1440461)  Ser (GCT) 90 bp  Sc: 67.46 
GGACAGATGGGTGAGCGGCTGAAACCACACCCCTGCTAAGGGTGCAGATCTTAACGGGTC 
TCGAGGGTTCAAATCCCTCTCTGTCCGCCA 
>Campylobacter_jejuni_RM1221_chr.trna23-SerGGA (1762338-1762425)  Ser (GGA) 88 bp  Sc: 62.61 
AGACAGGTGTCCGAGCGGTTGAAGGAGCACGCCTGGAACGCGTGTAAAGTGCAAGCTTTC 
GAGGGTTCAAATCCCTTCCTGTCTGCCA 
>Campylobacter_jejuni_RM1221_chr.trna22-SerTGA (1691118-1691205)  Ser (TGA) 88 bp  Sc: 68.51 
CGGGAGATGGCTGAGTGGTCGAAAGCGGCGGTCTTGAAAACCGTTGAGGGTCACACCTCC 
AGGGGTTCGAATCCCTTTCTCCCGGCCA 
>Campylobacter_jejuni_RM1221_chr.trna9-ThrGGT (472422-472496)  Thr (GGT) 75 bp  Sc: 83.71 
GCTCGTATGGCTCAGAGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGCGGGTTCAATTC 
CCGCTATGAGCTCCA 



>Campylobacter_jejuni_RM1221_chr.trna6-ThrTGT (472026-472101)  Thr (TGT) 76 bp  Sc: 96.83 
GCTGGTTTAGCTCAGTTGGTAGAGCAGCTGCCTTGTAAGCAGCAGGTCGGGGGTTCAAGT 
CCCTTAACCAGCTCCA 
>Campylobacter_jejuni_RM1221_chr.trna10-TrpCCA (473988-474063)  Trp (CCA) 76 bp  Sc: 74.26 
AGGGCAATAGCTCCAACGGTAGAGCGCCGGATTCCAAATCCGATGGTTGGGGGTTCGAAT 
CCCTCTTGCCCTGCCA 
>Campylobacter_jejuni_RM1221_chr.trna7-TyrGTA (472152-472237)  Tyr (GTA) 86 bp  Sc: 64.32 
GGTGAGTTACTCAAGTGGCCAACGAGGGCAGACTGTAAATCTGCTGGCTTTCGCCTTCCG 
TGGTTCGAATCCACGACTCACCACCA 
>Campylobacter_jejuni_RM1221_chr.trna25-ValGAC (1763714-1763789)  Val (GAC) 76 bp  Sc: 82.27 
GGTTCCGTAGCTCAGCTGGTAGAGCACTACCTTGACATGGTAGTGGCCGTTGGTTCAAGT 
CCAATCGGAGCCACCA 
>Campylobacter_jejuni_RM1221_chr.trna37-ValTAC (956869-956794)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Campylobacter_jejuni_RM1221_chr.trna41-ValTAC (956484-956409)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna16-AlaGGC (1830754-1830829)  Ala (GGC) 76 bp  Sc: 84.81 
GGGGCATTAGCTCAGCTGGGAGAGCACAACGCTGGCAGCGTTGGGGTCAGCGGTTCGAAC 
CCGCTATGCTCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna1-AlaTGC (41005-41080)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna25-AlaTGC (1348468-1348393)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna33-AlaTGC (1120666-1120591)  Ala (TGC) 76 bp  Sc: 92.14 
GGGGAATTAGCTCAGCTGGGAGAGCGCCTGCTTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATTCTCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna32-ArgCCT (1278726-1278650)  Arg (CCT) 77 bp  Sc: 69.48 
GTCCTCGTAGCTCAGCAGGATAGAGCGCAAAATTCCTAATTTTGAGGCCGTGAGTTCGAA 
TCTCGCCGTGGACACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna43-ArgGCG (702463-702387)  Arg (GCG) 77 bp  Sc: 83.29 
GCGCTCATAGCTCAGCTGGATAGAGCATTTGATTGCGGTTCAAAAGGCCAGAGGTTCGAA 
TCCTCTTGAGCGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna21-ArgTCG (1791069-1790993)  Arg (TCG) 77 bp  Sc: 83.86 
GCGCTCGTAGCTCAACTGGATAGAGCGACAGACTTCGGATCTGTAGGTTATGGGTTCGAT 
TCCTATCGGGCGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna39-ArgTCT (1011499-1011424)  Arg (TCT) 76 bp  Sc: 33.61 
GACCCTTTCGTCTAGTGGCCCAGGACAACACTCTCTGTGTGTGGAAACAGGGGTTCAAAT 
CCTCTAGGGGTCGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna22-ArgTCT (1790979-1790903)  Arg (TCT) 77 bp  Sc: 87.94 
GCGTTCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCAGAGGTTCGAA 
TCCTCTTGGGCGTACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna6-AsnGTT (449462-449536)  Asn (GTT) 75 bp  Sc: 84.50 
TCCGGATTAGCTCAGCGGTAGAGTAGTCGGCTGTTAACCGATTGGTCGTAGGTTCGAATC 
CTACATCCGGAGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna37-AspGTC (1011676-1011600)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna41-AspGTC (1011290-1011214)  Asp (GTC) 77 bp  Sc: 91.78 
GCAGCGGTAGTTCAGCTGGTTAGAATGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCGAG 
CCCCGTCCGCTGCGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna13-CysGCA (1746413-1746486)  Cys (GCA) 74 bp  Sc: 72.19 
GGCGACATAGCCAAGCGGTAAGGCATGGGCCTGCAAAGCCTTGATCTCCGGTTCGAATCC 
GGATGTCGCCTCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna9-GlnTTG (970958-971032)  Gln (TTG) 75 bp  Sc: 71.34 
TGGGGTATCGCCAAGCGGTAAGGCAACAGGTTTTGGTCCTGTCATTCAGGGGTTCGAATC 
CCTTTACCCCATCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna3-GluTTC (171341-171415)  Glu (TTC) 75 bp  Sc: 68.24 
GGCCCATTCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTGACACGAGTTCGAGTC 
TCGTATGGGTCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna8-GlyGCC (908058-908132)  Gly (GCC) 75 bp  Sc: 77.61 
GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCAAATC 
TCGCTAACCGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna11-GlyGCC (1746222-1746296)  Gly (GCC) 75 bp  Sc: 88.10 



GCGGGAATAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna29-GlyTCC (1304562-1304486)  Gly (TCC) 77 bp  Sc: 96.94 
GCGGGAGTAGCTCAGTTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTCGCGGGTTCGAG 
TCCCGTTTCCCGCTCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna20-HisGTG (1791150-1791074)  His (GTG) 77 bp  Sc: 77.53 
GTGAGTGTAGCTCAGTCGGTTAGAGCATCAGATTGTGGTCCTGAGGGTCGTGGGTTCAAT 
TCCCATCACTCACCCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna2-IleGAT (41089-41165)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna26-IleGAT (1348384-1348308)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna34-IleGAT (1120582-1120506)  Ile (GAT) 77 bp  Sc: 93.24 
GGGCCTATAGCTCAGCTGGTTAGAGTGCACCCCTGATAAGGGTGAGGTCACAAGTTCAAG 
TCTTGTTAGGCCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna7-LeuCAA (907961-908047)  Leu (CAA) 87 bp  Sc: 75.00 
GCCCGAGTGGTGAAACTGGTAGACGCGCCAGACTCAAAATCTGGTAAGGGCAACCTTGTG 
TCGGTTCGAGTCCGACCTCGGGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna42-LeuGAG (777638-777553)  Leu (GAG) 86 bp  Sc: 55.92 
GCGGTTATGGTGGAATTGGTAGACACGCCATCTTGAGGGGGTGGTGCGCTCCGCGTGTGC 
GAGTTCAAATCTCGCTAACCGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna12-LeuTAA (1746306-1746394)  Leu (TAA) 89 bp  Sc: 69.07 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCGGAATTTTTCTTCCG 
TGCCGGTTCAAGTCCGGCCTCGGGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna23-LeuTAG (1790898-1790814)  Leu (TAG) 85 bp  Sc: 76.79 
GCGGATGTGGTGAAATTGGCAGACACGCCAGACTTAGGATCTGGTGCAGCAATGCGTGAA 
GGTTCAAGTCCTTTCATCCGCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna35-LysTTT (1011887-1011812)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna38-LysTTT (1011595-1011520)  Lys (TTT) 76 bp  Sc: 81.97 
GTCTCGTTAGCTCAGCCGGTAGAGCATCTCCCTTTTAAGGAGGGGGCCGTTGGTTCGAAT 
CCAACACGGGACACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna18-MetCAT (1830484-1830408)  Met (CAT) 77 bp  Sc: 81.03 
GTCAGGGTAGCTCAGCTGGTTAGAGCGCTGGTCTCATAAGCCGGAGGTCGGGAGTTCAAG 
TCTCCCCCTTGACACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna10-MetCAT (971067-971142)  Met (CAT) 76 bp  Sc: 88.22 
CGCGAAGTAGAGCAGTGGTTAGCTCGTCGGGCTCATAACCCGAAGGTCGGGAGTTCAAAT 
CTCCCCTTCGCAACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna44-MetCAT (389208-389132)  Met (CAT) 77 bp  Sc: 97.76 
GGATTTATAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCGCAGGTTCGAG 
TCCTGCTAAATCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna5-PheGAA (388949-389024)  Phe (GAA) 76 bp  Sc: 85.44 
GGTTGGATAGCTCAGTCGGTAGAGCAGCAGACTGAAAATCTGCGTGTCGGCAGTTCGATT 
CTGCCTCTAACCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna19-ProTGG (1791252-1791175)  Pro (TGG) 78 bp  Sc: 88.47 
CGGGGTGTAGCGCAGTCTGGTTAGCGCACTTGGTTTGGGACCAAGGGGCCGAAGGTTCGA 
ATCCTTTCACCCCGACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna24-SeCTCA (1625875-1625778)  SeC (TCA) 98 bp  Sc: 35.94 
GGAAGATTAGCGTATCTGGTGATCGCCACTGACTTCAAATCAGATGAAAGGATAGTTGAC 
TATTCTTTGGGGAGTTCGATTCTCTCATCTTCTCGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna4-SerGCT (303152-303241)  Ser (GCT) 90 bp  Sc: 67.46 
GGACAGATGGGTGAGCGGCTGAAACCACACCCCTGCTAAGGGTGCAGATCTTAACGGGTC 
TCGAGGGTTCAAATCCCTCTCTGTCCGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna15-SerGGA (1830620-1830707)  Ser (GGA) 88 bp  Sc: 63.73 
AGACAGGTGTCCGAGCGGTTGAAGGAGCACGCCTGGAACGCGTGTAAAGTGCAAGCTTTC 
GAGGGTTCGAATCCCTTCCTGTCTGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna14-SerTGA (1746508-1746595)  Ser (TGA) 88 bp  Sc: 68.51 
CGGGAGATGGCTGAGTGGTCGAAAGCGGCGGTCTTGAAAACCGTTGAGGGTCACACCTCC 
AGGGGTTCGAATCCCTTTCTCCCGGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna30-ThrGGT (1304379-1304305)  Thr (GGT) 75 bp  Sc: 83.71 
GCTCGTATGGCTCAGAGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGCGGGTTCAATTC 
CCGCTATGAGCTCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna27-ThrTGT (1304779-1304704)  Thr (TGT) 76 bp  Sc: 96.83 
GCTGGTTTAGCTCAGTTGGTAGAGCAGCTGCCTTGTAAGCAGCAGGTCGGGGGTTCAAGT 



CCCTTAACCAGCTCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna31-TrpCCA (1302812-1302737)  Trp (CCA) 76 bp  Sc: 74.26 
AGGGCAATAGCTCCAACGGTAGAGCGCCGGATTCCAAATCCGATGGTTGGGGGTTCGAAT 
CCCTCTTGCCCTGCCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna28-TyrGTA (1304654-1304569)  Tyr (GTA) 86 bp  Sc: 64.32 
GGTGAGTTACTCAAGTGGCCAACGAGGGCAGACTGTAAATCTGCTGGCTTTCGCCTTCCG 
TGGTTCGAATCCACGACTCACCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna17-ValGAC (1830833-1830908)  Val (GAC) 76 bp  Sc: 82.27 
GGTTCCGTAGCTCAGCTGGTAGAGCACTACCTTGACATGGTAGTGGCCGTTGGTTCAAGT 
CCAATCGGAGCCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna36-ValTAC (1011804-1011729)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Campylobacter_jejuni_doylei_269_97_chr.trna40-ValTAC (1011417-1011342)  Val (TAC) 76 bp  Sc: 90.03 
GGTCGCTTAGCTCAGTTGGTAGAGCGCCACCCTTACAAGGTGGATGTCATAAGTTCGAGT 
CTTATAGTGACCACCA 
>Candidatus_Blochmannia_floridanus_chr.trna20-AlaTGC (664314-664242)  Ala (TGC) 73 bp  Sc: 80.93 
GGGGCTATAGCTCAATTGGGAGAGCATCTGTTTTGCACACAGAAGGTTAGCGGTTCGATT 
CCGCTTAGCTCCA 
>Candidatus_Blochmannia_floridanus_chr.trna6-ArgACG (204800-204873)  Arg (ACG) 74 bp  Sc: 79.10 
GCACCCGTAGCTCAGTTGGATAGAGCACTCGGCTACGAACCGAGAGGTCGGGGGTTCAAA 
TCCTCTCGGGTGTA 
>Candidatus_Blochmannia_floridanus_chr.trna23-ArgCCG (653133-653060)  Arg (CCG) 74 bp  Sc: 66.11 
GCGTCCGTAGCTTAATTGGATAGAGCATTGCCCTCCGAAGGCAAAGGTGTCAGGTTCGAT 
CCCTGTCGGGCGCA 
>Candidatus_Blochmannia_floridanus_chr.trna16-ArgCCT (556861-556932)  Arg (CCT) 72 bp  Sc: 52.37 
GTCTTCGTAGTTAAACGGATATAACAAGCCTCTCCTAAAGGCTAATTACAGGTTCGATCC 
CTGTCGAAGACA 
>Candidatus_Blochmannia_floridanus_chr.trna12-ArgTCT (338731-338804)  Arg (TCT) 74 bp  Sc: 71.59 
GCGCTCTTAACTCAATAGGATAGAGTAACGGCCTTCTAAGCCGTAAGTTATAGGTTCGAA 
TCCTATAGAGCGCA 
>Candidatus_Blochmannia_floridanus_chr.trna15-AsnGTT (505897-505972)  Asn (GTT) 76 bp  Sc: 85.94 
TCCTCTGTAGTTCAGTTGGTAGAACGGCGGACTGTTAATCCGTATGTCACTGGTTCAAAT 
CCAGTCAGGGGAGCCA 
>Candidatus_Blochmannia_floridanus_chr.trna21-AspGTC (664177-664101)  Asp (GTC) 77 bp  Sc: 87.47 
GGTGCGGTAGTTCAGATGGTTAGAATATCGGCTTGTCACGCCGGAGGTCGCGGGTTCGAA 
TCCCGTCCGCACCGCCA 
>Candidatus_Blochmannia_floridanus_chr.trna30-CysGCA (455468-455398)  Cys (GCA) 71 bp  Sc: 56.37 
GGCGCGTTAACAAAGTGGTAATGTAGCGGACTGCAAATCCGTATAGCTCGGTTCGAATCC 
GAGACGCGCCT 
>Candidatus_Blochmannia_floridanus_chr.trna35-GlnTTG (353907-353836)  Gln (TTG) 72 bp  Sc: 67.90 
TGGGGTATAGCCAAGCGGTAAGGCAGCGGGTTTTGATCCCGCCACTCCCAGGTTCGAATC 
CTGGTACCCCAG 
>Candidatus_Blochmannia_floridanus_chr.trna27-GluTTC (616408-616337)  Glu (TTC) 72 bp  Sc: 49.34 
GTCCCCTTCGTCTAGAGGTTAGGACACTGCCCTTTCACGGCGGCAACAGGGGTTCGAAAC 
CCCTAGGGGACA 
>Candidatus_Blochmannia_floridanus_chr.trna2-GlyGCC (82596-82669)  Gly (GCC) 74 bp  Sc: 79.17 
GCGGGAATAGCTCAGATGGTTAGAGTGCAACCTTGCCAAGGTTGAGGTCGCGAGTTCGAA 
TCTCGTTTCCCGCT 
>Candidatus_Blochmannia_floridanus_chr.trna9-GlyTCC (220138-220209)  Gly (TCC) 72 bp  Sc: 42.59 
GTGGGCATCGTATAATGGTTATTACCTCAACCTTCCAAGTTGATGATGTGGGTTCGATTC 
CCACTGTCCGCT 
>Candidatus_Blochmannia_floridanus_chr.trna24-HisGTG (652988-652914)  His (GTG) 75 bp  Sc: 73.32 
GTGATTGTAGCTCAGTTGGTAGAGCTCTGGATTGTGGTTCCAGTGGTCGTGGGTTCGAAT 
CCCATCAGTCACCCA 
>Candidatus_Blochmannia_floridanus_chr.trna19-IleGAT (705085-705012)  Ile (GAT) 74 bp  Sc: 81.35 
AGGCTTGTAGCTCAGCCGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGTGGTTCAAG 
TCCACTCAGGCCTA 
>Candidatus_Blochmannia_floridanus_chr.trna1-LeuCAA (46904-46985)  Leu (CAA) 82 bp  Sc: 57.72 
GCCGAAGTGGCGGAAAAGGTAGACGCAATTGATTCAAAATCAATCACTGTGAGGTGTGTC 
GGTTCGAGTCCGACCTTCGGTA 
>Candidatus_Blochmannia_floridanus_chr.trna25-LeuCAG (652885-652799)  Leu (CAG) 87 bp  Sc: 45.40 
GCGAAGGTGGCGAAATAGGTAGACGCACTAGCTTCAGGGGTTAGTGTCTTGTATGTAGAC 
GTAAGGGTTCAAATCCCTTCCTTCGTA 
>Candidatus_Blochmannia_floridanus_chr.trna3-LeuGAG (110685-110768)  Leu (GAG) 84 bp  Sc: 44.99 
GCCGAGATGGTGAAATTTGGTATACACGCTACTTTGAGGGGGTAGTCCGGTTAATGGTTG 
CGGGTTCAAATCCCGTTCTCGGCA 



>Candidatus_Blochmannia_floridanus_chr.trna31-LeuTAA (455378-455296)  Leu (TAA) 83 bp  Sc: 59.80 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCAGTTTTATACTGTAC 
GAGTTCAAGTCTCGTCCCGGGTA 
>Candidatus_Blochmannia_floridanus_chr.trna34-LeuTAG (354041-353957)  Leu (TAG) 85 bp  Sc: 47.33 
ACGGGAGTGGCGAAATAGGTAGACGCGTCAGAGTTAGAGTCTGATATCCTTAGATATGCG 
AGTTCAAATCTCGCCTCCCGTATCA 
>Candidatus_Blochmannia_floridanus_chr.trna13-LysCTT (456786-456857)  Lys (CTT) 72 bp  Sc: 79.31 
GGGTCGTTAGCTCAATGGTAGAGCAGTTGACTCTTAATCAATTGATTGTAGGTTCGAGTC 
CTACACGACCCA 
>Candidatus_Blochmannia_floridanus_chr.trna18-LysTTT (561984-562056)  Lys (TTT) 73 bp  Sc: 90.12 
GGGTCGTTAGCTCAGTTGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCAGGTTCAAGT 
CCTGCACGACCCA 
>Candidatus_Blochmannia_floridanus_chr.trna33-MetCAT (354170-354097)  Met (CAT) 74 bp  Sc: 78.66 
GGCTACGTAGCTCAGATGGTTAGAGCGCAGCACTCATAATGCTGAGGGCACAGGTTCAAA 
TCCTGTCGTAGCTA 
>Candidatus_Blochmannia_floridanus_chr.trna4-MetCAT (110836-110912)  Met (CAT) 77 bp  Sc: 82.21 
CGCGGGGTGGAGCAGTATGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCAACCA 
>Candidatus_Blochmannia_floridanus_chr.trna37-MetCAT (59570-59497)  Met (CAT) 74 bp  Sc: 87.58 
GGCCCTTTAGCTCAGTTGGTTAGAGCAGGCGACTCATAATCGCTTGGTCACTGGTTCAAA 
TCCAGTAAGGGCCA 
>Candidatus_Blochmannia_floridanus_chr.trna36-PheGAA (73366-73291)  Phe (GAA) 76 bp  Sc: 85.67 
GCCCAGATAGCTCAGTTGGTAGAGCAGAGGACTGAAGATCCTCGTGTCCTTGGTTCGATT 
CCGAGTCTGGGCACCA 
>Candidatus_Blochmannia_floridanus_chr.trna26-ProTGG (652786-652713)  Pro (TGG) 74 bp  Sc: 77.60 
CGGCGAGTGGCGCAGTTTGGTAGCGTGGCTGGTTTGGGACCAGTAGGTCGGAGGTTCGAA 
TCCTCTCTCGCCGA 
>Candidatus_Blochmannia_floridanus_chr.trna28-SerCGA (505721-505634)  Ser (CGA) 88 bp  Sc: 52.03 
GGAGAGATGCCGGAGTGGATGAACGGGACGGTTTCGAAAATCGTTAAAGAATGTAATTTT 
TTCAAGGGTTCGAATCCCTTTCTCTCCT 
>Candidatus_Blochmannia_floridanus_chr.trna5-SerGCT (204652-204742)  Ser (GCT) 91 bp  Sc: 57.55 
AGTGAGGTGGCCGAGAGGCTAAAGGCACTCCCCTGCTAAGGGAGTATATAGTCTAAATAC 
TGTATCGAGGGTTCGAATCCCTCCCTCACTG 
>Candidatus_Blochmannia_floridanus_chr.trna14-SerGGA (505174-505261)  Ser (GGA) 88 bp  Sc: 53.70 
GGTGAGGTGTCCGAGAGGCTCAAGGAGCATGCCTGGAAAGCATGTATACATATAATATGT 
ATCAAGGGTTCGAATCCCTTCCTCACCG 
>Candidatus_Blochmannia_floridanus_chr.trna29-SerTGA (457082-456999)  Ser (TGA) 84 bp  Sc: 50.49 
GGAGGAGTGGCCGAGAGGATGAAGGCGCCGGTCTTGAAAATCGGTAATGTAAAAAATTCT 
AGAGTTCGAATCTCTACTCCTCCG 
>Candidatus_Blochmannia_floridanus_chr.trna11-ThrCGT (241865-241937)  Thr (CGT) 73 bp  Sc: 73.67 
GCCGATATAGCTTAATTGGTAGAGCAATGCATTCGTAATGCAAAGGTTGTAGGTTCGAAT 
CCTATTGTCGGCA 
>Candidatus_Blochmannia_floridanus_chr.trna10-ThrGGT (220246-220317)  Thr (GGT) 72 bp  Sc: 73.01 
GCTGATATAGCTCAGGGGCAGAGCACTCCCTTGGTAAGGGTGAGGTCGGCAGTTCGATTC 
TGCTTATCAGCA 
>Candidatus_Blochmannia_floridanus_chr.trna7-ThrTGT (219918-219989)  Thr (TGT) 72 bp  Sc: 77.81 
GCCGGTGTAGCTCAATGGTAGAGCAACTGATTTGTAATCAGTGGGTTAAGGGTTCAAATC 
CTTTTGCCGGCA 
>Candidatus_Blochmannia_floridanus_chr.trna22-TrpCCA (664046-663975)  Trp (CCA) 72 bp  Sc: 70.05 
AGGGGTGTAGTTCAATGGTAGAATATCGGTCTCCAAAACCGAGGGTTGGGAGTTCAAGTC 
TCTTCACCCCTG 
>Candidatus_Blochmannia_floridanus_chr.trna8-TyrGTA (220004-220085)  Tyr (GTA) 82 bp  Sc: 66.39 
GATGGGGTGCCCGAGTGGTTAAAGGGAGCAGACTGTAAATCTGCCGTCGTAGACTTCGAA 
GGTTCAAATCCTTCCCCCATCA 
>Candidatus_Blochmannia_floridanus_chr.trna32-ValGAC (402258-402185)  Val (GAC) 74 bp  Sc: 72.33 
GCGTTCTTAGCTCAGTTGGTTAGAGTGCTACCGTGACATGGTAGAGGTCGATGGTTCGAG 
TCCATTAGAACGCA 
>Candidatus_Blochmannia_floridanus_chr.trna17-ValTAC (561868-561940)  Val (TAC) 73 bp  Sc: 72.12 
AGGTGATTAGCTCAATAGGTAGAGTATCTCTCTTACAAGGAGAAGGTCGGCGGTTCAAAT 
CCGCCATCACCTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna30-AlaGGC (623584-623512)  Ala (GGC) 73 bp  Sc: 74.37 
GGGGCTGTAGCTCAACTGGGAGAGCGCTTGCATGGCATGCAAGAGGTTGGCGGTTCGATT 
CCGCTTAGCTCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna22-AlaTGC (738555-738483)  Ala (TGC) 73 bp  Sc: 76.15 
GGGGCTATAGCTCAACTGGGAGAGCGTCTGTTTTGCACGCAGAAGGTTAGCGGTTCGATT 
CCGCTTAGCTCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna7-ArgACG (225453-225526)  Arg (ACG) 74 bp  Sc: 73.85 



GCACCCGTAGCTCAATTGGACAGAGCACTCGGCTACGAACCGAGCGATCGGAGGTTCGAA 
TCCTCTCGGGTGTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna25-ArgCCG (726245-726172)  Arg (CCG) 74 bp  Sc: 71.15 
GCGTTCGTAGCTCAATTGGACAGAGCATCGCCCTCCGGAGGCGAAGGTTTCAGGTTCAAA 
TCCTGTCGGACGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna18-ArgCCT (620052-620123)  Arg (CCT) 72 bp  Sc: 51.16 
GTCTTCGTAGTTAAAAGGATATAACGAGCCTCTCCTAAAGGCTAATTACAGGTTCGATTC 
CTGTCGAAGACA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna13-ArgTCT (372439-372512)  Arg (TCT) 74 bp  Sc: 73.45 
GCGCTCTTAACTCAATTGGATAGAGTAACAGCCTTCTAAGCTGTAAGTTATAGGTTCGAA 
TCCTATAGGGCGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna16-AsnGTT (565484-565559)  Asn (GTT) 76 bp  Sc: 87.39 
TCCTCTGTAGTTCAGTTGGTAGAACAGCGGACTGTTAATCCGTATGTCACTGGTTCGAGC 
CCAGTCAGAGGAGCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna23-AspGTC (738342-738269)  Asp (GTC) 74 bp  Sc: 88.77 
GGTGCGGTAGTTCAGCTGGTTAGAACATCGGCCTGTCACGCCGAGGGTCACGGGTTCAAG 
TCCCGTCCGCACCG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna33-CysGCA (503887-503817)  Cys (GCA) 71 bp  Sc: 48.39 
GGCGCGTTGGCAGAGTGGTCATGCATCGGATTGCAAATCCGTATATCTCGGTTCAATTCC 
GAGACGCGTCT 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna38-GlnTTG (388699-388628)  Gln (TTG) 72 bp  Sc: 67.51 
TGGGGTATAGCCAAGCGGTAAGGCAGCGGGTTTTGATCCCGCCATTCCCAGGTTCGAATC 
CTGGTGCCCCAG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna29-GluTTC (684370-684298)  Glu (TTC) 73 bp  Sc: 44.35 
GTCCCCTTCGTCTAGAGGTCTAGGACACTGCCCTTTCACGGCGGCAACAGGGGTTCGAAG 
CCCCTAGGGGACA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna3-GlyGCC (93827-93902)  Gly (GCC) 76 bp  Sc: 91.20 
GCGGGAATAGCTCAGTTGGGAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCAAAT 
CTCGTTTCCCGCTCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna26-HisGTG (726127-726053)  His (GTG) 75 bp  Sc: 70.81 
GTGATTGTAGCTCAGTTGGCAGAGCTCTGGATTGTGGTTCCAGAAGTCGTGGGTTCGAAT 
CCCATCAATCACCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna21-IleGAT (791025-790949)  Ile (GAT) 77 bp  Sc: 71.88 
AGGCTTGTAGCTCAGGCGGTTAGAGCGCACCCCTGATAAGGGTGAGGACAGTGGTTCAAT 
TCCACTCAGGCCTATCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna2-LeuCAA (49580-49662)  Leu (CAA) 83 bp  Sc: 67.84 
GCCGAAGTGGCGAAATAGGTAGACGCAATTGACTCAAAATCAATCACCTTAATGGCGTGC 
CGGTTCGAGTCCGGCCTTCGGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna27-LeuCAG (726032-725947)  Leu (CAG) 86 bp  Sc: 53.82 
GCGAAGGTGGCGGAATAGGAAGACGCACTAACTTCAGGAGTTAGTGTCTTGATCAAGACG 
TGAGGGTTCAAATCCCTTCCTTCGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna4-LeuGAG (123302-123387)  Leu (GAG) 86 bp  Sc: 52.63 
ACCGAGGTGGTGGAATTGGTAGACACGCTACTTTGAGGTGGTAGTTCTCTTATTTGAGAT 
TACGGGTTCAAGTCCCGTCCTCGGTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna34-LeuTAA (503802-503721)  Leu (TAA) 82 bp  Sc: 57.44 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGACTTAAAATCCCTCGGCTTTGACTGTACG 
AGTTCAAATCTCGTCCCGGGTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna37-LeuTAG (388864-388783)  Leu (TAG) 82 bp  Sc: 51.60 
GCGGGAGTGGCGAAATAGGTAGACGCGTCAGAATTAGGATCTGATACTGAGAAGTATGCG 
AGTTCAAATCTCGCCTCCCGTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna14-LysCTT (505354-505427)  Lys (CTT) 74 bp  Sc: 77.53 
GGGTCGTTAGCTCAATATGGCAGAGCAGTTGACTCTTAATCAATTGGTTGTAGGTTCAAA 
TCCTACACGACCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna20-LysTTT (625433-625505)  Lys (TTT) 73 bp  Sc: 83.82 
GGGTCGTTAGCTCAGAAGGTAGAGCAGTTGACTTTTAATCAATTGGTCGCAGGTTCGAAT 
CCTGCACGACCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna5-MetCAT (123459-123535)  Met (CAT) 77 bp  Sc: 72.64 
CGCGGGGTGGAGCAGTATGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCGACCCCCGCAACCG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna36-MetCAT (388965-388892)  Met (CAT) 74 bp  Sc: 79.58 
GGCTACGTAGCTCAGTAGGTTAGAGCGCAGCACTCATAATGCTGAGGTCACAGGTTCAAG 
TCCCGTCGTAGCTA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna40-MetCAT (67625-67551)  Met (CAT) 75 bp  Sc: 83.26 
GGCCCCTTAGCTCAGATTGGTTAGAGCAGGCGACTCATAATCGCTTGGTCGCTGGTTCAA 
ATCCAGCAGGGGCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna39-PheGAA (84305-84233)  Phe (GAA) 73 bp  Sc: 78.10 
GCCCGGATAGCTCAGTCGGTAGAGCAGAGGACTGAAGATCCTCGTGTCCTTGGTTCAATT 



CCAAGTCCGGGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna1-ProCGG (25305-25378)  Pro (CGG) 74 bp  Sc: 74.96 
CGGTGAGTAGCGTAGTTTGGTAGCGCAATACGTTCGGGACGTATAGGTCGAAGGTTCAAA 
TCCTTCCTCACCGA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna17-ProGGG (583842-583915)  Pro (GGG) 74 bp  Sc: 68.65 
CGGCATGTAGCGTAGTTTGGTAGCGCACCGTCATGGGGTGTCGGGGGTCAGAGGTTCAAA 
TCCTCTCATGCCGA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna28-ProTGG (725834-725761)  Pro (TGG) 74 bp  Sc: 75.49 
CGGCGAGTGGCGCAGCTTGGTAGCGCTCCTGGTTTGGGACCAGGAGGCCGGAGGTTCAAA 
TCCTCTCTCGCCGA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna10-GlyTCC (241837-241908)  Gly (TCC) 72 bp  Sc: 43.05 
GTGGGCATCGTATAATGGTTATTACCTCAACCTTCCAAGTTGATGATGTGGGTTCAATTC 
CCACTGTCCACT 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna31-SerCGA (565202-565110)  Ser (CGA) 93 bp  Sc: 53.15 
GGAGAGATGCCGGAGTGGTTGAACGGAGCGGTTTCGAAAACCGTTTTAAAGAAATAATAT 
CTTTCAAGGGTTCGAATCCCTTTCTCTCCGTCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna6-SerGCT (225347-225438)  Ser (GCT) 92 bp  Sc: 60.56 
AGTGAGGTGGCCGAGTGGCTGAAGGCACTCCCCTGCTAAGGGAGTATATGGTTCTTAACA 
CTGTGTCGAGGGTTCAAATCCCTCCCTCACTG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna15-SerGGA (564571-564662)  Ser (GGA) 92 bp  Sc: 68.29 
GGTGAGGTGTCCGAGTGGCTTAAGGAGCATGCCTGGAAAGCATGTATACATATAATTTTG 
TATCAAGGGTTCAAATCCCTTCCTCACCGCCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna32-SerTGA (505806-505723)  Ser (TGA) 84 bp  Sc: 61.32 
GGAGGAGTGGCCGAGTGGTTTAAGGCGCCGGTCTTGAAAATCGGTAATGTAAAACATTCT 
AGAGTTCGAATCTCTACTCCTCCG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna12-ThrCGT (264259-264332)  Thr (CGT) 74 bp  Sc: 67.25 
GCCGATATAGCTCAGAATGGCAGAGCAGCGCATTCGTAATGCGAAGGATATAGGTTCAAA 
TCCTATTATCGGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna11-ThrGGT (241930-242006)  Thr (GGT) 77 bp  Sc: 83.12 
GCTGATATAGCTCAGAAGGTAAGAGCGCGCCCTTGGTAAGGGTGAGGTCAGCAGTTCGAA 
TCTGCTTATCAGCACCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna8-ThrTGT (241597-241669)  Thr (TGT) 73 bp  Sc: 78.48 
GCCGGTGTAGCTCAATAGGAAGAGCAACTGATTTGTAATCAGTAGATCAAAGGTTCGAAT 
CCTTTTACCGGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna24-TrpCCA (738248-738175)  Trp (CCA) 74 bp  Sc: 61.16 
AGGGGTGTAGTTCAAATAGGTAGAACGTCGGTCTCCAAAACCGGGTGTTAGGAGTTCAAG 
TCTCTTCACCCCTG 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna9-TyrGTA (241683-241764)  Tyr (GTA) 82 bp  Sc: 59.19 
GATGGGGTTCCCGAGCGGCTAAAGGGAGCAGACTGTAAATCTGTCGTCGTAGACTTCGAA 
GGTTCAAATCCTTCCCCCATCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna35-ValGAC (443697-443624)  Val (GAC) 74 bp  Sc: 80.35 
GCGTTCTTAGCTCAGTCGGTTAGAGCACTACCTTGACATGGTAGAGGTCGATGGTTCAAG 
TCCATTAGAACGCA 
>Candidatus_Blochmannia_pennsylvanicus_BPEN_chr.trna19-ValTAC (625335-625408)  Val (TAC) 74 bp  Sc: 84.23 
AGGTGATTAGCTCAGTTTGGCAGAGCATCTCCCTTACAAGGAGAGGGTCGGCGGTTCGAT 
TCCGCCATCACCTA 
>Candidatus_Carsonella_ruddii_chr.trna8-AlaTGC (52958-53029)  Ala (TGC) 72 bp  Sc: 51.38 
GGGGTTATAATTTAATTGGTAAAATATTTGGTTTGCAACCAAAAAAAAAGAGTTCAATTC 
TCTTTAACTCCA 
>Candidatus_Carsonella_ruddii_chr.trna25-ArgACG (98940-98868)  Arg (ACG) 73 bp  Sc: 42.08 
ACATTTGTAACTCATCGGATAGAGTGTTTGATTACGAATCAGATTGTAAAAGGTTCAATT 
CCTTTCAAATGTA 
>Candidatus_Carsonella_ruddii_chr.trna14-ArgTCT (65237-65310)  Arg (TCT) 74 bp  Sc: 58.32 
GCGTTTATAGCTCAAATGGATAGAGCAGTGACCTTCTAAGTCAAAGGTTGTAAGTTCAAT 
TCTTACTAAGCGTA 
>Candidatus_Carsonella_ruddii_chr.trna5-AsnGTT (37565-37637)  Asn (GTT) 73 bp  Sc: 72.25 
TCCTTGGTAGCTCAGCTGGTAGAGCAAATGACTGTTAATCATTTGGTCACAGGTTCAATC 
CCTGTCTAAGGAG 
>Candidatus_Carsonella_ruddii_chr.trna7-AspGTC (48296-48369)  Asp (GTC) 74 bp  Sc: 57.70 
GGAGCGATAATTTAGTAGGTTAAAATGTTGGCTTGTCACGTCAAATATCGCGGGTTCGAT 
TCCCGTTCGTTCCG 
>Candidatus_Carsonella_ruddii_chr.trna10-GlnTTG (53227-53298)  Gln (TTG) 72 bp  Sc: 61.05 
TGAGATATAGCCAAGTGGTAAGGTATTGGTTTTTGATACCAAATATCCTAGGTTCGATTC 
CTAGTATCTCAG 
>Candidatus_Carsonella_ruddii_chr.trna2-GluTTC (35392-35462)  Glu (TTC) 71 bp  Sc: 33.56 
GTCTTGTTCGTCTAATGGTAGGACCTCGCTCTTTCACGGCGGAAAAAAGGGTTCGAATCC 
CTTACGAGATA 



>Candidatus_Carsonella_ruddii_chr.trna3-GlyGCC (35463-35534)  Gly (GCC) 72 bp  Sc: 54.80 
GCGAAAGTATCTTAATGGTAAAGTATCACCTTGCCATGGTGAAAGTTGCGAGTTCGAATC 
TCGTCTATCGCT 
>Candidatus_Carsonella_ruddii_chr.trna22-GlyTCC (147094-147024)  Gly (TCC) 71 bp  Sc: 41.75 
GCGAAAATAGTTTATTGGTAAAATATTATCTTTCCAAGTTATTGTAAAGGGTTCGATTCC 
CTTTTTTCGCT 
>Candidatus_Carsonella_ruddii_chr.trna15-HisGTG (65313-65385)  His (GTG) 73 bp  Sc: 69.11 
GTAAATATAGCTCAGCTGGCAGAGCAATAGTTTGTGATACTATTGGTCGCGGGTTCAAAT 
CCCGTTGTTTACC 
>Candidatus_Carsonella_ruddii_chr.trna1-IleGAT (14011-14084)  Ile (GAT) 74 bp  Sc: 72.36 
GGGATTGTAGCTCAGTTGGTTAGAGCATACCTCTGATAATGGTAAGGTCAATAGTTCAAA 
TCTATTTAATCCCA 
>Candidatus_Carsonella_ruddii_chr.trna12-LeuGAG (61144-61216)  Leu (GAG) 73 bp  Sc: 50.51 
ACCGAAATGGTGAAATGGTAAACACTCTATTTTGAGGTAGTAGATTTTACGGGTTCAAAT 
CCCGTTTTCGGTA 
>Candidatus_Carsonella_ruddii_chr.trna19-LeuTAA (96280-96361)  Leu (TAA) 82 bp  Sc: 53.73 
GCCCATATGGCGAAATGGTAGACGCAAAGGACTTAAAATCCTTGGTTTTCTAAACGTGTC 
AGTTCAAATCTGACTTTGGGTA 
>Candidatus_Carsonella_ruddii_chr.trna26-LysTTT (97213-97140)  Lys (TTT) 74 bp  Sc: 70.68 
GGGTTGTTAGCTCAGACTGGTAGAGCACTTGGCTTTTAACCAATTGGTCGTAGGTTCAAA 
TCCTATACAACTCA 
>Candidatus_Carsonella_ruddii_chr.trna27-MetCAT (93431-93359)  Met (CAT) 73 bp  Sc: 63.28 
GGGTTTATAACTCAATGGTTAGAGTAGAGGACTCATAATTCTTTAGTTGTAGGTTCGACT 
CCTACTAAACCCA 
>Candidatus_Carsonella_ruddii_chr.trna28-MetCAT (37710-37638)  Met (CAT) 73 bp  Sc: 67.64 
GGTTATATAGCTCAGTTGGTAGAGCAAATCATTCATGATGATTGGGTCTCCTGTTCAAAT 
CAGGATATAACTA 
>Candidatus_Carsonella_ruddii_chr.trna20-MetCAT (116581-116653)  Met (CAT) 73 bp  Sc: 71.11 
TGCGGGGTAGAGCAGATGGTAGCTCATCGGGCTCATAATCCGAAGGTCGATGGTTCGAAT 
CCATTCTCCGCAA 
>Candidatus_Carsonella_ruddii_chr.trna9-PheGAA (53154-53226)  Phe (GAA) 73 bp  Sc: 79.00 
GGCTAAATAGCTCAGTAGGTAGAGCAAAGGACTGAAAATCCTTGTGTCGGTGGTTCGATT 
CCACCTTTAGCTA 
>Candidatus_Carsonella_ruddii_chr.trna13-ProTGG (65163-65236)  Pro (TGG) 74 bp  Sc: 63.78 
CGGAATATAGCGTAGTTTGGTAACGTACTTGCTTTGGGAGTAAGTGATCAAAGGTTCAAA 
TCCTTTTATTCCGA 
>Candidatus_Carsonella_ruddii_chr.trna23-TrpCCA (147001-146931)  Trp (CCA) 71 bp  Sc: 38.83 
AAGTCAATAACTTAACGGTAAAGTATTGATTTCCAAAATCAATAATAGAGGTTCAATTCC 
TCTTTGGCTTG 
>Candidatus_Carsonella_ruddii_chr.trna18-CysGCA (96209-96279)  Cys (GCA) 71 bp  Sc: 26.94 
GGCTGAATAACATATAGGTTATGTCTTAGGTTGCAAACCTAATTAAATTGGTTCGAATCC 
AATTTCAGCTT 
>Candidatus_Carsonella_ruddii_chr.trna4-SerGGA (35535-35619)  Ser (GGA) 85 bp  Sc: 48.96 
AGAGATATGTCTGAGTGGATTAAAGAATATGTTTGGAATACATATAAAACTAATGTTTTC 
ATGGGTTCGAATCCCATTGTCTCTT 
>Candidatus_Carsonella_ruddii_chr.trna17-LeuTAG (80487-80565)  Leu (TAG) 79 bp  Sc: 43.73 
ACCGAACTGTTGAAATGGTAAACAATCAAGATTTAGAATCTTGTGCTAACGCTTAGGAGT 
TCAAATCTCCTGTTCGGTA 
>Candidatus_Carsonella_ruddii_chr.trna24-SerGCT (99023-98942)  Ser (GCT) 82 bp  Sc: 62.66 
AGAGAAATGGCTGAGCGGTTTAAAGCACTCCTCTGCTAAAGGAGTATAGAATCTATCGTA 
GGTTCGAATCCTACTTTCTCTA 
>Candidatus_Carsonella_ruddii_chr.trna16-SerTGA (69415-69499)  Ser (TGA) 85 bp  Sc: 58.23 
GGAAAGATGGTAGAGTGGTTTAATACATCGGTCTTGAAAACCGATAAAGTTTATTCTTTC 
CAGGGTTCGAATCCCTGTCTTTCCG 
>Candidatus_Carsonella_ruddii_chr.trna11-ThrTGT (53302-53373)  Thr (TGT) 72 bp  Sc: 58.28 
GCTTTTGTAGCTTAGTAGGTAAAGCTGTTGATTTGTAATCAACTGTCTCGGGTTCGATTC 
CTGACAAAAGTA 
>Candidatus_Carsonella_ruddii_chr.trna21-TyrGTA (147179-147099)  Tyr (GTA) 81 bp  Sc: 49.13 
GAAGAAATACCTAAGAGGTCAACAGGAACAGATTGTAAATCTGCTGCGAAAGCTTCAGAG 
GTTCGAATCCTCTTTTCTTCA 
>Candidatus_Carsonella_ruddii_chr.trna6-ValTAC (48215-48287)  Val (TAC) 73 bp  Sc: 60.97 
AGGTAATTAACTCAATAGGTAGAGTATCAGTTTTACATACTGAAAGTTATAAGTTCAAAT 
CTTATATTACCTA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna37-AlaCGC (1-73)  Ala (CGC) 73 bp  Sc: 86.61 
GGGCCGGTGGCGCAGTTGGTAGCGCGCCGCCTTCGCAAGGCGGAGGCCGCGGGTTCGAAT 
CCCGCCCGGTCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna14-AlaGGC (1-73)  Ala (GGC) 73 bp  Sc: 80.62 



GGGCCGGTGGCGCAGTTGGTAGCGCGCCCGCTTGGCATGCGGGAGGTCGGGGGTTCGAAT 
CCCCCCCGGTCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna35-AlaTGC (1-73)  Ala (TGC) 73 bp  Sc: 85.14 
GGGCCCGTAGCTCAGGCGGTAGAGCGCCGGCTTTGCAAGCCGGAGGCCGCGGGTTCGAGT 
CCCGCCGGGTCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna39-ArgCCG (1-75)  Arg (CCG) 75 bp  Sc: 85.93 
GGGCCCGTAGCTCAGCATGGTCAGAGCGTCGGCCTCCGGAGCCGAAGGTCGCGGGTTCGA 
GTCCCGCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna8-ArgCCT (1-78)  Arg (CCT) 78 bp  Sc: 80.26 
GGGCCCGTAGCTCAGCAAGGATAGAGCGGCGGCCTCCTAAGCCGCAGGCCGAGGGTTCGA 
GTCCCTCCGGGCCCGCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna13-ArgGCG (1-76)  Arg (GCG) 76 bp  Sc: 80.78 
GGGCCCGTAGCTCAGCAAGGATCAGAGCGTCGGCCTGCGGAGCCGAAGGTCGCGGGTTCG 
AGTCCCGCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna46-ArgTCG (1-75)  Arg (TCG) 75 bp  Sc: 79.80 
GGGCCCGTAGCTCAGCAAGGATAGAGCGGCGGCCTTCGGAGCCGCAGGTCGAGGGTTCAA 
GTCCCTCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna26-ArgTCT (1-75)  Arg (TCT) 75 bp  Sc: 79.85 
GGGCCCGTAGCTCAGCAAGGATAGAGCGGCGGCCTTCTAAGCCGCAGGCCGAGGGTTCAA 
GTCCCTCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna43-AsnGTT (1-74)  Asn (GTT) 74 bp  Sc: 77.88 
GGCGGGGTAGCTCAGCCAGGTAGAGCATCCGGCTGTTAACCGGAGGGTCGTGGGTTCGAG 
TCCCACCCCCGCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna45-AspGTC (1-77)  Asp (GTC) 77 bp  Sc: 79.50 
GCCCGGGTGGTGTAGCCCGGCCAGCATAGGGGCCTGTCGAGCCCCAGACCCGGGTTCAAA 
TCCCGGCCCGGGCGCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna36-CysGCA (1-72)  Cys (GCA) 72 bp  Sc: 57.25 
GCCGGGTTGGCCGAGCGGCATAGGCAGCGGGCTGCAGACCCGTGGACGGGGGTTCGAATC 
CCCCACCCGGCT 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna12-GlnCTG (1-73)  Gln (CTG) 73 bp  Sc: 76.97 
AGCCCCGTGGTGTAGCGGCCAAGCACGCCGGGCTCTGGACCCGGAGACCCCGGTTCGAAT 
CCGGGCGGGGCTA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna34-GlnTTG (1-73)  Gln (TTG) 73 bp  Sc: 77.53 
AGCCCCGTGGTGTAGCGGCCAAGCACGCCGGGCTTTGGACCCGGAGACCCCGGTTCGAAT 
CCGGGCGGGGCTA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna44-GluCTC (1-75)  Glu (CTC) 75 bp  Sc: 77.47 
GCTCCGGTGGTGTAGCCCGGTCAAGCATAGGGGCCTCTCGAGCCCCAGACCCGGGTTCAA 
ATCCCGGCCGGAGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna17-GluTTC (1-78)  Glu (TTC) 78 bp  Sc: 79.64 
GCTCCGGTGGTGTAGCCCGGTCAAGCATAGGGGCCTTTCGAGCCCCAGACCCGGGTTCAA 
ATCCCGGCCGGAGCACCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna9-GlyCCC (1-74)  Gly (CCC) 74 bp  Sc: 82.19 
GCGGCCGTAGTCTAGCCTGGACAGGATGCCGGCCCCCCAAGCCGGCGACCCGGGTTCAAA 
TCCCGGCGGCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna40-GlyGCC (1-74)  Gly (GCC) 74 bp  Sc: 76.72 
GCGGCCGTAGTCTAGCCTGGACAGGATGGGGGCCTGCCACGTCCCAGACCCGGGTTCAAA 
TCCCGGCGGCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna28-GlyTCC (1-74)  Gly (TCC) 74 bp  Sc: 79.74 
GCGGCCGTAGTCTAGCCTGGACAGGATGCTGGCCCTCCAAGCCGGAGACCCGGGTTCAAA 
TCCCGGCGGCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna10-HisGTG (1-73)  His (GTG) 73 bp  Sc: 65.86 
GCCGGGGTGAGGTAGCCTGGTAACCTGGGGGCCTGTGGAGCCCTTAACCCGGGTTCAAAT 
CCCGGCCCCGGCC 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna38-IleGAT (1-75)  Ile (GAT) 75 bp  Sc: 86.88 
GGGCCCGTGGCTCAGACTGGTCAGAGCGCCCGGCTGATAACCGGGAGGCCGGGGGTTCAA 
GTCCCCCCGGGCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna30-IleTAT (1-75)  Ile (TAT) 107 bp  Sc: 83.00 
GGGCCCGTGGCTCAGACTGGATAGAGCGCCTGCCTTATATGGCGGCTCCCGCTACAGAGC 
GCCAGGGGAAAAGCGGGAGGTCGGGGGTTCAAGTCCCCCCGGGCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna33-LeuCAA (1-87)  Leu (CAA) 87 bp  Sc: 80.72 
GCGGGGGTGGCCGAGCCAGGTTCAAGGCGACGGACTCAAGATCCGTTGGGCGTCAGGCCC 
TCGTGGGTTCGAATCCCACCCCCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna18-LeuCAG (1-87)  Leu (CAG) 87 bp  Sc: 71.66 
GCGGGGGTTGCCGAGCCAGGTCCAAGGCGCCGGATTCAGGGTCCGGTGGGCGTCAGGCCC 
GCGTGGGTTCAAATCCCACCCCCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna21-LeuGAG (1-87)  Leu (GAG) 87 bp  Sc: 71.91 
GCGGGGGTAGCCAAGCCAGGTCCAAGGCGCCCGCTTGAGGGGCGGGTGGGCGTCAGGCCC 



GCGTGGGTTCAAATCCCACCCCCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna41-LeuTAA (1-85)  Leu (TAA) 85 bp  Sc: 74.02 
GCGGGGGTGGCCGAGCCGGGACAAAGGCGGCGGACTTAAGATCCGCTCCCTTAGGGGTTC 
GTGGGTTCGAATCCCACCCCCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna27-LeuTAG (1-85)  Leu (TAG) 85 bp  Sc: 67.84 
GCGGGGGTGGCCGAGAGGTCCAAGGCGCCAGCCTTAGGAGCTGGTGAGCATCAGGCTCGC 
GTGGGTTCAAATCCCACCCCCCGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna31-LysCTT (1-74)  Lys (CTT) 74 bp  Sc: 74.61 
GGGCCCGTAGCTCAGAATGGTAGAGCACCCGGCTCTTAACCGGGGGGTCGGGGGTTCGAA 
GCCCCCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna6-LysTTT (1-74)  Lys (TTT) 74 bp  Sc: 81.72 
GGGCCCGTAGCTCAGAATGGAAGAGCACCCGGCTTTTAACCGGGGGGTCGCGGGTTCAAA 
TCCCGCCGGGCCCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna16-MetCAT (1-74)  Met (CAT) 74 bp  Sc: 83.01 
AGCGGGGTGGGGCAGCCTGGTAGCCCGCCGGGCTCATAACCCGGAGGTCGGAGGTTCGAA 
TCCTCCCCCCGCTA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna7-MetCAT (1-104)  Met (CAT) 104 bp  Sc: 80.75 
GCCGGGGTAGCTCAGCCTGGTTTGAGCGCCGGACTCATAAGTGGGCAGGGCCCCGGCGCC 
GCTGGGATATCCGGAGGTCCCGGGTTCAAATCCCGGCCCCGGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna15-PheGAA (1-72)  Phe (GAA) 72 bp  Sc: 79.34 
GCCGGGGTAGCTCAGAGGGAGAGCGTCCGGCTGAAGACCGGAAGGTCGAGGGTTCAAATC 
CCTCCCCCGGCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna42-ProCGG (1-74)  Pro (CGG) 74 bp  Sc: 90.36 
GGGGCCGTGGTCTAGCTAGGTAGGATGCCGGCCTCGGGAGCCGGAGGTCCCGGGTTCAAA 
TCCCGGCGGCCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna32-ProGGG (1-74)  Pro (GGG) 74 bp  Sc: 84.25 
GGGGCCGTGGTCTAGCTAGGTAGGATGCCAGCCTGGGGCGCTGGTGGTCCCGGGTTCAAA 
TCCCGGCGGCCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna23-ProTGG (1-74)  Pro (TGG) 74 bp  Sc: 90.92 
GGGGCCGTGGTCTAGCTAGGTAGGATGCCGGCCTTGGGAGCCGGAGGTCCCGGGTTCAAA 
TCCCGGCGGCCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna11-SerCGA (1-84)  Ser (CGA) 103 bp  Sc: 75.52 
GCCGGGGTACCCTAGCCAGAGGGCCAGCTACCGGCTAAGAAAGGGGCCGGACTCGAGATC 
CGGTGGCCTCCGGGCCTCGTGGGTTCAAATCCCACCCCCGGCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna24-SerGCT (1-88)  Ser (GCT) 88 bp  Sc: 74.50 
GCCGGGGTGCCCTAGCTCGGTAGGGGGCTGGCCTGCTAAGCCAGTGGCCCACTGGGCCGC 
GAGGGTTCAAATCCCTCCCCCGGCGCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna20-SerGGA (1-88)  Ser (GGA) 88 bp  Sc: 74.73 
GCCGGGGTGCCCTAGCCCGGAAGGGGGCTGGCCTGGAGAGCCAGTGGCCCACTGGGCCGC 
GTGGGTTCAAATCCCACCCCCGGCGCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna19-SerTGA (1-87)  Ser (TGA) 87 bp  Sc: 68.66 
GCCGGGGTGGCCGAGATCGGACCAAGGTGCCCGCCTTGAGAGCGGGTGGCCCTCCGGGCC 
GCGAGGGTTCAAATCCCTCCCCCGGCG 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna22-ThrCGT (1-75)  Thr (CGT) 75 bp  Sc: 89.11 
GCCCCGGTAGCTCAGCTCGGTCAGAGCGGCCGCCTCGTAAGCGGCAGGTCGCGGGTTCGA 
ATCCCGCCCGGGGCT 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna29-ThrGGT (1-75)  Thr (GGT) 75 bp  Sc: 84.41 
GCCCCGGTAGCTCAGCCCGGTCGGAGCGCCGCCTTGGTAAGGCGGAGGGCGCGGGTTCGA 
ATCCCGCCCGGGGCT 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna1-ThrTGT (1-73)  Thr (TGT) 73 bp  Sc: 75.24 
GCCCCGGTAGCTCAGTCGGCAGAGCGGCCGCCTTGTAAGCGGCAGGCCGGGGGTTCGAGA 
CCCCCCCGGGGCT 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna2-TrpCCA (1-99)  Trp (CCA) 136 bp  Sc: 68.67 
GGGGCCGTGGCCCAGCCTGGCGTCCCCCTATGATATAGGGGTCATGCCCTGGAAAGGTAG 
GGCGGCGGGCTCCAGTCCCTGGAGCATTGAGGGGGACACCCGTAAGACGTGGGTTCGAGT 
CCCACCGGCCCCACCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna5-TyrGTA (1-116)  Tyr (GTA) 116 bp  Sc: 65.82 
CGGGGCGTAGCTCAGCCTGGTAGAGCGGCCGGCTGTAGTGGGCGTCTATTGACGCTCCGT 
CAGCGGCAGCTCCCACAGAAACCGGCAGGCCGGGGGTTCGAGTCCCCCCGCCCCGA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna3-ValCAC (1-73)  Val (CAC) 73 bp  Sc: 77.68 
GGGCCGGTGGTCTAGAGGCTATGACGCCGCCCTCACACGGCGGAGGTCGTGGGTTCGAGT 
CCCACCCGGCCCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna4-ValGAC (1-76)  Val (GAC) 76 bp  Sc: 80.73 
GGGCCGGTGGTCTAGTGGCTATGACGCCGCCTTGACGAGGCGGAGGCCGTGGGTTCGAGT 
CCCACCCGGCCCACCA 
>Candidatus_Korarchaeum_cryptofilum_OPF8_chr.trna25-ValTAC (1-73)  Val (TAC) 73 bp  Sc: 79.14 
GGGCCGGTGGTCTAGAGGCTATGACGCCGCCCTTACGAGGCGGAGGTCGGGGGTTCGATT 



CCCCCCCGGCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna18-AlaCGC (1-72)  Ala (CGC) 72 bp  Sc: 71.36 
GGGCTCGTAGATCAGGGGTAGATCGCTACGTTCGCAACGTAGAGGCCGCGGGTTCAAATC 
CCGCCGGGTCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna40-AlaGGC (1-72)  Ala (GGC) 72 bp  Sc: 64.70 
GGGCTGGTGGTAAAGTGGTATTACGCTCCCTTGGCATGGGAGAGGCCGCGGGTTCAATTC 
CCGCCCAGTCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna19-AlaTGC (1-72)  Ala (TGC) 72 bp  Sc: 68.94 
GGGCTCGTAGATCAGGGGTAGATCGTCACGTTTGCAACGTGAAGGCCACGGGTTCGAATC 
CCGTCGAGTCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna8-ArgCCG (1-72)  Arg (CCG) 72 bp  Sc: 60.82 
GCCTCGGTAGGGTAGTGGACATCCTAGAAGCCTCCGGAGCTTTTGACCCGGGTTCAAGTC 
CCGGCCGAGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna30-ArgCCT (1-75)  Arg (CCT) 75 bp  Sc: 76.73 
GGGCGAGTGGCTTAGTCCGGATAGAGCGTTAGCCTCCTAAGCTAATGGTCGGGGGTTCAA 
ATCCCCCCTCGCCCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna37-ArgGCG (1-72)  Arg (GCG) 72 bp  Sc: 58.02 
GTCCCGGTGGGGTAGTGGACATCCTAGAAGCCTGCGGAGCTTTTGACCCGGGTTCAAGTC 
CCGGCCGGGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna42-ArgTCG (1-72)  Arg (TCG) 72 bp  Sc: 51.59 
GGATCCATGGGGTAGAGGATATCCTCTTGGGCTTCGAACCCAAGGACGCGGGTTCGATTC 
CCGCTGGGTCCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna13-ArgTCT (1-75)  Arg (TCT) 75 bp  Sc: 81.08 
GGGCTTGTGGCTTAGCTTGGACATAGCGCCGGGCTTCTAACCCGGATGTCGGGGGTTCAA 
ATCCCTCCAAGCCCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna2-AsnGTT (1-73)  Asn (GTT) 73 bp  Sc: 66.59 
GCCGCCATAACTCAGTTGGTAGAGTGGCTGGCTGTTAACCAGCATGTCACAGGTTCGAGT 
CCTGTTGGCGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna32-AspGTC (1-73)  Asp (GTC) 73 bp  Sc: 61.40 
GCCCAGGTAGTGTAGCGGCCTATCATGATTGCCTGTCACGCAATCGACTCGGATTCGAAT 
TCCGACCTGGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna27-CysGCA (1-71)  Cys (GCA) 71 bp  Sc: 38.05 
GCCAGGATGGCGGAAAGGCTACGCGGCTGACTGCAGATCAGCGTATCCCGGTTCGATTCC 
GGGTCCTGGCT 
>Candidatus_Methanoregula_boonei_6A8_chr.trna28-CysGCA (1-71)  Cys (GCA) 71 bp  Sc: 38.05 
GCCAGGATGGCGGAAAGGCTACGCGGCTGACTGCAGATCAGCGTATCCCGGTTCGATTCC 
GGGTCCTGGCT 
>Candidatus_Methanoregula_boonei_6A8_chr.trna16-CysGCA (1-73)  Cys (GCA) 73 bp  Sc: 44.43 
GCCGGTGTGGCAGAGCGGTTAATGCCTTCGCCTGCAGAGCGAATGTCTGGGGGTCCGACT 
CCCTCCGCCGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna24-CysGCA (1-72)  Cys (GCA) 72 bp  Sc: 51.27 
GCCAAGGTGGCGGAGCGGCCACGCGGTTGACTGCAGATCAACTACACTCCGGTTCAAATC 
CGGACCTTGGCT 
>Candidatus_Methanoregula_boonei_6A8_chr.trna43-GlnCTG (1-73)  Gln (CTG) 73 bp  Sc: 61.70 
AGCCCGGTAGTGTAGCGGTCAATCATGCGAGACTCTGGATCTCGCGACAGCAGTTCGAAT 
CTGCTCCGGGCTA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna4-GlnTTG (1-73)  Gln (TTG) 73 bp  Sc: 64.77 
ACCCCCGTAGTGTAGCGGTCAATCATGCAGGACTTTGGATCCGGCGACACCAGTTCGAAT 
CTGGTCGGGGGTA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna12-GluCTC (1-75)  Glu (CTC) 75 bp  Sc: 63.30 
GCTGCTATAGTGTAGACCGGCCAATCATGCGAGCCTCTCACGCTCGCGACAGGGGTTCAA 
ATCCCCTTAGCAGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna10-GluTTC (1-75)  Glu (TTC) 75 bp  Sc: 66.48 
GCTGCTATAGTGTAGACCGGCCAATCATGCGGGCCTTTCACGCCCGCGACTGGGGTTCAA 
ATCCCCATAGCAGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna15-GlyCCC (1-71)  Gly (CCC) 71 bp  Sc: 53.81 
GCGATAGTAGTCTAGCGGCAGGACAGGAGCTTCCCAAGCTTCTAACCCGGGTTCGATCCC 
CGGCTATCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna6-GlyGCC (1-72)  Gly (GCC) 72 bp  Sc: 62.20 
GCGCCGATAGTGTAGTGGTTATCACTAGGCGTTGCCAACGCCTAAACTCGGGTTCGAGTC 
CCGATCGGCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna46-GlyTCC (1-71)  Gly (TCC) 71 bp  Sc: 64.00 
GCATCGATGGTCTAGAGGTATGACTTAGGCCTTCCAAGCCTATAGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna21-HisGTG (1-74)  His (GTG) 74 bp  Sc: 61.29 
GCCAGGGTAGGGTAGTCTGGTTATCCTAAGGGGCTGTGGATCCCTCGACCCGGGTTCAAA 
TCTCGGCCCTGGCC 



>Candidatus_Methanoregula_boonei_6A8_chr.trna45-IleGAT (1-74)  Ile (GAT) 74 bp  Sc: 74.52 
GGGCCCGTAGCATAGCCCGGTGGTGCGCCCGGCTGATAACCGGGAGGTCATGCGTTCGAA 
TCGCATCGGGCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna1-LeuCAA (1-83)  Leu (CAA) 83 bp  Sc: 48.33 
GCGAGAATATCTAAGTGGCCAACAGAGGCGGACTCAAGATCCGTTCCCGAAGGGGTTCGC 
AGGTTCGACTCCTGCTTCTCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna11-LeuCAG (1-85)  Leu (CAG) 85 bp  Sc: 60.46 
GCGAGGGTAGCCAAGCCAGGTCAACGGCGCCAGGTTCAGGGCCTGGTCTCGCAGGAGTTC 
TTGGGTTCGAATCCCATCCCTCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna7-LeuGAG (1-85)  Leu (GAG) 85 bp  Sc: 60.88 
GCGAGGGTAGCCAAGCCAGGTCAAAGGCGCTAGGTTGAGGGCCTAGTCTCGTAGGAGTTC 
TTGGGTTCGAATCCCATCCCTCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna38-LeuTAA (1-83)  Leu (TAA) 83 bp  Sc: 52.19 
GCGAGGGTACGAAAGTGGCCAACTCGGCTGGACTTAAGATCCAGTTCCGCAGGGATTCAT 
GGGTTCGACTCCCATCCCTCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna35-LeuTAG (1-85)  Leu (TAG) 85 bp  Sc: 65.63 
GCGAGGATCGCCGAGCTTGGTCAAAGGCGCTGGATTTAGGGTCCAGTCCCGCAGGGGTTC 
GCCGGTTCGAATCCGGCTCCTCGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna17-LysCTT (1-74)  Lys (CTT) 74 bp  Sc: 77.39 
GGGTCTGTAGCTTAGTTCGGCATAGCGGCGGACTCTTAATCCGCAGGTCAAGGGTTCAAA 
TCCCTTCAGGCCCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna29-LysTTT (1-74)  Lys (TTT) 74 bp  Sc: 81.50 
GGGTTCGTAGCTCAGTTCGGTAGAGCGCCTGGCTTTTAACCAGGTGGTCGGGGGTTCAAA 
TCCCTCCGGGCCCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna48-MetCAT (1-75)  Met (CAT) 75 bp  Sc: 72.22 
AGCGAGGTAGGGTAGTCAGGATATCCCGACGGGCTCATAACCCGTAGATCGATGGTTCAA 
ATCCATCCCTCGCTA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna3-MetCAT (1-75)  Met (CAT) 75 bp  Sc: 79.52 
GGGCCTGTAGCTCAGTCCGGTTAGAGCGCCCGGCTCATAACCGGGCGGTCATGCGTTCGA 
ATCGCATCAGGCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna33-MetCAT (1-130)  Met (CAT) 130 bp  Sc: 49.05 
GCTGCGGTGGCCTAGCTGGTTAGGGCGCCAGACTCATAGGGTTTTATTGGAGCGCAAAAA 
CAATCCGGTTTTTGCGCGATAAGATACCTGGGACATCTGGAGATCGTGGGATCGTAACCC 
ACTCGCAGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna39-PheGAA (1-74)  Phe (GAA) 74 bp  Sc: 78.50 
GCCCTAGTAGCTCAGACTGGGAGAGCGCCAGACTGAAGATCTGGTTGTCCCCGGTTCAAA 
TCCGGGCTGGGGCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna23-ProCGG (1-75)  Pro (CGG) 75 bp  Sc: 64.53 
GGGGTCGTGGGGTAGCCTGGACTATCCTATTGCGTTCGGGACGCAGTGACCTGAGTTCGA 
ATCTCAGCGACCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna14-ProGGG (1-74)  Pro (GGG) 74 bp  Sc: 59.51 
GGGGCCATAGGGTAGCCTGGCCATCCTAGGAGACTGGGGGTCTTCTGACTCGCGTTCAAA 
TCGCGATGGCCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna5-ProTGG (1-75)  Pro (TGG) 75 bp  Sc: 64.28 
GGGGTAGTAGGGTAGCCTGGTCCATCCTAGAGCGTTTGGGACGCTTTGACGGCGGTTCGA 
ATCCGCCCTACCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna20-SerCGA (1-85)  Ser (CGA) 85 bp  Sc: 56.26 
GCCGAGGTAGTCTAGCCCGGGAAGGCGGTAGCCTCGAAAGCTACTGGCGCTTCGCGCCTC 
GGGAGTTCAAATCTCCCCCTCGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna22-SerGCT (1-85)  Ser (GCT) 85 bp  Sc: 60.31 
GTTGAGGTAGCCAAGCCTGGTATGGCGCAGGTTTGCTAAACCTGTGTCCCAAAAGGACTC 
GAGGGTTCAAATCCCTCCCTCAGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna44-SerGGA (1-84)  Ser (GGA) 84 bp  Sc: 57.91 
GCTGAGGTAGTCTAGCGGTAGGGCGCAGGCCTGGAAAGCCTGTGGTGCGAAAGTGCCTCG 
GGGGTTCAATTCCCCCCCTCAGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna9-SerTGA (1-85)  Ser (TGA) 85 bp  Sc: 56.62 
GCCGGGGTAGTCTAGTCCGGTAAGGCGGTGGCCTTGAAAGCCACTGGTGCCCTGCACCTC 
AAGAGTTCAAATCTCTTCCCCGGCG 
>Candidatus_Methanoregula_boonei_6A8_chr.trna26-ThrCGT (1-72)  Thr (CGT) 72 bp  Sc: 76.94 
GCCGCCGTGGCTTAGCGGCATAGCGGCTGATTCGTAATCAGCAGGTCGAGGGTTCAAGTC 
CCTCCGGCGGCT 
>Candidatus_Methanoregula_boonei_6A8_chr.trna36-ThrGGT (1-74)  Thr (GGT) 74 bp  Sc: 65.20 
GCCTAAGTGACTCAGCCCGGCAGAGTACCTCCTTGGTAAGGAGGAAGTCGCGAGTTCAAA 
TCTCGCCTTAGGCT 
>Candidatus_Methanoregula_boonei_6A8_chr.trna34-ThrTGT (1-73)  Thr (TGT) 73 bp  Sc: 75.12 
GCCTCAGTGGCTTAGCTGGCAGAGCGGCTGACTTGTAATCAGCAGGTCCCGTGTTCAAAT 
CACGGCTGAGGCT 



>Candidatus_Methanoregula_boonei_6A8_chr.trna49-TrpCCA (1-172)  Trp (CCA) 172 bp  Sc: 49.68 
GGGGTTGTGGCCAAGCCCGGAATGGCGACGGGCTCCAGCGGTCTTTGCGTTCAAAAAACG 
TGCTCGCAGATGATGAACAATGGGTCTGCTGAAATTGATGATGACCCGTTGGAGCACTGA 
TGCGCATGTCGGAGAGACCCGTCGATCGTGAGTTCAAATCTCACCAACCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna31-TyrGTA (1-106)  Tyr (GTA) 106 bp  Sc: 57.44 
CCCGCCTTAACTCAGCCTGGTAGAGTGCGCGGCTGTAGTATGGTTTGCCGGTATCGGCAA 
CTGCGCGGCTACCGCGATGTCCCCGGTCCGAATCCGGGAGGCGGGA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna47-ValCAC (1-74)  Val (CAC) 74 bp  Sc: 68.31 
GGGCTCGTGGTCTAGTTGGCTATGACGTCGCCTTCACACGGCGAAGATCTCGTGTTCGAA 
TCACGACGGGCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna25-ValGAC (1-74)  Val (GAC) 74 bp  Sc: 68.15 
GGGCTCGTGGTCTAGTTGGCTATGACGTCGCCTTGACATGGCGGAGGTCCTGAGTTCGAA 
TCTCAGCGGGCCCA 
>Candidatus_Methanoregula_boonei_6A8_chr.trna41-ValTAC (1-72)  Val (TAC) 72 bp  Sc: 76.66 
GGGCTCGTGGTCTAGCGGTATGACGTCGCCCTTACACGGCGAAGGTCACCGGTTCGAATC 
CGGTCGGGCCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna6-AlaTGC (513017-513092)  Ala (TGC) 76 bp  Sc: 91.63 
GGGGGATTAGCTCAGCTGGGAGAGCGCCTGATTTGCATTCAGGAGGTCAGCGGTTCGATC 
CCGCTATCCTCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna28-ArgACG (415510-415434)  Arg (ACG) 77 bp  Sc: 65.91 
GGACCGCTGGCCAAATTGGATAAGGCGCTCGGCTACGAACCGGGAGATTCCAGATTCGAG 
TTCTGGGCGGTCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna7-ArgTCG (594400-594476)  Arg (TCG) 77 bp  Sc: 82.73 
GCGCTTGTAGCTCAACTGGATAGAGCGCCTGACTTCGGATCAGGAGGTTCTGGGTTCGAC 
TCCTAGCAGGCGCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna11-ArgTCT (936095-936171)  Arg (TCT) 77 bp  Sc: 92.24 
GCGCTCTTAGCTCAGCTGGATAGAGCATCGGTTTTCTAAACCGAGGGTCGGTGGTTCGAG 
TCCACCAGAGCGCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna25-AsnGTT (942484-942409)  Asn (GTT) 76 bp  Sc: 94.05 
TCCTCGGTAGCTCAGTTGGTAGAGCAGTTGACTGTTAATCAATTGGTCGCAGGTTCGAGT 
CCTGCCCGAGGAGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna10-AspGTC (849245-849321)  Asp (GTC) 77 bp  Sc: 95.42 
GGGGGTGTAGCTCAGTTGGTTAGAGCGATCGCCTGTCACGCGATAGGTCGAGGGTTCGAG 
TCCCTTCACTCCCGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna24-CysGCA (942610-942537)  Cys (GCA) 74 bp  Sc: 58.99 
GGCATCGTGGCGGAATGGTTACGCAGAGGATTGCAAATCCTTGTATCCCAGTTCGATTCT 
GGGCGATGCCTCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna30-GlnTTG (116224-116151)  Gln (TTG) 74 bp  Sc: 67.55 
TGGCCCATGGTGAAGTGGTATCACATCTGTTTTTGGTACAGAGATCCGAGGTTCGAATCC 
TTGTGGGCCAGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna14-GluTTC (990267-990341)  Glu (TTC) 75 bp  Sc: 51.21 
GGTCCCTTCGTCTATCGGTTAGGACAGCTGGTTTTCATCCTGCAAAGGGGGGTTCGATTC 
CCCCAGGGACCGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna29-GlyGCC (319645-319571)  Gly (GCC) 75 bp  Sc: 74.83 
GCGGGTCTAGCTCATTGGTAGAGCGAATCGTTGCCAACGATTAGGTAGAGGGTTCGATTC 
CCTTGACCCGCTCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna20-GlyTCC (1086827-1086754)  Gly (TCC) 74 bp  Sc: 74.18 
GCGGGTGTAGTTCAATGGTAGAACGCTAGCCTTCCAAGCTGGATGTAAGAGTTCGATTCT 
CTTTACCCGCTCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna4-HisGTG (467168-467242)  His (GTG) 75 bp  Sc: 53.22 
GCCTGCGTAGTATAACGGTTAGTACGATAGTTTGTGGAACTATAGGATTTGGTTCGATTC 
CAAGCGCGGGTACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna5-IleGAT (512931-513007)  Ile (GAT) 77 bp  Sc: 95.39 
GGGCCGGTAGCTCAGTTGGTTAGAGCACACCCTTGATAAGGGTGGGGTCGAAAGTTCGAG 
TCTTTCTCGGCCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna1-LeuCAA (408517-408601)  Leu (CAA) 85 bp  Sc: 74.88 
GGGCGAGTGGCGGAACTGGTAGACGCGCACGACTCAAAATCGTGTTTCGCAAGAAGTGAG 
AGTTCGATTCTCTCTTCGCCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna18-LeuTAA (1088816-1088732)  Leu (TAA) 85 bp  Sc: 70.17 
GCCCTCGTGGTGAAATTGGTAGACACAACGGACTTAAAATCCGTGCCTTTTTGGAGTGCC 
AGTTCGAGTCTGGCCGAGGGCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna8-LeuTAG (843125-843209)  Leu (TAG) 85 bp  Sc: 74.67 
GGGCGAATGGCGGAATTGGTAGACGCGCTGGTCTTAGGAACCAGTATTGAAAGATGTGAA 
GGTTCGAGTCCTTTTTCGCCTACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna12-LysTTT (971328-971403)  Lys (TTT) 76 bp  Sc: 95.22 
GGGCCCTTAGCTCAGTTGGTAGAGCAATTCCCTTTTAAGGAATGGGTCGATGGTTCGAGT 
CCATCAGGGCTCACCA 



>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna17-MetCAT (1163277-1163196)  Met (CAT) 82 bp  Sc: 37.35 
TGCAGGATGCGTTGGCTCCAAGGGTCATGGCGCAGGACTCATAAGCCTGAGGTCAGTGGT 
TCGATTCCACTTCCCGCTACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna16-MetCAT (1166672-1166596)  Met (CAT) 77 bp  Sc: 86.54 
GGCGGGGTAGCTCAGTCGGTTAGAGCGCAGGACTCATAAGCCTGAGGTCAGTGGTTCGAT 
TCCACTTCCCGCTACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna26-MetCAT (568508-568432)  Met (CAT) 77 bp  Sc: 86.84 
CGCGGGGTGGAGCAGTCTGGTAGCTCGTCAGGCTCATAACCTGAAGGTCGGCGGTTCAAA 
TCCGTCCCCCGCAACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna32-MetCAT (41750-41674)  Met (CAT) 77 bp  Sc: 94.93 
GGGCCTGTAGCTCAGTTGGTTAGAGCAGTACACTCATAATGTATTGGTCCCAGGTTCGAG 
TCCTGGCGGGCCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna3-PheGAA (466556-466631)  Phe (GAA) 76 bp  Sc: 88.93 
GGCCCTGTAGCTCAGTTGGTAGAGCATCGGATTGAAAATCCGTGTGTCACTGGTTCGAGT 
CCAGTTGGGGCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna13-ProTGG (986221-986297)  Pro (TGG) 77 bp  Sc: 91.76 
CGGGGCGTAGCGCAGCCTGGTAGCGCATCTGGTTTGGGACCAGAGGGTCGCAGGTTCAAA 
TCCTGCCGCCCCGACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna22-SerGCT (1031844-1031753)  Ser (GCT) 92 bp  Sc: 56.48 
GGAAGAGTGGGTGAGAGGCTGAAACCAGTCGTTTGCTAAATGACCGTGCGGGGAAACTTG 
TACCGAGGGTTCGAATCCCTCCTCTTCCGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna2-SerGGA (440216-440305)  Ser (GGA) 90 bp  Sc: 75.32 
GGAGAGATGGCTGAGCGGTTTAAAGCGCACGCTTGGAAAGTGTGTGTACTGTTAAAGGTA 
CCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna23-SerTGA (975418-975329)  Ser (TGA) 90 bp  Sc: 69.56 
GGAGAGATGGCAGAGCGGTTGAATGCACCGGTCTTGAAAACCGGCAAAGGGGCAACTCTT 
TCCTGAGTTCGAATCTCAGTCTCTCCGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna27-ThrGGT (462438-462365)  Thr (GGT) 74 bp  Sc: 57.91 
GCCCCTATAGTTAAATGGCATAACATGTCCATGGTAAGGATAAATTTCAAGTTCGATTCT 
TGGTGGGGGCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna15-ThrTGT (1087868-1087943)  Thr (TGT) 76 bp  Sc: 88.14 
GCCCTTGTAGCTCAGCTGGTAGAGCAATTGATTTGTAATCAATAGGTCCGCGGTTCGACT 
CCGTGCGGGGGCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna21-TrpCCA (1085508-1085433)  Trp (CCA) 76 bp  Sc: 83.23 
AGGAGTGTAGCTCAATTGGTAGAGTGCCGGTCTCCAAAACCGGAGGTTGAGGGTTCGATT 
CCCTCCGCTCCTGCCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna19-TyrGTA (1086959-1086874)  Tyr (GTA) 86 bp  Sc: 64.91 
GGAGGGGTTCCAGAGCGGTCAAATGGGGCGGGCTGTAAACCCGTTGACTTCGGTCTTCGA 
AAGTTCGAATCTTTCCCCCTCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna31-ValGAC (41891-41817)  Val (GAC) 75 bp  Sc: 41.04 
GGGACTGTAGCTCAATAGTAGAGTACTGCATTGACATTGCAGGGGTAGTTGGAGCGTAAC 
CAACCAGTCCCACCA 
>Candidatus_Pelagibacter_ubique_HTCC1062_chr.trna9-ValTAC (849156-849231)  Val (TAC) 76 bp  Sc: 90.26 
GGGCGGTTAGCTCAGTTGGTAGAGCATCTCGTTTACACCGAGGGGGTCAAAGGTTCGAGT 
CCTTTACTGCCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna6-AlaGGC (355140-355215)  Ala (GGC) 76 bp  Sc: 
83.80 
GGGGCTATAGCTCAGCTGGGAGAGCACGACACTGGCAGTGTCGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna16-AlaTGC (1080850-1080775)  Ala (TGC) 76 bp  
Sc: 91.19 
GGGGCCATAGCTCAGCTGGGAGAGCGCTTGCCTTGCACGCAAGAGGTCGGGAGTTCGATC 
CTCCCTGGCTCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna32-ArgACG (178688-178612)  Arg (ACG) 77 bp  
Sc: 74.70 
GCGCTCGTAGCTCAATTGGATAGAGTACTCGGCTACGAACCGAGCGGTTGCAGGTTCAAC 
TCCAGCCGAGCGCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna25-ArgCCG (672413-672337)  Arg (CCG) 77 bp  
Sc: 79.40 
GCGCTCGTAGCTCAGCTGGATAGAGTGTTAGCCTCCGAAGCTAAATGTCGGGTGTTCGAA 
TCACCTCGAGCGCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna28-ArgCCT (470524-470448)  Arg (CCT) 77 bp  Sc: 
78.14 
GTCTTCGTAGCTCAGCTGGATAGAGCAGCCGCCTCCTAAGCGGCAGGTCATGTGTTCAAA 
TCGCATCGAGGACACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna30-ArgTCT (442295-442219)  Arg (TCT) 77 bp  Sc: 
85.77 



GCGCCCATAGCTCAGCCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCGAA 
TCGTGTTGGGCGTGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna9-AsnGTT (463030-463105)  Asn (GTT) 76 bp  Sc: 
84.62 
TCCTCGATAGCTCAGTTGGTAGAGCAATGGACTGTTAATTCATTTGTCGCTGGTTCGAGC 
CCAGCTCGAGGAGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna23-AspGTC (708510-708434)  Asp (GTC) 77 bp  
Sc: 91.31 
GGAGCGGTAGCTCAGCTGGTTAGAGTGCCTGCCTGTCACGCAGGACGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna34-CysGCA (177792-177719)  Cys (GCA) 74 bp  
Sc: 60.81 
GGCTGGGTAGCAAAGCGGTTATGCAGGGGCCTGCAAAGCCTTATAGACCGGTTCGATTCC 
GGTCCCAGCCTCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna35-GlnTTG (130828-130754)  Gln (TTG) 75 bp  Sc: 
77.00 
TGGGCTGTCGCCAAGCGGTAAGGCAACGGGTTTTGATCCCGTCATTCGCAGGTTCAAATC 
CTGCCAGCCCAGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna8-GluTTC (355375-355449)  Glu (TTC) 75 bp  Sc: 
41.83 
GTCGCGTTCGTCTAGTCTGGCCCAGGACATTAGGATTTCATCCTAATAACAGGAGTTCAA 
ATCTCTTACGCGACG 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna7-GluTTC (355237-355311)  Glu (TTC) 75 bp  Sc: 
50.08 
GTCGCCTTCGTCTATCGGTTAGGACACCAGGTTTTCATCCTGGTAAGAGGAGTTCGATTC 
TCCTAGGCGATGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna33-GlyGCC (177940-177865)  Gly (GCC) 76 bp  
Sc: 83.29 
GCGGGAATAGCTCAGCTGGTAGAGCGTCACGTTGCCAACGTGAATGTCGCGAGTTCGAAT 
CTCGTTTCCCGCTCTA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna19-GlyTCC (875522-875449)  Gly (TCC) 74 bp  Sc: 
45.51 
GCGGGTATCGTATATTGGTATTACCTTGGCCTTCCAAGCCAATGAGACGAGTTCGATTCT 
CGTTACCCGCTTCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna31-HisGTG (440419-440344)  His (GTG) 76 bp  Sc: 
82.76 
GCGGGAATAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGCGGGTTCAAAC 
CCCGTTTCTCGCCCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna15-IleGAT (1081051-1080975)  Ile (GAT) 77 bp  
Sc: 94.64 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCGGTTCAAA 
TCCACCCAGACCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna17-LeuCAA (909141-909057)  Leu (CAA) 85 bp  
Sc: 69.43 
GCCGATGTGGTGGAATTGGTAGACGCGCCGGATTCAAAATCCGGTTCCTTCTGGAGTGAC 
GGTTCGATTCCGTCCATCGGTACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna14-LeuGAG (1159132-1159047)  Leu (GAG) 86 bp  
Sc: 58.02 
GCCGATGTGGCGGAATTGGTAGACGCGCTACTTTGAGGGGGTAGTAAGCTATGCTTGTGT 
CGGTTCGATTCCGGCCATCGGCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna12-LeuTAA (989716-989802)  Leu (TAA) 87 bp  
Sc: 78.08 
GCCCGGGTGGTGAAATTGGTAGACACACAGGACTTAAAATCCTGCGGCTTCACGGTTGTG 
CCGGTTCGATTCCGGCCCCGGGCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna5-LeuTAG (295585-295671)  Leu (TAG) 87 bp  Sc: 
66.36 
GCGGGAGTGGTGGAATTGGTAGACACGCTGGATTTAGGTTCCAGtgttgtGAAAAACGTG 
AGAGTTCGAATCTCTCCTTCCGCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna26-LysTTT (645548-645473)  Lys (TTT) 76 bp  Sc: 
92.03 
GGGGCGTTAGCTCAGTTGGTAGAGCATCGGACTTTTAATCCGCTGGTCGAGCGTTCAAGT 
CGCTCACGCCCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna3-MetCAT (60338-60414)  Met (CAT) 77 bp  Sc: 
83.70 
TGCGGGGTGGAGCAGTTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTGTCCCCGCTACCA 



>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna4-MetCAT (71406-71482)  Met (CAT) 77 bp  Sc: 
87.90 
GGTTATGTAGCTCAGTTGGTTAGAGCACAGCATTCATAATGCTGGGGTCGGTGGTTCAAG 
TCCACCCATAACCACCC 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna36-MetCAT (127816-127740)  Met (CAT) 77 bp  
Sc: 92.15 
GGGCCTATAGCTCAGTTGGTTAGAGCAATCGACTCATAATCGATTAGTCCTTGGTTCAAG 
CCCAAGTAGGCCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna2-PheGAA (53269-53344)  Phe (GAA) 76 bp  Sc: 
89.15 
GGCCACATAGCTCAGTTGGTAGAGCAAGGGACTGAAAATCCCTGTGTCCCTAGTTCAATT 
CTAGGTGTGGCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna24-ProGGG (689043-688967)  Pro (GGG) 77 bp  
Sc: 77.07 
CGGGGCGTAGCGCAGTCTGGTAGCGCATCACACTGGGGGTGTGGTGGTCACAGGTTCAAA 
TCCTGTCGTCCCGACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna29-ProTGG (442420-442344)  Pro (TGG) 77 bp  Sc: 
82.99 
CGGAGTGTAGCGCAGTTTGGTAGCGTATCTGGTTTGGGACCAGGTGGTCGGGGGTTCAAA 
TCCCTCCACTCCGACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna11-SerGCT (893674-893765)  Ser (GCT) 92 bp  Sc: 
66.58 
GGAGGGTTGGCCGAGTGGCTGAAGGCGCGCCCCTGCTAAGGGCGTATAGGGTTTATCCCC 
TATCGAGGGTTCAAATCCCTCACTTTCCGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna27-SerGGA (621235-621148)  Ser (GGA) 88 bp  Sc: 
52.56 
GGAAGGATTTCAGAGTGGCCGAATGAGCACGCTTGGAAAGTGTGTGTACCTTTGTGTACC 
GTGGGTTCGAATCCCACTCCTTCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna13-SerTGA (1058349-1058438)  Ser (TGA) 90 bp  
Sc: 69.19 
GGAGGGATGGCAGAGCGGCTGAATGCACCGGTCTTGAAAACCGGCAAGGGTTAATGCCCT 
TCTAGGGTTCAAATCCCTATCCCTCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna20-ThrGGT (875433-875358)  Thr (GGT) 76 bp  Sc: 
86.92 
GCTCATCTAGCTCAGTTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTTGGCGGTTCAAAT 
CCGCTGGTGAGCTCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna1-ThrTGT (47921-47996)  Thr (TGT) 76 bp  Sc: 
84.57 
GCCGAAGTAGCACAGTTGGTAGTGCAACTGATTTGTAATCAGTAGGTCGCCAGTTCGAGT 
CCGGCCTTCGGCATCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna21-TrpCCA (874051-873976)  Trp (CCA) 76 bp  Sc: 
78.54 
AGGCAAGTGGCTCAATTGGTAGAGTAATGGTCTCCAAAACCATTGATTGGGGGTTCAAAT 
CCCTCCTTGCCTGCCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna18-TyrGTA (875624-875540)  Tyr (GTA) 85 bp  Sc: 
69.79 
GGAGGGGTTCCCGAGTGGCCAAAGGGAACAGACTGTAAATCTGTCGGCTCTGCCTTCGAA 
GGTTCAAATCCTTCCCCCTCCACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna10-ValGAC (471419-471495)  Val (GAC) 77 bp  
Sc: 84.39 
AGTCGCGTAGCTCAGTTGGTTAGAGCACTACCTTGACATGGTAGGGGTCGGTGATTCGAA 
TTCACTCGCGACTACCA 
>Candidatus_Ruthia_magnifica_Cm_Calyptogena_magnifica__chr.trna22-ValTAC (708596-708521)  Val (TAC) 76 bp  Sc: 
92.63 
GGGCGCTTAGCTCAGTTGGTAGAGCATCGCTCTTACAAGGCGAGGGTCACAAGTTCAAAT 
CTTGTAGCGCCCACCA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna4-AlaTGC (74894-74967)  Ala (TGC) 74 bp  Sc: 79.94 
GGGGGATTAGCTCAGTTGGTAAGAGTATCTGTTTTGCAATCAGAAGGTCATCGGTTCGAA 
TCCGATATCCTCCA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna14-ArgACG (233174-233101)  Arg (ACG) 74 bp  Sc: 62.58 
GGCCTCGTAGCTTAATTGGATAGAGCATCTGACTACGGATTAGAAGGTTGGGGGTTCAAC 
TCCCTTCGAGGTCA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna12-ArgCCT (168833-168906)  Arg (CCT) 74 bp  Sc: 61.87 
AGCTGGGTAACTCAGTAGGATAGAGTAATAGTTTCCTAAACTTTTAGTCGCGGGTTCGAA 
TCCCGCCCCAGTTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna22-ArgTCT (143929-143854)  Arg (TCT) 76 bp  Sc: 73.46 
GGTCACGTAGCTCAATGGATAGAGTAACTGCCTTCTAAGCAGTATGTTGCAGGTTCAAAT 



CCTGTCGTGATCACGA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna31-AsnGTT (23680-23603)  Asn (GTT) 78 bp  Sc: 85.40 
TCCTCAGTAGCTCAGTTTGGTTAGAGCACCTGACTGTTAATCAGGGTGTCGCTGGTTCGA 
ATCCAGCCTGGGGAGCAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna8-AspGTC (115480-115553)  Asp (GTC) 74 bp  Sc: 75.62 
GGTCTGGTAGTTCAGATGGTTAGAATACGTGCCTGTCATGCACGGGGTCACGGGTTCGAG 
TCCCGTCCGGACCG 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna30-CysGCA (28553-28483)  Cys (GCA) 71 bp  Sc: 62.87 
GGCACTGTGGCCGAGTGGCAAGGCAGAGGTCTGCAAAACCTTTTACAGCGGTTCAAATCC 
GCTCAGTGCCT 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna15-GlnTTG (200960-200890)  Gln (TTG) 71 bp  Sc: 45.09 
AGACTCGTTGTGTAATGGTAGCACAGCAGATTTTGGTTCTGTTAGTTGGGGTTCAAATCC 
CTACGGGTCTG 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna16-GluTTC (199255-199184)  Glu (TTC) 72 bp  Sc: 45.04 
GGCCTATTCGTCTATTGGTAAGGACATCAGATTTTCATTCTGAAAAGAGGGGTTCGATTC 
CCCTATGGGCTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna5-GlyGCC (83989-84064)  Gly (GCC) 76 bp  Sc: 69.93 
GCGAGAATAGCTCATTTGGTAGAGTACTACCTTGCCAAGGTAGTGGTAGCGGGTTCGAAT 
CCCGTTTCTCGCTCAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna26-GlyTCC (63351-63276)  Gly (TCC) 76 bp  Sc: 75.32 
GCGGAAATAGCTCAGCAGGTAGAGTATCAGCCTTCCAAGTTGATTGTCGCGGGTTCAAAT 
CCCGTTTTCCGCTCAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna29-HisGTG (49461-49385)  His (GTG) 77 bp  Sc: 68.27 
GTGAACGTAGCTCAATTGGTTAGAGCATTAGATTGTGGTTCTAAGGGTTGCCGGTTCAAT 
TCCGGTCGTCCACCCTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna3-IleGAT (74816-74889)  Ile (GAT) 74 bp  Sc: 79.26 
AGTCTCGTAGCTCAGTTGGTTAGAGCGCTACACTGATAATGTAGAGGTCTGCGGTTCAAA 
TCCGCACGAGACTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna19-LeuCAA (155974-155890)  Leu (CAA) 85 bp  Sc: 52.27 
GCCTGGATGACGAAAATGGTATACGTGCTGAACTCAAAATTCAGTGATTATTATCTTGTG 
GGTTCAAATCCCACTCCAGGCACGA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna17-LeuGAG (179609-179520)  Leu (GAG) 90 bp  Sc: 51.10 
ACTCACGTGGTGAAATTGGTATACACGCTACCTTGAGGTGGTAGTATCTTTTATTAAGAT 
TTGCTGGTTCAAATCCAGTCGTGAGTACTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna6-LeuTAA (84070-84156)  Leu (TAA) 87 bp  Sc: 62.40 
GCCTGGATGGTGGAACTGGTAGACACGCAGGACTTAAAATCCTGTAGCTCTTAAAAAGCT 
GTGCGGGTTCAATTCCCGCTCTAGGTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna18-LeuTAG (156084-156001)  Leu (TAG) 84 bp  Sc: 58.17 
GCGGGTATGGTGGAATAGGTATACACGCTAGATTTAGGATCTAGTATCTTTACGGATATG 
GGGGTTCAAGTCCCTTTACCCGCA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna23-LysTTT (115635-115559)  Lys (TTT) 77 bp  Sc: 71.32 
GACTTGGTAGCTCAGTTTGGTAGAGCATTACACTTTTAATGTAAGGGTCCTGGGTTCGAG 
ACCCAGCCAGGTCACTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna13-MetCAT (180036-180109)  Met (CAT) 74 bp  Sc: 56.82 
GGCGTGATAGCTCATTCGGTTAGAGCGTCGGATTCATAACTCGGAGGTTGGGGGTTCAAT 
ACCCCCTCACGCTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna1-MetCAT (22983-23058)  Met (CAT) 76 bp  Sc: 75.59 
TGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCACAGGTTCGAGT 
CCTGTACCCGCTACTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna11-MetCAT (168146-168222)  Met (CAT) 77 bp  Sc: 88.84 
GGTCTCATAGCTCAGTTGGTTAGAGCACCTGACTCATAATCAGGGTGTCGCTGGTTCAAA 
TCCAGTTGAGACCACAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna2-PheGAA (46628-46701)  Phe (GAA) 74 bp  Sc: 78.92 
GGTATCTTAGCTCAGTCTGGTAGAGCAACGGACTGAAAATCCGTGAGTCCCCGGTTCAAT 
TCCGGGAGATACCA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna21-ProTGG (144033-143959)  Pro (TGG) 75 bp  Sc: 74.92 
CGGGATGTAGCGTAGTACGGTAATCGCGCCTGGTTTGGGACCAGGAGGTCGTAGGTTCGA 
ATCCTATCATCCCGA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna20-SerGCT (144125-144040)  Ser (GCT) 86 bp  Sc: 55.17 
GGAGAGTTGCCGGAGGGGGTTAACGGAACAGTTTGCTAAACTGTCAGCTATATGCTTCGT 
GAGTTCAAATCTCACACTCTCCGCAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna10-SerGGA (168029-168115)  Ser (GGA) 87 bp  Sc: 54.49 
GGAGAGATGGCTGAGAGGTTTAAGGCGCATGCTTGGAAAGCATGTATATCTTGTATATAT 
ACAAGGGTTCGAATCCCTTTCTCTCCG 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna9-SerTGA (130239-130327)  Ser (TGA) 89 bp  Sc: 53.20 
GGATAGATGGCAGAGTGGTCTATTGCGGCGGTCTTGAAAACCGTTGAGTGTAAAAAACTC 
CGGGGGTTCAAATCCCTCTCTATCCGCTA 



>Candidatus_Sulcia_muelleri_GWSS_chr.trna27-ThrGGT (63258-63186)  Thr (GGT) 73 bp  Sc: 68.31 
GCCGATGTAGCTCAGTTGGAAGAGTTCTTTCTTGGTAAGAAAGAGGTCACGGGTTCAAAT 
CCCGTCATTGGCT 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna24-ThrTGT (63528-63455)  Thr (TGT) 74 bp  Sc: 75.72 
GCCGATGTAGCTTAGTAGGTTATAGCACGTGATTTGTAATCTCGGGGTCGAGGGTTCGAA 
TCCCTCCATCGGCT 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna28-TrpCCA (61936-61859)  Trp (CCA) 78 bp  Sc: 71.68 
ACGGGTGTAGCTCAGTAAGGTTAGAGCATTGGTCTCCAAAACCAAAGGTCGTGAGTTCGA 
TTCTTACCACCCGTGCTA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna25-TyrGTA (63442-63357)  Tyr (GTA) 86 bp  Sc: 62.02 
GGGAAGATACTCAAGTGGTTAACGAGAACAGACTGTAAATCTGTTGGTTTCTACCTTCGT 
AGGTTCGAATCCTACTCTTCCCACAA 
>Candidatus_Sulcia_muelleri_GWSS_chr.trna7-ValTAC (100219-100296)  Val (TAC) 78 bp  Sc: 86.25 
GGGTGATTAGCTCAGTTGGTTAAGAGTATCTGCCTTACAAGCAGAGGGTCACTGGTTCAA 
ATCCAGTATCACCCACTA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna6-AlaGGC (309468-309543)  Ala (GGC) 76 bp  Sc: 86.60 
GGGGCTATAGCTCAGTTGGGAGAGCACGACACTGGCAGTGTCGGGGTCAGCGGTTCGATT 
CCGCTTAGCTCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna16-AlaTGC (948097-948022)  Ala (TGC) 76 bp  Sc: 91.19 
GGGGCCATAGCTCAGCTGGGAGAGCGCTTGCCTTGCACGCAAGAGGTCGGGAGTTCGATC 
CTCCCTGGCTCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna32-ArgACG (169228-169152)  Arg (ACG) 77 bp  Sc: 77.67 
GCGCTCGTAGCTCAACTGGATAGAGTAATCGGCTACGAACCGATCGGTTGCAGGTTCGAC 
TCCTGCCGAGCGCGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna25-ArgCCG (596647-596571)  Arg (CCG) 77 bp  Sc: 75.81 
ACGCTCGTAGCTCAGTTGGATAGAGTATTAGCCTCCGAAGCTAAATGTCGGGTGTTCGAA 
TCACCTCGGGCGTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna28-ArgCCT (409802-409726)  Arg (CCT) 77 bp  Sc: 70.67 
GCCTTCGTAGCTCAGCTGGATAGAGTAACCGCCTCCTAAGCGGTAGGTCGTGTGTTCAAA 
TCGCACCGGGGGCACAA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna30-ArgTCT (381755-381679)  Arg (TCT) 77 bp  Sc: 84.61 
GCGTCCATAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTCACACGTTCAAA 
TCGTGTTGGGCGTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna9-AsnGTT (402624-402699)  Asn (GTT) 76 bp  Sc: 82.97 
TCCTTGATAGCTCAGTTGGTAGAGCAATGGACTGTTAATCCGTTTGTCGGTGGTTCGAGT 
CCACCTCGAGGAGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna23-AspGTC (628827-628751)  Asp (GTC) 77 bp  Sc: 97.02 
GGAGCGGTAGCTCAGTTGGTTAGAGTGCCTGCCTGTCACGCAGGATGTCGCGGGTTCGAA 
TCCCGTCCGCTCCGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna34-CysGCA (168350-168277)  Cys (GCA) 74 bp  Sc: 61.23 
GGCTGGGTAGCAAAGCGGTTATGCAGAGGCCTGCAAAGCCTTATAGACCGGTTCGACTCC 
GGTCCCAGCCTCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna35-GlnTTG (124742-124668)  Gln (TTG) 75 bp  Sc: 71.61 
TGGGCTGTCGCCAAGCGGTAAGGCAACGGGTTTTGATCCCGTCATACGCAGGTTCAAATC 
CTGCCAGCCCAGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna7-GluTTC (309560-309634)  Glu (TTC) 75 bp  Sc: 48.34 
GTCGCCTTCGTCTATCGGTTAGGACACAAGGTTTTCATCCTTGTAAGAGGAGTTCGATTC 
TCCTAGGCGATGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna33-GlyGCC (168477-168402)  Gly (GCC) 76 bp  Sc: 88.51 
GCGGGAATAGCTCAGTTGGTAGAGCATCACGTTGCCAACGTGAATGTCGCGAGTTCGAAT 
CTCGTTTTCCGCTCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna19-GlyTCC (787801-787728)  Gly (TCC) 74 bp  Sc: 44.83 
GCGGGTATTGTATATTGGTATTACCTTGGCCTTCCAAGCCAATGAGACGAGTTCGATTCT 
CGTTACCCGCTCTA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna31-HisGTG (381656-381581)  His (GTG) 76 bp  Sc: 85.13 
GCGGGAATAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGCGGGTTCAAAT 
CCCGTTTCTCGCCCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna15-IleGAT (948269-948193)  Ile (GAT) 77 bp  Sc: 93.70 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCGGTTCAAA 
TCCATCCAGACCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna17-LeuCAA (812107-812023)  Leu (CAA) 85 bp  Sc: 68.13 
GCCGATGTGGTGGAATTGGTAGACGCGCTGGATTCAAAATCCAGTTCCTTCGGGGGTGAC 
GGTTCGATTCCGTCCATCGGTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna14-LeuGAG (1020364-1020279)  Leu (GAG) 86 bp  Sc: 59.77 
GCCGGTGTGGCGGAATTGGTAGACGTGCTACCTTGAGGGGGTAGTAAGCTATGCTTGTGC 
CGGTTCGAGTCCGGCCATCGGCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna12-LeuTAA (870408-870495)  Leu (TAA) 88 bp  Sc: 77.86 



GCCCGGGTGGTGAAATTGGTAGACACACAGGACTTAAAATCCTGCGGCCTTAACGGCCAT 
GCCGGTTCGATTCCGGCCCTGGGCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna5-LeuTAG (258203-258287)  Leu (TAG) 85 bp  Sc: 64.17 
GCGGGAGTGGTGGAATTGGTAGACACGCTGGATTTAGGTTCCAGTGTTGAAAGACATGAG 
AGTTCGAGTCTCTCCTTCCGTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna26-LysTTT (571260-571185)  Lys (TTT) 76 bp  Sc: 89.23 
GGGGCGTTAGCTCAGTTGGTAGAGCATCGGACTTTTAATCCGCTGGTCGAGCGTTCAAAT 
CGTTCACGCCCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna3-MetCAT (53629-53705)  Met (CAT) 77 bp  Sc: 85.16 
TGCGGGGTGGAGCAGTTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTGTCCCCGCTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna4-MetCAT (64442-64518)  Met (CAT) 77 bp  Sc: 91.13 
GGTTATGTAGCTCAGCTGGTTAGAGCACAGCATTCATAATGCTGGGGTCGGTGGTTCAAG 
TCCACCTATAACCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna36-MetCAT (121726-121650)  Met (CAT) 77 bp  Sc: 96.61 
GGGCCTATAGCTCAGTTGGTTAGAGCAATCGACTCATAATCGATTGGTCCTTGGTTCAAG 
TCCAAGTAGGCCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna2-PheGAA (47513-47588)  Phe (GAA) 76 bp  Sc: 89.15 
GGCCACATAGCTCAGTTGGTAGAGCAAGGGACTGAAAATCCCTGTGTCCCTAGTTCAATT 
CTAGGTGTGGCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna24-ProGGG (612169-612096)  Pro (GGG) 74 bp  Sc: 65.44 
CGGGGTGTAGCGCAGTATGGTAGCGTACCACACTGGGGGTGTGGTGGTCACAGGTTCAAA 
TCCTGTCGTCCCGA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna29-ProTGG (381882-381806)  Pro (TGG) 77 bp  Sc: 82.99 
CGGAGTGTAGCGCAGTTTGGTAGCGTATCTGGTTTGGGACCAGGTGGTCGGGGGTTCAAA 
TCCCTCCACTCCGACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna8-GluTTC (310848-310925)  Glu (TTC) 78 bp  Sc: 39.84 
GTCGCGTTCGTCTAGTCTGGCCCAGGACCCTAGGATTTCATCCTAGTAACAGGAGTTCAA 
ATCTCTTACGCGACGCTA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna11-SerGCT (797611-797703)  Ser (GCT) 93 bp  Sc: 66.73 
GGAGAGTTGGCCGAGTTGGCTGAAGGCGCGCCCCTGCTAAGGGTGTATAGGGTTTATCCC 
CTATCGAGGGTTCGAACCCCTCACTCTCCGCTA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna27-SerGGA (551329-551241)  Ser (GGA) 89 bp  Sc: 50.75 
GGAAGGATGTCAGAGAGGATTAATGAGCATGCTTGGAAAGTGTGTTATACCTTTTGGTAT 
CGTGGGTTCGAATCCCACTCCTTCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna13-SerTGA (927485-927574)  Ser (TGA) 90 bp  Sc: 66.52 
GGAGGGATGGCAGAGTGGCTGAATGCACCGGTCTTGAAAACCGGCAAGGGCTAATACCCT 
TCTAGGGTTCAAATCCCTATCCCTCTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna20-ThrGGT (787712-787637)  Thr (GGT) 76 bp  Sc: 85.32 
GCTCACCTAGCTCAGTTGGTAGAGCATTTCCTTGGTAAGGAAGAGGTCGGTGGTTCAAAT 
CCACTGGTGAGCTCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna1-ThrTGT (43138-43213)  Thr (TGT) 76 bp  Sc: 88.54 
GCCGAAGTAGCATAGTTGGTAGTGCAACTGATTTGTAATCAGTAGGTCGCCAGTTCGAGT 
CCGGCCTTCGGCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna21-TrpCCA (786333-786258)  Trp (CCA) 76 bp  Sc: 80.44 
AGGCAAGTGGCTCAATTGGTAGAGTAATGGTCTCCAAAACCATTGGTTGGGGGTTCGAGC 
CCCTCCTTGCCTGCCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna18-TyrGTA (787905-787821)  Tyr (GTA) 85 bp  Sc: 63.16 
GGAGGGGTTCCCGAGTGGCTAAAGGGAATAGACTGTAAATCTGTCGGCTCTGCCTTCGAA 
GGTTCAAATCCTTCCCTCTCCACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna10-ValGAC (410715-410791)  Val (GAC) 77 bp  Sc: 80.12 
AGTCGCGTAGCTCAGCTGGTTAGAGCACTACCTTGACATGGTAGAGGTCGGTGATTCGAA 
TTCACTCGTGACTACCA 
>Candidatus_Vesicomyosocius_okutanii_HA_chr.trna22-ValTAC (628914-628839)  Val (TAC) 76 bp  Sc: 98.24 
GGGCGCTTAGCTCAGTTGGTAGAGCATCGCCCTTACAAGGCGAGGGTCACAAGTTCAAGT 
CTTGTAGCGCCCACCA 
>Candida_glabrata_CBS138_chrA.trna2-AlaAGC (213723-213795)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrF.trna11-AlaAGC (471723-471651)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrH.trna4-AlaAGC (238083-238155)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrH.trna5-AlaAGC (250359-250431)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 



CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrI.trna16-AlaAGC (958478-958406)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrI.trna18-AlaAGC (949588-949516)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrI.trna19-AlaAGC (874817-874745)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrK.trna20-AlaAGC (302212-302140)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrL.trna2-AlaAGC (179977-180049)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrM.trna4-AlaAGC (756146-756218)  Ala (AGC) 73 bp  Sc: 75.92 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTTGGGTTCGATT 
CCCAACTCGTCCA 
>Candida_glabrata_CBS138_chrMT.trna3-AlaTGC (1752-1823)  Ala (TGC) 72 bp  Sc: 47.04 
GGGGTTATAGTTAAATTGGTAGAACAATTGTGTTGCATGCAATAGATATGAGTTCAATTC 
TCATTAACTCCA 
>Candida_glabrata_CBS138_chrA.trna6-AlaTGC (355521-355449)  Ala (TGC) 73 bp  Sc: 76.57 
GGGCACATGGCGCAGTTGGTAGCGCGCTTCCCTTGCAAGGAAGAGGTCATCGGTTCGATT 
CCGGTTGCGTCCA 
>Candida_glabrata_CBS138_chrD.trna11-AlaTGC (578043-578115)  Ala (TGC) 73 bp  Sc: 76.57 
GGGCACATGGCGCAGTTGGTAGCGCGCTTCCCTTGCAAGGAAGAGGTCATCGGTTCGATT 
CCGGTTGCGTCCA 
>Candida_glabrata_CBS138_chrE.trna3-AlaTGC (288731-288803)  Ala (TGC) 73 bp  Sc: 76.57 
GGGCACATGGCGCAGTTGGTAGCGCGCTTCCCTTGCAAGGAAGAGGTCATCGGTTCGATT 
CCGGTTGCGTCCA 
>Candida_glabrata_CBS138_chrG.trna2-AlaTGC (70780-70852)  Ala (TGC) 73 bp  Sc: 76.57 
GGGCACATGGCGCAGTTGGTAGCGCGCTTCCCTTGCAAGGAAGAGGTCATCGGTTCGATT 
CCGGTTGCGTCCA 
>Candida_glabrata_CBS138_chrM.trna17-AlaTGC (514662-514590)  Ala (TGC) 73 bp  Sc: 76.57 
GGGCACATGGCGCAGTTGGTAGCGCGCTTCCCTTGCAAGGAAGAGGTCATCGGTTCGATT 
CCGGTTGCGTCCA 
>Candida_glabrata_CBS138_chrB.trna7-ArgACG (153812-153740)  Arg (ACG) 73 bp  Sc: 73.20 
TTCCTCGTGGCCCAATGGTCACGGCGTCTGGCTACGAACCAGAAGATTCCAGGTTCGAGT 
CCTGGCGGGGAAG 
>Candida_glabrata_CBS138_chrI.trna20-ArgACG (843621-843549)  Arg (ACG) 73 bp  Sc: 73.20 
TTCCTCGTGGCCCAATGGTCACGGCGTCTGGCTACGAACCAGAAGATTCCAGGTTCGAGT 
CCTGGCGGGGAAG 
>Candida_glabrata_CBS138_chrL.trna6-ArgACG (838214-838286)  Arg (ACG) 73 bp  Sc: 73.20 
TTCCTCGTGGCCCAATGGTCACGGCGTCTGGCTACGAACCAGAAGATTCCAGGTTCGAGT 
CCTGGCGGGGAAG 
>Candida_glabrata_CBS138_chrM.trna8-ArgACG (1096456-1096384)  Arg (ACG) 73 bp  Sc: 73.20 
TTCCTCGTGGCCCAATGGTCACGGCGTCTGGCTACGAACCAGAAGATTCCAGGTTCGAGT 
CCTGGCGGGGAAG 
>Candida_glabrata_CBS138_chrK.trna3-ArgCCG (379817-379888)  Arg (CCG) 72 bp  Sc: 52.88 
GCCCTTTTAGTGCAATGGTTAGCATACATTTTTCCGGTGGATGTGATCCGGGTTCGAGTC 
CCGGGAGGGGCT 
>Candida_glabrata_CBS138_chrD.trna10-ArgCCT (576832-576903)  Arg (CCT) 72 bp  Sc: 70.13 
GGTCCGTTGGCGTAATGGTAACGCGTCTCCCTCCTAAGGAGAAGACTGCGGGTTCGAGTC 
CCGTACGGATCG 
>Candida_glabrata_CBS138_chrMT.trna17-ArgTCT (17915-17987)  Arg (TCT) 73 bp  Sc: 58.95 
GCTCTCTTAGCTTAATGGTTAAAGCATAATACTTCTAATATTAATATTCCATGTTCAAAT 
CATGGAGAGAGTA 
>Candida_glabrata_CBS138_chrC.trna2-ArgTCT (376932-377003)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrD.trna13-ArgTCT (600293-600222)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrD.trna6-ArgTCT (485731-485802)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 



>Candida_glabrata_CBS138_chrE.trna8-ArgTCT (306994-306923)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrG.trna7-ArgTCT (591492-591563)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrI.trna25-ArgTCT (264246-264175)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrL.trna11-ArgTCT (1210811-1210882)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrL.trna4-ArgTCT (565593-565664)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrM.trna15-ArgTCT (549596-549525)  Arg (TCT) 72 bp  Sc: 66.88 
GCTCGCGTGGCGTAATGGCAACGCGTCTGACTTCTAATCAGAAGATTATGGGTTCGACCC 
CCATCGTGAGTG 
>Candida_glabrata_CBS138_chrMT.trna2-AsnGTT (1661-1732)  Asn (GTT) 72 bp  Sc: 70.82 
GTCTTTATGGCTTAGTGGTTAAAGCATCTCACTGTTAATGAGAATACATAGGTTCAATTC 
CTATTGAAGACG 
>Candida_glabrata_CBS138_chrM.trna3-AsnGTT (392109-392182)  Asn (GTT) 74 bp  Sc: 75.42 
GACTCCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCGAGATCGTGAGTTCAAT 
CCTCACCGGGGTCG 
>Candida_glabrata_CBS138_chrB.trna4-AsnGTT (486877-486950)  Asn (GTT) 74 bp  Sc: 76.93 
GACTTCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGAGGTCG 
>Candida_glabrata_CBS138_chrD.trna14-AsnGTT (477796-477723)  Asn (GTT) 74 bp  Sc: 76.93 
GACTTCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGAGGTCG 
>Candida_glabrata_CBS138_chrD.trna3-AsnGTT (356685-356758)  Asn (GTT) 74 bp  Sc: 76.93 
GACTTCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGAGGTCG 
>Candida_glabrata_CBS138_chrI.trna17-AsnGTT (954587-954514)  Asn (GTT) 74 bp  Sc: 76.93 
GACTTCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGAGGTCG 
>Candida_glabrata_CBS138_chrE.trna1-AsnGTT (28641-28714)  Asn (GTT) 74 bp  Sc: 78.38 
GACTCCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGGGGTCG 
>Candida_glabrata_CBS138_chrI.trna23-AsnGTT (507294-507221)  Asn (GTT) 74 bp  Sc: 78.38 
GACTCCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGGGGTCG 
>Candida_glabrata_CBS138_chrJ.trna7-AsnGTT (447412-447339)  Asn (GTT) 74 bp  Sc: 78.38 
GACTCCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGGGGTCG 
>Candida_glabrata_CBS138_chrL.trna19-AsnGTT (948165-948092)  Asn (GTT) 74 bp  Sc: 78.38 
GACTCCGTGGCCAAGCTGGTTAAGGCGTGCGACTGTTAATCGCAAGATCGTGAGTTCAAT 
CCTCACCGGGGTCG 
>Candida_glabrata_CBS138_chrA.trna4-AspGTC (387647-387576)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrC.trna1-AspGTC (370244-370315)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrE.trna4-AspGTC (454925-454996)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrG.trna6-AspGTC (408152-408223)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrH.trna2-AspGTC (181552-181623)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrI.trna21-AspGTC (710913-710842)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrJ.trna16-AspGTC (15423-15352)  Asp (GTC) 72 bp  Sc: 60.99 



TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrK.trna22-AspGTC (65310-65239)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrM.trna16-AspGTC (549163-549092)  Asp (GTC) 72 bp  Sc: 60.99 
TCCGCGATAGTTTAATGGTCAGAATGGGCGCTTGTCGCGTGCCAGATCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Candida_glabrata_CBS138_chrD.trna15-CysGCA (457405-457334)  Cys (GCA) 72 bp  Sc: 75.27 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGAACC 
TGAGTGCGAGCT 
>Candida_glabrata_CBS138_chrH.trna6-CysGCA (269346-269417)  Cys (GCA) 72 bp  Sc: 75.27 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGAACC 
TGAGTGCGAGCT 
>Candida_glabrata_CBS138_chrM.trna14-CysGCA (595748-595677)  Cys (GCA) 72 bp  Sc: 75.27 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGAACC 
TGAGTGCGAGCT 
>Candida_glabrata_CBS138_chrF.trna12-GlnCTG (333459-333388)  Gln (CTG) 72 bp  Sc: 69.19 
GGTCTTATAGTGTAGTGGTTATCACTTTCGGTTCTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrJ.trna5-GlnCTG (636384-636313)  Gln (CTG) 72 bp  Sc: 69.19 
GGTCTTATAGTGTAGTGGTTATCACTTTCGGTTCTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrA.trna7-GlnTTG (221999-221928)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrE.trna2-GlnTTG (73534-73605)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrI.trna13-GlnTTG (866818-866889)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrJ.trna2-GlnTTG (271817-271888)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrL.trna25-GlnTTG (108290-108219)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrL.trna8-GlnTTG (869819-869890)  Gln (TTG) 72 bp  Sc: 70.23 
GGTTCTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGAACAACCCCGGTTCGAATC 
CGGGTAGGACCT 
>Candida_glabrata_CBS138_chrD.trna4-GluCTC (425740-425811)  Glu (CTC) 72 bp  Sc: 61.61 
TCCGATGTAGTGTAACGGCTATCACATCACGCTCTCACCGTGGAGACCGGGGTTCGACTC 
CCCGCTTCGGAG 
>Candida_glabrata_CBS138_chrJ.trna17-GluCTC (10213-10142)  Glu (CTC) 72 bp  Sc: 61.61 
TCCGATGTAGTGTAACGGCTATCACATCACGCTCTCACCGTGGAGACCGGGGTTCGACTC 
CCCGCTTCGGAG 
>Candida_glabrata_CBS138_chrL.trna14-GluCTC (1079145-1079074)  Glu (CTC) 72 bp  Sc: 61.61 
TCCGATGTAGTGTAACGGCTATCACATCACGCTCTCACCGTGGAGACCGGGGTTCGACTC 
CCCGCTTCGGAG 
>Candida_glabrata_CBS138_chrMT.trna8-GluTTC (5366-5437)  Glu (TTC) 72 bp  Sc: 42.03 
GATCTTATCGTCTAATGGTTACGACATCAACTTTTCATGTTGAAAATGTTGGTTCAATCC 
CAACTAAGATTA 
>Candida_glabrata_CBS138_chrG.trna3-GluTTC (77743-77814)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrH.trna11-GluTTC (936319-936248)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrH.trna7-GluTTC (279537-279608)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrK.trna6-GluTTC (646064-646135)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrL.trna16-GluTTC (1026047-1025976)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 



CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrL.trna17-GluTTC (1021040-1020969)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrL.trna22-GluTTC (208098-208027)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrM.trna10-GluTTC (845721-845650)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrM.trna12-GluTTC (783341-783270)  Glu (TTC) 72 bp  Sc: 62.99 
TCCGATATAGTGTAACGGCTATCACATCACGCTTTCACCGTGGAGACCGGGGTTCGACTC 
CCCGTATCGGAG 
>Candida_glabrata_CBS138_chrM.trna2-GlyCCC (178619-178690)  Gly (CCC) 72 bp  Sc: 57.66 
GCGTAAGTAGTATAGTGGTTAGAATCTATCCTTCCCAAGGATGGGACCCGGGTTCGATTC 
CCGGCTTTCGCA 
>Candida_glabrata_CBS138_chrA.trna8-GlyGCC (201908-201838)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrD.trna2-GlyGCC (349921-349991)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrD.trna8-GlyGCC (516034-516104)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrD.trna9-GlyGCC (569043-569113)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrI.trna6-GlyGCC (366330-366400)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrK.trna14-GlyGCC (1038706-1038636)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrK.trna9-GlyGCC (1019730-1019800)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrL.trna15-GlyGCC (1028538-1028468)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrL.trna18-GlyGCC (1020583-1020513)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrL.trna24-GlyGCC (132608-132538)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrL.trna9-GlyGCC (1009597-1009667)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrM.trna11-GlyGCC (794903-794833)  Gly (GCC) 71 bp  Sc: 62.73 
GCGCAAGTGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGCTTGCGCA 
>Candida_glabrata_CBS138_chrE.trna9-GlyTCC (218517-218446)  Gly (TCC) 72 bp  Sc: 71.59 
GGGCGGTTAGTGTAGTGGTTATCATTCCACCCTTCCAAGGTGGAGACACGGGTTCGATTC 
TCGTACCGCTCA 
>Candida_glabrata_CBS138_chrJ.trna6-GlyTCC (615236-615165)  Gly (TCC) 72 bp  Sc: 71.59 
GGGCGGTTAGTGTAGTGGTTATCATTCCACCCTTCCAAGGTGGAGACACGGGTTCGATTC 
TCGTACCGCTCA 
>Candida_glabrata_CBS138_chrMT.trna7-HisGTG (5291-5361)  His (GTG) 71 bp  Sc: 47.05 
GTAAATATATTTCAATGGTAGAAAATACGCTTGTGGTGCGTTAAATCTAAGTTCGATTCT 
TAGTATTTACC 
>Candida_glabrata_CBS138_chrA.trna5-HisGTG (382884-382813)  His (GTG) 72 bp  Sc: 65.11 
GCCATTTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAAATGGCA 
>Candida_glabrata_CBS138_chrC.trna7-HisGTG (304634-304563)  His (GTG) 72 bp  Sc: 65.11 
GCCATTTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAAATGGCA 



>Candida_glabrata_CBS138_chrE.trna6-HisGTG (331351-331280)  His (GTG) 72 bp  Sc: 65.11 
GCCATTTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAAATGGCA 
>Candida_glabrata_CBS138_chrK.trna18-HisGTG (850788-850717)  His (GTG) 72 bp  Sc: 65.11 
GCCATTTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAAATGGCA 
>Candida_glabrata_CBS138_chrL.trna3-HisGTG (558504-558575)  His (GTG) 72 bp  Sc: 65.11 
GCCATTTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAAATGGCA 
>Candida_glabrata_CBS138_chrF.trna9-HisGTG (616515-616444)  His (GTG) 72 bp  Sc: 66.37 
GCCATCTTAGTATAGTGGTTAGTACACATCGTTGTGGCCGATGAAACCCTGGTTCGATTC 
TAGGAGATGGCA 
>Candida_glabrata_CBS138_chrG.trna18-IleAAT (152679-152606)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrI.trna15-IleAAT (1047554-1047481)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrI.trna8-IleAAT (625426-625499)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrJ.trna3-IleAAT (926010-926083)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrJ.trna8-IleAAT (326790-326717)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrL.trna12-IleAAT (1341479-1341552)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrL.trna20-IleAAT (934691-934618)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrL.trna21-IleAAT (717669-717596)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrM.trna13-IleAAT (689457-689384)  Ile (AAT) 74 bp  Sc: 71.40 
GGTCTCTTGGCCCAGTTGGTTAAGGCACCGTGCTAATAACGCGGGGATCAGCGGTTCGAT 
CCCGCTAGAGACCA 
>Candida_glabrata_CBS138_chrMT.trna4-IleGAT (1858-1930)  Ile (GAT) 73 bp  Sc: 44.43 
GAAACTATAATTCAATTGGTTAGAATAGTATTTTGATAAGGTACCAATATAGGTTCGATT 
CCTGTTAGTTTCA 
>Candida_glabrata_CBS138_chrF.trna10-IleTAT (535673-535530)  Ile (TAT) 144 bp  Sc: 57.25 
GCTCGTGTAGCTCAGTGGTTAGAGCTTCGTGCTTATAGTGGCATCCCCCTTTGGGGAGCT 
AACTGTACTACTGTTTCTGGGTCTTAAATCTGGCTCAGGTCACAAGACACGCGACCGTCG 
TGGGTTCAAACCCCACCTCGAGCA 
>Candida_glabrata_CBS138_chrG.trna8-IleTAT (804376-804519)  Ile (TAT) 144 bp  Sc: 56.30 
GCTCGTGTAGCTCAGTGGTTAGAGCTTCGTGCTTATAGTGGCATCCCCCTATGGGGAGCT 
AACTGTACGGATGTTTCTGGGTCTTAAAAGCGGCTCAGGTCACAAGTCACGCGACCGTCG 
TGGGTTCAATCCCCACCTCGAGCA 
>Candida_glabrata_CBS138_chrD.trna18-LeuCAA (198685-198566)  Leu (CAA) 120 bp  Sc: 54.10 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAACATTACTTACTGGGTT 
AACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrB.trna2-LeuCAA (309417-309535)  Leu (CAA) 119 bp  Sc: 54.74 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAAAATACTTACTGGGTTA 
ACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrG.trna16-LeuCAA (402954-402836)  Leu (CAA) 119 bp  Sc: 55.38 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAAAATACTTATTGGGTTA 
ACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrG.trna13-LeuCAA (627875-627757)  Leu (CAA) 119 bp  Sc: 54.60 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAAAATACTTACTGGGTTT 
ACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrJ.trna4-LeuCAA (844213-844094)  Leu (CAA) 120 bp  Sc: 54.74 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAACATTACTTACTGGATT 
AACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrF.trna5-LeuCAA (879028-878909)  Leu (CAA) 120 bp  Sc: 54.10 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAACATTACTTACTGGGTT 



AACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrB.trna9-LeuCAA (8880-8762)  Leu (CAA) 119 bp  Sc: 54.74 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAAAATACTTACTGGGTTA 
ACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrB.trna1-LeuCAA (93733-93851)  Leu (CAA) 119 bp  Sc: 54.74 
GGTTGTTTGGCCGAGCGGTCTAAGGCGCCTGATTCAAGTTGAAAAATACTTACTGGGTTA 
ACAAACTCAGGAGCACTCAGGTATCGTAAGATGCAAGAGTTCGAATCTCTTAGCAACCA 
>Candida_glabrata_CBS138_chrD.trna16-LeuGAG (450101-450020)  Leu (GAG) 82 bp  Sc: 66.64 
GGTACTCTGGCCGAGTGGTCTAAGGCGCCAGGTCGAGGTCCTGGTCTCTTCGGAGGCGCG 
GGTTCGAACCCCGCGGGTATCA 
>Candida_glabrata_CBS138_chrMT.trna14-LeuTAA (17616-17697)  Leu (TAA) 82 bp  Sc: 42.31 
GCTATTTTGGTGGAATTGGTAGACACGATACTCTTAAGATGTATTACTTTATAGTATGAA 
GGTTCAAATCCTTCAAATAGCA 
>Candida_glabrata_CBS138_chrD.trna1-LeuTAA (40063-40146)  Leu (TAA) 84 bp  Sc: 69.31 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGTTGGACGGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Candida_glabrata_CBS138_chrH.trna9-LeuTAA (531206-531289)  Leu (TAA) 84 bp  Sc: 69.31 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGTTGGACGGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Candida_glabrata_CBS138_chrK.trna12-LeuTAA (1151933-1152016)  Leu (TAA) 84 bp  Sc: 69.31 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGTTGGACGGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Candida_glabrata_CBS138_chrJ.trna1-LeuTAG (154247-154355)  Leu (TAG) 109 bp  Sc: 61.88 
GGGAGGTTGGCCGAGTGGTTTAAGGCGTCAGATTTAGGTGAGTTGAAACACTTAAAGCTT 
AAATTCTCTGATATCTTCGGATGCAAGGGTTCGAATCCCTTATCTCTCA 
>Candida_glabrata_CBS138_chrC.trna3-LeuTAG (441493-441601)  Leu (TAG) 109 bp  Sc: 61.88 
GGGAGGTTGGCCGAGTGGTTTAAGGCGTCAGATTTAGGTGAGTTGAAACACTTAAAGCTT 
AAATTCTCTGATATCTTCGGATGCAAGGGTTCGAATCCCTTATCTCTCA 
>Candida_glabrata_CBS138_chrH.trna14-LeuTAG (595750-595642)  Leu (TAG) 109 bp  Sc: 61.88 
GGGAGGTTGGCCGAGTGGTTTAAGGCGTCAGATTTAGGTGAGTTGAAACACTTAAAGCTT 
AAATTCTCTGATATCTTCGGATGCAAGGGTTCGAATCCCTTATCTCTCA 
>Candida_glabrata_CBS138_chrH.trna13-LeuTAG (845903-845795)  Leu (TAG) 109 bp  Sc: 61.88 
GGGAGGTTGGCCGAGTGGTTTAAGGCGTCAGATTTAGGTGAGTTGAAACACTTAAAGCTT 
AAATTCTCTGATATCTTCGGATGCAAGGGTTCGAATCCCTTATCTCTCA 
>Candida_glabrata_CBS138_chrD.trna7-LysCTT (492459-492531)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrG.trna10-LysCTT (900336-900264)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrG.trna12-LysCTT (677574-677502)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrI.trna7-LysCTT (506977-507049)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrJ.trna10-LysCTT (176707-176635)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrJ.trna11-LysCTT (163750-163678)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrJ.trna12-LysCTT (157229-157157)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrJ.trna9-LysCTT (258561-258489)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrK.trna2-LysCTT (177620-177692)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrL.trna13-LysCTT (1248066-1247994)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrL.trna5-LysCTT (633743-633815)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 



>Candida_glabrata_CBS138_chrL.trna7-LysCTT (866119-866191)  Lys (CTT) 73 bp  Sc: 77.79 
GCCTTGTTGGCGCAATCGGTAGCGCGTATGACTCTTAATCATAAGGTTAGGGGTTCGAGC 
CCCCTACAGGGCT 
>Candida_glabrata_CBS138_chrMT.trna16-LysTTT (17818-17889)  Lys (TTT) 72 bp  Sc: 34.35 
GAGAGTATTGTTTAAAGGTAAAACAGTTGTCTTTTAAGCAACCCATGCTTGGTTCGAATC 
CAGCTATTCTCA 
>Candida_glabrata_CBS138_chrM.trna9-LysTTT (1090048-1089962)  Lys (TTT) 87 bp  Sc: 68.57 
TCCTTGTTAGCTCAGTTGGTAGAGCGTTCGGCTTTTACGTCAACGAGGACAACCGAAATG 
TCAGGGGTTCGAGCCCCCTATGAGGAG 
>Candida_glabrata_CBS138_chrL.trna10-LysTTT (1103435-1103521)  Lys (TTT) 87 bp  Sc: 68.57 
TCCTTGTTAGCTCAGTTGGTAGAGCGTTCGGCTTTTACGTCAACGAGGACAACCGAAATG 
TCAGGGGTTCGAGCCCCCTATGAGGAG 
>Candida_glabrata_CBS138_chrD.trna5-LysTTT (447843-447929)  Lys (TTT) 87 bp  Sc: 68.57 
TCCTTGTTAGCTCAGTTGGTAGAGCGTTCGGCTTTTACGTCAACGAGGACAACCGAAATG 
TCAGGGGTTCGAGCCCCCTATGAGGAG 
>Candida_glabrata_CBS138_chrMT.trna9-MetCAT (6888-6960)  Met (CAT) 73 bp  Sc: 39.79 
TGTAATATGATGTAATTGGTTAACATATTAGGTTCATGACCTAATTATATACGTTCAAAT 
CGTATTATTGCTA 
>Candida_glabrata_CBS138_chrMT.trna1-MetCAT (13-86)  Met (CAT) 74 bp  Sc: 50.50 
ACTTGTATAGTTTAAATGGTTAAAACATTTGTCTCATAAACAAATAATGTAAGGTTCAAA 
TCCTTCTACAAGTA 
>Candida_glabrata_CBS138_chrI.trna14-MetCAT (1061673-1061744)  Met (CAT) 72 bp  Sc: 73.33 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCTAGATCGAAAC 
TAGGCGGCGCTA 
>Candida_glabrata_CBS138_chrI.trna2-MetCAT (123989-124060)  Met (CAT) 72 bp  Sc: 73.33 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCTAGATCGAAAC 
TAGGCGGCGCTA 
>Candida_glabrata_CBS138_chrI.trna24-MetCAT (281292-281221)  Met (CAT) 72 bp  Sc: 73.33 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCTAGATCGAAAC 
TAGGCGGCGCTA 
>Candida_glabrata_CBS138_chrM.trna18-MetCAT (397826-397755)  Met (CAT) 72 bp  Sc: 73.33 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCTAGATCGAAAC 
TAGGCGGCGCTA 
>Candida_glabrata_CBS138_chrA.trna3-MetCAT (259210-259282)  Met (CAT) 73 bp  Sc: 73.99 
GCTTCTGTAGCTCAGTCGGAAGAGCGTCAGTCTCATAATCTGAAGGTCGAGAGTTCGAAC 
CTCCCCAGGAGCA 
>Candida_glabrata_CBS138_chrE.trna5-MetCAT (546993-547065)  Met (CAT) 73 bp  Sc: 73.99 
GCTTCTGTAGCTCAGTCGGAAGAGCGTCAGTCTCATAATCTGAAGGTCGAGAGTTCGAAC 
CTCCCCAGGAGCA 
>Candida_glabrata_CBS138_chrJ.trna14-MetCAT (108598-108526)  Met (CAT) 73 bp  Sc: 73.99 
GCTTCTGTAGCTCAGTCGGAAGAGCGTCAGTCTCATAATCTGAAGGTCGAGAGTTCGAAC 
CTCCCCAGGAGCA 
>Candida_glabrata_CBS138_chrMT.trna10-PheGAA (16211-16282)  Phe (GAA) 72 bp  Sc: 52.96 
GCCTTTATAGCTTAGTGGTAAAGCGATAAACTGAAGATTTATTTACATGTAGTTCGATTC 
TCATTAAGGGCA 
>Candida_glabrata_CBS138_chrA.trna1-PheGAA (150765-150862)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrF.trna1-PheGAA (219170-219267)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrE.trna7-PheGAA (314272-314175)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrK.trna19-PheGAA (503586-503489)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrF.trna8-PheGAA (621389-621292)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrK.trna15-PheGAA (948152-948055)  Phe (GAA) 98 bp  Sc: 69.02 
GCGGTTTTAGCTCAGTTGGGAGAGCGCCAGACTGAAGATTCGAAAACTTCGGTCAACAAG 
TTATCTGGAGGTCCTGTGTTCGATCCACAGAAATCGCA 
>Candida_glabrata_CBS138_chrB.trna5-ProAGG (485118-485047)  Pro (AGG) 72 bp  Sc: 66.45 
GGGCGTGTGGTCTAGAGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCGAGTC 
CCGGCTCGCCCC 
>Candida_glabrata_CBS138_chrF.trna13-ProTGG (139239-139131)  Pro (TGG) 109 bp  Sc: 60.55 



GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrI.trna26-ProTGG (144977-144869)  Pro (TGG) 109 bp  Sc: 60.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrI.trna5-ProTGG (270965-271073)  Pro (TGG) 109 bp  Sc: 60.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrG.trna17-ProTGG (365510-365402)  Pro (TGG) 109 bp  Sc: 60.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrK.trna5-ProTGG (579427-579535)  Pro (TGG) 109 bp  Sc: 59.77 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAACATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrG.trna1-ProTGG (62853-62961)  Pro (TGG) 109 bp  Sc: 60.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrA.trna9-ProTGG (71735-71627)  Pro (TGG) 109 bp  Sc: 60.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGAACATGGATAAAATCCGTGTGA 
ACAATCACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Candida_glabrata_CBS138_chrMT.trna12-CysGCA (16383-16455)  Cys (GCA) 73 bp  Sc: 28.88 
GGAGGtgttgtTTAAAGGTTAAGCTATTAGATTGCAGATCTACTTATTAAGAGTTCGATT 
CTCTTCATCTCTT 
>Candida_glabrata_CBS138_chrMT.trna19-AspGTC (18085-18156)  Asp (GTC) 72 bp  Sc: 30.66 
GGATCCATAGCTTAATAGTAAAGTCCTATTTTGTCATAATAGAGGATGTCAGTGCAAATC 
TGATTGGATTCG 
>Candida_glabrata_CBS138_chrMT.trna18-GlyTCC (18004-18075)  Gly (TCC) 72 bp  Sc: 45.44 
ATAGATATAAGTTAATTGGTAAACTGAATGTCTTCCACACATTGATTGTGAGTTCGATTC 
TCACTATCTATA 
>Candida_glabrata_CBS138_chrMT.trna11-SupTTA (16292-16364)  Sup (TTA) 73 bp  Sc: 38.56 
GTAGATATAATTTAATCGGTAAAATGTATGTTTTTAGGTACATATTATCTAAGTTCAAAT 
CTTAGTATTTACA 
>Candida_glabrata_CBS138_chrMT.trna15-GlnTTG (17714-17786)  Gln (TTG) 73 bp  Sc: 29.02 
TGAGTCGTAGACTAATAGGTAAGTTACCAAAATTTGAGTTTGGAGTTTGTTTGTTCGAAT 
CAAACCGATTCAA 
>Candida_glabrata_CBS138_chrMT.trna5-SeCTCA (1936-2006)  SeC (TCA) 71 bp  Sc: 45.39 
AAGGATATAGTTTAATGGTAAAACTATTGATTTCAAATCAATCATTAAGAGTTCGAATCT 
TTTTATCCTTG 
>Candida_glabrata_CBS138_chrC.trna4-SerAGA (433780-433699)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrF.trna3-SerAGA (288415-288496)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrI.trna1-SerAGA (117600-117681)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrI.trna11-SerAGA (795168-795249)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrI.trna12-SerAGA (847556-847637)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrI.trna3-SerAGA (145662-145743)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrJ.trna15-SerAGA (98041-97960)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrL.trna1-SerAGA (152272-152353)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrM.trna5-SerAGA (895492-895573)  Ser (AGA) 82 bp  Sc: 86.17 
GGCAACTTGGCCGAGTGGTTAAGGCGAAAGATTAGAAATCTTTTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCAGTTGTCG 
>Candida_glabrata_CBS138_chrK.trna16-SerCGA (910831-910731)  Ser (CGA) 101 bp  Sc: 74.40 
GGCACTATGGCCGAGTGGTTAAGGCGAGAGACTCGAATTTTTCTGAACGTTCGGCTATCT 



CTTGGGCTCTGCCCGCGCTGGTTCAAATCCTGCTGGTGTCG 
>Candida_glabrata_CBS138_chrM.trna1-SerGCT (116503-116605)  Ser (GCT) 103 bp  Sc: 67.37 
GTCCCAGTGGCCGAGTGGTTAAGGCGATGCCCTGCTATTCTCTCTACGAACAGCATTTAG 
GCATTGGGTTTTACCTGCGCAGGTTCGAATCCTGTCTGTGACG 
>Candida_glabrata_CBS138_chrH.trna3-SerGCT (181861-181963)  Ser (GCT) 103 bp  Sc: 67.37 
GTCCCAGTGGCCGAGTGGTTAAGGCGATGCCCTGCTATTCTCTCTACGAACAGCATTTAG 
GCATTGGGTTTTACCTGCGCAGGTTCGAATCCTGTCTGTGACG 
>Candida_glabrata_CBS138_chrK.trna4-SerGCT (578831-578935)  Ser (GCT) 105 bp  Sc: 68.54 
GTCCCAGTGGCCGAGTGGTTAAGGCGATGCCCTGCTATTCATTCTTTACGAACAGCAATT 
AGGCATTGGGTTTTACCTGCGCAGGTTCGAATCCTGTCTGTGACG 
>Candida_glabrata_CBS138_chrMT.trna20-SerTGA (18281-18367)  Ser (TGA) 87 bp  Sc: 43.41 
GGATGGTTGACTGAGTGGTTTAAGGTGTGATATTTGAGCTATCATTAGTTTTAATAAACT 
ACGTAGGTTCAAATCCTACATCATCCG 
>Candida_glabrata_CBS138_chrK.trna8-SerTGA (768676-768757)  Ser (TGA) 82 bp  Sc: 84.16 
GGCACTATGGCCGAGTGGTTAAGGCGACAGACTTGAAATCTGTTGGGCTCTGCCCGCGCT 
GGTTCAAATCCTGCTGGTGTCG 
>Candida_glabrata_CBS138_chrM.trna7-SerTGA (1245172-1245091)  Ser (TGA) 82 bp  Sc: 84.16 
GGCACTATGGCCGAGTGGTTAAGGCGACAGACTTGAAATCTGTTGGGCTCTGCCCGCGCT 
GGTTCAAATCCTGCTGGTGTCG 
>Candida_glabrata_CBS138_chrB.trna8-ThrAGT (118800-118728)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrC.trna5-ThrAGT (402196-402124)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrF.trna14-ThrAGT (136534-136462)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrF.trna2-ThrAGT (233357-233429)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrG.trna15-ThrAGT (407211-407139)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrG.trna4-ThrAGT (143832-143904)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrH.trna12-ThrAGT (910724-910652)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrI.trna10-ThrAGT (714097-714169)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrK.trna17-ThrAGT (882387-882315)  Thr (AGT) 73 bp  Sc: 72.75 
GCTTCTATGGCCAAGTTGGTAAGGCGCCACACTAGTAATGTGGAGATCATCAGTTCAAAT 
CTGGTTGGAAGCA 
>Candida_glabrata_CBS138_chrF.trna15-ThrCGT (39546-39475)  Thr (CGT) 72 bp  Sc: 76.93 
GCCTCTTTGGCCAAGTGGTAAGGCATCGCACTCGTAATGCGGGGATCGTGGGTTCAATTC 
CCACAGGAGGCA 
>Candida_glabrata_CBS138_chrMT.trna6-ThrTGT (5203-5275)  Thr (TGT) 73 bp  Sc: 66.86 
GTTATATTAGCTCAATTGGTAGAGCATTCGTTTTGTAATCGAAAGGTTTGGGGTTCAAAT 
CCCTAATATAACA 
>Candida_glabrata_CBS138_chrB.trna3-ThrTGT (399907-399978)  Thr (TGT) 72 bp  Sc: 79.33 
GCCTCCTTAGCTTAGTGGTAGAGCGTTGCACTTGTAATGCAAAGGTCGCTAGTTCAATTC 
TGGCAGGTGGCA 
>Candida_glabrata_CBS138_chrG.trna5-ThrTGT (275527-275598)  Thr (TGT) 72 bp  Sc: 79.33 
GCCTCCTTAGCTTAGTGGTAGAGCGTTGCACTTGTAATGCAAAGGTCGCTAGTTCAATTC 
TGGCAGGTGGCA 
>Candida_glabrata_CBS138_chrM.trna6-ThrTGT (1308189-1308260)  Thr (TGT) 72 bp  Sc: 79.33 
GCCTCCTTAGCTTAGTGGTAGAGCGTTGCACTTGTAATGCAAAGGTCGCTAGTTCAATTC 
TGGCAGGTGGCA 
>Candida_glabrata_CBS138_chrB.trna6-TrpCCA (373322-373214)  Trp (CCA) 109 bp  Sc: 63.92 
GAAGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGTTAAACTCTGGGATTTTCCTCGGA 
ATTCATGATTGCAATCGAAGGGTTGCAGGTTCAATTCCTGTCCGTTTCA 
>Candida_glabrata_CBS138_chrF.trna4-TrpCCA (610507-610614)  Trp (CCA) 108 bp  Sc: 63.16 
GAAGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGTTAAACTCTGGGACTTCCTCGGAA 
TTCATGATTGCAATCGAAGGGTTGCAGGTTCAATTCCTGTCCGTTTCA 



>Candida_glabrata_CBS138_chrF.trna7-TrpCCA (705193-705086)  Trp (CCA) 108 bp  Sc: 63.80 
GAAGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGTTAAACTCTGGGATTTCCTCGGAA 
TTCATGATTGCAATCGAAGGGTTGCAGGTTCAATTCCTGTCCGTTTCA 
>Candida_glabrata_CBS138_chrK.trna7-TrpCCA (709520-709627)  Trp (CCA) 108 bp  Sc: 64.86 
GAAGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGTTAAAATCTGGGATTTCCTCGGAA 
TACAAGATTGCAATCGAAGGGTTGCAGGTTCAATTCCTGTCCGTTTCA 
>Candida_glabrata_CBS138_chrG.trna9-TrpCCA (897513-897621)  Trp (CCA) 109 bp  Sc: 63.29 
GAAGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGTTAAACTCTGGGATTTTCCTCGGA 
ATTCACGATTGCAATCGAAGGGTTGCAGGTTCAATTCCTGTCCGTTTCA 
>Candida_glabrata_CBS138_chrK.trna10-TyrGTA (1025607-1025694)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrK.trna11-TyrGTA (1086303-1086390)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrL.trna23-TyrGTA (175421-175334)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrH.trna1-TyrGTA (180340-180427)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrI.trna4-TyrGTA (236933-237020)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrG.trna11-TyrGTA (859660-859573)  Tyr (GTA) 88 bp  Sc: 71.62 
CTCTCGGTAGCCAAGTTGGTTTAAGGCGCAAGACTGTAATTTCAACACTGAAATCTTGAG 
ATCGGGCGTTCGAATCGCCCCCGGGAGA 
>Candida_glabrata_CBS138_chrC.trna6-ValAAC (310053-309980)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrD.trna12-ValAAC (590298-590371)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrD.trna17-ValAAC (416641-416568)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrG.trna14-ValAAC (486477-486404)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrH.trna8-ValAAC (418419-418492)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrI.trna22-ValAAC (641921-641848)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrI.trna9-ValAAC (667631-667704)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrJ.trna13-ValAAC (146477-146404)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrK.trna1-ValAAC (108485-108558)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrK.trna21-ValAAC (234919-234846)  Val (AAC) 74 bp  Sc: 68.42 
GGTTTCGTGGTCTAGTCGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Candida_glabrata_CBS138_chrF.trna6-ValCAC (832674-832602)  Val (CAC) 73 bp  Sc: 79.05 
GTTCCAATGGTGTAGTGGCTATCACGTTGCCTTCACACGGCAAAGGTCCCGAGTTCGAAC 
CTCGGTTGGAACA 
>Candida_glabrata_CBS138_chrMT.trna13-ValTAC (16471-16543)  Val (TAC) 73 bp  Sc: 61.33 
AGGATATTAGCTTAATTGGTATAGCATTCGTTTTACACACGAAAGATTATAGGTTCGAAT 
CCTATATTTCCTA 
>Candida_glabrata_CBS138_chrH.trna10-ValTAC (965518-965445)  Val (TAC) 74 bp  Sc: 72.86 
GGTCCAATAGTCCAGTGGTTTAAGACGTCGTCTTTACACGGCGAAGATCCCGAGTTCGAA 
CCTCGGTTGGATCA 
>Candida_glabrata_CBS138_chrK.trna13-ValTAC (1127291-1127218)  Val (TAC) 74 bp  Sc: 75.75 



GGTCCAATAGTCCAGTGGTTTAAGACGTCGCCTTTACACGGCGAAGATCCCGAGTTCGAA 
CCTCGGTTGGATCA 
>Caulobacter_K31_chr.trna22-AlaCGC (5146516-5146591)  Ala (CGC) 76 bp  Sc: 90.21 
GGGGCCGTAGCTCAGATGGTAGAGCGCCTCGTTCGCAATGAGGAGGTCAGGGGTTCGATT 
CCCCTCGGCTCCACCA 
>Caulobacter_K31_chr.trna49-AlaGGC (109703-109628)  Ala (GGC) 76 bp  Sc: 89.36 
GGGGCTTTAGCTCAGCTGGTAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGACT 
CCGCTAAGCTCCACCA 
>Caulobacter_K31_chr.trna28-AlaTGC (4034437-4034362)  Ala (TGC) 76 bp  Sc: 92.10 
GGGGCCATAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCGTCGGTTCGACT 
CCGTCTGGCTCCACCA 
>Caulobacter_K31_chr.trna31-AlaTGC (4027241-4027166)  Ala (TGC) 76 bp  Sc: 92.10 
GGGGCCATAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCGTCGGTTCGACT 
CCGTCTGGCTCCACCA 
>Caulobacter_K31_chr.trna2-ArgACG (432030-432106)  Arg (ACG) 77 bp  Sc: 85.54 
GCGCCCGTAGCTCAGCTGGATAGAGCATCAGACTACGAATCTGAGGGTCGGACGTTCGAA 
TCGTTCCGGGCGCGCCA 
>Caulobacter_K31_chr.trna25-ArgCCG (4547477-4547401)  Arg (CCG) 77 bp  Sc: 86.37 
GCACCCGTAGCTCAGCTGGATAGAGCGTTGCCCTCCGAAGGCAAAGGTCACACGTTCGAA 
TCGTGTCGGGTGCGCCA 
>Caulobacter_K31_chr.trna26-ArgCCT (4464642-4464566)  Arg (CCT) 77 bp  Sc: 85.48 
GGCCCGGTAGCTCAGCAGGATAGAGCAGCGCTTTCCTAAAGCGAAGGTCAGGGGTTCGAG 
TCCCTTCCGGGCCGCCA 
>Caulobacter_K31_chr.trna42-ArgTCT (3274535-3274459)  Arg (TCT) 77 bp  Sc: 97.02 
GCGCCCTTAGCTCAGCTGGATAGAGCACTCGCCTTCTAAGCGAGCGGTCGCTGGTTCGAA 
TCCAGCAGGGCGCGCCA 
>Caulobacter_K31_chr.trna45-AsnGTT (2313756-2313682)  Asn (GTT) 75 bp  Sc: 92.60 
TCCGCGGTAGCTCAGTGGTAGAGCAGCCGGCTGTTAACCGGCTGGTCGTAGGTTCGAATC 
CTACCCGCGGAGCCA 
>Caulobacter_K31_chr.trna15-AspGTC (3076080-3076156)  Asp (GTC) 77 bp  Sc: 98.81 
GCGGATGTAGCTCAGTTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCATTCGCGCCA 
>Caulobacter_K31_chr.trna16-AspGTC (3076232-3076308)  Asp (GTC) 77 bp  Sc: 98.81 
GCGGATGTAGCTCAGTTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCATTCGCGCCA 
>Caulobacter_K31_chr.trna17-AspGTC (3076384-3076460)  Asp (GTC) 77 bp  Sc: 98.81 
GCGGATGTAGCTCAGTTGGTTAGAGCGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCATTCGCGCCA 
>Caulobacter_K31_chr.trna12-CysGCA (2342189-2342262)  Cys (GCA) 74 bp  Sc: 69.98 
GGCCCGGTGGCGGAGTGGTTACGCAGCGGATTGCAAATCCGTGCACCCCGGTTCGATTCC 
GGGCCGGGCCTCCA 
>Caulobacter_K31_chr.trna7-GlnTTG (1400912-1400985)  Gln (TTG) 74 bp  Sc: 58.25 
TGGGGAATGGTGTAATGGTAACACTGCGGTTTTTGGTACCGTCATTCTAGGTTCGAGTCC 
TAGTTCCCCAGCCA 
>Caulobacter_K31_chr.trna39-GluTTC (3276679-3276605)  Glu (TTC) 75 bp  Sc: 56.56 
GGTCCCTTCGTCTATCGGTTAGGACGCCAGATTTTCATTCTGGAGAGAGGGGTTCGACTC 
CCCTAGGGACTACCA 
>Caulobacter_K31_chr.trna40-GluTTC (3276549-3276475)  Glu (TTC) 75 bp  Sc: 56.56 
GGTCCCTTCGTCTATCGGTTAGGACGCCAGATTTTCATTCTGGAGAGAGGGGTTCGACTC 
CCCTAGGGACTACCA 
>Caulobacter_K31_chr.trna11-GlyCCC (1746685-1746759)  Gly (CCC) 75 bp  Sc: 89.32 
GCGGGCGTAGCTCAGAGGTAGAGCGTCTGCTTCCCAAGCAGAATGTCGTGGGTTCGATTC 
CCATCGCCCGCTCCA 
>Caulobacter_K31_chr.trna5-GlyGCC (1264643-1264717)  Gly (GCC) 75 bp  Sc: 91.85 
GCGGGCGTAGCTCAGTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGAGTTCGAATC 
TCTTCGCCCGCTCCA 
>Caulobacter_K31_chr.trna6-GlyGCC (1264763-1264837)  Gly (GCC) 75 bp  Sc: 91.85 
GCGGGCGTAGCTCAGTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGAGAGTTCGAATC 
TCTTCGCCCGCTCCA 
>Caulobacter_K31_chr.trna10-GlyTCC (1696994-1697067)  Gly (TCC) 74 bp  Sc: 80.67 
GCGGGTATAGCACAGTGGTAGTGCAGCAGCCTTCCAAGCTGAGGATGCGGGTTCGATTCC 
CGCTACCCGCTCCA 
>Caulobacter_K31_chr.trna34-HisGTG (3864772-3864696)  His (GTG) 77 bp  Sc: 86.84 
GCCGCCTTAGCTCAGTTGGTTAGAGCGCCGGTTTGTGGAACCGGAGGTCCTCAGTTCAAG 
CCTGAGAGGCGGTACCA 
>Caulobacter_K31_chr.trna27-IleGAT (4034582-4034506)  Ile (GAT) 77 bp  Sc: 94.62 
GGGCCCGTAGCTCAGTTGGTTAGAGCGCACGCTTGATAAGCGTGAGGTCATAAGTTCAAA 



TCTTATCGGGCCTACCA 
>Caulobacter_K31_chr.trna30-IleGAT (4027386-4027310)  Ile (GAT) 77 bp  Sc: 94.62 
GGGCCCGTAGCTCAGTTGGTTAGAGCGCACGCTTGATAAGCGTGAGGTCATAAGTTCAAA 
TCTTATCGGGCCTACCA 
>Caulobacter_K31_chr.trna36-LeuCAA (3453669-3453585)  Leu (CAA) 85 bp  Sc: 73.62 
GCGGGCGTGGTGGAACTGGTAGACGCGCCGGACTCAAAATCCGGTTCCGAAAGGAGTGCC 
GGTTCGACCCCGGCCGCCCGCACCA 
>Caulobacter_K31_chr.trna23-LeuCAG (5357488-5357574)  Leu (CAG) 87 bp  Sc: 76.73 
GCCCAGGTGGCGGAATTGGTAGACGCGCTGGCTTCAGGTGCCAGTGATCGAAAGGTCGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Caulobacter_K31_chr.trna37-LeuGAG (3427744-3427660)  Leu (GAG) 85 bp  Sc: 70.40 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGCAACCCGTGGA 
AGTTCGAGTCTTCTCGACCGCACCA 
>Caulobacter_K31_chr.trna43-LeuTAG (3090494-3090410)  Leu (TAG) 85 bp  Sc: 77.19 
GCGGATGTGGCGAAACTGGTAGACGCACCAGATTTAGGTTCTGGCGCCGAGAGGCGTGGA 
GGTTCGAGTCCTCTCATCCGCACCA 
>Caulobacter_K31_chr.trna19-LysCTT (3536545-3536620)  Lys (CTT) 76 bp  Sc: 100.83 
GGGCGCATAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCGTAGGTTCGAAT 
CCTACTGCGCCCACCA 
>Caulobacter_K31_chr.trna13-LysTTT (2385079-2385153)  Lys (TTT) 75 bp  Sc: 97.16 
GGGCCGGTAGCTCAGTGGTAGAGCATTCGACTTTTAATCGAATGGTCCTGGGTTCGAATC 
CCAGCCGGCCCACCA 
>Caulobacter_K31_chr.trna29-MetCAT (4030988-4030912)  Met (CAT) 77 bp  Sc: 81.53 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCACCCA 
>Caulobacter_K31_chr.trna32-MetCAT (4023792-4023716)  Met (CAT) 77 bp  Sc: 81.53 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCACAGGTTCAAA 
TCCTGTCCCCGCACCCA 
>Caulobacter_K31_chr.trna35-MetCAT (3812135-3812060)  Met (CAT) 76 bp  Sc: 81.76 
GGGCCTGTAGCTCAATGGTTAGAGCCGACCGCTCATAACGGTCTGGTTGGGGGTTCGAGT 
CCCTCCGGGCCTACCA 
>Caulobacter_K31_chr.trna3-MetCAT (887470-887546)  Met (CAT) 77 bp  Sc: 86.80 
GGCTGGGTAGCTCAGATGGTTAGAGCGGTGGATTCATAACCCACAGGTCGGCGGTTCGAT 
CCCGCCCCCAGCCACCA 
>Caulobacter_K31_chr.trna33-PheGAA (3868005-3867930)  Phe (GAA) 76 bp  Sc: 92.59 
GCCTGGGTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCGGTGGTTCGAAT 
CCGCCCCCAGGCACCA 
>Caulobacter_K31_chr.trna46-ProCGG (1400760-1400684)  Pro (CGG) 77 bp  Sc: 87.55 
CGGAGTGTGGCTCAGTCTGGTAGAGCACTGCGTTCGGGACGCAGGGGTCGCAGGTTCAAA 
TCCTGCCACTCCGACCA 
>Caulobacter_K31_chr.trna38-ProGGG (3296397-3296321)  Pro (GGG) 77 bp  Sc: 83.53 
CGGAGCGTGGCGCAGCCTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCGAA 
TCCTGTCGCTCCGACCA 
>Caulobacter_K31_chr.trna41-ProTGG (3275006-3274930)  Pro (TGG) 77 bp  Sc: 88.88 
CGGAGCGTAGCGCAGCCTGGTAGCGCATCTGGTTTGGGACCAGAGGGTCGCAGGTTCAAA 
TCCTGCCGCTCCGACCA 
>Caulobacter_K31_chr.trna48-SerCGA (384171-384082)  Ser (CGA) 90 bp  Sc: 69.43 
GGAGAGGTGGCAGAGTGGTCGAATGTACCGCACTCGAAATGCGGCGTGCCTGGAAGGGCA 
CCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Caulobacter_K31_chr.trna8-SerGCT (1630827-1630917)  Ser (GCT) 91 bp  Sc: 69.26 
GGAGACGTGGCCGAGAGGCTGAAGGCACCGCTTTGCTAAAGCGGCATACCCCAAAAGGGT 
ATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Caulobacter_K31_chr.trna47-SerGGA (1229941-1229852)  Ser (GGA) 90 bp  Sc: 69.21 
GGTGAGGTGGCCGAGTGGTTGATGGCGCACGCTTGGAAAGCGTGTTTAGGTGAAAGCCTA 
ACGAGGGTTCGAATCCCTCTCTCACCGCCA 
>Caulobacter_K31_chr.trna14-SerTGA (2934414-2934503)  Ser (TGA) 90 bp  Sc: 81.76 
GGGCAGGTGGCCGAGTGGTTTAAGGCAGCGGTCTTGAAAACCGCCGTGGGTGAAAGTCCA 
CCGTGGGTTCGAATCCCACCCTGCCCGCCA 
>Caulobacter_K31_chr.trna1-ThrCGT (133456-133531)  Thr (CGT) 76 bp  Sc: 101.02 
GCCGCTTTAGCTCAGCTGGTAGAGCACCTCATTCGTAATGAGGGGGTCACAGGTTCGAGT 
CCTGTAAGCGGCACCA 
>Caulobacter_K31_chr.trna21-ThrGGT (3886604-3886678)  Thr (GGT) 75 bp  Sc: 84.87 
GCCGCGATAGCTCAGTGGTAGAGCGCATCCTTGGTAAGGCTGAGGTCCAGGGTTCGAGTC 
CCTGTCGTGGCACCA 
>Caulobacter_K31_chr.trna18-ThrTGT (3328741-3328815)  Thr (TGT) 75 bp  Sc: 88.60 
GCCGGATTAGCTCAGCGGTAGAGCAGCGGTTTTGTAAACCGAAGGTCGGGGGTTCAATCC 
CCTCATCCGGCACCA 



>Caulobacter_K31_chr.trna24-TrpCCA (4809659-4809584)  Trp (CCA) 76 bp  Sc: 88.18 
AGGAGTGTAGCTCAGCTGGTAGAGCATCGGTCTCCAAAACCGAGGGTCGTGGGTTCGAGT 
CCCTCCACTCCTGCCA 
>Caulobacter_K31_chr.trna9-TyrGTA (1696837-1696920)  Tyr (GTA) 84 bp  Sc: 52.24 
GGGAATGTCCCGAGTGGCAAAGGGGGGGGACTGTAAATCCCCTGGCGTACGCCTTCGTAG 
GTTCGAGTCCTACTTCCCCCACCA 
>Caulobacter_K31_chr.trna20-ValCAC (3826620-3826694)  Val (CAC) 75 bp  Sc: 86.77 
GGATGCTTAGCTCAGCGGGAGAGCACCTCGTTCACACCGAGGGGGTCGCAGGTTCAATCC 
CTGCAGCATCCACCA 
>Caulobacter_K31_chr.trna4-ValGAC (918904-918978)  Val (GAC) 75 bp  Sc: 87.64 
GGACGCGTAGCTCAGCGGGAGAGCACCTCGTTGACATCGAGGGGGTCACAGGTTCAATCC 
CTGTCGCGTCCACCA 
>Caulobacter_K31_chr.trna44-ValTAC (3082320-3082246)  Val (TAC) 75 bp  Sc: 90.78 
GGGCGGTTAGCTCAGCGGTAGAGCGTCTCGTTTACACCGAGAGGGTCGGGGGTTCGATCC 
CCTCACCGCCCACCA 
>Caenorhabditis_brenneri_chrUn.trna825-AlaAGC (187465963-187465891)  Ala (AGC) 73 bp  Sc: 65.24 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna125-AlaAGC (30218751-30218822)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna126-AlaAGC (30219623-30219694)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1279-AlaAGC (59639372-59639301)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna148-AlaAGC (36718386-36718457)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1494-AlaAGC (14024228-14024157)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1495-AlaAGC (14013275-14013204)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1534-AlaAGC (8494834-8494763)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1535-AlaAGC (8494601-8494530)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1536-AlaAGC (8492858-8492787)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1537-AlaAGC (8149944-8149873)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1548-AlaAGC (4984950-4984879)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1549-AlaAGC (4983929-4983858)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna191-AlaAGC (44885580-44885651)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna20-AlaAGC (4986649-4986720)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna230-AlaAGC (53877624-53877695)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna233-AlaAGC (54879884-54879955)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna249-AlaAGC (59739360-59739431)  Ala (AGC) 72 bp  Sc: 69.87 



GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna250-AlaAGC (59750067-59750138)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna398-AlaAGC (86684163-86684234)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna435-AlaAGC (93241445-93241516)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna601-AlaAGC (135900359-135900430)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna635-AlaAGC (146817462-146817533)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna657-AlaAGC (151429066-151429137)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna669-AlaAGC (156003746-156003817)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna672-AlaAGC (156753820-156753891)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna674-AlaAGC (156930771-156930842)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna726-AlaAGC (176524163-176524234)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna728-AlaAGC (177015828-177015899)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna768-AlaAGC (188013859-188013930)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna832-AlaAGC (184161995-184161924)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna833-AlaAGC (184107213-184107142)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna898-AlaAGC (152035256-152035185)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna932-AlaAGC (142403595-142403524)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna587-AlaCGC (131193818-131193889)  Ala (CGC) 72 bp  Sc: 66.03 
GGGGGTATAGCTCAGAGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna824-AlaCGC (187808423-187808352)  Ala (CGC) 72 bp  Sc: 66.03 
GGGGGTATAGCTCAGAGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna391-AlaCGC (86120206-86120277)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna409-AlaCGC (89695918-89695989)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna837-AlaCGC (182174423-182174352)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna750-AlaCGC (182436606-182436677)  Ala (CGC) 72 bp  Sc: 70.75 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 



CCCGTGCCTGCA 
>Caenorhabditis_brenneri_chrUn.trna209-AlaCGC (49776025-49776096)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna802-AlaGGC (196868319-196868248)  Ala (GGC) 72 bp  Sc: 53.33 
TCCTCGGTAGTATAGTGGGGAGTATCCGCGTCTGGCACATGCGAGACCCGGATTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1524-AlaTGC (11274182-11274111)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna42-AlaTGC (11274655-11274726)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna765-AlaTGC (187809141-187809212)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna976-AlaTGC (131192344-131192273)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1139-AlaTGC (86896104-86896033)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1233-AlaTGC (66496453-66496382)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1278-AlaTGC (59639531-59639460)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna297-AlaTGC (66497707-66497778)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna318-AlaTGC (70078561-70078632)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna74-AlaTGC (19406889-19406960)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna75-ArgACG (19489285-19489357)  Arg (ACG) 73 bp  Sc: 65.63 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAACAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna182-ArgACG (43385115-43385187)  Arg (ACG) 73 bp  Sc: 71.20 
GGCCGCGTAGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1041-ArgACG (113340326-113340254)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1042-ArgACG (113338588-113338516)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1058-ArgACG (108512700-108512628)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1059-ArgACG (108511644-108511572)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1085-ArgACG (99932000-99931928)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1123-ArgACG (92280657-92280585)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1169-ArgACG (78836477-78836405)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1170-ArgACG (78835754-78835682)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 



>Caenorhabditis_brenneri_chrUn.trna1305-ArgACG (52198548-52198476)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1306-ArgACG (52194010-52193938)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1327-ArgACG (45506561-45506489)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1344-ArgACG (43375901-43375829)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1464-ArgACG (22043296-22043224)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1561-ArgACG (3601705-3601633)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1562-ArgACG (3600913-3600841)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna219-ArgACG (52192358-52192430)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna22-ArgACG (5600704-5600776)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna24-ArgACG (5628350-5628422)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna266-ArgACG (62548558-62548630)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna292-ArgACG (65548384-65548456)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna293-ArgACG (65549008-65549080)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna495-ArgACG (107405425-107405497)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna505-ArgACG (108509867-108509939)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna537-ArgACG (117418802-117418874)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna631-ArgACG (146405835-146405907)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna632-ArgACG (146406754-146406826)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna760-ArgACG (185659183-185659255)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna946-ArgACG (137803135-137803063)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna947-ArgACG (137802506-137802434)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna23-ArgACG (5601311-5601383)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna818-ArgACG (188815777-188815704)  Arg (ACG) 74 bp  Sc: 77.29 



GCGCCCTTAGCTCAGCTGGATAGAGCGTTTGACTACGAATCAAAAGGCCGGGAGTTCGAA 
TCTCTCAGGGCGCG 
>Caenorhabditis_brenneri_chrUn.trna806-ArgCCG (191111214-191111143)  Arg (CCG) 72 bp  Sc: 43.39 
GCCCGCGTGGCCTAATGGATAAGGAACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTT 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna473-ArgCCG (99379761-99379832)  Arg (CCG) 72 bp  Sc: 44.36 
GCCCGTGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CTCCCGTGGGTT 
>Caenorhabditis_brenneri_chrUn.trna338-ArgCCG (75634054-75634125)  Arg (CCG) 72 bp  Sc: 45.35 
GCCTGCGTGGCCGAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
TTCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1490-ArgCCG (14658687-14658616)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_brenneri_chrUn.trna62-ArgCCG (14657089-14657160)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_brenneri_chrUn.trna471-ArgCCG (99348703-99348774)  Arg (CCG) 72 bp  Sc: 50.76 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTT 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna788-ArgCCG (201487246-201487317)  Arg (CCG) 72 bp  Sc: 50.76 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTT 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1090-ArgCCG (99344216-99344145)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna339-ArgCCG (75643942-75644013)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna472-ArgCCG (99376985-99377056)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna543-ArgCCG (117668292-117668363)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1189-ArgCCG (75648650-75648579)  Arg (CCG) 72 bp  Sc: 54.88 
GCCCGCGTGGCCTAATGGATAAGGCTCCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCTCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1087-ArgCCG (99379612-99379541)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1185-ArgCCG (75679204-75679133)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna337-ArgCCG (75630374-75630445)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna341-ArgCCG (75651563-75651634)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna344-ArgCCG (75684146-75684217)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna469-ArgCCG (99332922-99332993)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna475-ArgCCG (99469310-99469381)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna544-ArgCCG (117670936-117671007)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna715-ArgCCG (170671009-170671080)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1088-ArgCCG (99376834-99376763)  Arg (CCG) 72 bp  Sc: 58.45 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 



CCCCCGCGGGCT 
>Caenorhabditis_brenneri_chrUn.trna977-ArgCCG (130543721-130543650)  Arg (CCG) 72 bp  Sc: 58.48 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGAAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna342-ArgCCG (75667799-75667870)  Arg (CCG) 72 bp  Sc: 58.80 
GCCCGCGTGGCCTAATGGATAAGGCGCCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna413-ArgCCT (90481247-90481331)  Arg (CCT) 85 bp  Sc: 51.79 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCCTGAGCCTGTGGATGTAAATTCCTTT 
AGGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1031-ArgCCT (114450014-114449942)  Arg (CCT) 73 bp  Sc: 57.30 
TGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGGCTGCAGGTTCGAGT 
TCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna215-ArgCCT (50700709-50700781)  Arg (CCT) 73 bp  Sc: 60.25 
GGCCGTGTGGCCTAATGGATAAGGTGTCGGTCTCCTTAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna611-ArgCCT (139901106-139901189)  Arg (CCT) 84 bp  Sc: 68.53 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCGATGGGTAACATCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1035-ArgCCT (113959101-113959029)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1048-ArgCCT (110454015-110453943)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna678-ArgCCT (158445844-158445916)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna733-ArgCCT (178240460-178240532)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1311-ArgCCT (49595801-49595718)  Arg (CCT) 84 bp  Sc: 75.74 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna853-ArgCCT (173476580-173476497)  Arg (CCT) 84 bp  Sc: 75.74 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna595-ArgCCT (135420606-135420689)  Arg (CCT) 84 bp  Sc: 78.19 
GCCCCGATGGCCGAGTGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna681-ArgTCG (160503139-160503211)  Arg (TCG) 73 bp  Sc: 65.61 
GGCCGCGTGGCCAAATGGATAAGGCACCAAACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1294-ArgTCG (55156821-55156749)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1295-ArgTCG (55149633-55149561)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1560-ArgTCG (3627197-3627125)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna238-ArgTCG (55154783-55154855)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna532-ArgTCG (117162464-117162536)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna809-ArgTCG (190136455-190136383)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna335-ArgTCG (75098829-75098901)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna682-ArgTCG (160505960-160506032)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 



>Caenorhabditis_brenneri_chrUn.trna115-ArgTCG (27294508-27294580)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna116-ArgTCG (27294819-27294891)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna334-ArgTCG (75096069-75096141)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna117-ArgTCG (27295259-27295331)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1051-ArgTCG (109716130-109716058)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1296-ArgTCG (55147632-55147560)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna171-ArgTCG (40032125-40032197)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna969-ArgTCG (132766046-132765974)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna467-ArgTCT (98280538-98280621)  Arg (TCT) 84 bp  Sc: 56.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTCTGAGCCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna1403-ArgTCT (29730907-29730835)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1518-ArgTCT (11604010-11603938)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna301-ArgTCT (66670217-66670289)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna315-ArgTCT (68773256-68773328)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna35-ArgTCT (9546160-9546232)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna390-ArgTCT (86027221-86027293)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna40-ArgTCT (11260502-11260574)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna41-ArgTCT (11265599-11265671)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna47-ArgTCT (11576913-11576985)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna500-ArgTCT (108335881-108335953)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1318-ArgTCT (47377037-47376965)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna302-ArgTCT (66670610-66670682)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna604-AsnGTT (137356447-137356518)  Asn (GTT) 72 bp  Sc: 51.87 
NNNNNGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGCC 
CACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna331-AsnGTT (73961169-73961242)  Asn (GTT) 74 bp  Sc: 55.13 



ACTACCTGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna792-AsnGTT (204597349-204597422)  Asn (GTT) 74 bp  Sc: 55.13 
ACTACCTGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1008-AsnGTT (122222320-122222248)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1045-AsnGTT (111450289-111450217)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1097-AsnGTT (97175527-97175455)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1162-AsnGTT (81019551-81019479)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1365-AsnGTT (39229900-39229828)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1415-AsnGTT (28263476-28263404)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1477-AsnGTT (18605382-18605310)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1511-AsnGTT (12078007-12077935)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna162-AsnGTT (38874822-38874894)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna163-AsnGTT (38881472-38881544)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna303-AsnGTT (66686133-66686205)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna385-AsnGTT (83354982-83355054)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna5-AsnGTT (1300024-1300096)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna517-AsnGTT (110479119-110479191)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna53-AsnGTT (12080514-12080586)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna556-AsnGTT (122879044-122879116)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna6-AsnGTT (1336306-1336378)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna69-AsnGTT (17468069-17468141)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna694-AsnGTT (166186063-166186135)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna695-AsnGTT (166194913-166194985)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna699-AsnGTT (168312971-168313043)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 



CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna710-AsnGTT (169933877-169933949)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna72-AsnGTT (18604854-18604926)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna754-AsnGTT (183997356-183997428)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna759-AsnGTT (185296289-185296361)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna857-AsnGTT (171762417-171762345)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna9-AsnGTT (1757544-1757616)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna948-AsnGTT (137360220-137360148)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna700-AsnGTT (168352279-168352351)  Asn (GTT) 73 bp  Sc: 77.24 
GCTTCCGTGGCGCAATGGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna10-AspGTC (2066445-2066516)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna11-AspGTC (2270197-2270268)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1192-AspGTC (74842785-74842714)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1200-AspGTC (73073434-73073363)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna122-AspGTC (29595783-29595854)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1222-AspGTC (68429219-68429148)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1243-AspGTC (63646202-63646131)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1288-AspGTC (55529844-55529773)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1289-AspGTC (55499642-55499571)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1290-AspGTC (55495024-55494953)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1291-AspGTC (55482708-55482637)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1293-AspGTC (55476572-55476501)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1366-AspGTC (39116722-39116651)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1566-AspGTC (1754882-1754811)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 



>Caenorhabditis_brenneri_chrUn.trna240-AspGTC (55496286-55496357)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna241-AspGTC (55498708-55498779)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna259-AspGTC (61014181-61014252)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna328-AspGTC (73073545-73073616)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna348-AspGTC (76523196-76523267)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna36-AspGTC (10671334-10671405)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna369-AspGTC (81338689-81338760)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna37-AspGTC (10742106-10742177)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna38-AspGTC (10752362-10752433)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna43-AspGTC (11324777-11324848)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna44-AspGTC (11332540-11332611)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna443-AspGTC (94114601-94114672)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna444-AspGTC (94146120-94146191)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna45-AspGTC (11363379-11363450)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna761-AspGTC (186299519-186299590)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna835-AspGTC (183840091-183840020)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna894-AspGTC (154180423-154180352)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna917-AspGTC (147219142-147219071)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna811-AspGTC (188816486-188816412)  Asp (GTC) 75 bp  Sc: 76.36 
GGAACCGTGGTGTAGTTGGCCTAACATGCCTGCCTGTCACGCAGGAGATCGCGGGTTCGA 
ATCCCGTCGGTTCCG 
>Caenorhabditis_brenneri_chrUn.trna619-CysACA (142882827-142882898)  Cys (ACA) 72 bp  Sc: 54.90 
GACCGCTTGGCGCAATGGGAGCGCATTCTCCCACAGAGAGAAAGGTTGAGCGTTCAATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna490-CysACA (104160926-104160997)  Cys (ACA) 72 bp  Sc: 56.63 
GACCGCTTGGCGCAATGGGAGCGCATTCTCCCACAGAGAGAAAGGTTGAGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1531-CysACA (8903500-8903428)  Cys (ACA) 73 bp  Sc: 62.48 
GCTTTGATAGCACAGTTGGGAGAGCGTTAGACTACAGATCTAAAGGTCACTAGTTCAATC 
CCGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna380-CysGCA (83267169-83267240)  Cys (GCA) 72 bp  Sc: 69.89 



GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCTA 
>Caenorhabditis_brenneri_chrUn.trna1013-CysGCA (120091252-120091181)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1154-CysGCA (83279735-83279664)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1155-CysGCA (83278938-83278867)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna124-CysGCA (29820323-29820394)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna284-CysGCA (64773652-64773723)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna381-CysGCA (83279156-83279227)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna382-CysGCA (83280219-83280290)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna383-CysGCA (83280928-83280999)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna39-CysGCA (11213973-11214044)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna395-CysGCA (86463171-86463242)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna396-CysGCA (86463374-86463445)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna460-CysGCA (96834839-96834910)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna461-CysGCA (96835364-96835435)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna511-CysGCA (109355187-109355258)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna512-CysGCA (109355715-109355786)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna58-CysGCA (12937013-12937084)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna636-CysGCA (146825682-146825753)  Cys (GCA) 72 bp  Sc: 71.01 
GGGGGTATAGCTCAGCGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna717-CysGCA (171059930-171060001)  Cys (GCA) 72 bp  Sc: 71.01 
GGGGGTATAGCTCAGCGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1156-CysGCA (83278381-83278310)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna704-GlnCTG (169000597-169000670)  Gln (CTG) 74 bp  Sc: 70.70 
GGTTCCATGGTGTAGTGGTTATAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAA 
TCTCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna776-GlnCTG (190094943-190095014)  Gln (CTG) 72 bp  Sc: 70.96 
NNNNCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna945-GlnCTG (137804028-137803957)  Gln (CTG) 72 bp  Sc: 70.96 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 



TCGGTGGGAGCT 
>Caenorhabditis_brenneri_chrUn.trna971-GlnCTG (131979567-131979496)  Gln (CTG) 72 bp  Sc: 71.27 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGGCCT 
>Caenorhabditis_brenneri_chrUn.trna1506-GlnCTG (12411856-12411785)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1025-GlnCTG (116403389-116403318)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1056-GlnCTG (109088639-109088568)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1177-GlnCTG (76604718-76604647)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna130-GlnCTG (31721771-31721842)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1505-GlnCTG (12412307-12412236)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna291-GlnCTG (65547489-65547560)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna365-GlnCTG (80022256-80022327)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna777-GlnCTG (190859099-190859170)  Gln (CTG) 72 bp  Sc: 78.60 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCGAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna814-GlnTTG (188816125-188816054)  Gln (TTG) 72 bp  Sc: 55.40 
TGGGGATTAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCATAGGTTCAAATC 
CTATATCCCCAG 
>Caenorhabditis_brenneri_chrUn.trna794-GlnTTG (205848831-205848747)  Gln (TTG) 85 bp  Sc: 57.74 
TCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTGGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna852-GlnTTG (174802817-174802733)  Gln (TTG) 85 bp  Sc: 60.18 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGTCGTTGGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna404-GlnTTG (87142941-87143012)  Gln (TTG) 72 bp  Sc: 60.98 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACAAGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna406-GlnTTG (87166467-87166538)  Gln (TTG) 72 bp  Sc: 62.48 
GGTTCCATGGTGTAGCAGTTAGCACTCAGGACTTTGAATCCTGCGACTCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1096-GlnTTG (98259735-98259664)  Gln (TTG) 72 bp  Sc: 66.75 
GGTTCCATGGTGTAGCGGATAGCACTCACGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna610-GlnTTG (139861982-139862053)  Gln (TTG) 72 bp  Sc: 68.88 
GTTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1012-GlnTTG (120149852-120149781)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1081-GlnTTG (100616656-100616585)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1143-GlnTTG (84470937-84470866)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1144-GlnTTG (84468559-84468488)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1145-GlnTTG (84468045-84467974)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 



>Caenorhabditis_brenneri_chrUn.trna1146-GlnTTG (84467223-84467152)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1147-GlnTTG (84466361-84466290)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1149-GlnTTG (84451402-84451331)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1406-GlnTTG (29621018-29620947)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1420-GlnTTG (27017777-27017706)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna145-GlnTTG (35802440-35802511)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1504-GlnTTG (12426254-12426183)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1507-GlnTTG (12411168-12411097)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna364-GlnTTG (80021705-80021776)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna387-GlnTTG (84293924-84293995)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna400-GlnTTG (87091503-87091574)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna401-GlnTTG (87141370-87141441)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna402-GlnTTG (87141905-87141976)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna403-GlnTTG (87142419-87142490)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna405-GlnTTG (87165779-87165850)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna456-GlnTTG (96620157-96620228)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna458-GlnTTG (96645048-96645119)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna481-GlnTTG (100618900-100618971)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna55-GlnTTG (12410806-12410877)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna56-GlnTTG (12412550-12412621)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna569-GlnTTG (124297019-124297090)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna603-GlnTTG (136739171-136739242)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna7-GlnTTG (1342839-1342910)  Gln (TTG) 72 bp  Sc: 74.78 



GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna706-GlnTTG (169359988-169360059)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna8-GlnTTG (1343164-1343235)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna843-GlnTTG (178768569-178768498)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna869-GlnTTG (166831237-166831166)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna970-GlnTTG (131979908-131979837)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna399-GlnTTG (87091050-87091121)  Gln (TTG) 72 bp  Sc: 77.23 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1481-GluCTC (18405639-18405568)  Glu (CTC) 72 bp  Sc: 74.54 
TCCGTTGTGGTCTAGTGGTTAGGTTTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna983-GluCTC (129629927-129629856)  Glu (CTC) 72 bp  Sc: 76.11 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCAGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna911-GluCTC (148721482-148721410)  Glu (CTC) 73 bp  Sc: 76.47 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGAATC 
CCCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1115-GluCTC (93230124-93230053)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1326-GluCTC (45681485-45681414)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1343-GluCTC (43468651-43468580)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1348-GluCTC (41332560-41332489)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1356-GluCTC (39967720-39967649)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1357-GluCTC (39950522-39950451)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1375-GluCTC (37272638-37272567)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1376-GluCTC (37250869-37250798)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1380-GluCTC (36064136-36064065)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1381-GluCTC (36063092-36063021)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1386-GluCTC (35341441-35341370)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1479-GluCTC (18413165-18413094)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1480-GluCTC (18412389-18412318)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 



CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1482-GluCTC (18404853-18404782)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1488-GluCTC (14782038-14781967)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1489-GluCTC (14779241-14779170)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna150-GluCTC (37293040-37293111)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna151-GluCTC (37303003-37303074)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna152-GluCTC (37304672-37304743)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna153-GluCTC (37317230-37317301)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna154-GluCTC (37325377-37325448)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1569-GluCTC (881667-881596)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna169-GluCTC (39949326-39949397)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna195-GluCTC (45681647-45681718)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna583-GluCTC (129633647-129633718)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna643-GluCTC (148724902-148724973)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna697-GluCTC (167172450-167172521)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna70-GluCTC (18405057-18405128)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna779-GluCTC (191537684-191537755)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna787-GluCTC (200410247-200410318)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna803-GluCTC (193242900-193242829)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna867-GluCTC (167184647-167184576)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna868-GluCTC (167173650-167173579)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna921-GluCTC (146805245-146805174)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna620-GluTTC (142896210-142896281)  Glu (TTC) 72 bp  Sc: 54.87 
TCCCATGTGGTCTAGTGGTTAGGATTTGTGGTTTTCACCTACGCAGCCCGGGTTTGATTC 
CCGACATGGGAA 



>Caenorhabditis_brenneri_chrUn.trna1066-GluTTC (105349215-105349144)  Glu (TTC) 72 bp  Sc: 61.30 
TCCCATGTGGTCTAGTGGTTAGGATTCGTTGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGATA 
>Caenorhabditis_brenneri_chrUn.trna269-GluTTC (63135296-63135367)  Glu (TTC) 72 bp  Sc: 62.24 
GTGCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna741-GluTTC (180824192-180824277)  Glu (TTC) 86 bp  Sc: 64.83 
GTCCCGGTGGCCGAGTGGTTATGGCGTGAGACCTTCAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna666-GluTTC (155223011-155223082)  Glu (TTC) 72 bp  Sc: 72.39 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGTGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna247-GluTTC (57669904-57669975)  Glu (TTC) 72 bp  Sc: 73.34 
TTCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1093-GluTTC (98372656-98372585)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1094-GluTTC (98365125-98365054)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1158-GluTTC (82293150-82293079)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1171-GluTTC (77763566-77763495)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1198-GluTTC (73420710-73420639)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1201-GluTTC (72736439-72736368)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1202-GluTTC (72597632-72597561)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1274-GluTTC (60689294-60689223)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1277-GluTTC (60352782-60352711)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1322-GluTTC (47274105-47274034)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna133-GluTTC (32545764-32545835)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1475-GluTTC (19105417-19105346)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1486-GluTTC (15552972-15552901)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1521-GluTTC (11447158-11447087)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1525-GluTTC (11260030-11259959)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1545-GluTTC (6298868-6298797)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna21-GluTTC (5002724-5002795)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna213-GluTTC (50499748-50499819)  Glu (TTC) 72 bp  Sc: 79.04 



TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna214-GluTTC (50510303-50510374)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna242-GluTTC (55602886-55602957)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna270-GluTTC (63143589-63143660)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna326-GluTTC (72605683-72605754)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna384-GluTTC (83285303-83285374)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna392-GluTTC (86322694-86322765)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna430-GluTTC (92931305-92931376)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna46-GluTTC (11450589-11450660)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna680-GluTTC (160068488-160068559)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna793-GluTTC (206194564-206194493)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna887-GluTTC (156865691-156865620)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna558-GlyCCC (123481200-123481283)  Gly (CCC) 84 bp  Sc: 57.61 
GCGACTATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1175-GlyCCC (77273985-77273902)  Gly (CCC) 84 bp  Sc: 58.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGTTTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna988-GlyCCC (128630580-128630497)  Gly (CCC) 84 bp  Sc: 59.03 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAGTCCTGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna452-GlyCCC (96221563-96221646)  Gly (CCC) 84 bp  Sc: 61.06 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTGAACAGAGCG 
CGGGTTCGAATCCCACTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna722-GlyCCC (174812053-174812136)  Gly (CCC) 84 bp  Sc: 62.65 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 
TGGGTTTGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1174-GlyCCC (77278666-77278583)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1329-GlyCCC (44956004-44955921)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna563-GlyCCC (123534372-123534455)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna795-GlyCCC (204709220-204709137)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1104-GlyCCC (96217761-96217678)  Gly (CCC) 84 bp  Sc: 65.68 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAAGCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1334-GlyCCC (44899006-44898923)  Gly (CCC) 84 bp  Sc: 66.02 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 



TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna654-GlyCCC (151162459-151162542)  Gly (CCC) 84 bp  Sc: 67.67 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1235-GlyCCC (65784772-65784689)  Gly (CCC) 84 bp  Sc: 69.56 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 
TGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna294-GlyCCC (65756121-65756204)  Gly (CCC) 84 bp  Sc: 69.56 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 
TGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna504-GlyCCC (108472283-108472366)  Gly (CCC) 84 bp  Sc: 70.01 
GCGGCGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1103-GlyCCC (96223989-96223906)  Gly (CCC) 84 bp  Sc: 70.48 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAATCCCACTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1060-GlyCCC (108466679-108466596)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1061-GlyCCC (108459014-108458931)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1105-GlyCCC (96214039-96213956)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1173-GlyCCC (77347572-77347489)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna223-GlyCCC (52302398-52302481)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna453-GlyCCC (96229404-96229487)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna502-GlyCCC (108464259-108464342)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna503-GlyCCC (108469757-108469840)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna295-GlyCCC (65779668-65779751)  Gly (CCC) 84 bp  Sc: 73.48 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna886-GlyGCC (157628871-157628788)  Gly (GCC) 84 bp  Sc: 46.73 
GCCAGAGTAGCCAAGTGGCAAAGGCGCAGGCTAGCCGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna925-GlyGCC (145844701-145844634)  Gly (GCC) 68 bp  Sc: 58.03 
ATACGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCC 
GGTCGATG 
>Caenorhabditis_brenneri_chrUn.trna784-GlyGCC (194931457-194931527)  Gly (GCC) 71 bp  Sc: 64.00 
GAATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna927-GlyGCC (145200698-145200628)  Gly (GCC) 71 bp  Sc: 64.00 
GAATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1179-GlyGCC (75940443-75940374)  Gly (GCC) 70 bp  Sc: 65.45 
GATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCC 
GGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna827-GlyGCC (185696533-185696463)  Gly (GCC) 71 bp  Sc: 65.49 
CTATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna764-GlyGCC (187627779-187627848)  Gly (GCC) 70 bp  Sc: 67.15 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTGATTCCC 
GGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1043-GlyGCC (113130931-113130861)  Gly (GCC) 71 bp  Sc: 68.57 
GAATCGGTGGTTCAGTGGTAGAATGTTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 



>Caenorhabditis_brenneri_chrUn.trna361-GlyGCC (79180424-79180494)  Gly (GCC) 71 bp  Sc: 71.63 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCAGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna989-GlyGCC (128623590-128623520)  Gly (GCC) 71 bp  Sc: 71.71 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTTGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna360-GlyGCC (79168760-79168830)  Gly (GCC) 71 bp  Sc: 72.38 
GCATCGGTTGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGGTGCA 
>Caenorhabditis_brenneri_chrUn.trna817-GlyGCC (188815857-188815786)  Gly (GCC) 72 bp  Sc: 74.59 
GCGGAAGTGGCTCAGCGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGATTC 
CCGTCTTCCGCT 
>Caenorhabditis_brenneri_chrUn.trna415-GlyGCC (90704673-90704743)  Gly (GCC) 71 bp  Sc: 75.99 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1015-GlyGCC (118795828-118795758)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1176-GlyGCC (77273113-77273043)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1242-GlyGCC (63688134-63688064)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1268-GlyGCC (61598618-61598548)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1271-GlyGCC (60992343-60992273)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1390-GlyGCC (33983380-33983310)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1465-GlyGCC (21749338-21749268)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1567-GlyGCC (1701614-1701544)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna248-GlyGCC (59480415-59480485)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna257-GlyGCC (60992647-60992717)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna258-GlyGCC (60994278-60994348)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna283-GlyGCC (64322443-64322513)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna327-GlyGCC (72829385-72829455)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna677-GlyGCC (158311749-158311819)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna719-GlyGCC (172783441-172783511)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna730-GlyGCC (178062678-178062748)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna731-GlyGCC (178065548-178065618)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna782-GlyGCC (193819219-193819289)  Gly (GCC) 71 bp  Sc: 78.62 



GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna860-GlyGCC (170507018-170506948)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna87-GlyGCC (23296601-23296671)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna933-GlyGCC (141902901-141902831)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna934-GlyGCC (141895640-141895570)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna991-GlyTCC (126009599-126009531)  Gly (TCC) 69 bp  Sc: 56.22 
GTGTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTCC 
CCCCGAACG 
>Caenorhabditis_brenneri_chrUn.trna612-GlyTCC (140077838-140077909)  Gly (TCC) 72 bp  Sc: 66.85 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCCAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna106-GlyTCC (26065419-26065490)  Gly (TCC) 72 bp  Sc: 67.10 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCAAACGCA 
>Caenorhabditis_brenneri_chrUn.trna939-GlyTCC (140086195-140086124)  Gly (TCC) 72 bp  Sc: 68.06 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCACTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna820-GlyTCC (188815597-188815527)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTCAATGGTAGAACTTTAGCCTTCCAAGCTAATAGCGTGGGTTCGATTCC 
CATCACCCGCT 
>Caenorhabditis_brenneri_chrUn.trna1050-GlyTCC (109769325-109769254)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna107-GlyTCC (26152250-26152321)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1079-GlyTCC (102560634-102560563)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1084-GlyTCC (99940026-99939955)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1098-GlyTCC (96800368-96800297)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1118-GlyTCC (92780372-92780301)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1119-GlyTCC (92759457-92759386)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1124-GlyTCC (91924426-91924355)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1168-GlyTCC (78844673-78844602)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1182-GlyTCC (75839810-75839739)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1212-GlyTCC (70470901-70470830)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1245-GlyTCC (63405984-63405913)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1246-GlyTCC (63398817-63398746)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 



CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1247-GlyTCC (63395760-63395689)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1248-GlyTCC (63388879-63388808)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1249-GlyTCC (63384823-63384752)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1299-GlyTCC (54237162-54237091)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1300-GlyTCC (54232635-54232564)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1370-GlyTCC (38257472-38257401)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1371-GlyTCC (38254848-38254777)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1372-GlyTCC (38253694-38253623)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1373-GlyTCC (38029814-38029743)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1384-GlyTCC (35368088-35368017)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1395-GlyTCC (32645436-32645365)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1425-GlyTCC (26151489-26151418)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1426-GlyTCC (26065279-26065208)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1427-GlyTCC (25662969-25662898)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1478-GlyTCC (18588160-18588089)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1551-GlyTCC (4869938-4869867)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna158-GlyTCC (38014082-38014153)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna170-GlyTCC (39978311-39978382)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna206-GlyTCC (49312097-49312168)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna231-GlyTCC (54229739-54229810)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna232-GlyTCC (54410152-54410223)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna273-GlyTCC (63385306-63385377)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_brenneri_chrUn.trna274-GlyTCC (63389078-63389149)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna275-GlyTCC (63395915-63395986)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna276-GlyTCC (63398964-63399035)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna277-GlyTCC (63406494-63406565)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna287-GlyTCC (65083472-65083543)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna289-GlyTCC (65098365-65098436)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna321-GlyTCC (70471301-70471372)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna355-GlyTCC (78838905-78838976)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna357-GlyTCC (78845223-78845294)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna459-GlyTCC (96800948-96801019)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna476-GlyTCC (99935113-99935184)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna486-GlyTCC (102808064-102808135)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna574-GlyTCC (125995292-125995363)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna576-GlyTCC (126001131-126001202)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna577-GlyTCC (126011305-126011376)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna613-GlyTCC (140086410-140086481)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna64-GlyTCC (14779423-14779494)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna65-GlyTCC (14782223-14782294)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna689-GlyTCC (164466826-164466897)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna71-GlyTCC (18588371-18588442)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna772-GlyTCC (189908836-189908907)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna773-GlyTCC (189912129-189912200)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna774-GlyTCC (189913032-189913103)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna775-GlyTCC (189913982-189914053)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna897-GlyTCC (152459538-152459467)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna961-GlyTCC (134172224-134172153)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna990-GlyTCC (126045675-126045604)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna992-GlyTCC (126003958-126003887)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna813-HisGTG (188816213-188816141)  His (GTG) 73 bp  Sc: 59.95 
GCGATCGTGGCGAAGTGGTTAACGCACCGGTTTGTGGATCCGGCATTCGGGGGTTCAATT 
CCCCTCGATCGCC 
>Caenorhabditis_brenneri_chrUn.trna298-HisGTG (66519593-66519664)  His (GTG) 72 bp  Sc: 66.54 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGTTTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1546-HisGTG (4996145-4996074)  His (GTG) 72 bp  Sc: 67.40 
GCATGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1007-HisGTG (123469701-123469630)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1027-HisGTG (115871062-115870991)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1159-HisGTG (81334203-81334132)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1232-HisGTG (66517479-66517408)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1275-HisGTG (60480381-60480310)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1328-HisGTG (44963394-44963323)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1360-HisGTG (39699929-39699858)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1530-HisGTG (8983902-8983831)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1547-HisGTG (4987728-4987657)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1550-HisGTG (4980996-4980925)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1573-HisGTG (251244-251173)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna194-HisGTG (44966931-44967002)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna368-HisGTG (81330306-81330377)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna479-HisGTG (100419847-100419918)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 



CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna638-HisGTG (147080783-147080854)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna66-HisGTG (14978023-14978094)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna685-HisGTG (163046188-163046259)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna796-HisGTG (203538879-203538808)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna96-HisGTG (24835379-24835450)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna981-HisGTG (129833560-129833489)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1526-IleAAT (10751233-10751160)  Ile (AAT) 74 bp  Sc: 64.73 
CCTGTGATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna320-IleAAT (70340927-70341000)  Ile (AAT) 74 bp  Sc: 80.80 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGCTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1009-IleAAT (120326606-120326533)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1010-IleAAT (120325158-120325085)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1011-IleAAT (120322212-120322139)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1213-IleAAT (70323850-70323777)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1220-IleAAT (68434519-68434446)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna132-IleAAT (32364264-32364337)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1358-IleAAT (39899891-39899818)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1496-IleAAT (13931357-13931284)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1497-IleAAT (13929382-13929309)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1527-IleAAT (10741997-10741924)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1528-IleAAT (10671225-10671152)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1565-IleAAT (1772989-1772916)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1572-IleAAT (298747-298674)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna196-IleAAT (46066502-46066575)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 



>Caenorhabditis_brenneri_chrUn.trna319-IleAAT (70324749-70324822)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna446-IleAAT (94346878-94346951)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna447-IleAAT (94348200-94348273)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna448-IleAAT (94358080-94358153)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna449-IleAAT (94363436-94363509)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna548-IleAAT (120011357-120011430)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna550-IleAAT (121895937-121896010)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna551-IleAAT (121897460-121897533)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna552-IleAAT (121898830-121898903)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna591-IleAAT (133100731-133100804)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna592-IleAAT (133102000-133102073)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna60-IleAAT (13927887-13927960)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna737-IleAAT (179223334-179223407)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna84-IleAAT (22606009-22606082)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna884-IleAAT (158326833-158326760)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna90-IleAAT (23565614-23565687)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna984-IleAAT (129527324-129527251)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna985-IleAAT (129519398-129519325)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna994-IleAAT (125527383-125527310)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna995-IleAAT (125520545-125520472)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1072-IleGAT (104120864-104120764)  Ile (GAT) 101 bp  Sc: 62.16 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTTGATTAACACCGCGGGGGCGGAGCAAC 
TAACCCACCCAAGGTCGCAGGTTCGATCCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1283-IleGAT (57386832-57386732)  Ile (GAT) 101 bp  Sc: 62.16 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTTGATTAACACCGCGGGGGCGGAGCAAC 
TAACCCACCCAAGGTCGCAGGTTCGATCCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna769-IleTAT (189018686-189018769)  Ile (TAT) 84 bp  Sc: 59.91 



GCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTCG 
CGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna375-IleTAT (82093543-82093627)  Ile (TAT) 85 bp  Sc: 66.12 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTTCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna370-IleTAT (81985208-81985292)  Ile (TAT) 85 bp  Sc: 70.71 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGCGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1038-IleTAT (113367683-113367599)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1039-IleTAT (113365509-113365425)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna373-IleTAT (82019139-82019223)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna535-IleTAT (117392494-117392578)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna778-IleTAT (191197626-191197710)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna874-IleTAT (162260979-162260895)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna534-IleTAT (117390341-117390425)  Ile (TAT) 85 bp  Sc: 71.32 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna739-IleTAT (179279581-179279665)  Ile (TAT) 85 bp  Sc: 71.32 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna609-IleTAT (139484203-139484287)  Ile (TAT) 85 bp  Sc: 72.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTAACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna372-IleTAT (82018557-82018641)  Ile (TAT) 85 bp  Sc: 72.30 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna371-IleTAT (81988507-81988591)  Ile (TAT) 85 bp  Sc: 72.50 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna875-IleTAT (162257307-162257223)  Ile (TAT) 85 bp  Sc: 73.02 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1037-IleTAT (113368278-113368194)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna374-IleTAT (82092949-82093033)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna533-IleTAT (117389737-117389821)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna738-IleTAT (179278696-179278780)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna580-IleTAT (128873151-128873235)  Ile (TAT) 85 bp  Sc: 74.61 
GCTCAGATGGCCGAGCGGTAAAGGCGTTGGACTTATAATTCAATCCCGCTTAGGCGGGTC 
GTAGGTTCGAATCCTGCTCTGAGCG 
>Caenorhabditis_brenneri_chrUn.trna830-IleTAT (184942469-184942385)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna770-IleTAT (189421821-189421905)  Ile (TAT) 85 bp  Sc: 75.22 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1352-IleTAT (41126138-41126054)  Ile (TAT) 85 bp  Sc: 74.74 
GCCCCATTGGCGCAGTTGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 



GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1351-IleTAT (41126672-41126588)  Ile (TAT) 85 bp  Sc: 74.74 
GCCCCATTGGCGCAGTTGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1350-IleTAT (41127609-41127525)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna397-IleTAT (86604408-86604492)  Ile (TAT) 85 bp  Sc: 75.22 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna438-IleTAT (93590743-93590827)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1282-LeuAAG (57722925-57722844)  Leu (AAG) 82 bp  Sc: 63.01 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCATTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna113-LeuAAG (26316499-26316580)  Leu (AAG) 82 bp  Sc: 65.29 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1014-LeuAAG (119131008-119130927)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1016-LeuAAG (118775776-118775695)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna111-LeuAAG (26292784-26292865)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1125-LeuAAG (91636904-91636823)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1172-LeuAAG (77729934-77729853)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1227-LeuAAG (66701198-66701117)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1229-LeuAAG (66699290-66699209)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1230-LeuAAG (66695789-66695708)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1231-LeuAAG (66695382-66695301)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1310-LeuAAG (49724198-49724117)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1423-LeuAAG (26193352-26193271)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1453-LeuAAG (23271642-23271561)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1456-LeuAAG (23190672-23190591)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1523-LeuAAG (11365358-11365277)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna211-LeuAAG (49985680-49985761)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna34-LeuAAG (9262525-9262606)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 



>Caenorhabditis_brenneri_chrUn.trna407-LeuAAG (88769692-88769773)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna545-LeuAAG (118182321-118182402)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna547-LeuAAG (118241935-118242016)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna61-LeuAAG (14063595-14063676)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna656-LeuAAG (151325899-151325980)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna729-LeuAAG (177734758-177734839)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna743-LeuAAG (181040818-181040899)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna752-LeuAAG (183964623-183964704)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna834-LeuAAG (183967747-183967666)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna871-LeuAAG (166163670-166163589)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna889-LeuAAG (156387041-156386960)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna916-LeuAAG (147334672-147334591)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna956-LeuAAG (135179654-135179573)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna997-LeuAAG (124868156-124868075)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1075-LeuCAA (103687570-103687449)  Leu (CAA) 122 bp  Sc: 62.96 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAAAAGCTTATCTCGAGTT 
CGAGATCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_brenneri_chrUn.trna1522-LeuCAA (11405560-11405440)  Leu (CAA) 121 bp  Sc: 58.00 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTGACGCTTACCTCGAGTTCG 
AGGCCTCTCTGGGTGTTCTGGTACTCGTACGGGTGCGTGGGTTCGAATCCCACTTCGTGC 
A 
>Caenorhabditis_brenneri_chrUn.trna568-LeuCAA (124101958-124102076)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna605-LeuCAA (137425215-137425338)  Leu (CAA) 124 bp  Sc: 59.88 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATTGCGCTTGCCTCATGAG 
TTCGAGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCG 
TGCA 
>Caenorhabditis_brenneri_chrUn.trna607-LeuCAA (138039463-138039581)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna935-LeuCAA (141625862-141625739)  Leu (CAA) 124 bp  Sc: 59.24 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATTGCGCTTGCCTCATGAG 
TTCGGGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCG 
TGCA 
>Caenorhabditis_brenneri_chrUn.trna63-LeuCAA (14749932-14750050)  Leu (CAA) 119 bp  Sc: 59.89 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTGCCTCAAGTTCGA 
GGCCAACTGGGCGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 



>Caenorhabditis_brenneri_chrUn.trna861-LeuCAA (170496445-170496324)  Leu (CAA) 122 bp  Sc: 62.96 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAAAAGCTTATCTCGAGTT 
CGAGATCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_brenneri_chrUn.trna91-LeuCAA (23932390-23932510)  Leu (CAA) 121 bp  Sc: 61.27 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTTCTGCTTGCCTCAAGTAC 
GAGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGC 
A 
>Caenorhabditis_brenneri_chrUn.trna92-LeuCAA (24152691-24152810)  Leu (CAA) 120 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAGTGCTTGTCTCGAGTTCG 
AGACCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna15-LeuCAA (3511169-3511287)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna17-LeuCAA (4009831-4009950)  Leu (CAA) 120 bp  Sc: 61.15 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTTCGCTTGCCTCAAGTACG 
AGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna186-LeuCAA (43984718-43984837)  Leu (CAA) 120 bp  Sc: 58.74 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTGCCTCGAGTTCG 
AGGCCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna1313-LeuCAA (49321671-49321549)  Leu (CAA) 123 bp  Sc: 57.98 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTGACGCCGCTTGTCTCGAGT 
TCGAGACCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_brenneri_chrUn.trna243-LeuCAA (57029990-57030109)  Leu (CAA) 120 bp  Sc: 60.37 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTACTGCTTGCCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna816-LeuCAG (188815953-188815869)  Leu (CAG) 85 bp  Sc: 47.72 
GCGGTCGTGGCGGAATTGGCAGACGCGCACGGTTCAGGTCCGTGTGGGCTAACCCCCCGT 
GGAGGTTCGAGTCCTCTCGACCGCA 
>Caenorhabditis_brenneri_chrUn.trna416-LeuCAG (90845003-90845086)  Leu (CAG) 84 bp  Sc: 69.72 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna723-LeuCAG (175667135-175667218)  Leu (CAG) 84 bp  Sc: 69.72 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna205-LeuCAG (48277741-48277824)  Leu (CAG) 84 bp  Sc: 70.08 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna499-LeuCAG (107894177-107894260)  Leu (CAG) 84 bp  Sc: 71.18 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGAATGACA 
>Caenorhabditis_brenneri_chrUn.trna625-LeuCAG (143932351-143932434)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna736-LeuCAG (179108087-179108170)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna873-LeuCAG (163136842-163136759)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna926-LeuCAG (145355494-145355411)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna846-LeuCAG (177457000-177456917)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna720-LeuTAA (173772460-173772543)  Leu (TAA) 84 bp  Sc: 49.80 
GCCGGAGTAGCTAAGTGGCAAAGGCGCGGGTCTTAAGAGCCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1240-LeuTAA (64502061-64501978)  Leu (TAA) 84 bp  Sc: 69.46 
AGCACGATGGCCGAGTGGTTAAGGCGCTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1418-LeuTAA (27200325-27200242)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna336-LeuTAA (75240319-75240402)  Leu (TAA) 84 bp  Sc: 75.74 



AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna420-LeuTAA (91249480-91249563)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna711-LeuTAA (169951883-169951966)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna735-LeuTAA (178539079-178539162)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna645-LeuTAG (148824065-148824149)  Leu (TAG) 85 bp  Sc: 44.77 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGCTTTAGGATCCTGTGGATGGAAAATCCTTT 
AGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1206-LeuTAG (71400768-71400687)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1276-LeuTAG (60397940-60397859)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna716-LeuTAG (170696949-170697030)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1205-LeuTAG (71401301-71401220)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna156-LeuTAG (37551360-37551441)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna652-LeuTAG (151066698-151066779)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna653-LeuTAG (151068642-151068723)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna854-LeuTAG (172587239-172587158)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1054-LysCTT (109176381-109176309)  Lys (CTT) 73 bp  Sc: 71.67 
GCCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna575-LysCTT (125996347-125996419)  Lys (CTT) 73 bp  Sc: 74.02 
GCCCGGTTAGCTCAGTCGGTAGAACACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna872-LysCTT (165538576-165538504)  Lys (CTT) 73 bp  Sc: 75.77 
GCCCGGTTAGCTCAGACGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1005-LysCTT (123517390-123517318)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna110-LysCTT (26292373-26292445)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna112-LysCTT (26316079-26316151)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1238-LysCTT (65086860-65086788)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1253-LysCTT (62331241-62331169)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1255-LysCTT (62323662-62323590)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1330-LysCTT (44908778-44908706)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 



CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1332-LysCTT (44905141-44905069)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1335-LysCTT (44849244-44849172)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1369-LysCTT (38260852-38260780)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1382-LysCTT (36054391-36054319)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1408-LysCTT (29005604-29005532)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1424-LysCTT (26153621-26153549)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1533-LysCTT (8624832-8624760)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1553-LysCTT (4435046-4434974)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1554-LysCTT (4434598-4434526)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1555-LysCTT (4433238-4433166)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1556-LysCTT (4415504-4415432)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1557-LysCTT (4371936-4371864)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna192-LysCTT (44915595-44915667)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna264-LysCTT (61379903-61379975)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna265-LysCTT (62325079-62325151)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna286-LysCTT (65047072-65047144)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna288-LysCTT (65084514-65084586)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna317-LysCTT (69719186-69719258)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna441-LysCTT (94056914-94056986)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna442-LysCTT (94064181-94064253)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna493-LysCTT (106271765-106271837)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna549-LysCTT (120218462-120218534)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 



>Caenorhabditis_brenneri_chrUn.trna559-LysCTT (123524399-123524471)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna561-LysCTT (123528122-123528194)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna571-LysCTT (125845566-125845638)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna572-LysCTT (125846467-125846539)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna573-LysCTT (125971612-125971684)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna582-LysCTT (129620551-129620623)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna59-LysCTT (13442892-13442964)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna618-LysCTT (142873923-142873995)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna634-LysCTT (146604189-146604261)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna640-LysCTT (148052564-148052636)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna641-LysCTT (148055759-148055831)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna642-LysCTT (148060085-148060157)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna660-LysCTT (153140632-153140704)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna708-LysCTT (169916117-169916189)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna732-LysCTT (178104771-178104843)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna913-LysCTT (148058655-148058583)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna993-LysCTT (125997262-125997190)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1254-LysCTT (62328065-62327993)  Lys (CTT) 73 bp  Sc: 80.63 
GCCCGATTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1312-LysTTT (49552061-49551977)  Lys (TTT) 85 bp  Sc: 55.26 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGGCGTTTGTCGGTCTCATTGGGTAACCAGTC 
GCGGGTTCGAATCCCGCTCGGCGCA 
>Caenorhabditis_brenneri_chrUn.trna278-LysTTT (63701059-63701128)  Lys (TTT) 70 bp  Sc: 59.84 
ACCTGTGTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTG 
>Caenorhabditis_brenneri_chrUn.trna198-LysTTT (46345030-46345101)  Lys (TTT) 72 bp  Sc: 61.94 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGTTTTTTACCCACGCGGCTCGGGGTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna485-LysTTT (102235389-102235474)  Lys (TTT) 86 bp  Sc: 72.99 
GCCCCGGTGGCCGAGTGGTTAAGGCGTGAGACCTTTAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna815-LysTTT (188816038-188815966)  Lys (TTT) 73 bp  Sc: 74.16 



GAGTCATTAGCTCAGTTGGTAGAGCACCTGACTTTTAATCAGGGTGTCGAAGGTTCGAGC 
CCTTCATGACTCA 
>Caenorhabditis_brenneri_chrUn.trna1-LysTTT (13890-13962)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1052-LysTTT (109595610-109595538)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1053-LysTTT (109591570-109591498)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1063-LysTTT (107877872-107877800)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1153-LysTTT (83536621-83536549)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1193-LysTTT (74840025-74839953)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1347-LysTTT (42370325-42370253)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1493-LysTTT (14045505-14045433)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna174-LysTTT (42357906-42357978)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna181-LysTTT (43157461-43157533)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna279-LysTTT (63706904-63706976)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna352-LysTTT (77577643-77577715)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna482-LysTTT (100845407-100845479)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna483-LysTTT (100852191-100852263)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna614-LysTTT (140118296-140118368)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna822-LysTTT (188593656-188593584)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna841-LysTTT (178932336-178932264)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna902-LysTTT (151238607-151238535)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna903-LysTTT (151234529-151234457)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna959-LysTTT (135050693-135050621)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna960-LysTTT (135047277-135047205)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna810-MetCAT (188816586-188816512)  Met (CAT) 75 bp  Sc: 55.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCGGGCTCATAACCCGAAGGCCCGCAGGTTCAA 



ATCCTGCCCCCGCAA 
>Caenorhabditis_brenneri_chrUn.trna918-MetCAT (147207764-147207692)  Met (CAT) 73 bp  Sc: 63.03 
GTGTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1001-MetCAT (124247117-124247046)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1319-MetCAT (47336365-47336294)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1320-MetCAT (47331070-47330999)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1321-MetCAT (47298143-47298072)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1385-MetCAT (35343815-35343744)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna141-MetCAT (35339078-35339149)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna197-MetCAT (46344126-46344197)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna202-MetCAT (47335462-47335533)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna313-MetCAT (68434056-68434127)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna33-MetCAT (8360971-8361042)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna624-MetCAT (143864098-143864169)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna698-MetCAT (168135574-168135645)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1121-MetCAT (92594849-92594778)  Met (CAT) 72 bp  Sc: 72.85 
GCTTCCATAGCGCAGTGGCAGCGCGTCAGTCTCATAATCTGAAGGCCGTGAGTTCGACCC 
TCACTGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1122-MetCAT (92590030-92589958)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1195-MetCAT (74337688-74337616)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1244-MetCAT (63636421-63636349)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1392-MetCAT (32868532-32868460)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1484-MetCAT (17315101-17315029)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1485-MetCAT (17285782-17285710)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna157-MetCAT (37557393-37557465)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna159-MetCAT (38117409-38117481)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 



>Caenorhabditis_brenneri_chrUn.trna2-MetCAT (746546-746618)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna3-MetCAT (746974-747046)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna427-MetCAT (92592521-92592593)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna745-MetCAT (181594135-181594207)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna840-MetCAT (180235518-180235446)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna895-MetCAT (153912078-153912006)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna167-PheGAA (39777809-39777881)  Phe (GAA) 73 bp  Sc: 74.81 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGCCA 
>Caenorhabditis_brenneri_chrUn.trna1049-PheGAA (109882532-109882460)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna139-PheGAA (34730479-34730551)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1439-PheGAA (23725019-23724947)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1445-PheGAA (23718135-23718063)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna183-PheGAA (43927523-43927595)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna376-PheGAA (82303653-82303725)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna377-PheGAA (82304214-82304286)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1210-PheGAA (70844053-70843981)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1211-PheGAA (70840840-70840768)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1396-PheGAA (31652752-31652680)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1407-PheGAA (29209915-29209843)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1571-PheGAA (580478-580406)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna394-PheGAA (86443591-86443663)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna838-PheGAA (180990340-180990268)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna914-PheGAA (147523221-147523149)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna915-PheGAA (147519686-147519614)  Phe (GAA) 73 bp  Sc: 80.50 



GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1340-PheGAA (43950343-43950271)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1341-PheGAA (43942308-43942236)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna165-PheGAA (39768507-39768579)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna185-PheGAA (43940698-43940770)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna166-PheGAA (39772317-39772407)  Phe (GAA) 91 bp  Sc: 64.90 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAGATGAAGATCCTTTATA 
AAGGTCACCAGTTCGATCCTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna670-ProAGG (156058538-156058609)  Pro (AGG) 72 bp  Sc: 73.40 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCAATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna1221-ProAGG (68433553-68433482)  Pro (AGG) 72 bp  Sc: 73.66 
GGCCGGATGGTCTAATGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1040-ProAGG (113341681-113341610)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna1355-ProAGG (40035756-40035685)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna514-ProAGG (109712388-109712459)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna531-ProAGG (116577366-116577437)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna536-ProAGG (117417446-117417517)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna744-ProAGG (181574792-181574863)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna936-ProAGG (141542501-141542430)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna1394-ProAGG (32665043-32664972)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna488-ProAGG (102998376-102998447)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1441-ProCGG (23719600-23719529)  Pro (CGG) 72 bp  Sc: 73.37 
GGCCGGATGGTCTAGAGGTATGATTCTCGTTTCGGGTACGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1074-ProCGG (103762378-103762307)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna184-ProCGG (43939755-43939826)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna675-ProCGG (157321127-157321198)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna906-ProCGG (151139156-151139085)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna975-ProCGG (131273279-131273208)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 



CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna212-ProCGG (50430695-50430766)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1443-ProCGG (23718883-23718812)  Pro (CGG) 72 bp  Sc: 76.85 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1029-ProGGG (115464800-115464715)  Pro (GGG) 86 bp  Sc: 37.10 
GCCGGGGTAGCCAAGTGGCAAAGGCGCAGGTTCGGGGGATCTGTGGATGTTTCAATTCTT 
TAGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna586-ProGGG (130684124-130684209)  Pro (GGG) 86 bp  Sc: 40.61 
GCCGGGGTAGCCAAGTGGCAAAGGCGCAGGTTCGGGGGATCTGTGGATGTTTCAATCCTT 
TAGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna686-ProGGG (163234209-163234292)  Pro (GGG) 84 bp  Sc: 49.04 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGCAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna747-ProGGG (182030997-182031080)  Pro (GGG) 84 bp  Sc: 49.04 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGCAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna819-ProTGG (188815684-188815611)  Pro (TGG) 74 bp  Sc: 57.68 
CGGGATGTAGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCATGTTCAAA 
TCGTGTCATCCCGA 
>Caenorhabditis_brenneri_chrUn.trna1303-ProTGG (52238754-52238683)  Pro (TGG) 72 bp  Sc: 66.56 
GGCCGAATGGCCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCTGGTTCGATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1442-ProTGG (23719279-23719208)  Pro (TGG) 72 bp  Sc: 71.91 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1095-ProTGG (98300771-98300700)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1304-ProTGG (52235326-52235255)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1387-ProTGG (35098143-35098072)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1393-ProTGG (32665412-32665341)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna140-ProTGG (35107955-35108026)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1417-ProTGG (27541148-27541077)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1433-ProTGG (24831621-24831550)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1434-ProTGG (24819756-24819685)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1440-ProTGG (23720130-23720059)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1444-ProTGG (23718433-23718362)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1446-ProTGG (23709537-23709466)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1447-ProTGG (23709056-23708985)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1458-ProTGG (22810316-22810245)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_brenneri_chrUn.trna1459-ProTGG (22200060-22199989)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1460-ProTGG (22198755-22198684)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1461-ProTGG (22187570-22187499)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1462-ProTGG (22170484-22170413)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1558-ProTGG (3968939-3968868)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1559-ProTGG (3967000-3966929)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1568-ProTGG (1040355-1040284)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna16-ProTGG (3969221-3969292)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna18-ProTGG (4644924-4644995)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna200-ProTGG (47167722-47167793)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna201-ProTGG (47220158-47220229)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna203-ProTGG (47750915-47750986)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna220-ProTGG (52230825-52230896)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna221-ProTGG (52235900-52235971)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna234-ProTGG (54887405-54887476)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna236-ProTGG (54901923-54901994)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna32-ProTGG (8277607-8277678)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna491-ProTGG (104430497-104430568)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna492-ProTGG (104444566-104444637)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna637-ProTGG (147074752-147074823)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna671-ProTGG (156405343-156405414)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna696-ProTGG (166603862-166603933)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna799-ProTGG (200613991-200613920)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna805-ProTGG (192562492-192562421)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna81-ProTGG (21291807-21291878)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna82-ProTGG (22198961-22199032)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna83-ProTGG (22200272-22200343)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna870-ProTGG (166615314-166615243)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna888-ProTGG (156404842-156404771)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna920-ProTGG (147076934-147076863)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna94-ProTGG (24798046-24798117)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna95-ProTGG (24829838-24829909)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna954-ProTGG (135418479-135418408)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna982-ProTGG (129798382-129798311)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1078-SerAGA (102970764-102970683)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna120-SerAGA (28431095-28431176)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1204-SerAGA (72230436-72230355)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1337-SerAGA (43993858-43993777)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna135-SerAGA (34169340-34169421)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1388-SerAGA (34098942-34098861)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1414-SerAGA (28429036-28428955)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1499-SerAGA (13096996-13096915)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1500-SerAGA (13092240-13092159)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1503-SerAGA (12441435-12441354)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna187-SerAGA (43993968-43994049)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 



GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna237-SerAGA (54903288-54903369)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna31-SerAGA (7895689-7895770)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna310-SerAGA (68421594-68421675)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna311-SerAGA (68428822-68428903)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna312-SerAGA (68429444-68429525)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna880-SerAGA (160217510-160217429)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1421-SerAGA (26970284-26970203)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1338-SerAGA (43991870-43991789)  Ser (AGA) 82 bp  Sc: 83.25 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTACTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1359-SerCGA (39731960-39731879)  Ser (CGA) 82 bp  Sc: 74.34 
GGAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1438-SerCGA (23742402-23742321)  Ser (CGA) 82 bp  Sc: 79.30 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCAAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1302-SerCGA (52316116-52316035)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_brenneri_chrUn.trna323-SerCGA (72211803-72211884)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna325-SerCGA (72229487-72229568)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna487-SerCGA (102970925-102971006)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna823-SerCGA (188462595-188462514)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna881-SerCGA (160217354-160217273)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1339-SerCGA (43967161-43967080)  Ser (CGA) 82 bp  Sc: 85.34 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna86-SerGCT (23188751-23188833)  Ser (GCT) 83 bp  Sc: 67.85 
GCGACGATGGCCGAGTGGTTAAGGCGTGAGATTGCTGTTCTCATTCTTGTAACAGAGCGT 
GGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1389-SerGCT (34048502-34048418)  Ser (GCT) 85 bp  Sc: 73.56 
GCGACGATGGCCGAGTGGTTAAGGCGTGAGACTGCTGTTCTCATTCTGTACTACCAGAGC 
GCGGGTTCGAATCCCGCTCGTTGCA 
>Caenorhabditis_brenneri_chrUn.trna570-SerGCT (124866434-124866516)  Ser (GCT) 83 bp  Sc: 75.61 
GCGACGATGGCCGAGTGGTTAAGGCGTGAGATTGCTGTTCTCATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1032-SerGCT (114257569-114257488)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1239-SerGCT (64768677-64768596)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 



>Caenorhabditis_brenneri_chrUn.trna324-SerGCT (72215958-72216039)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna713-SerGCT (170576639-170576720)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna131-SerGCT (31959256-31959337)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1543-SerGCT (6600152-6600071)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna246-SerGCT (57454326-57454407)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna4-SerGCT (952601-952682)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna424-SerGCT (92460016-92460097)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna454-SerGCT (96323864-96323945)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna953-SerGCT (135931266-135931185)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1034-SerTGA (114028756-114028675)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_brenneri_chrUn.trna73-SerTGA (18664786-18664867)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_brenneri_chrUn.trna1498-SerTGA (13166559-13166478)  Ser (TGA) 82 bp  Sc: 80.68 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1398-SerTGA (31604599-31604518)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna480-SerTGA (100476142-100476223)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna839-SerTGA (180402438-180402357)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna1309-SerTGA (49776511-49776430)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna1570-SerTGA (760479-760398)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna208-SerTGA (49773847-49773928)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna425-SerTGA (92490821-92490902)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna1120-SerTGA (92601294-92601213)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna426-SerTGA (92589463-92589544)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna428-SerTGA (92592887-92592968)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna362-SupCTA (80006412-80006483)  Sup (CTA) 72 bp  Sc: 57.58 



GACTGCATGGCGCAATGGTAGCGCGTTCGACTCTAGATCGAAAGGTCTGGCGTTCGATCC 
GCTCAGCGTTCA 
>Caenorhabditis_brenneri_chrUn.trna749-ThrAGT (182339771-182339842)  Thr (AGT) 72 bp  Sc: 56.59 
GCCTCATTGGCTCACTGGCAGAGCGTCTGTCTAGTGGACAGAACGACGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1483-ThrAGT (17697974-17697905)  Thr (AGT) 70 bp  Sc: 61.72 
GTGATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTCCA 
GCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1336-ThrAGT (44847959-44847887)  Thr (AGT) 73 bp  Sc: 71.99 
GCCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATT 
CCAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna193-ThrAGT (44915748-44915819)  Thr (AGT) 72 bp  Sc: 79.70 
GCCTCATTGGCTCAGTGGCAGAGCGTCCGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1006-ThrAGT (123517238-123517167)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1116-ThrAGT (93084230-93084159)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1137-ThrAGT (89614438-89614367)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1314-ThrAGT (48964847-48964776)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1331-ThrAGT (44908625-44908554)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1333-ThrAGT (44904987-44904916)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna134-ThrAGT (32546827-32546898)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1367-ThrAGT (38450976-38450905)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1368-ThrAGT (38446309-38446238)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1412-ThrAGT (28725910-28725839)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1413-ThrAGT (28715020-28714949)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1487-ThrAGT (15196407-15196336)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1519-ThrAGT (11576305-11576234)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1564-ThrAGT (1775669-1775598)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna190-ThrAGT (44832878-44832949)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna437-ThrAGT (93576072-93576143)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna468-ThrAGT (99318153-99318224)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna560-ThrAGT (123524552-123524623)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 



CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna562-ThrAGT (123528275-123528346)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna597-ThrAGT (135492396-135492467)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna658-ThrAGT (152550076-152550147)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna684-ThrAGT (162835720-162835791)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna709-ThrAGT (169916270-169916341)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna740-ThrAGT (180562942-180563013)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna766-ThrAGT (187871827-187871898)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna767-ThrAGT (187873804-187873875)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna848-ThrAGT (175517126-175517055)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna849-ThrAGT (175515124-175515053)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1069-ThrCGT (104506089-104506018)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1466-ThrCGT (20805125-20805054)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna245-ThrCGT (57428473-57428544)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna367-ThrCGT (80968996-80969067)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna68-ThrCGT (16927585-16927656)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna780-ThrCGT (192662448-192662519)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna896-ThrCGT (152605760-152605689)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna138-ThrCGT (34494235-34494306)  Thr (CGT) 72 bp  Sc: 76.07 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCGATCC 
CGCCTGTGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1046-ThrCGT (111449272-111449201)  Thr (CGT) 72 bp  Sc: 81.46 
GCCTTATTGGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGTTGGTTCGATTC 
CGACATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1467-ThrGGT (20323569-20323499)  Thr (GGT) 71 bp  Sc: 45.49 
GCGCCGGTAGCACATTGCTAGTGCATCAGACTGGTATTCTAAGGACGCGGGTTCAATTCC 
TGCCTGGCGTC 
>Caenorhabditis_brenneri_chrUn.trna938-ThrGGT (140453938-140453866)  Thr (GGT) 73 bp  Sc: 61.17 
GCCTTAATAGCTCAGGGGTAGAGCGTTGGTCTGGTAAACCAAAGGTCCGTAGTTCAATCC 
TTGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1391-ThrGGT (33586739-33586669)  Thr (GGT) 71 bp  Sc: 64.55 
GCGCCGGTAGCACAGTGGTAGTGCATCAGACTGGTATTCTGGCGACGCGGGTTCGATTCC 
TGCCTGGCGTC 



>Caenorhabditis_brenneri_chrUn.trna1256-ThrTGT (62078263-62078192)  Thr (TGT) 72 bp  Sc: 56.83 
TCCCTATTAGCTTAGTGGCAGAGCGTCTATCTTGTAAACAGAAGGTCGGTGGTTCGATTC 
CGGCAAAAGGAA 
>Caenorhabditis_brenneri_chrUn.trna812-ThrTGT (188816386-188816314)  Thr (TGT) 73 bp  Sc: 67.16 
GCCGGTGTAGCTCAACTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTCGCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1107-ThrTGT (95383901-95383830)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1349-ThrTGT (41230819-41230748)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1502-ThrTGT (12657840-12657769)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1509-ThrTGT (12079755-12079684)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1512-ThrTGT (12076148-12076077)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna54-ThrTGT (12092201-12092272)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna57-ThrTGT (12657125-12657196)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna108-ThrTGT (26174218-26174289)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna127-ThrTGT (30239558-30239629)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1315-ThrTGT (47780815-47780744)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1317-ThrTGT (47737617-47737546)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1510-ThrTGT (12078711-12078640)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna204-ThrTGT (47784428-47784499)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna51-ThrTGT (11953189-11953260)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna52-ThrTGT (11956709-11956780)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1264-TrpCCA (61783289-61783218)  Trp (CCA) 72 bp  Sc: 60.18 
GACTGCTTGGCGCAATGGTAGCGCGTTTGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGCGTTCA 
>Caenorhabditis_brenneri_chrUn.trna1265-TrpCCA (61781189-61781118)  Trp (CCA) 72 bp  Sc: 60.60 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGTGTGTTCGATCC 
GCTCAGTGTTCA 
>Caenorhabditis_brenneri_chrUn.trna1126-TrpCCA (91311494-91311423)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1127-TrpCCA (91310193-91310122)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna114-TrpCCA (27001472-27001543)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1141-TrpCCA (85594319-85594248)  Trp (CCA) 72 bp  Sc: 71.83 



GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1266-TrpCCA (61780350-61780279)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1308-TrpCCA (49989638-49989567)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1473-TrpCCA (19321678-19321607)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1492-TrpCCA (14065314-14065243)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1501-TrpCCA (12885599-12885528)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna462-TrpCCA (97752404-97752475)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna463-TrpCCA (97760507-97760578)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna464-TrpCCA (97794853-97794924)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna465-TrpCCA (97803078-97803149)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna501-TrpCCA (108421085-108421156)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna510-TrpCCA (109078245-109078316)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna530-TrpCCA (116393996-116394067)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna639-TrpCCA (147330698-147330769)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna673-TrpCCA (156809846-156809917)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna724-TrpCCA (176311993-176312064)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna725-TrpCCA (176313600-176313671)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna899-TyrATA (151758049-151757953)  Tyr (ATA) 97 bp  Sc: 66.28 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTAATAATCCTAGACGAGGAACTACTAAC 
ACACCCAAGGTCGCAGGTTCGAACCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1280-TyrATA (57761251-57761155)  Tyr (ATA) 97 bp  Sc: 65.92 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTAATAACCCAAGAGAGGGAACTACTAAC 
ACACCCAAGGTCGCAGGTTCGAACCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna955-TyrGTA (135394280-135394195)  Tyr (GTA) 86 bp  Sc: 69.38 
GCCCCGGTGGCCGAGTGGTCAAGGCGTGAGACCGTAAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAGTCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna1513-TyrGTA (12074108-12074025)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1508-TyrGTA (12081220-12081137)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna588-TyrGTA (131655206-131655289)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 



CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna972-TyrGTA (131656595-131656512)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna931-TyrGTA (142594199-142594116)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna693-TyrGTA (165790623-165790706)  Tyr (GTA) 84 bp  Sc: 72.76 
ACGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna748-TyrGTA (182336143-182336226)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1463-TyrGTA (22048225-22048142)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1411-TyrGTA (28903711-28903627)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1410-TyrGTA (28907821-28907737)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna121-TyrGTA (28910731-28910815)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1374-TyrGTA (37444081-37443998)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1353-TyrGTA (41122727-41122644)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1542-TyrGTA (7334752-7334669)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1196-TyrGTA (73880550-73880467)  Tyr (GTA) 84 bp  Sc: 76.11 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCGGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna329-TyrGTA (73880659-73880742)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna332-TyrGTA (74691597-74691680)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1539-TyrGTA (7763326-7763243)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1532-TyrGTA (8752340-8752257)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1136-TyrGTA (89618471-89618388)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1130-TyrGTA (90795870-90795787)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna421-TyrGTA (91431978-91432061)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna433-TyrGTA (93082763-93082846)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna434-TyrGTA (93098623-93098706)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna758-Undet??? (185235523-185235609)  Undet (???) 87 bp  Sc: 49.19 
GTCCTGGTGGCTGAGCGGTCTAAGGCATGAGACCTTGGGTCGTCTCATTGGTTCAATCCA 
GCGCGGGTTCGAATCCCGTCCAGGGCA 



>Caenorhabditis_brenneri_chrUn.trna271-Undet??? (63335618-63335703)  Undet (???) 86 bp  Sc: 56.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna489-Undet??? (103901593-103901678)  Undet (???) 86 bp  Sc: 56.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna942-Undet??? (139339661-139339576)  Undet (???) 86 bp  Sc: 57.12 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCTGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna863-Undet??? (169887056-169886971)  Undet (???) 86 bp  Sc: 58.80 
GCCCCGGTGGCCGAGCGGTCTAAGGCGTGAGAAGTTAATCGATCTCATTGGGTCTCCAGT 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1354-Undet??? (40103031-40102946)  Undet (???) 86 bp  Sc: 59.26 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna172-Undet??? (40081976-40082061)  Undet (???) 86 bp  Sc: 59.26 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna943-Undet??? (139301728-139301643)  Undet (???) 86 bp  Sc: 59.98 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTTGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1324-Undet??? (45892794-45892710)  Undet (???) 85 bp  Sc: 60.84 
GCCCCGATGGCCGAGTGGTTAAGGCGTGGGACGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna555-Undet??? (122363432-122363516)  Undet (???) 85 bp  Sc: 61.69 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGTCGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna513-Undet??? (109705680-109705765)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna623-Undet??? (143558545-143558630)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna941-Undet??? (139675400-139675315)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna622-Undet??? (143551634-143551719)  Undet (???) 86 bp  Sc: 64.62 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTATGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1250-Undet??? (63329263-63329178)  Undet (???) 86 bp  Sc: 66.89 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1251-Undet??? (63323113-63323028)  Undet (???) 86 bp  Sc: 66.89 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna272-Undet??? (63342228-63342313)  Undet (???) 86 bp  Sc: 67.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCCCACCAG 
CGCGGGTTCGAATCCCGCCCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna207-Undet??? (49596274-49596358)  Undet (???) 85 bp  Sc: 68.11 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTGGGAGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna300-Undet??? (66595156-66595229)  Undet (???) 74 bp  Sc: 70.80 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTTAATCTGGTTGTCGCGGGTTCGAG 
CCCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1514-ValAAC (11908534-11908462)  Val (AAC) 73 bp  Sc: 70.66 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGGTC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1057-ValAAC (108846443-108846371)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1163-ValAAC (80694312-80694240)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1164-ValAAC (80676787-80676715)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1165-ValAAC (80675187-80675115)  Val (AAC) 73 bp  Sc: 78.58 



GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1166-ValAAC (80673457-80673385)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1362-ValAAC (39515430-39515358)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1363-ValAAC (39510677-39510605)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1432-ValAAC (24835282-24835210)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1437-ValAAC (23850846-23850774)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna149-ValAAC (36882582-36882654)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1516-ValAAC (11857773-11857701)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1552-ValAAC (4670313-4670241)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna19-ValAAC (4670939-4671011)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna260-ValAAC (61132841-61132913)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna314-ValAAC (68482428-68482500)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna422-ValAAC (92111769-92111841)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna423-ValAAC (92113281-92113353)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna457-ValAAC (96620411-96620483)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna48-ValAAC (11867044-11867116)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna589-ValAAC (131693126-131693198)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna594-ValAAC (135407405-135407477)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna621-ValAAC (143128716-143128788)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna626-ValAAC (143979971-143980043)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna707-ValAAC (169360379-169360451)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna756-ValAAC (184068596-184068668)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna771-ValAAC (189638703-189638775)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 



CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna842-ValAAC (178892558-178892486)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna919-ValAAC (147080686-147080614)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1070-ValAAC (104456610-104456538)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna1316-ValAAC (47738507-47738435)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna1364-ValAAC (39352109-39352037)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna1515-ValAAC (11907597-11907525)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna49-ValAAC (11868972-11869044)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna50-ValAAC (11880821-11880893)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna987-ValCAC (129309145-129309061)  Val (CAC) 85 bp  Sc: 45.52 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCTCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna646-ValCAC (148827680-148827764)  Val (CAC) 85 bp  Sc: 50.38 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGTGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna581-ValCAC (129301206-129301290)  Val (CAC) 85 bp  Sc: 52.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna909-ValCAC (148834876-148834792)  Val (CAC) 85 bp  Sc: 52.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna763-ValCAC (187343667-187343739)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1160-ValCAC (81312480-81312408)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna883-ValCAC (159175826-159175754)  Val (CAC) 73 bp  Sc: 79.66 
GGTCCTGTGGTGTAGTGGCTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna650-ValCAC (150817370-150817442)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_brenneri_chrUn.trna718-ValCAC (171118703-171118775)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_brenneri_chrUn.trna702-ValCAC (168945874-168945946)  Val (CAC) 73 bp  Sc: 83.24 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCC 
>Caenorhabditis_brenneri_chrUn.trna1026-ValCAC (116052595-116052523)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1167-ValCAC (80477565-80477493)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna210-ValCAC (49820692-49820764)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna366-ValCAC (80481544-80481616)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 



>Caenorhabditis_brenneri_chrUn.trna866-ValCAC (168114182-168114110)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna137-ValTAC (34459400-34459472)  Val (TAC) 73 bp  Sc: 78.30 
GGTCTTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1183-ValTAC (75689000-75688928)  Val (TAC) 73 bp  Sc: 78.48 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna12-ValTAC (2843068-2843140)  Val (TAC) 73 bp  Sc: 78.88 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1068-ValTAC (104837111-104837039)  Val (TAC) 73 bp  Sc: 79.24 
GGTCCTGTGGTGTAGTGGTCATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna751-ValTAC (183835445-183835517)  Val (TAC) 73 bp  Sc: 79.24 
GGTCCTGTGGTGTAGTGGTCATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna136-ValTAC (34449096-34449168)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1400-ValTAC (31222158-31222086)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna845-ValTAC (178476134-178476062)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna120-AlaAGC (19256216-19256287)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna121-AlaAGC (19256449-19256520)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna122-AlaAGC (19258192-19258263)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1231-AlaAGC (79102319-79102248)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna124-AlaAGC (19713284-19713355)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1286-AlaAGC (68594226-68594155)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1287-AlaAGC (68590485-68590414)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1288-AlaAGC (68270394-68270323)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1313-AlaAGC (59711322-59711251)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1379-AlaAGC (44658390-44658319)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1406-AlaAGC (35660891-35660820)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1407-AlaAGC (35659870-35659799)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1444-AlaAGC (30193363-30193292)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1495-AlaAGC (19618786-19618715)  Ala (AGC) 72 bp  Sc: 69.87 



GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1496-AlaAGC (19608079-19608008)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1527-AlaAGC (11705408-11705337)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1528-AlaAGC (11694455-11694384)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1543-AlaAGC (9422706-9422635)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1544-AlaAGC (9421834-9421763)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna195-AlaAGC (35662590-35662661)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna283-AlaAGC (59656100-59656171)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna307-AlaAGC (71555666-71555737)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna480-AlaAGC (100493634-100493705)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna567-AlaAGC (120821095-120821166)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna614-AlaAGC (135363236-135363307)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna68-AlaAGC (10621485-10621556)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna736-AlaAGC (169270747-169270818)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna744-AlaAGC (171660075-171660146)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna784-AlaAGC (185950055-185950126)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna801-AlaAGC (187755301-187755230)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna835-AlaAGC (181390425-181390354)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna836-AlaAGC (180548445-180548374)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna838-AlaAGC (179362957-179362886)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna877-AlaAGC (167140359-167140288)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna467-AlaCGC (98751355-98751426)  Ala (CGC) 72 bp  Sc: 66.03 
GGGGGTATAGCTCAGAGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna804-AlaCGC (185723516-185723445)  Ala (CGC) 72 bp  Sc: 66.03 
GGGGGTATAGCTCAGAGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCGATCC 



CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1086-AlaCGC (106760929-106760858)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1140-AlaCGC (98851416-98851345)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna774-AlaCGC (181453860-181453931)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1180-AlaCGC (90348329-90348258)  Ala (CGC) 72 bp  Sc: 70.75 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTGCA 
>Caenorhabditis_brenneri_chrUn.trna222-AlaCGC (44911890-44911961)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1566-AlaTGC (5248156-5248085)  Ala (TGC) 72 bp  Sc: 64.12 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTTTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1141-AlaTGC (98749881-98749810)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna34-AlaTGC (5248235-5248306)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna783-AlaTGC (185724208-185724279)  Ala (TGC) 72 bp  Sc: 66.79 
GGGGGTATAACTCAGTGGTAGAGTGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATCC 
CCCATTCCTCCA 
>Caenorhabditis_brenneri_chrUn.trna1126-AlaTGC (99614469-99614398)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna123-AlaTGC (19713125-19713196)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna197-AlaTGC (37966274-37966345)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna399-AlaTGC (87591956-87592027)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna472-AlaTGC (99615723-99615794)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna78-AlaTGC (11453471-11453542)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_brenneri_chrUn.trna806-AlaTGC (185687978-185687906)  Ala (TGC) 73 bp  Sc: 72.90 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGCCTTGCAAGCAGGAGGTCAGCGGTTCGATC 
CCGTTTGGTTCCA 
>Caenorhabditis_brenneri_chrUn.trna198-ArgACG (38050659-38050731)  Arg (ACG) 73 bp  Sc: 65.63 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAACAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna107-ArgACG (17219512-17219584)  Arg (ACG) 73 bp  Sc: 71.20 
GGCCGCGTAGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1138-ArgACG (99089625-99089553)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1139-ArgACG (99087887-99087815)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1166-ArgACG (93164362-93164290)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1167-ArgACG (93160081-93160009)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 



>Caenorhabditis_brenneri_chrUn.trna1214-ArgACG (82514557-82514485)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1215-ArgACG (81592577-81592505)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1455-ArgACG (28741892-28741820)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1456-ArgACG (28741169-28741097)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1489-ArgACG (20939160-20939088)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1491-ArgACG (20892673-20892601)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1501-ArgACG (17210227-17210155)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1519-ArgACG (13460619-13460547)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1520-ArgACG (13459827-13459755)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna237-ArgACG (47516451-47516523)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna392-ArgACG (85130459-85130531)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna393-ArgACG (85131380-85131452)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna432-ArgACG (92856434-92856506)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna433-ArgACG (93158429-93158501)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna519-ArgACG (112349161-112349233)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna520-ArgACG (112349785-112349857)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna552-ArgACG (118621376-118621448)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna553-ArgACG (118622005-118622077)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna559-ArgACG (119015633-119015705)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna590-ArgACG (127618969-127619041)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna646-ArgACG (143520826-143520898)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna781-ArgACG (184492943-184493015)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna941-ArgACG (143523659-143523587)  Arg (ACG) 73 bp  Sc: 71.61 



GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna942-ArgACG (143522603-143522531)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna959-ArgACG (140316167-140316095)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1490-ArgACG (20938553-20938481)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna816-ArgACG (185685989-185685916)  Arg (ACG) 74 bp  Sc: 77.29 
GCGCCCTTAGCTCAGCTGGATAGAGCGTTTGACTACGAATCAAAAGGCCGGGAGTTCGAA 
TCTCTCAGGGCGCG 
>Caenorhabditis_brenneri_chrUn.trna418-ArgCCG (91945682-91945753)  Arg (CCG) 72 bp  Sc: 39.33 
GCACGCGTGGCCTAAGGAATAAGGCATCGGACTCCGGAACCGGGAATGGGGGTTCGAGTC 
CCCCCGTGGGCG 
>Caenorhabditis_brenneri_chrUn.trna588-ArgCCG (125876382-125876453)  Arg (CCG) 72 bp  Sc: 44.36 
GCCCGTGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CTCCCGTGGGTT 
>Caenorhabditis_brenneri_chrUn.trna541-ArgCCG (117169906-117169977)  Arg (CCG) 72 bp  Sc: 45.35 
GCCTGCGTGGCCGAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
TTCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna419-ArgCCG (91946445-91946516)  Arg (CCG) 72 bp  Sc: 47.63 
GCCCGCGTGGCCTAATGAATAAGGCATCGGGCTCCGGAACCGGGAATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1531-ArgCCG (11317173-11317102)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_brenneri_chrUn.trna76-ArgCCG (11315575-11315646)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_brenneri_chrUn.trna586-ArgCCG (125845324-125845395)  Arg (CCG) 72 bp  Sc: 50.76 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTT 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1014-ArgCCG (125840837-125840766)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna542-ArgCCG (117179794-117179865)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna587-ArgCCG (125873606-125873677)  Arg (CCG) 72 bp  Sc: 53.73 
GCCCGCGTGGCCTAATGGATAAGGCATCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1052-ArgCCG (117184502-117184431)  Arg (CCG) 72 bp  Sc: 54.91 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCTCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1011-ArgCCG (125876233-125876162)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1047-ArgCCG (117215297-117215226)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1171-ArgCCG (91946295-91946224)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1172-ArgCCG (91945532-91945461)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1272-ArgCCG (72298906-72298835)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1273-ArgCCG (72298786-72298715)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1274-ArgCCG (72296165-72296094)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 



CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna540-ArgCCG (117166226-117166297)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna544-ArgCCG (117187622-117187693)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna547-ArgCCG (117220239-117220310)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna584-ArgCCG (125829022-125829093)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna764-ArgCCG (178652051-178652122)  Arg (CCG) 72 bp  Sc: 57.08 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1012-ArgCCG (125873455-125873384)  Arg (CCG) 72 bp  Sc: 58.45 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGCGGGCT 
>Caenorhabditis_brenneri_chrUn.trna396-ArgCCG (86060438-86060509)  Arg (CCG) 72 bp  Sc: 58.48 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGAAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna545-ArgCCG (117203869-117203940)  Arg (CCG) 72 bp  Sc: 58.80 
GCCCGCGTGGCCTAATGGATAAGGCGCCGGACTCCGGAACCGGGCATGGGGGTTCGAGTC 
CCCCCGTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1312-ArgCCT (61014386-61014302)  Arg (CCT) 85 bp  Sc: 51.79 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCCTGAGCCTGTGGATGTAAATTCCTTT 
AGGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1008-ArgCCT (127906870-127906798)  Arg (CCT) 73 bp  Sc: 57.30 
TGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGGCTGCAGGTTCGAGT 
TCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna860-ArgCCT (169984224-169984141)  Arg (CCT) 84 bp  Sc: 60.05 
GCCCCTATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGACCTCATTGGGTTAAACCAGCG 
TGGGATCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna566-ArgCCT (120346806-120346878)  Arg (CCT) 73 bp  Sc: 60.25 
GGCCGTGTGGCCTAATGGATAAGGTGTCGGTCTCCTTAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna947-ArgCCT (143085337-143085254)  Arg (CCT) 84 bp  Sc: 68.53 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCGATGGGTAACATCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna299-ArgCCT (67784774-67784846)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna945-ArgCCT (143402382-143402310)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna968-ArgCCT (138328434-138328362)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna998-ArgCCT (130016314-130016242)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_brenneri_chrUn.trna179-ArgCCT (33579659-33579742)  Arg (CCT) 84 bp  Sc: 75.74 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna939-ArgCCT (144115970-144115887)  Arg (CCT) 84 bp  Sc: 75.74 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna181-ArgCCT (33797668-33797751)  Arg (CCT) 84 bp  Sc: 78.19 
GCCCCGATGGCCGAGTGGTCTAAGGCGTGAGACTCCTGATCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna103-ArgTCG (16960848-16960920)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna104-ArgTCG (16967775-16967847)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 



>Caenorhabditis_brenneri_chrUn.trna1503-ArgTCG (16962886-16962814)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1518-ArgTCG (13485976-13485904)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna484-ArgTCG (100780318-100780390)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna802-ArgTCG (187457596-187457524)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna486-ArgTCG (101784081-101784153)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna910-ArgTCG (154779442-154779370)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna909-ArgTCG (154782206-154782134)  Arg (TCG) 73 bp  Sc: 71.61 
GGCCGCGTGGCCAAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1415-ArgTCG (34406561-34406489)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1416-ArgTCG (34406250-34406178)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna485-ArgTCG (101781321-101781393)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1417-ArgTCG (34405810-34405738)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna105-ArgTCG (16969776-16969848)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1264-ArgTCG (74096806-74096734)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna1461-ArgTCG (27883346-27883274)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna924-ArgTCG (148682196-148682124)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_brenneri_chrUn.trna359-ArgTCT (80031883-80031966)  Arg (TCT) 84 bp  Sc: 56.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTCTGAGCCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna1085-ArgTCT (106852801-106852729)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1106-ArgTCT (103283475-103283403)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1149-ArgTCT (96026682-96026610)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1564-ArgTCT (5267385-5267313)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1565-ArgTCT (5256818-5256746)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1571-ArgTCT (4947348-4947276)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna28-ArgTCT (4920251-4920323)  Arg (TCT) 73 bp  Sc: 72.93 



GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna36-ArgTCT (5273538-5273610)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna446-ArgTCT (93670559-93670631)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna50-ArgTCT (7846351-7846423)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1087-ArgTCT (106579522-106579450)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1150-ArgTCT (96026289-96026217)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_brenneri_chrUn.trna495-AsnGTT (106326584-106326657)  Asn (GTT) 74 bp  Sc: 55.13 
ACTACCTGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna625-AsnGTT (139189820-139189893)  Asn (GTT) 74 bp  Sc: 55.13 
ACTACCTGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1092-AsnGTT (106371437-106371365)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1093-AsnGTT (106367554-106367482)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1151-AsnGTT (96010766-96010694)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1192-AsnGTT (86762487-86762415)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1298-AsnGTT (64645653-64645581)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1339-AsnGTT (55714461-55714389)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1384-AsnGTT (43873666-43873594)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1441-AsnGTT (31942193-31942121)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1442-AsnGTT (31935543-31935471)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1482-AsnGTT (24188235-24188163)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1517-AsnGTT (14426847-14426775)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1541-AsnGTT (9997167-9997095)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna212-AsnGTT (43873138-43873210)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna2-AsnGTT (434046-434118)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna3-AsnGTT (470039-470111)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 



CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna397-AsnGTT (86413084-86413156)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna417-AsnGTT (91930780-91930852)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna456-AsnGTT (95726701-95726773)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna60-AsnGTT (9999674-9999746)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna67-AsnGTT (10459843-10459915)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna6-AsnGTT (879488-879560)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna761-AsnGTT (177942538-177942610)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna829-AsnGTT (183315957-183315885)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna845-AsnGTT (177335698-177335626)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna848-AsnGTT (176101167-176101095)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna855-AsnGTT (171167347-171167275)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna857-AsnGTT (171151862-171151790)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna930-AsnGTT (146456555-146456483)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna457-AsnGTT (95742168-95742240)  Asn (GTT) 73 bp  Sc: 77.24 
GCTTCCGTGGCGCAATGGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_brenneri_chrUn.trna1016-AspGTC (125500637-125500566)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1276-AspGTC (70428404-70428333)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1277-AspGTC (70398202-70398131)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1278-AspGTC (70393811-70393740)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1279-AspGTC (70381777-70381706)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1281-AspGTC (70375533-70375462)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1304-AspGTC (63484196-63484125)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1314-AspGTC (58896026-58895955)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 



>Caenorhabditis_brenneri_chrUn.trna1562-AspGTC (5408793-5408722)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1567-AspGTC (5198714-5198643)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1568-AspGTC (5190951-5190880)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1569-AspGTC (5159303-5159232)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna1587-AspGTC (876826-876755)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna303-AspGTC (70394846-70394917)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna304-AspGTC (70397268-70397339)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna361-AspGTC (80247280-80247351)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna40-AspGTC (5529682-5529753)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna407-AspGTC (88757021-88757092)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna42-AspGTC (6472136-6472207)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna454-AspGTC (95402623-95402694)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna477-AspGTC (99934783-99934854)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna583-AspGTC (125500748-125500819)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna7-AspGTC (1186365-1186436)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna81-AspGTC (12013504-12013575)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna82-AspGTC (12082591-12082662)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna825-AspGTC (183962523-183962452)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna83-AspGTC (12092639-12092710)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna834-AspGTC (181771931-181771860)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna880-AspGTC (165968474-165968403)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna888-AspGTC (163827506-163827435)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna993-AspGTC (131708501-131708430)  Asp (GTC) 72 bp  Sc: 66.04 



TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna994-AspGTC (131677008-131676937)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_brenneri_chrUn.trna809-AspGTC (185686698-185686624)  Asp (GTC) 75 bp  Sc: 76.36 
GGAACCGTGGTGTAGTTGGCCTAACATGCCTGCCTGTCACGCAGGAGATCGCGGGTTCGA 
ATCCCGTCGGTTCCG 
>Caenorhabditis_brenneri_chrUn.trna1249-CysACA (76762725-76762654)  Cys (ACA) 72 bp  Sc: 54.90 
GACCGCTTGGCGCAATGGGAGCGCATTCTCCCACAGAGAGAAAGGTTGAGCGTTCAATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna654-CysACA (144893635-144893706)  Cys (ACA) 72 bp  Sc: 56.63 
GACCGCTTGGCGCAATGGGAGCGCATTCTCCCACAGAGAGAAAGGTTGAGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna117-CysACA (18865195-18865267)  Cys (ACA) 73 bp  Sc: 62.48 
GCTTTGATAGCACAGTTGGGAGAGCGTTAGACTACAGATCTAAAGGTCACTAGTTCAATC 
CCGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1221-CysGCA (80763756-80763685)  Cys (GCA) 72 bp  Sc: 69.89 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCTA 
>Caenorhabditis_brenneri_chrUn.trna1022-CysGCA (122589136-122589065)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1023-CysGCA (122588608-122588537)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1155-CysGCA (95179642-95179571)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1191-CysGCA (87215662-87215591)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1209-CysGCA (84494643-84494572)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1210-CysGCA (84494118-84494047)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1222-CysGCA (80751997-80751926)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1223-CysGCA (80751183-80751112)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1224-CysGCA (80750474-80750403)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna1499-CysGCA (17658158-17658087)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna229-CysGCA (46715566-46715637)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna377-CysGCA (80751418-80751489)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna378-CysGCA (80752215-80752286)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna525-CysGCA (112851723-112851794)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna526-CysGCA (112851926-112851997)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna84-CysGCA (12544639-12544710)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 



CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna227-CysGCA (46502672-46502743)  Cys (GCA) 72 bp  Sc: 71.01 
GGGGGTATAGCTCAGCGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna228-CysGCA (46519868-46519939)  Cys (GCA) 72 bp  Sc: 71.01 
GGGGGTATAGCTCAGCGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna379-CysGCA (80752772-80752843)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_brenneri_chrUn.trna790-GlnCTG (188179097-188179167)  Gln (CTG) 71 bp  Sc: 55.12 
NNNCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATCT 
CGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna551-GlnCTG (118620483-118620554)  Gln (CTG) 72 bp  Sc: 70.96 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGAGCT 
>Caenorhabditis_brenneri_chrUn.trna972-GlnCTG (137206423-137206352)  Gln (CTG) 72 bp  Sc: 71.27 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGGCCT 
>Caenorhabditis_brenneri_chrUn.trna1055-GlnCTG (116782285-116782214)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1226-GlnCTG (80351876-80351805)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1411-GlnCTG (35018132-35018061)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna395-GlnCTG (85460433-85460504)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna518-GlnCTG (112348266-112348337)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna609-GlnCTG (133849330-133849401)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna676-GlnCTG (149363609-149363680)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1156-GlnCTG (94401811-94401740)  Gln (CTG) 72 bp  Sc: 78.60 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCGAATC 
TCGGTGGGACCT 
>Caenorhabditis_brenneri_chrUn.trna812-GlnTTG (185686337-185686266)  Gln (TTG) 72 bp  Sc: 55.40 
TGGGGATTAGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATGCATAGGTTCAAATC 
CTATATCCCCAG 
>Caenorhabditis_brenneri_chrUn.trna739-GlnTTG (169984345-169984429)  Gln (TTG) 85 bp  Sc: 60.18 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGTCGTTGGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna367-GlnTTG (80579498-80579569)  Gln (TTG) 72 bp  Sc: 60.98 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACAAGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna369-GlnTTG (80599277-80599348)  Gln (TTG) 72 bp  Sc: 62.48 
GGTTCCATGGTGTAGCAGTTAGCACTCAGGACTTTGAATCCTGCGACTCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna452-GlnTTG (95331220-95331291)  Gln (TTG) 72 bp  Sc: 68.88 
GTTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1074-GlnTTG (111118008-111117937)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1309-GlnTTG (61758161-61758090)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1410-GlnTTG (35031010-35030939)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 



>Caenorhabditis_brenneri_chrUn.trna189-GlnTTG (34673274-34673345)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna193-GlnTTG (35018273-35018344)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna301-GlnTTG (69952998-69953069)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna356-GlnTTG (79954916-79954987)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna358-GlnTTG (79990795-79990866)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna363-GlnTTG (80531194-80531265)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna364-GlnTTG (80577927-80577998)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna365-GlnTTG (80578462-80578533)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna366-GlnTTG (80578976-80579047)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna368-GlnTTG (80598589-80598660)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna370-GlnTTG (80601753-80601824)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna371-GlnTTG (80604131-80604202)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna372-GlnTTG (80604645-80604716)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna373-GlnTTG (80605467-80605538)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna374-GlnTTG (80606329-80606400)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna376-GlnTTG (80621454-80621525)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna39-GlnTTG (5384373-5384444)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna400-GlnTTG (87903766-87903837)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna4-GlnTTG (476572-476643)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna5-GlnTTG (476897-476968)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna596-GlnTTG (130913316-130913387)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna608-GlnTTG (133848779-133848850)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna629-GlnTTG (139568825-139568896)  Gln (TTG) 72 bp  Sc: 74.78 



GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna753-GlnTTG (175519387-175519458)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna846-GlnTTG (177319848-177319777)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna971-GlnTTG (137206764-137206693)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna995-GlnTTG (130911072-130911001)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna362-GlnTTG (80530741-80530812)  Gln (TTG) 72 bp  Sc: 77.23 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_brenneri_chrUn.trna1388-GluCTC (43679587-43679516)  Glu (CTC) 72 bp  Sc: 74.54 
TCCGTTGTGGTCTAGTGGTTAGGTTTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna523-GluCTC (112733989-112734060)  Glu (CTC) 72 bp  Sc: 76.11 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCAGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1063-GluCTC (112730563-112730492)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1-GluCTC (161580-161651)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1265-GluCTC (73949451-73949380)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1266-GluCTC (73928608-73928537)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1270-GluCTC (73539466-73539395)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1348-GluCTC (54260797-54260726)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1349-GluCTC (54259753-54259682)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1386-GluCTC (43686758-43686687)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1387-GluCTC (43685982-43685911)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1389-GluCTC (43678801-43678730)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1459-GluCTC (27959842-27959771)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1500-GluCTC (17301889-17301818)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna154-GluCTC (27947502-27947573)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna155-GluCTC (27958646-27958717)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1560-GluCTC (6832261-6832190)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 



CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1577-GluCTC (3896626-3896555)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1583-GluCTC (1376961-1376890)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1584-GluCTC (1374164-1374093)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1589-GluCTC (161298-161227)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna201-GluCTC (40980469-40980540)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna209-GluCTC (43679005-43679076)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna210-GluCTC (43679793-43679864)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna311-GluCTC (73969714-73969785)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna312-GluCTC (73980763-73980834)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna313-GluCTC (73982432-73982503)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna314-GluCTC (73994245-73994316)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna315-GluCTC (74002392-74002463)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna355-GluCTC (79112604-79112675)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna623-GluCTC (138677106-138677177)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna694-GluCTC (155434944-155435015)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna726-GluCTC (167151614-167151685)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna789-GluCTC (187936780-187936851)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna797-GluCTC (190446316-190446245)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna963-GluCTC (138689313-138689242)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna964-GluCTC (138678306-138678235)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_brenneri_chrUn.trna1250-GluTTC (76749549-76749478)  Glu (TTC) 72 bp  Sc: 54.87 
TCCCATGTGGTCTAGTGGTTAGGATTTGTGGTTTTCACCTACGCAGCCCGGGTTTGATTC 
CCGACATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna591-GluTTC (127853508-127853579)  Glu (TTC) 72 bp  Sc: 61.30 
TCCCATGTGGTCTAGTGGTTAGGATTCGTTGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGATA 



>Caenorhabditis_brenneri_chrUn.trna1299-GluTTC (64042088-64042017)  Glu (TTC) 72 bp  Sc: 62.24 
GTGCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna906-GluTTC (156790942-156790857)  Glu (TTC) 86 bp  Sc: 64.83 
GTCCCGGTGGCCGAGTGGTTATGGCGTGAGACCTTCAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna1420-GluTTC (34010265-34010181)  Glu (TTC) 85 bp  Sc: 65.67 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTCGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna702-GluTTC (158097705-158097789)  Glu (TTC) 85 bp  Sc: 65.67 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTCGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna978-GluTTC (135102395-135102324)  Glu (TTC) 72 bp  Sc: 72.39 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGTGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1213-GluTTC (83382303-83382232)  Glu (TTC) 72 bp  Sc: 73.34 
TTCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1077-GluTTC (110162691-110162620)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1091-GluTTC (106475351-106475280)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1225-GluTTC (80746099-80746028)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna127-GluTTC (20228821-20228892)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1300-GluTTC (64034158-64034087)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1345-GluTTC (54824828-54824757)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1365-GluTTC (50042244-50042173)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1402-GluTTC (36481255-36481184)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1403-GluTTC (36470592-36470521)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1471-GluTTC (27581893-27581822)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1505-GluTTC (16029138-16029067)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna1570-GluTTC (5073590-5073519)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna16-GluTTC (2673496-2673567)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna196-GluTTC (35678665-35678736)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna259-GluTTC (56346985-56347056)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna281-GluTTC (58585506-58585577)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna305-GluTTC (70501692-70501763)  Glu (TTC) 72 bp  Sc: 79.04 



TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna31-GluTTC (5077021-5077092)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna35-GluTTC (5267857-5267928)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna380-GluTTC (80947825-80947896)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna390-GluTTC (84892973-84893044)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna513-GluTTC (110172738-110172809)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna537-GluTTC (116000399-116000470)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna580-GluTTC (124000776-124000847)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna637-GluTTC (141407810-141407881)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna638-GluTTC (141415341-141415412)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna852-GluTTC (172764897-172764826)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna858-GluTTC (170943951-170943880)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna661-GlyCCC (145775645-145775728)  Gly (CCC) 84 bp  Sc: 57.61 
GCGACTATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna442-GlyCCC (93375403-93375486)  Gly (CCC) 84 bp  Sc: 58.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGTTTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna669-GlyCCC (146671504-146671587)  Gly (CCC) 84 bp  Sc: 59.03 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAGTCCTGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1325-GlyCCC (57538357-57538274)  Gly (CCC) 84 bp  Sc: 61.06 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTGAACAGAGCG 
CGGGTTCGAATCCCACTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1113-GlyCCC (100563049-100562966)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna441-GlyCCC (93370722-93370805)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna666-GlyCCC (145827160-145827243)  Gly (CCC) 84 bp  Sc: 63.52 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGGTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna273-GlyCCC (57542159-57542242)  Gly (CCC) 84 bp  Sc: 65.68 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAAGCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1118-GlyCCC (100507060-100506977)  Gly (CCC) 84 bp  Sc: 66.02 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAGTCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna668-GlyCCC (146597637-146597720)  Gly (CCC) 84 bp  Sc: 67.67 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1418-GlyCCC (34031091-34031008)  Gly (CCC) 84 bp  Sc: 69.56 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 



TGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna183-GlyCCC (34000407-34000490)  Gly (CCC) 84 bp  Sc: 69.56 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 
TGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna184-GlyCCC (34010395-34010478)  Gly (CCC) 84 bp  Sc: 69.56 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCATTGGGTAACACCAGCG 
TGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna903-GlyCCC (158097586-158097503)  Gly (CCC) 84 bp  Sc: 69.95 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGATTCCCGTTCTCAATGGGTTACACTAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna645-GlyCCC (143484333-143484416)  Gly (CCC) 84 bp  Sc: 70.01 
GCGGCGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna272-GlyCCC (57535931-57536014)  Gly (CCC) 84 bp  Sc: 70.48 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
TGGGTTCGAATCCCACTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1326-GlyCCC (57530516-57530433)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna274-GlyCCC (57545881-57545964)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna439-GlyCCC (93255936-93256019)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna440-GlyCCC (93299474-93299557)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna643-GlyCCC (143476309-143476392)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna644-GlyCCC (143481807-143481890)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna943-GlyCCC (143478729-143478646)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna944-GlyCCC (143471064-143470981)  Gly (CCC) 84 bp  Sc: 71.97 
GCGACGATGGCCGAGTGGTTAAGGCGGGAGATTCCCGTTCTCCTTCTGGTTAACAGAGCG 
CGGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna185-GlyCCC (34023370-34023453)  Gly (CCC) 84 bp  Sc: 73.48 
GCCCCGATGGCCGAGCGGTCTAAGGCGTGAGACTCCCGTTCTCAATGGGTAACACCAGCG 
TGGGTTCGAATCCCACTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna735-GlyGCC (169156868-169156951)  Gly (GCC) 84 bp  Sc: 46.73 
GCCAGAGTAGCCAAGTGGCAAAGGCGCAGGCTAGCCGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna864-GlyGCC (168780905-168780838)  Gly (GCC) 68 bp  Sc: 58.03 
ATACGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCC 
GGTCGATG 
>Caenorhabditis_brenneri_chrUn.trna748-GlyGCC (172651160-172651230)  Gly (GCC) 71 bp  Sc: 64.00 
GAATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna799-GlyGCC (188904761-188904691)  Gly (GCC) 71 bp  Sc: 64.00 
GAATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1512-GlyGCC (14727733-14727664)  Gly (GCC) 70 bp  Sc: 65.45 
GATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCC 
GGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna826-GlyGCC (183946347-183946277)  Gly (GCC) 71 bp  Sc: 65.49 
CTATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna287-GlyGCC (61382352-61382422)  Gly (GCC) 71 bp  Sc: 68.57 
GAATCGGTGGTTCAGTGGTAGAATGTTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1033-GlyGCC (121244482-121244412)  Gly (GCC) 71 bp  Sc: 71.63 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCAGGTTCGATTCC 
CGGTCGATGCA 



>Caenorhabditis_brenneri_chrUn.trna670-GlyGCC (146678444-146678514)  Gly (GCC) 71 bp  Sc: 71.71 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTTGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna636-GlyGCC (141304260-141304330)  Gly (GCC) 71 bp  Sc: 72.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCTGCCCGGGTTCAATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1032-GlyGCC (121256146-121256076)  Gly (GCC) 71 bp  Sc: 72.38 
GCATCGGTTGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGGTGCA 
>Caenorhabditis_brenneri_chrUn.trna815-GlyGCC (185686069-185685998)  Gly (GCC) 72 bp  Sc: 74.59 
GCGGAAGTGGCTCAGCGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGATTC 
CCGTCTTCCGCT 
>Caenorhabditis_brenneri_chrUn.trna421-GlyGCC (92569374-92569444)  Gly (GCC) 71 bp  Sc: 75.99 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1058-GlyGCC (115402148-115402078)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1203-GlyGCC (84772402-84772332)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1220-GlyGCC (80854735-80854665)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1233-GlyGCC (78819194-78819124)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1234-GlyGCC (78817881-78817811)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1480-GlyGCC (25026406-25026336)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna1588-GlyGCC (823700-823630)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna170-GlyGCC (32351346-32351416)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna207-GlyGCC (43010963-43011033)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna239-GlyGCC (49239832-49239902)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna240-GlyGCC (49249896-49249966)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna339-GlyGCC (76203579-76203649)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna353-GlyGCC (78817991-78818061)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna354-GlyGCC (78819348-78819418)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna443-GlyGCC (93376275-93376345)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna453-GlyGCC (95360371-95360441)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna535-GlyGCC (115923098-115923168)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna54-GlyGCC (8966027-8966097)  Gly (GCC) 71 bp  Sc: 78.62 



GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna627-GlyGCC (139481372-139481442)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna628-GlyGCC (139484242-139484312)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna712-GlyGCC (161896876-161896946)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna713-GlyGCC (161904137-161904207)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna793-GlyGCC (190554978-190555048)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna823-GlyGCC (184762709-184762639)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna938-GlyGCC (144531701-144531631)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_brenneri_chrUn.trna576-GlyTCC (122262099-122262167)  Gly (TCC) 69 bp  Sc: 56.22 
GTGTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTCC 
CCCCGAACG 
>Caenorhabditis_brenneri_chrUn.trna1237-GlyTCC (77541828-77541757)  Gly (TCC) 72 bp  Sc: 67.10 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCAAACGCA 
>Caenorhabditis_brenneri_chrUn.trna718-GlyTCC (164187067-164187138)  Gly (TCC) 72 bp  Sc: 68.06 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCACTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna818-GlyTCC (185685809-185685739)  Gly (TCC) 71 bp  Sc: 71.78 
GCGGGTGTAGTTCAATGGTAGAACTTTAGCCTTCCAAGCTAATAGCGTGGGTTCGATTCC 
CATCACCCGCT 
>Caenorhabditis_brenneri_chrUn.trna1021-GlyTCC (122636005-122635934)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1024-GlyTCC (122270354-122270283)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1025-GlyTCC (122260393-122260322)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1146-GlyTCC (97063957-97063886)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1238-GlyTCC (77455656-77455585)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1255-GlyTCC (75862045-75861974)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1256-GlyTCC (75684471-75684400)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1268-GlyTCC (73565607-73565536)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1301-GlyTCC (63841687-63841616)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1302-GlyTCC (63820772-63820701)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1385-GlyTCC (43856444-43856373)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 



CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1409-GlyTCC (35546323-35546252)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna14-GlyTCC (2304485-2304556)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1447-GlyTCC (30030933-30030862)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1448-GlyTCC (30028309-30028238)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1449-GlyTCC (30027155-30027084)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1452-GlyTCC (29822722-29822651)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1454-GlyTCC (28750015-28749944)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1457-GlyTCC (28681213-28681142)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1460-GlyTCC (27937160-27937089)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1463-GlyTCC (27765425-27765354)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1464-GlyTCC (27764309-27764238)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1465-GlyTCC (27757391-27757320)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1466-GlyTCC (27754334-27754263)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1467-GlyTCC (27747859-27747788)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1468-GlyTCC (27743607-27743536)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna147-GlyTCC (27744286-27744357)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna148-GlyTCC (27748058-27748129)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1488-GlyTCC (21248663-21248592)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1492-GlyTCC (20092973-20092902)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna149-GlyTCC (27754489-27754560)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna150-GlyTCC (27757538-27757609)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna151-GlyTCC (27765579-27765650)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_brenneri_chrUn.trna1515-GlyTCC (14627116-14627045)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna1516-GlyTCC (14545862-14545791)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna159-GlyTCC (28744320-28744391)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna161-GlyTCC (28751136-28751207)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna162-GlyTCC (29807248-29807319)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna169-GlyTCC (31833320-31833391)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna211-GlyTCC (43856655-43856726)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna335-GlyTCC (75854621-75854692)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna336-GlyTCC (75859149-75859220)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna349-GlyTCC (77456417-77456488)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna350-GlyTCC (77541968-77542039)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna413-GlyTCC (91087420-91087491)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna575-GlyTCC (122226445-122226516)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna577-GlyTCC (122267759-122267830)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna579-GlyTCC (122636168-122636239)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna631-GlyTCC (140320413-140320484)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna632-GlyTCC (140322876-140322947)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna698-GlyTCC (156264899-156264970)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna737-GlyTCC (169691593-169691664)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna785-GlyTCC (187399959-187400030)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna786-GlyTCC (187402805-187402876)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna787-GlyTCC (187403708-187403779)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna788-GlyTCC (187404658-187404729)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna8-GlyTCC (1374346-1374417)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna861-GlyTCC (169691012-169690941)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna886-GlyTCC (164186852-164186781)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna889-GlyTCC (163475312-163475241)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna890-GlyTCC (163365863-163365792)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna9-GlyTCC (1377146-1377217)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna923-GlyTCC (148734844-148734773)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna958-GlyTCC (140324984-140324913)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna985-GlyTCC (133543847-133543776)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_brenneri_chrUn.trna811-HisGTG (185686425-185686353)  His (GTG) 73 bp  Sc: 59.95 
GCGATCGTGGCGAAGTGGTTAACGCACCGGTTTGTGGATCCGGCATTCGGGGGTTCAATT 
CCCCTCGATCGCC 
>Caenorhabditis_brenneri_chrUn.trna473-HisGTG (99637326-99637397)  His (GTG) 72 bp  Sc: 66.54 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGTTTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1404-HisGTG (35672086-35672015)  His (GTG) 72 bp  Sc: 67.40 
GCATGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna10-HisGTG (1566630-1566701)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1019-HisGTG (122883262-122883191)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1112-HisGTG (100570439-100570368)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1122-HisGTG (99930297-99930226)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1125-HisGTG (99635212-99635141)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna116-HisGTG (18786937-18787008)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1405-HisGTG (35663669-35663598)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1408-HisGTG (35656937-35656866)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1450-HisGTG (29839097-29839026)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1451-HisGTG (29838338-29838267)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 



CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1581-HisGTG (3283596-3283525)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna194-HisGTG (35239400-35239471)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna24-HisGTG (4650818-4650889)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna279-HisGTG (58463806-58463877)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna403-HisGTG (88125630-88125701)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna476-HisGTG (99926400-99926471)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna483-HisGTG (100573703-100573774)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna606-HisGTG (132910996-132911067)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna876-HisGTG (167225294-167225223)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna904-HisGTG (157638272-157638201)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna935-HisGTG (145764142-145764071)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1522-IleAAT (12091510-12091437)  Ile (AAT) 74 bp  Sc: 64.73 
CCTGTGATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna611-IleAAT (134961998-134962071)  Ile (AAT) 74 bp  Sc: 80.80 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGCTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1207-IleAAT (84660988-84660915)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1208-IleAAT (84653064-84652991)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1424-IleAAT (33209879-33209806)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1453-IleAAT (29373829-29373756)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1523-IleAAT (12082482-12082409)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1524-IleAAT (12013395-12013322)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna15-IleAAT (2496032-2496105)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1529-IleAAT (11620637-11620564)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1530-IleAAT (11618662-11618589)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 



>Caenorhabditis_brenneri_chrUn.trna156-IleAAT (28009141-28009214)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1580-IleAAT (3330620-3330547)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1586-IleAAT (894516-894443)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna324-IleAAT (75556951-75557024)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna325-IleAAT (75558474-75558547)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna326-IleAAT (75559844-75559917)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna327-IleAAT (75629851-75629924)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna328-IleAAT (75631173-75631246)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna329-IleAAT (75640812-75640885)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna330-IleAAT (75646168-75646241)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna388-IleAAT (84661887-84661960)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna405-IleAAT (88751721-88751794)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna47-IleAAT (7109371-7109444)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna571-IleAAT (122027118-122027191)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna572-IleAAT (122028387-122028460)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna573-IleAAT (122046499-122046572)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna574-IleAAT (122053473-122053546)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna684-IleAAT (151879875-151879948)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna690-IleAAT (153970042-153970115)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna691-IleAAT (153971490-153971563)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna692-IleAAT (153974235-153974308)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna79-IleAAT (11617167-11617240)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna965-IleAAT (138625383-138625310)  Ile (AAT) 74 bp  Sc: 85.74 



GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna652-IleGAT (144835109-144835209)  Ile (GAT) 101 bp  Sc: 62.16 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTTGATTAACACCGCGGGGGCGGAGCAAC 
TAACCCACCCAAGGTCGCAGGTTCGATCCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna427-IleTAT (92756159-92756243)  Ile (TAT) 85 bp  Sc: 66.12 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTTCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna422-IleTAT (92653035-92653119)  Ile (TAT) 85 bp  Sc: 70.71 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGCGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1128-IleTAT (99312448-99312364)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1135-IleTAT (99116649-99116565)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1136-IleTAT (99114475-99114391)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna425-IleTAT (92686333-92686417)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna430-IleTAT (92830126-92830210)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna471-IleTAT (99408347-99408431)  Ile (TAT) 85 bp  Sc: 71.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1133-IleTAT (99212496-99212412)  Ile (TAT) 85 bp  Sc: 71.32 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna429-IleTAT (92827973-92828057)  Ile (TAT) 85 bp  Sc: 71.32 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna470-IleTAT (99398406-99398490)  Ile (TAT) 85 bp  Sc: 72.18 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTAACTCCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna424-IleTAT (92685751-92685835)  Ile (TAT) 85 bp  Sc: 72.30 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTTAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1131-IleTAT (99283916-99283832)  Ile (TAT) 85 bp  Sc: 72.50 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna423-IleTAT (92656334-92656418)  Ile (TAT) 85 bp  Sc: 72.50 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1129-IleTAT (99309177-99309093)  Ile (TAT) 85 bp  Sc: 73.02 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTGGGTGACTCCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1132-IleTAT (99213104-99213020)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1134-IleTAT (99117244-99117160)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna426-IleTAT (92755565-92755649)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna428-IleTAT (92827369-92827453)  Ile (TAT) 85 bp  Sc: 73.62 
GCCCTGATGGCCGAGTGGTCGAAGGCGTGAGGCTTATGTCCTCAATGGGTGACACCAGTC 
GCGGGTTCGAATCCCGCTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1099-IleTAT (104543542-104543458)  Ile (TAT) 85 bp  Sc: 74.61 
GCTCAGATGGCCGAGCGGTAAAGGCGTTGGACTTATAATTCAATCCCGCTTAGGCGGGTC 
GTAGGTTCGAATCCTGCTCTGAGCG 
>Caenorhabditis_brenneri_chrUn.trna827-IleTAT (183432831-183432747)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 



GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1374-IleTAT (45296703-45296619)  Ile (TAT) 85 bp  Sc: 74.74 
GCCCCATTGGCGCAGTTGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1373-IleTAT (45297237-45297153)  Ile (TAT) 85 bp  Sc: 74.74 
GCCCCATTGGCGCAGTTGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1372-IleTAT (45298174-45298090)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna231-IleTAT (46989323-46989407)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1211-IleTAT (84024406-84024322)  Ile (TAT) 85 bp  Sc: 75.22 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna386-LeuAAG (83329112-83329193)  Leu (AAG) 82 bp  Sc: 63.01 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCATTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1244-LeuAAG (77292753-77292672)  Leu (AAG) 82 bp  Sc: 65.29 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1028-LeuAAG (121460082-121460001)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1029-LeuAAG (121433547-121433466)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1079-LeuAAG (109548531-109548450)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1121-LeuAAG (100193280-100193199)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1168-LeuAAG (92461169-92461088)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1204-LeuAAG (84752350-84752269)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1242-LeuAAG (77316468-77316387)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna125-LeuAAG (19863429-19863510)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1328-LeuAAG (57360809-57360728)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1378-LeuAAG (44860686-44860605)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1439-LeuAAG (32326384-32326303)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna1458-LeuAAG (28232304-28232223)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna285-LeuAAG (60265967-60266048)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna33-LeuAAG (5157324-5157405)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna347-LeuAAG (77415197-77415278)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 



>Caenorhabditis_brenneri_chrUn.trna458-LeuAAG (95995701-95995782)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna460-LeuAAG (95997609-95997690)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna461-LeuAAG (96001110-96001191)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna462-LeuAAG (96001517-96001598)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna49-LeuAAG (7608952-7609033)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna530-LeuAAG (114308747-114308828)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna570-LeuAAG (121460846-121460927)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna686-LeuAAG (153356954-153357035)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna688-LeuAAG (153414475-153414556)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna719-LeuAAG (164835019-164835100)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna777-LeuAAG (182287578-182287659)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna80-LeuAAG (11744679-11744760)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna833-LeuAAG (182290223-182290142)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna866-LeuAAG (168571441-168571360)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna884-LeuAAG (164790836-164790755)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_brenneri_chrUn.trna488-LeuCAA (102822604-102822727)  Leu (CAA) 124 bp  Sc: 59.24 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATTGCGCTTGCCTCATGAG 
TTCGGGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCG 
TGCA 
>Caenorhabditis_brenneri_chrUn.trna77-LeuCAA (11410197-11410315)  Leu (CAA) 119 bp  Sc: 59.89 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTGCCTCAAGTTCGA 
GGCCAACTGGGCGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna88-LeuCAA (13371728-13371846)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna615-LeuCAA (137026493-137026616)  Leu (CAA) 124 bp  Sc: 59.88 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATTGCGCTTGCCTCATGAG 
TTCGAGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCG 
TGCA 
>Caenorhabditis_brenneri_chrUn.trna697-LeuCAA (155933939-155934057)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna715-LeuCAA (163260766-163260884)  Leu (CAA) 119 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAGCTTACCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna762-LeuCAA (177953926-177954047)  Leu (CAA) 122 bp  Sc: 62.96 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAAAAGCTTATCTCGAGTT 



CGAGATCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_brenneri_chrUn.trna226-LeuCAA (45669210-45669329)  Leu (CAA) 120 bp  Sc: 60.37 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTACTGCTTGCCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna32-LeuCAA (5117122-5117242)  Leu (CAA) 121 bp  Sc: 58.00 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTGACGCTTACCTCGAGTTCG 
AGGCCTCTCTGGGTGTTCTGGTACTCGTACGGGTGCGTGGGTTCGAATCCCACTTCGTGC 
A 
>Caenorhabditis_brenneri_chrUn.trna1352-LeuCAA (53297749-53297630)  Leu (CAA) 120 bp  Sc: 61.15 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTTCGCTTGCCTCAAGTACG 
AGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna1335-LeuCAA (56605324-56605205)  Leu (CAA) 120 bp  Sc: 58.74 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTGCCTCGAGTTCG 
AGGCCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna286-LeuCAA (60668710-60668829)  Leu (CAA) 120 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAGTGCTTGTCTCGAGTTCG 
AGACCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_brenneri_chrUn.trna48-LeuCAA (7465076-7465196)  Leu (CAA) 121 bp  Sc: 61.27 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTTCTGCTTGCCTCAAGTAC 
GAGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGC 
A 
>Caenorhabditis_brenneri_chrUn.trna466-LeuCAA (97054124-97054246)  Leu (CAA) 123 bp  Sc: 57.98 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTGACGCCGCTTGTCTCGAGT 
TCGAGACCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_brenneri_chrUn.trna814-LeuCAG (185686165-185686081)  Leu (CAG) 85 bp  Sc: 47.72 
GCGGTCGTGGCGGAATTGGCAGACGCGCACGGTTCAGGTCCGTGTGGGCTAACCCCCCGT 
GGAGGTTCGAGTCCTCTCGACCGCA 
>Caenorhabditis_brenneri_chrUn.trna1289-LeuCAG (67512856-67512773)  Leu (CAG) 84 bp  Sc: 69.72 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna765-LeuCAG (178661080-178661163)  Leu (CAG) 84 bp  Sc: 69.72 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna282-LeuCAG (59470441-59470524)  Leu (CAG) 84 bp  Sc: 70.08 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACAGCA 
>Caenorhabditis_brenneri_chrUn.trna1110-LeuCAG (102260739-102260656)  Leu (CAG) 84 bp  Sc: 71.18 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGAATGACA 
>Caenorhabditis_brenneri_chrUn.trna672-LeuCAG (147766855-147766938)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna745-LeuCAG (171716580-171716663)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna927-LeuCAG (147760682-147760599)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna220-LeuCAG (44762775-44762858)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_brenneri_chrUn.trna921-LeuTAA (149685200-149685117)  Leu (TAA) 84 bp  Sc: 49.80 
GCCGGAGTAGCTAAGTGGCAAAGGCGCGGGTCTTAAGAGCCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna306-LeuTAA (71271566-71271649)  Leu (TAA) 84 bp  Sc: 69.46 
AGCACGATGGCCGAGTGGTTAAGGCGCTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1044-LeuTAA (117729208-117729125)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1267-LeuTAA (73733218-73733135)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna187-LeuTAA (34496101-34496184)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 



TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna851-LeuTAA (175466539-175466456)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna901-LeuTAA (160845254-160845171)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_brenneri_chrUn.trna874-LeuTAG (167420443-167420359)  Leu (TAG) 85 bp  Sc: 44.77 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGCTTTAGGATCCTGTGGATGGAAAATCCTTT 
AGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1494-LeuTAG (19965911-19965830)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna280-LeuTAG (58544710-58544791)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna677-LeuTAG (149518818-149518899)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1235-LeuTAG (78642216-78642135)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1493-LeuTAG (19966444-19966363)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna734-LeuTAG (169101928-169102009)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna775-LeuTAG (181552735-181552816)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna977-LeuTAG (135153995-135153914)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_brenneri_chrUn.trna1026-LysCTT (122122502-122122430)  Lys (CTT) 73 bp  Sc: 71.67 
GCCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna986-LysCTT (133542792-133542720)  Lys (CTT) 73 bp  Sc: 74.02 
GCCCGGTTAGCTCAGTCGGTAGAACACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna887-LysCTT (163854331-163854259)  Lys (CTT) 73 bp  Sc: 75.77 
GCCCGGTTAGCTCAGACGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1062-LysCTT (112742909-112742837)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1075-LysCTT (110561785-110561713)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1076-LysCTT (110560884-110560812)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1114-LysCTT (100516832-100516760)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1116-LysCTT (100513195-100513123)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1119-LysCTT (100457304-100457232)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1157-LysCTT (94033185-94033113)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1159-LysCTT (94025606-94025534)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 



>Caenorhabditis_brenneri_chrUn.trna1178-LysCTT (91130141-91130069)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1179-LysCTT (91090808-91090736)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna119-LysCTT (19139167-19139239)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1241-LysCTT (77316879-77316807)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1243-LysCTT (77293173-77293101)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna128-LysCTT (20467985-20468057)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1283-LysCTT (69888091-69888019)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1350-LysCTT (54252057-54251985)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1446-LysCTT (30034313-30034241)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna204-LysCTT (41948140-41948212)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna245-LysCTT (52889937-52890009)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna246-LysCTT (52890385-52890457)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna247-LysCTT (52891745-52891817)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna248-LysCTT (52904743-52904815)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna249-LysCTT (52948970-52949042)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna269-LysCTT (56910483-56910555)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna348-LysCTT (77454285-77454357)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna412-LysCTT (91051030-91051102)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna414-LysCTT (91088462-91088534)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna450-LysCTT (94027023-94027095)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna481-LysCTT (100523649-100523721)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna514-LysCTT (111185545-111185617)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna532-LysCTT (114832474-114832546)  Lys (CTT) 73 bp  Sc: 80.31 



GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna607-LysCTT (133541877-133541949)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna620-LysCTT (137786834-137786906)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna621-LysCTT (137790029-137790101)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna622-LysCTT (137794355-137794427)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna662-LysCTT (145817467-145817539)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna664-LysCTT (145821190-145821262)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna693-LysCTT (155417552-155417624)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna704-LysCTT (158599413-158599485)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna933-LysCTT (145810458-145810386)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna969-LysCTT (137792925-137792853)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna975-LysCTT (135329099-135329027)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna980-LysCTT (134729878-134729806)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna984-LysCTT (133566064-133565992)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna991-LysCTT (131764501-131764429)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna992-LysCTT (131757234-131757162)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna1158-LysCTT (94030009-94029937)  Lys (CTT) 73 bp  Sc: 80.63 
GCCCGATTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_brenneri_chrUn.trna180-LysTTT (33613874-33613958)  Lys (TTT) 85 bp  Sc: 55.26 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGGCGTTTGTCGGTCTCATTGGGTAACCAGTC 
GCGGGTTCGAATCCCGCTCGGCGCA 
>Caenorhabditis_brenneri_chrUn.trna1153-LysTTT (95347446-95347377)  Lys (TTT) 70 bp  Sc: 59.84 
ACCTGTGTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTG 
>Caenorhabditis_brenneri_chrUn.trna491-LysTTT (105060071-105060142)  Lys (TTT) 72 bp  Sc: 61.94 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGTTTTTTACCCACGCGGCTCGGGGTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_brenneri_chrUn.trna302-LysTTT (70268125-70268210)  Lys (TTT) 86 bp  Sc: 70.67 
GCCCCGGTGGCCGAGTGGTTATGGCGTGAGACCTTTAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna1282-LysTTT (70213508-70213423)  Lys (TTT) 86 bp  Sc: 72.99 
GCCCCGGTGGCCGAGTGGTTAAGGCGTGAGACCTTTAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna813-LysTTT (185686250-185686178)  Lys (TTT) 73 bp  Sc: 74.16 
GAGTCATTAGCTCAGTTGGTAGAGCACCTGACTTTTAATCAGGGTGTCGAAGGTTCGAGC 



CCTTCATGACTCA 
>Caenorhabditis_brenneri_chrUn.trna1010-LysTTT (126607388-126607316)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1108-LysTTT (103203085-103203013)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1109-LysTTT (103196301-103196229)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1148-LysTTT (96080577-96080505)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1154-LysTTT (95341985-95341913)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1253-LysTTT (75884045-75883973)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1254-LysTTT (75880629-75880557)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1346-LysTTT (54579103-54579031)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna1526-LysTTT (11726589-11726517)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna18-LysTTT (3045412-3045484)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna254-LysTTT (54566534-54566606)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna43-LysTTT (6474896-6474968)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna449-LysTTT (93767948-93768020)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna46-LysTTT (6783693-6783765)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna487-LysTTT (102277044-102277116)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna679-LysTTT (150008539-150008611)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna803-LysTTT (186204506-186204434)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna868-LysTTT (168202143-168202071)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna869-LysTTT (168198065-168197993)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna982-LysTTT (133692755-133692683)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna983-LysTTT (133689133-133689061)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_brenneri_chrUn.trna808-MetCAT (185686798-185686724)  Met (CAT) 75 bp  Sc: 55.51 
CGCGGGGTGGAGCAGCCCGGTAGCTCGTCGGGCTCATAACCCGAAGGCCCGCAGGTTCAA 
ATCCTGCCCCCGCAA 



>Caenorhabditis_brenneri_chrUn.trna881-MetCAT (165957478-165957406)  Met (CAT) 73 bp  Sc: 63.03 
GTGTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1088-MetCAT (106538038-106537967)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1089-MetCAT (106532743-106532672)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1090-MetCAT (106499713-106499642)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1185-MetCAT (88752184-88752113)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1269-MetCAT (73541840-73541769)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1498-MetCAT (19391551-19391480)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna1533-MetCAT (10792597-10792526)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna309-MetCAT (73536953-73537024)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna490-MetCAT (105059167-105059238)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna497-MetCAT (106537135-106537206)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna701-MetCAT (158039638-158039709)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna967-MetCAT (138373734-138373663)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_brenneri_chrUn.trna564-MetCAT (119797100-119797171)  Met (CAT) 72 bp  Sc: 72.85 
GCTTCCATAGCGCAGTGGCAGCGCGTCAGTCTCATAATCTGAAGGCCGTGAGTTCGACCC 
TCACTGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1037-MetCAT (119799428-119799356)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna11-MetCAT (2081483-2081555)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1236-MetCAT (78636685-78636613)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna1275-MetCAT (71015556-71015484)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna163-MetCAT (29902728-29902800)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna19-MetCAT (3765510-3765582)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna202-MetCAT (41057127-41057199)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna203-MetCAT (41085845-41085917)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna20-MetCAT (3765938-3766010)  Met (CAT) 73 bp  Sc: 74.19 



GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna455-MetCAT (95412621-95412693)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna565-MetCAT (119801919-119801991)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna755-MetCAT (175587683-175587755)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna859-MetCAT (170627749-170627677)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna867-MetCAT (168317670-168317598)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_brenneri_chrUn.trna771-PheGAA (180518540-180518612)  Phe (GAA) 73 bp  Sc: 74.81 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGCCA 
>Caenorhabditis_brenneri_chrUn.trna1332-PheGAA (56661497-56661425)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1337-PheGAA (56336482-56336410)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1338-PheGAA (56335921-56335849)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1400-PheGAA (37582677-37582605)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1551-PheGAA (7257850-7257778)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1557-PheGAA (7250966-7250894)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna296-PheGAA (65458561-65458633)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1197-PheGAA (85398017-85397945)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1296-PheGAA (64860233-64860161)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1297-PheGAA (64857020-64856948)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1579-PheGAA (3603878-3603806)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna268-PheGAA (56707855-56707927)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna524-PheGAA (112832851-112832923)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna776-PheGAA (181907364-181907436)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna960-PheGAA (138819262-138819190)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna961-PheGAA (138816083-138816011)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 



CTGGTTTGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1334-PheGAA (56648322-56648250)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1573-PheGAA (4581978-4581906)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna263-PheGAA (56638677-56638749)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna264-PheGAA (56646712-56646784)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna770-PheGAA (180516037-180516109)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1574-PheGAA (4578168-4578078)  Phe (GAA) 91 bp  Sc: 64.90 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAGATGAAGATCCTTTATA 
AAGGTCACCAGTTCGATCCTGGTTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna873-ProAGG (167633025-167632954)  Pro (AGG) 72 bp  Sc: 73.40 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCAATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna406-ProAGG (88752687-88752758)  Pro (AGG) 72 bp  Sc: 73.66 
GGCCGGATGGTCTAATGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1137-ProAGG (99090980-99090909)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna153-ProAGG (27880043-27880114)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna410-ProAGG (90174539-90174610)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna411-ProAGG (90238831-90238902)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna431-ProAGG (92855078-92855149)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna674-ProAGG (148678724-148678795)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna918-ProAGG (150832725-150832654)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_brenneri_chrUn.trna13-ProAGG (2284877-2284948)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna56-ProAGG (9059517-9059588)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1205-ProCGG (84690803-84690719)  Pro (CGG) 85 bp  Sc: 46.54 
GCCAGGGTAGCTAAGTGGCAAAGGCGCAGGCTTCGGGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna1553-ProCGG (7252431-7252360)  Pro (CGG) 72 bp  Sc: 73.37 
GGCCGGATGGTCTAGAGGTATGATTCTCGTTTCGGGTACGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1333-ProCGG (56649265-56649194)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna538-ProCGG (116627927-116627998)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna667-ProCGG (145922692-145922763)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 



>Caenorhabditis_brenneri_chrUn.trna689-ProCGG (153890703-153890774)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna725-ProCGG (166930224-166930295)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1401-ProCGG (36548291-36548220)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1555-ProCGG (7251714-7251643)  Pro (CGG) 72 bp  Sc: 76.85 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna549-ProGGG (118491435-118491520)  Pro (GGG) 86 bp  Sc: 37.10 
GCCGGGGTAGCCAAGTGGCAAAGGCGCAGGTTCGGGGGATCTGTGGATGTTTCAATTCTT 
TAGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1035-ProGGG (120093674-120093589)  Pro (GGG) 86 bp  Sc: 40.61 
GCCGGGGTAGCCAAGTGGCAAAGGCGCAGGTTCGGGGGATCTGTGGATGTTTCAATCCTT 
TAGGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna678-ProGGG (149689151-149689234)  Pro (GGG) 84 bp  Sc: 49.04 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGCAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna842-ProGGG (177880704-177880621)  Pro (GGG) 84 bp  Sc: 49.04 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGCAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna817-ProTGG (185685896-185685823)  Pro (TGG) 74 bp  Sc: 57.68 
CGGGATGTAGCTCAGCTTGGTAGAGCACCTGGTTTGGGACCAGGGGGTCGCATGTTCAAA 
TCGTGTCATCCCGA 
>Caenorhabditis_brenneri_chrUn.trna1413-ProTGG (34713807-34713736)  Pro (TGG) 72 bp  Sc: 69.23 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGATTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1164-ProTGG (93204707-93204636)  Pro (TGG) 72 bp  Sc: 71.89 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCTGGTTCGATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1554-ProTGG (7252110-7252039)  Pro (TGG) 72 bp  Sc: 71.91 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1163-ProTGG (93206026-93205955)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1165-ProTGG (93201140-93201069)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1188-ProTGG (88121781-88121710)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1189-ProTGG (88109982-88109911)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1196-ProTGG (85737034-85736963)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna12-ProTGG (2284508-2284579)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1227-ProTGG (80052116-80052045)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1330-ProTGG (56973137-56973066)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1351-ProTGG (53338076-53338005)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1363-ProTGG (50602425-50602354)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1367-ProTGG (47366951-47366880)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1368-ProTGG (47365640-47365569)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1393-ProTGG (42757592-42757521)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1497-ProTGG (19475530-19475459)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1534-ProTGG (10686071-10686000)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1552-ProTGG (7252961-7252890)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1556-ProTGG (7251264-7251193)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1558-ProTGG (7245343-7245272)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1559-ProTGG (7244862-7244791)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna1576-ProTGG (4055236-4055165)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna199-ProTGG (39566702-39566773)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna205-ProTGG (42766966-42767037)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna224-ProTGG (45067258-45067329)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna225-ProTGG (45081066-45081137)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna232-ProTGG (47365852-47365923)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna233-ProTGG (47367157-47367228)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna234-ProTGG (47378341-47378412)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna235-ProTGG (47395427-47395498)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna250-ProTGG (53338729-53338800)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna251-ProTGG (53340303-53340374)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna360-ProTGG (80052243-80052314)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna401-ProTGG (88098088-88098159)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna402-ProTGG (88119990-88120061)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 



CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna434-ProTGG (93196639-93196710)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna435-ProTGG (93201853-93201924)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna436-ProTGG (93205505-93205576)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna437-ProTGG (93206231-93206302)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna44-ProTGG (6603471-6603542)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna604-ProTGG (132874350-132874421)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna605-ProTGG (132905455-132905526)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna647-ProTGG (143557875-143557946)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna69-ProTGG (10628904-10628975)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna71-ProTGG (10643278-10643349)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna798-ProTGG (190145160-190145089)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna854-ProTGG (171200248-171200177)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna940-ProTGG (143557513-143557442)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna974-ProTGG (135765407-135765336)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna988-ProTGG (132907238-132907167)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna989-ProTGG (132895373-132895302)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_brenneri_chrUn.trna109-SerAGA (17515986-17516067)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna110-SerAGA (17520171-17520252)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1182-SerAGA (88764644-88764563)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1183-SerAGA (88757418-88757337)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1184-SerAGA (88756796-88756715)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1252-SerAGA (76018919-76018838)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 



>Caenorhabditis_brenneri_chrUn.trna1336-SerAGA (56595746-56595665)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna136-SerAGA (24354609-24354690)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1481-SerAGA (24352550-24352469)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1547-SerAGA (9033209-9033128)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna192-SerAGA (35003466-35003547)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna219-SerAGA (44408747-44408828)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna255-SerAGA (54787542-54787623)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna260-SerAGA (56596184-56596265)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna295-SerAGA (65017577-65017658)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna337-SerAGA (76088720-76088801)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna72-SerAGA (10644643-10644724)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna190-SerAGA (34717307-34717388)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna261-SerAGA (56598172-56598253)  Ser (AGA) 82 bp  Sc: 83.25 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTACTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna23-SerCGA (4618841-4618922)  Ser (CGA) 82 bp  Sc: 74.34 
GGAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1550-SerCGA (7275138-7275057)  Ser (CGA) 82 bp  Sc: 79.30 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCAAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1162-SerCGA (93269653-93269572)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_brenneri_chrUn.trna1293-SerCGA (65035982-65035901)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1295-SerCGA (65018526-65018445)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna256-SerCGA (54787698-54787779)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna55-SerCGA (9033370-9033451)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna262-SerCGA (56622881-56622962)  Ser (CGA) 82 bp  Sc: 85.34 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGCA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna271-SerGCT (57358888-57358970)  Ser (GCT) 83 bp  Sc: 67.85 
GCGACGATGGCCGAGTGGTTAAGGCGTGAGATTGCTGTTCTCATTCTTGTAACAGAGCGT 
GGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna338-SerGCT (76138935-76139019)  Ser (GCT) 85 bp  Sc: 73.56 



GCGACGATGGCCGAGTGGTTAAGGCGTGAGACTGCTGTTCTCATTCTGTACTACCAGAGC 
GCGGGTTCGAATCCCGCTCGTTGCA 
>Caenorhabditis_brenneri_chrUn.trna911-SerGCT (153358676-153358594)  Ser (GCT) 83 bp  Sc: 75.61 
GCGACGATGGCCGAGTGGTTAAGGCGTGAGATTGCTGTTCTCATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGCTCGTCGCA 
>Caenorhabditis_brenneri_chrUn.trna1294-SerGCT (65031706-65031625)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1370-SerGCT (46710591-46710510)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna294-SerGCT (65004414-65004495)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna763-SerGCT (178339065-178339146)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1102-SerGCT (104368714-104368633)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1173-SerGCT (91903348-91903267)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1307-SerGCT (62346036-62345955)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1344-SerGCT (54911098-54911017)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1398-SerGCT (38830755-38830674)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna1483-SerGCT (23436017-23435936)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna21-SerGCT (3967560-3967641)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_brenneri_chrUn.trna101-SerTGA (15596332-15596413)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_brenneri_chrUn.trna951-SerTGA (141506290-141506209)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_brenneri_chrUn.trna108-SerTGA (17447096-17447177)  Ser (TGA) 82 bp  Sc: 80.68 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_brenneri_chrUn.trna1199-SerTGA (85354514-85354433)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna1228-SerTGA (79648856-79648775)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna1174-SerTGA (91872581-91872500)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna1377-SerTGA (44912376-44912295)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna1578-SerTGA (3779443-3779362)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna221-SerTGA (44909712-44909793)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_brenneri_chrUn.trna1036-SerTGA (119802486-119802405)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 



GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna1038-SerTGA (119799062-119798981)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna563-SerTGA (119790655-119790736)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_brenneri_chrUn.trna508-SupCTA (109024485-109024556)  Sup (CTA) 72 bp  Sc: 57.58 
GACTGCATGGCGCAATGGTAGCGCGTTCGACTCTAGATCGAAAGGTCTGGCGTTCGATCC 
GCTCAGCGTTCA 
>Caenorhabditis_brenneri_chrUn.trna89-ThrAGT (14208050-14208119)  Thr (AGT) 70 bp  Sc: 61.72 
GTGATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTCCA 
GCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1120-ThrAGT (100453681-100453609)  Thr (AGT) 73 bp  Sc: 71.99 
GCCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATT 
CCAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna482-ThrAGT (100523802-100523873)  Thr (AGT) 72 bp  Sc: 79.70 
GCCTCATTGGCTCAGTGGCAGAGCGTCCGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1115-ThrAGT (100516679-100516608)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1117-ThrAGT (100513041-100512970)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1169-ThrAGT (92327657-92327586)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1229-ThrAGT (79322675-79322604)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1230-ThrAGT (79320673-79320602)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1359-ThrAGT (51794110-51794039)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1360-ThrAGT (51783220-51783149)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1548-ThrAGT (8813471-8813400)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1582-ThrAGT (1791848-1791777)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1585-ThrAGT (897196-897125)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna17-ThrAGT (2674559-2674630)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna22-ThrAGT (4311848-4311919)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna230-ThrAGT (46974651-46974722)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna284-ThrAGT (59985932-59986003)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna29-ThrAGT (4947956-4948027)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna463-ThrAGT (96359806-96359877)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 



>Caenorhabditis_brenneri_chrUn.trna469-ThrAGT (98939424-98939495)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna479-ThrAGT (100438600-100438671)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna499-ThrAGT (106673387-106673458)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna52-ThrAGT (8811658-8811729)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna613-ThrAGT (135314202-135314273)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna663-ThrAGT (145817620-145817691)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna665-ThrAGT (145821343-145821414)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna714-ThrAGT (163033663-163033734)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna747-ThrAGT (172632242-172632313)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna819-ThrAGT (185421959-185421888)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna820-ThrAGT (185419982-185419911)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna934-ThrAGT (145810306-145810235)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna976-ThrAGT (135328946-135328875)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1095-ThrCGT (105375316-105375245)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1101-ThrCGT (104397144-104397073)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1306-ThrCGT (62371522-62371451)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna138-ThrCGT (26573733-26573804)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1397-ThrCGT (39097287-39097216)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna293-ThrCGT (64595447-64595518)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna711-ThrCGT (161746617-161746688)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna115-ThrCGT (18457815-18457886)  Thr (CGT) 72 bp  Sc: 76.07 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCGATCC 
CGCCTGTGGGCA 
>Caenorhabditis_brenneri_chrUn.trna398-ThrCGT (86414101-86414172)  Thr (CGT) 72 bp  Sc: 81.46 
GCCTTATTGGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGTTGGTTCGATTC 
CGACATGAGGCA 
>Caenorhabditis_brenneri_chrUn.trna1443-ThrGGT (30342469-30342399)  Thr (GGT) 71 bp  Sc: 45.49 



GCGCCGGTAGCACATTGCTAGTGCATCAGACTGGTATTCTAAGGACGCGGGTTCAATTCC 
TGCCTGGCGTC 
>Caenorhabditis_brenneri_chrUn.trna1251-ThrGGT (76727725-76727655)  Thr (GGT) 71 bp  Sc: 64.55 
GCGCCGGTAGCACAGTGGTAGTGCATCAGACTGGTATTCTGGCGACGCGGGTTCGATTCC 
TGCCTGGCGTC 
>Caenorhabditis_brenneri_chrUn.trna554-ThrTGT (118741888-118741959)  Thr (TGT) 72 bp  Sc: 56.83 
TCCCTATTAGCTTAGTGGCAGAGCGTCTATCTTGTAAACAGAAGGTCGGTGGTTCGATTC 
CGGCAAAAGGAA 
>Caenorhabditis_brenneri_chrUn.trna810-ThrTGT (185686598-185686526)  Thr (TGT) 73 bp  Sc: 67.16 
GCCGGTGTAGCTCAACTGGTAGAGCAACTGACTTGTAATCAGTAGGTTGGGGGTTCAAGT 
CCTCTCGCCGGCA 
>Caenorhabditis_brenneri_chrUn.trna1371-ThrTGT (45401438-45401367)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1412-ThrTGT (34802575-34802504)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1542-ThrTGT (9985481-9985410)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna191-ThrTGT (34801860-34801931)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna58-ThrTGT (9997926-9997997)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna61-ThrTGT (10001533-10001604)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1239-ThrTGT (77434331-77434260)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1535-ThrTGT (10652615-10652544)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1539-ThrTGT (10117671-10117600)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1540-ThrTGT (10114565-10114494)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1545-ThrTGT (9401899-9401828)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna59-ThrTGT (9998970-9999041)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna73-ThrTGT (10656228-10656299)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna75-ThrTGT (10699369-10699440)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna344-TrpCCA (76899441-76899512)  Trp (CCA) 72 bp  Sc: 60.18 
GACTGCTTGGCGCAATGGTAGCGCGTTTGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGCGTTCA 
>Caenorhabditis_brenneri_chrUn.trna345-TrpCCA (76901541-76901612)  Trp (CCA) 72 bp  Sc: 60.60 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGTGTGTTCGATCC 
GCTCAGTGTTCA 
>Caenorhabditis_brenneri_chrUn.trna1107-TrpCCA (103211849-103211778)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna111-TrpCCA (17710048-17710119)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1369-TrpCCA (47103239-47103168)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 



GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1399-TrpCCA (37885697-37885626)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1414-TrpCCA (34689623-34689552)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1525-TrpCCA (11746398-11746327)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna158-TrpCCA (28228346-28228417)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna346-TrpCCA (76902380-76902451)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna447-TrpCCA (93749381-93749452)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna510-TrpCCA (109544557-109544628)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna539-TrpCCA (116772393-116772464)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna594-TrpCCA (129797077-129797148)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna595-TrpCCA (129798378-129798449)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna655-TrpCCA (145185876-145185947)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna656-TrpCCA (145225385-145225456)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna657-TrpCCA (145232438-145232509)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna766-TrpCCA (178843292-178843363)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna767-TrpCCA (178844899-178844970)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna768-TrpCCA (179666749-179666820)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna922-TrpCCA (149373003-149372932)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_brenneri_chrUn.trna1005-TyrATA (128274442-128274346)  Tyr (ATA) 97 bp  Sc: 66.28 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTAATAATCCTAGACGAGGAACTACTAAC 
ACACCCAAGGTCGCAGGTTCGAACCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna384-TyrATA (83293432-83293528)  Tyr (ATA) 97 bp  Sc: 65.92 
GTCGCCATAGCTCAGTTGGTTAGAGCGTGGGTTAATAACCCAAGAGAGGGAACTACTAAC 
ACACCCAAGGTCGCAGGTTCGAACCCTGCTGGCGGCA 
>Caenorhabditis_brenneri_chrUn.trna807-TyrGTA (185687900-185687829)  Tyr (GTA) 72 bp  Sc: 61.60 
CCCCTGATAGCTCAGTGGTAGAGCACTCGACTGTAAATCGAGTTGTCACAGGTTCGAGCC 
CTGTTCGGCAAG 
>Caenorhabditis_brenneri_chrUn.trna948-TyrGTA (142789784-142789699)  Tyr (GTA) 86 bp  Sc: 69.38 
GCCCCGGTGGCCGAGTGGTCAAGGCGTGAGACCGTAAGGGAGTCTCATTGGTTCTACCAG 
CGCGGGTTCGAGTCCCGCCCGGGGCG 
>Caenorhabditis_brenneri_chrUn.trna62-TyrGTA (10003573-10003656)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 



>Caenorhabditis_brenneri_chrUn.trna1094-TyrGTA (106242332-106242249)  Tyr (GTA) 84 bp  Sc: 76.11 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCGGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna493-TyrGTA (106242441-106242524)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna498-TyrGTA (106670040-106670123)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna517-TyrGTA (112323672-112323755)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1068-TyrGTA (112325061-112324978)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna527-TyrGTA (112982945-112983028)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna550-TyrGTA (118593248-118593331)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna891-TyrGTA (163317151-163317068)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna717-TyrGTA (163317260-163317343)  Tyr (GTA) 84 bp  Sc: 72.76 
ACGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna118-TyrGTA (19017346-19017429)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1381-TyrGTA (44277149-44277066)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1375-TyrGTA (45293292-45293209)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna236-TyrGTA (47511522-47511605)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna238-TyrGTA (48172694-48172777)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1358-TyrGTA (51971104-51971020)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna1357-TyrGTA (51973866-51973782)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna242-TyrGTA (51976776-51976860)  Tyr (GTA) 85 bp  Sc: 76.88 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna297-TyrGTA (65998678-65998761)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna298-TyrGTA (67554915-67554998)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna352-TyrGTA (78759782-78759865)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna51-TyrGTA (8810752-8810835)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna53-TyrGTA (8822497-8822580)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna468-TyrGTA (98934824-98934907)  Tyr (GTA) 84 bp  Sc: 77.25 



CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna57-TyrGTA (9996461-9996544)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_brenneri_chrUn.trna649-Undet??? (144592854-144592940)  Undet (???) 87 bp  Sc: 49.19 
GTCCTGGTGGCTGAGCGGTCTAAGGCATGAGACCTTGGGTCGTCTCATTGGTTCAATCCA 
GCGCGGGTTCGAATCCCGTCCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna145-Undet??? (27696028-27696113)  Undet (???) 86 bp  Sc: 56.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna157-Undet??? (28064964-28065049)  Undet (???) 86 bp  Sc: 56.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna893-Undet??? (162855624-162855539)  Undet (???) 86 bp  Sc: 57.12 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCTGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna729-Undet??? (167837403-167837488)  Undet (???) 86 bp  Sc: 58.80 
GCCCCGGTGGCCGAGCGGTCTAAGGCGTGAGAAGTTAATCGATCTCATTGGGTCTCCAGT 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1462-Undet??? (27834124-27834039)  Undet (???) 86 bp  Sc: 59.26 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna152-Undet??? (27813758-27813843)  Undet (???) 86 bp  Sc: 59.26 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACAAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1419-Undet??? (34023248-34023165)  Undet (???) 84 bp  Sc: 59.27 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGGCGTGGTCGGTCTCATTGGGTAACCAGTCG 
CGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1421-Undet??? (34000278-34000195)  Undet (???) 84 bp  Sc: 59.27 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGGCGTGGTCGGTCTCATTGGGTAACCAGTCG 
CGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna894-Undet??? (162819147-162819062)  Undet (???) 86 bp  Sc: 59.98 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTTGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna177-Undet??? (33381451-33381535)  Undet (???) 85 bp  Sc: 60.84 
GCCCCGATGGCCGAGTGGTTAAGGCGTGGGACGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna700-Undet??? (156527303-156527387)  Undet (???) 85 bp  Sc: 61.69 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGTCGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna673-Undet??? (148672073-148672158)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna721-Undet??? (165446978-165447063)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna883-Undet??? (165424551-165424466)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna966-Undet??? (138578666-138578581)  Undet (???) 86 bp  Sc: 64.11 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna882-Undet??? (165431509-165431424)  Undet (???) 86 bp  Sc: 64.62 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTATGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1422-Undet??? (33797256-33797172)  Undet (???) 85 bp  Sc: 66.69 
NNCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna648-Undet??? (144116100-144116184)  Undet (???) 85 bp  Sc: 66.69 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTTGTCGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1469-Undet??? (27689673-27689588)  Undet (???) 86 bp  Sc: 66.89 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 
CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1470-Undet??? (27683650-27683565)  Undet (???) 86 bp  Sc: 66.89 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCACACCAG 



CGCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna146-Undet??? (27702263-27702348)  Undet (???) 86 bp  Sc: 67.48 
GCCCTGGTGGCCGAGTGGTCTAAGGCGTGAGACTAGGGGAGTCTCATTGGTTCCCACCAG 
CGCGGGTTCGAATCCCGCCCAGGGCA 
>Caenorhabditis_brenneri_chrUn.trna1423-Undet??? (33579538-33579454)  Undet (???) 85 bp  Sc: 68.11 
GCCCCGATGGCCGAGTGGTTAAGGCGTGAGACGTTGGGAGGTCTCATTGGGAAACCAGTC 
GCGGGTTCGAATCCCGCTCGGGGCA 
>Caenorhabditis_brenneri_chrUn.trna63-ValAAC (10161572-10161644)  Val (AAC) 73 bp  Sc: 70.66 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGGTC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1096-ValAAC (105005683-105005611)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1097-ValAAC (105004171-105004099)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1103-ValAAC (104308848-104308776)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna112-ValAAC (17896432-17896504)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1142-ValAAC (98323522-98323450)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1143-ValAAC (98306778-98306706)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1144-ValAAC (98305178-98305106)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1186-ValAAC (88703811-88703739)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1187-ValAAC (88125533-88125461)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1219-ValAAC (81239915-81239843)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1315-ValAAC (58782179-58782107)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna135-ValAAC (22866149-22866221)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1536-ValAAC (10201677-10201605)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1549-ValAAC (7382287-7382215)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1561-ValAAC (6628722-6628650)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna292-ValAAC (62120448-62120520)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna357-ValAAC (79955170-79955242)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna444-ValAAC (93500658-93500730)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna445-ValAAC (93505411-93505483)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 



>Caenorhabditis_brenneri_chrUn.trna45-ValAAC (6629348-6629420)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna65-ValAAC (10211012-10211084)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna716-ValAAC (163295762-163295834)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna754-ValAAC (175519778-175519850)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna756-ValAAC (175758948-175759020)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna782-ValAAC (185667405-185667477)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna987-ValAAC (132910899-132910827)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_brenneri_chrUn.trna1376-ValAAC (45093110-45093038)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna1537-ValAAC (10200418-10200346)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna1538-ValAAC (10188569-10188497)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna64-ValAAC (10162509-10162581)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna66-ValAAC (10338944-10339016)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna74-ValAAC (10698479-10698551)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_brenneri_chrUn.trna389-ValCAC (84680063-84680147)  Val (CAC) 85 bp  Sc: 45.52 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCTCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna875-ValCAC (167416948-167416864)  Val (CAC) 85 bp  Sc: 50.38 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGTGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna1206-ValCAC (84688002-84687918)  Val (CAC) 85 bp  Sc: 52.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna728-ValCAC (167410576-167410660)  Val (CAC) 85 bp  Sc: 52.50 
GCCAGGGTAGCCAAGTGGCAAAGGCGCAGGCCTCACGAGTCTGTGGATGAGAAATCCTTT 
AGGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_brenneri_chrUn.trna200-ValCAC (39634283-39634355)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1123-ValCAC (99908920-99908848)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1285-ValCAC (69432030-69431958)  Val (CAC) 73 bp  Sc: 79.66 
GGTCCTGTGGTGTAGTGGCTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna598-ValCAC (131806576-131806648)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_brenneri_chrUn.trna760-ValCAC (177070284-177070356)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1124-ValCAC (99796080-99796008)  Val (CAC) 73 bp  Sc: 83.58 



GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna223-ValCAC (44956557-44956629)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna475-ValCAC (99800059-99800131)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna641-ValCAC (141805914-141805986)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna892-ValCAC (163150488-163150416)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna973-ValCAC (136690497-136690425)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna114-ValTAC (18429595-18429667)  Val (TAC) 73 bp  Sc: 78.30 
GGTCTTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1045-ValTAC (117225093-117225021)  Val (TAC) 73 bp  Sc: 78.48 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna41-ValTAC (6106691-6106763)  Val (TAC) 73 bp  Sc: 78.88 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1041-ValTAC (119432955-119432883)  Val (TAC) 73 bp  Sc: 79.24 
GGTCCTGTGGTGTAGTGGTCATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna1042-ValTAC (119426432-119426360)  Val (TAC) 73 bp  Sc: 79.24 
GGTCCTGTGGTGTAGTGGTCATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna113-ValTAC (18419291-18419363)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna749-ValTAC (173237198-173237270)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_brenneri_chrUn.trna85-ValTAC (12775103-12775175)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_briggsae_chrII.trna88-AlaAGC (5104172-5104105)  Ala (AGC) 68 bp  Sc: 33.31 
CCTGTGATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATAC 
CTCCAGAA 
>Caenorhabditis_briggsae_chrV_random.trna1-AlaAGC (1099358-1099431)  Ala (AGC) 74 bp  Sc: 48.91 
GGACCTGTGTAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAAT 
TCCCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna94-AlaAGC (12557369-12557299)  Ala (AGC) 71 bp  Sc: 58.52 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTCAATTCC 
CCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna46-AlaAGC (12578621-12578692)  Ala (AGC) 72 bp  Sc: 62.44 
AGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna13-AlaAGC (1471341-1471412)  Ala (AGC) 72 bp  Sc: 62.44 
CGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna77-AlaAGC (9571544-9571473)  Ala (AGC) 72 bp  Sc: 62.58 
GGGGGTATAGATCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII_random.trna18-AlaAGC (1627137-1627066)  Ala (AGC) 72 bp  Sc: 63.55 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTT 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrI.trna4-AlaAGC (923765-923836)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna12-AlaAGC (2533489-2533560)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 



CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna23-AlaAGC (5105508-5105579)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna25-AlaAGC (5108234-5108305)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna87-AlaAGC (5108022-5107951)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna96-AlaAGC (2525754-2525683)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIII.trna62-AlaAGC (12601193-12601264)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna111-AlaAGC (6900961-6900890)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna122-AlaAGC (1468473-1468402)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna14-AlaAGC (1472403-1472474)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna15-AlaAGC (1473472-1473543)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna47-AlaAGC (12585291-12585362)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna48-AlaAGC (12602144-12602215)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrUn.trna35-AlaAGC (7041554-7041625)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrUn.trna8-AlaAGC (2012242-2012313)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna12-AlaAGC (2600577-2600648)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna164-AlaAGC (6915023-6914952)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna176-AlaAGC (2362039-2361968)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna177-AlaAGC (2347413-2347342)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna178-AlaAGC (2341263-2341192)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna5-AlaAGC (1819934-1820005)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna6-AlaAGC (1820343-1820414)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna7-AlaAGC (1822233-1822304)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIII.trna33-AlaCGC (6307513-6307596)  Ala (CGC) 84 bp  Sc: 57.48 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCGCGAGCCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 



>Caenorhabditis_briggsae_chrV.trna41-AlaCGC (10877988-10878059)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrV.trna42-AlaCGC (11050213-11050284)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrV.trna117-AlaCGC (11154291-11154220)  Ala (CGC) 72 bp  Sc: 70.65 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrUn.trna57-AlaCGC (2645047-2644976)  Ala (CGC) 72 bp  Sc: 74.48 
GGGGGTGTAGCTCAGTGGTAGAGTGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAAACC 
CCCGCTCCTCCA 
>Caenorhabditis_briggsae_chrI.trna34-AlaCGC (7324597-7324668)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_briggsae_chrX.trna47-AlaCGC (14046345-14046416)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_briggsae_chrII.trna24-AlaTGC (5106256-5106327)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrII.trna44-AlaTGC (12412560-12412631)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna52-AlaTGC (13274233-13274304)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna53-AlaTGC (13280859-13280930)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna55-AlaTGC (13378613-13378684)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna86-AlaTGC (13455357-13455286)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna87-AlaTGC (13359534-13359463)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna88-AlaTGC (13355498-13355427)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrIV.trna89-AlaTGC (13289035-13288964)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrUn.trna60-AlaTGC (1397906-1397835)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna11-AlaTGC (2600365-2600436)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna150-AlaTGC (11596591-11596520)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna157-AlaTGC (9524863-9524792)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrX.trna36-AlaTGC (11591698-11591769)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_briggsae_chrI.trna19-ArgACG (4545656-4545732)  Arg (ACG) 77 bp  Sc: 57.34 
GGCCGCGTGGCGCAATGGATCGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTC 
GAATCCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIII.trna41-ArgACG (10317093-10317164)  Arg (ACG) 72 bp  Sc: 59.38 
GGCCGCGTGGCGCAATGGATAACGCGTCGCCTACGGAGCAGAAGATTGTAGGTTCGAATC 
CTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIII.trna36-ArgACG (7259107-7259179)  Arg (ACG) 73 bp  Sc: 62.42 



GGCCGCGTGGCGCAATGGATAACGCTTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTGG 
>Caenorhabditis_briggsae_chrV.trna33-ArgACG (8525254-8525326)  Arg (ACG) 73 bp  Sc: 63.68 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTCCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna141-ArgACG (13754848-13754776)  Arg (ACG) 73 bp  Sc: 64.95 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTACGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI.trna41-ArgACG (9360688-9360760)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI.trna71-ArgACG (7945216-7945144)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI.trna72-ArgACG (7944601-7944529)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI.trna82-ArgACG (2812827-2812755)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI.trna83-ArgACG (2811850-2811778)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIII.trna35-ArgACG (7258341-7258413)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIII.trna97-ArgACG (10116615-10116543)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIV.trna117-ArgACG (3437080-3437008)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI_random.trna13-ArgACG (2793781-2793853)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrUn.trna30-ArgACG (5659920-5659992)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrV.trna123-ArgACG (8522308-8522236)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrV.trna148-ArgACG (1053768-1053696)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna13-ArgACG (3768132-3768204)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna151-ArgACG (11488340-11488268)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna161-ArgACG (7193032-7192960)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna162-ArgACG (7192169-7192097)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna163-ArgACG (7191595-7191523)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna17-ArgACG (5430495-5430567)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIV.trna31-ArgCCG (8404072-8404155)  Arg (CCG) 84 bp  Sc: 24.61 
GCAGAGGTAGCCAAATGGCAAAGGCGGGGGCCTCCGGAACCTGTGGACAAATATCCTTTA 
GGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_briggsae_chrII.trna65-ArgCCG (12265129-12265058)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 



CCTCCGCGAGCT 
>Caenorhabditis_briggsae_chrIV.trna102-ArgCCT (10170917-10170845)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_briggsae_chrV.trna124-ArgCCT (8044938-8044866)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_briggsae_chrIV.trna36-ArgTCG (9162207-9162279)  Arg (TCG) 73 bp  Sc: 59.54 
GGCCGCGTGGCCTAATGGATAAGGCTCCAGACTTCGAATCTGGGGATTGTAGGTTCGAGC 
GCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrII.trna28-ArgTCG (7814367-7814439)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrV.trna96-ArgTCG (13805183-13805111)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIV.trna35-ArgTCG (9159410-9159482)  Arg (TCG) 73 bp  Sc: 69.17 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGA 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIV.trna33-ArgTCG (9152957-9153029)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIV.trna34-ArgTCG (9158122-9158194)  Arg (TCG) 73 bp  Sc: 71.44 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna181-ArgTCG (1368697-1368625)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrX.trna58-ArgTCG (15185746-15185818)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrII.trna2-ArgTCG (490198-490270)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrIII.trna45-ArgTCG (10388444-10388516)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrI_random.trna28-ArgTCG (2800708-2800636)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrUn.trna1-ArgTCT (782161-782233)  Arg (TCT) 73 bp  Sc: 61.43 
GGCCTTGTGGCCTAATGGAGAAGGCGTCTGACTTCTAATCAGAAGATTGCAAGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrI.trna56-ArgTCT (9595269-9595197)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrIV.trna75-ArgTCT (15127681-15127753)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrIV.trna96-ArgTCT (12069551-12069479)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrV.trna143-ArgTCT (1514046-1513974)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrX.trna67-ArgTCT (16478820-16478892)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrX.trna68-ArgTCT (16479355-16479427)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrX.trna94-ArgTCT (18208076-18208004)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrUn.trna63-ArgTCT (852280-852208)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 



>Caenorhabditis_briggsae_chrV.trna40-ArgTCT (10778676-10778748)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_briggsae_chrUn.trna9-AsnGTT (2167709-2167778)  Asn (GTT) 70 bp  Sc: 28.97 
CTCTACCTGTGTAGGCAGCGCGTTCGGTTGTTAACCGAAAGGTTGGTGGTTCGAGCCCAC 
CCGGGAGCGA 
>Caenorhabditis_briggsae_chrV.trna94-AsnGTT (13965172-13965103)  Asn (GTT) 70 bp  Sc: 28.97 
CTCTACCTGTGTAGGCAGCGCGTTCGGTTGTTAACCGAAAGGTTGGTGGTTCGAGCCCAC 
CCGGGAGCGA 
>Caenorhabditis_briggsae_chrV.trna27-AsnGTT (6065631-6065703)  Asn (GTT) 73 bp  Sc: 49.17 
GCTTCCGTGGCGCACTAGGCAGCGCGTTCGGATGTTAACCGAAAGGTTGGTGGTTCGAGC 
CTACCCGCGAGCG 
>Caenorhabditis_briggsae_chrUn.trna55-AsnGTT (3213833-3213761)  Asn (GTT) 73 bp  Sc: 58.52 
GCTTCCGTGGAGCAATAAGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrII.trna95-AsnGTT (2626325-2626253)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrIII.trna101-AsnGTT (9173611-9173539)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrIII.trna107-AsnGTT (6108628-6108556)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrIII_random.trna6-AsnGTT (266652-266580)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrUn.trna18-AsnGTT (3346208-3346280)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrUn.trna24-AsnGTT (4598802-4598874)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna28-AsnGTT (6072173-6072245)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna59-AsnGTT (13717669-13717741)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna60-AsnGTT (13843762-13843834)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna61-AsnGTT (14115458-14115530)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna62-AsnGTT (14387366-14387438)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna73-AsnGTT (14691172-14691244)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna89-AsnGTT (14401519-14401447)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna90-AsnGTT (14391356-14391284)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna91-AsnGTT (14153286-14153214)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna92-AsnGTT (13974833-13974761)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna93-AsnGTT (13966501-13966429)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrX.trna14-AsnGTT (4310837-4310909)  Asn (GTT) 73 bp  Sc: 73.73 



GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrX.trna146-AsnGTT (13275384-13275312)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrX.trna169-AsnGTT (4790521-4790449)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrX.trna69-AsnGTT (16496230-16496302)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_briggsae_chrV.trna145-AspGTC (1341688-1341614)  Asp (GTC) 75 bp  Sc: 28.12 
TACTACTATATATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGAGGAGAAA 
>Caenorhabditis_briggsae_chrII.trna10-AspGTC (2273842-2273916)  Asp (GTC) 75 bp  Sc: 34.51 
CCCCCTCTACCTGTGTAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAA 
TTCCCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna101-AspGTC (13394329-13394258)  Asp (GTC) 72 bp  Sc: 49.48 
TCCACGGTAGTATAGTGGTGAGTCTCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
TCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna11-AspGTC (1420979-1421050)  Asp (GTC) 72 bp  Sc: 54.97 
TCTTCGGTAGAATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna131-AspGTC (3315-3244)  Asp (GTC) 72 bp  Sc: 54.97 
TCTTCGGTAGAATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrII.trna99-AspGTC (1172383-1172312)  Asp (GTC) 72 bp  Sc: 58.11 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAGTTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna64-AspGTC (14178309-14178380)  Asp (GTC) 72 bp  Sc: 59.50 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCAGGGAG 
>Caenorhabditis_briggsae_chrV.trna11-AspGTC (3290255-3290326)  Asp (GTC) 72 bp  Sc: 62.45 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGCCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna63-AspGTC (14175796-14175867)  Asp (GTC) 72 bp  Sc: 63.44 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATAC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrII.trna41-AspGTC (11862907-11862978)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrII.trna9-AspGTC (2269235-2269306)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna10-AspGTC (1272140-1272211)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna100-AspGTC (10977794-10977723)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna37-AspGTC (10973703-10973774)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna39-AspGTC (11715409-11715480)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna58-AspGTC (13939595-13939666)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna65-AspGTC (14180550-14180621)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna66-AspGTC (14186398-14186469)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna67-AspGTC (14188114-14188185)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 



CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna68-AspGTC (14189551-14189622)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna69-AspGTC (14195198-14195269)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna74-AspGTC (14853117-14853188)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna76-AspGTC (14570048-14569977)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV.trna9-AspGTC (1269009-1269080)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrUn.trna40-AspGTC (6486094-6486023)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrUn.trna41-AspGTC (6481900-6481829)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrUn.trna42-AspGTC (6478003-6477932)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrUn.trna43-AspGTC (6471311-6471240)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna10-AspGTC (3283251-3283322)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna12-AspGTC (3293894-3293965)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna120-AspGTC (10778206-10778135)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna45-AspGTC (12515069-12515140)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna46-AspGTC (12516977-12517048)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrV.trna80-AspGTC (14587446-14587375)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrX.trna173-AspGTC (4307616-4307545)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrX.trna21-AspGTC (7676057-7676128)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_briggsae_chrIV_random.trna2-CysGCA (294799-294883)  Cys (GCA) 85 bp  Sc: 32.69 
ACCCGGGTGGCCGAGTGGGGAAAGGCACGAGTCGCACGACTCGGCGGGCACTGACCCAAC 
GCAGGTTCGAGTCCTGTCCCTGGTA 
>Caenorhabditis_briggsae_chrI.trna10-CysGCA (1931185-1931256)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrI.trna64-CysGCA (8311660-8311589)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrI.trna65-CysGCA (8311330-8311259)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrIII.trna61-CysGCA (12557805-12557876)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 



>Caenorhabditis_briggsae_chrIII.trna84-CysGCA (12600706-12600635)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrIV.trna115-CysGCA (4092778-4092707)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrI_random.trna41-CysGCA (1006724-1006653)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrV.trna116-CysGCA (11887070-11886999)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrV.trna36-CysGCA (9604025-9604096)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrV.trna37-CysGCA (9824562-9824633)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrV.trna74-CysGCA (15626456-15626385)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrV.trna75-CysGCA (15626262-15626191)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrX.trna62-CysGCA (15915042-15915113)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrX.trna63-CysGCA (15915568-15915639)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrX.trna64-CysGCA (15916289-15916360)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrX.trna65-CysGCA (15916648-15916719)  Cys (GCA) 72 bp  Sc: 73.99 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Caenorhabditis_briggsae_chrIV.trna104-GlnCTG (8801745-8801674)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrIV.trna107-GlnCTG (7455078-7455007)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrX.trna131-GlnCTG (14731348-14731277)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrX.trna51-GlnCTG (14730958-14731029)  Gln (CTG) 72 bp  Sc: 75.15 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrI.trna70-GlnCTG (7946125-7946054)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrI_random.trna44-GlnCTG (97346-97275)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrV.trna112-GlnCTG (12544807-12544736)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrV.trna150-GlnCTG (847843-847772)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrV.trna44-GlnCTG (12258947-12259018)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrV.trna55-GlnCTG (13647520-13647591)  Gln (CTG) 72 bp  Sc: 78.75 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGNCCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_briggsae_chrV.trna79-GlnTTG (14648182-14648114)  Gln (TTG) 69 bp  Sc: 23.57 



GCCATCGCGCAGTAGTTACAGCTTTGTCTTTGAGGCAAAAGGTCAAAAGTTCGATTCCTT 
TAGGTGGCA 
>Caenorhabditis_briggsae_chrX.trna132-GlnTTG (14729954-14729883)  Gln (TTG) 72 bp  Sc: 61.56 
GGTTCTATGGTGTAGCGGTTAGCACTCAAGACTTTGAATCCTGCGACCCGAGTTAAAATC 
TCGGTGGAACCA 
>Caenorhabditis_briggsae_chrV.trna98-GlnTTG (13662048-13661977)  Gln (TTG) 72 bp  Sc: 68.25 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGTAACCT 
>Caenorhabditis_briggsae_chrX.trna129-GlnTTG (14743373-14743302)  Gln (TTG) 72 bp  Sc: 71.13 
GGTTCCATGGTGTAGTGGTTAGCACTCATGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrII.trna104-GlnTTG (768298-768227)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrII.trna26-GlnTTG (5406842-5406913)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrIII.trna125-GlnTTG (1433076-1433005)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrIV.trna106-GlnTTG (7455376-7455305)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrIV.trna114-GlnTTG (6260946-6260875)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrIV.trna129-GlnTTG (1085699-1085628)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna100-GlnTTG (13644641-13644570)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna56-GlnTTG (13649969-13650040)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna57-GlnTTG (13651839-13651910)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna58-GlnTTG (13653340-13653411)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna97-GlnTTG (13675222-13675151)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV.trna99-GlnTTG (13647417-13647346)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrV_random.trna5-GlnTTG (1879065-1879136)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna124-GlnTTG (14997754-14997683)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna125-GlnTTG (14991117-14991046)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna130-GlnTTG (14731701-14731630)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna185-GlnTTG (512007-511936)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna49-GlnTTG (14729497-14729568)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna50-GlnTTG (14730109-14730180)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 



TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna54-GlnTTG (14743558-14743629)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna52-GlnTTG (14731866-14731937)  Gln (TTG) 72 bp  Sc: 77.23 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_briggsae_chrX.trna15-GluCTC (5230776-5230848)  Glu (CTC) 73 bp  Sc: 54.01 
TCTCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACTTATAAGGCCGGGGTTCGATT 
CCCCTCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna17-GluCTC (1765442-1765513)  Glu (CTC) 72 bp  Sc: 60.86 
TCCGTTGTGGTCTAGTGGTTAGAATTTTTGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCATCAGAA 
>Caenorhabditis_briggsae_chrIII.trna99-GluCTC (10034758-10034687)  Glu (CTC) 72 bp  Sc: 63.38 
TCCTTTTTTGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrII.trna73-GluCTC (11318099-11318028)  Glu (CTC) 72 bp  Sc: 68.60 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTG 
CCCGCAAGGGAA 
>Caenorhabditis_briggsae_chrII.trna35-GluCTC (11074309-11074379)  Glu (CTC) 71 bp  Sc: 71.97 
TCCGTTGTGGTCTAGTGGTTAGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTCC 
CCGCAACGGAA 
>Caenorhabditis_briggsae_chrII.trna36-GluCTC (11122387-11122458)  Glu (CTC) 72 bp  Sc: 73.28 
TCCGTTGTGGTCTAGTGGTTAGGATTTATTGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI_random.trna21-GluCTC (3326088-3326159)  Glu (CTC) 72 bp  Sc: 74.36 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGTCCGGGGTTCGATTC 
CCCGCAACGAAA 
>Caenorhabditis_briggsae_chrX.trna41-GluCTC (13587177-13587248)  Glu (CTC) 72 bp  Sc: 78.78 
TCCGTTGTGGTCTAGTGGTCAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna43-GluCTC (13588102-13588173)  Glu (CTC) 72 bp  Sc: 78.78 
TCCGTTGTGGTCTAGTGGTCAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna5-GluCTC (929325-929396)  Glu (CTC) 72 bp  Sc: 79.12 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCAATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI.trna43-GluCTC (9752145-9752216)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI.trna52-GluCTC (9751212-9751141)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI.trna53-GluCTC (9747778-9747707)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI.trna54-GluCTC (9745145-9745074)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrII.trna75-GluCTC (11072954-11072883)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna132-GluCTC (931818-931747)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna133-GluCTC (923746-923675)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna134-GluCTC (922832-922761)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna135-GluCTC (919324-919253)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIII.trna6-GluCTC (930402-930473)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 



>Caenorhabditis_briggsae_chrIII.trna8-GluCTC (955216-955287)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrII_random.trna20-GluCTC (1195866-1195795)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrII_random.trna21-GluCTC (1194940-1194869)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrIV.trna30-GluCTC (6261743-6261814)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrUn.trna31-GluCTC (5740742-5740813)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna16-GluCTC (5231056-5231127)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna160-GluCTC (7914919-7914848)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna168-GluCTC (5230576-5230505)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna42-GluCTC (13587734-13587805)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna90-GluCTC (19757942-19758013)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrX.trna95-GluCTC (17450473-17450402)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_briggsae_chrI.trna55-GluTTC (9595690-9595619)  Glu (TTC) 72 bp  Sc: 72.72 
TCCCATGTGGGCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrII.trna22-GluTTC (4994334-4994405)  Glu (TTC) 72 bp  Sc: 74.30 
TCTCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrII.trna78-GluTTC (9095472-9095401)  Glu (TTC) 72 bp  Sc: 77.65 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCGCCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrI.trna17-GluTTC (3795349-3795420)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrI.trna35-GluTTC (8653114-8653185)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrI.trna63-GluTTC (8643187-8643116)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIII.trna55-GluTTC (11158360-11158431)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIII.trna56-GluTTC (11166102-11166173)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIII.trna90-GluTTC (11167474-11167403)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIV.trna49-GluTTC (12682205-12682276)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIV.trna50-GluTTC (12695256-12695327)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIV.trna57-GluTTC (13910793-13910864)  Glu (TTC) 72 bp  Sc: 79.04 



TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIV.trna77-GluTTC (14258210-14258139)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrIV.trna93-GluTTC (12699672-12699601)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrV.trna121-GluTTC (10206416-10206345)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrV_random.trna8-GluTTC (2430095-2430024)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrX.trna118-GluTTC (15753164-15753093)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrX.trna19-GluTTC (6147140-6147211)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrX.trna28-GluTTC (9565820-9565891)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_briggsae_chrII.trna94-GlyCCC (3962785-3962703)  Gly (CCC) 83 bp  Sc: 53.11 
GCAGTGGTGGCCGAGAGGTTAAGGTGTTGGATTCCCGATCCAATTGNGGTAACACAGCGT 
GGATTNGAATCCCATCCACTGCA 
>Caenorhabditis_briggsae_chrII.trna17-GlyCCC (3976130-3976212)  Gly (CCC) 83 bp  Sc: 64.54 
GCAGTGGTGGCCGAGTGGTTAAGGCGTTCGATTCCCGTTCCCATTGTGGTAACACAGCGT 
GGGTTCGAATCCCACCCACTGCA 
>Caenorhabditis_briggsae_chrII.trna15-GlyCCC (3962928-3963011)  Gly (CCC) 84 bp  Sc: 67.25 
GCAGTGGTGGCCGAGTGGTTAAGGCGTTGGATTCCCGTTCCAATTGTGGTAACACAGCGT 
GGGTTCGAATTCCCACCCACTGCA 
>Caenorhabditis_briggsae_chrII.trna16-GlyCCC (3972134-3972217)  Gly (CCC) 84 bp  Sc: 67.71 
GCAGTGGTGGCCGAGTGGTTAAGGCGTTGGATTCCCGTTCCAATTGTGATTAACACAGCG 
TGGGTTCGCATCCCACCCACTGCA 
>Caenorhabditis_briggsae_chrII.trna93-GlyCCC (3971981-3971898)  Gly (CCC) 84 bp  Sc: 73.18 
GCAGTGGTGGCCGAGCGGTTAAGGCGTTGGATTCCCGTTCCAATTGTGATTAACACAGCG 
TGGGTTCGAATCCCACCCACTGCA 
>Caenorhabditis_briggsae_chrII.trna92-GlyCCC (3975781-3975698)  Gly (CCC) 84 bp  Sc: 79.21 
GCAGCGGTGGCCGAGTGGTTAAGGCGTTGGATTCCCGATCCAATTGTGATTAACACAGCG 
TGGGTTCGAATCCCACCCGCTGCA 
>Caenorhabditis_briggsae_chrII_random.trna17-GlyGCC (1828721-1828651)  Gly (GCC) 71 bp  Sc: 69.29 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCACGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrII_random.trna8-GlyGCC (1833744-1833814)  Gly (GCC) 71 bp  Sc: 75.99 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrI.trna36-GlyGCC (8739420-8739490)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIII.trna113-GlyGCC (2709245-2709175)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIII.trna114-GlyGCC (2650558-2650488)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIII.trna24-GlyGCC (2709527-2709597)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIII.trna28-GlyGCC (4917828-4917898)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrII_random.trna6-GlyGCC (1682766-1682836)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrII_random.trna7-GlyGCC (1686522-1686592)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 



CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIV.trna113-GlyGCC (6275244-6275174)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrUn.trna20-GlyGCC (3819519-3819589)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrUn.trna48-GlyGCC (4682502-4682432)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrV.trna20-GlyGCC (4714873-4714943)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrV.trna21-GlyGCC (4791718-4791788)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrV.trna22-GlyGCC (4800313-4800383)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrV.trna87-GlyGCC (14522329-14522259)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrV.trna88-GlyGCC (14506193-14506123)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrX.trna109-GlyGCC (16815347-16815277)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrX.trna174-GlyGCC (4241575-4241505)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrX.trna61-GlyGCC (15794997-15795067)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_briggsae_chrIII.trna106-GlyTCC (6231747-6231676)  Gly (TCC) 72 bp  Sc: 34.33 
GGTGTAATGGTGTAATGGTCCATATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCAG 
>Caenorhabditis_briggsae_chrX.trna119-GlyTCC (15748180-15748108)  Gly (TCC) 73 bp  Sc: 51.05 
CCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGGTTCGATT 
CTCTCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna9-GlyTCC (1372534-1372604)  Gly (TCC) 71 bp  Sc: 62.11 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna40-GlyTCC (13290424-13290495)  Gly (TCC) 72 bp  Sc: 65.38 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGGTTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna27-GlyTCC (8958067-8958138)  Gly (TCC) 72 bp  Sc: 65.40 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGTTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna40-GlyTCC (8917091-8917162)  Gly (TCC) 72 bp  Sc: 68.19 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACACA 
>Caenorhabditis_briggsae_chrX.trna60-GlyTCC (15748345-15748416)  Gly (TCC) 72 bp  Sc: 68.94 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTGGACGGGGGTTCGATTC 
CCCCTGAGCGCA 
>Caenorhabditis_briggsae_chrI_random.trna29-GlyTCC (2777728-2777657)  Gly (TCC) 72 bp  Sc: 69.06 
GCGTTCGTGGTGTAATGGTCAGCATGGGTGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna144-GlyTCC (13290257-13290186)  Gly (TCC) 72 bp  Sc: 72.36 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAATGCA 
>Caenorhabditis_briggsae_chrI.trna5-GlyTCC (1356798-1356869)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna59-GlyTCC (8916940-8916869)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_briggsae_chrI.trna6-GlyTCC (1360400-1360471)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna7-GlyTCC (1368248-1368319)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna8-GlyTCC (1371243-1371314)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna85-GlyTCC (2310719-2310648)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna86-GlyTCC (2304894-2304823)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna87-GlyTCC (1630274-1630203)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna88-GlyTCC (1371143-1371072)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna89-GlyTCC (1368035-1367964)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna90-GlyTCC (1360208-1360137)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna91-GlyTCC (1356665-1356594)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI.trna92-GlyTCC (1287385-1287314)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrII.trna45-GlyTCC (12769016-12769087)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrII.trna62-GlyTCC (12758643-12758572)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrIII.trna105-GlyTCC (6237756-6237685)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrIII.trna15-GlyTCC (1725587-1725658)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrIV.trna2-GlyTCC (685436-685507)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrIV.trna3-GlyTCC (686366-686437)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI_random.trna12-GlyTCC (2700635-2700706)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI_random.trna17-GlyTCC (2960453-2960524)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI_random.trna24-GlyTCC (2959680-2959609)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrI_random.trna30-GlyTCC (2700182-2700111)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrUn.trna16-GlyTCC (2819306-2819377)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrUn.trna22-GlyTCC (4078111-4078182)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrUn.trna50-GlyTCC (4078011-4077940)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrV.trna139-GlyTCC (2792151-2792080)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrV.trna26-GlyTCC (5897317-5897388)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna120-GlyTCC (15747149-15747078)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna145-GlyTCC (13287435-13287364)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna147-GlyTCC (12706379-12706308)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna165-GlyTCC (5946483-5946412)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna18-GlyTCC (5950644-5950715)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna22-GlyTCC (7915041-7915112)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna39-GlyTCC (13287604-13287675)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna59-GlyTCC (15747339-15747410)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrX.trna89-GlyTCC (19751870-19751941)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrV.trna9-GlyTCC (2825265-2825336)  Gly (TCC) 72 bp  Sc: 75.39 
GCGTTCGTGGTGTAATGGTTAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_briggsae_chrV.trna105-HisGTG (13177922-13177854)  His (GTG) 69 bp  Sc: 44.66 
ACCTGTGTAAAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTCCAG 
CAGCAGGCA 
>Caenorhabditis_briggsae_chrIV.trna12-HisGTG (1467568-1467639)  His (GTG) 72 bp  Sc: 74.34 
GCCCACTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGTGGGCA 
>Caenorhabditis_briggsae_chrIV.trna17-HisGTG (1475306-1475377)  His (GTG) 72 bp  Sc: 74.34 
GCCCACTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGTGGGCA 
>Caenorhabditis_briggsae_chrV.trna69-HisGTG (14590609-14590680)  His (GTG) 72 bp  Sc: 74.34 
GCCCACTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGTGGGCA 
>Caenorhabditis_briggsae_chrII.trna27-HisGTG (5943985-5944056)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrII_random.trna15-HisGTG (1931286-1931357)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrII_random.trna16-HisGTG (1930501-1930430)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrIV.trna128-HisGTG (1217398-1217327)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrIV.trna23-HisGTG (2930748-2930819)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 



CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrIV.trna6-HisGTG (1240456-1240527)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrIV.trna8-HisGTG (1243848-1243919)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna103-HisGTG (13182010-13181939)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna107-HisGTG (13160884-13160813)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna110-HisGTG (13054844-13054773)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna113-HisGTG (12518470-12518399)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna34-HisGTG (8552507-8552578)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna49-HisGTG (13149273-13149344)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrV.trna52-HisGTG (13162068-13162139)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrX.trna156-HisGTG (10194480-10194409)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrX.trna183-HisGTG (1100613-1100542)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrX.trna23-HisGTG (8089232-8089303)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_briggsae_chrI_random.trna3-IleAAT (1181435-1181506)  Ile (AAT) 72 bp  Sc: 54.38 
GCAACGAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGACCC 
CTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrII.trna79-IleAAT (9086333-9086260)  Ile (AAT) 74 bp  Sc: 78.45 
GCCGCCATAGCTCAGTCGGTTAGATCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrX.trna105-IleAAT (17255728-17255655)  Ile (AAT) 74 bp  Sc: 79.20 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCTAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna38-IleAAT (8825386-8825459)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna39-IleAAT (8834761-8834834)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna62-IleAAT (8824783-8824710)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna81-IleAAT (2945439-2945366)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrII.trna63-IleAAT (12591866-12591793)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrII.trna66-IleAAT (11862798-11862725)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrII.trna76-IleAAT (9820697-9820624)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 



>Caenorhabditis_briggsae_chrIII.trna1-IleAAT (446693-446766)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna11-IleAAT (1365658-1365731)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna119-IleAAT (1838636-1838563)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna12-IleAAT (1381360-1381433)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna13-IleAAT (1565961-1566034)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna19-IleAAT (1789195-1789268)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIV.trna119-IleAAT (3156465-3156392)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrIV.trna120-IleAAT (2751768-2751695)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrX.trna116-IleAAT (16210842-16210769)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrX.trna155-IleAAT (10249290-10249217)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrX.trna172-IleAAT (4328082-4328009)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna26-IleTAT (6511932-6512015)  Ile (TAT) 84 bp  Sc: 51.15 
GCCCCGGTGGCCGAGTAATCGAAGGCGTGAGACTTATGTTCTCATTCGGGAAACCGATCG 
CGGGTTTGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna32-IleTAT (6748639-6748722)  Ile (TAT) 84 bp  Sc: 57.86 
GCCCCGGTGGTCAAGTTGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCAAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna27-IleTAT (6521385-6521468)  Ile (TAT) 84 bp  Sc: 59.69 
GCCCCGGTGGGCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGAAACCGATCG 
CGGGTTGGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna33-IleTAT (6785191-6785278)  Ile (TAT) 88 bp  Sc: 66.71 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTGGCATTGGCAACCG 
ATCGCGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna25-IleTAT (6509561-6509644)  Ile (TAT) 84 bp  Sc: 68.04 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGGGACTTATGTTCTCATTCGGGAAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna23-IleTAT (6505500-6505583)  Ile (TAT) 84 bp  Sc: 68.76 
GCCGCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna29-IleTAT (6643457-6643540)  Ile (TAT) 84 bp  Sc: 69.80 
GCTCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCA 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna22-IleTAT (6502462-6502545)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna24-IleTAT (6506662-6506745)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna28-IleTAT (6642801-6642884)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna31-IleTAT (6746285-6746368)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna75-IleTAT (6665886-6665803)  Ile (TAT) 84 bp  Sc: 73.89 



GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna76-IleTAT (6642252-6642169)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna78-IleTAT (6510161-6510078)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna77-IleTAT (6520859-6520776)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGAAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna79-IleTAT (6501949-6501866)  Ile (TAT) 84 bp  Sc: 73.89 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGAAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna30-IleTAT (6744901-6744984)  Ile (TAT) 84 bp  Sc: 74.93 
GCCCCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGTTCTCATTCGGGCAACCGATCG 
CGGGTTCAAATCCCGCCCGGGGCA 
>Caenorhabditis_briggsae_chrI_random.trna22-IleTAT (3498899-3498816)  Ile (TAT) 84 bp  Sc: 76.14 
GCCCCGGTGGCCGAGGGGTCTAAGGCGTGAGACTTATGATCTCATTCGGGAAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrI_random.trna23-IleTAT (3498371-3498288)  Ile (TAT) 84 bp  Sc: 80.59 
GCCCCGGTGGCCGAGTGGTCTAAGGCGTGAGACTTATGATCTCATTCGGGTAACCGATCG 
CGGGTTCGAATCCCGTCCGGGGCA 
>Caenorhabditis_briggsae_chrV.trna39-IleTAT (10108731-10108815)  Ile (TAT) 85 bp  Sc: 71.74 
GCCCCATTGGCGCAGTCGGTTAGCGCATGGTACTTATAGTCTATAGGGCATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_briggsae_chrX.trna136-IleTAT (14292351-14292267)  Ile (TAT) 85 bp  Sc: 74.86 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTTATAGGGAATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_briggsae_chrX.trna135-IleTAT (14292769-14292685)  Ile (TAT) 85 bp  Sc: 73.01 
GCCCCATTGGCGCAGTCGGTTAGCGCATGGTACTTATAGTTTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_briggsae_chrX.trna48-IleTAT (14293269-14293353)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_briggsae_chrV.trna126-IleTAT (6423967-6423883)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_briggsae_chrX.trna110-LeuAAG (16793638-16793557)  Leu (AAG) 82 bp  Sc: 48.91 
GGAGAGATGACCGAGCGGTCTAAGGCGCTGGTTTAAGGCACAAGTCTCTTCGAGGGCGTG 
GGTTCGAATCCCGCTCTCTTCA 
>Caenorhabditis_briggsae_chrV.trna5-LeuAAG (1583176-1583257)  Leu (AAG) 82 bp  Sc: 51.76 
GGAGAGATGGCCGAGCAGTCCAAGGCGCTGGTTTAAGGCACAAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrV.trna142-LeuAAG (1580999-1580918)  Leu (AAG) 82 bp  Sc: 61.94 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTTA 
>Caenorhabditis_briggsae_chrI.trna37-LeuAAG (8763394-8763475)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrI.trna57-LeuAAG (9480700-9480619)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrI.trna58-LeuAAG (9063068-9062987)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrI.trna94-LeuAAG (1031685-1031604)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIII.trna115-LeuAAG (2640256-2640175)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIII.trna116-LeuAAG (2634704-2634623)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIII.trna117-LeuAAG (2520691-2520610)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 



GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIII.trna20-LeuAAG (2086301-2086382)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrII_random.trna19-LeuAAG (1567435-1567354)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrII_random.trna22-LeuAAG (869394-869313)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrII_random.trna25-LeuAAG (116136-116055)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrII_random.trna26-LeuAAG (114944-114863)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrII_random.trna5-LeuAAG (1611680-1611761)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIV.trna116-LeuAAG (3812746-3812665)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrI_random.trna38-LeuAAG (1908638-1908557)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrUn.trna21-LeuAAG (4043989-4044070)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna149-LeuAAG (12205109-12205028)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrUn.trna59-LeuAAG (1995907-1995826)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrV.trna76-LeuAAG (15062491-15062410)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna112-LeuAAG (16505610-16505529)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna113-LeuAAG (16505250-16505169)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna114-LeuAAG (16502703-16502622)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna115-LeuAAG (16501748-16501667)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrX.trna140-LeuAAG (13976862-13976781)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_briggsae_chrIV.trna92-LeuCAA (12993267-12993182)  Leu (CAA) 86 bp  Sc: 48.33 
GCCGGGGTGGCCGAGTGGGGCAAGGCGCGAGTCTCAACGACTCTTAGGGCACTGACCCGA 
CGCAGGTTCGAGTCCTGCCCCCGGCG 
>Caenorhabditis_briggsae_chrII.trna43-LeuCAA (12380489-12380608)  Leu (CAA) 120 bp  Sc: 60.51 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACAGCTTGCCTCAAGTTCGA 
GGTCTTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrII.trna64-LeuCAA (12409739-12409620)  Leu (CAA) 120 bp  Sc: 60.51 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACAGCTTGCCTCAAGTTCGA 
GGTCTTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrIII.trna74-LeuCAA (13184029-13183910)  Leu (CAA) 120 bp  Sc: 59.88 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACAGCTTGCCTCAAGTTCGA 
GGTCTCACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrX.trna106-LeuCAA (17245003-17244884)  Leu (CAA) 120 bp  Sc: 60.37 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTCCGCTTGCCTCAAGTTCG 
AGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 



>Caenorhabditis_briggsae_chrX.trna79-LeuCAA (17643530-17643650)  Leu (CAA) 121 bp  Sc: 60.14 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTGTTCGCTTACCTCAAGTAC 
GAGGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGC 
A 
>Caenorhabditis_briggsae_chrII.trna1-LeuCAA (376370-376488)  Leu (CAA) 119 bp  Sc: 60.38 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAGAGCTTACCTCGAGTTCGA 
GGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrIV.trna27-LeuCAA (4998427-4998549)  Leu (CAA) 123 bp  Sc: 59.61 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATTGCGTCTTGCCTCGAGT 
TCGAGGTTCTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_briggsae_chrIV.trna28-LeuCAA (5832721-5832839)  Leu (CAA) 119 bp  Sc: 61.65 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAAGCTTGTCTCGAGTTCGA 
GACTTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrIII.trna104-LeuCAA (6656290-6656172)  Leu (CAA) 119 bp  Sc: 47.62 
GCACGGATGGCCGAGTGGTCTAAGGCACCAGACTCAAGCGTTAGCTTGCCTCAAGTTCGA 
GGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTAGGTTCGAATCTCACTTCGTGCA 
>Caenorhabditis_briggsae_chrIII.trna103-LeuCAA (7321006-7320888)  Leu (CAA) 119 bp  Sc: 60.24 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTCAGCTTGCCTCAAGTTCGA 
GGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_briggsae_chrV.trna31-LeuCAG (7291836-7291919)  Leu (CAG) 84 bp  Sc: 69.72 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_briggsae_chrIII.trna59-LeuCAG (12286137-12286220)  Leu (CAG) 84 bp  Sc: 70.08 
GCTGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACAGCA 
>Caenorhabditis_briggsae_chrIV.trna103-LeuCAG (9354299-9354216)  Leu (CAG) 84 bp  Sc: 70.54 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGATGACA 
>Caenorhabditis_briggsae_chrII.trna42-LeuCAG (11904227-11904310)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_briggsae_chrIV.trna105-LeuCAG (8532677-8532594)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_briggsae_chrIV.trna110-LeuCAG (6910450-6910367)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_briggsae_chrX.trna46-LeuCAG (13889776-13889859)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_briggsae_chrI.trna66-LeuTAA (8096074-8095991)  Leu (TAA) 84 bp  Sc: 51.41 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTAAGAACCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_briggsae_chrI.trna67-LeuTAA (8094139-8094056)  Leu (TAA) 84 bp  Sc: 51.41 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTAAGAACCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_briggsae_chrII.trna18-LeuTAA (4094640-4094723)  Leu (TAA) 84 bp  Sc: 68.68 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTTCTA 
>Caenorhabditis_briggsae_chrII.trna30-LeuTAA (9109117-9109200)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_briggsae_chrII.trna91-LeuTAA (4091974-4091891)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_briggsae_chrX.trna123-LeuTAA (15120023-15119940)  Leu (TAA) 84 bp  Sc: 76.00 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGGTAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_briggsae_chrX.trna166-LeuTAG (5701048-5700967)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_briggsae_chrX.trna167-LeuTAG (5699314-5699233)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_briggsae_chrII.trna21-LeuTAG (4928304-4928385)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 



GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_briggsae_chrV.trna129-LeuTAG (5196873-5196792)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_briggsae_chrV.trna151-LeuTAG (759489-759408)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_briggsae_chrI.trna80-LeuTAG (4332572-4332372)  Leu (TAG) 201 bp  Sc: 46.76 
GGGATCGTAGCTCAATGGTAGAGCGTCCTCTTTAGAAGTGAAGTGACATAAGTTAATGCC 
TTTGGCCTGATAGCCATGTTTGGGGTTCATGGCTAGGTAAAATTAGTTCTTTTTCGGAAG 
AAGCCATACAATTTCACTGAACGTCCCCCATGTTACTAGCTGATAAAGTGGAAGATCGGG 
GTTCGAATCCCTGCGACTCCA 
>Caenorhabditis_briggsae_chrII.trna72-LysCTT (11714746-11714678)  Lys (CTT) 69 bp  Sc: 53.75 
TCAGTAGAGCTCAGTCGGTACAGCACCAGACTCTTAATCTGGTGTCGCGGGTTCGAGCCC 
CGCATTGAG 
>Caenorhabditis_briggsae_chrII_random.trna11-LysCTT (1886083-1886151)  Lys (CTT) 69 bp  Sc: 53.75 
TCAGTAGAGCTCAGTCGGTACAGCACCAGACTCTTAATCTGGTGTCGCGGGTTCGAGCCC 
CGCATTGAG 
>Caenorhabditis_briggsae_chrII.trna85-LysCTT (7195675-7195603)  Lys (CTT) 73 bp  Sc: 56.19 
GCCCGGTTAGCTCAGTCGGTAAAGCACCAGACTCTTAATCCGGTTGTCGCGGGTTCGAGT 
CCCGCATTGATTT 
>Caenorhabditis_briggsae_chrII.trna74-LysCTT (11096050-11095978)  Lys (CTT) 73 bp  Sc: 56.56 
GCCCGGTTAGCTCAGTCGGCAGAGCACCAGACTCTTAATCTCGTTGTCGCGAGTTTGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna97-LysCTT (1970799-1970717)  Lys (CTT) 83 bp  Sc: 57.46 
GCCCGGTTAGCTCAGTCGGTACCTCTACGTAGAGCACCAGACTCTTAATCttgttgtCGC 
GGGTTCGAGCCCCGCACTGGGCT 
>Caenorhabditis_briggsae_chrX.trna82-LysCTT (18839000-18839072)  Lys (CTT) 73 bp  Sc: 72.10 
GCCTGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCTGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna83-LysCTT (18844341-18844413)  Lys (CTT) 73 bp  Sc: 72.10 
GCCTGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCTGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna84-LysCTT (18956950-18957022)  Lys (CTT) 73 bp  Sc: 72.10 
GCCTGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCTGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI.trna46-LysCTT (10173235-10173307)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI.trna48-LysCTT (10341178-10341106)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI.trna60-LysCTT (8862516-8862444)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna38-LysCTT (11722982-11723054)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna39-LysCTT (11724418-11724490)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna68-LysCTT (11774855-11774783)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna70-LysCTT (11716016-11715944)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna80-LysCTT (8485237-8485165)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII.trna81-LysCTT (8483434-8483362)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIII.trna124-LysCTT (1540802-1540730)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII_random.trna13-LysCTT (1888520-1888592)  Lys (CTT) 73 bp  Sc: 80.31 



GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrII_random.trna9-LysCTT (1884813-1884885)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna40-LysCTT (11751606-11751678)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna41-LysCTT (11755481-11755553)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna42-LysCTT (11757657-11757729)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna43-LysCTT (11758560-11758632)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna44-LysCTT (11762850-11762922)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna98-LysCTT (11766607-11766535)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrIV.trna99-LysCTT (11759800-11759728)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna15-LysCTT (2880102-2880174)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna16-LysCTT (2909455-2909527)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna25-LysCTT (2920433-2920361)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna26-LysCTT (2910374-2910302)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna27-LysCTT (2871684-2871612)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna37-LysCTT (1939403-1939331)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna39-LysCTT (1906901-1906829)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna4-LysCTT (1907868-1907940)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrV.trna35-LysCTT (8583646-8583718)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna4-LysCTT (1678038-1678110)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna81-LysCTT (18835277-18835349)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna85-LysCTT (19357497-19357569)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna86-LysCTT (19359561-19359633)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna87-LysCTT (19374140-19374212)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 



CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrX.trna88-LysCTT (19430086-19430158)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_briggsae_chrI.trna97-LysTTT (22868-22796)  Lys (TTT) 73 bp  Sc: 69.67 
TCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrI.trna50-LysTTT (10000882-10000810)  Lys (TTT) 73 bp  Sc: 69.89 
GCCTCCTTGGCTCAGTTGGTAGTGTGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrV.trna54-LysTTT (13427377-13427449)  Lys (TTT) 73 bp  Sc: 74.54 
GCCTCCTTAGCTCAATTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrI.trna45-LysTTT (10006989-10007061)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrI.trna49-LysTTT (10004135-10004063)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrII.trna82-LysTTT (8323770-8323698)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrIII.trna37-LysTTT (7802161-7802233)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrIV.trna38-LysTTT (11388520-11388592)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrIV.trna45-LysTTT (11983182-11983254)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrIV.trna97-LysTTT (11975861-11975789)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrUn.trna19-LysTTT (3347290-3347362)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrUn.trna7-LysTTT (2010377-2010449)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrV.trna146-LysTTT (1339569-1339497)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrX.trna30-LysTTT (9958493-9958565)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrX.trna93-LysTTT (19806100-19806028)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrI_random.trna40-LysTTT (1129513-1129441)  Lys (TTT) 73 bp  Sc: 82.53 
GCCACCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_briggsae_chrII.trna29-MetCAT (8045903-8045977)  Met (CAT) 75 bp  Sc: 52.01 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAACCTTGCAAGGTCGTGAGTTCGA 
GCCTCATCGGGAGCA 
>Caenorhabditis_briggsae_chrII.trna13-MetCAT (2917777-2917848)  Met (CAT) 72 bp  Sc: 61.67 
GCTTCCGTAGCGAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGCC 
TCACCGGGAGCA 
>Caenorhabditis_briggsae_chrIII.trna120-MetCAT (1766014-1765943)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrIII.trna121-MetCAT (1736206-1736135)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrIII.trna91-MetCAT (11016174-11016103)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 



>Caenorhabditis_briggsae_chrIV.trna101-MetCAT (10223634-10223563)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrIV.trna70-MetCAT (14196285-14196356)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrIV.trna71-MetCAT (14197865-14197936)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrUn.trna2-MetCAT (818269-818340)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrUn.trna3-MetCAT (854054-854125)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrUn.trna64-MetCAT (819399-819328)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrX.trna66-MetCAT (16209649-16209720)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_briggsae_chrX.trna32-MetCAT (10669235-10669307)  Met (CAT) 73 bp  Sc: 72.07 
GCTTCCGTAGCGCAGTGGGCATCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrII.trna37-MetCAT (11370951-11371023)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrIV.trna121-MetCAT (1563175-1563103)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrUn.trna17-MetCAT (3011461-3011533)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrUn.trna51-MetCAT (3822955-3822883)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrV.trna102-MetCAT (13381200-13381128)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrV.trna140-MetCAT (2717642-2717570)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrV.trna152-MetCAT (753133-753061)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrV.trna8-MetCAT (2709893-2709965)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrX.trna24-MetCAT (8688089-8688161)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrX.trna31-MetCAT (10668446-10668518)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrIII.trna34-MetCAT (6658594-6658666)  Met (CAT) 73 bp  Sc: 75.42 
GCTCCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_briggsae_chrIII.trna77-PheGAA (13167542-13167470)  Phe (GAA) 73 bp  Sc: 52.42 
GCCTTGATTGCTCAGTTAGGATAGCATTAGACTGAAGATTTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCT 
>Caenorhabditis_briggsae_chrIII.trna69-PheGAA (13172074-13172146)  Phe (GAA) 73 bp  Sc: 60.92 
CTCTTGATAGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna76-PheGAA (13170734-13170662)  Phe (GAA) 73 bp  Sc: 74.94 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGTCA 
>Caenorhabditis_briggsae_chrIII.trna65-PheGAA (12799147-12799219)  Phe (GAA) 73 bp  Sc: 80.05 



GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna66-PheGAA (13128556-13128628)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna68-PheGAA (13163009-13163081)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna78-PheGAA (13164842-13164770)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna79-PheGAA (13158269-13158197)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna81-PheGAA (13118211-13118139)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna85-PheGAA (11354152-11354080)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrUn.trna56-PheGAA (2930177-2930105)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrUn.trna61-PheGAA (1259720-1259648)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrV.trna2-PheGAA (900746-900818)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrV_random.trna7-PheGAA (2446068-2446140)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrX.trna104-PheGAA (17420649-17420577)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrX.trna38-PheGAA (11892903-11892975)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrX.trna96-PheGAA (17433711-17433639)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_briggsae_chrIII.trna80-PheGAA (13157517-13157445)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_briggsae_chrV.trna115-PheGAA (11902636-11902564)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_briggsae_chrX.trna154-PheGAA (10502375-10502303)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna110-PheGAA (3899746-3899674)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_briggsae_chrI_random.trna20-PheGAA (3180892-3180964)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_briggsae_chrI.trna73-ProAGG (7493072-7493009)  Pro (AGG) 64 bp  Sc: 44.10 
GTATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCCCCGG 
CTCA 
>Caenorhabditis_briggsae_chrI.trna18-ProAGG (4542458-4542529)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_briggsae_chrI.trna74-ProAGG (7437017-7436946)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_briggsae_chrI_random.trna14-ProAGG (2797369-2797440)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 



CCGGCTCAGCCC 
>Caenorhabditis_briggsae_chrX.trna117-ProAGG (16209969-16209898)  Pro (AGG) 72 bp  Sc: 75.61 
GGCCAGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCTGGCCC 
>Caenorhabditis_briggsae_chrX.trna26-ProAGG (8936954-8937025)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_briggsae_chrX.trna3-ProCGG (1224539-1224610)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIII.trna67-ProCGG (13161930-13162001)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIV.trna26-ProCGG (3406280-3406351)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrI_random.trna5-ProCGG (1941590-1941661)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIII.trna109-ProGGG (4211509-4211426)  Pro (GGG) 84 bp  Sc: 32.83 
GCCGGGGTGGCCCATTGGCAAAGGCGCAGGTTCGGGGGATCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCTGGCA 
>Caenorhabditis_briggsae_chrV.trna15-ProTGG (4375559-4375627)  Pro (TGG) 69 bp  Sc: 48.36 
GGCCGAACGGTCTAGTGGTATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCCCCG 
GTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna56-ProTGG (14936980-14937052)  Pro (TGG) 73 bp  Sc: 62.94 
GGCCAAATAGTCTAGTGGTATGATTCTTGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTTGGCACA 
>Caenorhabditis_briggsae_chrIII.trna31-ProTGG (5945266-5945337)  Pro (TGG) 72 bp  Sc: 65.01 
GGCCGAATGGTCTAGTGGTATGGTTCTCGCTTTGGGTGCGAGAGGTCCCGGGGTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna131-ProTGG (4382180-4382109)  Pro (TGG) 72 bp  Sc: 70.91 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGATCGGCCC 
>Caenorhabditis_briggsae_chrX.trna100-ProTGG (17422973-17422903)  Pro (TGG) 71 bp  Sc: 72.04 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCGGGTTCAATCCC 
CGGTTCGGCCC 
>Caenorhabditis_briggsae_chrII.trna46-ProTGG (13176915-13176986)  Pro (TGG) 72 bp  Sc: 73.10 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTGGGCCC 
>Caenorhabditis_briggsae_chrV.trna14-ProTGG (4356654-4356725)  Pro (TGG) 72 bp  Sc: 73.62 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCNNNNN 
>Caenorhabditis_briggsae_chrX.trna97-ProTGG (17432335-17432264)  Pro (TGG) 72 bp  Sc: 73.62 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCNNNNN 
>Caenorhabditis_briggsae_chrII.trna100-ProTGG (1162807-1162736)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrII.trna101-ProTGG (1158205-1158134)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIII.trna38-ProTGG (8157461-8157532)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIII.trna46-ProTGG (10864119-10864190)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrIII.trna82-ProTGG (12875287-12875216)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrUn.trna13-ProTGG (2311521-2311592)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrUn.trna36-ProTGG (6839428-6839357)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_briggsae_chrUn.trna54-ProTGG (3347829-3347758)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna132-ProTGG (4377156-4377085)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna133-ProTGG (4375399-4375328)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna134-ProTGG (4364075-4364004)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna135-ProTGG (4356544-4356473)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna16-ProTGG (4377502-4377573)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV.trna24-ProTGG (5552479-5552550)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrV_random.trna4-ProTGG (1625584-1625655)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna101-ProTGG (17422206-17422135)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna102-ProTGG (17421799-17421728)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna103-ProTGG (17421004-17420933)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna134-ProTGG (14339330-14339259)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna152-ProTGG (10965885-10965814)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna25-ProTGG (8936470-8936541)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna34-ProTGG (10966095-10966166)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna44-ProTGG (13861666-13861737)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna71-ProTGG (17421156-17421227)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna72-ProTGG (17422396-17422467)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna73-ProTGG (17423136-17423207)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna74-ProTGG (17429937-17430008)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna75-ProTGG (17430800-17430871)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna76-ProTGG (17431256-17431327)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna77-ProTGG (17432525-17432596)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna98-ProTGG (17429774-17429703)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_briggsae_chrX.trna99-ProTGG (17423701-17423630)  Pro (TGG) 72 bp  Sc: 80.16 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCA 
>Caenorhabditis_briggsae_chrIII.trna32-Undet??? (6232895-6232967)  Undet (???) 73 bp  Sc: 20.11 
GCCCTGGTGGTCGAGTGGGGAACGCTCGCGTTTTTCGCTCAACAGGTCAGTAGTTCGATA 
CCTCTCAAGGGCT 
>Caenorhabditis_briggsae_chrI.trna11-Undet??? (2107390-2107463)  Undet (???) 74 bp  Sc: 20.64 
GCACTTCGTGGCTTAGTGGCTAACGCGCGCGTTTTGCAATCTGAAGGTCAGGGGTTCGAC 
TCCACTTGGGTGTT 
>Caenorhabditis_briggsae_chrIII.trna102-Undet??? (7911894-7911823)  Undet (???) 72 bp  Sc: 22.49 
CTCCCTGTGGTGTAGTGGTGAACGCGCTTGTCAATCAGTCGCGCGTGGCGGGTTCGATTC 
CCGTTTGTGCGA 
>Caenorhabditis_briggsae_chrII.trna98-Undet??? (1493457-1493386)  Undet (???) 72 bp  Sc: 23.51 
GCCCACATGGCCTAGTGGGACTTTCGACGAGTTTGGATCCGGAGGTCGGGGGTTCGAATC 
CCACCGGTGGCA 
>Caenorhabditis_briggsae_chrI.trna44-Undet??? (9778589-9778661)  Undet (???) 73 bp  Sc: 26.40 
GCATGGGTGGTCTAGTGGTTTACACTGTTGGCTATGAAGCCGAAGGTTTTGGGTTCGACC 
CCCCGCCTAGGAT 
>Caenorhabditis_briggsae_chrI_random.trna19-Undet??? (3177375-3177455)  Undet (???) 81 bp  Sc: 28.93 
GCCCTCGTCGCCTAGTGGTCTATGGCGCCGTTCCTACTCCACTGCTTTTGGGGGTTGTTG 
GTTCGACTCCACCCGGCGGCA 
>Caenorhabditis_briggsae_chrII.trna8-Undet??? (1641558-1641629)  Undet (???) 72 bp  Sc: 31.13 
GCGTCCATGGTGTAGTGGTTAACGCGCTATGCTTTTGCCCACACGATGTTGGTTCGAGTC 
CGACTGGTGGTA 
>Caenorhabditis_briggsae_chrIII_random.trna5-Undet??? (384969-384897)  Undet (???) 73 bp  Sc: 33.22 
GCATGGGTGGCCCAGTGGTATACGGTGTCAGCTATGAAGCAGAAGGTTTTTGGTTCGACT 
CCCGCCTAGTGCT 
>Caenorhabditis_briggsae_chrV.trna86-LeuAAG (14524092-14524022)  Leu (AAG) 71 bp  Sc: 21.49 
GCGTCCGTGGCGCAACGCTTGCGCTTTTGCTTAAGGTCCAAAAGGTCAGGGGTTCGATCC 
CACCAGAGACC 
>Caenorhabditis_briggsae_chrI_random.trna2-LeuAAG (144500-144572)  Leu (AAG) 73 bp  Sc: 28.17 
GCTGTGGTAGCTTAACGGCCTACGCTTTTGGCTAAGATCCAAGAGGTCCTAGGTTCGACC 
CCAACCTAGAACT 
>Caenorhabditis_briggsae_chrUn.trna62-IleAAT (1068721-1068649)  Ile (AAT) 73 bp  Sc: 20.57 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAATATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIII.trna93-IleAAT (11002656-11002583)  Ile (AAT) 74 bp  Sc: 20.79 
GCGCCCGTGGTGTAGAGGTCAACGCTTTTGCCCAATAATCTAGAGGTCGCGGGTTCAACT 
CCACCCTAGGCTTA 
>Caenorhabditis_briggsae_chrV.trna17-IleAAT (4444818-4444890)  Ile (AAT) 73 bp  Sc: 22.38 
ACACGCGTAGTGTAGTGGGTGCGCTCTAGGCTAATATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIII.trna92-GlyACC (11012194-11012124)  Gly (ACC) 71 bp  Sc: 22.93 
GCCGCGTAGCGCAGTGGCAAGGCTTTTGCCAACCATCCGAAAGGTCCGGGGTTCGACTCC 
TCTTGTCGGCA 
>Caenorhabditis_briggsae_chrI.trna2-GlyACC (273921-273994)  Gly (ACC) 74 bp  Sc: 24.97 
GGCGCCGTGGCCGAGTGGAGAATGCGCTTGCCTACCAATCTGAAGGACGCGGGTTCGATT 
CCTCCCGGGGTACA 
>Caenorhabditis_briggsae_chrIII.trna51-GlyACC (11016793-11016864)  Gly (ACC) 72 bp  Sc: 26.36 
CCCCCCGTGGCCGAGTGGCAACGCTTTTGCCCACCACCCACAAGGTCCGGGGTTCGATTC 
CACTTGCTGGCA 
>Caenorhabditis_briggsae_chrIV.trna125-GlyACC (1289258-1289186)  Gly (ACC) 73 bp  Sc: 27.11 
GTCTCGGTGGTGCAGTGGTAACGCGCCTGCCTACCAATCTAGAGGTTCTTGGTTCGATCC 
CTCGGTTGGCATT 
>Caenorhabditis_briggsae_chrIV.trna60-GlyACC (14058534-14058606)  Gly (ACC) 73 bp  Sc: 33.20 
TGCACTATGGCGCAGTGACAACGCTTTTGGCTACCAATCTAGAGGTCAGGGGTTCGATTC 
CTCTTGTGGGCAA 
>Caenorhabditis_briggsae_chrII.trna102-GlyACC (903698-903627)  Gly (ACC) 72 bp  Sc: 34.08 
GCCAGCGTGGCGTAGTGGTTGCGCTTTTGCCCACCACCCACAAGGCCGCGAGTTCGACTC 
CCCACTTTGGCA 
>Caenorhabditis_briggsae_chrI.trna84-SerAGA (2441330-2441258)  Ser (AGA) 73 bp  Sc: 24.10 
GCACGCTTGGCCGAGTGGCATAGAGGTTAGGCTAGAGTTCTAGAGGTCGCAGGTTCGATT 



CCCACTGGCTGCG 
>Caenorhabditis_briggsae_chrII.trna51-ProAGG (13418930-13419002)  Pro (AGG) 73 bp  Sc: 24.66 
GCATTTTTGGCTCAACTGGGTAGAGTGGTGAATAGGAATCTAGAGGTCAGGGGTTCGAAT 
CCCACCGGAGTCA 
>Caenorhabditis_briggsae_chrI.trna42-ThrAGT (9431007-9431079)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrII.trna32-ThrAGT (9964540-9964612)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrII.trna67-ThrAGT (11785330-11785258)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrII.trna86-ThrAGT (5951603-5951531)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIII.trna122-ThrAGT (1700593-1700521)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIII_random.trna7-ThrAGT (18966-18894)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIV.trna112-ThrAGT (6362712-6362640)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIV.trna130-ThrAGT (95903-95831)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna14-ThrAGT (2492322-2492394)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna15-ThrAGT (2622398-2622470)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna27-ThrAGT (5301298-5301370)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna37-ThrAGT (6599635-6599563)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna39-ThrAGT (6521145-6521073)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna52-ThrAGT (3635327-3635255)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna53-ThrAGT (3553342-3553270)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna136-ThrAGT (3499621-3499549)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna147-ThrAGT (1164397-1164325)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna18-ThrAGT (4498356-4498428)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna29-ThrAGT (6565255-6565327)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna32-ThrAGT (7303877-7303949)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV_random.trna3-ThrAGT (1564851-1564923)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 



>Caenorhabditis_briggsae_chrX.trna1-ThrAGT (473675-473747)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna121-ThrAGT (15606431-15606359)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna142-ThrAGT (13659959-13659887)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna170-ThrAGT (4508252-4508180)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna20-ThrAGT (6315395-6315467)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna35-ThrAGT (11516495-11516567)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna80-ThrAGT (17766116-17766188)  Thr (AGT) 73 bp  Sc: 20.52 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIV.trna1-ThrAGT (19531-19603)  Thr (AGT) 73 bp  Sc: 20.90 
ACACGCGTAGTGTAGTGGCTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna38-ThrAGT (6552532-6552462)  Thr (AGT) 71 bp  Sc: 21.08 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGGGGTTCAATCC 
CTGCTGGTGTT 
>Caenorhabditis_briggsae_chrV_random.trna6-ThrAGT (2249275-2249345)  Thr (AGT) 71 bp  Sc: 21.32 
ACACGCATAGTGTAGTGGGTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTT 
>Caenorhabditis_briggsae_chrX.trna175-ThrAGT (2523000-2522928)  Thr (AGT) 73 bp  Sc: 22.33 
ACACGCGTAGTGTAGTGGGTGCGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrX.trna10-ThrAGT (2575808-2575880)  Thr (AGT) 73 bp  Sc: 23.99 
GCATTTCTGGCTCAACTGGGTAGAAGGGTGACTAGTGATCTAGAGGTCAGGGGTTCGAAC 
CCCAACGGAGGCA 
>Caenorhabditis_briggsae_chrX.trna8-ThrAGT (1969515-1969587)  Thr (AGT) 73 bp  Sc: 24.82 
ACACGCGTAGTGTAGTGGTTACGCTCTAGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrIII.trna22-ThrAGT (2510430-2510502)  Thr (AGT) 73 bp  Sc: 25.28 
ACACGCGTAGTGTAGTGGGTACGCTCTTGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrUn.trna23-ThrAGT (4401417-4401489)  Thr (AGT) 73 bp  Sc: 25.28 
ACACGCGTAGTGTAGTGGGTACGCTCTTGGCTAGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 
>Caenorhabditis_briggsae_chrV.trna81-TyrATA (14569209-14569137)  Tyr (ATA) 73 bp  Sc: 25.82 
GCGCGCATGGCCTAGTGGATAAGAGATCTGTCTATAGATCTGAAGGCCACGGGTTCGATT 
CCTTTAGGTGGCA 
>Caenorhabditis_briggsae_chrX.trna122-AspATC (15271593-15271522)  Asp (ATC) 72 bp  Sc: 20.44 
GCCTCCTGTGGTGTAGAGGTGAACACGCTTGTCTATCAGTCGCACGTCGCGGGTTCGATT 
CCCATCAGTGCG 
>Caenorhabditis_briggsae_chrIV.trna95-AspATC (12494185-12494114)  Asp (ATC) 72 bp  Sc: 22.59 
CGCTGTGTGGTGTAGAGGTGAGCACGCTTGTCTATCAGTCGCGCATCGCGGGTTCGACTC 
CCATCTGTGCGT 
>Caenorhabditis_briggsae_chrV.trna108-AspATC (13153327-13153256)  Asp (ATC) 72 bp  Sc: 23.16 
CCCCCTGTGGTGTAGAGGTGAACGCGCTTGTCTATCAGTCGGGCGTCGAGGGTTCGATCC 
CCATCTGTGCGT 
>Caenorhabditis_briggsae_chrI.trna3-AspATC (276060-276132)  Asp (ATC) 73 bp  Sc: 23.67 
GGGCCCGTGGCCGAGTGGAGAGTGCGCTTGCCTATCAATCAGAAGGTCACGGGTTCGATT 
GCTCCCGGGGTTA 
>Caenorhabditis_briggsae_chrI.trna51-AspATC (9836464-9836393)  Asp (ATC) 72 bp  Sc: 23.92 
TGTCCGTGGCGCAGTGGTAACGCTTTTGCACATCACGCCAGTAGTCACGGGTTCGAACCC 
CAGCCAGAGCAA 
>Caenorhabditis_briggsae_chrIV.trna72-AspATC (14572458-14572531)  Asp (ATC) 74 bp  Sc: 24.27 
GCACCAGGTATGGCGCAGTGGTAGTGCGCTAGGTTATCGTTCAAAGGGTCATGGGTTCAA 
TTCCACTTGGTGTA 
>Caenorhabditis_briggsae_chrI_random.trna11-AspATC (2645609-2645681)  Asp (ATC) 73 bp  Sc: 25.16 



GGCAGCGTGGCAGAGCGGTGAACACTTGCGCCCATCAATCTCGCGCTCGCTGGTTCGACT 
CCCACCTCTGTCA 
>Caenorhabditis_briggsae_chrV.trna66-AspATC (14523275-14523347)  Asp (ATC) 73 bp  Sc: 25.77 
TGTGCGTTGGCGCATTGGTTAACGCTTTTGGCCATCGTCCACAAGGTCCGGGTTTCGACC 
CCCGGGGGCTCCA 
>Caenorhabditis_briggsae_chrIV.trna82-AspATC (14054714-14054644)  Asp (ATC) 71 bp  Sc: 26.71 
GCCCGCGTGGTGTAGTGGCTACACTTTTGCCTATCAATCTAGAGGTCCGGGGTTCGATTC 
CACCTTGGTTT 
>Caenorhabditis_briggsae_chrIII.trna43-AspATC (10365430-10365502)  Asp (ATC) 73 bp  Sc: 27.24 
ACACGCGTGGTGCAGTGGCATACGCTTTTGGTCATCAATCTGAAGGTCCGGGGTTCGACT 
CCCAACTCGTGTA 
>Caenorhabditis_briggsae_chrI_random.trna10-AspATC (2630003-2630078)  Asp (ATC) 76 bp  Sc: 34.67 
GGCAGCGTGGCAGAGCGGTGAATACTTTTTTTGCCTATCAATCTCGAGTTCGTTGGTTCG 
ATTCCAACCGATGCCA 
>Caenorhabditis_briggsae_chrV.trna13-HisATG (3720679-3720750)  His (ATG) 72 bp  Sc: 22.74 
GCCACCGTCGTGTAATGGTAGCAAGCTAGTATATGGATCTAGAGGTCACAGGTTCGATTT 
CTTGTGAGGCCA 
>Caenorhabditis_briggsae_chrV.trna82-HisATG (14567613-14567542)  His (ATG) 72 bp  Sc: 22.94 
GCACGCGTGGTCGAGTGGAGAAGAGGTCTGACTATGGACCTGAAGGTCGCGGGTTCGATT 
CTTTTTGATGCC 
>Caenorhabditis_briggsae_chrV.trna83-HisATG (14566785-14566716)  His (ATG) 70 bp  Sc: 23.28 
GCTCATTTGGTGTAGTGGTAGCAGCCTTGACTATGGATCTAGAGGTCCGTGGTTCAAATC 
ATTCTGGACT 
>Caenorhabditis_briggsae_chrV.trna77-HisATG (14655872-14655801)  His (ATG) 72 bp  Sc: 23.38 
CACATTTGGCCGAGTGGAGAAGAGGTCTGACTATGGATCAAAAGGTCAGGGGTTCGATTC 
TTTTGGGTGTCA 
>Caenorhabditis_briggsae_chrIV.trna59-HisATG (14054812-14054886)  His (ATG) 75 bp  Sc: 24.96 
TTCAAAGTGGCCTAGTGGCTAGGAGTGTTGACTATGGATCAGAGGGTCCCGGGTTCGATT 
CCTCCGACGTCCAAA 
>Caenorhabditis_briggsae_chrI_random.trna34-HisATG (2518512-2518438)  His (ATG) 75 bp  Sc: 26.48 
GTGCAGGTTTGGTGTAGTGGCTAGCAAGCTAGACTATGGTTCTGAAGGTCGCGGGTTCGA 
CTCCACTCTAGGACA 
>Caenorhabditis_briggsae_chrV.trna78-HisATG (14654226-14654154)  His (ATG) 73 bp  Sc: 28.45 
GCACATTTGGCCGAGTGGATAAGAGATCAGACTATGAATCTGAAGGTCAGGGGTTCGATT 
ACTTTGGGTGGCC 
>Caenorhabditis_briggsae_chrV.trna71-HisATG (14654329-14654401)  His (ATG) 73 bp  Sc: 29.96 
GCGCGCATGGCCTAGTGGATAAGAGATCAGTCTATGGATCTGAAGGCCACGGGTTCGATT 
CCTTTAGGTGGCA 
>Caenorhabditis_briggsae_chrV.trna68-HisATG (14569313-14569384)  His (ATG) 72 bp  Sc: 30.42 
CACATTTGGCCGAGTGGATAAGAGATCAGACTATGAATCTGAAGGTCAGGGGTTCGATTA 
CTTTGGGTGTCA 
>Caenorhabditis_briggsae_chrV.trna72-HisATG (14655976-14656048)  His (ATG) 73 bp  Sc: 30.68 
GCACGCGTGGCCGAGTGGAGAAGAGGTCTGTCTATGGATCTGAAGGTCACAAGTTCGATT 
CTTTTGGGGGTCA 
>Caenorhabditis_briggsae_chrI.trna15-AsnATT (2595256-2595343)  Asn (ATT) 88 bp  Sc: 22.97 
GCCCGCGTGGCTCAGTGGTAACGCTCCTCACCATTAATCCCACACATTTTGATTTTGAGG 
TGCGTGGGTTCGAGCCCATTCGATGCTA 
>Caenorhabditis_briggsae_chrI_random.trna35-GluCTC (2517054-2516982)  Glu (CTC) 73 bp  Sc: 21.37 
GGCGTGTTTGGTGTAGTGGCAACGCTTTTGCCTCTCAATCTCGACCTCCCAGGTTCGACT 
CCTCGCCGCGCCT 
>Caenorhabditis_briggsae_chrIII.trna4-GlnCTG (914013-914085)  Gln (CTG) 73 bp  Sc: 26.41 
GGCCGCGTAGCGCAGTGGTAGCGCTTCTGGCGCTGGCGCACGAGGTTTATGGTTCGACTC 
CCATGGGAGGCAA 
>Caenorhabditis_briggsae_chrIII.trna98-LysCTT (10047716-10047643)  Lys (CTT) 74 bp  Sc: 21.47 
GGCGCCATGGCCTAGTGGGTTGTCATTTTGCTCTTCATCCAAAAGGTCGGAGGTTCGACC 
CCCGCCTTGCGTTT 
>Caenorhabditis_briggsae_chrI_random.trna7-PheGAA (2311868-2311943)  Phe (GAA) 76 bp  Sc: 21.25 
GCTCGGATGGCCTAGTGGGATTTTCGGCTGAAAACTTTGGAACGAAGGGTCGCGGGTTCG 
ATTCCCACCGGTGGCA 
>Caenorhabditis_briggsae_chrII.trna54-ValGAC (13426850-13426778)  Val (GAC) 73 bp  Sc: 20.86 
GTATTTTTGGCTCAACTGGGTAGAGGAGCGGCTGACGACCTAGAGGTCGGGGGTTCAAAC 
CCCGCCGGGGTCA 
>Caenorhabditis_briggsae_chrII.trna57-ValGAC (13416968-13416896)  Val (GAC) 73 bp  Sc: 25.71 
GAATTTTTGGCTCAGCTGGGTAGAGTGGTGACTGACGATCTAGAGGTCAGGAGTTCAAAC 
CCCACCGGGGTCA 
>Caenorhabditis_briggsae_chrII.trna49-ValGAC (13415209-13415281)  Val (GAC) 73 bp  Sc: 26.02 
GCATTTTTGGCTCAACTGGGTAGAGGGGTGACTGACGATCTAGAGGTCAGGGGTTCGAAT 



CCCACGGGGGTCA 
>Caenorhabditis_briggsae_chrII.trna50-ValGAC (13415498-13415570)  Val (GAC) 73 bp  Sc: 26.02 
GCATTTTTGGCTCAACTGGGTAGAGGGGTGACTGACGATCTAGAGGTCAGGGGTTCGAAT 
CCCACCGGGGTCA 
>Caenorhabditis_briggsae_chrIII.trna118-ValGAC (2491281-2491209)  Val (GAC) 73 bp  Sc: 27.67 
GTCACCATGGTGTAGTGGGTAACAGACATGATCGACATTCAAGAGGTCAGGAGTTCAATT 
CCCTTGCGCGCCA 
>Caenorhabditis_briggsae_chrIII.trna50-GlyGCC (11001818-11001889)  Gly (GCC) 72 bp  Sc: 20.63 
GGGAGCGTGGCGTAGTGGTTGCAGTTTTGCCCGCCGATCTAGAGGTCCGGGGTTCGATTC 
CACCTGGGCTCA 
>Caenorhabditis_briggsae_chrX.trna9-GlyGCC (2574792-2574863)  Gly (GCC) 72 bp  Sc: 20.72 
GCATTTTTGGCTCAACTGGGTAGAGGGGTGACTGCCGATCTAGAGGTCAAGGGATCGAAT 
CCCACCGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna21-GlyGCC (2396393-2396464)  Gly (GCC) 72 bp  Sc: 21.23 
CACCCGGTGGCCTTAAGGCTAACGCGCCTGACTGCCGTTCAGAAGGTCGCGGGTTCGAGT 
CCGCATGGGAAC 
>Caenorhabditis_briggsae_chrII.trna19-GlyGCC (4378473-4378541)  Gly (GCC) 69 bp  Sc: 23.56 
GTCCCCCTTTACCTGTGGTAGAATGTTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATG 
>Caenorhabditis_briggsae_chrII.trna52-GlyGCC (13419214-13419286)  Gly (GCC) 73 bp  Sc: 24.90 
GTATTTTTGGCTCAACTGGGTAGAGGGATGACTGCCGATCTAGAGGTCAGGGGTTCGAAT 
CCCACCGGGGTCA 
>Caenorhabditis_briggsae_chrIII.trna23-GlyGCC (2650672-2650738)  Gly (GCC) 67 bp  Sc: 36.55 
GCATCGGTTGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CAACGCT 
>Caenorhabditis_briggsae_chrX.trna182-GlyGCC (1153666-1153598)  Gly (GCC) 69 bp  Sc: 45.19 
ACATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGACGGCCCGGGTTCGATTCC 
CGGCTTTTC 
>Caenorhabditis_briggsae_chrX.trna143-GlyGCC (13455814-13455732)  Gly (GCC) 83 bp  Sc: 23.55 
GCCCGCGTGGTGTAGTGGCTAGCGCGCTTGTCCGCCGCACAGCCAAGCAGAGGGGGTCGT 
TGGTTCGACTCCCCTCCTCGGCA 
>Caenorhabditis_briggsae_chrII.trna53-AlaGGC (13864094-13864022)  Ala (GGC) 73 bp  Sc: 20.65 
GCATTTTTGGCTCAACTGGGTAGAGAGATGACTGGCAATCTAGAGGTCAGGGGTTCGAAC 
CTCACTGGGGTCA 
>Caenorhabditis_briggsae_chrUn.trna12-AlaGGC (2230899-2230970)  Ala (GGC) 72 bp  Sc: 24.09 
GCATTTTTGGCTCAACTGGGTAGAGGTATGACTGGCAATCTAGAGGTCAAGGGTTCAAAC 
CCCTACGGGGTA 
>Caenorhabditis_briggsae_chrII.trna48-AlaGGC (13414943-13415015)  Ala (GGC) 73 bp  Sc: 24.35 
GCATTTTTGGCTCAATTGGGTAGAGTGGTGACTGGCGATCTAGAGGCCAGGGGTTCAAAC 
CCCGCCGGGGGTC 
>Caenorhabditis_briggsae_chrII_random.trna23-AlaGGC (160597-160526)  Ala (GGC) 72 bp  Sc: 24.84 
GCCGCATGGCGGCGGGGGTAGCGCGCCTGTCCGGCATGCAGAAGGCCGCGGGTTCGACTC 
CCGTGGGGAGCG 
>Caenorhabditis_briggsae_chrII.trna47-AlaGGC (13406316-13406388)  Ala (GGC) 73 bp  Sc: 25.90 
GAATTTTTGGCTCAACTGGGTAGAGAAGTGACTGGCAATCTAGAGGTCAGGGGTTCGAAC 
CCCACCAGGGTCA 
>Caenorhabditis_briggsae_chrII.trna58-AlaGGC (13416333-13416261)  Ala (GGC) 73 bp  Sc: 27.22 
GAATTTTTGGCTCAACTGGGTAGAGTGGTGACCGGCGATCTAGAGGTCAGGGGTTCGAAC 
CCCACTGGGGTCA 
>Caenorhabditis_briggsae_chrUn.trna58-AlaGGC (2228165-2228092)  Ala (GGC) 74 bp  Sc: 28.10 
GCGTTTTTGGCTCAATTGGGTAGAGGGGTGACTGGCGATCTAGAGGTCACGGGTTCAAAC 
CCGCGTGGGGTGAA 
>Caenorhabditis_briggsae_chrUn.trna10-AlaGGC (2226522-2226594)  Ala (GGC) 73 bp  Sc: 28.36 
GCATTTTTGGCTCAACTGGGTAGAGGGGTGACTGGCGATCTAGAGGTCAAGGGTTCAAAC 
CCCTACGGGGGTA 
>Caenorhabditis_briggsae_chrUn.trna11-AlaGGC (2227109-2227181)  Ala (GGC) 73 bp  Sc: 31.18 
GCATTTTTGGCTCAACTGGGTAGAGCGATGACTGGCGATCTAGAGGTCACGGGTTCGAAC 
CCCACCTGAGTCA 
>Caenorhabditis_briggsae_chrII.trna55-AlaGGC (13418379-13418307)  Ala (GGC) 73 bp  Sc: 32.74 
GCATTTCTGGCTCAACTGGGTAGAGTGGTGACTGGCGATCTAGAGGTCAGGGGTTCGAAA 
CCCATCGGGGTCA 
>Caenorhabditis_briggsae_chrII.trna56-AlaGGC (13418091-13418019)  Ala (GGC) 73 bp  Sc: 33.79 
GCATTTCTGGCTCAACTGGTTAGAGTGGTGACTGGCGATCTAGAGGTCAGGGGTTCGAAC 
CCCACCGGGGTCA 
>Caenorhabditis_briggsae_chrUn.trna26-ThrGGT (5182360-5182432)  Thr (GGT) 73 bp  Sc: 20.81 
ACACGCGTAGTGTAGTGGGTACGCTCTAGGCTGGTATTCAGGAGGTCAGAGGTTCAATCC 
CTGCTGGTGTTTT 



>Caenorhabditis_briggsae_chrII.trna103-AspGTC (903032-902955)  Asp (GTC) 78 bp  Sc: 21.59 
GCACCTTTGGCACAGTGGTAGTGCTCCAGCCTGTCATTCAAGAGGTTCTATTCGCAGGTT 
CAATTCCTCCTTACTTCA 
>Caenorhabditis_briggsae_chrUn.trna5-AspGTC (1528443-1528514)  Asp (GTC) 72 bp  Sc: 22.75 
CCCCCTGTGGTGTAGAGGTGAACGCGCTTGTCTGTCAGTCGCGCGTCGCGGGTTCGATTC 
TCATCTGTGGGT 
>Caenorhabditis_briggsae_chrV.trna64-AspGTC (14520967-14521038)  Asp (GTC) 72 bp  Sc: 24.00 
TGCGCCGTGGTGTAGTGGTTAGCAGTTTGCTCGTCGTTAAGAAGGTCATAGGTTCAATTC 
GTCTTGGTGTAT 
>Caenorhabditis_briggsae_chrII.trna7-AspGTC (1229528-1229600)  Asp (GTC) 73 bp  Sc: 29.43 
GCGCGCGTAGAGTAATGGCTTACGCTTTTGCCCGTCATGCAGAAGGCCGGGGGTTCGATC 
CCCTTAGGTGGCA 
>Caenorhabditis_briggsae_chrIV.trna79-HisGTG (14165745-14165673)  His (GTG) 73 bp  Sc: 27.22 
GGCGCCGTGGTGTAGTGGTCTACGCTTTTGCCCGTGAATCTAGAGGTCCGGGGTTCGAAC 
CCACTTGGGGTAA 
>Caenorhabditis_briggsae_chrI.trna1-LeuTAG (69168-69240)  Leu (TAG) 73 bp  Sc: 22.32 
TGCGTCGTGGTGTAGTGGTTAGCGGCATTGCTTTAGGAACAGTGGCTCGCGGGTTCGAAT 
CCAACCAGGGAAA 
>Caenorhabditis_briggsae_chrIII.trna95-IleTAT (10624076-10624004)  Ile (TAT) 73 bp  Sc: 50.06 
TCCTCGGTGGCTCAGGCGGTAGCGCGCTAGCCCTATAGGCAAGAGGTCGTGGGTTCGACT 
CCCACCCTGGCAA 
>Caenorhabditis_briggsae_chrIII.trna130-GlyTCC (952710-952640)  Gly (TCC) 71 bp  Sc: 20.56 
GGCGTTGGTGTAGTGGTTTACGCTTCTGTCTTCCACCCACAAGCCCAGGTGTTCGACTCC 
CCGGTGCGCCA 
>Caenorhabditis_briggsae_chrI.trna14-GlyTCC (2304984-2305053)  Gly (TCC) 70 bp  Sc: 23.43 
GCGTTCGTGGTGTAATGTCTAGCATCTGTCTTCCAAGCGTGCGATGGGGGTTCGATTCTC 
ATCGAGCGCA 
>Caenorhabditis_briggsae_chrIV.trna73-GlyTCC (14574331-14574401)  Gly (TCC) 71 bp  Sc: 24.00 
GCCCGCGTGGCGCAGTGCCTGTGTTTTAGTCTTCCGTTCAAGAAGTCCGGGTTCGATCCC 
CGTTGGGGTCA 
>Caenorhabditis_briggsae_chrIII.trna7-GlyTCC (953484-953556)  Gly (TCC) 73 bp  Sc: 31.68 
TGCGCGTTGGTGTAGTGGCTTAAGCTTTTGCCTTCCATCCACAAGGCCAGGGGTTCGACT 
CCCCGACGCGCCA 
>Caenorhabditis_briggsae_chrIII.trna16-ArgTCG (1736308-1736378)  Arg (TCG) 71 bp  Sc: 36.38 
GCGTGATGGTGCAGTGGTAGTGAGCTAGACTTCGGATCTAGAGGTCGCGGGTTCGATTCC 
TCCTGGGCTCA 
>Caenorhabditis_briggsae_chrII.trna83-ArgTCG (7939364-7939289)  Arg (TCG) 76 bp  Sc: 40.46 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATTAAAAGGGAATTGTAGGTTCG 
AGTCCTGCCGTGGTCG 
>Caenorhabditis_briggsae_chrV.trna144-ArgTCT (1512342-1512273)  Arg (TCT) 70 bp  Sc: 38.22 
GCACTGGCCTAATGGATAAAGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCAAGCCTT 
GCCTGGGTCA 
>Caenorhabditis_briggsae_chrI.trna95-AlaTGC (167281-167211)  Ala (TGC) 71 bp  Sc: 26.17 
GCCGCGTGGCGCAGTGGCTAGCGCGCCTGTTTTGCAATCGGAGAGTCGCGGGTTCGACTT 
CGCGCTTGGCT 
>Caenorhabditis_briggsae_chrIII.trna52-ProTGG (11017664-11017736)  Pro (TGG) 73 bp  Sc: 22.33 
GGCTGTGTGGTGTAGTGGGTTATCGTTTTGACATGGGATCAAGAGGTCCGGGGTTCGAAC 
CCTGAGGTGGTAA 
>Caenorhabditis_briggsae_chrX.trna180-ProTGG (2065626-2065555)  Pro (TGG) 72 bp  Sc: 45.10 
GGCCGAATGGTCTAGTGGTATGATTCTCACTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCATAATTA 
>Caenorhabditis_briggsae_chrV.trna138-ProTGG (2926337-2926266)  Pro (TGG) 72 bp  Sc: 50.37 
GACCGACTGGTCTAGTGGTATGATTTTAGCTTTGGATGCCAGAGGTCCCGGGTTCAATCC 
CCGGTTCGCCCT 
>Caenorhabditis_briggsae_chrIV.trna61-SupTTA (14083626-14083698)  Sup (TTA) 73 bp  Sc: 21.83 
GCCCGTGTGGCCTAGTGGTTAGCGAGTCTGACTTTAGTGCGAGAGGTCCGGGGTTCGATC 
CCTTTTGTGGTTT 
>Caenorhabditis_briggsae_chrI_random.trna33-SupTTA (2527385-2527314)  Sup (TTA) 72 bp  Sc: 41.03 
GCACACTTGGTGTAGTGGTAGTGCTCTAGACGTTAGATCTAGAGGTCGCGGGTTCGAATC 
CCACATAGGGAA 
>Caenorhabditis_briggsae_chrIII.trna123-GluTTC (1612231-1612158)  Glu (TTC) 74 bp  Sc: 20.79 
GTCTCTATGGTGTAGTGGATTACATTTTTGACTTTCAATCTCAACACCAAAGTTCAATTC 
CTCCCGTGCGGAAA 
>Caenorhabditis_briggsae_chrV.trna65-GluTTC (14521808-14521875)  Glu (TTC) 68 bp  Sc: 23.00 
GCAGCGTAGCCTAGTGGCTTTGCTTTTGCACTTCATCCAGAAGGTCAGAGGTTCGATCCC 
TCTCTGCG 
>Caenorhabditis_briggsae_chrV.trna63-GluTTC (14516540-14516612)  Glu (TTC) 73 bp  Sc: 24.46 



TGCGTGATGGCGTAGTGGATAAACCTTTTGTCTTTCGTCCAAGAGGTCACAGGTTCGAAC 
CCAAGTGGTGCCA 
>Caenorhabditis_briggsae_chrII.trna11-GluTTC (2385484-2385555)  Glu (TTC) 72 bp  Sc: 25.91 
GAGCGGTGGCGTAGTGGCTAGCGCGCCTCGCTTTCACCAGTGAGGTGCGGGGTTCGACTC 
CGCCCGGTGGCA 
>Caenorhabditis_briggsae_chrIII.trna14-GluTTC (1599180-1599252)  Glu (TTC) 73 bp  Sc: 27.89 
GCGCGTTTGGCGTAATGGCTAACACTTTTGACTTTCAATCTAACCCTCGCGAGTTCGATC 
CCCGCTAGGGTTG 
>Caenorhabditis_briggsae_chrIII.trna49-GluTTC (10925753-10925823)  Glu (TTC) 71 bp  Sc: 29.50 
GACCGTGGCGCATTGGCTTGCGCTTTTGGCTTTCACCCACAAGGTCCGAGGTTCAATTCC 
CCCCTCGGACT 
>Caenorhabditis_briggsae_chrIV.trna19-GluTTC (1811622-1811694)  Glu (TTC) 73 bp  Sc: 34.71 
GCAGTCGTAGCGCAGTAGGTAGCGCGCTAGTTTTTCGATCGAGAGCTCGTGGGTTCGAAT 
CCGCCTAGGGGCT 
>Caenorhabditis_briggsae_chrUn.trna47-GluTTC (4786236-4786164)  Glu (TTC) 73 bp  Sc: 34.71 
GCAGTCGTAGCGCAGTAGGTAGCGCGCTAGTTTTTCGATCGAGAGCTCGTGGGTTCGAAT 
CCGCCTAGGGGCT 
>Caenorhabditis_briggsae_chrI_random.trna43-GlnTTG (135923-135854)  Gln (TTG) 70 bp  Sc: 20.03 
TCCACATGGTGTGTAGGTAAAACTTTTGCTTTTGGTTCAAGAGGTCGCAGGTTCAATCCC 
AGCGGTGGTG 
>Caenorhabditis_briggsae_chrII.trna3-GlnTTG (679027-679100)  Gln (TTG) 74 bp  Sc: 20.79 
GTCCACTTGGCGCAGCCGGTTAGCGCGTTGGCTTTGGAGCAGAAAGGACAGAAGTTCGAA 
TCCTGAACTCGGTA 
>Caenorhabditis_briggsae_chrI_random.trna31-GlnTTG (2644787-2644717)  Gln (TTG) 71 bp  Sc: 21.20 
GCACAAATAGCTTAATGGTTGTACTTTTGGCTTTGAATCTGAAGGTCGGGGGCTCGAACC 
CACCTTGGGCA 
>Caenorhabditis_briggsae_chrIV.trna84-GlnTTG (13761497-13761425)  Gln (TTG) 73 bp  Sc: 22.07 
GCTCGCGTGGCCTAGTGGTGAACACTTTTGACTTTGAATCTAGAGGTCGCGGGTTCGATT 
CTTTTTGGCTTCG 
>Caenorhabditis_briggsae_chrI_random.trna9-GlnTTG (2620366-2620438)  Gln (TTG) 73 bp  Sc: 22.19 
GTTCACGTGGtgttgtGGCTAAGGCTTTTGCGCTTGGTGCGGAAGGTGGGGGGTTCAAAC 
CCCTCCGGGAACT 
>Caenorhabditis_briggsae_chrIII.trna44-GlnTTG (10368405-10368476)  Gln (TTG) 72 bp  Sc: 22.43 
CGCCCTGTGGCTCACTGGTTACCGTTTTGTCTTTGAATCTAGAGGTCGCGGGTTCGAACC 
CAACTGGTGCCA 
>Caenorhabditis_briggsae_chrV.trna70-GlnTTG (14648291-14648362)  Gln (TTG) 72 bp  Sc: 22.56 
GCACACTTGGTGTAGTGGTAAGGAGCTAGACTTTGGATCTAGAGATCGCGAGTTCGATTC 
TTTTTGACGTCA 
>Caenorhabditis_briggsae_chrII_random.trna3-GlnTTG (913243-913315)  Gln (TTG) 73 bp  Sc: 23.69 
GTCCGGCTGGCCTAGGGGGTAAGACGTCTGACTTTGGATCAGAAGAAGCAAAAGTTCGAA 
TCCTCTTGGGGTA 
>Caenorhabditis_briggsae_chrUn.trna34-GlnTTG (7003077-7003149)  Gln (TTG) 73 bp  Sc: 25.58 
GCGCGTGTGGCCGACTGGCTAGCGCGCCTGCTTTTGATGCGGAAGGTCGTTGGTTCGAGT 
CCCGGCAGGTGTA 
>Caenorhabditis_briggsae_chrV.trna137-GlnTTG (3350362-3350290)  Gln (TTG) 73 bp  Sc: 25.91 
GGCGGCCGTAGTGTCGTGGCTAGCGCGCTGGCTTTTGGCGCGCGCGACGAGGGTTCGAGT 
CCGCTCGGCGCCA 
>Caenorhabditis_briggsae_chrI_random.trna8-GlnTTG (2517156-2517228)  Gln (TTG) 73 bp  Sc: 26.16 
GGAGGTTTGGTGTAGTGGTCTGGCCCTAGGTTTTGGTGCGAGAGGTCATAGGTTCAATTC 
CCACTAGATTCCA 
>Caenorhabditis_briggsae_chrIV.trna83-GlnTTG (13764199-13764130)  Gln (TTG) 70 bp  Sc: 26.59 
GCCCACGTGGCCTAGAGGTGAACGCTCTTGACTTTGGATCTAGAGGTCGGGGGTTCAAAT 
CTTTTTGGCT 
>Caenorhabditis_briggsae_chrIII.trna18-GlnTTG (1766115-1766183)  Gln (TTG) 69 bp  Sc: 26.68 
CGCGCTGTGGTACAGTGGTAGTGAGCTAGGCGTTGGATCTAGAGGTCGCAGGTTCGATTC 
CCAGTGGAG 
>Caenorhabditis_briggsae_chrII.trna6-GlnTTG (1162919-1162990)  Gln (TTG) 72 bp  Sc: 26.86 
AGCATCGTAGTGTAGAGGTAAAACGCCAGCTTTTGGTGCGAGAGGTCGCAGGTTCAATCC 
CCGCTTTGGCTT 
>Caenorhabditis_briggsae_chrIII.trna40-GlnTTG (9908444-9908515)  Gln (TTG) 72 bp  Sc: 27.68 
GGTTGCTTGGCTCAGTGGTAGCGCTCCCCATTTTGAAGCGAGAGGTCACGAGTTCGATTC 
CCCCACCGCCTA 
>Caenorhabditis_briggsae_chrIV.trna78-GlnTTG (14197763-14197693)  Gln (TTG) 71 bp  Sc: 27.84 
GCACGCGTGGTGTACTGGTAGAGAGCTATACTTTGGATCTAGAGGTACAGGGTTCGATTC 
CGTGCGGGGCG 
>Caenorhabditis_briggsae_chrV.trna84-GlnTTG (14560847-14560778)  Gln (TTG) 70 bp  Sc: 28.60 
GCACACTTGGTGTAGTGGTAACGAGCTAGGCTTTGGATCTAGAGGTAGGGGGTTCAATTC 



CTTGTGGGCC 
>Caenorhabditis_briggsae_chrI_random.trna1-GlnTTG (135242-135313)  Gln (TTG) 72 bp  Sc: 29.69 
GCCCACATGGTGTGCAGGTAACGCTTTTGACTTTGGCTCAAGAGGTCGCAGGTTCGATCC 
ACGCTGGGGTTT 
>Caenorhabditis_briggsae_chrIV_random.trna1-GlnTTG (227248-227321)  Gln (TTG) 74 bp  Sc: 31.81 
GCGCGCGTGGCCGACTAGTTAACGCGCCTGATTTTGAATCTAGAGGTCACGGGTTCGACT 
CCCACTGGTGCGTA 
>Caenorhabditis_briggsae_chrIII.trna42-GlnTTG (10348062-10348134)  Gln (TTG) 73 bp  Sc: 32.14 
GGCGCATTGGTCAATCTGGTTAGACTTTTGCCTTTGAATCTGGAGGTCGCGGGTTCGAAC 
CCCACCTGTGGCT 
>Caenorhabditis_briggsae_chrIV.trna80-GlnTTG (14084428-14084356)  Gln (TTG) 73 bp  Sc: 33.71 
GGCTGGGTGGCCTACTGGCTAGCGAGTCTGACTTTGGATCTAGAGGTCAGGGGTTCGATC 
CACCTTCTGGCCT 
>Caenorhabditis_briggsae_chrIII.trna60-GlnTTG (12516910-12516982)  Gln (TTG) 73 bp  Sc: 34.54 
GCGCGCGTAGCCTACTGGCTAACGCTTCAGCTTTTGAACCTGAAGGTCCGGAGTTCGATT 
CCCCGGTGGCTCA 
>Caenorhabditis_briggsae_chrII.trna5-GlnTTG (1158315-1158385)  Gln (TTG) 71 bp  Sc: 35.84 
AGTCACGTGGTCTTGTGGTAAGATTCTTGGCTTTGACGCGAGAGGTCCCGGGTTCAATCC 
CGCTGTGGCTT 
>Caenorhabditis_briggsae_chrIV.trna81-GlnTTG (14083523-14083452)  Gln (TTG) 72 bp  Sc: 37.49 
GCCCGCATGGCCTAGTGGCTAACGCATCTGTCTTTGGAGCGAGAGGTCCGGGGTTCGATC 
CCCCTTGTGGCA 
>Caenorhabditis_briggsae_chrIV.trna62-GlnTTG (14084521-14084592)  Gln (TTG) 72 bp  Sc: 47.68 
GCCTATGTGGCCGAGTGGTTAAGGGACCAGACTTTGAAGCGGGAGGTCGGGGGTTCGATC 
CCGCCTAGGGTA 
>Caenorhabditis_briggsae_chrI_random.trna32-GlnTTG (2530378-2530307)  Gln (TTG) 72 bp  Sc: 49.12 
GCACACTTGGTGTAGTGGTAGCGCTCTAGACTTTGGATCTAGAGGTCGCGGGTTCGAATC 
CTACCGAGGTCA 
>Caenorhabditis_briggsae_chrIV.trna118-LysTTT (3164721-3164652)  Lys (TTT) 70 bp  Sc: 20.10 
TGACCCGTGGTGTAGTGGCTAACGCACTACGCTTTTGTCCTCGCTACGCGGGTTCGAGTC 
CGGCAGGCAA 
>Caenorhabditis_briggsae_chrIII.trna96-LysTTT (10478249-10478176)  Lys (TTT) 74 bp  Sc: 20.27 
GTGATGGTGGCACACTGGTTAGTAATATTAACTTTTGGAAAAAATAGTCGCGGGTTCAAA 
CCTCGCCTGGTATA 
>Caenorhabditis_briggsae_chrIII.trna64-LysTTT (12634150-12634222)  Lys (TTT) 73 bp  Sc: 20.27 
GTACGCGTGGCCGATTGGCTTGCGCGTTCGTCTTTTGAGCGAAAGGCCAGGGGTTCGACT 
CCTCGGGCCTCCA 
>Caenorhabditis_briggsae_chrIII.trna63-LysTTT (12631755-12631827)  Lys (TTT) 73 bp  Sc: 21.17 
GCGCACGTGGCCGAGTGGCGAACGCTCTTGGCTTTTGCCCACAAGGCCTCAGGTTCGATT 
CCTCTACGAGCCA 
>Caenorhabditis_briggsae_chrIII.trna100-LysTTT (10003076-10003005)  Lys (TTT) 72 bp  Sc: 21.75 
GGTGCCGTGGCGTAGTGGCTAACACACTACGCTTTTGCCCGCGCGACGCAGGTTCGATTC 
CGGCAGGCGGAA 
>Caenorhabditis_briggsae_chrIV.trna51-LysTTT (12854875-12854945)  Lys (TTT) 71 bp  Sc: 22.68 
GACCCGTGGTGTAGTGGCTAAGGCACTACGCTTTTGTCCTAGCTACGCGGGTTCGAGTCC 
GGCAGGCGGCA 
>Caenorhabditis_briggsae_chrI.trna12-LysTTT (2133915-2133986)  Lys (TTT) 72 bp  Sc: 22.91 
CTCGCCGTGGTGTAGAGGCTAGCGCACCCGGCTTTTGCCCGCACGTCGAGGGTTCGATTC 
CTCCTAGAGAGC 
>Caenorhabditis_briggsae_chrI.trna13-LysTTT (2135703-2135769)  Lys (TTT) 67 bp  Sc: 23.43 
GCAAGTAGTGTAGTGGCTAGCGGGCCAGTCTTTTGATCGCGAGTCGCGGGTTCGAGTCCG 
GCCAGCG 
>Caenorhabditis_briggsae_chrUn.trna4-LysTTT (874016-874087)  Lys (TTT) 72 bp  Sc: 24.05 
TCTTCCGTAGTTTAGTGGCTAGCACGCTACGGTTTTGCACAAGCGATGCAGGTTCGAGTC 
CCGTCGGGGGCA 
>Caenorhabditis_briggsae_chrUn.trna32-LysTTT (6500850-6500922)  Lys (TTT) 73 bp  Sc: 25.12 
TGCTCCGTGGTGTAGCGGTTAGCGTACTACACTTTTGCCCTCGCGACGCGGGTTCGAGTC 
CGGCATGCGGCAA 
>Caenorhabditis_briggsae_chrII.trna90-LysTTT (4315178-4315107)  Lys (TTT) 72 bp  Sc: 25.48 
GGCTCCGTGGTTTAGTGGCTAGCGCGCTAGACTTTTGCCCACGCGATGCGGGTTCGAGTC 
CGGCAGGTGGCA 
>Caenorhabditis_briggsae_chrIII.trna25-LysTTT (3210308-3210379)  Lys (TTT) 72 bp  Sc: 26.65 
GGAGTTGTGGTGTAGCGGTTAACACACTTAGCTTTTGCCAGTGATACGCAGGTTCGAGTC 
CAGCAGGCGGCA 
>Caenorhabditis_briggsae_chrIII.trna53-LysTTT (11113588-11113660)  Lys (TTT) 73 bp  Sc: 27.18 
GCGCGCGTGGCCGTGTGGCTAGTGCACTAAGCTTTTGATCGGGAGGTCAGTGGTTCGATT 
CCATTCGACGGCA 



>Caenorhabditis_briggsae_chrI.trna96-LysTTT (70552-70481)  Lys (TTT) 72 bp  Sc: 27.33 
GGTGGTGTGGCGCAGTGGTAGCGCGCTTGCGTTTTGAGGTAGAGGCCAAGGGTTCGAACC 
CATCCGAGCTTT 
>Caenorhabditis_briggsae_chrIII.trna54-LysTTT (11143945-11144018)  Lys (TTT) 74 bp  Sc: 30.19 
GCGTGCCTTGGTGTAGTGGCTAGCGCGCTACAATTTTGTTCTAGAGGTCGCGAGTTCGAA 
TCCCCTTGGTGGCA 
>Caenorhabditis_briggsae_chrIII.trna86-LysTTT (11258122-11258051)  Lys (TTT) 72 bp  Sc: 30.59 
GCACGCGTGGCCGAGTGGCTAGCGCGTTCGCTTTTTGATCGAGAGGTCGCGGGTTCGAAC 
CCACTTGGTACC 
>Caenorhabditis_briggsae_chrIV.trna18-LysTTT (1619471-1619544)  Lys (TTT) 74 bp  Sc: 30.79 
GTCGCCCATGGCGTAGTGGCTAGCTCGCTACGATTTTGCCCGAGAGGTCGGGGGTTCGAT 
TCCCACAGGTGTCA 
>Caenorhabditis_briggsae_chrI_random.trna42-LysTTT (456098-456025)  Lys (TTT) 74 bp  Sc: 31.17 
GCGTGCCGTGGTATAGTGGCTAGCGCGCCAGGCTTTTGCCCACAAGGTCGCGGGTTCGAG 
TCCGGCTGACTGCA 
>Caenorhabditis_briggsae_chrUn.trna29-SeCTCA (5435433-5435500)  SeC (TCA) 68 bp  Sc: 28.83 
ACTGCTTGGCGCAATGGTAGCGCGTTCGACTTCAGATCGAAAGGTCACAGGTCCGGCTGA 
ATCGAGTG 
>Caenorhabditis_briggsae_chrI.trna16-SeCTCA (2680008-2680085)  SeC (TCA) 78 bp  Sc: 40.20 
GGGGTTGTAGCTCAGTGGTTAGAGCGCTTTTTCAATAAATGATTAACCCATGCGTTGGTT 
CAAATCCGACTGACTCCA 
>Caenorhabditis_briggsae_chrX.trna78-SerAGA (17451282-17451363)  Ser (AGA) 82 bp  Sc: 76.19 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGTCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrII.trna59-SerAGA (13275227-13275146)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrII.trna60-SerAGA (13213660-13213579)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrII.trna84-SerAGA (7525676-7525595)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna10-SerAGA (1320077-1320158)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna108-SerAGA (5708018-5707937)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna127-SerAGA (1324588-1324507)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna30-SerAGA (5710019-5710100)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna57-SerAGA (11439381-11439462)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna70-SerAGA (13173413-13173494)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna71-SerAGA (13175869-13175950)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna72-SerAGA (13176631-13176712)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna75-SerAGA (13173979-13173898)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrX.trna126-SerAGA (14934348-14934267)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrX.trna128-SerAGA (14770702-14770621)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrX.trna70-SerAGA (16731706-16731787)  Ser (AGA) 82 bp  Sc: 80.44 



GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrUn.trna25-SerCGA (5083604-5083683)  Ser (CGA) 80 bp  Sc: 37.75 
TGCTGTGTCCGAGTGGTTAAAGAGATTGACTCGAAATCAATTGGACTCTGCCCGCGTAGG 
TTCGAATCCTTTGTTATTAT 
>Caenorhabditis_briggsae_chrII.trna4-SerCGA (853171-853252)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_briggsae_chrI.trna47-SerCGA (10234974-10235055)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna9-SerCGA (1318442-1318523)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrII_random.trna2-SerCGA (170236-170317)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrII_random.trna24-SerCGA (154565-154484)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrX.trna111-SerCGA (16731507-16731426)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna73-SerCGA (13206307-13206388)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna89-SerGCT (11224357-11224276)  Ser (GCT) 82 bp  Sc: 46.13 
GATTAGGTGGCCGAGTGGCTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCTGCGTG 
AGTTCGAATCTCGTTTTGCTGC 
>Caenorhabditis_briggsae_chrIII.trna3-SerGCT (911494-911575)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrIII.trna87-SerGCT (11229236-11229155)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrIII.trna88-SerGCT (11226116-11226035)  Ser (GCT) 82 bp  Sc: 78.23 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGATTTTCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrI_random.trna36-SerGCT (2253699-2253618)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrI_random.trna6-SerGCT (2249745-2249826)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrV.trna122-SerGCT (9818254-9818173)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrV.trna130-SerGCT (5006154-5006073)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrX.trna33-SerGCT (10869883-10869964)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_briggsae_chrII_random.trna1-SerTGA (165178-165256)  Ser (TGA) 79 bp  Sc: 26.33 
TCACGAATCACCTGTGTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTAGGT 
TCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrX.trna45-SerTGA (13861973-13862044)  Ser (TGA) 72 bp  Sc: 29.98 
GGCCGAACGGtgttgtGGTATGATTCTCACTTTGATTGCGAGAAATCCCGGTTTCAATCC 
CCGGTTTGGCCC 
>Caenorhabditis_briggsae_chrX.trna139-SerTGA (14048377-14048296)  Ser (TGA) 82 bp  Sc: 77.98 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGATTTTCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_briggsae_chrIII.trna128-SerTGA (1319460-1319379)  Ser (TGA) 82 bp  Sc: 80.82 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGCCTCTGGCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_briggsae_chrV.trna23-SerTGA (5520685-5520766)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 



GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_briggsae_chrV.trna3-SerTGA (940418-940499)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_briggsae_chrX.trna153-SerTGA (10682621-10682540)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_briggsae_chrIII.trna83-SerTGA (12842062-12841981)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_briggsae_chrUn.trna49-SerTGA (4517617-4517536)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_briggsae_chrV.trna19-SerTGA (4521567-4521648)  Ser (TGA) 82 bp  Sc: 82.64 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGATTCCTGCTCGCAGCG 
>Caenorhabditis_briggsae_chrII.trna71-ThrAGT (11714836-11714765)  Thr (AGT) 72 bp  Sc: 68.68 
CCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGGA 
>Caenorhabditis_briggsae_chrII_random.trna10-ThrAGT (1885993-1886064)  Thr (AGT) 72 bp  Sc: 68.68 
CCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGGA 
>Caenorhabditis_briggsae_chrII.trna20-ThrAGT (4670748-4670819)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII.trna40-ThrAGT (11724564-11724635)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII.trna69-ThrAGT (11774705-11774634)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII.trna89-ThrAGT (4412913-4412842)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrIII.trna39-ThrAGT (8323570-8323641)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII_random.trna12-ThrAGT (1887838-1887909)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII_random.trna14-ThrAGT (1889858-1889929)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrII_random.trna4-ThrAGT (1448263-1448334)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna119-ThrAGT (10968632-10968561)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna127-ThrAGT (5468018-5467947)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna128-ThrAGT (5462647-5462576)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna141-ThrAGT (2505595-2505524)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna38-ThrAGT (10094120-10094191)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna4-ThrAGT (1093563-1093634)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV.trna6-ThrAGT (2443789-2443860)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 



>Caenorhabditis_briggsae_chrV_random.trna2-ThrAGT (1434984-1435055)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrX.trna148-ThrAGT (12476213-12476142)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrX.trna159-ThrAGT (8288109-8288038)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrX.trna171-ThrAGT (4331723-4331652)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrX.trna29-ThrAGT (9567004-9567075)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_briggsae_chrV_random.trna10-ThrCGT (157406-157335)  Thr (CGT) 72 bp  Sc: 63.88 
ACCTGTGTAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna26-ThrCGT (3630416-3630486)  Thr (CGT) 71 bp  Sc: 66.00 
GCCCGTATAGCTCAGTGGCAGAGCATCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGCA 
>Caenorhabditis_briggsae_chrIV.trna54-ThrCGT (13334969-13335040)  Thr (CGT) 72 bp  Sc: 73.09 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCT 
>Caenorhabditis_briggsae_chrII.trna61-ThrCGT (12911224-12911153)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna131-ThrCGT (932910-932839)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna27-ThrCGT (3637275-3637346)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrV.trna104-ThrCGT (13181547-13181476)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrV.trna111-ThrCGT (13054391-13054320)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrV.trna50-ThrCGT (13149726-13149797)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_briggsae_chrI.trna20-ThrTGT (4600928-4600999)  Thr (TGT) 72 bp  Sc: 55.20 
ACTTGTGTAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAATGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna2-ThrTGT (805052-805123)  Thr (TGT) 72 bp  Sc: 71.40 
GCCCTTATATCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna94-ThrTGT (10924064-10923993)  Thr (TGT) 72 bp  Sc: 71.40 
GCCCTTATATCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrI_random.trna18-ThrTGT (2996943-2997014)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrX.trna133-ThrTGT (14360049-14359978)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrX.trna55-ThrTGT (14861265-14861336)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrX.trna127-ThrTGT (14861696-14861625)  Thr (TGT) 72 bp  Sc: 76.98 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCGATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna126-ThrTGT (1353202-1353131)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna129-ThrTGT (1297913-1297842)  Thr (TGT) 72 bp  Sc: 78.78 



GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna47-ThrTGT (10878677-10878748)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrIII.trna48-ThrTGT (10881947-10882018)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_briggsae_chrUn.trna45-TrpCCA (5451543-5451474)  Trp (CCA) 70 bp  Sc: 31.14 
GTTTTATGTGCAATGGTAGCGCGTTCGACTCCATATCGAAAGGTTGGGCGTTCGATCCGC 
TCAGTGGTCA 
>Caenorhabditis_briggsae_chrI.trna21-TrpCCA (5865018-5865089)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrI.trna93-TrpCCA (1037299-1037228)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrII.trna14-TrpCCA (3841548-3841619)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrIV.trna29-TrpCCA (6187634-6187705)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrIV.trna32-TrpCCA (8789709-8789780)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrIV.trna90-TrpCCA (13124495-13124424)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrIV.trna91-TrpCCA (13117404-13117333)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrUn.trna28-TrpCCA (5434368-5434439)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrUn.trna44-TrpCCA (5456854-5456783)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrUn.trna46-TrpCCA (5450256-5450185)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrUn.trna6-TrpCCA (1993260-1993331)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrX.trna37-TrpCCA (11674808-11674879)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrX.trna57-TrpCCA (14973479-14973550)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_briggsae_chrV.trna118-TyrGTA (10972487-10972404)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrV.trna43-TyrGTA (11213827-11213910)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIII.trna58-TyrGTA (11617809-11617892)  Tyr (GTA) 84 bp  Sc: 66.16 
CCGTCGATAGCTCAGTTGATAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGT 
>Caenorhabditis_briggsae_chrV.trna114-TyrGTA (11952969-11952886)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIV.trna85-TyrGTA (13482838-13482760)  Tyr (GTA) 79 bp  Sc: 41.81 
GTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCGCT 
GGTTCGAATCCGACGGATT 
>Caenorhabditis_briggsae_chrIV.trna56-TyrGTA (13485197-13485275)  Tyr (GTA) 79 bp  Sc: 41.81 
GTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCGCT 



GGTTCGAATCCGACGGATT 
>Caenorhabditis_briggsae_chrV.trna95-TyrGTA (13857878-13857795)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrX.trna137-TyrGTA (14287451-14287368)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrX.trna108-TyrGTA (16975435-16975352)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrX.trna107-TyrGTA (17006046-17005963)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIII_random.trna1-TyrGTA (265753-265836)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIV.trna4-TyrGTA (711560-711643)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrV.trna125-TyrGTA (7237325-7237241)  Tyr (GTA) 85 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCAGTCAGTGGTTATCCTTAGGTC 
GCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrV.trna1-TyrGTA (780107-780190)  Tyr (GTA) 84 bp  Sc: 76.12 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGCATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIII_random.trna3-TyrGTA (790797-790880)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIII_random.trna4-TyrGTA (796090-796173)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrI.trna69-TyrGTA (7980031-7979948)  Tyr (GTA) 84 bp  Sc: 53.70 
CCGTCGATAGCTCAGTTTGAAGAGCGGAGGACTGTAGAGTCGGTGGGTATCCTTAGGTGG 
CTGGTTCGAATCCGGCTAGACGGA 
>Caenorhabditis_briggsae_chrI.trna68-TyrGTA (7981488-7981405)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrX.trna184-TyrGTA (861942-861859)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrI.trna61-TyrGTA (8862071-8861988)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrX.trna158-TyrGTA (9215563-9215482)  Tyr (GTA) 82 bp  Sc: 22.55 
GCTTTTGATAGCTTAGTTGGCAGAGCGGAGGACTGTAGCAGTCAGTGGTTATCCTTAGGT 
CGTTGGTTCAAATCACGAATTT 
>Caenorhabditis_briggsae_chrV.trna149-TyrGTA (947063-946980)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_briggsae_chrIII.trna29-Undet??? (5018301-5018376)  Undet (???) 76 bp  Sc: 38.94 
GAAGTCATGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTAGGTTCG 
AATCCTGCCGACTGCG 
>Caenorhabditis_briggsae_chrIII.trna112-Undet??? (2713596-2713511)  Undet (???) 86 bp  Sc: 45.10 
ACCGGGGTGGCCGAGTGGGGCAAGGCGCGAGTCGCAGTGACTCGAAGGGCCTCGACCCGA 
CGCAGGTTCGAGTCCTGCCCCCGGTA 
>Caenorhabditis_briggsae_chrX.trna53-Undet??? (14743112-14743184)  Undet (???) 73 bp  Sc: 60.99 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGGGCTTTGAATCCTGCGACCCGAGTTCAAAT 
CTCGGTGGGACCT 
>Caenorhabditis_briggsae_chrIV.trna108-ValAAC (6991727-6991655)  Val (AAC) 73 bp  Sc: 45.72 
GATCTCGTGCTGTAGTGGTTATTACATCTATCTAACACACAGAAGGTCGGCGGTTCGAGC 
CCGCACGAAATCA 
>Caenorhabditis_briggsae_chrX.trna186-ValAAC (476952-476880)  Val (AAC) 73 bp  Sc: 48.38 
GATCTCGTGGTGTAGTGGTTATCACATCTGTTTAACACACCAAAGACCGGCGGTTTAAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna124-ValAAC (1462119-1462047)  Val (AAC) 73 bp  Sc: 65.90 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGATC 
CCGCCCGAAGTCA 



>Caenorhabditis_briggsae_chrV_random.trna9-ValAAC (784366-784294)  Val (AAC) 73 bp  Sc: 69.74 
GGTCTCGTGATGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrX.trna179-ValAAC (2259852-2259780)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrX.trna2-ValAAC (891449-891521)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna109-ValAAC (13149177-13149105)  Val (AAC) 73 bp  Sc: 73.67 
GGTCTCGTGGTGTAGTGGCTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCACCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna48-ValAAC (13054940-13055012)  Val (AAC) 73 bp  Sc: 73.67 
GGTCTCGTGGTGTAGTGGCTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCACCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna106-ValAAC (13161975-13161903)  Val (AAC) 73 bp  Sc: 74.43 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCT 
>Caenorhabditis_briggsae_chrIII.trna111-ValAAC (3672533-3672461)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIII_random.trna2-ValAAC (378770-378842)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna123-ValAAC (1467449-1467377)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna126-ValAAC (1243747-1243675)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna127-ValAAC (1240336-1240264)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna16-ValAAC (1474390-1474462)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna20-ValAAC (2865309-2865381)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna21-ValAAC (2868215-2868287)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna22-ValAAC (2872307-2872379)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna24-ValAAC (3090031-3090103)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna25-ValAAC (3090794-3090866)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna5-ValAAC (1217995-1218067)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrIV.trna7-ValAAC (1243006-1243078)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna47-ValAAC (12518578-12518650)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna51-ValAAC (13160993-13161065)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna53-ValAAC (13179047-13179119)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrX.trna92-ValAAC (19859477-19859405)  Val (AAC) 73 bp  Sc: 77.11 



GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_briggsae_chrV.trna30-ValCAC (7044577-7044649)  Val (CAC) 73 bp  Sc: 79.28 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGTCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrUn.trna33-ValCAC (6518609-6518681)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_briggsae_chrV.trna25-ValCAC (5623857-5623929)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrV.trna67-ValCAC (14544594-14544666)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrV.trna85-ValCAC (14539916-14539844)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrX.trna91-ValCAC (20233728-20233800)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrX.trna138-ValTAC (14113349-14113277)  Val (TAC) 73 bp  Sc: 78.12 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTTACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGGGATCA 
>Caenorhabditis_briggsae_chrII.trna33-ValTAC (10952706-10952778)  Val (TAC) 73 bp  Sc: 78.68 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCGTCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrII.trna34-ValTAC (10965911-10965983)  Val (TAC) 73 bp  Sc: 78.68 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCGTCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrV.trna7-ValTAC (2658363-2658435)  Val (TAC) 73 bp  Sc: 78.68 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCGTCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_briggsae_chrII.trna31-ValTAC (9295430-9295502)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_briggsae_chrIV.trna109-ValTAC (6981505-6981433)  Val (TAC) 73 bp  Sc: 81.33 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrI.trna38-AlaAGC (12601767-12601834)  Ala (AGC) 68 bp  Sc: 43.86 
GTGTAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTCCCCA 
TAACTCCA 
>Caenorhabditis_elegans_chrII.trna62-AlaAGC (4565075-4565004)  Ala (AGC) 72 bp  Sc: 47.54 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCATTTTCCGTT 
>Caenorhabditis_elegans_chrV.trna1-AlaAGC (857327-857398)  Ala (AGC) 72 bp  Sc: 48.98 
GGGGGTATAACTCAGTGGTAGATCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCAAACCTCCA 
>Caenorhabditis_elegans_chrIV.trna26-AlaAGC (6562186-6562257)  Ala (AGC) 72 bp  Sc: 61.95 
GGGGGTATAGCTCAGTAGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIII.trna80-AlaAGC (4428995-4428924)  Ala (AGC) 72 bp  Sc: 62.44 
CGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna12-AlaAGC (4565377-4565448)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna15-AlaAGC (5292305-5292376)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna34-AlaAGC (12542549-12542620)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna56-AlaAGC (7003003-7002932)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna43-AlaAGC (16398344-16398415)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 



CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna44-AlaAGC (16399144-16399215)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna56-AlaAGC (16389242-16389171)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna147-AlaAGC (13003560-13003489)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna204-AlaAGC (12458170-12458099)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna225-AlaAGC (9637858-9637787)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna226-AlaAGC (9622830-9622759)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna268-AlaAGC (7507309-7507238)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna269-AlaAGC (7378803-7378732)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna44-AlaAGC (7323701-7323772)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna76-AlaAGC (9237744-9237815)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna77-AlaAGC (9238797-9238868)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna79-AlaAGC (9743681-9743752)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna13-AlaCGC (9318175-9318246)  Ala (CGC) 72 bp  Sc: 66.70 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna14-AlaCGC (9503535-9503606)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna140-AlaCGC (15480031-15479960)  Ala (CGC) 72 bp  Sc: 73.92 
GGGGGCATAGCTCAGAGGTAGAGCGCCCGCTTCGCATGCGGGAAGTCCGGGGTTCAATCC 
CCCGTGCCTCCA 
>Caenorhabditis_elegans_chrX.trna202-AlaCGC (12890277-12890206)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_elegans_chrII.trna28-AlaTGC (11334425-11334496)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna35-AlaTGC (12678223-12678294)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna48-AlaTGC (11334001-11333930)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna60-AlaTGC (15604344-15604273)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna67-AlaTGC (14013844-14013773)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna273-AlaTGC (6292307-6292236)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 



>Caenorhabditis_elegans_chrX.trna40-AlaTGC (6286279-6286350)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna78-AlaTGC (9743523-9743594)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna250-ArgACG (8639235-8639165)  Arg (ACG) 71 bp  Sc: 56.58 
GGCCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATCC 
TGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna61-ArgACG (8623543-8623615)  Arg (ACG) 73 bp  Sc: 64.31 
GGCCGCGTGGGGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna215-ArgACG (11252589-11252517)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna219-ArgACG (10731988-10731916)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna221-ArgACG (10148654-10148582)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna222-ArgACG (10132976-10132904)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna249-ArgACG (8640807-8640735)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna252-ArgACG (8624472-8624400)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna264-ArgACG (8036700-8036628)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna274-ArgACG (6220102-6220030)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna81-ArgACG (10132611-10132683)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna82-ArgACG (10145089-10145161)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna223-ArgACG (10018431-10018359)  Arg (ACG) 73 bp  Sc: 74.41 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTACCGTGGTCG 
>Caenorhabditis_elegans_chrI.trna73-ArgACG (5843158-5843086)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna78-ArgACG (4450364-4450292)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna79-ArgACG (4449573-4449501)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna17-ArgACG (3524815-3524887)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna65-ArgACG (14611344-14611272)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna69-ArgACG (12417967-12417895)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna293-ArgCCG (1629948-1629877)  Arg (CCG) 72 bp  Sc: 53.20 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCGAGTC 
CCCCCGCGAGCT 
>Caenorhabditis_elegans_chrII.trna39-ArgCCG (12728734-12728663)  Arg (CCG) 72 bp  Sc: 54.74 



GCTCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_elegans_chrX.trna291-ArgCCT (1764323-1764250)  Arg (CCT) 74 bp  Sc: 50.40 
ACCCGTGTAGCCTAAATGGATAAGGCATCGGTCTCCTAAACCAAAGGATGCGGGTTCGAG 
TCCTGCCACGGGTG 
>Caenorhabditis_elegans_chrIII.trna70-ArgCCT (6727014-6726929)  Arg (CCT) 86 bp  Sc: 61.12 
GCCACGGTGGCCGAGTGTGGTCAAAGGCGTGAGACTCCTGATCTCTTTCGGGCAACCGAT 
CGCAGGTTCGAATCCTGCCCGTGGCA 
>Caenorhabditis_elegans_chrIV.trna2-ArgCCT (143982-144054)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_elegans_chrX.trna119-ArgCCT (14115613-14115685)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_elegans_chrIII.trna57-ArgGCG (10961799-10961732)  Arg (GCG) 68 bp  Sc: 28.65 
TGGCAGTGGCTCAACTGGGTAGAGCTTTGCCTGCGACGCATAAGACCAGGGTTCGAGTCC 
CGCTGTAG 
>Caenorhabditis_elegans_chrX.trna213-ArgTCG (11806583-11806511)  Arg (TCG) 73 bp  Sc: 49.07 
GGTCGCGTCGCCTAATGGATAAGCCACCAGACTTCGAATCTGGGGATTACAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna5-ArgTCG (1089398-1089472)  Arg (TCG) 75 bp  Sc: 57.28 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTATGGGGATTGCAGGTTCGA 
TCCCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna145-ArgTCG (16461395-16461466)  Arg (TCG) 72 bp  Sc: 57.41 
GGCCGCGTGGCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATCC 
CTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna300-ArgTCG (1089243-1089171)  Arg (TCG) 73 bp  Sc: 69.84 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna6-ArgTCG (1089836-1089908)  Arg (TCG) 73 bp  Sc: 69.84 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrI.trna14-ArgTCG (9267114-9267186)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrII.trna24-ArgTCG (9566163-9566235)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna77-ArgTCG (4470926-4470854)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna207-ArgTCG (12337993-12337921)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna10-ArgTCG (1698670-1698742)  Arg (TCG) 73 bp  Sc: 73.19 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna179-ArgTCT (15146554-15146482)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna260-ArgTCT (8381807-8381735)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna4-ArgTCT (1447139-1447211)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna5-ArgTCT (1575721-1575793)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrV.trna10-ArgTCT (7506376-7506448)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna57-ArgTCT (8386144-8386216)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna58-ArgTCT (8386554-8386626)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 



CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna36-ArgTCT (12198593-12198665)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna67-AsnGTT (7718953-7718877)  Asn (GTT) 77 bp  Sc: 50.41 
GCTTTACCTGTGGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTC 
GAGCCCACCCGAGAGCG 
>Caenorhabditis_elegans_chrX.trna46-AsnGTT (7773132-7773204)  Asn (GTT) 73 bp  Sc: 65.83 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGATTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrI.trna64-AsnGTT (9051317-9051245)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna33-AsnGTT (6805505-6805577)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna53-AsnGTT (13225114-13225042)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna61-AsnGTT (9104190-9104118)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna134-AsnGTT (16341646-16341574)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna135-AsnGTT (16338415-16338343)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna150-AsnGTT (12332014-12331942)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna19-AsnGTT (15156658-15156730)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna26-AsnGTT (16338521-16338593)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna27-AsnGTT (16341752-16341824)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna70-AsnGTT (19718420-19718492)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna76-AsnGTT (20345989-20345917)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna77-AsnGTT (20343257-20343185)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna267-AsnGTT (7773979-7773907)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna285-AsnGTT (2549595-2549523)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna47-AsnGTT (7773660-7773732)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna59-AsnGTT (8404439-8404511)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna86-AsnGTT (11645607-11645679)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna55-AspGTC (8155695-8155766)  Asp (GTC) 72 bp  Sc: 56.35 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGAGA 



>Caenorhabditis_elegans_chrIV.trna16-AspGTC (2808352-2808423)  Asp (GTC) 72 bp  Sc: 58.97 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGTGAG 
>Caenorhabditis_elegans_chrX.trna159-AspGTC (16617880-16617809)  Asp (GTC) 72 bp  Sc: 59.05 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCTGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna15-AspGTC (2805624-2805695)  Asp (GTC) 72 bp  Sc: 61.34 
TCCTCGGTAGTGTAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna14-AspGTC (2802334-2802405)  Asp (GTC) 72 bp  Sc: 64.64 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCGCATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrI.trna25-AspGTC (10807193-10807264)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna10-AspGTC (1514591-1514662)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna40-AspGTC (15931971-15932042)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna5-AspGTC (683063-683134)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna59-AspGTC (15931374-15931303)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna84-AspGTC (2801219-2801148)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna93-AspGTC (322703-322632)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna129-AspGTC (16648809-16648738)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna130-AspGTC (16645749-16645678)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna136-AspGTC (15551844-15551773)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna29-AspGTC (16640550-16640621)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna157-AspGTC (16619321-16619250)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna158-AspGTC (16618284-16618213)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna160-AspGTC (16604708-16604637)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna18-AspGTC (2553560-2553631)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna184-AspGTC (14162019-14161948)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna263-AspGTC (8152560-8152489)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna288-AspGTC (2227255-2227184)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna302-AspGTC (489941-489870)  Asp (GTC) 72 bp  Sc: 66.04 



TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna51-AspGTC (8149099-8149170)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna53-AspGTC (8154665-8154736)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna13-AspGTC (2800096-2800167)  Asp (GTC) 72 bp  Sc: 67.92 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGGCCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna6-CysGCA (6335381-6335452)  Cys (GCA) 72 bp  Sc: 61.28 
TGGGGTATAGCTCAGTGGCAGAGCATTCGATTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrI.trna30-CysGCA (11505542-11505613)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrI.trna9-CysGCA (6781804-6781875)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna144-CysGCA (14855836-14855765)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna75-CysGCA (20689580-20689509)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna8-CysGCA (6559740-6559811)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna126-CysGCA (14804798-14804869)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna246-CysGCA (8818111-8818040)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna251-CysGCA (8638631-8638560)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna253-CysGCA (8624009-8623938)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna254-CysGCA (8623775-8623704)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna62-CysGCA (8624222-8624293)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna63-CysGCA (8638862-8638933)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna87-GlnCTG (11872429-11872500)  Gln (CTG) 72 bp  Sc: 66.83 
GGTTCCATGGTGTAGCGGTTAGCACTCAGTACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrIV.trna21-GlnCTG (5334701-5334772)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrIV.trna71-GlnCTG (12416982-12416911)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrV.trna132-GlnCTG (16592280-16592209)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna255-GlnCTG (8608845-8608774)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna74-GlnCTG (9090767-9090838)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 



TCGGTGGGACCT 
>Caenorhabditis_elegans_chrV.trna17-GlnCTG (14231342-14231413)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna234-GlnTTG (9074681-9074610)  Gln (TTG) 72 bp  Sc: 65.13 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGATCCAAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna75-GlnTTG (9091247-9091318)  Gln (TTG) 72 bp  Sc: 67.68 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCAGTGGAACCT 
>Caenorhabditis_elegans_chrI.trna18-GlnTTG (9558783-9558865)  Gln (TTG) 83 bp  Sc: 67.90 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTGTTCTCATTGGGTTAAACCAGTCGC 
GGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrX.trna70-GlnTTG (8925581-8925652)  Gln (TTG) 72 bp  Sc: 68.68 
GGTTCCATGGTGTAGCGGTTAGCACTCATGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrII.trna38-GlnTTG (14474816-14474745)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrII.trna55-GlnTTG (7756950-7756879)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIII.trna55-GlnTTG (12399860-12399789)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna27-GlnTTG (7275311-7275382)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna70-GlnTTG (12417289-12417218)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna75-GlnTTG (10311273-10311202)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrV.trna164-GlnTTG (5330194-5330123)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna212-GlnTTG (11872235-11872164)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna230-GlnTTG (9091565-9091494)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna231-GlnTTG (9091105-9091034)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna232-GlnTTG (9090635-9090564)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna233-GlnTTG (9078263-9078192)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna3-GlnTTG (410392-410463)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna60-GlnTTG (8608978-8609049)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna95-GlnTTG (12937622-12937693)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna96-GlnTTG (12938103-12938174)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna138-GluCTC (16274415-16274486)  Glu (CTC) 72 bp  Sc: 60.50 
TCCGttgttgtCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACAAAT 



>Caenorhabditis_elegans_chrX.trna137-GluCTC (16273684-16273755)  Glu (CTC) 72 bp  Sc: 72.94 
TCCGTTGTGGTCTAGTAGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna49-GluCTC (7906530-7906601)  Glu (CTC) 72 bp  Sc: 75.75 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGAAA 
>Caenorhabditis_elegans_chrIII.trna66-GluCTC (7642157-7642086)  Glu (CTC) 72 bp  Sc: 75.80 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACTCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna32-GluCTC (11977982-11978053)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna33-GluCTC (11978754-11978825)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna49-GluCTC (11977252-11977181)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna66-GluCTC (8530192-8530121)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrII.trna16-GluCTC (5293425-5293496)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna15-GluCTC (2032506-2032577)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna88-GluCTC (2032956-2032885)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna90-GluCTC (1604762-1604691)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna105-GluCTC (13448600-13448671)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna117-GluCTC (14015866-14015937)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna143-GluCTC (16378031-16378102)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna150-GluCTC (16558859-16558930)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna163-GluCTC (16285283-16285212)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna164-GluCTC (16284311-16284240)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna165-GluCTC (16271284-16271213)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna265-GluCTC (7898324-7898253)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna27-GluCTC (4409759-4409830)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna284-GluCTC (3036039-3035968)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna28-GluCTC (4410627-4410698)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna45-GluCTC (7680982-7681053)  Glu (CTC) 72 bp  Sc: 80.86 



TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrV.trna161-GluTTC (7069800-7069730)  Glu (TTC) 71 bp  Sc: 65.59 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGTTCGATTCC 
CGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna86-GluTTC (2639877-2639806)  Glu (TTC) 72 bp  Sc: 69.92 
TCCTATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGTTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrI.trna22-GluTTC (9883686-9883757)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrII.trna20-GluTTC (6898131-6898202)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna41-GluTTC (15933314-15933385)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna58-GluTTC (15933193-15933122)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna6-GluTTC (842809-842880)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna88-GluTTC (1388286-1388215)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrV.trna55-GluTTC (19142752-19142823)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna13-GluTTC (1858814-1858885)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna205-GluTTC (12367636-12367565)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna218-GluTTC (10821325-10821254)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna220-GluTTC (10667022-10666951)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna29-GluTTC (4444237-4444308)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna64-GluTTC (8646421-8646492)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna67-GluTTC (8836053-8836124)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna83-GluTTC (10667522-10667593)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrI.trna24-GlyCCC (10601840-10601922)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrI.trna56-GlyCCC (10604205-10604123)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrI.trna57-GlyCCC (10601204-10601122)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrV.trna41-GlyGCC (17931045-17931113)  Gly (GCC) 69 bp  Sc: 21.22 
TGCAAGTGGCTCAATCGGTTAGAGAGATGGTTGCCACCCACAAGTCCGGGGTTCGAACCC 
CGACTGTGG 
>Caenorhabditis_elegans_chrI.trna29-GlyGCC (11158619-11158689)  Gly (GCC) 71 bp  Sc: 57.38 
GCATTGGTGGCTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCAGCCCGGGTCCAATTCC 



CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna58-GlyGCC (5782250-5782180)  Gly (GCC) 71 bp  Sc: 67.60 
GCATCGGTGGTTCAGTGGTAGAAAGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATACA 
>Caenorhabditis_elegans_chrIII.trna75-GlyGCC (5762075-5762006)  Gly (GCC) 70 bp  Sc: 68.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGCGGCCCGGGTTCGATTCCC 
GGTCGATGCA 
>Caenorhabditis_elegans_chrV.trna5-GlyGCC (4310596-4310666)  Gly (GCC) 71 bp  Sc: 76.16 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGTGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrI.trna23-GlyGCC (10593126-10593196)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrI.trna75-GlyGCC (2272439-2272369)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna10-GlyGCC (3062379-3062449)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna70-GlyGCC (3062272-3062202)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrIII.trna29-GlyGCC (5762235-5762305)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrIII.trna74-GlyGCC (5782257-5782187)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrV.trna139-GlyGCC (15505253-15505183)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna154-GlyGCC (16928258-16928188)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna19-GlyGCC (2613237-2613307)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna199-GlyGCC (13121252-13121182)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna247-GlyGCC (8796832-8796762)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna116-GlyTCC (14010175-14010246)  Gly (TCC) 72 bp  Sc: 35.52 
GCGGTTTACCTGTGATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna25-GlyTCC (3994581-3994657)  Gly (TCC) 77 bp  Sc: 53.18 
GCGTTCGTGGTGTAATGGTCGGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna52-GlyTCC (16684413-16684342)  Gly (TCC) 72 bp  Sc: 62.97 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACCGGGGTTCGATTC 
CCCCCGAAGGCA 
>Caenorhabditis_elegans_chrI.trna40-GlyTCC (13324983-13325054)  Gly (TCC) 72 bp  Sc: 65.38 
GCGTTCGGGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna65-GlyTCC (8819621-8819692)  Gly (TCC) 72 bp  Sc: 66.61 
GAGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna242-GlyTCC (8846517-8846445)  Gly (TCC) 73 bp  Sc: 68.67 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna68-GlyTCC (8846661-8846732)  Gly (TCC) 72 bp  Sc: 70.53 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCTCGAACGCA 
>Caenorhabditis_elegans_chrI.trna15-GlyTCC (9320169-9320240)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_elegans_chrI.trna16-GlyTCC (9327628-9327699)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna17-GlyTCC (9328621-9328692)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna27-GlyTCC (10927576-10927647)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna42-GlyTCC (13331206-13331135)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna43-GlyTCC (13324239-13324168)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna54-GlyTCC (10927477-10927406)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna60-GlyTCC (9328478-9328407)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna61-GlyTCC (9327486-9327415)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna62-GlyTCC (9320027-9319956)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna34-GlyTCC (6888743-6888814)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna68-GlyTCC (6888618-6888547)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna8-GlyTCC (1424481-1424552)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna49-GlyTCC (16681966-16682037)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna50-GlyTCC (16775141-16775212)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna51-GlyTCC (16776047-16776118)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna53-GlyTCC (16670896-16670825)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna66-GlyTCC (14576658-14576587)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna127-GlyTCC (15200928-15200999)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna178-GlyTCC (15200809-15200738)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna20-GlyTCC (3036156-3036227)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna243-GlyTCC (8838349-8838278)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna244-GlyTCC (8819935-8819864)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna245-GlyTCC (8818589-8818518)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna266-GlyTCC (7794349-7794278)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna299-GlyTCC (1379670-1379599)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna48-GlyTCC (7794545-7794616)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna66-GlyTCC (8820125-8820196)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna84-GlyTCC (10963754-10963825)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrV.trna74-HisATG (20214689-20214758)  His (ATG) 70 bp  Sc: 20.56 
CGCTGTGGCTCAAGTGGGAAGAGGGATGGCTATGGTGCAAAAGGTCACGGGTTCGAACAC 
CGGGTAGTGG 
>Caenorhabditis_elegans_chrIV.trna19-HisGTG (4861744-4861813)  His (GTG) 70 bp  Sc: 37.11 
TACTACTATACAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTCCA 
GCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna34-HisGTG (13870233-13870304)  His (GTG) 72 bp  Sc: 51.32 
GCCCTCTTAGTATAGTGGCTAGTACTCCACGTTGTGGTCGTGGCAACGCGGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna36-HisGTG (15187305-15187376)  His (GTG) 72 bp  Sc: 66.56 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTAGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna63-HisGTG (15187686-15187615)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna64-HisGTG (14889054-14888983)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrV.trna24-HisGTG (15554004-15554075)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrX.trna281-HisGTG (5022857-5022786)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrII.trna65-HisGTG (3521552-3521481)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna42-HisGTG (16388416-16388487)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna46-HisGTG (16400856-16400927)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna120-HisGTG (14134967-14135038)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna121-HisGTG (14135796-14135867)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna122-HisGTG (14136612-14136683)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna156-HisGTG (16634818-16634747)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna185-HisGTG (14136932-14136861)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna186-HisGTG (14136117-14136046)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 



CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna187-HisGTG (14135301-14135230)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna210-HisGTG (11993515-11993444)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna31-HisGTG (11721119-11721206)  His (GTG) 88 bp  Sc: 77.81 
GCCACGGTGGCCGAGTGGTCAAGGCGTGAGCTTGTGGGATGCGCTCATGGGGTTAAACCC 
ATCGCAGGTTCGAATCCTGCCCGTGGCA 
>Caenorhabditis_elegans_chrX.trna17-IleAAT (2531356-2531429)  Ile (AAT) 74 bp  Sc: 81.18 
GCCGCCATAGCCCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrI.trna70-IleAAT (6163546-6163473)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrI.trna8-IleAAT (6164193-6164266)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna13-IleAAT (5032755-5032828)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna14-IleAAT (5237840-5237913)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna31-IleAAT (12362364-12362437)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna32-IleAAT (12494656-12494729)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna61-IleAAT (5057505-5057432)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna95-IleAAT (1218439-1218366)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna96-IleAAT (1164862-1164789)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna97-IleAAT (1163416-1163343)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna103-IleAAT (13435889-13435962)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna125-IleAAT (14679081-14679154)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna130-IleAAT (15297392-15297465)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna195-IleAAT (13415116-13415043)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna261-IleAAT (8156650-8156577)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna280-IleAAT (5085664-5085591)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna286-IleAAT (2526286-2526213)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna294-IleAAT (1590577-1590504)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 



>Caenorhabditis_elegans_chrX.trna295-IleAAT (1590149-1590076)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna296-IleAAT (1589736-1589663)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrV.trna113-IleTAT (18374001-18373928)  Ile (TAT) 74 bp  Sc: 29.80 
GTCGCAGTGGCTCAGGTGGGTAGAGTAATGACTATGGGGAAATAGGTCCGGGGTTCGAGC 
CCCCGCTGATGGCA 
>Caenorhabditis_elegans_chrI.trna11-IleTAT (7960831-7960915)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrI.trna19-IleTAT (9562344-9562428)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrI.trna59-IleTAT (9563918-9563834)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrX.trna224-IleTAT (9829685-9829601)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrV.trna15-IleTAT (12002153-12002237)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrX.trna91-IleTAT (12661084-12661167)  Ile (TAT) 84 bp  Sc: 74.46 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTATAGGTCATGCCAAGGTCG 
CCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrV.trna9-IleTAT (6917448-6917532)  Ile (TAT) 85 bp  Sc: 75.01 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTAATAGGGAATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrX.trna259-LeuAAG (8409317-8409236)  Leu (AAG) 82 bp  Sc: 32.55 
GGAGAGATGCCCGAGCTGTCTAAGGCGCTGATTTAAGGCACCAGCCTTTTCGGGGGCGTG 
AGTTCGAATCCCACTCTCTTCT 
>Caenorhabditis_elegans_chrIII.trna30-LeuAAG (5769855-5769936)  Leu (AAG) 82 bp  Sc: 44.23 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCGTTCCATTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTAA 
>Caenorhabditis_elegans_chrI.trna51-LeuAAG (11585441-11585360)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrI.trna71-LeuAAG (6051238-6051157)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna42-LeuAAG (12541926-12541845)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna71-LeuAAG (2861630-2861549)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna72-LeuAAG (2736357-2736276)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna73-LeuAAG (2735875-2735794)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna9-LeuAAG (2860341-2860422)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna216-LeuAAG (11163365-11163284)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna217-LeuAAG (11162926-11162845)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna239-LeuAAG (8955940-8955859)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna257-LeuAAG (8419435-8419354)  Leu (AAG) 82 bp  Sc: 67.88 



GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna258-LeuAAG (8417933-8417852)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna271-LeuAAG (6903149-6903068)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna303-LeuAAG (353336-353255)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna71-LeuAAG (8939489-8939570)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna97-LeuAAG (12942379-12942460)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna37-LeuAAG (14635319-14635238)  Leu (AAG) 82 bp  Sc: 68.81 
GGTGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrIV.trna73-LeuCAA (11928566-11928448)  Leu (CAA) 119 bp  Sc: 60.38 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCAATTGCTTGCCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna206-LeuCAA (12348049-12347930)  Leu (CAA) 120 bp  Sc: 60.65 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATCGCTTGCCTCAAGTTCG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna194-LeuCAA (13443427-13443309)  Leu (CAA) 119 bp  Sc: 61.22 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCAATAGCTTGCTTCAAGTTCGA 
AGCCGATTGGGCGTTCTGGTACTCGTACGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna107-LeuCAA (13665476-13665594)  Leu (CAA) 119 bp  Sc: 60.24 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATTGCTTGCCTCAAGTACGA 
GGTCTCCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrIII.trna27-LeuCAA (4362495-4362614)  Leu (CAA) 120 bp  Sc: 61.15 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTACCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrIII.trna37-LeuCAA (8109529-8109650)  Leu (CAA) 122 bp  Sc: 61.54 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTACATTGCTTGCCTCAAGTT 
CGAGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_elegans_chrIII.trna39-LeuCAA (8639214-8639333)  Leu (CAA) 120 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAATGCTTGCCTCATGCTCG 
AGGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrV.trna152-LeuCAG (11183742-11183643)  Leu (CAG) 100 bp  Sc: 31.56 
GCTGTTTTGCATGGCCGAGTGGTCTAATTAGAGCCTTAAGGCGCTGCGTTCAGGTCGCAG 
TCCTCTCAGGAGGGCGCAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_elegans_chrIV.trna25-LeuCAG (6556802-6556885)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrX.trna132-LeuCAG (15741972-15742055)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrI.trna2-LeuCAG (754682-754765)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrV.trna153-LeuCAG (11174850-11174767)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrX.trna201-LeuCAG (13038965-13038882)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrII.trna18-LeuTAA (6721709-6721791)  Leu (TAA) 83 bp  Sc: 57.42 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCAACCAGTAGCTTCGGGGGCGT 
GGGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna54-LeuTAA (8631972-8631889)  Leu (TAA) 84 bp  Sc: 69.16 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGCCTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrII.trna59-LeuTAA (5772967-5772884)  Leu (TAA) 84 bp  Sc: 78.72 



AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrX.trna214-LeuTAA (11757838-11757755)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrII.trna19-LeuTAG (6853142-6853223)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrV.trna158-LeuTAG (8235518-8235437)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrX.trna85-LeuTAG (11095599-11095680)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrII.trna25-LysCTT (9773576-9773650)  Lys (CTT) 75 bp  Sc: 43.45 
GCCCGGTTAGCTCAGTCTACCGACTGCACCAGACTCTTAATCTGGTTGTCGTGGGTTCGA 
GTCCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna180-LysCTT (14486204-14486132)  Lys (CTT) 73 bp  Sc: 56.85 
GTAAAAATAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna71-LysCTT (6724158-6724073)  Lys (CTT) 86 bp  Sc: 71.04 
GACACGGTGGCCGAGTGGTTTAAGGCATGAGACACTTGATCTCAAACGGTTCTAACCGAA 
CGCAGGTTCGAATCCTGCCCGTGTCA 
>Caenorhabditis_elegans_chrX.trna109-LysCTT (13716415-13716487)  Lys (CTT) 73 bp  Sc: 71.18 
GCCTGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGTTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna111-LysCTT (13729827-13729899)  Lys (CTT) 73 bp  Sc: 75.36 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTCTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna68-LysCTT (7279425-7279353)  Lys (CTT) 73 bp  Sc: 77.86 
GCCCGGTTAGCTCAGCCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna31-LysCTT (11584777-11584849)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna45-LysCTT (13297733-13297661)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna52-LysCTT (11584184-11584112)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna53-LysCTT (11579768-11579696)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna7-LysCTT (6136599-6136671)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna49-LysCTT (11157798-11157726)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna63-LysCTT (3567830-3567758)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna66-LysCTT (3519317-3519245)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna68-LysCTT (3439461-3439389)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna26-LysCTT (3389524-3389596)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna38-LysCTT (8473386-8473458)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna81-LysCTT (3426972-3426900)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 



CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna23-LysCTT (5967144-5967216)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna32-LysCTT (12594709-12594781)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna39-LysCTT (15793376-15793448)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna108-LysCTT (13714810-13714882)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna110-LysCTT (13717117-13717189)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna112-LysCTT (13730279-13730351)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna113-LysCTT (13730700-13730772)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna114-LysCTT (13781563-13781635)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna115-LysCTT (13782172-13782244)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna177-LysCTT (15241348-15241276)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna181-LysCTT (14478870-14478798)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna191-LysCTT (13655910-13655838)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna209-LysCTT (12106142-12106070)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna13-LysTTT (8953161-8953233)  Lys (TTT) 73 bp  Sc: 65.34 
GTGTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrII.trna17-LysTTT (6565197-6565269)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrII.trna43-LysTTT (12541675-12541603)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrIII.trna69-LysTTT (6887738-6887666)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrIV.trna20-LysTTT (5038910-5038982)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna12-LysTTT (8495280-8495352)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna131-LysTTT (16622103-16622031)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna146-LysTTT (13027080-13027008)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna156-LysTTT (8499614-8499542)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 



>Caenorhabditis_elegans_chrV.trna20-LysTTT (15465061-15465133)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna166-LysTTT (16217885-16217813)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna188-LysTTT (14063940-14063868)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna276-LysTTT (5451243-5451171)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna31-LysTTT (4789102-4789174)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna38-LysTTT (5713612-5713684)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrIV.trna1-MetCAT (66982-67052)  Met (CAT) 71 bp  Sc: 34.22 
ATCAACTGTGGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAACC 
ACTCGCTGCTA 
>Caenorhabditis_elegans_chrV.trna22-MetCAT (15517376-15517443)  Met (CAT) 68 bp  Sc: 52.62 
GGTCCTGTAGTGGTTATCACGTCTGCTTCATACACAGAAGGTCGCCGGTTCGAACCCGGC 
CAGGACCT 
>Caenorhabditis_elegans_chrI.trna35-MetCAT (12142901-12142972)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna37-MetCAT (12229299-12229370)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna48-MetCAT (12225487-12225416)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrII.trna44-MetCAT (12435566-12435495)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrIII.trna13-MetCAT (1604571-1604642)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrIII.trna76-MetCAT (5295009-5294938)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna144-MetCAT (16441064-16441135)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna229-MetCAT (9373154-9373083)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna56-MetCAT (8156121-8156192)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna74-MetCAT (3638926-3638854)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrIII.trna36-MetCAT (8106579-8106651)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrV.trna159-MetCAT (8230258-8230186)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrV.trna168-MetCAT (3455396-3455324)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna21-MetCAT (3697744-3697816)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna277-MetCAT (5407452-5407380)  Met (CAT) 73 bp  Sc: 74.19 



GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna33-MetCAT (5485078-5485150)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna34-MetCAT (5485421-5485493)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna35-MetCAT (5485712-5485784)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrI.trna28-PheGAA (10945814-10945886)  Phe (GAA) 73 bp  Sc: 56.47 
GCCTCGATAGCTCAGTTGGGGTGAGCGTACGACTGAAAATCGTTAGGTCACCAGTTCGAT 
CCTGGTTCGGGCA 
>Caenorhabditis_elegans_chrX.trna278-PheGAA (5319424-5319352)  Phe (GAA) 73 bp  Sc: 79.32 
GCCTCAATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_elegans_chrIII.trna41-PheGAA (8652962-8653034)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna46-PheGAA (11554706-11554778)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna63-PheGAA (8653587-8653515)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna65-PheGAA (7978472-7978400)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna143-PheGAA (14876439-14876367)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna147-PheGAA (16523261-16523333)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna148-PheGAA (16523840-16523912)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna149-PheGAA (16551428-16551500)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna162-PheGAA (16503133-16503061)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna42-PheGAA (6593553-6593625)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrII.trna52-PheGAA (9713218-9713146)  Phe (GAA) 73 bp  Sc: 80.71 
GCCTCGATAGCTCAGTTGGGAGAGCGCACGACTGAAGATCGTGAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna54-PheGAA (19126008-19126080)  Phe (GAA) 73 bp  Sc: 80.71 
GCCTCGATAGCTCAGTTGGGAGAGCGCACGACTGAAGATCGTGAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna50-ProAGG (8037450-8037521)  Pro (AGG) 72 bp  Sc: 72.24 
GGTCGGATGGCCTAGAGGTAAGGCGCTTGCTTAGGGTGCAAGAGATCCCGGGTTCGATCC 
CCGGTTCGACCC 
>Caenorhabditis_elegans_chrX.trna24-ProAGG (3970245-3970316)  Pro (AGG) 72 bp  Sc: 74.90 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrI.trna63-ProAGG (9268991-9268920)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrI.trna72-ProAGG (5854868-5854797)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrIV.trna29-ProAGG (11231536-11231607)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 



CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrX.trna23-ProAGG (3970076-3970147)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_elegans_chrIII.trna64-ProCGG (8650360-8650289)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna72-ProCGG (12005639-12005568)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna82-ProCGG (3552256-3552185)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna290-ProCGG (1880883-1880812)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna176-ProTGG (15747791-15747728)  Pro (TGG) 64 bp  Sc: 41.36 
CATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGATGTCCCGGGTTCAATCCCCGGT 
TCGG 
>Caenorhabditis_elegans_chrX.trna133-ProTGG (15747953-15748023)  Pro (TGG) 71 bp  Sc: 49.20 
GGCCGAATGGTCTAGTGGTTTGATTCTCGCTTTGGGTGCGACAAGTCCCGGTTCAATCCC 
CGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna167-ProTGG (3582199-3582128)  Pro (TGG) 72 bp  Sc: 70.03 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCAGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna50-ProTGG (10304763-10304692)  Pro (TGG) 72 bp  Sc: 70.15 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCTGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna35-ProTGG (8069332-8069403)  Pro (TGG) 72 bp  Sc: 70.22 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTGAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna166-ProTGG (3588372-3588301)  Pro (TGG) 72 bp  Sc: 70.48 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGCGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna203-ProTGG (12854832-12854761)  Pro (TGG) 72 bp  Sc: 71.03 
GGCCGAATGGTCTATTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna51-ProTGG (10302151-10302080)  Pro (TGG) 72 bp  Sc: 71.91 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_elegans_chrII.trna26-ProTGG (10302320-10302391)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna27-ProTGG (10304932-10305003)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna16-ProTGG (2711701-2711772)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna42-ProTGG (11066909-11066980)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna56-ProTGG (11066801-11066730)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna35-ProTGG (14225070-14225141)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna141-ProTGG (15465271-15465200)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna145-ProTGG (13507255-13507184)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna16-ProTGG (13509674-13509745)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_elegans_chrV.trna3-ProTGG (3582317-3582388)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna4-ProTGG (3588490-3588561)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna102-ProTGG (13307952-13308023)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna124-ProTGG (14438023-14438094)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna134-ProTGG (15751342-15751413)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna136-ProTGG (15796777-15796848)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna172-ProTGG (15796616-15796545)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna182-ProTGG (14437865-14437794)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna192-ProTGG (13511962-13511891)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna22-ProTGG (3969536-3969607)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna228-ProTGG (9467733-9467662)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna238-ProTGG (8969498-8969427)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna275-ProTGG (5801242-5801171)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna39-ProTGG (5801432-5801503)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna72-ProTGG (8969677-8969748)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna90-Undet??? (1355485-1355413)  Undet (???) 73 bp  Sc: 20.15 
GTCGCGATGGCTCAGTCGGTTAGAGGTTTAGCTGACACGCAGGAGGTCAGGGGTTCGACC 
CCCGGGCCGTGCA 
>Caenorhabditis_elegans_chrIV.trna12-Undet??? (2740211-2740283)  Undet (???) 73 bp  Sc: 20.26 
TCCCGCATGGCCGAGTGGTTATTGCGTATGTCTGCGAACATTTTGGTCGTTGGTTCAATT 
CCACCAACTGACA 
>Caenorhabditis_elegans_chrV.trna95-Undet??? (19559064-19558992)  Undet (???) 73 bp  Sc: 20.36 
GGTAACAGTGGCTCAGTTGGGTAGAGGTTCGGCTATGACGCAGAAGGTCAGGGGTTCGAC 
CCCCGGTGAACCA 
>Caenorhabditis_elegans_chrIII.trna5-Undet??? (1044985-1045055)  Undet (???) 71 bp  Sc: 20.54 
GCACCGGTGGCTCAGTAGGTAACAGGGATGGTTGGCAAGCAACAGACCGGGGTTCGACCC 
CCGCTGTGGCG 
>Caenorhabditis_elegans_chrV.trna124-Undet??? (17688473-17688401)  Undet (???) 73 bp  Sc: 20.68 
CCCAGCGTGGCGCAGTCGGTAAGAGGCTCGCCCACGGCGCAGATTGTCAGGGGTTCGACA 
CCCCGAGCTGGCA 
>Caenorhabditis_elegans_chrX.trna289-Undet??? (2125828-2125757)  Undet (???) 72 bp  Sc: 23.10 
GGCGGGATGGATCAGTCGGTAATGGTGATCGCTAGCAATCTGGAGGTCCCGAGTTCAAGT 
CCGGTCTCACCG 
>Caenorhabditis_elegans_chrV.trna96-Undet??? (19557983-19557910)  Undet (???) 74 bp  Sc: 23.78 
GGTCGCGATGGCTCAGTTGGGTAGAGGTTTGGCTTTGGTTTCGGAGGTCTGGGGTTCAAT 
CCCCACTGTGGTCA 
>Caenorhabditis_elegans_chrV.trna49-Undet??? (18825346-18825416)  Undet (???) 71 bp  Sc: 23.95 



GCCGAAATGGCGCAGTGGGATTTTCGCCGCCTTACAATCACAAGACCGGGGTTCGAGTCC 
CCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna97-Undet??? (19557674-19557602)  Undet (???) 73 bp  Sc: 23.98 
GACGCAGTGGCTCAGTTGGGTAGAGGTTCGGCTATGACGCAGAAGGTCAGGGGTTCGATC 
CCGGCTAGGGCCA 
>Caenorhabditis_elegans_chrII.trna8-Undet??? (2443052-2443117)  Undet (???) 66 bp  Sc: 24.33 
GTCCCAATGGCGCAGTGGGATTATGGCTGCACCCACAAGACCGGGGTTCGATCCCCCGCT 
GGGTCA 
>Caenorhabditis_elegans_chrV.trna62-Undet??? (19581676-19581747)  Undet (???) 72 bp  Sc: 24.64 
GCCGTGGTGGCTCAGTAGGGTAGAGGTTCAGCTGTGGCGCAGAGGTCAAGGGTTCGAACC 
CCGCTGACGTCA 
>Caenorhabditis_elegans_chrIV.trna89-Undet??? (1385694-1385622)  Undet (???) 73 bp  Sc: 25.89 
GGCGAAGTGGCTCAATCGGGTAGAGGCTGGGTTATGGTGCAGAAGGTCAGGGGTTCGAGT 
CCCAGCTTGGTCA 
>Caenorhabditis_elegans_chrV.trna122-Undet??? (17694132-17694061)  Undet (???) 72 bp  Sc: 26.05 
GACCTGTGGCTCAGTCGGGTAGAGGTTCAGCTATGACACAGAAGGTCCGGGGTTCAATCC 
TCGCTGCAGTCA 
>Caenorhabditis_elegans_chrV.trna63-Undet??? (19581965-19582036)  Undet (???) 72 bp  Sc: 26.54 
GCCTCGGTGGCTCAGTTGGGTAGAGGTTTAGCAGTGGCGCAGATGGTCAAGGGTTCGAAC 
CCCACTGCGGCC 
>Caenorhabditis_elegans_chrV.trna106-Undet??? (18906331-18906260)  Undet (???) 72 bp  Sc: 27.09 
GGAGTTGTGGCTCAGGTGGTTAGAGGGTTGGTTGAGACGAAAGGGTCGGGGGTTCGACTC 
CCACTAGTGTTA 
>Caenorhabditis_elegans_chrV.trna87-Undet??? (19595899-19595829)  Undet (???) 71 bp  Sc: 27.27 
GCGGCGGTGGCTCAGGTGGGTAGAGGTTCGGCTATGGCGCAGAAGGTCGCGGGTTCGATC 
CCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna170-Undet??? (2149249-2149177)  Undet (???) 73 bp  Sc: 27.68 
GCGGAAGTAGCTCAGTCGGTAATGGTGGTAGCTAGTAGTCTAGAGGTCACAGGTTCAAGT 
CCTGCCTCCCTCC 
>Caenorhabditis_elegans_chrII.trna41-Undet??? (12666142-12666071)  Undet (???) 72 bp  Sc: 27.78 
GCGCGCATGGTTCAGGCGGTAAGAGGTAGGGCTGCGGCTCAGAGGTCCGGGGTTCGACTC 
CCAGTGGGGGTA 
>Caenorhabditis_elegans_chrIV.trna9-Undet??? (1464680-1464752)  Undet (???) 73 bp  Sc: 29.65 
GTCGCAGTGGCTCAACTGGGTATAGGTTGAGCTATGGCTCTCAGGGTCGTGGGTTCGATC 
CCCGTTGGCGGTA 
>Caenorhabditis_elegans_chrV.trna114-Undet??? (18373703-18373631)  Undet (???) 73 bp  Sc: 31.43 
GTCGCAGTGGCTCAGGTGGGTAGAGAGATGGCTATGGAGAAATAGGTCCGGGGTTCGAGC 
CCCCGCTGGTGCA 
>Caenorhabditis_elegans_chrV.trna61-Undet??? (19579669-19579741)  Undet (???) 73 bp  Sc: 31.65 
GCCGTGGTGGCTCAGTAGGGTAGCGAATTAGCTATGGCGCAGAAGGTCGAGGGTTCGAAC 
CCCTCTAACGTCA 
>Caenorhabditis_elegans_chrX.trna298-Undet??? (1433139-1433059)  Undet (???) 81 bp  Sc: 32.80 
GGAGGCATGGCTCAGTGGCAACAAGTTCGACTAACAATCAAAAATGATCATATGTTTTGG 
GTTCAATTCCCACTGCCTCCG 
>Caenorhabditis_elegans_chrV.trna65-Undet??? (19596929-19597001)  Undet (???) 73 bp  Sc: 35.06 
GGCAAAATGGCTCAGTCGGGTAGAGGTTTAGGTGTGGCCCAGAAGGTCATGGGTTCAATC 
CCCACTGCTGGCA 
>Caenorhabditis_elegans_chrI.trna69-ValAAC (6212894-6212823)  Val (AAC) 72 bp  Sc: 20.40 
GCACTCATGGCGCAGTTGGGAACACTGGCGACTAACGGTCAGCAGGTCTCTGGTTCAATC 
CCACTGTGTGCC 
>Caenorhabditis_elegans_chrIII.trna18-LeuAAG (3099564-3099635)  Leu (AAG) 72 bp  Sc: 21.77 
GAGTTTTTAGCCTAGTGGCTAATGCGGATGGCTAAGGCCCACAAGACCGGGGTTCGAGTC 
CCCACCCGGGCA 
>Caenorhabditis_elegans_chrI.trna47-LeuAAG (12731718-12731647)  Leu (AAG) 72 bp  Sc: 23.70 
GGCCAAATGGCGCAGTGGAAAAATTCATGGCTAAGAATTATCACACCGGGGTTCGACTCC 
CCGCTGTGGTCG 
>Caenorhabditis_elegans_chrX.trna26-IleAAT (4242499-4242575)  Ile (AAT) 77 bp  Sc: 49.01 
GGCGCTTTACCTGTGCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTC 
GACCCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrV.trna50-GlyACC (18825951-18826021)  Gly (ACC) 71 bp  Sc: 21.24 
GTCCAAATGGCGCAGTGGGATTTTCGCCGGCTACCAATCACAAGACCGGGGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrV.trna43-GlyACC (17932728-17932798)  Gly (ACC) 71 bp  Sc: 21.64 
GAAAAAGTGGCTCAGTCGGTTAGAGGTACGGCTACCACCCACACGACCGGGGTTCGAACC 
CCACTGTGGCT 
>Caenorhabditis_elegans_chrV.trna39-GlyACC (17930318-17930388)  Gly (ACC) 71 bp  Sc: 22.19 
GAAAAAGTGGCTCAGTCGGTTAGAGGTACGGCTACCACCCACAAGACCGGGGTTCGACCC 



CCGCCGTGGCT 
>Caenorhabditis_elegans_chrV.trna107-GlyACC (18829082-18829012)  Gly (ACC) 71 bp  Sc: 23.90 
GCCAAAATGGCGCAGTGGGATTTTTGCCGACTACCAATCACAAGTCCTGGGTTCGAGTCC 
CCGCTGTGGCT 
>Caenorhabditis_elegans_chrV.trna108-GlyACC (18827910-18827840)  Gly (ACC) 71 bp  Sc: 28.03 
GCCAAAATGGCGCAGTGGGATTTTCACCGACTACCAATCACAAGACCAGGGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrV.trna111-GlyACC (18802009-18801939)  Gly (ACC) 71 bp  Sc: 28.07 
GCCAGAATGGCTCAGTGGGATTTTTGCTGACTACCAATCACAAGACCGGGGTTCGGGTCC 
CCGCTTTGGTA 
>Caenorhabditis_elegans_chrIII.trna82-ArgACG (3339534-3339463)  Arg (ACG) 72 bp  Sc: 20.93 
GCATCGATGGCTCAACTGGGTAGAGAGATGCCTACGACGCAGAGGACCTTGGTTCGACTC 
CGCGGTGAGGTC 
>Caenorhabditis_elegans_chrV.trna31-ArgACG (17662138-17662210)  Arg (ACG) 73 bp  Sc: 21.88 
GCGCAGATAGCCTAGTGGATAAGAGGCTTGACTACGACTTGGGAGGCCAAGGGTTCGACC 
CCCAGATAGTGCT 
>Caenorhabditis_elegans_chrV.trna104-ThrAGT (19059038-19058966)  Thr (AGT) 73 bp  Sc: 20.49 
TCCATTTTTGGCTCAACTGGGTAGAGGGTTGACCAGTGCGCAACAGGCCAGGGTTCGACT 
CCCCGTTGTGGTA 
>Caenorhabditis_elegans_chrV.trna116-ThrAGT (17786923-17786853)  Thr (AGT) 71 bp  Sc: 21.59 
GCACCAGTGGCGCAGTGGATAACAGGGATGACTAGTACGCACAGGTCCGGGGTTCGACCC 
CCGCCGAGGCC 
>Caenorhabditis_elegans_chrII.trna2-ThrAGT (1334138-1334209)  Thr (AGT) 72 bp  Sc: 29.89 
TCCAGCGTGGCCTAGTGGCTAAGAGGGATGGCTAGTGAGCACAAGACCGGGGTTCGAGTC 
CCCGTGCGGGTT 
>Caenorhabditis_elegans_chrIV.trna8-TyrATA (1407264-1407334)  Tyr (ATA) 71 bp  Sc: 21.21 
GTGTGGTGGCTCAGCCGGGAAGGGGCTAGCTTATAGCCCAAATGACCGGGGTTCGACTCC 
CCGCTATGGCA 
>Caenorhabditis_elegans_chrV.trna67-AspATC (19629791-19629862)  Asp (ATC) 72 bp  Sc: 20.06 
TGCCGGGTGGCTCAGTTGGGTAGAGAGATGGCTATCACGCACAGGTCCCTGGTTCGATTC 
CTTGTATAATAT 
>Caenorhabditis_elegans_chrX.trna297-AspATC (1474083-1474002)  Asp (ATC) 82 bp  Sc: 20.33 
GGAGGATGGCTCAGTGGATATCAGTCTCGACTATCAATCCAAGCTCATCACAAGACGCGG 
GTTCGATTCCCTGCATCTTCCG 
>Caenorhabditis_elegans_chrX.trna8-AspATC (1643846-1643918)  Asp (ATC) 73 bp  Sc: 24.50 
CGGAGGATGGCTCAGTGGAAAACAGCTCGACTATCAATCCAAGCACGCGGGTTCGATTCC 
CCGACTCTTCCGT 
>Caenorhabditis_elegans_chrX.trna7-AspATC (1620271-1620351)  Asp (ATC) 81 bp  Sc: 25.94 
GGAGGCATGGCTCAATGGCAACGAGTTCGACTATCAATACGAGATGCTTCTATGATTTGG 
GTTCAATCCCCACTGCCTCCG 
>Caenorhabditis_elegans_chrV.trna119-HisATG (17765723-17765651)  His (ATG) 73 bp  Sc: 20.15 
GCTGCGGTAGTTCAGTTGGGTAGAAGTTTGACTATGGCTCCAAGGGTCACAAGTTCAATC 
CCCGCTTGACCCA 
>Caenorhabditis_elegans_chrV.trna93-HisATG (19578805-19578733)  His (ATG) 73 bp  Sc: 20.30 
GTCCCGGTGGCTCAGCTGGGTAGAGGCTTGGCAATGGTCCAGAAGGTCAAGGGTTCGAGC 
CCCAGTGGTGGCA 
>Caenorhabditis_elegans_chrV.trna46-HisATG (18371194-18371266)  His (ATG) 73 bp  Sc: 20.38 
GTCGAAGTGGCTCAGGTGGGAAGAGGGATAGCTATGGGGAATAGGGTCCTGGGTTCGAGT 
CCCCGCTTGGGCA 
>Caenorhabditis_elegans_chrII.trna6-HisATG (1481924-1481996)  His (ATG) 73 bp  Sc: 20.50 
GAACTTTTGGCTCAACTGGTAAGAGGGATACCAATGGAGAAATAGGTCATGGGTTCGATT 
CCCAACGAGGCCA 
>Caenorhabditis_elegans_chrIII.trna17-HisATG (2879905-2879978)  His (ATG) 74 bp  Sc: 21.18 
GCGCGCGTGGCGCAGTCGGTAAGATGTCAGACTATGACCCAGAAGGTCACAGGTTCGATT 
CTTTGTCGAAGGAT 
>Caenorhabditis_elegans_chrV.trna57-HisATG (19393484-19393556)  His (ATG) 73 bp  Sc: 21.60 
GCACCTGTGGCTCAGTCGGGTAGAGGAATGTCTATGGCTCCGGAGGTCAGGGGTTCGAAC 
CCCAACCGTGGCC 
>Caenorhabditis_elegans_chrV.trna100-HisATG (19394814-19394745)  His (ATG) 70 bp  Sc: 22.39 
GCCAGTAGCTCAGTTGGGTAGAGGCTTGGCTATGACTCTGGAGGTCAAGGGTTCGAGCCC 
CGGCGTGATA 
>Caenorhabditis_elegans_chrV.trna99-HisATG (19396731-19396659)  His (ATG) 73 bp  Sc: 22.42 
GCGCTGGTGGTTCAGCTGGGTAGAGGGGCGGCTATGGCTCAGTAGGTCTGGGGTTCGAAC 
CCCAAGCGTGGCC 
>Caenorhabditis_elegans_chrII.trna45-HisATG (12349622-12349551)  His (ATG) 72 bp  Sc: 22.64 
GGCGTCGTGGCTCAGTCGGTAAGCGGTTGGGCTATGAAGCAAAAGGTCCCGGGTTCGGAT 
CCCCGGAAGCTT 



>Caenorhabditis_elegans_chrV.trna85-HisATG (19624079-19624006)  His (ATG) 74 bp  Sc: 22.90 
GACCAAGTGGCGCAGTCGGTAACAGGGATGGCTATGACCCAGAAGGCCACGGGTTCGACC 
CCCCGCTAGAGTCA 
>Caenorhabditis_elegans_chrV.trna126-HisATG (17660816-17660745)  His (ATG) 72 bp  Sc: 23.10 
TCAGTAGTGGCGCAGTGGCTAACAGATCTGGCTATGACGCAGAAGGCCAGAGGTTCGATC 
CCCGCCACTGTT 
>Caenorhabditis_elegans_chrV.trna81-HisATG (20016551-20016479)  His (ATG) 73 bp  Sc: 23.43 
GCCCGGGTGGCTTAGTGGCTAAGAGTGATGCCGATGGAGTGGTAGGTCAGGGGTTCGAGC 
CCCCGAATGGGTG 
>Caenorhabditis_elegans_chrV.trna58-HisATG (19398552-19398622)  His (ATG) 71 bp  Sc: 23.67 
GCCAGTGGCTCAGTCGGGTAGGGCTTTGGCTATGGCTCTGAGGGTCAGGAGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrIV.trna91-HisATG (1146145-1146074)  His (ATG) 72 bp  Sc: 23.70 
GTCGTAGTGGCTCAGCTGGGTAGAGGTTGGCCTATGGCTCTGAAGGTCCGGGGTTCAATC 
CCCACAGCGAAA 
>Caenorhabditis_elegans_chrV.trna45-HisATG (18367104-18367175)  His (ATG) 72 bp  Sc: 23.71 
GTTCCGGTGGCTCAGCTGGGTAGAGAGATGGCTATGGGGCAAATGTCCGGGGTTCGATTC 
CCCGCTAGAGTT 
>Caenorhabditis_elegans_chrV.trna91-HisATG (19594075-19594004)  His (ATG) 72 bp  Sc: 24.15 
GCACAAGTAGCTCAGTTGGGTAGAGGCTTGGCTATGGCTCTGGAGGTCGAAGGTTCAATC 
CCCGCCGTGGTA 
>Caenorhabditis_elegans_chrV.trna34-HisATG (17690475-17690546)  His (ATG) 72 bp  Sc: 24.73 
GACCCGCTGGCTCAACTGGGTAGAGGTTTGGCTATGGCCCAGAGGGTCAAGGGTTCGACC 
CCCGCCGAGGCA 
>Caenorhabditis_elegans_chrV.trna82-HisATG (20012035-20011963)  His (ATG) 73 bp  Sc: 27.44 
GCCCGGGTGGCTTTGTGGCGAAGAGTGATGCCTATGGAGTGGTAGGTCAGGGGTTCGAGC 
CCCCGCATGGGTG 
>Caenorhabditis_elegans_chrV.trna98-HisATG (19397025-19396953)  His (ATG) 73 bp  Sc: 29.70 
GCACCGGTGGCTCAGCTGGGTAGAGGGACGGCTATGGCTCAGGAGGTCAGGGGTTCGACT 
CCCTGCTGTGGCT 
>Caenorhabditis_elegans_chrV.trna32-HisATG (17686348-17686419)  His (ATG) 72 bp  Sc: 31.86 
GTCTTCGTGGCTCAGTTGGGAAGAGGTTTGACTATGGTTCAGAAGGTCAGGGGTTCGACC 
CCATCGGTGGCT 
>Caenorhabditis_elegans_chrV.trna89-HisATG (19594838-19594768)  His (ATG) 71 bp  Sc: 31.93 
GTCGCTGTGGCTCAGTTGGGTAGAGGTTTGGCTATGGCGCAGAAGGTCGGGGTTCGATTC 
CCACTGGGGTA 
>Caenorhabditis_elegans_chrV.trna88-HisATG (19595623-19595550)  His (ATG) 74 bp  Sc: 35.22 
TGCGCCGATGGCTCAGGTGGGTAGAGGTTTGGCTATGACGCAGAAGGTCACGGGTTCGAC 
CCCCGGTGGGGTAA 
>Caenorhabditis_elegans_chrV.trna94-HisATG (19578500-19578428)  His (ATG) 73 bp  Sc: 35.77 
GTCGCAGTGGCTCAGTAGGGTAGAGGTTTGGCTATGGCGCAGAAGGTCGAGGGTTCGAAC 
CCCCACTGTGGTA 
>Caenorhabditis_elegans_chrV.trna60-HisATG (19577353-19577424)  His (ATG) 72 bp  Sc: 40.32 
GCCTCGGTGGCTCAGTTGGGTAGAGGTTTGGCTATGGCCCAGAAGGTCAAGAGTTCGAAC 
CCTGCAGAGGCC 
>Caenorhabditis_elegans_chrV.trna48-LeuCAA (18622717-18622789)  Leu (CAA) 73 bp  Sc: 23.79 
GTTCACGTGGCGCAGTGGTTAAGAGGCTTGACTATGGAGCAACAGGCCACAGGTTCAAAC 
CCCGGAGAGGACA 
>Caenorhabditis_elegans_chrV.trna40-GlyCCC (17930761-17930832)  Gly (CCC) 72 bp  Sc: 31.13 
GTGCAAGTGGCTCAGTGGGTTAGAGTGATGGCTCCCGCCCACACGTCCGGGGTTCGACCC 
CCGGTGCGGGCG 
>Caenorhabditis_elegans_chrX.trna11-ArgCCT (1775484-1775556)  Arg (CCT) 73 bp  Sc: 38.23 
ACCCGTGTAGCCTAATGGATAAGGCGTCGGTATCCTAATCCAAAGTATGCGGGTTCGAGT 
CCTGCCACAGGTG 
>Caenorhabditis_elegans_chrV.trna110-SerCGA (18804746-18804674)  Ser (CGA) 73 bp  Sc: 24.60 
GCACTCGTGGCGCAGAGGATAAGAGGCTTGTCTATGGAGCAAAAGGTCACGGGTTCGAGT 
CCCTGTTGAGGCA 
>Caenorhabditis_elegans_chrII.trna4-SerCGA (1367947-1368019)  Ser (CGA) 73 bp  Sc: 27.28 
GATTTTTGGCGCAGTCGGTAAGAGGGTTGATTGGTACGCAATTGGTCCGGGGTTCGACCC 
CCCGTTATGGTCA 
>Caenorhabditis_elegans_chrIII.trna12-SerCGA (1577401-1577472)  Ser (CGA) 72 bp  Sc: 34.96 
AAACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTTGGAGCAAAAGGTCGGGGTTCGAGTC 
CCCGTGGGGGTA 
>Caenorhabditis_elegans_chrX.trna292-SerCGA (1691146-1691079)  Ser (CGA) 68 bp  Sc: 35.78 
TCAACTGTGAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTCCCGG 
CATGGGAA 
>Caenorhabditis_elegans_chrX.trna9-SerCGA (1692730-1692797)  Ser (CGA) 68 bp  Sc: 35.78 



TCAACTGTGAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTCCCGG 
CATGGGAA 
>Caenorhabditis_elegans_chrIII.trna91-SerCGA (1577380-1577308)  Ser (CGA) 73 bp  Sc: 37.44 
GCACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTCGGAGCAAAAGGTCGGGGGTTCGAGT 
CCCCGCAGTGGTA 
>Caenorhabditis_elegans_chrIII.trna11-SerCGA (1577091-1577163)  Ser (CGA) 73 bp  Sc: 39.94 
GCACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTTGGAGCAAAAGGTCGGGGGTTCGAGT 
CCCCGTGGGGGTA 
>Caenorhabditis_elegans_chrX.trna129-ThrCGT (15248894-15248964)  Thr (CGT) 71 bp  Sc: 38.55 
GTTTACCTGTGCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCCC 
GCCTGGGGGCA 
>Caenorhabditis_elegans_chrI.trna3-SupCTA (803802-803874)  Sup (CTA) 73 bp  Sc: 36.50 
CCGCTTGTAGTCTAGTGGTTAACACGCTTCAGCTCTAAACAATAGGTCCGGGGTTCGATT 
CCTTGCAAGATGA 
>Caenorhabditis_elegans_chrX.trna1-GluCTC (86887-86958)  Glu (CTC) 72 bp  Sc: 34.99 
GCCTGAGTGGTCAAGTGGGTAAGAGGCGCGGCTCTCACCCACACGGTGTGGGTTCGATCC 
CCGCACCAGGTC 
>Caenorhabditis_elegans_chrV.trna92-GlnCTG (19587298-19587227)  Gln (CTG) 72 bp  Sc: 23.90 
GTCGCAGTGGCTCAGCTGGGAAGAGGTTTGGCTCTGGCGCAGAGGACCAGGGTTCGACCC 
CCGGTGGGGCCA 
>Caenorhabditis_elegans_chrI.trna10-LysCTT (7842908-7842982)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrI.trna1-LysCTT (185335-185409)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrI.trna21-LysCTT (9679634-9679708)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrII.trna47-LysCTT (11442240-11442166)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIII.trna50-LysCTT (13522159-13522233)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIII.trna51-LysCTT (13523294-13523220)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIV.trna83-LysCTT (3501718-3501644)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna118-LysCTT (14061594-14061668)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna189-LysCTT (14062435-14062361)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna2-LysCTT (288447-288521)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna279-LysCTT (5285520-5285446)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna304-LysCTT (289587-289513)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna32-LysCTT (5284386-5284460)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIV.trna30-LysCTT (11362096-11362168)  Lys (CTT) 73 bp  Sc: 21.40 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTT 
>Caenorhabditis_elegans_chrIV.trna74-LysCTT (11363237-11363165)  Lys (CTT) 73 bp  Sc: 21.40 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTT 
>Caenorhabditis_elegans_chrX.trna208-LysCTT (12167105-12167033)  Lys (CTT) 73 bp  Sc: 21.99 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTAGTGGGTTCGGTT 



CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna256-LysCTT (8459048-8458979)  Lys (CTT) 70 bp  Sc: 22.77 
TCCGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTTCCC 
ACACATGGTT 
>Caenorhabditis_elegans_chrI.trna12-LysCTT (8791347-8791419)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrI.trna26-LysCTT (10871611-10871683)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrI.trna55-LysCTT (10872754-10872682)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna22-LysCTT (5349338-5349410)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna33-LysCTT (13043661-13043733)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna68-LysCTT (13044501-13044429)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna133-LysCTT (16565177-16565105)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna28-LysCTT (16564034-16564106)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna15-LysCTT (2462549-2462621)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna287-LysCTT (2463552-2463480)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrII.trna29-LysCTT (11441106-11441180)  Lys (CTT) 75 bp  Sc: 24.50 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTCA 
>Caenorhabditis_elegans_chrV.trna165-LysCTT (4782287-4782215)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna272-LysCTT (6601338-6601266)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna43-LysCTT (6600185-6600257)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna89-LysCTT (12166143-12166215)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna18-LysCTT (3589258-3589330)  Lys (CTT) 73 bp  Sc: 29.48 
GCTTCGGTGGCCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna81-LysCTT (3590358-3590286)  Lys (CTT) 73 bp  Sc: 29.48 
GCTTCGGTGGCCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna163-LysCTT (6421781-6421709)  Lys (CTT) 73 bp  Sc: 30.72 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACGTGGTT 
>Caenorhabditis_elegans_chrV.trna7-LysCTT (6417958-6418030)  Lys (CTT) 73 bp  Sc: 30.72 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACGTGGTT 
>Caenorhabditis_elegans_chrX.trna146-PheGAA (16522687-16522758)  Phe (GAA) 72 bp  Sc: 43.61 
TCAACTGTGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATCC 
TGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna56-ValGAC (19347546-19347618)  Val (GAC) 73 bp  Sc: 20.07 
GTTCTGGTGGCTCAACTGGGTAGACAGATGACTGACGAGAAATAGGTCAGGGGTTCGAGC 
CCCCGCTAGGGTC 



>Caenorhabditis_elegans_chrIII.trna83-LeuGAG (3187050-3186979)  Leu (GAG) 72 bp  Sc: 21.43 
GGATTTTTGGCCTAGTGGTTAACAGGGGTGGCTGAGACCCACAACGCCGGGGTTCGAGCC 
CCCGCTGTGGCA 
>Caenorhabditis_elegans_chrIII.trna20-LeuGAG (3103003-3103075)  Leu (GAG) 73 bp  Sc: 21.82 
GACTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACACACAAGACCGGGGTTCGATTC 
CCCGCTTGCGTCA 
>Caenorhabditis_elegans_chrIII.trna84-LeuGAG (3112205-3112134)  Leu (GAG) 72 bp  Sc: 22.15 
GAGTTTTTGGCCTAGTGGCTAACACGGATGGTTGAGACCCACAAGACCGGGGTTCGAGCC 
CCACAGTGATCA 
>Caenorhabditis_elegans_chrIII.trna85-LeuGAG (3108323-3108251)  Leu (GAG) 73 bp  Sc: 22.31 
GAGTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAACC 
CCCACTAGAGTCG 
>Caenorhabditis_elegans_chrV.trna35-LeuGAG (17691250-17691321)  Leu (GAG) 72 bp  Sc: 23.66 
GACGCGGTGGCTCAGTTGGGCAGAGGTTTGGTGGAGGCTCACAGGACCTGGGTTCGACTC 
CCAGTAGTGACG 
>Caenorhabditis_elegans_chrIII.trna86-LeuGAG (3106208-3106137)  Leu (GAG) 72 bp  Sc: 24.99 
GGATTTTTGGCCTAGTGGTTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAGTC 
CCCACTCGGTCT 
>Caenorhabditis_elegans_chrIII.trna23-LeuGAG (3189658-3189731)  Leu (GAG) 74 bp  Sc: 25.07 
TGGTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAGTC 
CCCGCTGTGGCTAA 
>Caenorhabditis_elegans_chrIII.trna19-LeuGAG (3101075-3101146)  Leu (GAG) 72 bp  Sc: 29.55 
AACTTTTGGCGCAGTGGCTAACAGGGATGGCTGAGACCCATAAGACCGGGGTTCGAATCC 
CCGCTGTGGTGA 
>Caenorhabditis_elegans_chrIII.trna87-LeuGAG (3104123-3104052)  Leu (GAG) 72 bp  Sc: 30.77 
GACTTTTTGGCCTAGTGGTTAACACGGATGGCTGAGACCCATAGGGCCGGGGTTCGAGCC 
CCCACCGGGGTA 
>Caenorhabditis_elegans_chrV.trna118-IleGAT (17784552-17784482)  Ile (GAT) 71 bp  Sc: 20.35 
GCACTTTTGGCGCAGTGGATAGTGGGCGCGGCTGATAATCACAAGACCGGGGTTCGATCC 
CCACGGTGGCA 
>Caenorhabditis_elegans_chrIII.trna2-GlyGCC (1040664-1040734)  Gly (GCC) 71 bp  Sc: 21.32 
GCACCGGTGGCTCAGTTGGTAACAGGGATGGCTGCCGATCAGAAGACTGGGGTTCGATCC 
CCGCTGCCGCA 
>Caenorhabditis_elegans_chrIII.trna3-GlyGCC (1041541-1041611)  Gly (GCC) 71 bp  Sc: 22.62 
GCACCGATGGCTCAGTGGGTAACACAGATGGCTGCCAAGCACAAGACCGGGGTTCGATCC 
CCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna44-GlyGCC (17933297-17933368)  Gly (GCC) 72 bp  Sc: 22.66 
GTTTTGTGGCTCAGTCGGGTAAAGCGATGACTGCCGCCCACACGTCCGGGGTTCGAACCC 
CGGCTGGGGCCA 
>Caenorhabditis_elegans_chrIII.trna4-GlyGCC (1042574-1042644)  Gly (GCC) 71 bp  Sc: 22.76 
GCACCGGTGGCTCAGTTGGTTACACGGATGGCTGCCAAGCACAAGACCAGGGTTCGATCC 
CCGCGGTGGCA 
>Caenorhabditis_elegans_chrIII.trna7-GlyGCC (1047818-1047889)  Gly (GCC) 72 bp  Sc: 24.22 
GCACCTGTGGCGCAGTGGGTAACATGGATGGCTGCCAATCAGACGACCAGGGTTCGACCC 
CCCGCTTGGTCG 
>Caenorhabditis_elegans_chrV.trna42-GlyGCC (17931661-17931731)  Gly (GCC) 71 bp  Sc: 27.73 
GTGCAAGTGGCTCAGTCGGTTAGAGGTGCGGCTGCCACTCACAAGTCCGGGGTTCGATCC 
CCGCTGTGGCT 
>Caenorhabditis_elegans_chrIII.trna14-ArgGCG (1998072-1998145)  Arg (GCG) 74 bp  Sc: 23.33 
TACTGCGTGGCGCAGTGATTAACGCGTTTGCCTGCGGCTCCGAAGGTCATGGGTTCGACC 
CCACGTGAGGGTAA 
>Caenorhabditis_elegans_chrII.trna46-SerGCT (12345865-12345795)  Ser (GCT) 71 bp  Sc: 21.62 
GCGTGCGTGGCTCAGTGGGTAAGAGGTTTGGCTGCTAAGCAGAAGGTCACAGGTTCGAGT 
TCTCGAGGTCG 
>Caenorhabditis_elegans_chrIV.trna92-AlaGGC (1144756-1144684)  Ala (GGC) 73 bp  Sc: 20.17 
GGCCAACTGGCTCAGCCGGGTAGGAGCTCTACTGGCAATCACAAGGCCGGGGTTCGAACC 
CCCGACGTGGCTA 
>Caenorhabditis_elegans_chrV.trna109-AlaGGC (18805600-18805530)  Ala (GGC) 71 bp  Sc: 24.02 
GTCCAAATGGCGCAGTGGGATTTTCGCCGACTGGCAATCACAAGGCCGGGGTTCGACCCC 
CGCTTTGGTCG 
>Caenorhabditis_elegans_chrV.trna69-ProGGG (19667866-19667938)  Pro (GGG) 73 bp  Sc: 22.78 
GCAACAGTGGCTCAGTCGGATAGAGGTTTCATTGGGACTCTGAAGGTCCCTGGTTCGAAC 
TCCACCTGTGGCC 
>Caenorhabditis_elegans_chrIII.trna21-ProGGG (3105132-3105204)  Pro (GGG) 73 bp  Sc: 23.90 
GAACGTTTGGCGTAGTGGCTAACACGGATGGCTGGGACTCACAAGACCGGGGTTCGAGTC 
CCCGCTGTGGCCA 
>Caenorhabditis_elegans_chrIII.trna22-ProGGG (3110788-3110860)  Pro (GGG) 73 bp  Sc: 25.66 



GAATTTTTGGCCTAGTGGCTAAGAGGGATGGCTGGGGCCCACAAGACCGGGGTTCGAGTC 
CCTGAGGGGGTCA 
>Caenorhabditis_elegans_chrV.trna52-ProGGG (19082906-19082977)  Pro (GGG) 72 bp  Sc: 25.80 
GAACTTTTAGCTCAACTGGTTAGAGGTTTGCCTGGGAATCACAAGACCGGGGTTCGAGCC 
CCCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna86-ProGGG (19598630-19598562)  Pro (GGG) 69 bp  Sc: 26.01 
GTAGCGGTGGCTCAGCTGGTTAGAGGTTTGGCTGGGGCGCAGAAGGTCAGGGGTTCGACC 
CCCGCTGTG 
>Caenorhabditis_elegans_chrII.trna1-ProGGG (1331990-1332061)  Pro (GGG) 72 bp  Sc: 27.17 
GCCAGCGTGGCCTAGTGGCTAAGAGTGATGACTGGGGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrII.trna3-ProGGG (1335744-1335815)  Pro (GGG) 72 bp  Sc: 27.92 
GCCAGCGTGGCCTAGTGGCTAAGAGGGATGGCTGGGGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrV.trna53-ProGGG (19084569-19084640)  Pro (GGG) 72 bp  Sc: 29.40 
GCATTTTTGGCTCAACTGGGAAGAGGTTTGCCTGGGAATCACAAGACCGGGGTTCGAGCC 
CCCGCTGGGGCA 
>Caenorhabditis_elegans_chrIV.trna79-ProGGG (4106639-4106567)  Pro (GGG) 73 bp  Sc: 33.78 
GTCGCGGTGGCTCAGTCGGTAAGAGAGTTGGTTGGGGTGCAGAAGGCCGCGGGTTCGATT 
CCCGCTAGCTGCA 
>Caenorhabditis_elegans_chrII.trna76-ThrGGT (1366475-1366402)  Thr (GGT) 74 bp  Sc: 20.03 
GAATTTTTGGCTCAGTCGGTAAGGGAGATGACTGGTACGCAACAGGTCCCGGGTTCGACC 
CCCAGCTGCGGTCA 
>Caenorhabditis_elegans_chrV.trna117-ThrGGT (17785752-17785681)  Thr (GGT) 72 bp  Sc: 20.25 
GCACTTATGGCGCAGTGGATAGTGGGGATGGTTGGTAATCAGAAGACCGGGGTTCGACCC 
CCAATAGCGACA 
>Caenorhabditis_elegans_chrII.trna80-ThrGGT (1088522-1088450)  Thr (GGT) 73 bp  Sc: 20.45 
TGCTCCATGGCTCAGCCGGTAAGAGGGATGACTGGTAGGCAAGCGACCGGGGTTCGACCC 
CCGGTGGTGGTAA 
>Caenorhabditis_elegans_chrV.trna101-ThrGGT (19060544-19060473)  Thr (GGT) 72 bp  Sc: 20.58 
ACATTTTTGGCTCAACTGGGTAGAGGCTTGACTGGTGAGCAGACGTCCGGGGTTCGAGTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna105-ThrGGT (19057540-19057469)  Thr (GGT) 72 bp  Sc: 20.88 
GCATTTTTGGCTCAAGTGGGTAGAGGTTTGACTGGTGAGCAGAAGACCGGGGTTCGACTC 
CCCACTGTGGTA 
>Caenorhabditis_elegans_chrV.trna38-ThrGGT (17783128-17783197)  Thr (GGT) 70 bp  Sc: 21.55 
TCGCATTTGGCGCAGTGGATAGTGGGCGCGGCTGGTAATCACAAGACCGGGGTTCGAGCC 
CCACTGTGAC 
>Caenorhabditis_elegans_chrII.trna75-ThrGGT (1476084-1476012)  Thr (GGT) 73 bp  Sc: 22.55 
GATTTTTTGGCTCAGTCGGTAAGAGGTATGACTGGTAAGCAATAGGTCCGGGGTTCGACC 
CCCAGTGGTGGTA 
>Caenorhabditis_elegans_chrII.trna5-ThrGGT (1478762-1478834)  Thr (GGT) 73 bp  Sc: 23.25 
GTCCACTTGGCTCAACTGGTAAGAGGGATGACTGGTACGCAATAGGTCAGGGGTTCGACC 
CCCGGAGAGGTAA 
>Caenorhabditis_elegans_chrV.trna102-ThrGGT (19059629-19059558)  Thr (GGT) 72 bp  Sc: 24.91 
GCACTTTTGGCTCAACCGGGTAGAGGGTTGACTGGTGCGCAAAGGACCGGGGTTCGATTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrII.trna77-ThrGGT (1333328-1333257)  Thr (GGT) 72 bp  Sc: 25.95 
GCCAGGGTGGCCTAGTGGCTAACAGGGATGGCTGGTGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrV.trna103-ThrGGT (19059321-19059250)  Thr (GGT) 72 bp  Sc: 26.71 
GCACTTTTAGCTCAAGTGGGTAGAGATTTGACTGGTGAGCAGAAGACCGGGGTTCGAGTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna51-ThrGGT (19058256-19058327)  Thr (GGT) 72 bp  Sc: 27.00 
GCACTTTTGGCTCAACTGGATAGAGGTTTGACTGGTGGGCAGACGTCCGGGGTTCGAGTC 
CCCGCTGGGGTA 
>Caenorhabditis_elegans_chrII.trna74-ThrGGT (1476236-1476162)  Thr (GGT) 75 bp  Sc: 31.35 
GTTTTTGGCTCAGTCGGTAAGATGAGTGGCTGGTAACCAATAGGTCCGGGGTTCGACCCC 
CGGTGGTGGAAAACT 
>Caenorhabditis_elegans_chrIV.trna28-AspGTC (8927182-8927255)  Asp (GTC) 74 bp  Sc: 20.80 
GTCGAGGGAAGCGCAGTCGGTTGCGCAGTTGGCTGTCAGTCAGCAGTCCGCGTGATCGAT 
TCCCGCCCGCGCCT 
>Caenorhabditis_elegans_chrIII.trna24-AspGTC (3191640-3191709)  Asp (GTC) 70 bp  Sc: 27.09 
GGATTTGTGGCCTAGTGGATAACACGGATGACTGTCAAGCACAAGACCGGGGTTCGACTC 
CCCGCTGTCA 
>Caenorhabditis_elegans_chrIV.trna87-HisGTG (1474722-1474651)  His (GTG) 72 bp  Sc: 20.67 
TCGCAGTTGCTCAGTCGGTTAGAGGTTGGGCTGTGGTTCTGAGGGTCAGGGGTTCGAACC 



CCGCATCATTTA 
>Caenorhabditis_elegans_chrV.trna68-HisGTG (19656166-19656239)  His (GTG) 74 bp  Sc: 21.07 
GGCACGGTGGCTCAACTGGGTAGCGGTTGGGCTGTGGCTCTAGAGGTCACGGGTTCGACC 
CCCGGCTATAGTCA 
>Caenorhabditis_elegans_chrII.trna40-HisGTG (12669978-12669906)  His (GTG) 73 bp  Sc: 21.15 
CTGGAGGTGGCGCAACCGGTAACAGAGCTGCCTGTGGCGCAGAAGGTCACAGGTTCAAGC 
CCCGTCTAGAGGA 
>Caenorhabditis_elegans_chrV.trna33-HisGTG (17686623-17686694)  His (GTG) 72 bp  Sc: 21.45 
GGTCAAGTGGCTCAGTTGGGTAGAGGCTTGGCTGTGGCCGACAAGACCAGGGTTCGACCC 
CCGGCAATACTA 
>Caenorhabditis_elegans_chrII.trna23-HisGTG (9404281-9404355)  His (GTG) 75 bp  Sc: 23.51 
GACTTAATAAGTTTGAAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTAGTTCGA 
TTCCAGCAGCAGGCA 
>Caenorhabditis_elegans_chrV.trna64-HisGTG (19584788-19584860)  His (GTG) 73 bp  Sc: 23.80 
GGTCGCAGTGGCTCAGGTGGGTAGAGGTTTGGCTGTGGCGCAGAAGACCAGGGTTCGATC 
CCCACTGAGGTCA 
>Caenorhabditis_elegans_chrV.trna66-HisGTG (19599478-19599551)  His (GTG) 74 bp  Sc: 29.44 
GTCGCGTTGGCTCAGTCGGGTAGAGGTTTGACTGTGGTGCAGAGGGTCAGGGGTTCGACT 
CCCCGCTGCGGGCA 
>Caenorhabditis_elegans_chrII.trna36-AsnGTT (14616984-14617053)  Asn (GTT) 70 bp  Sc: 24.23 
CTCGCGTGGCGCAGGCGGTAGCGCATTTCGCTGTTGATCAAGAGGCCACAGGTTCGCCTC 
CCGTGCGATG 
>Caenorhabditis_elegans_chrX.trna14-LeuTAA (1891441-1891512)  Leu (TAA) 72 bp  Sc: 35.95 
GGCGGCGTGGCCAAGTGGTAAAGCACTGGGCTTAAAAACCAAGTATCCGGGGTTCGACCC 
CCGGTGCCGGAT 
>Caenorhabditis_elegans_chrX.trna12-IleTAT (1830648-1830742)  Ile (TAT) 95 bp  Sc: 24.64 
GGCCCTGTGGTGTAGTGGTTAACACGTCAGCCGTATACCGGAATAAAGACCCGTGTTTAA 
AGCTGAAGACGTTGGTTCGAATCCTTTTTTTATTT 
>Caenorhabditis_elegans_chrIV.trna11-GlyTCC (2664239-2664311)  Gly (TCC) 73 bp  Sc: 27.11 
TTCAGCGTGGCGCAGTGGCTAACACTTTTGCCTTCCACGTAGGAGGTCAAGGGTTCGAAA 
CTTTTTGGGGCAA 
>Caenorhabditis_elegans_chrX.trna190-GlyTCC (13886364-13886292)  Gly (TCC) 73 bp  Sc: 29.14 
GACGTGTGTGGTCTAGTGGGTAAGGTGCGCGCCTTCCACCCACATGGTGCGGGTTCAATC 
CCCGCAGCGGTCA 
>Caenorhabditis_elegans_chrV.trna47-ArgTCG (18461792-18461863)  Arg (TCG) 72 bp  Sc: 24.46 
GTCGCGTTAGCTCAGGTGGGTAGAGGGATGGCGTCGGGGCAGAGGTCCGGGGTTCGAGTC 
CCCGGTGGGGTA 
>Caenorhabditis_elegans_chrIII.trna89-ArgTCG (1743309-1743238)  Arg (TCG) 72 bp  Sc: 24.73 
GCACTGATGGCCGAGTGGCTAACGCTTTTGCCTTCGACTCCAAGGGTCCCCGGTTCGACT 
CCCCGCTAGACA 
>Caenorhabditis_elegans_chrIV.trna7-ArgTCG (1365190-1365261)  Arg (TCG) 72 bp  Sc: 27.26 
GTCGCAGTGGCTCAACTGGGTAGAGGTTGGGCTTCGACTCAGAAGCCCGGGGTTCGAACC 
CCGGGTGTGGCG 
>Caenorhabditis_elegans_chrIII.trna9-ArgTCG (1575420-1575492)  Arg (TCG) 73 bp  Sc: 29.61 
ACCCCGTGGCGCAGTGGCTAACAGGCTTGACTTCGGAGCAAATGGTCCCGGGGTTCGAGT 
CCCCGCAGTGGTG 
>Caenorhabditis_elegans_chrIII.trna10-ArgTCG (1575862-1575934)  Arg (TCG) 73 bp  Sc: 40.42 
GCACCGGTGGCGCAGTGGCTAACAGGCTTGACTTCGGAGCAAAAGGTCCGGGGTTCGAGT 
CCCCGTGGGAGTA 
>Caenorhabditis_elegans_chrIII.trna45-ArgTCT (11474343-11474415)  Arg (TCT) 73 bp  Sc: 27.71 
GGTCGCATGGCGCAGTCGGTAGTGAGTTGGACCTCTGTTCCAGAGGTCACGGGTTCGAGT 
CCACCAGACGCCA 
>Caenorhabditis_elegans_chrII.trna21-AlaTGC (7001566-7001637)  Ala (TGC) 72 bp  Sc: 46.94 
ACCTGTGTAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIII.trna6-ProTGG (1046930-1047000)  Pro (TGG) 71 bp  Sc: 26.75 
GCACCCGTAGCCTAGTGGATAGTGGGGATGGCTTGGAATCATAAGACCGGGGTTCGACCC 
CCGGCACGGCA 
>Caenorhabditis_elegans_chrI.trna58-ProTGG (10133660-10133590)  Pro (TGG) 71 bp  Sc: 37.20 
GTATGACTAGCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCTC 
CGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna83-ProTGG (19665983-19665911)  Pro (TGG) 73 bp  Sc: 40.53 
GTCGCAGTGGCTCAGTCGGGTAGAGGTTTGGCTTGGGATCTGATGGTCCGGGGTTCGAGC 
CCCGGCTGTGGTG 
>Caenorhabditis_elegans_chrX.trna175-ProTGG (15748309-15748238)  Pro (TGG) 72 bp  Sc: 49.76 
ACCTGTGTGGTTTTGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCA 



>Caenorhabditis_elegans_chrII.trna79-ThrTGT (1102130-1102059)  Thr (TGT) 72 bp  Sc: 25.26 
GAGTTTTGGCTCAACTGGTAAGAGGGTTGACTTGTGGGCAATAGGTCCGGGGTTCGACCC 
CCGTAAGGGTCA 
>Caenorhabditis_elegans_chrV.trna121-SupTTA (17734674-17734603)  Sup (TTA) 72 bp  Sc: 24.28 
TGCTGCGTAGCTCAGTCGGTAAGACGCTTGACTTTAGAGAGACAGGTCGCGGGTTCGAGC 
CCGCAGAGGTGG 
>Caenorhabditis_elegans_chrV.trna73-SupTTA (20130391-20130463)  Sup (TTA) 73 bp  Sc: 29.09 
GCCCGAGTGGCTCAGTGGGTAAGAGGGATGACTTTAGAGTGGAAGGTCAGGGGTTCGAGC 
CCCCGCACGGGTG 
>Caenorhabditis_elegans_chrV.trna120-SupTTA (17739529-17739457)  Sup (TTA) 73 bp  Sc: 29.54 
TGCTGCGTAGCTCAGTCGGTAAGACGCTTGACTTTAGAGAGACAGGTCGCGGGTTCGAGC 
CCCGCAGAGGTGT 
>Caenorhabditis_elegans_chrX.trna131-GluTTC (15368596-15368667)  Glu (TTC) 72 bp  Sc: 20.24 
GCCTGAGTGGTCTAGTGGGTAAGGTGCGCGACTTTCACCCACATGGTGCAGGTTCAATCC 
CCACGCCGGTCA 
>Caenorhabditis_elegans_chrII.trna57-GluTTC (6358389-6358318)  Glu (TTC) 72 bp  Sc: 20.72 
GCCGCTGTGGTCAAGTGGCTAAAAATTTTGCCATTCACGTAAACGTTCGCTGGTTCAATC 
CCTGCGGTGATA 
>Caenorhabditis_elegans_chrV.trna71-GluTTC (20118622-20118691)  Glu (TTC) 70 bp  Sc: 21.20 
GCCCGGGTGGCTCAGTGGGTAAGAGGGATGACTTTCGAGCAAAAGGTCAGGGGTTCGAAC 
CCCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna78-GlnTTG (20210333-20210253)  Gln (TTG) 81 bp  Sc: 20.81 
GTCGCGGTGGCTCAGTTGGGAAAAGGACTGGGGCTCCTTGCTTTGGAGTAGGAGGTCCCT 
GGTTCAACCCCCGCTGCGGCC 
>Caenorhabditis_elegans_chrV.trna30-GlnTTG (17660850-17660923)  Gln (TTG) 74 bp  Sc: 21.73 
GCGAGAATGGCGCAGTGGGTAAGCGGATTGGGCTTTGGCTCAGAAGGTCAGGGGTTCGAC 
CCCCAGGACATGCC 
>Caenorhabditis_elegans_chrV.trna79-GlnTTG (20121630-20121558)  Gln (TTG) 73 bp  Sc: 21.76 
CGCCACATGGCTCAGTGGGTAAGAGGGACGACTTTGGAGTGAAAGGCCCTGGGTTCGAAC 
CCCTGTGCGGGTA 
>Caenorhabditis_elegans_chrV.trna59-GlnTTG (19431255-19431327)  Gln (TTG) 73 bp  Sc: 22.83 
GAGAAAGTGGCTCAGTCGGGTAGGGGTTTGGCTTTGGCTCTGAGGGTCAGGGGTTCGAGT 
CCCCGTTGTGTTA 
>Caenorhabditis_elegans_chrIII.trna93-GlnTTG (1575840-1575765)  Gln (TTG) 76 bp  Sc: 23.92 
GCAACGCGTGGCGCAGTGGCTAAGCGGCTCGCCTTTGGAGCAAAAGGTCCGGGGTTCGAT 
TCTCCGTGGGGGTGTA 
>Caenorhabditis_elegans_chrV.trna72-GlnTTG (20119233-20119305)  Gln (TTG) 73 bp  Sc: 24.56 
TCCCTGGTGGCTCAGTGGGTAAGAGAAATGACTTTGGAGCAAAAGGTCCGGGGTTCGAAC 
CCCGGTGCGGGTA 
>Caenorhabditis_elegans_chrV.trna84-GlnTTG (19665365-19665293)  Gln (TTG) 73 bp  Sc: 24.78 
GCACAAGTAGCTCAGCAGGTTAGAGGTTTGCATTTGGCTCAAGAGGTCCCTGGTTCGACC 
CCCAGCTATTGCA 
>Caenorhabditis_elegans_chrIII.trna94-GlnTTG (1575395-1575323)  Gln (TTG) 73 bp  Sc: 24.84 
CAACGCGTGGCGCAGTGGCTAAGCGGCTCGCCTTTGGAGCAAAAGGTCCAGGGTTCGATT 
CCCCGTGGGGATA 
>Caenorhabditis_elegans_chrV.trna90-GlnTTG (19594539-19594468)  Gln (TTG) 72 bp  Sc: 25.01 
GCATCAGTGGCTCAGTTGGGTAAATGCTTGCCTTTGGCTCAGAAGGTCGGGGGTTCGACC 
CCCACTGGAGCC 
>Caenorhabditis_elegans_chrV.trna123-GlnTTG (17693838-17693766)  Gln (TTG) 73 bp  Sc: 26.79 
GACCCGGTGGCTCAGTCGGGTAGAGGTTTAGCTTTGACATAGAAGGTCCCGGGTTCAATC 
CCCACTGCGGTCA 
>Caenorhabditis_elegans_chrIII.trna92-GlnTTG (1577068-1576998)  Gln (TTG) 71 bp  Sc: 27.70 
ACCGGTGGCGCAGTGGCTAAGCGGCTTGCCTTTGGAGCAAAAGGTCCCGGGTTCGAGTCC 
CCGTGGAGGTA 
>Caenorhabditis_elegans_chrV.trna80-GlnTTG (20119194-20119122)  Gln (TTG) 73 bp  Sc: 29.37 
TCCCAGGTGGCTCAGTGGCTAAGAGGGATGACTTTGGAGCAAAAGGTCCGGGGTTCGAAC 
CCCTGTGCGGGCA 
>Caenorhabditis_elegans_chrV.trna36-GlnTTG (17734668-17734740)  Gln (TTG) 73 bp  Sc: 34.34 
CGCAGCATGGCTTAGTCGGTAAGATGTTTCACTTTGGCGCAGAAGGTCGCGGGTTCGACC 
CTCGCTGAGGTGT 
>Caenorhabditis_elegans_chrV.trna37-GlnTTG (17739523-17739595)  Gln (TTG) 73 bp  Sc: 34.34 
CGCAGCATGGCTTAGTCGGTAAGATGTTTCACTTTGGCGCAGAAGGTCGCGGGTTCGACC 
CTCGCTGAGGTGT 
>Caenorhabditis_elegans_chrIV.trna85-GlnTTG (2659082-2659010)  Gln (TTG) 73 bp  Sc: 35.57 
GCGCATGTGGCCTAGTGGCTAACACGTTCGTTTTTGATTCCGAAGGTCGATGGTTCGAAT 
CCTTCAGTGCGGA 
>Caenorhabditis_elegans_chrIV.trna47-LysTTT (16552179-16552251)  Lys (TTT) 73 bp  Sc: 21.25 



GCTTCGGTGGTCGAATGGTGAACGCGTTCGCCTTTTGAGCAGAAGTTTGTGGGTTCGTTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna55-LysTTT (16552874-16552802)  Lys (TTT) 73 bp  Sc: 21.25 
GCTTCGGTGGTCGAATGGTGAACGCGTTCGCCTTTTGAGCAGAAGTTTGTGGGTTCGTTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna125-LysTTT (17668399-17668327)  Lys (TTT) 73 bp  Sc: 22.95 
AGCGCGGTGGCGCAGTGGGTAGCAGATTTGCCTTTTGAGCAGAAGGTCATGAGTTCGACT 
CCCCGATGAGGAT 
>Caenorhabditis_elegans_chrIV.trna4-SeC(e)TCA (658181-658266)  SeC(e) (TCA) 86 bp  Sc: 58.69 
GCCCGGATGAACCATGGCGGTCTGTGGTGCAGACTTCAAATCTGTAGGCGGTTAGCGCCG 
CAGTGGTTCGACTCCACCTTTCGGGT 
>Caenorhabditis_elegans_chrX.trna174-SerAGA (15770012-15769931)  Ser (AGA) 82 bp  Sc: 75.92 
GCCGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna135-SerAGA (15773449-15773530)  Ser (AGA) 82 bp  Sc: 76.19 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGTCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrII.trna11-SerAGA (3267985-3268066)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrII.trna7-SerAGA (1520041-1520122)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna31-SerAGA (6158723-6158804)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna40-SerAGA (8646075-8646156)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIV.trna61-SerAGA (15318520-15318439)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIV.trna62-SerAGA (15311160-15311079)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna262-SerAGA (8152836-8152755)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna52-SerAGA (8154388-8154469)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna54-SerAGA (8155405-8155486)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna73-SerAGA (8971539-8971620)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna98-SerAGA (13046500-13046581)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna59-SerAGA (9862001-9861920)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna123-SerAGA (14162137-14162218)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna32-SerCGA (6158910-6158995)  Ser (CGA) 86 bp  Sc: 54.61 
GTGGTTAAGAATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGTCCG 
CGTAGGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna72-SerCGA (6513958-6513877)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna173-SerCGA (15773334-15773253)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrI.trna50-SerCGA (11803387-11803306)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 



GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna60-SerCGA (9861586-9861505)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna200-SerCGA (13046369-13046288)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna48-SerGCT (13009303-13009379)  Ser (GCT) 77 bp  Sc: 50.50 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTC 
AAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna104-SerGCT (13442566-13442647)  Ser (GCT) 82 bp  Sc: 80.36 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCTTGATCG 
>Caenorhabditis_elegans_chrI.trna41-SerGCT (14162835-14162916)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrIII.trna73-SerGCT (6056326-6056245)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrV.trna162-SerGCT (6551918-6551837)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna155-SerGCT (16689983-16689902)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna193-SerGCT (13448877-13448796)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna36-SerGCT (5707988-5708069)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna37-SerGCT (5709335-5709416)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrV.trna23-SerTGA (15550586-15550667)  Ser (TGA) 82 bp  Sc: 71.00 
GCTGCGATGCCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCATA 
GGTTCGAACCCTGCTTGCAGCG 
>Caenorhabditis_elegans_chrIV.trna48-SerTGA (16577265-16577346)  Ser (TGA) 82 bp  Sc: 78.69 
GCTGCGATGTCCGAGCGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrIV.trna54-SerTGA (16583782-16583701)  Ser (TGA) 82 bp  Sc: 78.69 
GCTGCGATGTCCGAGCGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrV.trna137-SerTGA (15547930-15547849)  Ser (TGA) 82 bp  Sc: 80.17 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTTGCAGCG 
>Caenorhabditis_elegans_chrX.trna80-SerTGA (10124431-10124512)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrV.trna148-SerTGA (12780446-12780365)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrX.trna171-SerTGA (16042607-16042526)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrX.trna94-SerTGA (12889861-12889942)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_elegans_chrI.trna20-SerTGA (9605747-9605828)  Ser (TGA) 82 bp  Sc: 83.32 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTTTGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_elegans_chrII.trna22-ThrAGT (7003212-7003283)  Thr (AGT) 72 bp  Sc: 70.00 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGTATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna67-ThrAGT (3519152-3519081)  Thr (AGT) 72 bp  Sc: 82.43 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCC 



>Caenorhabditis_elegans_chrII.trna64-ThrAGT (3567675-3567604)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrII.trna69-ThrAGT (3439285-3439214)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrIII.trna58-ThrAGT (10624695-10624624)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrIII.trna67-ThrAGT (7030562-7030491)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna155-ThrAGT (9407084-9407013)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna157-ThrAGT (8496153-8496082)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna169-ThrAGT (2664737-2664666)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna2-ThrAGT (2674009-2674080)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna100-ThrAGT (13293114-13293185)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna16-ThrAGT (2528037-2528108)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna197-ThrAGT (13283630-13283559)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna270-ThrAGT (7177005-7176934)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna283-ThrAGT (3371482-3371411)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna30-ThrAGT (4444989-4445060)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna99-ThrAGT (13261125-13261196)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna25-ThrCGT (16219132-16219203)  Thr (CGT) 72 bp  Sc: 71.67 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna88-ThrCGT (11933651-11933722)  Thr (CGT) 72 bp  Sc: 73.89 
GCCCGTATAGCTCAGAGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGTGGGCA 
>Caenorhabditis_elegans_chrV.trna160-ThrCGT (7730706-7730635)  Thr (CGT) 72 bp  Sc: 75.26 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGACGGTTCAATCC 
CGTCTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna47-ThrCGT (11792663-11792734)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna54-ThrCGT (13016058-13015987)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna211-ThrCGT (11935074-11935003)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna236-ThrCGT (9025672-9025601)  Thr (CGT) 72 bp  Sc: 80.32 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTCGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGAGGGCA 
>Caenorhabditis_elegans_chrII.trna78-ThrTGT (1102438-1102366)  Thr (TGT) 73 bp  Sc: 29.14 



GAGTTTTGGCTCGACTGGTAAGAGGTGTGACTTGTGATCAATAGGTCCGGGGTTCGACCC 
CTCGTAAGGGTCA 
>Caenorhabditis_elegans_chrI.trna44-ThrTGT (13310404-13310333)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna28-ThrTGT (5305864-5305935)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna52-ThrTGT (13411317-13411246)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIV.trna76-ThrTGT (9000855-9000784)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrV.trna112-ThrTGT (18412519-18412448)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna106-ThrTGT (13653649-13653720)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna237-ThrTGT (9024422-9024351)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna4-ThrTGT (487817-487888)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna90-ThrTGT (12563710-12563781)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrII.trna33-TrpCCA (12539512-12539583)  Trp (CCA) 72 bp  Sc: 63.92 
GACTGCTTGGCGCAATGATAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna183-TrpCCA (14228913-14228842)  Trp (CCA) 72 bp  Sc: 69.94 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGATTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrI.trna76-TrpCCA (946117-946046)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIII.trna62-TrpCCA (8678475-8678404)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna38-TrpCCA (15289664-15289735)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna77-TrpCCA (7344211-7344140)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna78-TrpCCA (5344360-5344289)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna80-TrpCCA (3681946-3681875)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna240-TrpCCA (8945170-8945099)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna241-TrpCCA (8944242-8944171)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna41-TrpCCA (6371336-6371407)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna69-TrpCCA (8877280-8877351)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna92-TyrGTA (12665148-12665231)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 



CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna49-TyrGTA (13224446-13224529)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna198-TyrGTA (13264688-13264605)  Tyr (GTA) 84 bp  Sc: 74.00 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCGGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna196-TyrGTA (13284771-13284688)  Tyr (GTA) 84 bp  Sc: 68.73 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTGGACGGA 
>Caenorhabditis_elegans_chrV.trna18-TyrGTA (14689510-14689593)  Tyr (GTA) 84 bp  Sc: 75.77 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTTGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna21-TyrGTA (15480669-15480752)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrX.trna170-TyrGTA (16208264-16208181)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna169-TyrGTA (16208826-16208743)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna168-TyrGTA (16209229-16209146)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna167-TyrGTA (16209770-16209687)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna128-TyrGTA (17317930-17317847)  Tyr (GTA) 84 bp  Sc: 71.16 
CCGTCGATAGCTCAGTTGGTAGAGCGCAGGACTGTAGAGTTAGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna127-TyrGTA (17542496-17542413)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTGGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna25-TyrGTA (3195428-3195509)  Tyr (GTA) 82 bp  Sc: 48.87 
CCTGTGAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCACT 
GGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna1-TyrGTA (535380-535463)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrI.trna6-TyrGTA (6135832-6135915)  Tyr (GTA) 84 bp  Sc: 75.14 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTCGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna11-TyrGTA (8247460-8247543)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrX.trna301-TyrGTA (865472-865389)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrII.trna53-TyrGTA (9211808-9211725)  Tyr (GTA) 84 bp  Sc: 70.56 
CAGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrV.trna154-TyrGTA (9412264-9412178)  Tyr (GTA) 87 bp  Sc: 63.79 
CCGTCGATAGCTCAGTAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGA 
TCGCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrV.trna115-Undet??? (18372918-18372846)  Undet (???) 73 bp  Sc: 31.66 
GTCCAAGTAGCTCAGGCGGGTAGAGGGATAACAATGGGGAAATAGGTCCGGGGTTCGAGT 
CCCCGCTTGGGTC 
>Caenorhabditis_elegans_chrI.trna65-Undet??? (8781231-8781147)  Undet (???) 85 bp  Sc: 44.97 
GTCGAGGTGGCCGAGTGGGGCAAGGCATGAGTTTTCAGACTCAAAGGGCACTAGCCCGAT 
GCAGGTTCAAATCCTGTCCTCGGCG 
>Caenorhabditis_elegans_chrX.trna235-Undet??? (9059332-9059218)  Undet (???) 115 bp  Sc: 60.27 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGCCAAGGCCCAAGGTCGCCCAAGGCCCAAG 
GTCGCCCAAGGCCAAGGTAAGCCCAAGGTCGCAGGTTCGACCCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna152-ValAAC (17611202-17611274)  Val (AAC) 73 bp  Sc: 73.21 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCT 



>Caenorhabditis_elegans_chrIV.trna37-ValAAC (15235349-15235421)  Val (AAC) 73 bp  Sc: 75.89 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna153-ValAAC (17611488-17611416)  Val (AAC) 73 bp  Sc: 75.89 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna34-ValAAC (12065855-12065927)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna39-ValAAC (13161049-13161121)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna46-ValAAC (13156417-13156345)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIII.trna43-ValAAC (11352910-11352982)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIII.trna44-ValAAC (11353509-11353581)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna45-ValAAC (16400090-16400162)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna57-ValAAC (16382463-16382391)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrV.trna142-ValAAC (15013082-15013010)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna128-ValAAC (15236045-15236117)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna227-ValAAC (9561095-9561023)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna248-ValAAC (8650722-8650650)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna93-ValAAC (12843609-12843681)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna139-ValAAC (16298259-16298331)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna140-ValAAC (16299311-16299383)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna141-ValAAC (16299981-16300053)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna142-ValAAC (16300507-16300579)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna3-ValCAC (620482-620554)  Val (CAC) 73 bp  Sc: 80.76 
GGTCCTCTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGAGGACCT 
>Caenorhabditis_elegans_chrIV.trna24-ValCAC (6481145-6481217)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna138-ValCAC (15515553-15515481)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna151-ValCAC (11412284-11412212)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrX.trna151-ValCAC (16590312-16590384)  Val (CAC) 73 bp  Sc: 83.58 



GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrX.trna161-ValCAC (16590920-16590848)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrII.trna30-ValTAC (11959291-11959363)  Val (TAC) 73 bp  Sc: 72.60 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGTAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrII.trna60-ValTAC (5577245-5577173)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_elegans_chrX.trna101-ValTAC (13306956-13307028)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_elegans_chrX.trna282-ValTAC (3793621-3793549)  Val (TAC) 73 bp  Sc: 81.09 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna149-ValTAC (12683402-12683330)  Val (TAC) 73 bp  Sc: 81.33 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrI.trna38-AlaAGC (12601765-12601832)  Ala (AGC) 68 bp  Sc: 43.86 
GTGTAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTCCCCA 
TAACTCCA 
>Caenorhabditis_elegans_chrII.trna62-AlaAGC (4565075-4565004)  Ala (AGC) 72 bp  Sc: 47.54 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCATTTTCCGTT 
>Caenorhabditis_elegans_chrV.trna1-AlaAGC (857155-857226)  Ala (AGC) 72 bp  Sc: 48.98 
GGGGGTATAACTCAGTGGTAGATCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCAAACCTCCA 
>Caenorhabditis_elegans_chrIV.trna26-AlaAGC (6562186-6562257)  Ala (AGC) 72 bp  Sc: 61.95 
GGGGGTATAGCTCAGTAGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIII.trna80-AlaAGC (4428995-4428924)  Ala (AGC) 72 bp  Sc: 62.44 
CGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna12-AlaAGC (4565377-4565448)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna15-AlaAGC (5292303-5292374)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna34-AlaAGC (12542542-12542613)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna56-AlaAGC (7002997-7002926)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna43-AlaAGC (16398344-16398415)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna44-AlaAGC (16399144-16399215)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna56-AlaAGC (16389242-16389171)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna147-AlaAGC (13003389-13003318)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna204-AlaAGC (12458169-12458098)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna225-AlaAGC (9637856-9637785)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna226-AlaAGC (9622828-9622757)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 



CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna268-AlaAGC (7507307-7507236)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna269-AlaAGC (7378801-7378730)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna44-AlaAGC (7323699-7323770)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna76-AlaAGC (9237742-9237813)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna77-AlaAGC (9238795-9238866)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna79-AlaAGC (9743679-9743750)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna13-AlaCGC (9318003-9318074)  Ala (CGC) 72 bp  Sc: 66.70 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna14-AlaCGC (9503363-9503434)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrV.trna140-AlaCGC (15479861-15479790)  Ala (CGC) 72 bp  Sc: 73.92 
GGGGGCATAGCTCAGAGGTAGAGCGCCCGCTTCGCATGCGGGAAGTCCGGGGTTCAATCC 
CCCGTGCCTCCA 
>Caenorhabditis_elegans_chrX.trna202-AlaCGC (12890276-12890205)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_elegans_chrII.trna28-AlaTGC (11334418-11334489)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna35-AlaTGC (12678216-12678287)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna48-AlaTGC (11333994-11333923)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna60-AlaTGC (15604344-15604273)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIV.trna67-AlaTGC (14013844-14013773)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna273-AlaTGC (6292305-6292234)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna40-AlaTGC (6286277-6286348)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna78-AlaTGC (9743521-9743592)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrX.trna250-ArgACG (8639233-8639163)  Arg (ACG) 71 bp  Sc: 56.58 
GGCCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATCC 
TGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna61-ArgACG (8623541-8623613)  Arg (ACG) 73 bp  Sc: 64.31 
GGCCGCGTGGGGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna215-ArgACG (11252587-11252515)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna219-ArgACG (10731986-10731914)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 



>Caenorhabditis_elegans_chrX.trna221-ArgACG (10148652-10148580)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna222-ArgACG (10132974-10132902)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna249-ArgACG (8640805-8640733)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna252-ArgACG (8624470-8624398)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna264-ArgACG (8036698-8036626)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna274-ArgACG (6220100-6220028)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna81-ArgACG (10132609-10132681)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna82-ArgACG (10145087-10145159)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna223-ArgACG (10018429-10018357)  Arg (ACG) 73 bp  Sc: 74.41 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTACCGTGGTCG 
>Caenorhabditis_elegans_chrI.trna73-ArgACG (5843158-5843086)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna78-ArgACG (4450364-4450292)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna79-ArgACG (4449573-4449501)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna17-ArgACG (3524815-3524887)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna65-ArgACG (14611344-14611272)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIV.trna69-ArgACG (12417967-12417895)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna293-ArgCCG (1629947-1629876)  Arg (CCG) 72 bp  Sc: 53.20 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCGAGTC 
CCCCCGCGAGCT 
>Caenorhabditis_elegans_chrII.trna39-ArgCCG (12728727-12728656)  Arg (CCG) 72 bp  Sc: 54.74 
GCTCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_elegans_chrX.trna291-ArgCCT (1764322-1764249)  Arg (CCT) 74 bp  Sc: 50.40 
ACCCGTGTAGCCTAAATGGATAAGGCATCGGTCTCCTAAACCAAAGGATGCGGGTTCGAG 
TCCTGCCACGGGTG 
>Caenorhabditis_elegans_chrIII.trna70-ArgCCT (6727014-6726929)  Arg (CCT) 86 bp  Sc: 61.12 
GCCACGGTGGCCGAGTGTGGTCAAAGGCGTGAGACTCCTGATCTCTTTCGGGCAACCGAT 
CGCAGGTTCGAATCCTGCCCGTGGCA 
>Caenorhabditis_elegans_chrIV.trna2-ArgCCT (143982-144054)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_elegans_chrX.trna119-ArgCCT (14115612-14115684)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_elegans_chrIII.trna57-ArgGCG (10961799-10961732)  Arg (GCG) 68 bp  Sc: 28.65 
TGGCAGTGGCTCAACTGGGTAGAGCTTTGCCTGCGACGCATAAGACCAGGGTTCGAGTCC 
CGCTGTAG 
>Caenorhabditis_elegans_chrX.trna213-ArgTCG (11806581-11806509)  Arg (TCG) 73 bp  Sc: 49.07 



GGTCGCGTCGCCTAATGGATAAGCCACCAGACTTCGAATCTGGGGATTACAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna5-ArgTCG (1089397-1089471)  Arg (TCG) 75 bp  Sc: 57.28 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTATGGGGATTGCAGGTTCGA 
TCCCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna145-ArgTCG (16461393-16461464)  Arg (TCG) 72 bp  Sc: 57.41 
GGCCGCGTGGCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATCC 
CTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna300-ArgTCG (1089242-1089170)  Arg (TCG) 73 bp  Sc: 69.84 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna6-ArgTCG (1089835-1089907)  Arg (TCG) 73 bp  Sc: 69.84 
GGCCGCGTGGCCTAATGGATAAGGCATCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrI.trna14-ArgTCG (9267113-9267185)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrII.trna24-ArgTCG (9566156-9566228)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrIII.trna77-ArgTCG (4470926-4470854)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna207-ArgTCG (12337992-12337920)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna10-ArgTCG (1698669-1698741)  Arg (TCG) 73 bp  Sc: 73.19 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGATC 
CCTGCCGTGGTCG 
>Caenorhabditis_elegans_chrX.trna179-ArgTCT (15146552-15146480)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna260-ArgTCT (8381805-8381733)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna4-ArgTCT (1447139-1447211)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna5-ArgTCT (1575721-1575793)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrV.trna10-ArgTCT (7506204-7506276)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna57-ArgTCT (8386142-8386214)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrX.trna58-ArgTCT (8386552-8386624)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna36-ArgTCT (12198591-12198663)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_elegans_chrI.trna67-AsnGTT (7718952-7718876)  Asn (GTT) 77 bp  Sc: 50.41 
GCTTTACCTGTGGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTC 
GAGCCCACCCGAGAGCG 
>Caenorhabditis_elegans_chrX.trna46-AsnGTT (7773130-7773202)  Asn (GTT) 73 bp  Sc: 65.83 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGATTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrI.trna64-AsnGTT (9051316-9051244)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna33-AsnGTT (6805505-6805577)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna53-AsnGTT (13225114-13225042)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 



CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrIII.trna61-AsnGTT (9104190-9104118)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna134-AsnGTT (16341476-16341404)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna135-AsnGTT (16338245-16338173)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna150-AsnGTT (12331843-12331771)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna19-AsnGTT (15156488-15156560)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna26-AsnGTT (16338351-16338423)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna27-AsnGTT (16341582-16341654)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna70-AsnGTT (19718250-19718322)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna76-AsnGTT (20345819-20345747)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrV.trna77-AsnGTT (20343087-20343015)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna267-AsnGTT (7773977-7773905)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna285-AsnGTT (2549594-2549522)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna47-AsnGTT (7773658-7773730)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna59-AsnGTT (8404437-8404509)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna86-AsnGTT (11645605-11645677)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_elegans_chrX.trna55-AspGTC (8155693-8155764)  Asp (GTC) 72 bp  Sc: 56.35 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGAGA 
>Caenorhabditis_elegans_chrIV.trna16-AspGTC (2808352-2808423)  Asp (GTC) 72 bp  Sc: 58.97 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGTGAG 
>Caenorhabditis_elegans_chrX.trna159-AspGTC (16617878-16617807)  Asp (GTC) 72 bp  Sc: 59.05 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCTGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna15-AspGTC (2805624-2805695)  Asp (GTC) 72 bp  Sc: 61.34 
TCCTCGGTAGTGTAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna14-AspGTC (2802334-2802405)  Asp (GTC) 72 bp  Sc: 64.64 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCGCATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrI.trna25-AspGTC (10807191-10807262)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna10-AspGTC (1514591-1514662)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 



>Caenorhabditis_elegans_chrIV.trna40-AspGTC (15931971-15932042)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna5-AspGTC (683063-683134)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna59-AspGTC (15931374-15931303)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna84-AspGTC (2801219-2801148)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna93-AspGTC (322703-322632)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna129-AspGTC (16648639-16648568)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna130-AspGTC (16645579-16645508)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna136-AspGTC (15551674-15551603)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna29-AspGTC (16640380-16640451)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna157-AspGTC (16619319-16619248)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna158-AspGTC (16618282-16618211)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna160-AspGTC (16604706-16604635)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna18-AspGTC (2553559-2553630)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna184-AspGTC (14162018-14161947)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna263-AspGTC (8152558-8152487)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna288-AspGTC (2227254-2227183)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna302-AspGTC (489940-489869)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna51-AspGTC (8149097-8149168)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrX.trna53-AspGTC (8154663-8154734)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrIV.trna13-AspGTC (2800096-2800167)  Asp (GTC) 72 bp  Sc: 67.92 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGGCCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna6-CysGCA (6335209-6335280)  Cys (GCA) 72 bp  Sc: 61.28 
TGGGGTATAGCTCAGTGGCAGAGCATTCGATTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrI.trna30-CysGCA (11505540-11505611)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrI.trna9-CysGCA (6781804-6781875)  Cys (GCA) 72 bp  Sc: 70.52 



GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna144-CysGCA (14855666-14855595)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna75-CysGCA (20689410-20689339)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrV.trna8-CysGCA (6559568-6559639)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna126-CysGCA (14804796-14804867)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna246-CysGCA (8818109-8818038)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna251-CysGCA (8638629-8638558)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna253-CysGCA (8624007-8623936)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna254-CysGCA (8623773-8623702)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna62-CysGCA (8624220-8624291)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna63-CysGCA (8638860-8638931)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_elegans_chrX.trna87-GlnCTG (11872428-11872499)  Gln (CTG) 72 bp  Sc: 66.83 
GGTTCCATGGTGTAGCGGTTAGCACTCAGTACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrIV.trna21-GlnCTG (5334701-5334772)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrIV.trna71-GlnCTG (12416982-12416911)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrV.trna132-GlnCTG (16592110-16592039)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna255-GlnCTG (8608843-8608772)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna74-GlnCTG (9090765-9090836)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrV.trna17-GlnCTG (14231171-14231242)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_elegans_chrX.trna234-GlnTTG (9074679-9074608)  Gln (TTG) 72 bp  Sc: 65.13 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGATCCAAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna75-GlnTTG (9091245-9091316)  Gln (TTG) 72 bp  Sc: 67.68 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCAGTGGAACCT 
>Caenorhabditis_elegans_chrI.trna18-GlnTTG (9558782-9558864)  Gln (TTG) 83 bp  Sc: 67.90 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTGTTCTCATTGGGTTAAACCAGTCGC 
GGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrX.trna70-GlnTTG (8925579-8925650)  Gln (TTG) 72 bp  Sc: 68.68 
GGTTCCATGGTGTAGCGGTTAGCACTCATGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrII.trna38-GlnTTG (14474809-14474738)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 



TCGGTGGAACCT 
>Caenorhabditis_elegans_chrII.trna55-GlnTTG (7756943-7756872)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIII.trna55-GlnTTG (12399860-12399789)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna27-GlnTTG (7275311-7275382)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna70-GlnTTG (12417289-12417218)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrIV.trna75-GlnTTG (10311273-10311202)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrV.trna164-GlnTTG (5330022-5329951)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna212-GlnTTG (11872234-11872163)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna230-GlnTTG (9091563-9091492)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna231-GlnTTG (9091103-9091032)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna232-GlnTTG (9090633-9090562)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna233-GlnTTG (9078261-9078190)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna3-GlnTTG (410391-410462)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna60-GlnTTG (8608976-8609047)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna95-GlnTTG (12937621-12937692)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna96-GlnTTG (12938102-12938173)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_elegans_chrX.trna138-GluCTC (16274413-16274484)  Glu (CTC) 72 bp  Sc: 60.50 
TCCGttgttgtCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACAAAT 
>Caenorhabditis_elegans_chrX.trna137-GluCTC (16273682-16273753)  Glu (CTC) 72 bp  Sc: 72.94 
TCCGTTGTGGTCTAGTAGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna49-GluCTC (7906528-7906599)  Glu (CTC) 72 bp  Sc: 75.75 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGAAA 
>Caenorhabditis_elegans_chrIII.trna66-GluCTC (7642157-7642086)  Glu (CTC) 72 bp  Sc: 75.80 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACTCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna32-GluCTC (11977980-11978051)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna33-GluCTC (11978752-11978823)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrI.trna49-GluCTC (11977250-11977179)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 



>Caenorhabditis_elegans_chrI.trna66-GluCTC (8530191-8530120)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrII.trna16-GluCTC (5293423-5293494)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna15-GluCTC (2032506-2032577)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna88-GluCTC (2032956-2032885)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrIII.trna90-GluCTC (1604762-1604691)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna105-GluCTC (13448599-13448670)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna117-GluCTC (14015865-14015936)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna143-GluCTC (16378029-16378100)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna150-GluCTC (16558857-16558928)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna163-GluCTC (16285281-16285210)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna164-GluCTC (16284309-16284238)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna165-GluCTC (16271282-16271211)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna265-GluCTC (7898322-7898251)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna27-GluCTC (4409757-4409828)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna28-GluCTC (4410625-4410696)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna284-GluCTC (3036038-3035967)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrX.trna45-GluCTC (7680980-7681051)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_elegans_chrV.trna161-GluTTC (7069628-7069558)  Glu (TTC) 71 bp  Sc: 65.59 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGTTCGATTCC 
CGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna86-GluTTC (2639877-2639806)  Glu (TTC) 72 bp  Sc: 69.92 
TCCTATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGTTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrI.trna22-GluTTC (9883684-9883755)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrII.trna20-GluTTC (6898125-6898196)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna41-GluTTC (15933314-15933385)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna58-GluTTC (15933193-15933122)  Glu (TTC) 72 bp  Sc: 79.04 



TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna6-GluTTC (842809-842880)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrIV.trna88-GluTTC (1388286-1388215)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrV.trna55-GluTTC (19142582-19142653)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna13-GluTTC (1858813-1858884)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna205-GluTTC (12367635-12367564)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna218-GluTTC (10821323-10821252)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna220-GluTTC (10667020-10666949)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna29-GluTTC (4444235-4444306)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna64-GluTTC (8646419-8646490)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna67-GluTTC (8836051-8836122)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrX.trna83-GluTTC (10667520-10667591)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_elegans_chrI.trna24-GlyCCC (10601838-10601920)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrI.trna56-GlyCCC (10604203-10604121)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrI.trna57-GlyCCC (10601202-10601120)  Gly (CCC) 83 bp  Sc: 72.04 
GCGGTGGTGGCCGAGCGGTCAAGGCGTAGGACTCCCGATCCTATTCTGGTAACAGAGCGC 
GGGTTCGAATCCCGTCCACCGCA 
>Caenorhabditis_elegans_chrV.trna41-GlyGCC (17930875-17930943)  Gly (GCC) 69 bp  Sc: 21.22 
TGCAAGTGGCTCAATCGGTTAGAGAGATGGTTGCCACCCACAAGTCCGGGGTTCGAACCC 
CGACTGTGG 
>Caenorhabditis_elegans_chrI.trna29-GlyGCC (11158617-11158687)  Gly (GCC) 71 bp  Sc: 57.38 
GCATTGGTGGCTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCAGCCCGGGTCCAATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna58-GlyGCC (5782248-5782178)  Gly (GCC) 71 bp  Sc: 67.60 
GCATCGGTGGTTCAGTGGTAGAAAGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATACA 
>Caenorhabditis_elegans_chrIII.trna75-GlyGCC (5762075-5762006)  Gly (GCC) 70 bp  Sc: 68.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGCGGCCCGGGTTCGATTCCC 
GGTCGATGCA 
>Caenorhabditis_elegans_chrV.trna5-GlyGCC (4310424-4310494)  Gly (GCC) 71 bp  Sc: 76.16 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGTGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrI.trna23-GlyGCC (10593124-10593194)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrI.trna75-GlyGCC (2272439-2272369)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna10-GlyGCC (3062379-3062449)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 



CGGTCGATGCA 
>Caenorhabditis_elegans_chrII.trna70-GlyGCC (3062272-3062202)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrIII.trna29-GlyGCC (5762235-5762305)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrIII.trna74-GlyGCC (5782257-5782187)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrV.trna139-GlyGCC (15505083-15505013)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna154-GlyGCC (16928256-16928186)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna19-GlyGCC (2613236-2613306)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna199-GlyGCC (13121251-13121181)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna247-GlyGCC (8796830-8796760)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_elegans_chrX.trna116-GlyTCC (14010174-14010245)  Gly (TCC) 72 bp  Sc: 35.52 
GCGGTTTACCTGTGATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna25-GlyTCC (3994579-3994655)  Gly (TCC) 77 bp  Sc: 53.18 
GCGTTCGTGGTGTAATGGTCGGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna52-GlyTCC (16684412-16684341)  Gly (TCC) 72 bp  Sc: 62.97 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACCGGGGTTCGATTC 
CCCCCGAAGGCA 
>Caenorhabditis_elegans_chrI.trna40-GlyTCC (13324981-13325052)  Gly (TCC) 72 bp  Sc: 65.38 
GCGTTCGGGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna65-GlyTCC (8819619-8819690)  Gly (TCC) 72 bp  Sc: 66.61 
GAGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna242-GlyTCC (8846515-8846443)  Gly (TCC) 73 bp  Sc: 68.67 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna68-GlyTCC (8846659-8846730)  Gly (TCC) 72 bp  Sc: 70.53 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCTCGAACGCA 
>Caenorhabditis_elegans_chrI.trna15-GlyTCC (9320168-9320239)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna16-GlyTCC (9327627-9327698)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna17-GlyTCC (9328620-9328691)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna27-GlyTCC (10927574-10927645)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna42-GlyTCC (13331204-13331133)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna43-GlyTCC (13324237-13324166)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna54-GlyTCC (10927475-10927404)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_elegans_chrI.trna60-GlyTCC (9328477-9328406)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna61-GlyTCC (9327485-9327414)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrI.trna62-GlyTCC (9320026-9319955)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna34-GlyTCC (6888743-6888814)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna68-GlyTCC (6888618-6888547)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIII.trna8-GlyTCC (1424481-1424552)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna49-GlyTCC (16681965-16682036)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna50-GlyTCC (16775140-16775211)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna51-GlyTCC (16776046-16776117)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna53-GlyTCC (16670895-16670824)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrIV.trna66-GlyTCC (14576658-14576587)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna127-GlyTCC (15200926-15200997)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna178-GlyTCC (15200807-15200736)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna20-GlyTCC (3036155-3036226)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna243-GlyTCC (8838347-8838276)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna244-GlyTCC (8819933-8819862)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna245-GlyTCC (8818587-8818516)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna266-GlyTCC (7794347-7794276)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna299-GlyTCC (1379669-1379598)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna48-GlyTCC (7794543-7794614)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna66-GlyTCC (8820123-8820194)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrX.trna84-GlyTCC (10963752-10963823)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_elegans_chrV.trna74-HisATG (20214519-20214588)  His (ATG) 70 bp  Sc: 20.56 



CGCTGTGGCTCAAGTGGGAAGAGGGATGGCTATGGTGCAAAAGGTCACGGGTTCGAACAC 
CGGGTAGTGG 
>Caenorhabditis_elegans_chrIV.trna19-HisGTG (4861744-4861813)  His (GTG) 70 bp  Sc: 37.11 
TACTACTATACAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTCCA 
GCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna34-HisGTG (13870233-13870304)  His (GTG) 72 bp  Sc: 51.32 
GCCCTCTTAGTATAGTGGCTAGTACTCCACGTTGTGGTCGTGGCAACGCGGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna36-HisGTG (15187305-15187376)  His (GTG) 72 bp  Sc: 66.56 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTAGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna63-HisGTG (15187686-15187615)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna64-HisGTG (14889054-14888983)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrV.trna24-HisGTG (15553834-15553905)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrX.trna281-HisGTG (5022855-5022784)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_elegans_chrII.trna65-HisGTG (3521552-3521481)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna42-HisGTG (16388416-16388487)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna46-HisGTG (16400856-16400927)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna120-HisGTG (14134966-14135037)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna121-HisGTG (14135795-14135866)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna122-HisGTG (14136611-14136682)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna156-HisGTG (16634816-16634745)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna185-HisGTG (14136931-14136860)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna186-HisGTG (14136116-14136045)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna187-HisGTG (14135300-14135229)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrX.trna210-HisGTG (11993514-11993443)  His (GTG) 72 bp  Sc: 75.45 
GCCTGCGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCCGCAGGCA 
>Caenorhabditis_elegans_chrIV.trna31-HisGTG (11721119-11721206)  His (GTG) 88 bp  Sc: 77.81 
GCCACGGTGGCCGAGTGGTCAAGGCGTGAGCTTGTGGGATGCGCTCATGGGGTTAAACCC 
ATCGCAGGTTCGAATCCTGCCCGTGGCA 
>Caenorhabditis_elegans_chrX.trna17-IleAAT (2531355-2531428)  Ile (AAT) 74 bp  Sc: 81.18 
GCCGCCATAGCCCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrI.trna70-IleAAT (6163546-6163473)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrI.trna8-IleAAT (6164193-6164266)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 



CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna13-IleAAT (5032755-5032828)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna14-IleAAT (5237839-5237912)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna31-IleAAT (12362357-12362430)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna32-IleAAT (12494649-12494722)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrII.trna61-IleAAT (5057505-5057432)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna95-IleAAT (1218439-1218366)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna96-IleAAT (1164862-1164789)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrIII.trna97-IleAAT (1163416-1163343)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna103-IleAAT (13435888-13435961)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna125-IleAAT (14679080-14679153)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna130-IleAAT (15297390-15297463)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna195-IleAAT (13415115-13415042)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna261-IleAAT (8156648-8156575)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna280-IleAAT (5085662-5085589)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna286-IleAAT (2526285-2526212)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna294-IleAAT (1590576-1590503)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna295-IleAAT (1590148-1590075)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna296-IleAAT (1589735-1589662)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrV.trna113-IleTAT (18373831-18373758)  Ile (TAT) 74 bp  Sc: 29.80 
GTCGCAGTGGCTCAGGTGGGTAGAGTAATGACTATGGGGAAATAGGTCCGGGGTTCGAGC 
CCCCGCTGATGGCA 
>Caenorhabditis_elegans_chrI.trna11-IleTAT (7960830-7960914)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrI.trna19-IleTAT (9562343-9562427)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrI.trna59-IleTAT (9563917-9563833)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 



>Caenorhabditis_elegans_chrX.trna224-IleTAT (9829683-9829599)  Ile (TAT) 85 bp  Sc: 79.68 
GCCCCGGTGGCCGAGCGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_elegans_chrV.trna15-IleTAT (12001982-12002066)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrX.trna91-IleTAT (12661083-12661166)  Ile (TAT) 84 bp  Sc: 74.46 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTATAGGTCATGCCAAGGTCG 
CCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrV.trna9-IleTAT (6917276-6917360)  Ile (TAT) 85 bp  Sc: 75.01 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTAATAGGGAATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_elegans_chrX.trna259-LeuAAG (8409315-8409234)  Leu (AAG) 82 bp  Sc: 32.55 
GGAGAGATGCCCGAGCTGTCTAAGGCGCTGATTTAAGGCACCAGCCTTTTCGGGGGCGTG 
AGTTCGAATCCCACTCTCTTCT 
>Caenorhabditis_elegans_chrIII.trna30-LeuAAG (5769855-5769936)  Leu (AAG) 82 bp  Sc: 44.23 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCGTTCCATTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTAA 
>Caenorhabditis_elegans_chrI.trna51-LeuAAG (11585439-11585358)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrI.trna71-LeuAAG (6051238-6051157)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna42-LeuAAG (12541919-12541838)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna71-LeuAAG (2861630-2861549)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna72-LeuAAG (2736357-2736276)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna73-LeuAAG (2735875-2735794)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna9-LeuAAG (2860341-2860422)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna216-LeuAAG (11163363-11163282)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna217-LeuAAG (11162924-11162843)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna239-LeuAAG (8955938-8955857)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna257-LeuAAG (8419433-8419352)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna258-LeuAAG (8417931-8417850)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna271-LeuAAG (6903147-6903066)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna303-LeuAAG (353336-353255)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna71-LeuAAG (8939487-8939568)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrX.trna97-LeuAAG (12942378-12942459)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna37-LeuAAG (14635312-14635231)  Leu (AAG) 82 bp  Sc: 68.81 



GGTGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrIV.trna73-LeuCAA (11928566-11928448)  Leu (CAA) 119 bp  Sc: 60.38 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCAATTGCTTGCCTCGAGTTCGA 
GGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna206-LeuCAA (12348048-12347929)  Leu (CAA) 120 bp  Sc: 60.65 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATCGCTTGCCTCAAGTTCG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna194-LeuCAA (13443426-13443308)  Leu (CAA) 119 bp  Sc: 61.22 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCAATAGCTTGCTTCAAGTTCGA 
AGCCGATTGGGCGTTCTGGTACTCGTACGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrX.trna107-LeuCAA (13665475-13665593)  Leu (CAA) 119 bp  Sc: 60.24 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATTGCTTGCCTCAAGTACGA 
GGTCTCCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrIII.trna27-LeuCAA (4362495-4362614)  Leu (CAA) 120 bp  Sc: 61.15 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTACCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrIII.trna37-LeuCAA (8109529-8109650)  Leu (CAA) 122 bp  Sc: 61.54 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTACATTGCTTGCCTCAAGTT 
CGAGGTTAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_elegans_chrIII.trna39-LeuCAA (8639214-8639333)  Leu (CAA) 120 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAATGCTTGCCTCATGCTCG 
AGGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_elegans_chrV.trna152-LeuCAG (11183571-11183472)  Leu (CAG) 100 bp  Sc: 31.56 
GCTGTTTTGCATGGCCGAGTGGTCTAATTAGAGCCTTAAGGCGCTGCGTTCAGGTCGCAG 
TCCTCTCAGGAGGGCGCAGGTTCAAATCCTGCGGACAGCA 
>Caenorhabditis_elegans_chrIV.trna25-LeuCAG (6556802-6556885)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrX.trna132-LeuCAG (15741970-15742053)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrI.trna2-LeuCAG (754682-754765)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrV.trna153-LeuCAG (11174679-11174596)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrX.trna201-LeuCAG (13038964-13038881)  Leu (CAG) 84 bp  Sc: 72.48 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGACGGCA 
>Caenorhabditis_elegans_chrII.trna18-LeuTAA (6721707-6721789)  Leu (TAA) 83 bp  Sc: 57.42 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCAACCAGTAGCTTCGGGGGCGT 
GGGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_elegans_chrII.trna54-LeuTAA (8631965-8631882)  Leu (TAA) 84 bp  Sc: 69.16 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGCCTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrII.trna59-LeuTAA (5772965-5772882)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrX.trna214-LeuTAA (11757836-11757753)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_elegans_chrII.trna19-LeuTAG (6853136-6853217)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrV.trna158-LeuTAG (8235346-8235265)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrX.trna85-LeuTAG (11095597-11095678)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_elegans_chrII.trna25-LysCTT (9773569-9773643)  Lys (CTT) 75 bp  Sc: 43.45 
GCCCGGTTAGCTCAGTCTACCGACTGCACCAGACTCTTAATCTGGTTGTCGTGGGTTCGA 
GTCCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna180-LysCTT (14486203-14486131)  Lys (CTT) 73 bp  Sc: 56.85 



GTAAAAATAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna71-LysCTT (6724158-6724073)  Lys (CTT) 86 bp  Sc: 71.04 
GACACGGTGGCCGAGTGGTTTAAGGCATGAGACACTTGATCTCAAACGGTTCTAACCGAA 
CGCAGGTTCGAATCCTGCCCGTGTCA 
>Caenorhabditis_elegans_chrX.trna109-LysCTT (13716414-13716486)  Lys (CTT) 73 bp  Sc: 71.18 
GCCTGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGTTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna111-LysCTT (13729826-13729898)  Lys (CTT) 73 bp  Sc: 75.36 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTCTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna68-LysCTT (7279425-7279353)  Lys (CTT) 73 bp  Sc: 77.86 
GCCCGGTTAGCTCAGCCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna31-LysCTT (11584775-11584847)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna45-LysCTT (13297731-13297659)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna52-LysCTT (11584182-11584110)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna53-LysCTT (11579766-11579694)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna7-LysCTT (6136599-6136671)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna49-LysCTT (11157791-11157719)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna63-LysCTT (3567830-3567758)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna66-LysCTT (3519317-3519245)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrII.trna68-LysCTT (3439461-3439389)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna26-LysCTT (3389524-3389596)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna38-LysCTT (8473386-8473458)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIII.trna81-LysCTT (3426972-3426900)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna23-LysCTT (5967144-5967216)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna32-LysCTT (12594709-12594781)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrIV.trna39-LysCTT (15793376-15793448)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna108-LysCTT (13714809-13714881)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna110-LysCTT (13717116-13717188)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna112-LysCTT (13730278-13730350)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 



CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna113-LysCTT (13730699-13730771)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna114-LysCTT (13781562-13781634)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna115-LysCTT (13782171-13782243)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna177-LysCTT (15241346-15241274)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna181-LysCTT (14478869-14478797)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna191-LysCTT (13655909-13655837)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrX.trna209-LysCTT (12106141-12106069)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_elegans_chrI.trna13-LysTTT (8953160-8953232)  Lys (TTT) 73 bp  Sc: 65.34 
GTGTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrII.trna17-LysTTT (6565195-6565267)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrII.trna43-LysTTT (12541668-12541596)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrIII.trna69-LysTTT (6887738-6887666)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrIV.trna20-LysTTT (5038910-5038982)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna12-LysTTT (8495108-8495180)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna131-LysTTT (16621933-16621861)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna146-LysTTT (13026909-13026837)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna156-LysTTT (8499442-8499370)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrV.trna20-LysTTT (15464891-15464963)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna166-LysTTT (16217883-16217811)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna188-LysTTT (14063939-14063867)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna276-LysTTT (5451241-5451169)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna31-LysTTT (4789100-4789172)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_elegans_chrX.trna38-LysTTT (5713610-5713682)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 



>Caenorhabditis_elegans_chrIV.trna1-MetCAT (66982-67052)  Met (CAT) 71 bp  Sc: 34.22 
ATCAACTGTGGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAACC 
ACTCGCTGCTA 
>Caenorhabditis_elegans_chrV.trna22-MetCAT (15517206-15517273)  Met (CAT) 68 bp  Sc: 52.62 
GGTCCTGTAGTGGTTATCACGTCTGCTTCATACACAGAAGGTCGCCGGTTCGAACCCGGC 
CAGGACCT 
>Caenorhabditis_elegans_chrI.trna35-MetCAT (12142899-12142970)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna37-MetCAT (12229297-12229368)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna48-MetCAT (12225485-12225414)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrII.trna44-MetCAT (12435559-12435488)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrIII.trna13-MetCAT (1604571-1604642)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrIII.trna76-MetCAT (5295009-5294938)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna144-MetCAT (16441062-16441133)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna229-MetCAT (9373152-9373081)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrX.trna56-MetCAT (8156119-8156190)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_elegans_chrI.trna74-MetCAT (3638926-3638854)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrIII.trna36-MetCAT (8106579-8106651)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrV.trna159-MetCAT (8230086-8230014)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrV.trna168-MetCAT (3455224-3455152)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna21-MetCAT (3697743-3697815)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna277-MetCAT (5407450-5407378)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna33-MetCAT (5485076-5485148)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna34-MetCAT (5485419-5485491)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrX.trna35-MetCAT (5485710-5485782)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_elegans_chrI.trna28-PheGAA (10945812-10945884)  Phe (GAA) 73 bp  Sc: 56.47 
GCCTCGATAGCTCAGTTGGGGTGAGCGTACGACTGAAAATCGTTAGGTCACCAGTTCGAT 
CCTGGTTCGGGCA 
>Caenorhabditis_elegans_chrX.trna278-PheGAA (5319422-5319350)  Phe (GAA) 73 bp  Sc: 79.32 
GCCTCAATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_elegans_chrIII.trna41-PheGAA (8652962-8653034)  Phe (GAA) 73 bp  Sc: 80.32 



GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna46-PheGAA (11554706-11554778)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna63-PheGAA (8653587-8653515)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrIII.trna65-PheGAA (7978472-7978400)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna143-PheGAA (14876269-14876197)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna147-PheGAA (16523259-16523331)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna148-PheGAA (16523838-16523910)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna149-PheGAA (16551426-16551498)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna162-PheGAA (16503131-16503059)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna42-PheGAA (6593551-6593623)  Phe (GAA) 73 bp  Sc: 80.32 
GCCTCGATAGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrII.trna52-PheGAA (9713211-9713139)  Phe (GAA) 73 bp  Sc: 80.71 
GCCTCGATAGCTCAGTTGGGAGAGCGCACGACTGAAGATCGTGAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna54-PheGAA (19125838-19125910)  Phe (GAA) 73 bp  Sc: 80.71 
GCCTCGATAGCTCAGTTGGGAGAGCGCACGACTGAAGATCGTGAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_elegans_chrX.trna50-ProAGG (8037448-8037519)  Pro (AGG) 72 bp  Sc: 72.24 
GGTCGGATGGCCTAGAGGTAAGGCGCTTGCTTAGGGTGCAAGAGATCCCGGGTTCGATCC 
CCGGTTCGACCC 
>Caenorhabditis_elegans_chrX.trna24-ProAGG (3970243-3970314)  Pro (AGG) 72 bp  Sc: 74.90 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrI.trna63-ProAGG (9268990-9268919)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrI.trna72-ProAGG (5854868-5854797)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrIV.trna29-ProAGG (11231536-11231607)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_elegans_chrX.trna23-ProAGG (3970074-3970145)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_elegans_chrIII.trna64-ProCGG (8650360-8650289)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna72-ProCGG (12005639-12005568)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna82-ProCGG (3552256-3552185)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna290-ProCGG (1880882-1880811)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna176-ProTGG (15747789-15747726)  Pro (TGG) 64 bp  Sc: 41.36 
CATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGATGTCCCGGGTTCAATCCCCGGT 



TCGG 
>Caenorhabditis_elegans_chrX.trna133-ProTGG (15747951-15748021)  Pro (TGG) 71 bp  Sc: 49.20 
GGCCGAATGGTCTAGTGGTTTGATTCTCGCTTTGGGTGCGACAAGTCCCGGTTCAATCCC 
CGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna167-ProTGG (3582027-3581956)  Pro (TGG) 72 bp  Sc: 70.03 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCAGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna50-ProTGG (10304756-10304685)  Pro (TGG) 72 bp  Sc: 70.15 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCTGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna35-ProTGG (8069332-8069403)  Pro (TGG) 72 bp  Sc: 70.22 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTGAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna166-ProTGG (3588200-3588129)  Pro (TGG) 72 bp  Sc: 70.48 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGCGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna203-ProTGG (12854831-12854760)  Pro (TGG) 72 bp  Sc: 71.03 
GGCCGAATGGTCTATTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna51-ProTGG (10302144-10302073)  Pro (TGG) 72 bp  Sc: 71.91 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_elegans_chrII.trna26-ProTGG (10302313-10302384)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrII.trna27-ProTGG (10304925-10304996)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna16-ProTGG (2711701-2711772)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna42-ProTGG (11066909-11066980)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIII.trna56-ProTGG (11066801-11066730)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna35-ProTGG (14225070-14225141)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna141-ProTGG (15465101-15465030)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna145-ProTGG (13507084-13507013)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna16-ProTGG (13509503-13509574)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna3-ProTGG (3582145-3582216)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna4-ProTGG (3588318-3588389)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna102-ProTGG (13307951-13308022)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna124-ProTGG (14438022-14438093)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna134-ProTGG (15751340-15751411)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna136-ProTGG (15796775-15796846)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_elegans_chrX.trna172-ProTGG (15796614-15796543)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna182-ProTGG (14437864-14437793)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna192-ProTGG (13511961-13511890)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna22-ProTGG (3969534-3969605)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna228-ProTGG (9467731-9467660)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna238-ProTGG (8969496-8969425)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna275-ProTGG (5801240-5801169)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna39-ProTGG (5801430-5801501)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrX.trna72-ProTGG (8969675-8969746)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_elegans_chrIV.trna90-Undet??? (1355485-1355413)  Undet (???) 73 bp  Sc: 20.15 
GTCGCGATGGCTCAGTCGGTTAGAGGTTTAGCTGACACGCAGGAGGTCAGGGGTTCGACC 
CCCGGGCCGTGCA 
>Caenorhabditis_elegans_chrIV.trna12-Undet??? (2740211-2740283)  Undet (???) 73 bp  Sc: 20.26 
TCCCGCATGGCCGAGTGGTTATTGCGTATGTCTGCGAACATTTTGGTCGTTGGTTCAATT 
CCACCAACTGACA 
>Caenorhabditis_elegans_chrV.trna95-Undet??? (19558894-19558822)  Undet (???) 73 bp  Sc: 20.36 
GGTAACAGTGGCTCAGTTGGGTAGAGGTTCGGCTATGACGCAGAAGGTCAGGGGTTCGAC 
CCCCGGTGAACCA 
>Caenorhabditis_elegans_chrIII.trna5-Undet??? (1044985-1045055)  Undet (???) 71 bp  Sc: 20.54 
GCACCGGTGGCTCAGTAGGTAACAGGGATGGTTGGCAAGCAACAGACCGGGGTTCGACCC 
CCGCTGTGGCG 
>Caenorhabditis_elegans_chrV.trna124-Undet??? (17688303-17688231)  Undet (???) 73 bp  Sc: 20.68 
CCCAGCGTGGCGCAGTCGGTAAGAGGCTCGCCCACGGCGCAGATTGTCAGGGGTTCGACA 
CCCCGAGCTGGCA 
>Caenorhabditis_elegans_chrX.trna289-Undet??? (2125827-2125756)  Undet (???) 72 bp  Sc: 23.10 
GGCGGGATGGATCAGTCGGTAATGGTGATCGCTAGCAATCTGGAGGTCCCGAGTTCAAGT 
CCGGTCTCACCG 
>Caenorhabditis_elegans_chrV.trna96-Undet??? (19557813-19557740)  Undet (???) 74 bp  Sc: 23.78 
GGTCGCGATGGCTCAGTTGGGTAGAGGTTTGGCTTTGGTTTCGGAGGTCTGGGGTTCAAT 
CCCCACTGTGGTCA 
>Caenorhabditis_elegans_chrV.trna49-Undet??? (18825176-18825246)  Undet (???) 71 bp  Sc: 23.95 
GCCGAAATGGCGCAGTGGGATTTTCGCCGCCTTACAATCACAAGACCGGGGTTCGAGTCC 
CCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna97-Undet??? (19557504-19557432)  Undet (???) 73 bp  Sc: 23.98 
GACGCAGTGGCTCAGTTGGGTAGAGGTTCGGCTATGACGCAGAAGGTCAGGGGTTCGATC 
CCGGCTAGGGCCA 
>Caenorhabditis_elegans_chrII.trna8-Undet??? (2443052-2443117)  Undet (???) 66 bp  Sc: 24.33 
GTCCCAATGGCGCAGTGGGATTATGGCTGCACCCACAAGACCGGGGTTCGATCCCCCGCT 
GGGTCA 
>Caenorhabditis_elegans_chrV.trna62-Undet??? (19581506-19581577)  Undet (???) 72 bp  Sc: 24.64 
GCCGTGGTGGCTCAGTAGGGTAGAGGTTCAGCTGTGGCGCAGAGGTCAAGGGTTCGAACC 
CCGCTGACGTCA 
>Caenorhabditis_elegans_chrIV.trna89-Undet??? (1385694-1385622)  Undet (???) 73 bp  Sc: 25.89 
GGCGAAGTGGCTCAATCGGGTAGAGGCTGGGTTATGGTGCAGAAGGTCAGGGGTTCGAGT 
CCCAGCTTGGTCA 
>Caenorhabditis_elegans_chrV.trna122-Undet??? (17693962-17693891)  Undet (???) 72 bp  Sc: 26.05 
GACCTGTGGCTCAGTCGGGTAGAGGTTCAGCTATGACACAGAAGGTCCGGGGTTCAATCC 
TCGCTGCAGTCA 
>Caenorhabditis_elegans_chrV.trna63-Undet??? (19581795-19581866)  Undet (???) 72 bp  Sc: 26.54 



GCCTCGGTGGCTCAGTTGGGTAGAGGTTTAGCAGTGGCGCAGATGGTCAAGGGTTCGAAC 
CCCACTGCGGCC 
>Caenorhabditis_elegans_chrV.trna106-Undet??? (18906161-18906090)  Undet (???) 72 bp  Sc: 27.09 
GGAGTTGTGGCTCAGGTGGTTAGAGGGTTGGTTGAGACGAAAGGGTCGGGGGTTCGACTC 
CCACTAGTGTTA 
>Caenorhabditis_elegans_chrV.trna87-Undet??? (19595729-19595659)  Undet (???) 71 bp  Sc: 27.27 
GCGGCGGTGGCTCAGGTGGGTAGAGGTTCGGCTATGGCGCAGAAGGTCGCGGGTTCGATC 
CCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna170-Undet??? (2149077-2149005)  Undet (???) 73 bp  Sc: 27.68 
GCGGAAGTAGCTCAGTCGGTAATGGTGGTAGCTAGTAGTCTAGAGGTCACAGGTTCAAGT 
CCTGCCTCCCTCC 
>Caenorhabditis_elegans_chrII.trna41-Undet??? (12666135-12666064)  Undet (???) 72 bp  Sc: 27.78 
GCGCGCATGGTTCAGGCGGTAAGAGGTAGGGCTGCGGCTCAGAGGTCCGGGGTTCGACTC 
CCAGTGGGGGTA 
>Caenorhabditis_elegans_chrIV.trna9-Undet??? (1464680-1464752)  Undet (???) 73 bp  Sc: 29.65 
GTCGCAGTGGCTCAACTGGGTATAGGTTGAGCTATGGCTCTCAGGGTCGTGGGTTCGATC 
CCCGTTGGCGGTA 
>Caenorhabditis_elegans_chrV.trna114-Undet??? (18373533-18373461)  Undet (???) 73 bp  Sc: 31.43 
GTCGCAGTGGCTCAGGTGGGTAGAGAGATGGCTATGGAGAAATAGGTCCGGGGTTCGAGC 
CCCCGCTGGTGCA 
>Caenorhabditis_elegans_chrV.trna61-Undet??? (19579499-19579571)  Undet (???) 73 bp  Sc: 31.65 
GCCGTGGTGGCTCAGTAGGGTAGCGAATTAGCTATGGCGCAGAAGGTCGAGGGTTCGAAC 
CCCTCTAACGTCA 
>Caenorhabditis_elegans_chrX.trna298-Undet??? (1433138-1433058)  Undet (???) 81 bp  Sc: 32.80 
GGAGGCATGGCTCAGTGGCAACAAGTTCGACTAACAATCAAAAATGATCATATGTTTTGG 
GTTCAATTCCCACTGCCTCCG 
>Caenorhabditis_elegans_chrV.trna65-Undet??? (19596759-19596831)  Undet (???) 73 bp  Sc: 35.06 
GGCAAAATGGCTCAGTCGGGTAGAGGTTTAGGTGTGGCCCAGAAGGTCATGGGTTCAATC 
CCCACTGCTGGCA 
>Caenorhabditis_elegans_chrI.trna69-ValAAC (6212894-6212823)  Val (AAC) 72 bp  Sc: 20.40 
GCACTCATGGCGCAGTTGGGAACACTGGCGACTAACGGTCAGCAGGTCTCTGGTTCAATC 
CCACTGTGTGCC 
>Caenorhabditis_elegans_chrIII.trna18-LeuAAG (3099564-3099635)  Leu (AAG) 72 bp  Sc: 21.77 
GAGTTTTTAGCCTAGTGGCTAATGCGGATGGCTAAGGCCCACAAGACCGGGGTTCGAGTC 
CCCACCCGGGCA 
>Caenorhabditis_elegans_chrI.trna47-LeuAAG (12731716-12731645)  Leu (AAG) 72 bp  Sc: 23.70 
GGCCAAATGGCGCAGTGGAAAAATTCATGGCTAAGAATTATCACACCGGGGTTCGACTCC 
CCGCTGTGGTCG 
>Caenorhabditis_elegans_chrX.trna26-IleAAT (4242497-4242573)  Ile (AAT) 77 bp  Sc: 49.01 
GGCGCTTTACCTGTGCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTC 
GACCCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrV.trna50-GlyACC (18825781-18825851)  Gly (ACC) 71 bp  Sc: 21.24 
GTCCAAATGGCGCAGTGGGATTTTCGCCGGCTACCAATCACAAGACCGGGGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrV.trna43-GlyACC (17932558-17932628)  Gly (ACC) 71 bp  Sc: 21.64 
GAAAAAGTGGCTCAGTCGGTTAGAGGTACGGCTACCACCCACACGACCGGGGTTCGAACC 
CCACTGTGGCT 
>Caenorhabditis_elegans_chrV.trna39-GlyACC (17930148-17930218)  Gly (ACC) 71 bp  Sc: 22.19 
GAAAAAGTGGCTCAGTCGGTTAGAGGTACGGCTACCACCCACAAGACCGGGGTTCGACCC 
CCGCCGTGGCT 
>Caenorhabditis_elegans_chrV.trna107-GlyACC (18828912-18828842)  Gly (ACC) 71 bp  Sc: 23.90 
GCCAAAATGGCGCAGTGGGATTTTTGCCGACTACCAATCACAAGTCCTGGGTTCGAGTCC 
CCGCTGTGGCT 
>Caenorhabditis_elegans_chrV.trna108-GlyACC (18827740-18827670)  Gly (ACC) 71 bp  Sc: 28.03 
GCCAAAATGGCGCAGTGGGATTTTCACCGACTACCAATCACAAGACCAGGGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrV.trna111-GlyACC (18801839-18801769)  Gly (ACC) 71 bp  Sc: 28.07 
GCCAGAATGGCTCAGTGGGATTTTTGCTGACTACCAATCACAAGACCGGGGTTCGGGTCC 
CCGCTTTGGTA 
>Caenorhabditis_elegans_chrIII.trna82-ArgACG (3339534-3339463)  Arg (ACG) 72 bp  Sc: 20.93 
GCATCGATGGCTCAACTGGGTAGAGAGATGCCTACGACGCAGAGGACCTTGGTTCGACTC 
CGCGGTGAGGTC 
>Caenorhabditis_elegans_chrV.trna31-ArgACG (17661968-17662040)  Arg (ACG) 73 bp  Sc: 21.88 
GCGCAGATAGCCTAGTGGATAAGAGGCTTGACTACGACTTGGGAGGCCAAGGGTTCGACC 
CCCAGATAGTGCT 
>Caenorhabditis_elegans_chrV.trna104-ThrAGT (19058868-19058796)  Thr (AGT) 73 bp  Sc: 20.49 
TCCATTTTTGGCTCAACTGGGTAGAGGGTTGACCAGTGCGCAACAGGCCAGGGTTCGACT 



CCCCGTTGTGGTA 
>Caenorhabditis_elegans_chrV.trna116-ThrAGT (17786753-17786683)  Thr (AGT) 71 bp  Sc: 21.59 
GCACCAGTGGCGCAGTGGATAACAGGGATGACTAGTACGCACAGGTCCGGGGTTCGACCC 
CCGCCGAGGCC 
>Caenorhabditis_elegans_chrII.trna2-ThrAGT (1334138-1334209)  Thr (AGT) 72 bp  Sc: 29.89 
TCCAGCGTGGCCTAGTGGCTAAGAGGGATGGCTAGTGAGCACAAGACCGGGGTTCGAGTC 
CCCGTGCGGGTT 
>Caenorhabditis_elegans_chrIV.trna8-TyrATA (1407264-1407334)  Tyr (ATA) 71 bp  Sc: 21.21 
GTGTGGTGGCTCAGCCGGGAAGGGGCTAGCTTATAGCCCAAATGACCGGGGTTCGACTCC 
CCGCTATGGCA 
>Caenorhabditis_elegans_chrV.trna67-AspATC (19629621-19629692)  Asp (ATC) 72 bp  Sc: 20.06 
TGCCGGGTGGCTCAGTTGGGTAGAGAGATGGCTATCACGCACAGGTCCCTGGTTCGATTC 
CTTGTATAATAT 
>Caenorhabditis_elegans_chrX.trna297-AspATC (1474082-1474001)  Asp (ATC) 82 bp  Sc: 20.33 
GGAGGATGGCTCAGTGGATATCAGTCTCGACTATCAATCCAAGCTCATCACAAGACGCGG 
GTTCGATTCCCTGCATCTTCCG 
>Caenorhabditis_elegans_chrX.trna8-AspATC (1643845-1643917)  Asp (ATC) 73 bp  Sc: 24.50 
CGGAGGATGGCTCAGTGGAAAACAGCTCGACTATCAATCCAAGCACGCGGGTTCGATTCC 
CCGACTCTTCCGT 
>Caenorhabditis_elegans_chrX.trna7-AspATC (1620270-1620350)  Asp (ATC) 81 bp  Sc: 25.94 
GGAGGCATGGCTCAATGGCAACGAGTTCGACTATCAATACGAGATGCTTCTATGATTTGG 
GTTCAATCCCCACTGCCTCCG 
>Caenorhabditis_elegans_chrV.trna119-HisATG (17765553-17765481)  His (ATG) 73 bp  Sc: 20.15 
GCTGCGGTAGTTCAGTTGGGTAGAAGTTTGACTATGGCTCCAAGGGTCACAAGTTCAATC 
CCCGCTTGACCCA 
>Caenorhabditis_elegans_chrV.trna93-HisATG (19578635-19578563)  His (ATG) 73 bp  Sc: 20.30 
GTCCCGGTGGCTCAGCTGGGTAGAGGCTTGGCAATGGTCCAGAAGGTCAAGGGTTCGAGC 
CCCAGTGGTGGCA 
>Caenorhabditis_elegans_chrV.trna46-HisATG (18371024-18371096)  His (ATG) 73 bp  Sc: 20.38 
GTCGAAGTGGCTCAGGTGGGAAGAGGGATAGCTATGGGGAATAGGGTCCTGGGTTCGAGT 
CCCCGCTTGGGCA 
>Caenorhabditis_elegans_chrII.trna6-HisATG (1481924-1481996)  His (ATG) 73 bp  Sc: 20.50 
GAACTTTTGGCTCAACTGGTAAGAGGGATACCAATGGAGAAATAGGTCATGGGTTCGATT 
CCCAACGAGGCCA 
>Caenorhabditis_elegans_chrIII.trna17-HisATG (2879905-2879978)  His (ATG) 74 bp  Sc: 21.18 
GCGCGCGTGGCGCAGTCGGTAAGATGTCAGACTATGACCCAGAAGGTCACAGGTTCGATT 
CTTTGTCGAAGGAT 
>Caenorhabditis_elegans_chrV.trna57-HisATG (19393314-19393386)  His (ATG) 73 bp  Sc: 21.60 
GCACCTGTGGCTCAGTCGGGTAGAGGAATGTCTATGGCTCCGGAGGTCAGGGGTTCGAAC 
CCCAACCGTGGCC 
>Caenorhabditis_elegans_chrV.trna100-HisATG (19394644-19394575)  His (ATG) 70 bp  Sc: 22.39 
GCCAGTAGCTCAGTTGGGTAGAGGCTTGGCTATGACTCTGGAGGTCAAGGGTTCGAGCCC 
CGGCGTGATA 
>Caenorhabditis_elegans_chrV.trna99-HisATG (19396561-19396489)  His (ATG) 73 bp  Sc: 22.42 
GCGCTGGTGGTTCAGCTGGGTAGAGGGGCGGCTATGGCTCAGTAGGTCTGGGGTTCGAAC 
CCCAAGCGTGGCC 
>Caenorhabditis_elegans_chrII.trna45-HisATG (12349615-12349544)  His (ATG) 72 bp  Sc: 22.64 
GGCGTCGTGGCTCAGTCGGTAAGCGGTTGGGCTATGAAGCAAAAGGTCCCGGGTTCGGAT 
CCCCGGAAGCTT 
>Caenorhabditis_elegans_chrV.trna85-HisATG (19623909-19623836)  His (ATG) 74 bp  Sc: 22.90 
GACCAAGTGGCGCAGTCGGTAACAGGGATGGCTATGACCCAGAAGGCCACGGGTTCGACC 
CCCCGCTAGAGTCA 
>Caenorhabditis_elegans_chrV.trna126-HisATG (17660646-17660575)  His (ATG) 72 bp  Sc: 23.10 
TCAGTAGTGGCGCAGTGGCTAACAGATCTGGCTATGACGCAGAAGGCCAGAGGTTCGATC 
CCCGCCACTGTT 
>Caenorhabditis_elegans_chrV.trna81-HisATG (20016381-20016309)  His (ATG) 73 bp  Sc: 23.43 
GCCCGGGTGGCTTAGTGGCTAAGAGTGATGCCGATGGAGTGGTAGGTCAGGGGTTCGAGC 
CCCCGAATGGGTG 
>Caenorhabditis_elegans_chrV.trna58-HisATG (19398382-19398452)  His (ATG) 71 bp  Sc: 23.67 
GCCAGTGGCTCAGTCGGGTAGGGCTTTGGCTATGGCTCTGAGGGTCAGGAGTTCGAGTCC 
CCGTTGTGGCA 
>Caenorhabditis_elegans_chrIV.trna91-HisATG (1146145-1146074)  His (ATG) 72 bp  Sc: 23.70 
GTCGTAGTGGCTCAGCTGGGTAGAGGTTGGCCTATGGCTCTGAAGGTCCGGGGTTCAATC 
CCCACAGCGAAA 
>Caenorhabditis_elegans_chrV.trna45-HisATG (18366934-18367005)  His (ATG) 72 bp  Sc: 23.71 
GTTCCGGTGGCTCAGCTGGGTAGAGAGATGGCTATGGGGCAAATGTCCGGGGTTCGATTC 
CCCGCTAGAGTT 



>Caenorhabditis_elegans_chrV.trna91-HisATG (19593905-19593834)  His (ATG) 72 bp  Sc: 24.15 
GCACAAGTAGCTCAGTTGGGTAGAGGCTTGGCTATGGCTCTGGAGGTCGAAGGTTCAATC 
CCCGCCGTGGTA 
>Caenorhabditis_elegans_chrV.trna34-HisATG (17690305-17690376)  His (ATG) 72 bp  Sc: 24.73 
GACCCGCTGGCTCAACTGGGTAGAGGTTTGGCTATGGCCCAGAGGGTCAAGGGTTCGACC 
CCCGCCGAGGCA 
>Caenorhabditis_elegans_chrV.trna82-HisATG (20011865-20011793)  His (ATG) 73 bp  Sc: 27.44 
GCCCGGGTGGCTTTGTGGCGAAGAGTGATGCCTATGGAGTGGTAGGTCAGGGGTTCGAGC 
CCCCGCATGGGTG 
>Caenorhabditis_elegans_chrV.trna98-HisATG (19396855-19396783)  His (ATG) 73 bp  Sc: 29.70 
GCACCGGTGGCTCAGCTGGGTAGAGGGACGGCTATGGCTCAGGAGGTCAGGGGTTCGACT 
CCCTGCTGTGGCT 
>Caenorhabditis_elegans_chrV.trna32-HisATG (17686178-17686249)  His (ATG) 72 bp  Sc: 31.86 
GTCTTCGTGGCTCAGTTGGGAAGAGGTTTGACTATGGTTCAGAAGGTCAGGGGTTCGACC 
CCATCGGTGGCT 
>Caenorhabditis_elegans_chrV.trna89-HisATG (19594668-19594598)  His (ATG) 71 bp  Sc: 31.93 
GTCGCTGTGGCTCAGTTGGGTAGAGGTTTGGCTATGGCGCAGAAGGTCGGGGTTCGATTC 
CCACTGGGGTA 
>Caenorhabditis_elegans_chrV.trna88-HisATG (19595453-19595380)  His (ATG) 74 bp  Sc: 35.22 
TGCGCCGATGGCTCAGGTGGGTAGAGGTTTGGCTATGACGCAGAAGGTCACGGGTTCGAC 
CCCCGGTGGGGTAA 
>Caenorhabditis_elegans_chrV.trna94-HisATG (19578330-19578258)  His (ATG) 73 bp  Sc: 35.77 
GTCGCAGTGGCTCAGTAGGGTAGAGGTTTGGCTATGGCGCAGAAGGTCGAGGGTTCGAAC 
CCCCACTGTGGTA 
>Caenorhabditis_elegans_chrV.trna60-HisATG (19577183-19577254)  His (ATG) 72 bp  Sc: 40.32 
GCCTCGGTGGCTCAGTTGGGTAGAGGTTTGGCTATGGCCCAGAAGGTCAAGAGTTCGAAC 
CCTGCAGAGGCC 
>Caenorhabditis_elegans_chrV.trna48-LeuCAA (18622547-18622619)  Leu (CAA) 73 bp  Sc: 23.79 
GTTCACGTGGCGCAGTGGTTAAGAGGCTTGACTATGGAGCAACAGGCCACAGGTTCAAAC 
CCCGGAGAGGACA 
>Caenorhabditis_elegans_chrV.trna40-GlyCCC (17930591-17930662)  Gly (CCC) 72 bp  Sc: 31.13 
GTGCAAGTGGCTCAGTGGGTTAGAGTGATGGCTCCCGCCCACACGTCCGGGGTTCGACCC 
CCGGTGCGGGCG 
>Caenorhabditis_elegans_chrX.trna11-ArgCCT (1775483-1775555)  Arg (CCT) 73 bp  Sc: 38.23 
ACCCGTGTAGCCTAATGGATAAGGCGTCGGTATCCTAATCCAAAGTATGCGGGTTCGAGT 
CCTGCCACAGGTG 
>Caenorhabditis_elegans_chrV.trna110-SerCGA (18804576-18804504)  Ser (CGA) 73 bp  Sc: 24.60 
GCACTCGTGGCGCAGAGGATAAGAGGCTTGTCTATGGAGCAAAAGGTCACGGGTTCGAGT 
CCCTGTTGAGGCA 
>Caenorhabditis_elegans_chrII.trna4-SerCGA (1367947-1368019)  Ser (CGA) 73 bp  Sc: 27.28 
GATTTTTGGCGCAGTCGGTAAGAGGGTTGATTGGTACGCAATTGGTCCGGGGTTCGACCC 
CCCGTTATGGTCA 
>Caenorhabditis_elegans_chrIII.trna12-SerCGA (1577401-1577472)  Ser (CGA) 72 bp  Sc: 34.96 
AAACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTTGGAGCAAAAGGTCGGGGTTCGAGTC 
CCCGTGGGGGTA 
>Caenorhabditis_elegans_chrX.trna292-SerCGA (1691145-1691078)  Ser (CGA) 68 bp  Sc: 35.78 
TCAACTGTGAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTCCCGG 
CATGGGAA 
>Caenorhabditis_elegans_chrX.trna9-SerCGA (1692729-1692796)  Ser (CGA) 68 bp  Sc: 35.78 
TCAACTGTGAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTCCCGG 
CATGGGAA 
>Caenorhabditis_elegans_chrIII.trna91-SerCGA (1577380-1577308)  Ser (CGA) 73 bp  Sc: 37.44 
GCACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTCGGAGCAAAAGGTCGGGGGTTCGAGT 
CCCCGCAGTGGTA 
>Caenorhabditis_elegans_chrIII.trna11-SerCGA (1577091-1577163)  Ser (CGA) 73 bp  Sc: 39.94 
GCACCGGTGGCGCAGTGGCTAAGAGGTTTGCCTTTGGAGCAAAAGGTCGGGGGTTCGAGT 
CCCCGTGGGGGTA 
>Caenorhabditis_elegans_chrX.trna129-ThrCGT (15248892-15248962)  Thr (CGT) 71 bp  Sc: 38.55 
GTTTACCTGTGCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCCC 
GCCTGGGGGCA 
>Caenorhabditis_elegans_chrI.trna3-SupCTA (803802-803874)  Sup (CTA) 73 bp  Sc: 36.50 
CCGCTTGTAGTCTAGTGGTTAACACGCTTCAGCTCTAAACAATAGGTCCGGGGTTCGATT 
CCTTGCAAGATGA 
>Caenorhabditis_elegans_chrX.trna1-GluCTC (86887-86958)  Glu (CTC) 72 bp  Sc: 34.99 
GCCTGAGTGGTCAAGTGGGTAAGAGGCGCGGCTCTCACCCACACGGTGTGGGTTCGATCC 
CCGCACCAGGTC 
>Caenorhabditis_elegans_chrV.trna92-GlnCTG (19587128-19587057)  Gln (CTG) 72 bp  Sc: 23.90 



GTCGCAGTGGCTCAGCTGGGAAGAGGTTTGGCTCTGGCGCAGAGGACCAGGGTTCGACCC 
CCGGTGGGGCCA 
>Caenorhabditis_elegans_chrI.trna1-LysCTT (185335-185409)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrI.trna10-LysCTT (7842907-7842981)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrI.trna21-LysCTT (9679632-9679706)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrII.trna47-LysCTT (11442233-11442159)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIII.trna50-LysCTT (13522159-13522233)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIII.trna51-LysCTT (13523294-13523220)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIV.trna83-LysCTT (3501718-3501644)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna118-LysCTT (14061593-14061667)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna189-LysCTT (14062434-14062360)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna2-LysCTT (288447-288521)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna279-LysCTT (5285518-5285444)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna304-LysCTT (289587-289513)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrX.trna32-LysCTT (5284384-5284458)  Lys (CTT) 75 bp  Sc: 20.65 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTTA 
>Caenorhabditis_elegans_chrIV.trna30-LysCTT (11362096-11362168)  Lys (CTT) 73 bp  Sc: 21.40 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTT 
>Caenorhabditis_elegans_chrIV.trna74-LysCTT (11363237-11363165)  Lys (CTT) 73 bp  Sc: 21.40 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTT 
>Caenorhabditis_elegans_chrX.trna208-LysCTT (12167104-12167032)  Lys (CTT) 73 bp  Sc: 21.99 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTAGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna256-LysCTT (8459046-8458977)  Lys (CTT) 70 bp  Sc: 22.77 
TCCGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTTCCC 
ACACATGGTT 
>Caenorhabditis_elegans_chrI.trna12-LysCTT (8791346-8791418)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrI.trna26-LysCTT (10871609-10871681)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrI.trna55-LysCTT (10872752-10872680)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna22-LysCTT (5349338-5349410)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna33-LysCTT (13043661-13043733)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 



CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna68-LysCTT (13044501-13044429)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna133-LysCTT (16565007-16564935)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna28-LysCTT (16563864-16563936)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna15-LysCTT (2462548-2462620)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna287-LysCTT (2463551-2463479)  Lys (CTT) 73 bp  Sc: 24.18 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrII.trna29-LysCTT (11441099-11441173)  Lys (CTT) 75 bp  Sc: 24.50 
GGTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCATACATGGTTCA 
>Caenorhabditis_elegans_chrV.trna165-LysCTT (4782115-4782043)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna272-LysCTT (6601336-6601264)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna43-LysCTT (6600183-6600255)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrX.trna89-LysCTT (12166142-12166214)  Lys (CTT) 73 bp  Sc: 25.53 
GCTTCGGTGGTCGAGTGGTGAACGCATTCGCCTCTTGAGCAAAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna18-LysCTT (3589258-3589330)  Lys (CTT) 73 bp  Sc: 29.48 
GCTTCGGTGGCCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna81-LysCTT (3590358-3590286)  Lys (CTT) 73 bp  Sc: 29.48 
GCTTCGGTGGCCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna163-LysCTT (6421609-6421537)  Lys (CTT) 73 bp  Sc: 30.72 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACGTGGTT 
>Caenorhabditis_elegans_chrV.trna7-LysCTT (6417786-6417858)  Lys (CTT) 73 bp  Sc: 30.72 
GCTTCGGTGGTCGAGTGGTGAACGCGTTCGCCTCTTGAGCAGAAGTTTGTGGGTTCGGTT 
CCCACACGTGGTT 
>Caenorhabditis_elegans_chrX.trna146-PheGAA (16522685-16522756)  Phe (GAA) 72 bp  Sc: 43.61 
TCAACTGTGCTCAGTTGGGAGAGCGTACGACTGAAGATCGTAAGGTCACCAGTTCGATCC 
TGGTTCGGGGCA 
>Caenorhabditis_elegans_chrV.trna56-ValGAC (19347376-19347448)  Val (GAC) 73 bp  Sc: 20.07 
GTTCTGGTGGCTCAACTGGGTAGACAGATGACTGACGAGAAATAGGTCAGGGGTTCGAGC 
CCCCGCTAGGGTC 
>Caenorhabditis_elegans_chrIII.trna83-LeuGAG (3187050-3186979)  Leu (GAG) 72 bp  Sc: 21.43 
GGATTTTTGGCCTAGTGGTTAACAGGGGTGGCTGAGACCCACAACGCCGGGGTTCGAGCC 
CCCGCTGTGGCA 
>Caenorhabditis_elegans_chrIII.trna20-LeuGAG (3103003-3103075)  Leu (GAG) 73 bp  Sc: 21.82 
GACTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACACACAAGACCGGGGTTCGATTC 
CCCGCTTGCGTCA 
>Caenorhabditis_elegans_chrIII.trna84-LeuGAG (3112205-3112134)  Leu (GAG) 72 bp  Sc: 22.15 
GAGTTTTTGGCCTAGTGGCTAACACGGATGGTTGAGACCCACAAGACCGGGGTTCGAGCC 
CCACAGTGATCA 
>Caenorhabditis_elegans_chrIII.trna85-LeuGAG (3108323-3108251)  Leu (GAG) 73 bp  Sc: 22.31 
GAGTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAACC 
CCCACTAGAGTCG 
>Caenorhabditis_elegans_chrV.trna35-LeuGAG (17691080-17691151)  Leu (GAG) 72 bp  Sc: 23.66 
GACGCGGTGGCTCAGTTGGGCAGAGGTTTGGTGGAGGCTCACAGGACCTGGGTTCGACTC 
CCAGTAGTGACG 
>Caenorhabditis_elegans_chrIII.trna86-LeuGAG (3106208-3106137)  Leu (GAG) 72 bp  Sc: 24.99 
GGATTTTTGGCCTAGTGGTTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAGTC 
CCCACTCGGTCT 



>Caenorhabditis_elegans_chrIII.trna23-LeuGAG (3189658-3189731)  Leu (GAG) 74 bp  Sc: 25.07 
TGGTTTTTGGCCTAGTGGCTAACACGGATGGCTGAGACCCACAAGACCGGGGTTCGAGTC 
CCCGCTGTGGCTAA 
>Caenorhabditis_elegans_chrIII.trna19-LeuGAG (3101075-3101146)  Leu (GAG) 72 bp  Sc: 29.55 
AACTTTTGGCGCAGTGGCTAACAGGGATGGCTGAGACCCATAAGACCGGGGTTCGAATCC 
CCGCTGTGGTGA 
>Caenorhabditis_elegans_chrIII.trna87-LeuGAG (3104123-3104052)  Leu (GAG) 72 bp  Sc: 30.77 
GACTTTTTGGCCTAGTGGTTAACACGGATGGCTGAGACCCATAGGGCCGGGGTTCGAGCC 
CCCACCGGGGTA 
>Caenorhabditis_elegans_chrV.trna118-IleGAT (17784382-17784312)  Ile (GAT) 71 bp  Sc: 20.35 
GCACTTTTGGCGCAGTGGATAGTGGGCGCGGCTGATAATCACAAGACCGGGGTTCGATCC 
CCACGGTGGCA 
>Caenorhabditis_elegans_chrIII.trna2-GlyGCC (1040664-1040734)  Gly (GCC) 71 bp  Sc: 21.32 
GCACCGGTGGCTCAGTTGGTAACAGGGATGGCTGCCGATCAGAAGACTGGGGTTCGATCC 
CCGCTGCCGCA 
>Caenorhabditis_elegans_chrIII.trna3-GlyGCC (1041541-1041611)  Gly (GCC) 71 bp  Sc: 22.62 
GCACCGATGGCTCAGTGGGTAACACAGATGGCTGCCAAGCACAAGACCGGGGTTCGATCC 
CCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna44-GlyGCC (17933127-17933198)  Gly (GCC) 72 bp  Sc: 22.66 
GTTTTGTGGCTCAGTCGGGTAAAGCGATGACTGCCGCCCACACGTCCGGGGTTCGAACCC 
CGGCTGGGGCCA 
>Caenorhabditis_elegans_chrIII.trna4-GlyGCC (1042574-1042644)  Gly (GCC) 71 bp  Sc: 22.76 
GCACCGGTGGCTCAGTTGGTTACACGGATGGCTGCCAAGCACAAGACCAGGGTTCGATCC 
CCGCGGTGGCA 
>Caenorhabditis_elegans_chrIII.trna7-GlyGCC (1047818-1047889)  Gly (GCC) 72 bp  Sc: 24.22 
GCACCTGTGGCGCAGTGGGTAACATGGATGGCTGCCAATCAGACGACCAGGGTTCGACCC 
CCCGCTTGGTCG 
>Caenorhabditis_elegans_chrV.trna42-GlyGCC (17931491-17931561)  Gly (GCC) 71 bp  Sc: 27.73 
GTGCAAGTGGCTCAGTCGGTTAGAGGTGCGGCTGCCACTCACAAGTCCGGGGTTCGATCC 
CCGCTGTGGCT 
>Caenorhabditis_elegans_chrIII.trna14-ArgGCG (1998072-1998145)  Arg (GCG) 74 bp  Sc: 23.33 
TACTGCGTGGCGCAGTGATTAACGCGTTTGCCTGCGGCTCCGAAGGTCATGGGTTCGACC 
CCACGTGAGGGTAA 
>Caenorhabditis_elegans_chrII.trna46-SerGCT (12345858-12345788)  Ser (GCT) 71 bp  Sc: 21.62 
GCGTGCGTGGCTCAGTGGGTAAGAGGTTTGGCTGCTAAGCAGAAGGTCACAGGTTCGAGT 
TCTCGAGGTCG 
>Caenorhabditis_elegans_chrIV.trna92-AlaGGC (1144756-1144684)  Ala (GGC) 73 bp  Sc: 20.17 
GGCCAACTGGCTCAGCCGGGTAGGAGCTCTACTGGCAATCACAAGGCCGGGGTTCGAACC 
CCCGACGTGGCTA 
>Caenorhabditis_elegans_chrV.trna109-AlaGGC (18805430-18805360)  Ala (GGC) 71 bp  Sc: 24.02 
GTCCAAATGGCGCAGTGGGATTTTCGCCGACTGGCAATCACAAGGCCGGGGTTCGACCCC 
CGCTTTGGTCG 
>Caenorhabditis_elegans_chrV.trna69-ProGGG (19667696-19667768)  Pro (GGG) 73 bp  Sc: 22.78 
GCAACAGTGGCTCAGTCGGATAGAGGTTTCATTGGGACTCTGAAGGTCCCTGGTTCGAAC 
TCCACCTGTGGCC 
>Caenorhabditis_elegans_chrIII.trna21-ProGGG (3105132-3105204)  Pro (GGG) 73 bp  Sc: 23.90 
GAACGTTTGGCGTAGTGGCTAACACGGATGGCTGGGACTCACAAGACCGGGGTTCGAGTC 
CCCGCTGTGGCCA 
>Caenorhabditis_elegans_chrIII.trna22-ProGGG (3110788-3110860)  Pro (GGG) 73 bp  Sc: 25.66 
GAATTTTTGGCCTAGTGGCTAAGAGGGATGGCTGGGGCCCACAAGACCGGGGTTCGAGTC 
CCTGAGGGGGTCA 
>Caenorhabditis_elegans_chrV.trna52-ProGGG (19082736-19082807)  Pro (GGG) 72 bp  Sc: 25.80 
GAACTTTTAGCTCAACTGGTTAGAGGTTTGCCTGGGAATCACAAGACCGGGGTTCGAGCC 
CCCGCTGTGGCA 
>Caenorhabditis_elegans_chrV.trna86-ProGGG (19598460-19598392)  Pro (GGG) 69 bp  Sc: 26.01 
GTAGCGGTGGCTCAGCTGGTTAGAGGTTTGGCTGGGGCGCAGAAGGTCAGGGGTTCGACC 
CCCGCTGTG 
>Caenorhabditis_elegans_chrII.trna1-ProGGG (1331990-1332061)  Pro (GGG) 72 bp  Sc: 27.17 
GCCAGCGTGGCCTAGTGGCTAAGAGTGATGACTGGGGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrII.trna3-ProGGG (1335744-1335815)  Pro (GGG) 72 bp  Sc: 27.92 
GCCAGCGTGGCCTAGTGGCTAAGAGGGATGGCTGGGGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrV.trna53-ProGGG (19084399-19084470)  Pro (GGG) 72 bp  Sc: 29.40 
GCATTTTTGGCTCAACTGGGAAGAGGTTTGCCTGGGAATCACAAGACCGGGGTTCGAGCC 
CCCGCTGGGGCA 
>Caenorhabditis_elegans_chrIV.trna79-ProGGG (4106639-4106567)  Pro (GGG) 73 bp  Sc: 33.78 



GTCGCGGTGGCTCAGTCGGTAAGAGAGTTGGTTGGGGTGCAGAAGGCCGCGGGTTCGATT 
CCCGCTAGCTGCA 
>Caenorhabditis_elegans_chrII.trna76-ThrGGT (1366475-1366402)  Thr (GGT) 74 bp  Sc: 20.03 
GAATTTTTGGCTCAGTCGGTAAGGGAGATGACTGGTACGCAACAGGTCCCGGGTTCGACC 
CCCAGCTGCGGTCA 
>Caenorhabditis_elegans_chrV.trna117-ThrGGT (17785582-17785511)  Thr (GGT) 72 bp  Sc: 20.25 
GCACTTATGGCGCAGTGGATAGTGGGGATGGTTGGTAATCAGAAGACCGGGGTTCGACCC 
CCAATAGCGACA 
>Caenorhabditis_elegans_chrII.trna80-ThrGGT (1088522-1088450)  Thr (GGT) 73 bp  Sc: 20.45 
TGCTCCATGGCTCAGCCGGTAAGAGGGATGACTGGTAGGCAAGCGACCGGGGTTCGACCC 
CCGGTGGTGGTAA 
>Caenorhabditis_elegans_chrV.trna101-ThrGGT (19060374-19060303)  Thr (GGT) 72 bp  Sc: 20.58 
ACATTTTTGGCTCAACTGGGTAGAGGCTTGACTGGTGAGCAGACGTCCGGGGTTCGAGTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna105-ThrGGT (19057370-19057299)  Thr (GGT) 72 bp  Sc: 20.88 
GCATTTTTGGCTCAAGTGGGTAGAGGTTTGACTGGTGAGCAGAAGACCGGGGTTCGACTC 
CCCACTGTGGTA 
>Caenorhabditis_elegans_chrV.trna38-ThrGGT (17782958-17783027)  Thr (GGT) 70 bp  Sc: 21.55 
TCGCATTTGGCGCAGTGGATAGTGGGCGCGGCTGGTAATCACAAGACCGGGGTTCGAGCC 
CCACTGTGAC 
>Caenorhabditis_elegans_chrII.trna75-ThrGGT (1476084-1476012)  Thr (GGT) 73 bp  Sc: 22.55 
GATTTTTTGGCTCAGTCGGTAAGAGGTATGACTGGTAAGCAATAGGTCCGGGGTTCGACC 
CCCAGTGGTGGTA 
>Caenorhabditis_elegans_chrII.trna5-ThrGGT (1478762-1478834)  Thr (GGT) 73 bp  Sc: 23.25 
GTCCACTTGGCTCAACTGGTAAGAGGGATGACTGGTACGCAATAGGTCAGGGGTTCGACC 
CCCGGAGAGGTAA 
>Caenorhabditis_elegans_chrV.trna102-ThrGGT (19059459-19059388)  Thr (GGT) 72 bp  Sc: 24.91 
GCACTTTTGGCTCAACCGGGTAGAGGGTTGACTGGTGCGCAAAGGACCGGGGTTCGATTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrII.trna77-ThrGGT (1333328-1333257)  Thr (GGT) 72 bp  Sc: 25.95 
GCCAGGGTGGCCTAGTGGCTAACAGGGATGGCTGGTGAGCACAAGACCGGGGTTCGAGTC 
CCCGTTCGGGTT 
>Caenorhabditis_elegans_chrV.trna103-ThrGGT (19059151-19059080)  Thr (GGT) 72 bp  Sc: 26.71 
GCACTTTTAGCTCAAGTGGGTAGAGATTTGACTGGTGAGCAGAAGACCGGGGTTCGAGTC 
CCCGCTGTGGTA 
>Caenorhabditis_elegans_chrV.trna51-ThrGGT (19058086-19058157)  Thr (GGT) 72 bp  Sc: 27.00 
GCACTTTTGGCTCAACTGGATAGAGGTTTGACTGGTGGGCAGACGTCCGGGGTTCGAGTC 
CCCGCTGGGGTA 
>Caenorhabditis_elegans_chrII.trna74-ThrGGT (1476236-1476162)  Thr (GGT) 75 bp  Sc: 31.35 
GTTTTTGGCTCAGTCGGTAAGATGAGTGGCTGGTAACCAATAGGTCCGGGGTTCGACCCC 
CGGTGGTGGAAAACT 
>Caenorhabditis_elegans_chrIV.trna28-AspGTC (8927182-8927255)  Asp (GTC) 74 bp  Sc: 20.80 
GTCGAGGGAAGCGCAGTCGGTTGCGCAGTTGGCTGTCAGTCAGCAGTCCGCGTGATCGAT 
TCCCGCCCGCGCCT 
>Caenorhabditis_elegans_chrIII.trna24-AspGTC (3191640-3191709)  Asp (GTC) 70 bp  Sc: 27.09 
GGATTTGTGGCCTAGTGGATAACACGGATGACTGTCAAGCACAAGACCGGGGTTCGACTC 
CCCGCTGTCA 
>Caenorhabditis_elegans_chrIV.trna87-HisGTG (1474722-1474651)  His (GTG) 72 bp  Sc: 20.67 
TCGCAGTTGCTCAGTCGGTTAGAGGTTGGGCTGTGGTTCTGAGGGTCAGGGGTTCGAACC 
CCGCATCATTTA 
>Caenorhabditis_elegans_chrV.trna68-HisGTG (19655996-19656069)  His (GTG) 74 bp  Sc: 21.07 
GGCACGGTGGCTCAACTGGGTAGCGGTTGGGCTGTGGCTCTAGAGGTCACGGGTTCGACC 
CCCGGCTATAGTCA 
>Caenorhabditis_elegans_chrII.trna40-HisGTG (12669971-12669899)  His (GTG) 73 bp  Sc: 21.15 
CTGGAGGTGGCGCAACCGGTAACAGAGCTGCCTGTGGCGCAGAAGGTCACAGGTTCAAGC 
CCCGTCTAGAGGA 
>Caenorhabditis_elegans_chrV.trna33-HisGTG (17686453-17686524)  His (GTG) 72 bp  Sc: 21.45 
GGTCAAGTGGCTCAGTTGGGTAGAGGCTTGGCTGTGGCCGACAAGACCAGGGTTCGACCC 
CCGGCAATACTA 
>Caenorhabditis_elegans_chrII.trna23-HisGTG (9404274-9404348)  His (GTG) 75 bp  Sc: 23.51 
GACTTAATAAGTTTGAAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTAGTTCGA 
TTCCAGCAGCAGGCA 
>Caenorhabditis_elegans_chrV.trna64-HisGTG (19584618-19584690)  His (GTG) 73 bp  Sc: 23.80 
GGTCGCAGTGGCTCAGGTGGGTAGAGGTTTGGCTGTGGCGCAGAAGACCAGGGTTCGATC 
CCCACTGAGGTCA 
>Caenorhabditis_elegans_chrV.trna66-HisGTG (19599308-19599381)  His (GTG) 74 bp  Sc: 29.44 
GTCGCGTTGGCTCAGTCGGGTAGAGGTTTGACTGTGGTGCAGAGGGTCAGGGGTTCGACT 



CCCCGCTGCGGGCA 
>Caenorhabditis_elegans_chrII.trna36-AsnGTT (14616977-14617046)  Asn (GTT) 70 bp  Sc: 24.23 
CTCGCGTGGCGCAGGCGGTAGCGCATTTCGCTGTTGATCAAGAGGCCACAGGTTCGCCTC 
CCGTGCGATG 
>Caenorhabditis_elegans_chrX.trna14-LeuTAA (1891440-1891511)  Leu (TAA) 72 bp  Sc: 35.95 
GGCGGCGTGGCCAAGTGGTAAAGCACTGGGCTTAAAAACCAAGTATCCGGGGTTCGACCC 
CCGGTGCCGGAT 
>Caenorhabditis_elegans_chrX.trna12-IleTAT (1830647-1830741)  Ile (TAT) 95 bp  Sc: 24.64 
GGCCCTGTGGTGTAGTGGTTAACACGTCAGCCGTATACCGGAATAAAGACCCGTGTTTAA 
AGCTGAAGACGTTGGTTCGAATCCTTTTTTTATTT 
>Caenorhabditis_elegans_chrIV.trna11-GlyTCC (2664239-2664311)  Gly (TCC) 73 bp  Sc: 27.11 
TTCAGCGTGGCGCAGTGGCTAACACTTTTGCCTTCCACGTAGGAGGTCAAGGGTTCGAAA 
CTTTTTGGGGCAA 
>Caenorhabditis_elegans_chrX.trna190-GlyTCC (13886363-13886291)  Gly (TCC) 73 bp  Sc: 29.14 
GACGTGTGTGGTCTAGTGGGTAAGGTGCGCGCCTTCCACCCACATGGTGCGGGTTCAATC 
CCCGCAGCGGTCA 
>Caenorhabditis_elegans_chrV.trna47-ArgTCG (18461622-18461693)  Arg (TCG) 72 bp  Sc: 24.46 
GTCGCGTTAGCTCAGGTGGGTAGAGGGATGGCGTCGGGGCAGAGGTCCGGGGTTCGAGTC 
CCCGGTGGGGTA 
>Caenorhabditis_elegans_chrIII.trna89-ArgTCG (1743309-1743238)  Arg (TCG) 72 bp  Sc: 24.73 
GCACTGATGGCCGAGTGGCTAACGCTTTTGCCTTCGACTCCAAGGGTCCCCGGTTCGACT 
CCCCGCTAGACA 
>Caenorhabditis_elegans_chrIV.trna7-ArgTCG (1365190-1365261)  Arg (TCG) 72 bp  Sc: 27.26 
GTCGCAGTGGCTCAACTGGGTAGAGGTTGGGCTTCGACTCAGAAGCCCGGGGTTCGAACC 
CCGGGTGTGGCG 
>Caenorhabditis_elegans_chrIII.trna9-ArgTCG (1575420-1575492)  Arg (TCG) 73 bp  Sc: 29.61 
ACCCCGTGGCGCAGTGGCTAACAGGCTTGACTTCGGAGCAAATGGTCCCGGGGTTCGAGT 
CCCCGCAGTGGTG 
>Caenorhabditis_elegans_chrIII.trna10-ArgTCG (1575862-1575934)  Arg (TCG) 73 bp  Sc: 40.42 
GCACCGGTGGCGCAGTGGCTAACAGGCTTGACTTCGGAGCAAAAGGTCCGGGGTTCGAGT 
CCCCGTGGGAGTA 
>Caenorhabditis_elegans_chrIII.trna45-ArgTCT (11474343-11474415)  Arg (TCT) 73 bp  Sc: 27.71 
GGTCGCATGGCGCAGTCGGTAGTGAGTTGGACCTCTGTTCCAGAGGTCACGGGTTCGAGT 
CCACCAGACGCCA 
>Caenorhabditis_elegans_chrII.trna21-AlaTGC (7001560-7001631)  Ala (TGC) 72 bp  Sc: 46.94 
ACCTGTGTAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrIII.trna6-ProTGG (1046930-1047000)  Pro (TGG) 71 bp  Sc: 26.75 
GCACCCGTAGCCTAGTGGATAGTGGGGATGGCTTGGAATCATAAGACCGGGGTTCGACCC 
CCGGCACGGCA 
>Caenorhabditis_elegans_chrI.trna58-ProTGG (10133658-10133588)  Pro (TGG) 71 bp  Sc: 37.20 
GTATGACTAGCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCTC 
CGGTTCGGCCC 
>Caenorhabditis_elegans_chrV.trna83-ProTGG (19665813-19665741)  Pro (TGG) 73 bp  Sc: 40.53 
GTCGCAGTGGCTCAGTCGGGTAGAGGTTTGGCTTGGGATCTGATGGTCCGGGGTTCGAGC 
CCCGGCTGTGGTG 
>Caenorhabditis_elegans_chrX.trna175-ProTGG (15748307-15748236)  Pro (TGG) 72 bp  Sc: 49.76 
ACCTGTGTGGTTTTGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCA 
>Caenorhabditis_elegans_chrII.trna79-ThrTGT (1102130-1102059)  Thr (TGT) 72 bp  Sc: 25.26 
GAGTTTTGGCTCAACTGGTAAGAGGGTTGACTTGTGGGCAATAGGTCCGGGGTTCGACCC 
CCGTAAGGGTCA 
>Caenorhabditis_elegans_chrV.trna121-SupTTA (17734504-17734433)  Sup (TTA) 72 bp  Sc: 24.28 
TGCTGCGTAGCTCAGTCGGTAAGACGCTTGACTTTAGAGAGACAGGTCGCGGGTTCGAGC 
CCGCAGAGGTGG 
>Caenorhabditis_elegans_chrV.trna73-SupTTA (20130221-20130293)  Sup (TTA) 73 bp  Sc: 29.09 
GCCCGAGTGGCTCAGTGGGTAAGAGGGATGACTTTAGAGTGGAAGGTCAGGGGTTCGAGC 
CCCCGCACGGGTG 
>Caenorhabditis_elegans_chrV.trna120-SupTTA (17739359-17739287)  Sup (TTA) 73 bp  Sc: 29.54 
TGCTGCGTAGCTCAGTCGGTAAGACGCTTGACTTTAGAGAGACAGGTCGCGGGTTCGAGC 
CCCGCAGAGGTGT 
>Caenorhabditis_elegans_chrX.trna131-GluTTC (15368594-15368665)  Glu (TTC) 72 bp  Sc: 20.24 
GCCTGAGTGGTCTAGTGGGTAAGGTGCGCGACTTTCACCCACATGGTGCAGGTTCAATCC 
CCACGCCGGTCA 
>Caenorhabditis_elegans_chrII.trna57-GluTTC (6358387-6358316)  Glu (TTC) 72 bp  Sc: 20.72 
GCCGCTGTGGTCAAGTGGCTAAAAATTTTGCCATTCACGTAAACGTTCGCTGGTTCAATC 
CCTGCGGTGATA 



>Caenorhabditis_elegans_chrV.trna71-GluTTC (20118452-20118521)  Glu (TTC) 70 bp  Sc: 21.20 
GCCCGGGTGGCTCAGTGGGTAAGAGGGATGACTTTCGAGCAAAAGGTCAGGGGTTCGAAC 
CCCCGGGGAG 
>Caenorhabditis_elegans_chrV.trna78-GlnTTG (20210163-20210083)  Gln (TTG) 81 bp  Sc: 20.81 
GTCGCGGTGGCTCAGTTGGGAAAAGGACTGGGGCTCCTTGCTTTGGAGTAGGAGGTCCCT 
GGTTCAACCCCCGCTGCGGCC 
>Caenorhabditis_elegans_chrV.trna30-GlnTTG (17660680-17660753)  Gln (TTG) 74 bp  Sc: 21.73 
GCGAGAATGGCGCAGTGGGTAAGCGGATTGGGCTTTGGCTCAGAAGGTCAGGGGTTCGAC 
CCCCAGGACATGCC 
>Caenorhabditis_elegans_chrV.trna79-GlnTTG (20121460-20121388)  Gln (TTG) 73 bp  Sc: 21.76 
CGCCACATGGCTCAGTGGGTAAGAGGGACGACTTTGGAGTGAAAGGCCCTGGGTTCGAAC 
CCCTGTGCGGGTA 
>Caenorhabditis_elegans_chrV.trna59-GlnTTG (19431085-19431157)  Gln (TTG) 73 bp  Sc: 22.83 
GAGAAAGTGGCTCAGTCGGGTAGGGGTTTGGCTTTGGCTCTGAGGGTCAGGGGTTCGAGT 
CCCCGTTGTGTTA 
>Caenorhabditis_elegans_chrIII.trna93-GlnTTG (1575840-1575765)  Gln (TTG) 76 bp  Sc: 23.92 
GCAACGCGTGGCGCAGTGGCTAAGCGGCTCGCCTTTGGAGCAAAAGGTCCGGGGTTCGAT 
TCTCCGTGGGGGTGTA 
>Caenorhabditis_elegans_chrV.trna72-GlnTTG (20119063-20119135)  Gln (TTG) 73 bp  Sc: 24.56 
TCCCTGGTGGCTCAGTGGGTAAGAGAAATGACTTTGGAGCAAAAGGTCCGGGGTTCGAAC 
CCCGGTGCGGGTA 
>Caenorhabditis_elegans_chrV.trna84-GlnTTG (19665195-19665123)  Gln (TTG) 73 bp  Sc: 24.78 
GCACAAGTAGCTCAGCAGGTTAGAGGTTTGCATTTGGCTCAAGAGGTCCCTGGTTCGACC 
CCCAGCTATTGCA 
>Caenorhabditis_elegans_chrIII.trna94-GlnTTG (1575395-1575323)  Gln (TTG) 73 bp  Sc: 24.84 
CAACGCGTGGCGCAGTGGCTAAGCGGCTCGCCTTTGGAGCAAAAGGTCCAGGGTTCGATT 
CCCCGTGGGGATA 
>Caenorhabditis_elegans_chrV.trna90-GlnTTG (19594369-19594298)  Gln (TTG) 72 bp  Sc: 25.01 
GCATCAGTGGCTCAGTTGGGTAAATGCTTGCCTTTGGCTCAGAAGGTCGGGGGTTCGACC 
CCCACTGGAGCC 
>Caenorhabditis_elegans_chrV.trna123-GlnTTG (17693668-17693596)  Gln (TTG) 73 bp  Sc: 26.79 
GACCCGGTGGCTCAGTCGGGTAGAGGTTTAGCTTTGACATAGAAGGTCCCGGGTTCAATC 
CCCACTGCGGTCA 
>Caenorhabditis_elegans_chrIII.trna92-GlnTTG (1577068-1576998)  Gln (TTG) 71 bp  Sc: 27.70 
ACCGGTGGCGCAGTGGCTAAGCGGCTTGCCTTTGGAGCAAAAGGTCCCGGGTTCGAGTCC 
CCGTGGAGGTA 
>Caenorhabditis_elegans_chrV.trna80-GlnTTG (20119024-20118952)  Gln (TTG) 73 bp  Sc: 29.37 
TCCCAGGTGGCTCAGTGGCTAAGAGGGATGACTTTGGAGCAAAAGGTCCGGGGTTCGAAC 
CCCTGTGCGGGCA 
>Caenorhabditis_elegans_chrV.trna36-GlnTTG (17734498-17734570)  Gln (TTG) 73 bp  Sc: 34.34 
CGCAGCATGGCTTAGTCGGTAAGATGTTTCACTTTGGCGCAGAAGGTCGCGGGTTCGACC 
CTCGCTGAGGTGT 
>Caenorhabditis_elegans_chrV.trna37-GlnTTG (17739353-17739425)  Gln (TTG) 73 bp  Sc: 34.34 
CGCAGCATGGCTTAGTCGGTAAGATGTTTCACTTTGGCGCAGAAGGTCGCGGGTTCGACC 
CTCGCTGAGGTGT 
>Caenorhabditis_elegans_chrIV.trna85-GlnTTG (2659082-2659010)  Gln (TTG) 73 bp  Sc: 35.57 
GCGCATGTGGCCTAGTGGCTAACACGTTCGTTTTTGATTCCGAAGGTCGATGGTTCGAAT 
CCTTCAGTGCGGA 
>Caenorhabditis_elegans_chrIV.trna47-LysTTT (16552179-16552251)  Lys (TTT) 73 bp  Sc: 21.25 
GCTTCGGTGGTCGAATGGTGAACGCGTTCGCCTTTTGAGCAGAAGTTTGTGGGTTCGTTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrIV.trna55-LysTTT (16552874-16552802)  Lys (TTT) 73 bp  Sc: 21.25 
GCTTCGGTGGTCGAATGGTGAACGCGTTCGCCTTTTGAGCAGAAGTTTGTGGGTTCGTTT 
CCCACACATGGTT 
>Caenorhabditis_elegans_chrV.trna125-LysTTT (17668229-17668157)  Lys (TTT) 73 bp  Sc: 22.95 
AGCGCGGTGGCGCAGTGGGTAGCAGATTTGCCTTTTGAGCAGAAGGTCATGAGTTCGACT 
CCCCGATGAGGAT 
>Caenorhabditis_elegans_chrIV.trna4-SeC(e)TCA (658181-658266)  SeC(e) (TCA) 86 bp  Sc: 58.69 
GCCCGGATGAACCATGGCGGTCTGTGGTGCAGACTTCAAATCTGTAGGCGGTTAGCGCCG 
CAGTGGTTCGACTCCACCTTTCGGGT 
>Caenorhabditis_elegans_chrX.trna174-SerAGA (15770010-15769929)  Ser (AGA) 82 bp  Sc: 75.92 
GCCGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna135-SerAGA (15773447-15773528)  Ser (AGA) 82 bp  Sc: 76.19 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGTCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrII.trna11-SerAGA (3267985-3268066)  Ser (AGA) 82 bp  Sc: 80.44 



GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrII.trna7-SerAGA (1520041-1520122)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna31-SerAGA (6158723-6158804)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna40-SerAGA (8646075-8646156)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIV.trna61-SerAGA (15318520-15318439)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIV.trna62-SerAGA (15311160-15311079)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna262-SerAGA (8152834-8152753)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna52-SerAGA (8154386-8154467)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna54-SerAGA (8155403-8155484)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna73-SerAGA (8971537-8971618)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna98-SerAGA (13046499-13046580)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna59-SerAGA (9862002-9861921)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna123-SerAGA (14162136-14162217)  Ser (AGA) 82 bp  Sc: 80.92 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna32-SerCGA (6158910-6158995)  Ser (CGA) 86 bp  Sc: 54.61 
GTGGTTAAGAATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGTCCG 
CGTAGGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna72-SerCGA (6513958-6513877)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna173-SerCGA (15773332-15773251)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrI.trna50-SerCGA (11803385-11803304)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna60-SerCGA (9861587-9861506)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrX.trna200-SerCGA (13046368-13046287)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_elegans_chrIII.trna48-SerGCT (13009303-13009379)  Ser (GCT) 77 bp  Sc: 50.50 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTC 
AAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna104-SerGCT (13442565-13442646)  Ser (GCT) 82 bp  Sc: 80.36 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCTTGATCG 
>Caenorhabditis_elegans_chrI.trna41-SerGCT (14162833-14162914)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrIII.trna73-SerGCT (6056326-6056245)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 



AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrV.trna162-SerGCT (6551746-6551665)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna155-SerGCT (16689981-16689900)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna193-SerGCT (13448876-13448795)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna36-SerGCT (5707986-5708067)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrX.trna37-SerGCT (5709333-5709414)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_elegans_chrV.trna23-SerTGA (15550416-15550497)  Ser (TGA) 82 bp  Sc: 71.00 
GCTGCGATGCCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCATA 
GGTTCGAACCCTGCTTGCAGCG 
>Caenorhabditis_elegans_chrIV.trna48-SerTGA (16577265-16577346)  Ser (TGA) 82 bp  Sc: 78.69 
GCTGCGATGTCCGAGCGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrIV.trna54-SerTGA (16583782-16583701)  Ser (TGA) 82 bp  Sc: 78.69 
GCTGCGATGTCCGAGCGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrV.trna137-SerTGA (15547760-15547679)  Ser (TGA) 82 bp  Sc: 80.17 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTTGCAGCG 
>Caenorhabditis_elegans_chrX.trna80-SerTGA (10124429-10124510)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrV.trna148-SerTGA (12780275-12780194)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrX.trna171-SerTGA (16042605-16042524)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_elegans_chrX.trna94-SerTGA (12889860-12889941)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_elegans_chrI.trna20-SerTGA (9605746-9605827)  Ser (TGA) 82 bp  Sc: 83.32 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTTTGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_elegans_chrII.trna22-ThrAGT (7003206-7003277)  Thr (AGT) 72 bp  Sc: 70.00 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGTATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_elegans_chrII.trna67-ThrAGT (3519152-3519081)  Thr (AGT) 72 bp  Sc: 82.43 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCC 
>Caenorhabditis_elegans_chrII.trna64-ThrAGT (3567675-3567604)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrII.trna69-ThrAGT (3439285-3439214)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrIII.trna58-ThrAGT (10624695-10624624)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrIII.trna67-ThrAGT (7030562-7030491)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna155-ThrAGT (9406912-9406841)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna157-ThrAGT (8495981-8495910)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 



>Caenorhabditis_elegans_chrV.trna169-ThrAGT (2664565-2664494)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna2-ThrAGT (2673837-2673908)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna100-ThrAGT (13293113-13293184)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna16-ThrAGT (2528036-2528107)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna197-ThrAGT (13283629-13283558)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna270-ThrAGT (7177003-7176932)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna283-ThrAGT (3371481-3371410)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna30-ThrAGT (4444987-4445058)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrX.trna99-ThrAGT (13261124-13261195)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_elegans_chrV.trna25-ThrCGT (16218962-16219033)  Thr (CGT) 72 bp  Sc: 71.67 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna88-ThrCGT (11933650-11933721)  Thr (CGT) 72 bp  Sc: 73.89 
GCCCGTATAGCTCAGAGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGTGGGCA 
>Caenorhabditis_elegans_chrV.trna160-ThrCGT (7730534-7730463)  Thr (CGT) 72 bp  Sc: 75.26 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGACGGTTCAATCC 
CGTCTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna47-ThrCGT (11792663-11792734)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna54-ThrCGT (13016058-13015987)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna211-ThrCGT (11935073-11935002)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna236-ThrCGT (9025670-9025599)  Thr (CGT) 72 bp  Sc: 80.32 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTCGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGAGGGCA 
>Caenorhabditis_elegans_chrII.trna78-ThrTGT (1102438-1102366)  Thr (TGT) 73 bp  Sc: 29.14 
GAGTTTTGGCTCGACTGGTAAGAGGTGTGACTTGTGATCAATAGGTCCGGGGTTCGACCC 
CTCGTAAGGGTCA 
>Caenorhabditis_elegans_chrI.trna44-ThrTGT (13310402-13310331)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna28-ThrTGT (5305864-5305935)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIII.trna52-ThrTGT (13411317-13411246)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrIV.trna76-ThrTGT (9000855-9000784)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrV.trna112-ThrTGT (18412349-18412278)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna106-ThrTGT (13653648-13653719)  Thr (TGT) 72 bp  Sc: 78.78 



GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna237-ThrTGT (9024420-9024349)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna4-ThrTGT (487816-487887)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrX.trna90-ThrTGT (12563709-12563780)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_elegans_chrII.trna33-TrpCCA (12539505-12539576)  Trp (CCA) 72 bp  Sc: 63.92 
GACTGCTTGGCGCAATGATAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna183-TrpCCA (14228912-14228841)  Trp (CCA) 72 bp  Sc: 69.94 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGATTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrI.trna76-TrpCCA (946117-946046)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIII.trna62-TrpCCA (8678475-8678404)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna38-TrpCCA (15289664-15289735)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna77-TrpCCA (7344211-7344140)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna78-TrpCCA (5344360-5344289)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrIV.trna80-TrpCCA (3681946-3681875)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna240-TrpCCA (8945168-8945097)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna241-TrpCCA (8944240-8944169)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna41-TrpCCA (6371334-6371405)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna69-TrpCCA (8877278-8877349)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_elegans_chrX.trna92-TyrGTA (12665147-12665230)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna49-TyrGTA (13224446-13224529)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna198-TyrGTA (13264687-13264604)  Tyr (GTA) 84 bp  Sc: 74.00 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCGGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna196-TyrGTA (13284770-13284687)  Tyr (GTA) 84 bp  Sc: 68.73 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTGGACGGA 
>Caenorhabditis_elegans_chrV.trna18-TyrGTA (14689340-14689423)  Tyr (GTA) 84 bp  Sc: 75.77 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTTGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna21-TyrGTA (15480499-15480582)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrX.trna170-TyrGTA (16208262-16208179)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 



CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna169-TyrGTA (16208824-16208741)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna168-TyrGTA (16209227-16209144)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrX.trna167-TyrGTA (16209768-16209685)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna128-TyrGTA (17317760-17317677)  Tyr (GTA) 84 bp  Sc: 71.16 
CCGTCGATAGCTCAGTTGGTAGAGCGCAGGACTGTAGAGTTAGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna127-TyrGTA (17542326-17542243)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTGGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna25-TyrGTA (3195428-3195509)  Tyr (GTA) 82 bp  Sc: 48.87 
CCTGTGAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCACT 
GGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrIII.trna1-TyrGTA (535380-535463)  Tyr (GTA) 84 bp  Sc: 75.27 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrI.trna6-TyrGTA (6135832-6135915)  Tyr (GTA) 84 bp  Sc: 75.14 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTTCGCAGATATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrV.trna11-TyrGTA (8247288-8247371)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrX.trna301-TyrGTA (865471-865388)  Tyr (GTA) 84 bp  Sc: 74.64 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGCAGGTATCCTTAGGTCA 
CTGGTTCGAATCCGGTTCGACGGA 
>Caenorhabditis_elegans_chrII.trna53-TyrGTA (9211801-9211718)  Tyr (GTA) 84 bp  Sc: 70.56 
CAGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrV.trna154-TyrGTA (9412092-9412006)  Tyr (GTA) 87 bp  Sc: 63.79 
CCGTCGATAGCTCAGTAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGA 
TCGCTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_elegans_chrV.trna115-Undet??? (18372748-18372676)  Undet (???) 73 bp  Sc: 31.66 
GTCCAAGTAGCTCAGGCGGGTAGAGGGATAACAATGGGGAAATAGGTCCGGGGTTCGAGT 
CCCCGCTTGGGTC 
>Caenorhabditis_elegans_chrI.trna65-Undet??? (8781230-8781146)  Undet (???) 85 bp  Sc: 44.97 
GTCGAGGTGGCCGAGTGGGGCAAGGCATGAGTTTTCAGACTCAAAGGGCACTAGCCCGAT 
GCAGGTTCAAATCCTGTCCTCGGCG 
>Caenorhabditis_elegans_chrX.trna235-Undet??? (9059330-9059216)  Undet (???) 115 bp  Sc: 60.27 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGCCAAGGCCCAAGGTCGCCCAAGGCCCAAG 
GTCGCCCAAGGCCAAGGTAAGCCCAAGGTCGCAGGTTCGACCCCTGCTGGCGGCA 
>Caenorhabditis_elegans_chrX.trna152-ValAAC (17611200-17611272)  Val (AAC) 73 bp  Sc: 73.21 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCT 
>Caenorhabditis_elegans_chrIV.trna37-ValAAC (15235349-15235421)  Val (AAC) 73 bp  Sc: 75.89 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna153-ValAAC (17611486-17611414)  Val (AAC) 73 bp  Sc: 75.89 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna34-ValAAC (12065853-12065925)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna39-ValAAC (13161047-13161119)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrI.trna46-ValAAC (13156415-13156343)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIII.trna43-ValAAC (11352910-11352982)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 



>Caenorhabditis_elegans_chrIII.trna44-ValAAC (11353509-11353581)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna45-ValAAC (16400090-16400162)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna57-ValAAC (16382463-16382391)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrV.trna142-ValAAC (15012912-15012840)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna128-ValAAC (15236043-15236115)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna227-ValAAC (9561093-9561021)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna248-ValAAC (8650720-8650648)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna93-ValAAC (12843608-12843680)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna139-ValAAC (16298257-16298329)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna140-ValAAC (16299309-16299381)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna141-ValAAC (16299979-16300051)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrX.trna142-ValAAC (16300505-16300577)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_elegans_chrIV.trna3-ValCAC (620482-620554)  Val (CAC) 73 bp  Sc: 80.76 
GGTCCTCTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGAGGACCT 
>Caenorhabditis_elegans_chrIV.trna24-ValCAC (6481145-6481217)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna138-ValCAC (15515383-15515311)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna151-ValCAC (11412113-11412041)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrX.trna151-ValCAC (16590310-16590382)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrX.trna161-ValCAC (16590918-16590846)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrII.trna30-ValTAC (11959284-11959356)  Val (TAC) 73 bp  Sc: 72.60 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGTAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrII.trna60-ValTAC (5577243-5577171)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_elegans_chrX.trna101-ValTAC (13306955-13307027)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_elegans_chrX.trna282-ValTAC (3793620-3793548)  Val (TAC) 73 bp  Sc: 81.09 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_elegans_chrV.trna149-ValTAC (12683231-12683159)  Val (TAC) 73 bp  Sc: 81.33 



GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Canis_familiaris_chr1.trna1199-AlaAGC (81834101-81834172)  Ala (AGC) 72 bp  Sc: 55.80 
GGGGGTGTAGCTCAGTGGTAGAGTGCATGTTTAGCAGGCATGAGACCTCAGGTTCAATCC 
CTGGTACCTCCA 
>Canis_familiaris_chr35.trna676-AlaAGC (27446985-27446913)  Ala (AGC) 73 bp  Sc: 58.16 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGACA 
CCTGCATTCTCCA 
>Canis_familiaris_chr18.trna895-AlaAGC (52458916-52458988)  Ala (AGC) 73 bp  Sc: 58.48 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Canis_familiaris_chr35.trna673-AlaAGC (27462615-27462543)  Ala (AGC) 73 bp  Sc: 62.65 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Canis_familiaris_chr35.trna678-AlaAGC (27360482-27360410)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Canis_familiaris_chr17.trna350-AlaAGC (24027124-24027196)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Canis_familiaris_chr29.trna247-AlaAGC (18779944-18780016)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Canis_familiaris_chr35.trna590-AlaAGC (28752065-28752136)  Ala (AGC) 72 bp  Sc: 76.69 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGTACGAGGTCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Canis_familiaris_chr35.trna618-AlaAGC (28889842-28889771)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Canis_familiaris_chr35.trna619-AlaAGC (28879282-28879211)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Canis_familiaris_chr35.trna626-AlaAGC (28821955-28821884)  Ala (AGC) 72 bp  Sc: 77.92 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 
>Canis_familiaris_chr35.trna629-AlaAGC (28781116-28781045)  Ala (AGC) 72 bp  Sc: 81.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCTGGGTTCGATCC 
CCAGCATCTCCA 
>Canis_familiaris_chr6.trna2642-AlaAGC (28406416-28406345)  Ala (AGC) 72 bp  Sc: 81.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCTGGGTTCGATCC 
CCAGCATCTCCA 
>Canis_familiaris_chr35.trna675-AlaAGC (27455997-27455918)  Ala (AGC) 80 bp  Sc: 41.79 
GGGGAGTTAGCTCAGGAGGTAGAGCACTCGCTTAGCATTTAGCATGTGAGAGGGAGTGGG 
ATCGATGCCCACATTCTCCA 
>Canis_familiaris_chr35.trna627-AlaCGC (28812510-28812439)  Ala (CGC) 72 bp  Sc: 68.51 
GGGGGTGTAGCTCAGTGGTAGAGCGTGTGCTTCGCATGTACAAGGCCCTGGGTTCAATCC 
CCGGCACCTCCA 
>Canis_familiaris_chr35.trna628-AlaCGC (28797174-28797103)  Ala (CGC) 72 bp  Sc: 73.07 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr35.trna524-AlaCGC (27339440-27339511)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr35.trna620-AlaTGC (28871260-28871189)  Ala (TGC) 72 bp  Sc: 46.27 
AGGGGTATAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGCCCTGGGTTTGAACC 
CTGGCACCTCTA 
>Canis_familiaris_chr35.trna631-AlaTGC (28755619-28755549)  Ala (TGC) 71 bp  Sc: 59.61 
GGGGATGTAGCGCAGTGGTAGAGTGCATGCTTTGCATGTGTGAGGCCCAGGTTCAATCCC 
TGGCATCTCCA 
>Canis_familiaris_chr6.trna2091-AlaTGC (53488884-53488812)  Ala (TGC) 73 bp  Sc: 63.53 
TATTCCATGGTGTAGTGGTTAGCACATCTGCCTTGCATGCAGAAAATCCTGGGTTTAATT 
CCCAGTGGAATCA 
>Canis_familiaris_chr35.trna597-AlaTGC (28840717-28840788)  Ala (TGC) 72 bp  Sc: 71.51 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCTGGGTTCAATGC 
CCAGCACCTCCA 
>Canis_familiaris_chr35.trna621-AlaTGC (28866129-28866058)  Ala (TGC) 72 bp  Sc: 71.51 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCTGGGTTCAATGC 



CCAGCACCTCCA 
>Canis_familiaris_chr26.trna1688-AlaTGC (8007421-8007350)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr35.trna591-AlaTGC (28759825-28759896)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr25.trna245-AlaTGC (18394875-18394946)  Ala (TGC) 72 bp  Sc: 72.73 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr1.trna52-AlaTGC (8697679-8697750)  Ala (TGC) 72 bp  Sc: 73.08 
GGGGATGTAGCTCAGCGGTAGAGCATATGCTTTGCATGCATAAGGCCCCAGGTTCGATCC 
CTGGCATCTCCA 
>Canis_familiaris_chr11.trna5-AlaTGC (3406850-3406921)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr26.trna97-AlaTGC (8012417-8012488)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Canis_familiaris_chr35.trna651-ArgACG (27954514-27954442)  Arg (ACG) 73 bp  Sc: 66.36 
GGGCCAGTGGCGCAATGGATAACGCATCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Canis_familiaris_chr29.trna1106-ArgACG (18778752-18778680)  Arg (ACG) 73 bp  Sc: 67.96 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTGTAGGTTCGACT 
CCTGCCTGGCTCG 
>Canis_familiaris_chr20.trna812-ArgACG (45792367-45792439)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Canis_familiaris_chr35.trna522-ArgACG (27321145-27321217)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Canis_familiaris_chr8.trna41-ArgACG (6260906-6260978)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Canis_familiaris_chr35.trna671-ArgACG (27469841-27469769)  Arg (ACG) 73 bp  Sc: 72.84 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCA 
>Canis_familiaris_chr27.trna1829-ArgCCG (5269405-5269333)  Arg (CCG) 73 bp  Sc: 38.26 
ACCCGGCTGGCTCAGTCTGTGGAGCATGCGACTCCGGATCTCAGGATGGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr9.trna319-ArgCCG (15687709-15687781)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Canis_familiaris_chr35.trna599-ArgCCG (28898057-28898129)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Canis_familiaris_chr6.trna2321-ArgCCG (41105841-41105769)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Canis_familiaris_chr27.trna879-ArgCCT (45970333-45970405)  Arg (CCT) 73 bp  Sc: 32.56 
ACCTGGCTGGCTGAGTCAGTAGAGCATGGGAAGCCTGATCTCAGGGTCATGAGTTCAAGC 
CTCATGCTGGGTA 
>Canis_familiaris_chr20.trna2370-ArgCCT (11287309-11287237)  Arg (CCT) 73 bp  Sc: 32.97 
ACTTGGCTAGCTCAGTCAGTAGAGCATGTGACTCCTGATCTCAGAGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna2209-ArgCCT (95806860-95806932)  Arg (CCT) 73 bp  Sc: 35.53 
GCCTGGATGGCTCAGTCCGTGGGGTGTGGGACTCCTGATTTCAGGGTTGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Canis_familiaris_chr13.trna1592-ArgCCT (29184050-29183973)  Arg (CCT) 78 bp  Sc: 35.69 
GCATCTGGCTGGCTCAGTGAGTAGAGCATGTGACTCCTGATCTCAGAGTCATCATGAGTT 
CAAGCCTCATGCTGGGCA 
>Canis_familiaris_chr4.trna2783-ArgCCT (8609525-8609453)  Arg (CCT) 73 bp  Sc: 39.78 
ACCTGGCTGGCTCAGTCAGAAGAGCCTGTGACTCCTGATCTCAGGATTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr4.trna178-ArgCCT (12958545-12958617)  Arg (CCT) 73 bp  Sc: 40.87 
GTCTGGCTGGCTCAGTCAGTAAAGCATGTGACTCCTGATCTCAGGGTTGTGGGTTCAAGG 
CCCACACCGGGTG 



>Canis_familiaris_chr9.trna2321-ArgCCT (37665875-37665803)  Arg (CCT) 73 bp  Sc: 41.73 
GTCTGGCTGGCTCAGTCAGTAAAGCATGAGACTCCTGATCTAGGGATTGTGAGTTCGAGC 
CCCACGTTGGATG 
>Canis_familiaris_chr22.trna707-ArgCCT (52532510-52532582)  Arg (CCT) 73 bp  Sc: 41.95 
ACCTGGCTGGCTTAGTTGGAAGAGCATGTGACTCCTGATCTTGGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chrX.trna3799-ArgCCT (94530889-94530817)  Arg (CCT) 73 bp  Sc: 43.15 
ACTTGGCTGGCTCAGTTGGAAGTGCATGTGACTCCTGATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr17.trna867-ArgCCT (54369253-54369325)  Arg (CCT) 73 bp  Sc: 43.15 
GCCTAACTGGTTCAGCAGGTAGGGCATGTGACTCCTCATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr26.trna255-ArgCCT (12685180-12685252)  Arg (CCT) 73 bp  Sc: 43.40 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCCTGATCTCAGGGTTGTGAGTTAGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chrX.trna250-ArgCCT (9644280-9644352)  Arg (CCT) 73 bp  Sc: 43.95 
GCCTGGCTGGCTCAGTTGGTAGAGCACATGATTCCTGATCTTGGGTTTGTGGGTTCCAGC 
CCCATGCTGGCTG 
>Canis_familiaris_chr20.trna574-ArgCCT (35716545-35716617)  Arg (CCT) 73 bp  Sc: 43.98 
GCCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCCTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTTGGTG 
>Canis_familiaris_chr3.trna1502-ArgCCT (90188208-90188136)  Arg (CCT) 73 bp  Sc: 44.21 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCCTGATCTCAGGGTTGTGAGTTCGAGG 
CCCATGTTGGGTA 
>Canis_familiaris_chr8.trna1400-ArgCCT (73597585-73597513)  Arg (CCT) 73 bp  Sc: 44.56 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAGACTCCTGATCCCAGGATCATGAGTTCAAGC 
CCTATGTTGGGCA 
>Canis_familiaris_chrX.trna1944-ArgCCT (90384854-90384926)  Arg (CCT) 73 bp  Sc: 45.83 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCCTGATCTCGGGGTTGTGAGTTTGAGC 
CTCACGTTGGGTG 
>Canis_familiaris_chr1.trna1158-ArgCCT (78754845-78754917)  Arg (CCT) 73 bp  Sc: 50.58 
ACCTGGCTGGCTTAGTTGGTAGAGCATGTGACTCCTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr12.trna1150-ArgCCT (70432290-70432370)  Arg (CCT) 81 bp  Sc: 51.39 
GCCCAGCTAGCTTAGTTGGTAAAGTGTGCGACTCCTGATCTCAGGAATTCAGAGTCATGA 
GTTCAAGCCCCATGTTGGGCA 
>Canis_familiaris_chrX.trna5666-ArgCCT (9909798-9909726)  Arg (CCT) 73 bp  Sc: 55.04 
GCCTGGCTGGCTCAGTCGGTAGAGCATACGACTCCTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr15.trna528-ArgCCT (24952167-24952239)  Arg (CCT) 73 bp  Sc: 55.12 
ACCCGCCTGGCTCAGTCGGCAGAGCGTGAGACTCCTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr22.trna132-ArgCCT (8905171-8905243)  Arg (CCT) 73 bp  Sc: 63.09 
GCCTGGTTGGCTCAGTTGGTAGAGCGTGTGACTCCTGAGCTCAGGGTCGTGAGTTCAAGC 
CCCACATTGGGCA 
>Canis_familiaris_chr16.trna1834-ArgCCT (12382469-12382397)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Canis_familiaris_chr9.trna3056-ArgCCT (8442206-8442134)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Canis_familiaris_chr6.trna1012-ArgCCT (41072631-41072703)  Arg (CCT) 73 bp  Sc: 71.31 
GCCCCGGTGGCCTAATGGAGAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Canis_familiaris_chr6.trna2322-ArgCCT (41104350-41104278)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Canis_familiaris_chr9.trna152-ArgCCT (8443215-8443287)  Arg (CCT) 73 bp  Sc: 73.41 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Canis_familiaris_chr6.trna2332-ArgCCT (41059958-41059886)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Canis_familiaris_chr9.trna3055-ArgCCT (8443634-8443562)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Canis_familiaris_chr17.trna2041-ArgCCT (16242447-16242357)  Arg (CCT) 91 bp  Sc: 45.87 



GCCTGGGTGGCTCAGTTGGTTGAGCATCTGACTCCTGATCACAGCTAGGATCTTGATCTC 
AGGGTCATGGGTTCAAGCCCCATGCTGGGCT 
>Canis_familiaris_chr5.trna187-ArgTCG (14112471-14112554)  Arg (TCG) 84 bp  Sc: 26.60 
ACCTGGTTGGCTCAGTCGGTTGAGCATCTGCCTTCGGCTCAGGTCATGACCCCAGGGTCC 
TGGGATTGAGCCCCAAGTCAGGTT 
>Canis_familiaris_chr9.trna2157-ArgTCG (44111976-44111906)  Arg (TCG) 71 bp  Sc: 27.99 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCGATCTCGGGTTTGTGGGTTCGAGCCC 
CACGTGGGGTG 
>Canis_familiaris_chr1.trna4169-ArgTCG (42345916-42345846)  Arg (TCG) 71 bp  Sc: 28.62 
GCCTGGCTGGTTCAGCTGGTGGAGCATGTGACTCGATCTCAGAATTGTGAGTTCGAGCCT 
CACATTAGGTG 
>Canis_familiaris_chr22.trna38-ArgTCG (4889049-4889131)  Arg (TCG) 83 bp  Sc: 29.76 
GCTCGGTTGGTTAAGTGGTTAAACATCTGCCTTCGGCGCAGGTCACCATCTCCGGATCCT 
GGGATCAAGCCCCGAGTCGGGCT 
>Canis_familiaris_chr5.trna1446-ArgTCG (73244689-73244771)  Arg (TCG) 83 bp  Sc: 35.35 
GCCCGGGTGGCTCAGCGGTTGAGCGCCTGCCTTCGGCCCAGGGTGTGATCCTGCAGTCCT 
GGGATCGGGTCCCATTTCGGGCT 
>Canis_familiaris_chr2.trna3110-ArgTCG (26536288-26536218)  Arg (TCG) 71 bp  Sc: 37.37 
ACCTGGCTGGCTCAGTTGGTAGAGTGTGCGACTCGATCTTGGGGTTGTGAGTTCAAGCCC 
CATGTTGGGTG 
>Canis_familiaris_chr2.trna1804-ArgTCG (85225810-85225727)  Arg (TCG) 84 bp  Sc: 38.78 
GCCTGGGTGGCTCAGATGGTTAAGCATCTGCCTTCGGCTCAGGTCATGATCTCCAGGTTG 
TGGGATCGAGTCCCACATCAGGCT 
>Canis_familiaris_chr10.trna1430-ArgTCG (71550403-71550321)  Arg (TCG) 83 bp  Sc: 40.84 
GCCCGGGTGGCTCAGCGGTTGAGCGTCTGCCTTCGGCTCAGGGCATGTCCCCGGGGCCGC 
GGGATCGAGTCCCGTGTCGGGCT 
>Canis_familiaris_chr14.trna1011-ArgTCG (61228973-61228893)  Arg (TCG) 81 bp  Sc: 44.54 
GCCTGGGTGGCTCAGTGGTTGAGCATCTGCCTTCGGCTCAGGGCGTGATCCCAGTCCTGG 
GATCGAGTCCCAGGTCGGGCT 
>Canis_familiaris_chr4.trna1415-ArgTCG (89551615-89551698)  Arg (TCG) 84 bp  Sc: 49.67 
GCCTGAGTGGCTCAGTGGTTGGGCGTCTGCCTTCGGCTCAGGGCGTGACCCCGGGGGTCC 
TGGGATCAAGTCCCAGCTCGGGCT 
>Canis_familiaris_chr35.trna633-ArgTCG (28699166-28699094)  Arg (TCG) 73 bp  Sc: 58.24 
GGCTATGTGGCCTAATGGATAAGGTGTCTGACTTCGGATCAGAAGATTGAGGGTTCAAAT 
CTCTTCGTGGTTG 
>Canis_familiaris_chr35.trna517-ArgTCG (27218073-27218145)  Arg (TCG) 73 bp  Sc: 67.10 
GACCACGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTA 
>Canis_familiaris_chr35.trna518-ArgTCG (27237244-27237316)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Canis_familiaris_chr3.trna814-ArgTCG (55235798-55235870)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Canis_familiaris_chr30.trna735-ArgTCG (38895399-38895481)  Arg (TCG) 83 bp  Sc: 35.39 
GCCTGGGTGGCTCAGTGGTTGAGCATCTGGCTTCGGCTCAGGGTGTGGTCCTGGAGTTGT 
GGGATCAATTCCCATATCGGGTT 
>Canis_familiaris_chr10.trna803-ArgTCT (39420689-39420770)  Arg (TCT) 82 bp  Sc: 42.27 
GCCTGGTTGGCTCAGTGGTTGTGTGTCTGACTTCTGCTCAGGGAGTGATCCCAAGTCTGG 
GGATCGAGTCCCCAGTCAGGCT 
>Canis_familiaris_chr14.trna1035-ArgTCT (59839436-59839354)  Arg (TCT) 83 bp  Sc: 48.91 
GCCTGGGTGGCTCAGTGGTTGAGCATCTGACTTCTGCTCAGGTCCTGGCCCTGGGGTCCT 
GGGATCGAGTCCCACTTCAGGCT 
>Canis_familiaris_chr4.trna2585-ArgTCT (21951351-21951279)  Arg (TCT) 73 bp  Sc: 70.94 
GCCTGGATAGCTCAGTCAGTAGAGCATCAGATTTCTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Canis_familiaris_chr12.trna992-ArgTCT (61517730-61517802)  Arg (TCT) 73 bp  Sc: 72.76 
GCCTGGATAGCTCAGTCAGTAGAGCATCAGACTTCTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Canis_familiaris_chr38.trna379-ArgTCT (25836152-25836225)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Canis_familiaris_chr5.trna587-ArgTCT (35937918-35938004)  Arg (TCT) 87 bp  Sc: 70.50 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGACGAAAGAGCGATTCAAAGG 
TTGTGGGTTCGAATCCCACCAGAGTCG 
>Canis_familiaris_chr18.trna1475-ArgTCT (40266651-40266566)  Arg (TCT) 86 bp  Sc: 68.58 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGACAGATGGAGGCATTCAAAGGT 



TGTGGGTTCGAGTCCCACCAGAGTCG 
>Canis_familiaris_chr6.trna2026-ArgTCT (58329861-58329777)  Arg (TCT) 85 bp  Sc: 71.18 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGCTGAGGACATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Canis_familiaris_chr9.trna1498-ArgTCT (58522161-58522251)  Arg (TCT) 91 bp  Sc: 66.16 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGCCGATCGGGGTGTGGTGATTCA 
AAGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Canis_familiaris_chr9.trna92-AsnATT (7204624-7204696)  Asn (ATT) 73 bp  Sc: 37.99 
GCCTGGCTGGCTTAGTCGGTACAGCATGTGACTATTGGTCTCAGGTTTGTGAGTTCAAGT 
CCCATGCTGGGTG 
>Canis_familiaris_chr26.trna1316-AsnGTT (21385884-21385812)  Asn (GTT) 73 bp  Sc: 26.77 
ACCTGGTTGGCTCAGTCAGTGGAGCAGGAGACTGTTAATCTTGGATTAGTGAGTTCAAGA 
CCCATACTGGGTG 
>Canis_familiaris_chr11.trna449-AsnGTT (25511533-25511605)  Asn (GTT) 73 bp  Sc: 41.12 
ACCCAGTTGGCTCAGGAGGAAGAGCATGTGACTGTTGATCTCAGGGTCATGGGTTTGAGC 
CCTATACTGTGTG 
>Canis_familiaris_chr17.trna1271-AsnGTT (62009403-62009330)  Asn (GTT) 74 bp  Sc: 43.79 
GTCTCTGTGGTGCAATTGGTTAGTGTGTTTCGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGAGATG 
>Canis_familiaris_chr34.trna846-AsnGTT (35931537-35931465)  Asn (GTT) 73 bp  Sc: 47.57 
GCCTGGCTGGCTCAGTTGGAGGAGCATGCGACTGTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna3989-AsnGTT (87703185-87703113)  Asn (GTT) 73 bp  Sc: 49.78 
GCCTGGCTGGCTCAGTTGATAGAGCATGTGACTGTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCT 
>Canis_familiaris_chr10.trna179-AsnGTT (10088167-10088239)  Asn (GTT) 73 bp  Sc: 52.97 
ACCTGGCTGGCTCAGTGGATAGAGCATAGGACTGTTGATCTTGGGGTTGTGGGTTCGAGC 
TCCACTTTAGGTG 
>Canis_familiaris_chr17.trna1268-AsnGTT (62068518-62068445)  Asn (GTT) 74 bp  Sc: 57.09 
GTCTCTGTGGTGCGACCGGTCAGCGCGTTCTGCTGTTAACCGGAAGGTTGGTGGTTCGAA 
CCCACCCAGGGACG 
>Canis_familiaris_chr8.trna2384-AsnGTT (19410189-19410116)  Asn (GTT) 74 bp  Sc: 60.73 
GTCTCTGTGGCGCGACCGGTCAGCGCGTTCTGCTGTTAACCGGAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1011-AsnGTT (62075054-62075127)  Asn (GTT) 74 bp  Sc: 77.29 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGCTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1002-AsnGTT (61962603-61962676)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1278-AsnGTT (61915583-61915510)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr2.trna175-AsnGTT (13796992-13797065)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr20.trna1283-AsnGTT (60589502-60589429)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr35.trna677-AsnGTT (27381328-27381255)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr38.trna484-AsnGTT (24061869-24061796)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr9.trna637-AsnGTT (26811935-26812008)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1008-AsnGTT (61999849-61999922)  Asn (GTT) 74 bp  Sc: 82.62 
GTCTCTGTGGCGCAATCGGTTAGCGCGCTCGGCTGTTAACCGAGAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1269-AsnGTT (62058129-62058056)  Asn (GTT) 74 bp  Sc: 82.62 
GTCTCTGTGGCGCAATCGGTTAGCGCGCTCGGCTGTTAACCGAGAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1276-AsnGTT (61977306-61977233)  Asn (GTT) 74 bp  Sc: 82.62 
GTCTCTGTGGCGCAATCGGTTAGCGCGCTCGGCTGTTAACCGAGAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 



>Canis_familiaris_chr38.trna339-AsnGTT (24113029-24113102)  Asn (GTT) 74 bp  Sc: 83.66 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Canis_familiaris_chr17.trna1264-AsnGTT (62145879-62145806)  Asn (GTT) 74 bp  Sc: 84.63 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAA 
CCCACCCAGAGACG 
>Canis_familiaris_chr15.trna1511-AspATC (52024294-52024222)  Asp (ATC) 73 bp  Sc: 46.53 
GCCTGGATGGCTCAGTTGGCACAGCATGTGACTATCGATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr16.trna1377-AspATC (36628986-36628914)  Asp (ATC) 73 bp  Sc: 53.06 
ACCTGGCTGGCTCATTTGGTAGAGTGTGTGACTATCAATCTCAGGATCATGAGTTCAAGC 
CTCATGTTGGGCA 
>Canis_familiaris_chr28.trna1404-AspGTC (6814458-6814387)  Asp (GTC) 72 bp  Sc: 50.18 
TCCTCATTGGTATAGTGGTGAGTATCCCCGCCTGTCACGCAGGAGACTGGGGTTTGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr10.trna1315-AspGTC (68012909-68012980)  Asp (GTC) 72 bp  Sc: 50.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCATGCGAGAGACGGGGGTTTGAGTC 
CCCAACGGGGAG 
>Canis_familiaris_chr15.trna758-AspGTC (38841601-38841672)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr26.trna94-AspGTC (8007659-8007730)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr26.trna96-AspGTC (8009938-8010009)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr35.trna556-AspGTC (27836112-27836183)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr35.trna656-AspGTC (27894037-27893966)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr38.trna331-AspGTC (24094349-24094420)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr38.trna336-AspGTC (24109222-24109293)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr38.trna479-AspGTC (24090610-24090539)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr38.trna483-AspGTC (24070287-24070216)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr5.trna2982-AspGTC (36023055-36022984)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr15.trna783-AspGTC (40933157-40933228)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Canis_familiaris_chr6.trna2518-CysGCA (34060652-34060570)  Cys (GCA) 83 bp  Sc: 35.11 
GCCTGGGTGGCTCAGTGGTTGAGCACCTGCCTGCAGCCCAGGGCGTGATCCCAGAGTGGT 
GGGATCCAGTCCCACCTTGGGCT 
>Canis_familiaris_chr16.trna254-CysGCA (17394428-17394499)  Cys (GCA) 72 bp  Sc: 52.77 
GGGGTTATAGCTCAGGGGTAGAGCATCTGATTGCAGATCAAGGGGTCCCCAGTTCAAATC 
TGGGTGCTCCCT 
>Canis_familiaris_chr16.trna1719-CysGCA (17414455-17414384)  Cys (GCA) 72 bp  Sc: 65.25 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAAAGATCCCTGGTTCAAATC 
CAGGCGCCTCTT 
>Canis_familiaris_chr16.trna1716-CysGCA (17426787-17426716)  Cys (GCA) 72 bp  Sc: 66.95 
GGGGGTATAGCTCAGGGGCAGAGCATTTGACTGCAGATCAACAGGTCCCCGGTTCAAGTC 
CGGGTGCCCCCT 
>Canis_familiaris_chr16.trna1717-CysGCA (17422916-17422845)  Cys (GCA) 72 bp  Sc: 70.34 
GGGGGTATAGCTCAGGGGCAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr16.trna256-CysGCA (17399620-17399691)  Cys (GCA) 72 bp  Sc: 70.58 



GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAAGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr16.trna257-CysGCA (17407653-17407724)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Canis_familiaris_chr16.trna252-CysGCA (17278781-17278852)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr16.trna255-CysGCA (17398590-17398661)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr16.trna259-CysGCA (17430221-17430292)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr23.trna1299-CysGCA (32280558-32280487)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr16.trna1718-CysGCA (17419312-17419241)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr16.trna251-CysGCA (17277554-17277625)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr16.trna258-CysGCA (17411046-17411117)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr9.trna632-CysGCA (26717750-26717821)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr9.trna633-CysGCA (26736748-26736819)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr9.trna631-CysGCA (26712181-26712252)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr23.trna1300-CysGCA (32278004-32277933)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Canis_familiaris_chr9.trna2591-CysGCA (26713965-26713894)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr9.trna626-CysGCA (26535896-26535967)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr9.trna627-CysGCA (26536582-26536653)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Canis_familiaris_chr3.trna1064-GlnCTG (71384677-71384758)  Gln (CTG) 82 bp  Sc: 29.65 
GCCTGGGTGGCTCAATGGTTGAGTGTCTGCCTCTGGCTCAGGGCATGATACTGGAATATG 
GGATCGAGTCCCATGTCGGGCT 
>Canis_familiaris_chr9.trna1251-GlnCTG (48953506-48953587)  Gln (CTG) 82 bp  Sc: 33.58 
GCCTGAGTGGCTCAGTGGTTGAGCATCTGCCTCTGGCTCAGGGGGTGATTCTGGGATGTG 
GGATCGCATCCCACATCAGGCT 
>Canis_familiaris_chr33.trna398-GlnCTG (29097966-29098038)  Gln (CTG) 73 bp  Sc: 34.87 
ACCCGGCTGGTTCAGTCGGTGCAGCATGAGGCTCTGGATCTTAAGGCTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr6.trna1950-GlnCTG (61874682-61874610)  Gln (CTG) 73 bp  Sc: 37.45 
ACTTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTGGATCTCAGGGTCATGAGTTGGAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr24.trna1679-GlnCTG (21459433-21459361)  Gln (CTG) 73 bp  Sc: 37.80 
ACCTGGCTGGCTCAGTTGGTGGAGCATGCAGCTCTGGATCGCACGGCTGTGGGTTCCAGC 
CCCACATTAGGTG 
>Canis_familiaris_chr24.trna1265-GlnCTG (38333879-38333807)  Gln (CTG) 73 bp  Sc: 38.39 
ACCTGGCTGGCTCATCTGGGAGAGCATGTGACTCTGGATCTTGGGGTCATGAGTTCAAGA 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna603-GlnCTG (42291102-42291174)  Gln (CTG) 73 bp  Sc: 41.90 
GCTTGGTTGGCTTAGTCAGAAGAGTGTGTGACTCTGGATCTCAGAGTCGTGAGTTCAAGC 



CCCACATTGGGTG 
>Canis_familiaris_chr16.trna966-GlnCTG (61100620-61100692)  Gln (CTG) 73 bp  Sc: 43.02 
ACCTGGTTGGCTCAGTTGGAGGAGCACGTGACTCTGGATCTCGAGGTCGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr17.trna1718-GlnCTG (36018216-36018134)  Gln (CTG) 83 bp  Sc: 43.03 
GCCTGGGTGGCTCAGTGGTTGAGTGTCTGCCTCTGGCGCAGGGCCTGATCCCGGAGTTCT 
GGGATCAAGTCCCACTTCAGGCT 
>Canis_familiaris_chr2.trna1530-GlnCTG (80586649-80586721)  Gln (CTG) 73 bp  Sc: 43.60 
GCCTGGCTGGCTCAGTAGGTAGAGCATGCGACTCTGGATCTCAGGATTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr21.trna1279-GlnCTG (27823246-27823175)  Gln (CTG) 72 bp  Sc: 45.02 
GCCTGGCTGGCTCAGCTGGAGAGCATGTGACTCTGGATCTCAGGGTTGTGGGTTTGAGCC 
CCACACTGGGTG 
>Canis_familiaris_chr35.trna549-GlnCTG (27677648-27677719)  Gln (CTG) 72 bp  Sc: 50.09 
GGTCTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCCGTGATCTGAGTTTAAATC 
TCGGTGGAACCT 
>Canis_familiaris_chr17.trna964-GlnCTG (60660605-60660676)  Gln (CTG) 72 bp  Sc: 68.42 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Canis_familiaris_chr17.trna1001-GlnCTG (61935152-61935223)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Canis_familiaris_chrUn.trna724-GlnCTG (11775922-11775851)  Gln (CTG) 72 bp  Sc: 71.85 
GGTCCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAGTC 
TCGGTGGGACCT 
>Canis_familiaris_chr30.trna1101-GlnCTG (33195067-33194996)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Canis_familiaris_chr35.trna557-GlnCTG (27847393-27847464)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Canis_familiaris_chr35.trna616-GlnCTG (28959605-28959534)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Canis_familiaris_chr5.trna586-GlnCTG (35936792-35936863)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Canis_familiaris_chr11.trna2610-GlnCTG (8061472-8061383)  Gln (CTG) 90 bp  Sc: 27.46 
ACCTGGGTAGCTCAGTTGGTTGAGCACCTGACTCTGTTTCAGCTCAGGTCATGATCTCAT 
GGGTTGTGGGATTGAGCCCCACATCAGGTT 
>Canis_familiaris_chr2.trna1326-GlnTTG (74691676-74691746)  Gln (TTG) 71 bp  Sc: 21.36 
ACTTGGTTGGCTCAGTCAGTAGAGTGTACAATTTGATCTTGGGATCGTGAGTTTGAGCCC 
CATATTGAGTA 
>Canis_familiaris_chr34.trna1034-GlnTTG (22360415-22360333)  Gln (TTG) 83 bp  Sc: 22.29 
CTCTGGGTGGTTCAGCGGTTTAGCACCTGCCTTTGGCCCAGGGCACCGTCCTGGAGTCCC 
AGGATCGGCTCCTGGCATGGAGC 
>Canis_familiaris_chr6.trna1153-GlnTTG (49224094-49224176)  Gln (TTG) 83 bp  Sc: 25.94 
GCCTGGGTGGCTCAGGGGTTGAGCATCTGCCTTTGGCCCAGGGCGTGGTCCTGGAGTTCT 
GGGATCCAGTCCCAGGTCGGGCT 
>Canis_familiaris_chr9.trna1066-GlnTTG (44029779-44029864)  Gln (TTG) 86 bp  Sc: 26.00 
GAGGTGGGTGGCTCAGTGGTTGAGCATCTGCCTTTGGCTCAGGTGGTGATCCCAGGGTCC 
TGGGATCAAGTCCCAAATCCCCCTCA 
>Canis_familiaris_chr12.trna573-GlnTTG (31871070-31871151)  Gln (TTG) 82 bp  Sc: 29.10 
GCCTGGGTGGCTCAGCGGTTGAGCATCTGCCTTTGGCTCAGGGCATGATTCCGGGGTCTA 
GGATTGAGTCCTGGATCAGGCT 
>Canis_familiaris_chr2.trna554-GlnTTG (37525768-37525838)  Gln (TTG) 71 bp  Sc: 29.49 
GCCTGGCTGGCTCAGTTGGTAAAGCATGTGACTTGGTCTCGGGATTGTGAGTTTGAGCCC 
CATGTTGGGTG 
>Canis_familiaris_chr30.trna1274-GlnTTG (27048342-27048272)  Gln (TTG) 71 bp  Sc: 29.59 
ACTTGGCTGGCTCAGTCGGTGGAGTGTGTGACTTGATCTCGGGGTTGTGGGTTTGAGCCC 
CACATTGGGTA 
>Canis_familiaris_chr26.trna672-GlnTTG (31499953-31500023)  Gln (TTG) 71 bp  Sc: 29.80 
ACCTGGCTGGCTCAGTTGCAAGAGCATGTGACTTGATTTTGGGGTTGTGGGTTCAAACCC 
CACATTGGGTG 
>Canis_familiaris_chr6.trna1342-GlnTTG (59789828-59789910)  Gln (TTG) 83 bp  Sc: 30.34 
ACCTGGGTGGCTCAGTGGTTGAGCATCTGCCTTTGGCTCAGGATGTAATCCCAGAGTTTT 
GGGATTGAGTCCCACCTCAGGTT 



>Canis_familiaris_chrX.trna1519-GlnTTG (60720262-60720342)  Gln (TTG) 81 bp  Sc: 30.43 
GCCTGGGTGGCTCAGAGGTTGAGTGTCTGCCTTTGGCTCAGGGTATGATCTCGGTCGTGG 
GATTGAGTCCCACATCAGGCT 
>Canis_familiaris_chr15.trna1140-GlnTTG (61479413-61479483)  Gln (TTG) 71 bp  Sc: 32.62 
ATCTGGCTGGCTCAATTGGTAGAGCATGTGACTTGTTCTCAGGGCTGTGAGTTCAAGCCT 
CATACTGGGTG 
>Canis_familiaris_chr16.trna263-GlnTTG (17569751-17569832)  Gln (TTG) 82 bp  Sc: 32.71 
GCCTGGGTGGCTCAGCGGTTGAGCTTCTGCCTTTGGCTCAGGTCATGATTCCGGGATGCG 
GGATCGAGTTCCGCATTGGGCT 
>Canis_familiaris_chr21.trna379-GlnTTG (28019681-28019761)  Gln (TTG) 81 bp  Sc: 33.07 
GTCTGGGTGGCTCAGCGGTTGAGCATCTGCCTTTGGCTCAGGGCATGATCCTGGTCCTGG 
GATTGAATCCCAGATCAGATT 
>Canis_familiaris_chr7.trna1954-GlnTTG (54390571-54390488)  Gln (TTG) 84 bp  Sc: 33.41 
GCCTGAGTGGCTCAGTTGGTTAAGCATCTCACTTTGGCTCAGATCATGATCTCAGGATCC 
TGGGATGGAGCCCCAGGTTGGGCT 
>Canis_familiaris_chrX.trna4884-GlnTTG (37391839-37391769)  Gln (TTG) 71 bp  Sc: 33.73 
GCCTGGTTGGCTCAGTTGGTAGAGCATGTGACTTGATCTCAGGGCTGTGACTTCAATCCT 
CATGTTGGGTG 
>Canis_familiaris_chr27.trna1862-GlnTTG (4519676-4519595)  Gln (TTG) 82 bp  Sc: 34.90 
GCCTGGATGGCTCAGCGGTTGAGCGTCTGCCTTTGGCTCAGGGCATGATCCCAGATCCTG 
GGATTGAGTCCCACTTCGGGCT 
>Canis_familiaris_chr19.trna922-GlnTTG (49588417-49588335)  Gln (TTG) 83 bp  Sc: 35.63 
ACCTGGGTGGCTCAGTGGTTGAGCATCTGCCTTTGGCTCAGGTCATGATCCCAGGGTCCT 
GGGATTGAGTCCCACCTCAGGTT 
>Canis_familiaris_chr2.trna2514-GlnTTG (57492467-57492384)  Gln (TTG) 84 bp  Sc: 35.65 
GCCTGGTTGGCTCAGTTGGTTAAGTATCTGCCTTTGGCTCAGGTCATAGTTCCAGGGTTC 
TGGGATCGAGCCCCACATCAGGCT 
>Canis_familiaris_chr2.trna144-GlnTTG (12909902-12909976)  Gln (TTG) 75 bp  Sc: 35.97 
GCCTGGTTGGCTCAGTGGTTGAGCATCTGCCTTTGGCTCAGGGCATGACCCTGGGGTCAA 
GTCCCACATCAGGCT 
>Canis_familiaris_chr15.trna872-GlnTTG (47019465-47019543)  Gln (TTG) 79 bp  Sc: 36.28 
GCCTGGTTGGCTCAGTTGGTTAAGTGTCTGACTTTGGCTCATGATCTCAGGGTCTTGGGA 
TCAAGCTCCACATCAGGCT 
>Canis_familiaris_chr5.trna2582-GlnTTG (50503341-50503259)  Gln (TTG) 83 bp  Sc: 36.77 
CCCTGGGTGGCTCAGCGGTTTAGCGCCTGCCTTTGACCCAGGGCACAATCCTGGAGTCCC 
GGGATCAAGTCCCGGGTCAGGGT 
>Canis_familiaris_chr29.trna512-GlnTTG (33752693-33752775)  Gln (TTG) 83 bp  Sc: 37.33 
GCCTGAGTGGCTCAGTGGTTGAGCGTCTGCCTTTGGCTCAGGTCATGATTCTGGAGTCCT 
GGGATGGAGTCCCACCTCAGGCT 
>Canis_familiaris_chr16.trna1785-GlnTTG (13770628-13770555)  Gln (TTG) 74 bp  Sc: 37.45 
TCCTGGGTGGCTCAGCGGTTGAGTGTCTGCCTTTGGCTCAGGGCATGATGTGGGATCGAG 
TCCCACATCAGGAT 
>Canis_familiaris_chr15.trna2497-GlnTTG (3966551-3966469)  Gln (TTG) 83 bp  Sc: 37.55 
ACCTGGGTGGCTCAGTGGTTGAGTGTCTGCCTTTGGCTCAGGGCATGACACCAGGGTCGT 
GGGATCAAGTCCCACATTGGGTT 
>Canis_familiaris_chr11.trna97-GlnTTG (6538332-6538414)  Gln (TTG) 83 bp  Sc: 37.63 
CCCTGTGTGGCTCAGCGGTTTAGCGCCTGCCTTTGGCCCAGGGCGCAATCCTGGAGTCCC 
GGGATCGAGTCCCGGCATAGAGT 
>Canis_familiaris_chr37.trna893-GlnTTG (14247771-14247688)  Gln (TTG) 84 bp  Sc: 37.69 
ACCTGGGTGGCTCAGATGGTTGAGCTTCTGCCTTTGGCTCAGGTTCTGATTTCCAGGTCC 
TGGGATCAAGCCCTAGGTCAGGTT 
>Canis_familiaris_chr26.trna779-GlnTTG (35754200-35754282)  Gln (TTG) 83 bp  Sc: 37.71 
ACCTGGGTGGCTTAGTGGTTGAGCGTCTGCTTTTGGCTCAGACCTTGATCCCAGGGTTGT 
GGGATCTAGTCCCACCTCAGGCT 
>Canis_familiaris_chr34.trna214-GlnTTG (17755719-17755802)  Gln (TTG) 84 bp  Sc: 37.89 
GCCTGAGTGGCTCAGTGGGTTGAGCATCTGCCTTTGGCTCAGGACACGATCCCGGATTCC 
TGGGATCGAGACCCACCTCAGGCT 
>Canis_familiaris_chr1.trna797-GlnTTG (54356485-54356555)  Gln (TTG) 71 bp  Sc: 38.25 
GCCTGGCTGGCTCAGTCAGTAGAGTGTGTGACTTGATCTTGGGGTTGTGAGTTCAAACCC 
CACGTTGGGCA 
>Canis_familiaris_chr10.trna1150-GlnTTG (59332043-59332113)  Gln (TTG) 71 bp  Sc: 38.92 
GCCTGGTTGGCTCAGTTGGTAGAGCATGTGACTTGATTTCAGGGTTGTGAGTTCAAGCCC 
CACGTTGGGTG 
>Canis_familiaris_chr24.trna1558-GlnTTG (25985963-25985881)  Gln (TTG) 83 bp  Sc: 39.08 
ACCTGGGTGGCTCAGTGGTTGAGTGTCTGCCTTTGGCTCAGGACGTGATCCTGGGGTCGT 
GGGATCAAGTCCCACGTCAGGTT 
>Canis_familiaris_chr1.trna1971-GlnTTG (111719109-111719188)  Gln (TTG) 80 bp  Sc: 39.40 



GCCTGGATGGCTCAGTGGTTGAGTGTCTGCCTTTGTCTCAGGTCATGATCCCGTCCTGGG 
ATCGAGTCCCACTTCGGGCT 
>Canis_familiaris_chr14.trna1901-GlnTTG (7292210-7292127)  Gln (TTG) 84 bp  Sc: 40.60 
GCCTGGGTGGCTCAGTCGGTTAAGCATCTGTCTTTGGCTCAGGTCATGACCTCAGTGTCC 
TGGGATCAAATCCCACCTCAGGCT 
>Canis_familiaris_chr2.trna477-GlnTTG (31638118-31638201)  Gln (TTG) 84 bp  Sc: 40.70 
GCTTGGGTGGCTCAGTTGGTTGAGCATCTGACTTTGGCTCAGGTCATGATTCCAGGTTCC 
TGGGATCAGTTCCCAGGTTAAGCT 
>Canis_familiaris_chr13.trna816-GlnTTG (53818485-53818567)  Gln (TTG) 83 bp  Sc: 43.54 
GCCCAGTTAGCTTAGTGGTTTAGCGCCTGTCTTTGGCCCAGGGCGTGATCCTGGAGTCCT 
GGGATCGAGTCCCACATTGGGCT 
>Canis_familiaris_chr26.trna1346-GlnTTG (20489099-20489018)  Gln (TTG) 82 bp  Sc: 45.24 
GCCTGGGTGGCTCAGTGGTGGAGCGCCTGCCTTTGGCTCAGGTCGTGATCCCCGGACCCA 
GGATCGAGTCCTGGATTGGGCT 
>Canis_familiaris_chr35.trna685-GlnTTG (27228977-27228906)  Gln (TTG) 72 bp  Sc: 64.39 
GGCCCCATGGTGTAATGGCTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Canis_familiaris_chr35.trna645-GlnTTG (28005860-28005789)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Canis_familiaris_chr35.trna684-GlnTTG (27229508-27229437)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Canis_familiaris_chr9.trna706-GlnTTG (28683939-28684010)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Canis_familiaris_chrX.trna5535-GlnTTG (13426322-13426228)  Gln (TTG) 95 bp  Sc: 50.72 
ACCTGGCTGGCTCAGTGGGTAGAGCATATGACTTTGATCTTGAGGTCATATGACTCTTGA 
TCTTGAGGTCATGAGTTCGAGCCCCATGTTGGGTG 
>Canis_familiaris_chr31.trna1333-GlnTTG (3389251-3389169)  Gln (TTG) 83 bp  Sc: 39.04 
GCCTGATTGGCTCAGCGGTAGAGCATCTGCCTTTGGCTCAGGGCGTGATCCCAGAATGCC 
TGGATCAAGTCCAGCATCGGGCC 
>Canis_familiaris_chr12.trna1261-GlnTTG (74338557-74338474)  Gln (TTG) 84 bp  Sc: 38.63 
GCCTGGTTGGCTCATTGGTGGAGCATCTGCCTTTGGCTCAGGTTGTGATCCCAGGGGTTG 
TGGGATCGAGTCCCACATCGGGCT 
>Canis_familiaris_chr2.trna2654-GluCTC (51548716-51548644)  Glu (CTC) 73 bp  Sc: 29.50 
GCCTGGCTGGCTCAGTCAGTGGAGCATGCCCCTCTCGATCTCAGGTTTATAGGTTCGAGT 
CCTATGCTGGGTA 
>Canis_familiaris_chr2.trna1124-GluCTC (66081813-66081885)  Glu (CTC) 73 bp  Sc: 32.40 
ACCTGGCTGGCTCAAATGGTGAAGCGTGGGACTCTCGATCTTGGGGTTATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna591-GluCTC (28492465-28492537)  Glu (CTC) 73 bp  Sc: 32.72 
ACCTGGCTGGCTTAATCAGAAGAGCATGCGATTCTCAATTACGGGATTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr2.trna445-GluCTC (29860086-29860158)  Glu (CTC) 73 bp  Sc: 37.97 
GCCTGGTTGGCTCAGTCTCTAGAGCATGCGACTCTCCATCTCAGGGTTGTGAGTTCAAGA 
CCCACATTGGGTG 
>Canis_familiaris_chr8.trna1780-GluCTC (52234112-52234040)  Glu (CTC) 73 bp  Sc: 39.53 
GCCTGGCTGGCTCAGTCAGTAGGGCATGTGACTCTCAGTCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCC 
>Canis_familiaris_chr23.trna414-GluCTC (28235177-28235249)  Glu (CTC) 73 bp  Sc: 39.64 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTCGATCTTGGGGTAGTGAGCTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna2442-GluCTC (107681883-107681962)  Glu (CTC) 80 bp  Sc: 39.95 
GCCTGGCTGGCTCAGTCAGTAGAGCATGGGACTCTCAATCTCAGAGTTTCACAACATGAG 
TTCAAGCCCCGTGCTGGGCA 
>Canis_familiaris_chr35.trna1121-GluCTC (8091997-8091925)  Glu (CTC) 73 bp  Sc: 43.42 
GCCTAGCTGGCTCAGCCAGTAGAGCATGTGACTCTCAGTCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr31.trna182-GluCTC (18893397-18893469)  Glu (CTC) 73 bp  Sc: 53.88 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTCCATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chrX.trna741-GluCTC (26117248-26117320)  Glu (CTC) 73 bp  Sc: 54.97 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTCAATCTCAGGGTTGTGAGTTCAAGC 
TCCATGTTGGGCA 
>Canis_familiaris_chr10.trna1154-GluCTC (59447258-59447330)  Glu (CTC) 73 bp  Sc: 55.06 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAGACTCTCAATCTCAGGGTCAAGAGTTCAAGC 



CTCACGTTGGGCA 
>Canis_familiaris_chr14.trna321-GluCTC (25790754-25790826)  Glu (CTC) 73 bp  Sc: 57.42 
ACCTGGCTGGCTCAGTCGGAAGAGCATGAGATTCTCAAGCTCAGGGTCATGAGTTCGAGC 
CCCATGTTAGGTG 
>Canis_familiaris_chr6.trna2686-GluCTC (26330932-26330860)  Glu (CTC) 73 bp  Sc: 65.26 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTCAATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr1.trna3788-GluCTC (67711687-67711616)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr16.trna241-GluCTC (16722335-16722406)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr17.trna996-GluCTC (61901496-61901567)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr38.trna333-GluCTC (24095588-24095659)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr38.trna335-GluCTC (24103050-24103121)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr38.trna338-GluCTC (24110461-24110532)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr38.trna481-GluCTC (24089374-24089303)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr2.trna2944-GluCTC (37258430-37258343)  Glu (CTC) 88 bp  Sc: 38.33 
GCCTGGCTGGCTCAGTCGGTGAAGCATGTGGGTCTCGACTTCTCAGGGCATGACCTCGGG 
GTCCTGGGATCGAGCCCCAGGTCAGGCT 
>Canis_familiaris_chr18.trna839-GluCTC (48116105-48116194)  Glu (CTC) 90 bp  Sc: 24.37 
GCCTGGATGGCTCAGTCAGTTAGCATCTGACTCTCAATTTTGGCTCAGGTCATGATCTCA 
GAGTCATGGGATCGAGGCCCATGTTGGGCT 
>Canis_familiaris_chr7.trna1701-GluTTC (69427504-69427432)  Glu (TTC) 73 bp  Sc: 35.29 
GCTTGGCTGGCTCAACTGATAGGGCATGTGACTTTCGATCTCAGGGTTATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr5.trna402-GluTTC (25302194-25302263)  Glu (TTC) 70 bp  Sc: 41.84 
GCCTGGCTGGCTTAGTCGGTAAAGCGTGTGACTTTCGATCTCGTCATGAGTTCAAGCCCC 
ATGTTGGGTG 
>Canis_familiaris_chr12.trna1078-GluTTC (67216616-67216688)  Glu (TTC) 73 bp  Sc: 44.79 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGACTTTCAGTCTCAGGGTTATGAGTTCAAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr9.trna1113-GluTTC (45240977-45241049)  Glu (TTC) 73 bp  Sc: 61.38 
GCCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTTTCAATCTCAGGGTCATGAGTTCAAGC 
CTCATGTTGAGCA 
>Canis_familiaris_chr10.trna1563-GluTTC (65274479-65274407)  Glu (TTC) 73 bp  Sc: 62.33 
ACCTGGCTGGCTCAGTTGGTAGAGCATGAGACTTTCAATCTCAAGGTCGGGAGTTCAAGA 
CTCATGCTGGGCA 
>Canis_familiaris_chr17.trna1006-GluTTC (61980452-61980523)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr17.trna1014-GluTTC (62153801-62153872)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr17.trna1274-GluTTC (61996782-61996711)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr3.trna571-GluTTC (37423800-37423871)  Glu (TTC) 72 bp  Sc: 74.37 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Canis_familiaris_chr22.trna199-GluTTC (12512797-12512868)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Canis_familiaris_chr25.trna320-GluTTC (22014527-22014598)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 



>Canis_familiaris_chr38.trna340-GluTTC (24119275-24119346)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr38.trna473-GluTTC (24119983-24119912)  Glu (TTC) 72 bp  Sc: 76.25 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Canis_familiaris_chr22.trna136-GluTTC (9049420-9049491)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Canis_familiaris_chr14.trna317-GluTTC (25631435-25631519)  Glu (TTC) 85 bp  Sc: 39.30 
GCCTGGGTGGCTCAGTAGGTTAAGCATCTGTCTTTCACTCAAGTTATGATCCCAGGTGTC 
TTGGGATCAAGCCCCACCTCAGGCT 
>Canis_familiaris_chr15.trna2417-GlyCCC (6541179-6541107)  Gly (CCC) 73 bp  Sc: 35.90 
GCCTGGTTGGCTCAGTTAGTAGAGCATGTGACTCCCTATCTCAGGGTTGTAAGTTCAAGT 
CTCATGTTGGGTA 
>Canis_familiaris_chr7.trna1470-GlyCCC (82532387-82532315)  Gly (CCC) 73 bp  Sc: 44.39 
GCCTGGCTGGCTCAGTCAGAAGAGCATGATGCTCCCAATCTCAGGGTCGTGAGTTCAAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chr37.trna706-GlyCCC (25801034-25800962)  Gly (CCC) 73 bp  Sc: 44.62 
GCCTGGCTGGCTCAGTCAGCAGAGCATGTGACTCCCGATCTCGGGATTATAGGTTCGATC 
CCTGTGTTGGGTA 
>Canis_familiaris_chr4.trna1828-GlyCCC (65012583-65012511)  Gly (CCC) 73 bp  Sc: 48.09 
ACCTGGTTGGCTCAGTTGGTGGAGTATGGGACTCCCCATCTCAGGGTTGTGAGTTCGAGC 
CCCACACTGGGTA 
>Canis_familiaris_chr10.trna1415-GlyCCC (71954923-71954853)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Canis_familiaris_chr6.trna1052-GlyCCC (42972683-42972753)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Canis_familiaris_chr17.trna1007-GlyCCC (61989191-61989261)  Gly (CCC) 71 bp  Sc: 79.65 
GCATTGATGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGTCAATGCA 
>Canis_familiaris_chr17.trna1275-GlyCCC (61988053-61987983)  Gly (CCC) 71 bp  Sc: 79.65 
GCATTGATGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGTCAATGCA 
>Canis_familiaris_chr17.trna1263-GlyCCC (62160382-62160312)  Gly (CCC) 71 bp  Sc: 80.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr38.trna330-GlyGCC (24079110-24079180)  Gly (GCC) 71 bp  Sc: 64.31 
GCATCGGTGATTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGCTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr36.trna1105-GlyGCC (5610663-5610593)  Gly (GCC) 71 bp  Sc: 75.99 
GCATTGATGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr5.trna1567-GlyGCC (79731164-79731234)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr5.trna1568-GlyGCC (79732423-79732493)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr5.trna2095-GlyGCC (79723423-79723353)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr5.trna2106-GlyGCC (79285955-79285885)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr5.trna588-GlyGCC (35942872-35942942)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Canis_familiaris_chr38.trna475-GlyGCC (24106982-24106912)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Canis_familiaris_chr38.trna476-GlyGCC (24099507-24099437)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Canis_familiaris_chr38.trna478-GlyGCC (24092162-24092092)  Gly (GCC) 71 bp  Sc: 82.15 



GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Canis_familiaris_chr23.trna1732-GlyTCC (4925975-4925893)  Gly (TCC) 83 bp  Sc: 41.20 
GCCTGGGTGGCTCAGTGGTTGAGCATCTGTCTTCCGCTCAGGTCATGATCCCAGGGTCTT 
GGGATCGAGTCCCAAATTGGGCT 
>Canis_familiaris_chr27.trna1279-GlyTCC (34883734-34883663)  Gly (TCC) 72 bp  Sc: 70.09 
GCATTGGTGGTGTAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CTGGCCAATGCA 
>Canis_familiaris_chr17.trna997-GlyTCC (61903566-61903637)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr38.trna332-GlyTCC (24095199-24095270)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr38.trna334-GlyTCC (24102661-24102732)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr38.trna337-GlyTCC (24110072-24110143)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr38.trna480-GlyTCC (24089765-24089694)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr38.trna482-GlyTCC (24070664-24070593)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr5.trna594-GlyTCC (36022485-36022556)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr19.trna243-GlyTCC (18622423-18622494)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr20.trna1329-GlyTCC (57981813-57981742)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Canis_familiaris_chr1.trna1069-HisGTG (73522747-73522828)  His (GTG) 82 bp  Sc: 22.83 
GCCCGGGTGGCTCAGCGGTTTAGCGGGGCCTTCAGCCCAGGTTGTGATCCTGGAGACCTG 
GGATCGAGGCCCAAGTCAGGCT 
>Canis_familiaris_chr17.trna1005-HisGTG (61977866-61977937)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr17.trna1267-HisGTG (62074377-62074306)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr17.trna1273-HisGTG (61999289-61999218)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr17.trna998-HisGTG (61904408-61904479)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr30.trna1524-HisGTG (14608795-14608724)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr30.trna1525-HisGTG (14607232-14607161)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr30.trna243-HisGTG (14609431-14609502)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr35.trna540-HisGTG (27584678-27584749)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Canis_familiaris_chr35.trna567-IleAAT (27990204-27990277)  Ile (AAT) 74 bp  Sc: 60.51 
GGCTCTGTGGCTTAGTTGGTTAAAGCACCTGCCTAATAAATAGGAGATTCTGGGTTCAAA 
CCCCAGTGGGGCTT 
>Canis_familiaris_chr35.trna566-IleAAT (27952995-27953068)  Ile (AAT) 74 bp  Sc: 77.09 
GGCCGGTTAGCTCAGTTGGTGAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 



CCCCGTACGGGCCA 
>Canis_familiaris_chr35.trna545-IleAAT (27647271-27647344)  Ile (AAT) 74 bp  Sc: 78.03 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
ACCCGTACGGGCCA 
>Canis_familiaris_chr35.trna525-IleAAT (27340041-27340114)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Canis_familiaris_chr35.trna668-IleAAT (27600651-27600578)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Canis_familiaris_chr5.trna2978-IleAAT (36027111-36027038)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Canis_familiaris_chr5.trna592-IleAAT (35996032-35996105)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Canis_familiaris_chr8.trna1268-IleAAT (73323412-73323485)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Canis_familiaris_chr35.trna535-IleAAT (27452169-27452242)  Ile (AAT) 74 bp  Sc: 81.94 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCACACGGGCCA 
>Canis_familiaris_chr1.trna2156-IleTAT (116720789-116720881)  Ile (TAT) 93 bp  Sc: 67.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACGACAGTGCGAGCGGAGCGATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Canis_familiaris_chr35.trna536-IleTAT (27476904-27476997)  Ile (TAT) 94 bp  Sc: 66.94 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATGTGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Canis_familiaris_chr35.trna564-IleTAT (27941393-27941486)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Canis_familiaris_chr35.trna587-IleTAT (28686750-28686841)  Ile (TAT) 92 bp  Sc: 65.12 
GCTCCAGTGGCGCAACCGGTTAGCGCGCGGTACTTATACGACGGTAGCTGTGGGCGATGC 
CGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Canis_familiaris_chr10.trna957-IleTAT (48526375-48526467)  Ile (TAT) 93 bp  Sc: 68.11 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACATGCAGAGCAATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Canis_familiaris_chr15.trna2004-LeuAAG (20971808-20971727)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr35.trna604-LeuAAG (28983123-28983204)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr35.trna615-LeuAAG (28963049-28962968)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr6.trna2682-LeuAAG (26387213-26387132)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr16.trna240-LeuCAA (16721994-16722099)  Leu (CAA) 106 bp  Sc: 61.12 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGCTCACCTTCCCCGCGGGGG 
TTCTGGTCTCTGAATAGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Canis_familiaris_chr35.trna652-LeuCAA (27910745-27910640)  Leu (CAA) 106 bp  Sc: 63.92 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGGAGGCTTCCTGCGCCGGGAC 
TTCTGGTCTCCGGATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Canis_familiaris_chr35.trna617-LeuCAA (28916555-28916452)  Leu (CAA) 104 bp  Sc: 64.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCCGCTTCCCCGCTGGGGATT 
CTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Canis_familiaris_chr35.trna602-LeuCAA (28959112-28959216)  Leu (CAA) 105 bp  Sc: 67.45 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCCGCTTCCTCGAAGGAGGGT 
TCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Canis_familiaris_chr2.trna2404-LeuCAG (61966264-61966182)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Canis_familiaris_chr38.trna329-LeuCAG (24071189-24071271)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Canis_familiaris_chr2.trna1058-LeuCAG (61965809-61965891)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Canis_familiaris_chr35.trna521-LeuCAG (27314141-27314223)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Canis_familiaris_chr38.trna474-LeuCAG (24108578-24108496)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Canis_familiaris_chr38.trna477-LeuCAG (24093743-24093661)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Canis_familiaris_chr20.trna1695-LeuCAG (46458742-46458639)  Leu (CAG) 104 bp  Sc: 35.03 
GTCAGGATGGCCAAATGGTCTAAAGTACAAGACTCAGGCTCCTGCTTGTGGCTGGGATTT 
CTGGTCTCTGCATGGAGATGTGGGTTTGAATCCCACTTCTGACA 
>Canis_familiaris_chr4.trna1671-LeuTAA (75042625-75042554)  Leu (TAA) 72 bp  Sc: 32.88 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTTAATCTCAGGGATTGTGAGTTTGAGTC 
CCATGTTGGGTG 
>Canis_familiaris_chr18.trna1476-LeuTAA (40266218-40266136)  Leu (TAA) 83 bp  Sc: 73.85 
ACCAGAATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGATTCATATCCTCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Canis_familiaris_chr35.trna646-LeuTAA (27986121-27986039)  Leu (TAA) 83 bp  Sc: 81.57 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCATGTGCCCGCGT 
GGGTTCGAACCCCACTCCCGGTA 
>Canis_familiaris_chr1.trna547-LeuTAA (38708864-38708945)  Leu (TAA) 82 bp  Sc: 81.58 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAATGTCCGCGTG 
GGTTCGAACCCCACTCCTGGTA 
>Canis_familiaris_chr6.trna627-LeuTAG (26472427-26472508)  Leu (TAG) 82 bp  Sc: 63.31 
GGTAGCGTGGCCGAGTGGTTTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTGGAATCCCACCGCTGCCA 
>Canis_familiaris_chr15.trna441-LeuTAG (20930235-20930316)  Leu (TAG) 82 bp  Sc: 68.16 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCATCACTGCCA 
>Canis_familiaris_chr15.trna2003-LeuTAG (20976766-20976685)  Leu (TAG) 82 bp  Sc: 71.31 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr5.trna2988-LeuTAG (35937421-35937340)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Canis_familiaris_chr11.trna786-LysCTT (47483269-47483341)  Lys (CTT) 73 bp  Sc: 21.00 
GCCTGGTTGGCTCAGTTAGTAGAGCATGCAGCTCTTCATTTCAGCGTTGTGAGTCCGAGC 
CCCACATTGGGTT 
>Canis_familiaris_chrX.trna5465-LysCTT (15320171-15320098)  Lys (CTT) 74 bp  Sc: 21.37 
ACCTGGCTGGCTCAGATGGAAGGGTATGCAACTCTTGATTTTGGGGTCCGTGAGTTCCAG 
CCCCACGTTGGGTA 
>Canis_familiaris_chr4.trna998-LysCTT (62722308-62722379)  Lys (CTT) 72 bp  Sc: 23.26 
ACTTGGTTGGCTCAGTTGGTGGAGCATGAGACTCTTGGTGTTGGGTTGTGAGTTTGAGCC 
CCACATTGGGTA 
>Canis_familiaris_chr32.trna157-LysCTT (10221261-10221332)  Lys (CTT) 72 bp  Sc: 23.27 
GCCTGGCTGGCTCAGTGAGAGGGGCATGTGACTCTTGATCTTGGATCATGAGTTCAAGCC 
CCATGTTGGGTG 
>Canis_familiaris_chr25.trna773-LysCTT (46526378-46526449)  Lys (CTT) 72 bp  Sc: 24.14 
GCCTGGCTGGCTCAGTCCGTACAGCCAGAGACTCTTGATCTGTGGCTGTAGGCTCGAGCC 
CCATGTTGGGTG 
>Canis_familiaris_chr13.trna1731-LysCTT (20387944-20387874)  Lys (CTT) 71 bp  Sc: 25.23 
ACCTGGCTGGCTGAATCAGGAGAGCCTGCGACTCTTGATCTCGTTTGTGGGTTCGAGCCC 
CACATTGGGTA 
>Canis_familiaris_chr5.trna2783-LysCTT (42342867-42342795)  Lys (CTT) 73 bp  Sc: 26.27 
ACTTGGTTGGCTCAGTCAGTAGAGCATGAAACTCTTGATCTTGAGTTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr6.trna2237-LysCTT (45966769-45966697)  Lys (CTT) 73 bp  Sc: 27.12 
ACCTGGCTGGCTCAATCGGTAGAGCATGAAGCTCTTTATCTTGGGGTTGTGAGTTTGAGC 
CCCATGTTAGGTT 
>Canis_familiaris_chr5.trna286-LysCTT (17651570-17651641)  Lys (CTT) 72 bp  Sc: 27.24 
ACTTGGCTGGCTCAGCTGGAAGAGCGTGGGACTCTTGGTCTTGGATCATGAGTTCTAGCC 
CCATGCTGGGTG 
>Canis_familiaris_chr1.trna4287-LysCTT (34370093-34370020)  Lys (CTT) 74 bp  Sc: 30.50 



ACCTGATTGGTTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGGTTGTGAGTTTGAG 
CCTCATGTTGGGGT 
>Canis_familiaris_chr17.trna1708-LysCTT (36843953-36843881)  Lys (CTT) 73 bp  Sc: 30.56 
ACCTGACTGGCTTAGTCTGAGGAGCATGCAACTCTTGATTTCAGGGTTGTGAGTTCGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr2.trna2203-LysCTT (72815457-72815382)  Lys (CTT) 76 bp  Sc: 30.57 
GCCTGGCTGGCTCAGTTGGAAGAAGAGCATGGAATTCTTGATCTCAGGGTCATGAGTTCA 
AGCCGTGTGTTGGGCA 
>Canis_familiaris_chr14.trna1875-LysCTT (8900050-8899978)  Lys (CTT) 73 bp  Sc: 30.58 
GCCTGGCTGGCTCACTTGGTGGAGCATGTGACTCTTGATCTTGGTGTTATGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr15.trna598-LysCTT (29258042-29258114)  Lys (CTT) 73 bp  Sc: 31.07 
ACCTGGCTGGCTTAGTTGATAGAGCATGTGACTCTTGATTTTGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr6.trna421-LysCTT (20363491-20363563)  Lys (CTT) 73 bp  Sc: 31.18 
GCCTGGTTGGCTCAGTTGTTGGAGCATGTGACTCTTCATCTCAAGGTTGTAAGTTCAACC 
CTCATGTTGGGTG 
>Canis_familiaris_chr35.trna807-LysCTT (21885281-21885211)  Lys (CTT) 71 bp  Sc: 31.55 
TGCTTGGTGGCTCAATCAGTAGAGCATGTGACTCTTGATCTCAGGGTGTGGGTTCAAGTC 
ACATTGGGTAT 
>Canis_familiaris_chr34.trna780-LysCTT (39242404-39242332)  Lys (CTT) 73 bp  Sc: 31.61 
ACCTGGCTGGTTTAGTTGGATGAGCATGTGACTCTTGGTCTCAGGGTCATAGGTTCAAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chrX.trna2935-LysCTT (125914889-125914960)  Lys (CTT) 72 bp  Sc: 31.67 
GCCTGGCTAGCTCAGTGGGCAGAGCCTGTGACTCTTGATTTTGGCTTGTGAGTTCGAGCC 
CCATGCTGGGTG 
>Canis_familiaris_chr12.trna72-LysCTT (6022088-6022162)  Lys (CTT) 75 bp  Sc: 31.77 
GCCTGGCTGGCTGAGCCCGTTGGTGGCATGTGACTCTTGATCTTGGGGTCATGGGTTCAA 
GCCCCATGCTGGGTG 
>Canis_familiaris_chr8.trna1382-LysCTT (74211768-74211695)  Lys (CTT) 74 bp  Sc: 31.84 
GCTTGGCTGGCTCAGTAGGTACAGCATAAGACTCTTGATCTCAGGtgttgtGAGTTTGAG 
TCCCATGTTGGGTA 
>Canis_familiaris_chr4.trna2542-LysCTT (23115708-23115636)  Lys (CTT) 73 bp  Sc: 32.04 
GCCTGGCTGGCTCAGTTGGAGGAGCATGCGACTCTTGGTCTCGGGGCCATGAGTTCAAGC 
CTCATGTTGGTTG 
>Canis_familiaris_chr28.trna1099-LysCTT (19412458-19412386)  Lys (CTT) 73 bp  Sc: 32.08 
GCCTGGCTGGCTCAGTTGGAGGAGCATGGAACTCTTGATCTCAGGGCTGTGAGTTGGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr6.trna462-LysCTT (21298230-21298302)  Lys (CTT) 73 bp  Sc: 32.34 
ACCTAGCTGGCTCAGTTGGTGGAGCATGGAACTCTTAATCTTGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr19.trna1555-LysCTT (5725648-5725574)  Lys (CTT) 75 bp  Sc: 32.34 
ACCTGGCTGGCTCAGTCGGTAGAAGTGTGTGACTCTTGATCTTGGGGGTTGTGAGTTCAA 
GCCCCATGTTGGGTG 
>Canis_familiaris_chr7.trna566-LysCTT (31646476-31646548)  Lys (CTT) 73 bp  Sc: 32.46 
ATCTGGCTGGCTCAGTTGGAAAAGCATGTGACTCTTGATCTCAGAGCTGTGAGTTAGAAC 
CCCATGTTGGGTA 
>Canis_familiaris_chr10.trna778-LysCTT (38192257-38192329)  Lys (CTT) 73 bp  Sc: 32.53 
ACCCGGCTGGCTCAGTTAGAGGAGCATGGGACTCTTGGTCTCAGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr27.trna289-LysCTT (15112072-15112146)  Lys (CTT) 75 bp  Sc: 32.61 
ACCTGGCTTGTTCAATTGGAAGAGTATGTGACTCTTAATCTCAGAGTTGTATGAGTTCGA 
GCCTCATGTTGGGGT 
>Canis_familiaris_chr5.trna1985-LysCTT (84006026-84005954)  Lys (CTT) 73 bp  Sc: 32.80 
ACCTGGCTGGCTCAGTTGGAGGAGCCTGTGATTCTTGATCCCAGGCTTGTGAGTTCAAGC 
CCCGTGTTGGGTG 
>Canis_familiaris_chr7.trna961-LysCTT (54918619-54918691)  Lys (CTT) 73 bp  Sc: 32.83 
ACCTAGCTGGCTCACTTGGTAAAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTTTAGC 
CCTACATTGGGTG 
>Canis_familiaris_chr5.trna3235-LysCTT (21514517-21514445)  Lys (CTT) 73 bp  Sc: 32.98 
GTCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr27.trna213-LysCTT (11458970-11459042)  Lys (CTT) 73 bp  Sc: 33.18 
ACTTGGCTGGCTCAGATGGTGGAGCATGTGACTCTTGATCTCATGGTTGTAAGTTAAAGT 
CCTGTGTTGAGTG 
>Canis_familiaris_chr18.trna1064-LysCTT (57902614-57902686)  Lys (CTT) 73 bp  Sc: 33.34 
ACCTGGCTGGCTCAGTTGATGGAGCATGAAGCTCTTGATCTCAAGGTCATGAGTTCAAGC 



CCTATGTTGGGTA 
>Canis_familiaris_chr1.trna1992-LysCTT (112104737-112104809)  Lys (CTT) 73 bp  Sc: 33.43 
ACCTGTCTGGTTCAGTTGGTGGGGCCTGTGACTCTTGATCTCAGGGTTGTGAGTTCCAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr11.trna1298-LysCTT (70747253-70747325)  Lys (CTT) 73 bp  Sc: 33.47 
ATCTGGCTGGCTCAGTTGGAGGAGCATGTGACTCTTGATCTCAGGGCCATGAGTTGGAAC 
CCCATGTTGGGTT 
>Canis_familiaris_chr6.trna3024-LysCTT (13067063-13066991)  Lys (CTT) 73 bp  Sc: 33.48 
ATCTGGCTGGTTCAGTTGGTAAAGTATGTGAATCTTAATTTCAGCGTCATGGGTTTGAGC 
CCCATGTTGGATG 
>Canis_familiaris_chrX.trna119-LysCTT (6372555-6372627)  Lys (CTT) 73 bp  Sc: 33.60 
ACCTGGCTGGCTCAGTCAGTGGAGCATGCGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCTACGTTGGGTG 
>Canis_familiaris_chr7.trna1109-LysCTT (65379311-65379383)  Lys (CTT) 73 bp  Sc: 33.62 
ACCTGATTGGCTCAGTCAGTGGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr11.trna460-LysCTT (25807397-25807470)  Lys (CTT) 74 bp  Sc: 33.90 
ACCTGGCTGGCTCAGTTGCTAACGCATGCAACTCTTGATTTCAAGAGTTGTGAGTTCAAG 
TCTCACGTTGGGTG 
>Canis_familiaris_chr6.trna2741-LysCTT (25133540-25133468)  Lys (CTT) 73 bp  Sc: 34.04 
GCCTGGCTAGCTTAGTGAGTAGAGCATGAAACTCTTGGTCTCGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTT 
>Canis_familiaris_chr18.trna952-LysCTT (54057284-54057355)  Lys (CTT) 72 bp  Sc: 34.37 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGATTCTTGATCTCAGGTTGTGAGTTCAACCC 
CTATGTTGGGTA 
>Canis_familiaris_chr11.trna1265-LysCTT (69859467-69859539)  Lys (CTT) 73 bp  Sc: 35.11 
ACCTGGCTGGCTCAGTATGTAAAGCATGTGACTCTTGATCCTGGGGTTATGAGTTCAAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr19.trna1147-LysCTT (33351279-33351207)  Lys (CTT) 73 bp  Sc: 35.18 
ACCTGACTGGCTCAGTTGATGAAGCATGCGACTCTTGATCTCAGAATTGTAGGTTCAAGT 
CCCACGTTGGGTA 
>Canis_familiaris_chr6.trna272-LysCTT (13134223-13134294)  Lys (CTT) 72 bp  Sc: 35.24 
ACCTGGCTGGTTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGCTGTGAGTTCAAGCC 
CCATGTTGGGTG 
>Canis_familiaris_chr2.trna1933-LysCTT (80724617-80724545)  Lys (CTT) 73 bp  Sc: 35.25 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTTGGGGTTTTGAGTTCAAGC 
CCCAAGCTAGGTA 
>Canis_familiaris_chr26.trna401-LysCTT (18970101-18970173)  Lys (CTT) 73 bp  Sc: 35.31 
ACCTGGCTGGCTTAGTCGGTAGAGCATGTGACTCTTGATCTTGGCCTTGTGAGTTCCAGC 
CTCACACTGGGTG 
>Canis_familiaris_chr24.trna465-LysCTT (26005936-26006007)  Lys (CTT) 72 bp  Sc: 35.33 
GCCTGGCTGGCTCAGTTGGTAAAGCATGTGACTCTTCATTTTGGGTTATGTGTTCAAACC 
CCATGTTGGGTA 
>Canis_familiaris_chr29.trna533-LysCTT (35354211-35354283)  Lys (CTT) 73 bp  Sc: 35.34 
ACCTGACTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTAGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr17.trna1957-LysCTT (22108437-22108365)  Lys (CTT) 73 bp  Sc: 35.44 
GCCTGGCTGGCTCAGTAGATACAGCCTGTGACTCTTGATTTTGAGGTCATGAGTTCAAGT 
CCCATGTTGGGTA 
>Canis_familiaris_chr33.trna559-LysCTT (33752478-33752550)  Lys (CTT) 73 bp  Sc: 35.49 
GCCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTTATCTTAGGGTTGTGAGTTCCAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr11.trna1888-LysCTT (53337453-53337381)  Lys (CTT) 73 bp  Sc: 35.53 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGGTCTCAGAGTCATGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr6.trna1562-LysCTT (72818982-72819054)  Lys (CTT) 73 bp  Sc: 35.58 
ACCCAGTTAGCTCAGTCCGTGGAGCGTGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr32.trna28-LysCTT (3899169-3899241)  Lys (CTT) 73 bp  Sc: 35.69 
ACCTGCCTGGCTCAGTCCGTGGAGCATGGGACTCTTGATCTCAGAGTTGTGGGTTTGAAC 
CCCATGTTAGGTG 
>Canis_familiaris_chr20.trna2504-LysCTT (5911159-5911087)  Lys (CTT) 73 bp  Sc: 35.77 
ACCTGGCTGGCTCAGTTGGTGGAGTATGTGACTCTTGATCTCAGAACTGTGGGTTTGAGC 
CCCACATTGGGTT 
>Canis_familiaris_chr15.trna825-LysCTT (43838375-43838447)  Lys (CTT) 73 bp  Sc: 36.10 
ACCTGGCTGGCTTAGTTGGTGGAGCATGGAGCTCTTGATACCAGGGTTGTGAGTTCTAGT 
CCCATGTTGGGTA 



>Canis_familiaris_chr20.trna576-LysCTT (35745901-35745973)  Lys (CTT) 73 bp  Sc: 36.31 
ACTTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCCCACACTTGTGAGTTTGAAC 
CCCGTGTTGGGTA 
>Canis_familiaris_chr15.trna996-LysCTT (53787791-53787863)  Lys (CTT) 73 bp  Sc: 36.39 
ACCTGGCTGGCTCAGTCAGTGGAGCTTGCGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr20.trna467-LysCTT (28963761-28963833)  Lys (CTT) 73 bp  Sc: 36.44 
GCCTGGCTGGCTCAGTTGGTAGAGTACATGACTCTTGATCTTGGAGTTGTGAGGTTGAGC 
TTCATGTTGGGTG 
>Canis_familiaris_chr21.trna646-LysCTT (43094803-43094875)  Lys (CTT) 73 bp  Sc: 36.52 
ACCTGGCTGGCTCAGGTGGAAGAGCATGGGACTCTTGATCTCGGGGCTGTGAGTTTAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr31.trna152-LysCTT (16922803-16922875)  Lys (CTT) 73 bp  Sc: 36.57 
GCCTGGCTGGCTCAGTCAGTGGAACATGCGACTCTTAATCTCAGGGCTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr24.trna839-LysCTT (40927359-40927431)  Lys (CTT) 73 bp  Sc: 36.61 
GCCTGGCTGGCTCAGTTGGTGGACCATGTGACTCTTTATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr15.trna396-LysCTT (19175425-19175497)  Lys (CTT) 73 bp  Sc: 36.62 
ACCTAGCTGGTTCAGTCAGTGGAACATGTGACTCTTGATCTCGGGATTGTGAGTTCAAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna2626-LysCTT (117039139-117039058)  Lys (CTT) 82 bp  Sc: 36.64 
GCCTGGCTGGCTCATTCGGTAGAGCACGGGGCTCTTGATCTCCCGGTTGGTCCCGTTGTG 
AGTTCAAGCCCCATGTTGGGTA 
>Canis_familiaris_chr14.trna133-LysCTT (11028474-11028546)  Lys (CTT) 73 bp  Sc: 36.71 
ACCCGGCTGGCTGAGTTGGTAGAGCTTGAAACTCTTGATCTTGGAGTCGTAGGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr5.trna1142-LysCTT (57843831-57843903)  Lys (CTT) 73 bp  Sc: 36.78 
GCCTGGCTTGCTCAGTTGTTAAAGCATGGGACTCTTAGTCCCAGGATTGTGAGTTCAAGC 
CCCGTGCTGGGTG 
>Canis_familiaris_chr12.trna1354-LysCTT (70257211-70257139)  Lys (CTT) 73 bp  Sc: 36.90 
CACTGATTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGAGTTGTGAGTTTGAGC 
CTCATGTTGATGG 
>Canis_familiaris_chr23.trna432-LysCTT (29578347-29578419)  Lys (CTT) 73 bp  Sc: 37.14 
GCCTGACTGGCTTAGTTGGAAGAGCATGTGATTCTTGATCTCAGGATTGTGAGTTTGAGC 
CCTATGTTAGGTG 
>Canis_familiaris_chrUn.trna271-LysCTT (54978622-54978694)  Lys (CTT) 73 bp  Sc: 37.28 
GCCTGGCTGGCTCAGTCAGTGGAGTGTGCGACTCTTGATCTCAGGATTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr4.trna885-LysCTT (54150736-54150808)  Lys (CTT) 73 bp  Sc: 37.42 
GTCTGGCTGGCTTAGTAGGAAGAGCATGCAACTCTTGATTTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr32.trna531-LysCTT (35092450-35092522)  Lys (CTT) 73 bp  Sc: 37.58 
ACCTGGCTGGCTCAGCTGGAGGACCATGTGACTCTTGATCTTAAAGTCATGGGTTTGAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr36.trna565-LysCTT (32951261-32951333)  Lys (CTT) 73 bp  Sc: 37.61 
TCCTGGCTGGCTCAGTCAATAGAGCATGGGATTCTTGATCTTGGGGTTATGGGTTCGAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr22.trna393-LysCTT (30660873-30660945)  Lys (CTT) 73 bp  Sc: 37.69 
ACCTGGTTGGCTCGGACAGTAGAGCTTGTGATTCTTGATCTTGGGGTCATGGGTTCAAAT 
CCCATGTTGGGTG 
>Canis_familiaris_chr7.trna257-LysCTT (17141989-17142061)  Lys (CTT) 73 bp  Sc: 37.69 
ACCTGATTAGCTCATTTGGAAGAGCACGTGACTCTTGATCTTGGGGTCGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr25.trna440-LysCTT (29358947-29359019)  Lys (CTT) 73 bp  Sc: 37.79 
GCCTGGCTGGCTCAGTCTGTAGAGCATGTGGCTCTTGATCTCAGAGTCATGAGTTCGAGC 
TCCATGTTGGGTA 
>Canis_familiaris_chr1.trna2163-LysCTT (117003006-117003078)  Lys (CTT) 73 bp  Sc: 37.91 
ACCTGGTTGGCTCAGTCGAAAGAGCATGTGACTCTTGATCTCAGGTTCGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr8.trna2046-LysCTT (41091914-41091842)  Lys (CTT) 73 bp  Sc: 38.13 
GCTTGGCTGGCTCAGTTGGTGGAGCATGGAACTCTTGATCTCAGGGTTGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna2891-LysCTT (109980712-109980640)  Lys (CTT) 73 bp  Sc: 38.15 
ACCTGGTTGGCTCAGTCGGTAGAGCATGCGAGTCTTGATTTCAGGGCTGTGAGTTCAAGT 
TTCACATTGGGGG 
>Canis_familiaris_chr7.trna1682-LysCTT (70074617-70074545)  Lys (CTT) 73 bp  Sc: 38.20 



ACTTGGTTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCGGGGTCATGAGTTCAAAG 
CTCAtgttgtGTA 
>Canis_familiaris_chr5.trna65-LysCTT (7864381-7864453)  Lys (CTT) 73 bp  Sc: 38.21 
GCCTGGCTTGTTCAGTGGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGCTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr30.trna1759-LysCTT (3869774-3869702)  Lys (CTT) 73 bp  Sc: 38.22 
GGCTGGCTGGCTCAATTGGTGGAGCACGCAACTCTTGATTTCGGGTTTGTGGGTTCAAGT 
CCCACGCTGGGTG 
>Canis_familiaris_chr14.trna482-LysCTT (36221221-36221293)  Lys (CTT) 73 bp  Sc: 38.23 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAGACTCTTGATCATGGAGTTGTGAGTTTGAGC 
CCCATGTCAGGCG 
>Canis_familiaris_chr9.trna3081-LysCTT (7585067-7584998)  Lys (CTT) 70 bp  Sc: 38.26 
ACCTGGCTGGCTTAGTCGGTGGAGTGTGTGACTCTTGATCTCGTTGTGGGTTCAAGCCCC 
ATGTTGGGTG 
>Canis_familiaris_chr2.trna2250-LysCTT (71059227-71059155)  Lys (CTT) 73 bp  Sc: 38.27 
GCCCAACTGGTTCAGTTGGTGGAGTGTGTGATTCTTGATCTCGGGGCTGTTGGTTCGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr13.trna336-LysCTT (24738708-24738783)  Lys (CTT) 76 bp  Sc: 38.34 
ACCTGGCTGGCTCAGTTGGTGGAGTGAGTGGAAGACTCTTGATCTTAGGATGTGGGTTCA 
AGCCTCATGTTGGGTG 
>Canis_familiaris_chr5.trna846-LysCTT (43537501-43537573)  Lys (CTT) 73 bp  Sc: 38.38 
ACCCGGCTTGCTCAGTCGGTAGAGCACGAAACTCTTGATCTCGGGAGTGTGAGCTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr27.trna1861-LysCTT (4548316-4548244)  Lys (CTT) 73 bp  Sc: 38.65 
GCCTGGCTGGCTCAGTGGGGAGAGCATGTGACTCTTCATCTTGGGGTTGTAAGTTTGAGC 
CCTACGTTGGGCA 
>Canis_familiaris_chr2.trna2120-LysCTT (75187986-75187914)  Lys (CTT) 73 bp  Sc: 38.73 
GCCTGGTTCATTCAGTTGGTAAAGTAGGCGACTCTTGATCTCCAGGTTGTGAGTTCGAGC 
CTCACGTTGGGTG 
>Canis_familiaris_chr32.trna713-LysCTT (35755972-35755900)  Lys (CTT) 73 bp  Sc: 38.85 
ACCTGGCTGGCTCAGTTGGAAGAGTGTGTGACTCTTGATCTCAGAGTTATGAGTTCGAAC 
TCTGTGTTAGGTG 
>Canis_familiaris_chrX.trna4851-LysCTT (38174145-38174072)  Lys (CTT) 74 bp  Sc: 39.01 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCGGGGATTGTAGGTTTGAG 
TCCCATGCTGGGTG 
>Canis_familiaris_chr8.trna393-LysCTT (29758643-29758714)  Lys (CTT) 72 bp  Sc: 39.02 
ATCTGGCTGGCTCAGTTGGCAGAACATGTGACTCTTGATCCCAGGTTGTGGGTTTGAGCC 
CCATGCTGGGTA 
>Canis_familiaris_chrX.trna1217-LysCTT (41707098-41707170)  Lys (CTT) 73 bp  Sc: 39.13 
ACCTGGCTGTCTCAGTCAGTGGAGCATGTGACTCTTGATCTCGGGGTTGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr2.trna2706-LysCTT (48166963-48166891)  Lys (CTT) 73 bp  Sc: 39.23 
GCCTGGCTGGCTCAGTCGGAAGAGCATGCAACTCTTGATTTTGGGGTTGTGAGTTCAAGC 
CCCATGTTAGGTG 
>Canis_familiaris_chr12.trna2032-LysCTT (27344345-27344273)  Lys (CTT) 73 bp  Sc: 39.29 
ATCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr33.trna703-LysCTT (31071592-31071520)  Lys (CTT) 73 bp  Sc: 39.64 
GCCTAGCTGGTTCAATCGGTAGAGCACGCGACTCTTGATCTTGGGGTCATGAGTTCAGGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr32.trna538-LysCTT (35327027-35327098)  Lys (CTT) 72 bp  Sc: 39.69 
GCCTGGCTGGCTCAGTGGGGGAGCATGAAACACTTGATCTCAAGGTAATGAGTTCAAGCC 
TCATGTTGGGTG 
>Canis_familiaris_chr24.trna1238-LysCTT (38946954-38946882)  Lys (CTT) 73 bp  Sc: 39.71 
ACCTGGCTGGTTCAGTTGGTGGAATGTGTGACTCTTGATCTCGGGGTTGTAAGTTTGAGC 
CCTATGTCGGGTG 
>Canis_familiaris_chr7.trna2457-LysCTT (26439333-26439261)  Lys (CTT) 73 bp  Sc: 39.73 
ATCTGGCTGGCTCACTTGGTAGAGCATGTGACTCTTGATCTCAGGGTGATGAGTTCAAGC 
CCCGTGCTGGGTA 
>Canis_familiaris_chr10.trna1008-LysCTT (50292608-50292680)  Lys (CTT) 73 bp  Sc: 39.85 
ACCTGGCTGGCTCAGTTGGTGGAGTGTGCAACTCTTGCTTTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr2.trna887-LysCTT (54057697-54057769)  Lys (CTT) 73 bp  Sc: 39.89 
GCCTGGCTGGCTCAGTCAGTAGAGCATAGAACTCTTGATCTTGAGGTTGTGAGTTTGAGT 
CCCACGTTGGGTG 
>Canis_familiaris_chr3.trna2197-LysCTT (50200791-50200719)  Lys (CTT) 73 bp  Sc: 39.99 
GTCTGGCTGGCTCAGTAGGAAGAACATGAGACTCTTGATCTTAGAGTCATGAGTTCAACC 



CTCATGTTGGGTG 
>Canis_familiaris_chr14.trna1173-LysCTT (51651738-51651666)  Lys (CTT) 73 bp  Sc: 40.03 
GCCTGGCTGGCTCAGTCGGTGGAGCGTGGGACTCTTGATCTCCGGGTCGTGAGTTTGAGC 
CTCATGTTTGGTG 
>Canis_familiaris_chr9.trna1201-LysCTT (47691133-47691205)  Lys (CTT) 73 bp  Sc: 40.10 
ACCTGGCTGGCTCAGTTGGGGGAGCATGTGACTCTTGATCTTGGGGTTGTGGGTTGAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr16.trna1361-LysCTT (37124613-37124541)  Lys (CTT) 73 bp  Sc: 40.33 
ACTTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCGGTGTCATGAGTTCAAGC 
CCCATGTTAGGTG 
>Canis_familiaris_chr9.trna2395-LysCTT (35799503-35799432)  Lys (CTT) 72 bp  Sc: 40.38 
ACCTGGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCGGATCATGGGTTTGAGCC 
CCATGTTGGGGG 
>Canis_familiaris_chr37.trna322-LysCTT (19171999-19172072)  Lys (CTT) 74 bp  Sc: 40.52 
ACCTGGCTGGCTCAATTGGAAGAGTGTGTGACTCTTGATCTTGGGGGTTGTGAGTTCAAG 
CCCCACGTTGGGTG 
>Canis_familiaris_chrX.trna5866-LysCTT (4941740-4941668)  Lys (CTT) 73 bp  Sc: 40.55 
GCCTGGCTGGCTCAGCTGGTGAAGCATGTGACTCTTAATCTCAGAGTTTTGGGTTCAAAC 
CTCACGTTAGGTA 
>Canis_familiaris_chr5.trna3413-LysCTT (12435242-12435170)  Lys (CTT) 73 bp  Sc: 40.56 
GCTTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCCAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr23.trna529-LysCTT (35757431-35757503)  Lys (CTT) 73 bp  Sc: 40.58 
ATCTGACTGGCTCAGTTGTTAGAGCATGTGACTCTTGGTCTTGAGGTGGTGAGTTCAAAC 
CTCATGTTGGATA 
>Canis_familiaris_chr1.trna2875-LysCTT (110442590-110442518)  Lys (CTT) 73 bp  Sc: 40.58 
ACCTGGCTGGCTCAGTTGGAAGATCATGCGACTCTTGATCTCGGGACTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr5.trna432-LysCTT (26765656-26765728)  Lys (CTT) 73 bp  Sc: 40.59 
GCCTGGCTGGTTCAGTCAGAAAAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr25.trna1714-LysCTT (12365623-12365551)  Lys (CTT) 73 bp  Sc: 40.70 
ACCTGGCTGGCTTAGTCAGTAGAGCATGAGACTCTTGATCTTGGGGTTGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chrX.trna947-LysCTT (34886215-34886287)  Lys (CTT) 73 bp  Sc: 40.77 
ACCTGGCCGGCTCAGTTGGAAGAGTGTGAAACTCTTAATCTCAGTGTCGTGAGTTCAAGC 
CTTATGTTGGGTG 
>Canis_familiaris_chr15.trna444-LysCTT (21071973-21072045)  Lys (CTT) 73 bp  Sc: 40.78 
ATCTGACTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr35.trna368-LysCTT (20082600-20082672)  Lys (CTT) 73 bp  Sc: 40.83 
GCCTGGCTGGCTCAGTCAGTACAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CTCATGCTGGGTA 
>Canis_familiaris_chr22.trna112-LysCTT (8518919-8518991)  Lys (CTT) 73 bp  Sc: 40.86 
ACCTGGCTGGCTCAGCTGGAGGAGTATGAGGCTCTTGATCTTGGGGTCGTGAGTTCAAGC 
CTCACACTGGGTG 
>Canis_familiaris_chr29.trna1116-LysCTT (18128485-18128413)  Lys (CTT) 73 bp  Sc: 40.91 
GCTTGGCTGGTTCAGTCAGTAGAGCATGTGATTCTTGATCTCAGGGTTATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr27.trna15-LysCTT (3951804-3951877)  Lys (CTT) 74 bp  Sc: 40.93 
GCCTGGCTGGCTCAGTTGGGAGAGCCTGGAACTCTTGATCTCAGGGGTCATGAGTTCAAA 
CCCCATGTTGGGTG 
>Canis_familiaris_chr5.trna1609-LysCTT (81840979-81841051)  Lys (CTT) 73 bp  Sc: 40.97 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTTTGAGTTCCAGC 
CCCAGGTTGGGTA 
>Canis_familiaris_chr18.trna1495-LysCTT (39155797-39155725)  Lys (CTT) 73 bp  Sc: 41.00 
GCCTGGCTGGCTCAGTCGGGGGAGCATGTGACTCTTGATCTCAGGGTTATGAGTTCGAGT 
TCCATGTTGGGTG 
>Canis_familiaris_chr5.trna414-LysCTT (25745652-25745724)  Lys (CTT) 73 bp  Sc: 41.01 
ACCTGACTGGCTCAGCAGGTAGAGCGTGGGACTCTTAATATCAGGGTCATGAGTTCAAGC 
CTTATGTTGGGCA 
>Canis_familiaris_chr30.trna168-LysCTT (12431780-12431852)  Lys (CTT) 73 bp  Sc: 41.14 
GCCTGGCTGGCTTAGTCAGGGGAGCATGCGACTCTTGATCTTGGGGTCATGGGTTCGAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr34.trna9-LysCTT (3616467-3616539)  Lys (CTT) 73 bp  Sc: 41.16 
ACCTAGCTGGTTCAGTAGGAAGAGCATGGGACTCTTGATCTCAGAGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 



>Canis_familiaris_chr3.trna852-LysCTT (56483749-56483821)  Lys (CTT) 73 bp  Sc: 41.19 
GCCTGGCTGGCTCAGTTGGAAGAGCCTGTAACTCTTGATCGCAGGTTTGTGGGTTCGAGC 
CCCATGCTGGCTG 
>Canis_familiaris_chr6.trna253-LysCTT (12644517-12644589)  Lys (CTT) 73 bp  Sc: 41.20 
ACCTGGCTGGTTCAGTCAGAAGAGCATGTGATTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr22.trna122-LysCTT (8700167-8700239)  Lys (CTT) 73 bp  Sc: 41.24 
GCCTGGTTGGCTCAGTCTGTAGAGCATACAACTCTTGATTGTAGGGTGGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr24.trna349-LysCTT (22553826-22553898)  Lys (CTT) 73 bp  Sc: 41.43 
GCCTGGCTGGCTCAGTGGGTGGAGCCTGGGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGATG 
>Canis_familiaris_chr38.trna576-LysCTT (19901563-19901491)  Lys (CTT) 73 bp  Sc: 41.45 
GCCCAGCTGGCTCAGTCAGAAGAGTACACAACTCTTGATTTTGGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr20.trna690-LysCTT (42007334-42007406)  Lys (CTT) 73 bp  Sc: 41.50 
GTCTGGCTGGCTCAGTCAGTAGAGCATGTGAGTCTTGATCTTGAGGTTGTGAGTTCAAGC 
CCCACGTTGGACG 
>Canis_familiaris_chr20.trna897-LysCTT (47689882-47689954)  Lys (CTT) 73 bp  Sc: 41.54 
GCCTGGCTGGCTCAGTGGGTGGAGCATGTGGCTCTTGATCTCAGGGTGGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr16.trna1712-LysCTT (17566855-17566783)  Lys (CTT) 73 bp  Sc: 41.66 
GCCTGGCTGGCTCAGTTGGAAGAGCCTGTGGTTCTTGATCTCGGAGTCATGAGTTCAAGC 
CCCATGTTAGGTA 
>Canis_familiaris_chr15.trna939-LysCTT (51431728-51431800)  Lys (CTT) 73 bp  Sc: 41.67 
ACCTAGCTGGCTCAGGTGGTGGAGCATGTGACTCTTGATCTTGAGATTGTGGGTTCAAGC 
CTCATGTTGGGTA 
>Canis_familiaris_chr12.trna1113-LysCTT (68530259-68530331)  Lys (CTT) 73 bp  Sc: 41.69 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTTGAGT 
CTCATGTTGGGTG 
>Canis_familiaris_chr9.trna513-LysCTT (22700725-22700797)  Lys (CTT) 73 bp  Sc: 41.88 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGGTCTCGGGGTTGTGGGTTTGAAT 
CCCACATTGGGTG 
>Canis_familiaris_chr14.trna1703-LysCTT (19040462-19040390)  Lys (CTT) 73 bp  Sc: 41.89 
ACCTGGCTGGCTCAGTTGAAAGAGCATGTGACTCTTGATCTTAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr24.trna539-LysCTT (28274876-28274948)  Lys (CTT) 73 bp  Sc: 42.04 
ACCTAGCTGGCTCAGTTGGTGGAGTGTGTGACTCTTGATCTCGGGGTCATGAGTACAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna4484-LysCTT (58052398-58052326)  Lys (CTT) 73 bp  Sc: 42.07 
ACCTGGCTGGCTCATTTTGTAGAGCATGTGATTCTTGATCTCAGGATCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr19.trna309-LysCTT (22597093-22597165)  Lys (CTT) 73 bp  Sc: 42.10 
GCCTGGCTGGTTCAGTTGGTGGAGCATGTGACTCTTGATCTTGAGGTCATGAGTTTGAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chr32.trna249-LysCTT (14968986-14969058)  Lys (CTT) 73 bp  Sc: 42.18 
GCCTGGCTGGCTCAGCTGGTGGAGTATGAGGCTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGTTAGGTG 
>Canis_familiaris_chr16.trna79-LysCTT (9222843-9222915)  Lys (CTT) 73 bp  Sc: 42.20 
ACCTGGCTGGCTCAGTTGGAAGAGTGTGTGGCTCTTGATCTCAGAGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr9.trna270-LysCTT (14136427-14136500)  Lys (CTT) 74 bp  Sc: 42.20 
GCCTGGCTGGTTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGGTCATGAGTTCAAA 
ACTTATGTTGGGTA 
>Canis_familiaris_chr7.trna791-LysCTT (43134881-43134953)  Lys (CTT) 73 bp  Sc: 42.20 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTTGGGGTTATAGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr19.trna1021-LysCTT (41620877-41620805)  Lys (CTT) 73 bp  Sc: 42.21 
GCCTGGCTAGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCGGGGTCATGGGTTCTAGC 
CCCAAGTTGGGTG 
>Canis_familiaris_chr7.trna894-LysCTT (47393065-47393137)  Lys (CTT) 73 bp  Sc: 42.24 
ACCTGGCTGGTTCAGTGGGTGGAGCGTGCGACTCTTGATCTCAGtgttgtGAGTTCAAGC 
CTCACACCGGGTA 
>Canis_familiaris_chr26.trna1126-LysCTT (30992408-30992336)  Lys (CTT) 73 bp  Sc: 42.37 
ACCTGGCTGGCTCAGTCAGTACAGCATGCGACTCTTGATCTCGGGGTCATGAGTTCAAGC 
CCCATGTTAGGTG 
>Canis_familiaris_chr18.trna787-LysCTT (45643528-45643600)  Lys (CTT) 73 bp  Sc: 42.43 



GCCTAGCTGGCTCACTTGGAAGAGCGTGTGACTCTTAATCTTGGGGTCATGAGTTTGAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr9.trna580-LysCTT (24414936-24415008)  Lys (CTT) 73 bp  Sc: 42.57 
GCCTGGCTGGCTCAGTGGGTGGAGTATGTGACTCTTGATCTCGGGGTTGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr12.trna1373-LysCTT (69122246-69122174)  Lys (CTT) 73 bp  Sc: 42.75 
GTCTGGCTGGCTCAGTTGCTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr31.trna1155-LysCTT (17163786-17163714)  Lys (CTT) 73 bp  Sc: 43.05 
GCCTGGCTGGCTCAATCAGTGGAGCATGTGATTCTTGATCTCAGGATTGTGGGTTCAAAT 
CCCACATTAGGTG 
>Canis_familiaris_chr15.trna1977-LysCTT (21608593-21608521)  Lys (CTT) 73 bp  Sc: 43.07 
GCCTGGATGGCTCAGTCTGTTGAGCTTGGGACTCTTGATCTCAGGGCTGTAGGTTCGAGC 
CCTACATTGGGTG 
>Canis_familiaris_chr18.trna23-LysCTT (4230371-4230443)  Lys (CTT) 73 bp  Sc: 43.11 
GCTTGGCTGGCTTAGTCAGTAGAGCATGTGACTCTTAATCTCAGGGTTGTGAGTTCCAAC 
CCCATGTTGGGCA 
>Canis_familiaris_chr6.trna2360-LysCTT (40146237-40146165)  Lys (CTT) 73 bp  Sc: 43.14 
GTCTGGCTGGCTCAGTTAGAAGAGCATATGACTCTTAATCTTAGGATCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr26.trna252-LysCTT (12647846-12647918)  Lys (CTT) 73 bp  Sc: 43.15 
ACCTGGCTGGCTCAGTCAGTAGAGCATGAAACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CTCATCTTGGGTG 
>Canis_familiaris_chr21.trna671-LysCTT (44479022-44479094)  Lys (CTT) 73 bp  Sc: 43.15 
ACCTGGCTGGCTCAGTTGGAAGAGCGTGGGACTCTTAATCTTGGGGTTGTGAGTTCCAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr24.trna1119-LysCTT (43486043-43485970)  Lys (CTT) 74 bp  Sc: 43.23 
ACCTGGCTGGCTCAGTCAGAAGAGCATGAGACTCTTAATCTCTGGGGTCATGAGTTCGAG 
CCCCATGTTGGGTG 
>Canis_familiaris_chr4.trna2734-LysCTT (11503012-11502939)  Lys (CTT) 74 bp  Sc: 43.26 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGGTCATGAGTTCGAG 
CCCCATGTTGGGTG 
>Canis_familiaris_chr22.trna589-LysCTT (47077927-47077999)  Lys (CTT) 73 bp  Sc: 43.30 
GCCTGGCTGGCTCAGTCAGAGGAGCGTGTGACTCTTGTTCTCAGGGTCATGAGTTCGAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr4.trna2404-LysCTT (27698983-27698911)  Lys (CTT) 73 bp  Sc: 43.35 
ACCTGGCTGGCTCAGTCAGTGGAGCATGTGACTCTTAATTTCAGGGTCGTGGGTTCAAGC 
CCCGTGTTGGGTG 
>Canis_familiaris_chr10.trna2841-LysCTT (3993553-3993481)  Lys (CTT) 73 bp  Sc: 43.37 
ACCTGGCTGGCTCAGTCAGTAGAGCATGCGATTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr17.trna341-LysCTT (23812008-23812080)  Lys (CTT) 73 bp  Sc: 43.47 
GCCTGGCTGGTTTAGTCAGTAGAGCATGTGACTCTTGATCTCAGtgttgtGAGTTCAAGC 
CCCACGTTGGGCA 
>Canis_familiaris_chr22.trna1090-LysCTT (51162251-51162179)  Lys (CTT) 73 bp  Sc: 43.53 
GCCTGGCTGGCTCAGTCGGAGGAGCATGAGACTCTTGATCTCGGGGTTGTGAGCTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr22.trna1711-LysCTT (4892541-4892469)  Lys (CTT) 73 bp  Sc: 43.56 
GCCTGGCTGGCTCAGTTTGAAGAGCGCGAGATTCTTGATCTTGGGATCATGAGTTAGAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr18.trna1799-LysCTT (21548054-21547982)  Lys (CTT) 73 bp  Sc: 43.63 
GCTTGGCTGGCTCAGCTGGAAGAGCATGTGACTCTTGATCTCAGGGTGATGAGTTTGAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chr9.trna2975-LysCTT (11836899-11836827)  Lys (CTT) 73 bp  Sc: 43.63 
GCTTGGCTGGCTCAGCTGGAAGAGCATGTGACTCTTGATCTCAGGGTGATGAGTTTGAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chrUn.trna547-LysCTT (52441870-52441798)  Lys (CTT) 73 bp  Sc: 43.63 
GCTTGGCTGGCTCAGCTGGAAGAGCATGTGACTCTTGATCTCAGGGTGATGAGTTTGAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chr1.trna3557-LysCTT (82110654-82110582)  Lys (CTT) 73 bp  Sc: 43.65 
GCCTGGCTGGCTCAGTCGGTGGAGTGTGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGTTAGGTG 
>Canis_familiaris_chr11.trna2423-LysCTT (20980610-20980538)  Lys (CTT) 73 bp  Sc: 43.66 
ACTTGGCTGGCTCAGTTGGCAGAGTTTGTGATTCTTGATCTCAGGATTGTAGGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr29.trna1143-LysCTT (16193366-16193294)  Lys (CTT) 73 bp  Sc: 43.77 
ACCTGGCTGGCTCATTTGGTGGAGTGTGCGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 



CCCACGTTGGGTA 
>Canis_familiaris_chr8.trna2511-LysCTT (13527232-13527160)  Lys (CTT) 73 bp  Sc: 43.77 
TCCTGGCTGGCTCAGTCGGTAGAGTTTGTGACTCTTAATTTCAGGGTCATGAGTTCAAGC 
CCTATGTTGGGGG 
>Canis_familiaris_chr9.trna2345-LysCTT (37100754-37100682)  Lys (CTT) 73 bp  Sc: 43.78 
ACTTGGCTGGCTCAGCTGGAAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr14.trna1845-LysCTT (9780633-9780561)  Lys (CTT) 73 bp  Sc: 43.78 
ACCTGGCTGGCTCAGTTGGTGGAGCTTTGGACTCTTGATCTAGAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr14.trna1878-LysCTT (8801562-8801490)  Lys (CTT) 73 bp  Sc: 43.82 
ACCTGGCTGGCTCAGTCGGTGGAGCATGCGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCCTGTTGGGTG 
>Canis_familiaris_chr21.trna620-LysCTT (41709895-41709967)  Lys (CTT) 73 bp  Sc: 43.87 
TCTTGGCTGGCTCAGTTGGAAGAGCACGTGACTCTTGATCTTGGGGCTGTGAGTTCAAGT 
CCCACGCTAGGGG 
>Canis_familiaris_chr13.trna1628-LysCTT (26405936-26405864)  Lys (CTT) 73 bp  Sc: 43.93 
GCCTGACTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCGGGGTTGTGAGTTCAAGC 
CTCATCTTGGGTG 
>Canis_familiaris_chr26.trna380-LysCTT (17812584-17812656)  Lys (CTT) 73 bp  Sc: 43.98 
ACCTGGCTGGCTCAGTTGATAGAGCATGTGATTCTTGATCTCAGGGTTATGAGTTTGAGT 
CTCATGTTGGGCA 
>Canis_familiaris_chr3.trna1253-LysCTT (82472667-82472739)  Lys (CTT) 73 bp  Sc: 44.00 
GCCTGGCTGGCTCAGTTAGTAGAGCATGGGACTCTTGATCTCAGGATTATGAGTTCAAGC 
CCCATGTTGGGTT 
>Canis_familiaris_chrX.trna3549-LysCTT (106116993-106116921)  Lys (CTT) 73 bp  Sc: 44.04 
ATCTGGCTGGCTCAGTTGGTGAAGCATGTGACTCTTGATCTCAGGATTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr9.trna521-LysCTT (23027232-23027304)  Lys (CTT) 73 bp  Sc: 44.08 
ACTTGCCTGGCTCAGTCAGTAGAGCATGTGACTCTTGCTCTCAAGGTCATGAGTTTGAGC 
CCCATGGTGGGTG 
>Canis_familiaris_chr16.trna225-LysCTT (15624394-15624466)  Lys (CTT) 73 bp  Sc: 44.08 
GCCTGGCTGGCTCAGTTGGTGAAGTGTGTGACTCTTGATCTCAGGGTTATGAGTTTGAGT 
CCCATGTCAGGTG 
>Canis_familiaris_chr7.trna809-LysCTT (44394287-44394359)  Lys (CTT) 73 bp  Sc: 44.22 
GTCTGACTGGCTCAGTCGGTAGGGCATGTGACCCTTGATCTTAGGGTCTTGAGTTTAAAT 
CTCAAGTTGGGCA 
>Canis_familiaris_chr6.trna2051-LysCTT (57447721-57447649)  Lys (CTT) 73 bp  Sc: 44.28 
GCCTAGTTGGCTTAGTCGGTGGAGCATGTGACTCTTGATTTCAGGGTTGTGGGTTAGAGC 
CCCACACTGGATA 
>Canis_familiaris_chr29.trna807-LysCTT (35698794-35698723)  Lys (CTT) 72 bp  Sc: 44.44 
ACCTGGCTGGCTTAGTTGGTGGAGCATGAGACTCTTGATCTCAGGTTGTGGGTTCAAGCC 
CTGCATTGGGTA 
>Canis_familiaris_chr5.trna888-LysCTT (44602054-44602126)  Lys (CTT) 73 bp  Sc: 44.52 
ACCTGGCTAGCTCAGTTGGAAGAGCCTGTGACTCTTGCTCTCAGAGTCATGAGTTCGAGC 
TCCATGTTGGGTG 
>Canis_familiaris_chr5.trna3023-LysCTT (34750886-34750814)  Lys (CTT) 73 bp  Sc: 44.56 
ACCTGGCTGGTTCAGTCAGAGGAGCCTGTGACTCTTGATCTCAAGGTTGTGGGTTCGAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr31.trna890-LysCTT (32414154-32414082)  Lys (CTT) 73 bp  Sc: 44.58 
ACCTGGTTGGCTCAGCTGGGAGAGCATGTGATTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr3.trna875-LysCTT (57137172-57137244)  Lys (CTT) 73 bp  Sc: 44.60 
GCCTGACTGGCTTAGTCAGTAGAGCATGTGACTCTTGATTTCAAGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr5.trna2928-LysCTT (37865538-37865466)  Lys (CTT) 73 bp  Sc: 44.65 
ACCTGGCTGGCTCAGTGGGTGAAGCCTGTGACTCTTGATCTCAAGGTTATGAGTTCAAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr14.trna1581-LysCTT (27435270-27435198)  Lys (CTT) 73 bp  Sc: 44.69 
GCCTGGCTGGCTCAGTTGGAAGAGCATGCTACTCTTGATGTCAGGGTCATGAGTTCCAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr23.trna1447-LysCTT (21879897-21879825)  Lys (CTT) 73 bp  Sc: 44.70 
ACCTGGCTGGCTCAATGGGTAGAGCATGTGAATCTTGATCTCAGGGCTGTGAGTTCGAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr8.trna818-LysCTT (50077409-50077481)  Lys (CTT) 73 bp  Sc: 44.71 
ACCTAGCTGGCTCACTTGGTGGAGCATGTGACTCTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 



>Canis_familiaris_chr37.trna979-LysCTT (9345532-9345460)  Lys (CTT) 73 bp  Sc: 44.77 
ACCTGGCTGGCTCAGTTGGTAGAGTGCAGGACTCTTGATCTTGAAGTTGTGAGTTCAAGC 
CTTGTGATGGGTG 
>Canis_familiaris_chr27.trna1127-LysCTT (41711980-41711908)  Lys (CTT) 73 bp  Sc: 44.86 
GCCTAGCTGGCTCAGTCGGTAGAGCCTGGGCCTCTTGATCTCAGGGTTGTGAGTTCCAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chrX.trna2796-LysCTT (119687323-119687395)  Lys (CTT) 73 bp  Sc: 44.98 
GCTTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGA 
CCCATGTTGAGTG 
>Canis_familiaris_chr3.trna2625-LysCTT (24159313-24159241)  Lys (CTT) 73 bp  Sc: 45.04 
ACCTGGCTGGCTCAGTCAGTAGAGCACATGACTCTTGATCTTGAGACTGTGGGTTCAAGC 
CCAATGTTGGGTG 
>Canis_familiaris_chr10.trna772-LysCTT (37379894-37379966)  Lys (CTT) 73 bp  Sc: 45.05 
ACCTGGCTGGCTCAGTCAGTAGAGCATGAAACTCTTGATCTTAGGGTTATGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr14.trna499-LysCTT (37796019-37796091)  Lys (CTT) 73 bp  Sc: 45.05 
ACCTGGCTGGCTCAGTTGGTAGAGCATGCTACTCTTGATGTCAGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr27.trna588-LysCTT (31098975-31099047)  Lys (CTT) 73 bp  Sc: 45.07 
GTCTGGCTGGCTCAGTTGGTAGAGCACGTGACTCTTGATTTTGGGGTTGTGAGTTCAAGG 
CCCACGTTGGATG 
>Canis_familiaris_chr8.trna894-LysCTT (52128919-52128991)  Lys (CTT) 73 bp  Sc: 45.16 
ATCTGGCTGGCTCATTTGGTAGAGCCTGTGACTCTTGATCACAGGGTTGTGAGTTTAAGC 
CCCATGTTGGATA 
>Canis_familiaris_chr26.trna1102-LysCTT (31716887-31716815)  Lys (CTT) 73 bp  Sc: 45.17 
ACCTGGCTGGCTCAGTTGTTAGAGTGTGTGACTCTTGATCTTGGGGTCATGAGTTCAAAC 
CTCATGTTGAGTG 
>Canis_familiaris_chr14.trna1086-LysCTT (57238709-57238637)  Lys (CTT) 73 bp  Sc: 45.32 
ACCTGGCTGGTTCAGTCAGTAGAGCATGTGATTCTTGATCTCAGGGTTATGAGTTCGAAC 
CCCATGTTGGGTA 
>Canis_familiaris_chr3.trna337-LysCTT (26779017-26779089)  Lys (CTT) 73 bp  Sc: 45.38 
ACTTGGCTGGCTCAGTTGGTGGAGCATGAGACTCTTGACCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr21.trna558-LysCTT (38789710-38789782)  Lys (CTT) 73 bp  Sc: 45.38 
ACCTGGCTGGCTCAGTCAGTAGGGCATGTGACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCTTGTTGGGTG 
>Canis_familiaris_chr9.trna557-LysCTT (23846348-23846420)  Lys (CTT) 73 bp  Sc: 45.40 
GCCTGGCTGGCTCAGTCAGTAGAGCATGTGAGTCTTGATCTCAGGGTCATGAGTTCAAGT 
CCCATGTTGGGTA 
>Canis_familiaris_chr21.trna1617-LysCTT (8861299-8861227)  Lys (CTT) 73 bp  Sc: 45.43 
GCCTGGCTGGCTCAGTTGGTGGAGCATATGACTCTTGATCTTGGGGTTGTGAGTTCAAGG 
CCCATGTTGGGCA 
>Canis_familiaris_chrX.trna3484-LysCTT (107996942-107996870)  Lys (CTT) 73 bp  Sc: 45.55 
ACCTGGCTGGCTCAGTCAATAGAGTGTGTGATTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr30.trna1559-LysCTT (13300342-13300270)  Lys (CTT) 73 bp  Sc: 45.59 
GCCTAGCTGGCTCAGTGGGAAGAGCATGCGATTCTTGATCTTAGGGTTTTGAGTTCGAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr20.trna1376-LysCTT (56610305-56610233)  Lys (CTT) 73 bp  Sc: 45.62 
ACCTGGCTGGTTCAATTGGTAGAGCATGTGACTCTTGATCTCAGGGTGGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr22.trna1008-LysCTT (53532277-53532205)  Lys (CTT) 73 bp  Sc: 45.63 
TCCTGGCTGGCTCAGTTGGTAAAGCATGTGACTCTTGTTCTCAGGGCCATGAGTTCAAGT 
TTCATGTTAGGCG 
>Canis_familiaris_chr11.trna1141-LysCTT (64135997-64136068)  Lys (CTT) 72 bp  Sc: 45.70 
ACCTGGTTGGCTCAGTCGGAAGAGTGTGCGACTCTTGGTCTCAGGTTGTGAGTTCAAGCC 
CCACATTGGGTG 
>Canis_familiaris_chrX.trna2175-LysCTT (95161216-95161288)  Lys (CTT) 73 bp  Sc: 45.78 
GCCTGGCTGGCTCAGTTGGAGGAGCGTGCAACTCTTGATTTCAGGGTCGTGGGTTTGAGC 
CCCACACTGGGCT 
>Canis_familiaris_chr2.trna2730-LysCTT (46065514-46065442)  Lys (CTT) 73 bp  Sc: 45.79 
ACCTGGCTGGCTCAGTCAGAAGAGCATGCGACTCTTGATCTCAGTGTCGTAGGTTCAAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr5.trna325-LysCTT (19302569-19302641)  Lys (CTT) 73 bp  Sc: 45.86 
GCCTAGCTGGCTCAGTCGGGGGAGCATGTGACTCTTGATCTCAGGGTCATCAGTTCAAAC 
CTCATGTTGGGTG 
>Canis_familiaris_chr5.trna1113-LysCTT (56936703-56936775)  Lys (CTT) 73 bp  Sc: 46.08 



ACCTGGCTGGCTCAGTTGGTTGAGTGTGTGACTCTTGATCTCGAGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr11.trna371-LysCTT (20882204-20882276)  Lys (CTT) 73 bp  Sc: 46.11 
ACCTGGCTGGCTCAGTTGGAGGAGCATGTGACTCTTGATCTCAGAGTTGTGAGTTCAAGC 
CTCATGTTGGGTA 
>Canis_familiaris_chr13.trna1244-LysCTT (50775026-50774954)  Lys (CTT) 73 bp  Sc: 46.14 
GCCTGGCTGGCTCAGTTGGTAGAGCACATGATTCTTGATTTTGGGGTTGTGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr32.trna727-LysCTT (35512249-35512176)  Lys (CTT) 74 bp  Sc: 46.19 
ACCTGGCTGGCTCAGTCAGAAGAGCATGTGACTCTTGATCTCAGGGGTCGTGAGTTCGAG 
CCTCATGTTGGGTG 
>Canis_familiaris_chr22.trna1707-LysCTT (4971905-4971833)  Lys (CTT) 73 bp  Sc: 46.40 
GCCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCAGTGTCATGAGTTCAAGC 
CTTATGTTGGGCA 
>Canis_familiaris_chr5.trna2006-LysCTT (83573913-83573841)  Lys (CTT) 73 bp  Sc: 46.43 
ACCTGGCTGGCTCAGTCAGTGGAGTGTAAGACTCTTGATCTTGGGGTTGTAGGTTCAAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr9.trna1172-LysCTT (46814961-46815033)  Lys (CTT) 73 bp  Sc: 46.47 
GCTTGGTTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGGTGTGAGTTCAAGC 
CCCACATTGGGCA 
>Canis_familiaris_chr15.trna225-LysCTT (11753289-11753361)  Lys (CTT) 73 bp  Sc: 46.50 
ACTTGGCTGGCTCAGTTGGTGGAGCATGAGACTCTTGATCTTAGGGTTGTGGGTTCAAGC 
CCCATGTTGGATG 
>Canis_familiaris_chr10.trna1718-LysCTT (57794839-57794767)  Lys (CTT) 73 bp  Sc: 46.52 
GCCTGGCTGGCTCAACTGGTGGAGCATGAGATTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna3487-LysCTT (85405692-85405620)  Lys (CTT) 73 bp  Sc: 46.52 
ACCTGGCTGGCTCAGTTGGTAGAGCGTGTGACTCTTGATCTTAGGATTGTGAGTTCAGTC 
CCCATGTTGGGTA 
>Canis_familiaris_chr10.trna2779-LysCTT (7266397-7266325)  Lys (CTT) 73 bp  Sc: 46.56 
ACCTGGTTGGCTCAGTTGGTAGAGCATGGGACTCTTGAGCTCAGGGCTGTGAGTTTGAGC 
CCCACACTGGGTG 
>Canis_familiaris_chr9.trna2797-LysCTT (18487825-18487754)  Lys (CTT) 72 bp  Sc: 46.66 
GCCTGACTGGCTCAGCTAGTAGAGCATGTGACTCTTGATCTCAGGTTGTGAGTTCAAGTC 
CCACGTTGGGTG 
>Canis_familiaris_chr27.trna689-LysCTT (37234685-37234757)  Lys (CTT) 73 bp  Sc: 46.79 
GCCCAGTTGGCTCAGATGTTGGAGCATGTGACTCTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCACATTGGGTG 
>Canis_familiaris_chr37.trna298-LysCTT (18102712-18102784)  Lys (CTT) 73 bp  Sc: 46.82 
GCCTGGCTGGTTCAGTTGGTAGAACATGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr20.trna614-LysCTT (36774218-36774290)  Lys (CTT) 73 bp  Sc: 46.89 
GCCTGGCTGGCTCAGTTGGTGGAGCATGCGACTCTTGATCTCAGAGTTGTGAGTTCAAGC 
CTCACATTGGGTA 
>Canis_familiaris_chr37.trna898-LysCTT (14176768-14176696)  Lys (CTT) 73 bp  Sc: 47.00 
GCCTGGCTGGCTCAGTTGGAAGAGCATGAGACTCTTGATTTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna2721-LysCTT (9937854-9937782)  Lys (CTT) 73 bp  Sc: 47.14 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 
CTCATGTTGGGGG 
>Canis_familiaris_chrX.trna1757-LysCTT (79721476-79721548)  Lys (CTT) 73 bp  Sc: 47.19 
ACCTGGCTGGCTTAGTTGGTAGAGCATGCAACTCTTGATTTCAGGGTTGTGAGTTTGAGT 
CTCATGTTGGGTG 
>Canis_familiaris_chr31.trna587-LysCTT (38672842-38672914)  Lys (CTT) 73 bp  Sc: 47.23 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGATTCTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCGTGTCGGGTG 
>Canis_familiaris_chr28.trna576-LysCTT (34517381-34517453)  Lys (CTT) 73 bp  Sc: 47.28 
GCCCGGCTGGCTTAGGGGGTAGAATGTGTGATTCTTGATCTCAGAGTTGTGGGGTCGAGC 
CCCACGCTGGGCA 
>Canis_familiaris_chr2.trna310-LysCTT (22543864-22543936)  Lys (CTT) 73 bp  Sc: 47.43 
GCCTGGCTGGCTCAGTCGGAAGAGCTTGTGACTCTTGATTTCAGGGTCATGGGTTCCAGC 
CCCATGTTTGGTG 
>Canis_familiaris_chr6.trna2687-LysCTT (26310055-26309983)  Lys (CTT) 73 bp  Sc: 47.44 
ACCTGGCTAGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTAGtgttgtGAGTTCAAGC 
CACATGTTAGGTG 
>Canis_familiaris_chr9.trna2627-LysCTT (25681848-25681776)  Lys (CTT) 73 bp  Sc: 47.52 
ACTTAGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTTGAGC 



CCCATGTTGAGTA 
>Canis_familiaris_chr28.trna363-LysCTT (19364351-19364423)  Lys (CTT) 73 bp  Sc: 47.79 
GCCTGGCTGGCTCAGTCGGAAGAGCATGAGACTCTTGATCTTGGGGTCGTGAGTTCCAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr20.trna1840-LysCTT (42948253-42948181)  Lys (CTT) 73 bp  Sc: 47.88 
GCCTGGCTGGCTCAGTTGGTGGAGCAAGGGACTCTTGATCCTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr17.trna2204-LysCTT (6615619-6615547)  Lys (CTT) 73 bp  Sc: 47.99 
GCCTGGCTGGCTTAGTCCGTAGAGCATATGACTCTTGATCTTGGGGTCATGGTTTCAAGC 
CCCATGTCAGGTG 
>Canis_familiaris_chr36.trna233-LysCTT (17138673-17138745)  Lys (CTT) 73 bp  Sc: 48.04 
GTCTGGCTGGCTCAGCCAGTAGAGCATGTGACTCTTGATCTTGAGGTCATGAGTTCAAGC 
CTCATGCTGGGCA 
>Canis_familiaris_chr15.trna724-LysCTT (37748943-37749015)  Lys (CTT) 73 bp  Sc: 48.06 
ACTCGGCTGGCTCAATTGGTAGAGCATGTGACTCTTGATCTCAGCGTTCTGAGTTTGAGC 
CTCAGGCTGGGTA 
>Canis_familiaris_chr1.trna942-LysCTT (64017180-64017252)  Lys (CTT) 73 bp  Sc: 48.08 
ACCTGTCTGGCTGAGTTGGTGGAGCATGTGACTCTTGATCTTAGGGTTATGGGTTCGAGT 
CCCATGTTAGGTA 
>Canis_familiaris_chr8.trna1149-LysCTT (67548491-67548563)  Lys (CTT) 73 bp  Sc: 48.19 
GCCTGGCTGGCTCAGTCGGAGGAGCGTGTGACTCTTGATCTCGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr10.trna1583-LysCTT (64954606-64954524)  Lys (CTT) 83 bp  Sc: 48.21 
AGCTGGCTGGCTCAGTCGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGGGGTTGT 
GGGTTCGAGCCCCACGTTGGGTG 
>Canis_familiaris_chr9.trna1360-LysCTT (53206907-53206979)  Lys (CTT) 73 bp  Sc: 48.31 
ACCTGGCTGGTGCAGTTGGTGGCATGTGAGACTCTTGATCTTGGGGTTATGAGTTCGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr9.trna956-LysCTT (39412821-39412893)  Lys (CTT) 73 bp  Sc: 48.50 
GCCTGGCTGGCTCAGCTGGTGGAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr5.trna2462-LysCTT (57632135-57632063)  Lys (CTT) 73 bp  Sc: 48.53 
ACCTGGTTGGCTCAGTTGGTGGAGCATAAGACTCTTGATCTTAGGGTTGTGAGTTTGAAC 
CCTACATTGGGTA 
>Canis_familiaris_chr15.trna362-LysCTT (17809951-17810023)  Lys (CTT) 73 bp  Sc: 48.60 
ACCTGGCTGGCTCACTTGGTAGAGCACACAACTCTTGATCGTGGGGTTGTAAGTTCAAGT 
CCTATGTTGGGTG 
>Canis_familiaris_chr6.trna3138-LysCTT (9011291-9011219)  Lys (CTT) 73 bp  Sc: 48.62 
ATCTAGCTGGCTCAGTGGGAAGAGTGTGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr27.trna662-LysCTT (36556607-36556679)  Lys (CTT) 73 bp  Sc: 48.64 
ACCTGGTTGGCTCAGTCGGTAGAGCCCACGACTCTTGATCTTGAGGTTGTGAGTTGGAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr26.trna745-LysCTT (34063471-34063543)  Lys (CTT) 73 bp  Sc: 48.66 
GCTTGGCTGGCTCAGTTGGTAAAGTATGTGACCCTTGATCTCAGGGTCATGAGTTCTAGC 
CTCATGTTGGGCA 
>Canis_familiaris_chr21.trna307-LysCTT (24875047-24875120)  Lys (CTT) 74 bp  Sc: 48.73 
GCCTGGCTGGCTCAGTTGGTGAGAGTGTGAGACTCTTGATCCCGGAGTTGTGAGTTCGAG 
CCCCATGTTGGGTG 
>Canis_familiaris_chr10.trna1809-LysCTT (52665483-52665411)  Lys (CTT) 73 bp  Sc: 48.76 
GCCTGGCTGGCTCAGGCAGTAGAGTATGTGACTCTTGATCTCAAGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr38.trna724-LysCTT (10022545-10022473)  Lys (CTT) 73 bp  Sc: 48.90 
GCCTGACTGGCTCAGTCAGTACAGTGTGGGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCG 
>Canis_familiaris_chr7.trna136-LysCTT (10315699-10315771)  Lys (CTT) 73 bp  Sc: 49.09 
ACTTGGCTGGCTCAGTCGGTAGAGCATGAGTCTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr38.trna780-LysCTT (5704164-5704092)  Lys (CTT) 73 bp  Sc: 49.09 
ACCTGGCTGGTTCAGTTGGTAGAGCGTGTGACTCTTGATCTTGGGGTTGTGGGTTCAAGT 
ACCACGTTGGGTG 
>Canis_familiaris_chr12.trna946-LysCTT (57681899-57681971)  Lys (CTT) 73 bp  Sc: 49.19 
GCCTGGCTGGCTCAATTAGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGT 
CCCACGTTGGGCA 
>Canis_familiaris_chr11.trna1617-LysCTT (65878365-65878293)  Lys (CTT) 73 bp  Sc: 49.23 
GCCTGGCTGGCTCAGTCAGTAGAGCATGCGACTCTTGATCTCAGGATTGTGAGTTCAAGC 
CCCATGTTGGGCA 



>Canis_familiaris_chr36.trna62-LysCTT (6898518-6898590)  Lys (CTT) 73 bp  Sc: 49.31 
GCCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTTGGAGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr4.trna2512-LysCTT (23917640-23917568)  Lys (CTT) 73 bp  Sc: 49.48 
GCCTGGCTGGCTCAGTGGGTGGAACATGCGACTCTTGATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr32.trna132-LysCTT (9454135-9454207)  Lys (CTT) 73 bp  Sc: 49.52 
ACCTGGTTCGCTCAGTTGGTGGAGCATGCGACTCTTGATCACAGGGTTGTGGGTTTGAGC 
CCCACACTGGGTG 
>Canis_familiaris_chr31.trna419-LysCTT (32172426-32172498)  Lys (CTT) 73 bp  Sc: 49.63 
GCCTGGCTGGCTCAGTGGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr19.trna1038-LysCTT (40842155-40842083)  Lys (CTT) 73 bp  Sc: 49.78 
ATCTGGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna2160-LysCTT (94884344-94884416)  Lys (CTT) 73 bp  Sc: 49.83 
ACCTAGCTGGCTCAGTGGGTAGAGCATGTGACTCTTGATCTCAAtgttgtGAGTTCGAGC 
CCTACGTTGGGTG 
>Canis_familiaris_chr20.trna707-LysCTT (42540892-42540964)  Lys (CTT) 73 bp  Sc: 49.88 
ACCTAGCTGGCTCAGTCGGTGGAGTATGCGACTCTTGATCTCACGATCATGAGTTCGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr4.trna2213-LysCTT (38814078-38814006)  Lys (CTT) 73 bp  Sc: 49.88 
ACCTGGCTGGTTCAGTCAGTAGAGTGTGGGACTCTTGATCTCAGGATTGTGGGTTCAAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr9.trna3083-LysCTT (7562998-7562926)  Lys (CTT) 73 bp  Sc: 49.90 
ACCTGGCTGGCTCAGTCAGTGGAGTGTGAGACTCTTGATCTCAGGATTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna1641-LysCTT (62016363-62016291)  Lys (CTT) 73 bp  Sc: 50.10 
ACCTGACAGGCTCAGTCGGAAGAGCATGTGACTCTTGATCTCAGGGTCATGGGTTGGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr12.trna1562-LysCTT (59149221-59149149)  Lys (CTT) 73 bp  Sc: 50.12 
GCCTGGCTGGCTCAGTTGGTAGGGCATGTGACTCTTATTCTCAAGGTTATGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr15.trna1906-LysCTT (25004745-25004673)  Lys (CTT) 73 bp  Sc: 50.13 
ACCTGACTGGCTCAGTCAGTAGAGCATGTGACTCTTAATCTCAGGGTCATGAGTTCAAGC 
CCCGTGTTGGGTG 
>Canis_familiaris_chr31.trna473-LysCTT (34260792-34260864)  Lys (CTT) 73 bp  Sc: 50.13 
GCCCGGCTGGCTCAGTTGGTGGAGCATGGGACTCTTGATCTCCAGGCCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr12.trna1992-LysCTT (29992120-29992048)  Lys (CTT) 73 bp  Sc: 50.15 
ACCTAGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATTGCAGAGTTGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr14.trna698-LysCTT (45977857-45977929)  Lys (CTT) 73 bp  Sc: 50.23 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr25.trna1284-LysCTT (37571290-37571218)  Lys (CTT) 73 bp  Sc: 50.31 
GCCTGGCTGGCTCAGTCGGAAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTTGAGC 
CCCATGCCGGGTG 
>Canis_familiaris_chr13.trna1505-LysCTT (34750573-34750501)  Lys (CTT) 73 bp  Sc: 50.36 
TCCTGACTGGCTGAGTTGGTAGAGCATGAGACTCTTAATCTTGGGGTCATGAGTTCAAGC 
CTCATGTTGGGTC 
>Canis_familiaris_chr31.trna418-LysCTT (32091833-32091905)  Lys (CTT) 73 bp  Sc: 50.48 
ATCTGGCTAGCTCAGTTGGTAGAGTGTGTGACTCTTGATCTCAGGGTTGTGAGTTGAAGT 
CTCATGCTGGGTA 
>Canis_familiaris_chr10.trna390-LysCTT (19909369-19909441)  Lys (CTT) 73 bp  Sc: 50.54 
GCCTAGCTGGCTCAGTCGGTGGAGCATGTGACTCTTGATCTCAGAGTTGTGGGTTTGAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr18.trna1543-LysCTT (37494738-37494666)  Lys (CTT) 73 bp  Sc: 50.74 
GCCTGGATAGCTTAGTTGATAGAGCATGAGACTCTTGATCTCAttgttgtgGGTTCGAGC 
CTCACATTGGGTA 
>Canis_familiaris_chr18.trna1047-LysCTT (57020835-57020907)  Lys (CTT) 73 bp  Sc: 50.84 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATTTCAGGGTTGTGAGTTCAAGC 
CTCATGTTGGATA 
>Canis_familiaris_chr5.trna3416-LysCTT (12024376-12024304)  Lys (CTT) 73 bp  Sc: 50.92 
GCCTGGCTGGCTCAGTTGGTAGAGCACATGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
TCCATGTTGGGTG 
>Canis_familiaris_chr15.trna1560-LysCTT (48494337-48494265)  Lys (CTT) 73 bp  Sc: 51.02 



ACCCAGCTGGCTCAGTCTGAAGAGTGTATGACTCTTGATCTTAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr4.trna2658-LysCTT (16232216-16232144)  Lys (CTT) 73 bp  Sc: 51.22 
ACCTGGCTGGCTCAGTCGGAAGAGTGTGTGACTCTTGATCTCGAGATCATGGGTTTGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr20.trna710-LysCTT (42654044-42654116)  Lys (CTT) 73 bp  Sc: 51.55 
TTCTGGCTGGCTCAGTCTGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAAC 
CTCATGTTGGATG 
>Canis_familiaris_chr36.trna1076-LysCTT (7731812-7731740)  Lys (CTT) 73 bp  Sc: 51.61 
ACCTGGCTGGCTCAGCTGGTAGAGCATGTGACTCTTGATCTTGAGGTCATGAGTTTGAGC 
CTCATGTTGGGTG 
>Canis_familiaris_chr4.trna2561-LysCTT (22792277-22792205)  Lys (CTT) 73 bp  Sc: 51.70 
GCCTGGCTGGCTCAGTTGGCAGAGCATGCGATTCTTGATCTCAGGGTTATGAGTTCAATC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna1267-LysCTT (65571837-65571909)  Lys (CTT) 73 bp  Sc: 51.74 
GCCTGGCTGGCTCAGTTGGTAAAGCATGTGACTCTTGATCTCAGGTTCATGAGTTCAAGC 
CCCATGTTGGGCT 
>Canis_familiaris_chr9.trna1455-LysCTT (57506259-57506332)  Lys (CTT) 74 bp  Sc: 51.81 
GCCCAGCTGGCTCAGTTGGTAGAGTATGTGACTCTTGATCTCAAGAGTTGTGAGTTCAAG 
CCCCATGTTGGGTG 
>Canis_familiaris_chr12.trna78-LysCTT (6475352-6475424)  Lys (CTT) 73 bp  Sc: 51.85 
ACCCGGCTGGCTCAGTCGGAGGAGCATGAGACTCTTGATCTCAGGGTCGTGAGTTTGAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr31.trna1046-LysCTT (26857133-26857061)  Lys (CTT) 73 bp  Sc: 51.90 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGACTCTTGATCTCAGGGTGGTGAGTTCAAGT 
CTCATGCTGGGTG 
>Canis_familiaris_chr10.trna36-LysCTT (3591297-3591369)  Lys (CTT) 73 bp  Sc: 52.10 
GCCTGGCTGGCTCAGTTGAAAGAGCATGTGACTCTTAATCTTGAGGTCGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr15.trna347-LysCTT (17572150-17572222)  Lys (CTT) 73 bp  Sc: 52.28 
GCTTAGTTGGCTCAGTTGGAAGAGCATGGGACTCTTGATCTCAGGATCATGGGTTCGAGC 
CTCATGTTGAGTG 
>Canis_familiaris_chr23.trna556-LysCTT (37049940-37050012)  Lys (CTT) 73 bp  Sc: 52.30 
GCCTGGCTGGCTCAGTTGGTAGAGCACACAACTCTTGATTCTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCT 
>Canis_familiaris_chr32.trna705-LysCTT (36360990-36360918)  Lys (CTT) 73 bp  Sc: 52.76 
GCCTGGTTGGCTCAGTCAGTAAAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CTCACATTGGGCA 
>Canis_familiaris_chr17.trna91-LysCTT (9660760-9660832)  Lys (CTT) 73 bp  Sc: 52.85 
GCCTGGCTGGCTCAGATGGTAGAGTGTGCGACTCTTGATCTCAGGGTTGTGGGTTTGAGC 
CCCACACTGGGTG 
>Canis_familiaris_chr30.trna1523-LysCTT (14620660-14620588)  Lys (CTT) 73 bp  Sc: 52.96 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna2848-LysCTT (3917482-3917410)  Lys (CTT) 73 bp  Sc: 53.00 
GCCTGGCTGGCTCAGTTGGTAAAGCATATGACTCTTGATCTTAGGGTGGTGAGTTCAAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr8.trna2028-LysCTT (41477893-41477821)  Lys (CTT) 73 bp  Sc: 53.21 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCGTGAGTTTGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr13.trna325-LysCTT (24475109-24475181)  Lys (CTT) 73 bp  Sc: 53.22 
GCCTGGTTGGCTCAGTTGGTGGAGCAAGAGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna2480-LysCTT (120960465-120960393)  Lys (CTT) 73 bp  Sc: 53.30 
ACCTGGCTGGCTCAGTCAGTAGAGCACATGACTCTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCACGTTGGGTG 
>Canis_familiaris_chr2.trna2515-LysCTT (57478539-57478467)  Lys (CTT) 73 bp  Sc: 53.62 
ACTTGGCTGGCTTAGTTGGTAGAGCATGTGACTCTTGATCATGGGGTTGTGAGTTCGAGC 
CCCATGTTGAGTA 
>Canis_familiaris_chr1.trna3012-LysCTT (106368133-106368061)  Lys (CTT) 73 bp  Sc: 53.78 
GCCTGGTTGGCTCAGGTGGTAGAGCATGTGACTCTTGATCTCAGAGTTGTGAGTTTGAGC 
CCCACATTAGGCA 
>Canis_familiaris_chr34.trna261-LysCTT (19640446-19640517)  Lys (CTT) 72 bp  Sc: 53.82 
GCCTGATTGGCTCAGTTGGTGGAGCATGGGACTCTTGATCTCACAGTGTGAGTTCGAGTC 
CCACATTGGGCA 
>Canis_familiaris_chr6.trna224-LysCTT (11559605-11559678)  Lys (CTT) 74 bp  Sc: 53.85 
GCCTGGCTGGCTTAGTCGGCAGAGCATGTGACTCTTGATCTCAGGGGTTGTGGGTTCGAA 



CCCCACACTGGGTG 
>Canis_familiaris_chr6.trna2550-LysCTT (31791001-31790929)  Lys (CTT) 73 bp  Sc: 53.93 
GCCTGGCTGGTTCAGTTGGAAGAGTGTGAGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGCTAGGTA 
>Canis_familiaris_chr6.trna1213-LysCTT (52800099-52800171)  Lys (CTT) 73 bp  Sc: 53.93 
GCCTGGCTGGCTCAATGGGTAAAGCATGGGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr25.trna596-LysCTT (37032491-37032563)  Lys (CTT) 73 bp  Sc: 53.95 
GTCTGGCTGGCTCAGTTGGTAGAGCTTGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr1.trna178-LysCTT (17172977-17173049)  Lys (CTT) 73 bp  Sc: 53.97 
ACCTGGTTGGCTCAGTTGGTAGAGCATGTGATTCTTGATCTCAGGGTTGTAAGTTCGAGC 
CCTACGTTGGGTG 
>Canis_familiaris_chr6.trna599-LysCTT (25535813-25535885)  Lys (CTT) 73 bp  Sc: 53.97 
GCCTGGCTGGCTCAGTCAGTAGAGCATGAGACTCTTGACCTCAGGGTCGTGAGTTCAAGT 
CCCATGTTGGGCG 
>Canis_familiaris_chr32.trna315-LysCTT (19953430-19953502)  Lys (CTT) 73 bp  Sc: 54.09 
ACCTGGCTGGCTCAGTCAGTAGAGCATGTGACTCTTGATCTCAGGGTTGCAGGTTCAAGC 
CCTGCATTGGGTA 
>Canis_familiaris_chr1.trna2622-LysCTT (117166414-117166342)  Lys (CTT) 73 bp  Sc: 54.34 
GCCTGGCTGGCTCAGCTGGTAGAGCATGTGACTCTTGATCTCGGGGTTGTGAGTTCGAAC 
CCCATGTTGGGTG 
>Canis_familiaris_chr6.trna1375-LysCTT (61053251-61053323)  Lys (CTT) 73 bp  Sc: 54.42 
GGCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGATTGTGAGTTCAAGT 
CCCATGTTGGCTG 
>Canis_familiaris_chr17.trna424-LysCTT (28280138-28280210)  Lys (CTT) 73 bp  Sc: 54.48 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAGGC 
CCCATGCTGGGCA 
>Canis_familiaris_chr1.trna540-LysCTT (38361428-38361500)  Lys (CTT) 73 bp  Sc: 54.55 
GCCTGGCTGGCTGAGTTGGTAGAGCATGTGACTCTTGATCACAGGATTATGAGTTCAAGC 
CCCATGTTGGGCC 
>Canis_familiaris_chr9.trna1850-LysCTT (57182821-57182750)  Lys (CTT) 72 bp  Sc: 54.56 
GCCTGCCTGGCTTAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTGTGAGTTCAAGCC 
TCACGTTGGGTG 
>Canis_familiaris_chr16.trna168-LysCTT (12612043-12612115)  Lys (CTT) 73 bp  Sc: 54.62 
ACCTGACTGGCTCAGTTGGAAGAGCATGCGACTCTTGATCTCGGGGTCATGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna2683-LysCTT (115473695-115473767)  Lys (CTT) 73 bp  Sc: 54.95 
GCCTGGCTGGTTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CTCATGTTGGGCC 
>Canis_familiaris_chr34.trna589-LysCTT (39179255-39179327)  Lys (CTT) 73 bp  Sc: 54.97 
GCCCAGCTGGCTCAGTTGGTAGAGCACGTGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr7.trna2023-LysCTT (48165233-48165161)  Lys (CTT) 73 bp  Sc: 55.01 
GCCTGGCTGGCTCAGTCGGTAGAGCTTGTGACACTTGATCTCAAGGTTGTGAGTTCAAGC 
CCCACACTGGGCA 
>Canis_familiaris_chr25.trna487-LysCTT (32084877-32084949)  Lys (CTT) 73 bp  Sc: 55.06 
GCCTGGCTAGCTCAGTTGGTAGAGCATGCAACTCTTGATCTCAGGGTTGTGGGTTCAAGC 
CCCACATTGGGTA 
>Canis_familiaris_chrX.trna3320-LysCTT (113444831-113444759)  Lys (CTT) 73 bp  Sc: 55.07 
ACCTGGCTGGCTTAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr26.trna418-LysCTT (19602652-19602724)  Lys (CTT) 73 bp  Sc: 55.09 
GGCCAGCTGGCTCAGTTGGTAGAGCATGCGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CGCACGTTGGGTG 
>Canis_familiaris_chr7.trna1871-LysCTT (60156593-60156521)  Lys (CTT) 73 bp  Sc: 55.22 
GCCTGGATGGCTCAGTTGGTAGATCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATCCTGGGCA 
>Canis_familiaris_chr10.trna991-LysCTT (49712416-49712487)  Lys (CTT) 72 bp  Sc: 55.28 
ACCTGGCTGGCTCAGTGGTAGAGCATGTGACTCTTGATCTCAAGGTCTTGAGTTCAATCC 
CCAGGTTGGGCC 
>Canis_familiaris_chr1.trna979-LysCTT (66752636-66752708)  Lys (CTT) 73 bp  Sc: 55.30 
GCCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr35.trna178-LysCTT (13326466-13326537)  Lys (CTT) 72 bp  Sc: 55.67 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTGTGAGTTCGAGCC 
CCATGTTGGGTG 



>Canis_familiaris_chr35.trna926-LysCTT (17293091-17293019)  Lys (CTT) 73 bp  Sc: 55.74 
GCCTGGCTGGCTCAGTTGGTAGAGCGTGTGACTCTTGATCATGGGATTATGAGTTCAAAC 
CCCATGTTGGACA 
>Canis_familiaris_chr17.trna707-LysCTT (42758683-42758755)  Lys (CTT) 73 bp  Sc: 55.80 
GCCTGACTGGCTTAGTTGGTAGGGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAAC 
CCCATGTTGGACA 
>Canis_familiaris_chr9.trna642-LysCTT (27018319-27018391)  Lys (CTT) 73 bp  Sc: 55.88 
GCCCAGCTGGCTCAGTTGGTAGAGTGTGTGACTCTTGATCTTGGAGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr6.trna516-LysCTT (23448264-23448336)  Lys (CTT) 73 bp  Sc: 56.17 
ACCTGGCTGGCTCTGTTGGAAGAGCATGAGACTCTTGATCTCGAGGTCATGAGTTCGAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chrX.trna2372-LysCTT (104493616-104493688)  Lys (CTT) 73 bp  Sc: 56.24 
GCCTGGCTGGCTCAGTTGGTAGAGCACACGACTCTTGATCTTGGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr5.trna84-LysCTT (8890328-8890400)  Lys (CTT) 73 bp  Sc: 56.25 
GCCCAGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCGGAGTCCTGAGTTCAAGC 
CCCATGCTGGGCA 
>Canis_familiaris_chr37.trna81-LysCTT (8369983-8370055)  Lys (CTT) 73 bp  Sc: 56.62 
GCCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGAATCATGAGTTCAAGC 
CTCACGTTGGGCA 
>Canis_familiaris_chr8.trna1279-LysCTT (73691543-73691615)  Lys (CTT) 73 bp  Sc: 56.67 
ACCTGGCTGGCTCAGTTGGAAGAGCACATGACTCTTAATCTTGAGGTCGTGAGCTCGAGC 
CCCACACCGGGTG 
>Canis_familiaris_chr37.trna210-LysCTT (14212334-14212406)  Lys (CTT) 73 bp  Sc: 56.77 
ACCTGGCTGGTTCAGTTGGAAGAGCATGTGACTCTTAATCTCAGGGTCATGAGTTCGAGC 
CCCATGCTAGGTG 
>Canis_familiaris_chr33.trna698-LysCTT (31228013-31227941)  Lys (CTT) 73 bp  Sc: 56.93 
ACCTGGCTGGCTCAGTCGGTAGAGCATGTGGCTCTTGACCTCGGGGTTGTGGGTTAGAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr10.trna1680-LysCTT (59456783-59456711)  Lys (CTT) 73 bp  Sc: 56.95 
TCCTGGCTGGCTCAGTTGGTAGAGCATGGGACTCTTGATCTCAGGGTCATGAGTTCAAGT 
CCCATGTTGGGCA 
>Canis_familiaris_chr1.trna2024-LysCTT (112810603-112810675)  Lys (CTT) 73 bp  Sc: 57.06 
GCCTGGCTGGCTCAGTCGGTAGAGCGTGCAACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr5.trna48-LysCTT (7567988-7568060)  Lys (CTT) 73 bp  Sc: 57.08 
ACGTGGCTGGCTCAGTTGGAAGAGCATGCGACTCTTGATCGCAGGGTCATGAGTTCAAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chrX.trna4954-LysCTT (35431355-35431283)  Lys (CTT) 73 bp  Sc: 57.18 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTTGGGGTTGTGGGTTCAAGC 
CCCACACTGGGTA 
>Canis_familiaris_chr27.trna1571-LysCTT (17255589-17255517)  Lys (CTT) 73 bp  Sc: 57.33 
GCCTGGCTGGCTTAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTTGAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr26.trna741-LysCTT (34040942-34041014)  Lys (CTT) 73 bp  Sc: 57.43 
GCTCAGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATATTGGGCA 
>Canis_familiaris_chr9.trna963-LysCTT (39652715-39652787)  Lys (CTT) 73 bp  Sc: 57.46 
GCCTGGCTGGCTCAATTGGTGGAGCATGTGACTCTTGATCTCAAGGTCATGAGTTCAAGC 
CCCATGCTGGGCA 
>Canis_familiaris_chr26.trna427-LysCTT (19782821-19782893)  Lys (CTT) 73 bp  Sc: 57.49 
ACCTGGCTAGCTCAGTCGGTGGAGCTTGTGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr10.trna921-LysCTT (46656479-46656551)  Lys (CTT) 73 bp  Sc: 57.59 
GCCTAGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr34.trna6-LysCTT (3564428-3564500)  Lys (CTT) 73 bp  Sc: 57.63 
GCCTGTTTGGCTCAGTTGGTAGAGCATGCAACTCTTGGTCTCAGGGTTGTGAGTTCGAAT 
CTCACATTGGGCA 
>Canis_familiaris_chr7.trna1346-LysCTT (78430303-78430375)  Lys (CTT) 73 bp  Sc: 57.64 
ACCTGATTGGCTCAGTTGGTAGAGCATGTGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCACGTTGGGTA 
>Canis_familiaris_chr7.trna699-LysCTT (39246749-39246821)  Lys (CTT) 73 bp  Sc: 57.77 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGGCTCTTGATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr12.trna795-LysCTT (48553779-48553851)  Lys (CTT) 73 bp  Sc: 57.94 



GCCTGGTTGGCTCAGCTGGTAGAGCATGAGACTCTTGATCTCAGGGTTGTGAGTTCAATC 
CCCCTACTGGACA 
>Canis_familiaris_chr12.trna2433-LysCTT (7628765-7628693)  Lys (CTT) 73 bp  Sc: 58.13 
GCCTGGCTGGCTCAGTCGGTGGAGTGTGTGACTCTTGATCTTGGGGTCGTGGGTTCGAGT 
CCCATGTTGGGCA 
>Canis_familiaris_chr11.trna795-LysCTT (48067971-48068043)  Lys (CTT) 73 bp  Sc: 58.18 
GCCTAGCTGGCTCAGTTGGTAGACCATGGGACTCTTGATCTCAGGGTTGTGGGTTCAAGT 
CCCATGCTGGGTG 
>Canis_familiaris_chr5.trna553-LysCTT (34986458-34986530)  Lys (CTT) 73 bp  Sc: 58.40 
GCCTGGTTGGCTCAGTCGGAAGAGTGTGTGACTCTTAATATCAAGGTTGTGAGTTCAAAT 
CCCACACTGGGTG 
>Canis_familiaris_chr26.trna1061-LysCTT (33418855-33418783)  Lys (CTT) 73 bp  Sc: 58.69 
GCCTGGCTGGCTCAGCTGGTAGAGCATGTGACTCTTGATCTCAGGGTCGGGAGTTCAAGC 
CTCACACTGGGCG 
>Canis_familiaris_chr4.trna136-LysCTT (11009263-11009335)  Lys (CTT) 73 bp  Sc: 58.89 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCTTGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr27.trna1458-LysCTT (22665788-22665716)  Lys (CTT) 73 bp  Sc: 59.02 
GCCTGGCTAGCTCAGTTGGTAGACCATGAGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CTCATTTTGGGCA 
>Canis_familiaris_chr3.trna2819-LysCTT (9925747-9925675)  Lys (CTT) 73 bp  Sc: 59.09 
GCCCGGCTGGCTCAGTTGGTAGAGCATGAGACTCTTGATCTTGGAGTCGTGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr24.trna843-LysCTT (41021737-41021809)  Lys (CTT) 73 bp  Sc: 60.26 
ACCTGGTTGGCTCAGTCGGTAGAGCATGCAACTCTTGATCTCGGGGTTGTGGGTTCGAGT 
CCCACATTGGGTG 
>Canis_familiaris_chr18.trna484-LysCTT (28904658-28904730)  Lys (CTT) 73 bp  Sc: 60.56 
GCCTTGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGAGTCGTGAGTTCAAGC 
CCCATGTAGGGCA 
>Canis_familiaris_chr15.trna1756-LysCTT (35748695-35748623)  Lys (CTT) 73 bp  Sc: 60.57 
GCCTGGCTAGCTCAGTTGGTAGAGCATGCAACTCTTAATCTCAAGGTCATGAGTTCAAGC 
CCCATGTTGGGCA 
>Canis_familiaris_chr14.trna1332-LysCTT (42993239-42993167)  Lys (CTT) 73 bp  Sc: 60.83 
ACCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCAGAGTTGTGGGTTCAAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr2.trna273-LysCTT (20203789-20203861)  Lys (CTT) 73 bp  Sc: 60.87 
GCACAGCTGGCTCAGTGGGTAGAGCATGAGACTCTTGATCTTGAGGTCATGGGTTCAAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr2.trna3091-LysCTT (27068870-27068798)  Lys (CTT) 73 bp  Sc: 60.96 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCATGTTGGGCG 
>Canis_familiaris_chr21.trna1301-LysCTT (27349880-27349808)  Lys (CTT) 73 bp  Sc: 62.86 
GCCTGGCTGGCTCAGTTGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGAGTTCAAGC 
CCCACATTGGGTG 
>Canis_familiaris_chr9.trna1125-LysCTT (45588864-45588936)  Lys (CTT) 73 bp  Sc: 64.00 
GCCTGGCTGGCTCAGTCGGTAGAGCATGTGACTCTTGATCTCAGGGTCATGAGTTCAAGT 
CTCATGTTGGGTG 
>Canis_familiaris_chr6.trna1015-LysCTT (41090260-41090332)  Lys (CTT) 73 bp  Sc: 65.44 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCATGATGGGCA 
>Canis_familiaris_chr23.trna1573-LysCTT (14503061-14502989)  Lys (CTT) 73 bp  Sc: 66.08 
GCCTAGCTGGCTCAGTTGGTAGAGCATATGACTCTTGATCTTGGGGTCGTGGGTTCAAAC 
CCCATGTTGGGTA 
>Canis_familiaris_chr20.trna792-LysCTT (44690827-44690899)  Lys (CTT) 73 bp  Sc: 67.10 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGACTCTTGATCTCATGGTCATGAGTTCAAAC 
CCCATGTTGGGCA 
>Canis_familiaris_chr6.trna2327-LysCTT (41071757-41071685)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Canis_familiaris_chr6.trna2324-LysCTT (41086997-41086925)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr11.trna2735-LysCTT (3416747-3416675)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr11.trna6-LysCTT (3407372-3407444)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Canis_familiaris_chr17.trna999-LysCTT (61905374-61905446)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr6.trna2330-LysCTT (41063045-41062973)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr3.trna1981-LysCTT (61018159-61018087)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr8.trna2127-LysCTT (36643324-36643252)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Canis_familiaris_chr6.trna1016-LysCTT (41094436-41094508)  Lys (CTT) 73 bp  Sc: 81.85 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGT 
CCCACGTTGGGCG 
>Canis_familiaris_chr6.trna2325-LysCTT (41081960-41081888)  Lys (CTT) 73 bp  Sc: 83.44 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAAC 
CCCACGCTGGGCG 
>Canis_familiaris_chr38.trna646-LysCTT (16201294-16201210)  Lys (CTT) 85 bp  Sc: 36.47 
ACCTGACTGGCTCAGTTGGTTGAGTGTCTGACTCTTGGTTTTGACTCAGGTCATGATCTC 
GTGGGATCGAGTCCCACGTTGGGCT 
>Canis_familiaris_chr8.trna222-LysCTT (17093209-17093299)  Lys (CTT) 91 bp  Sc: 34.81 
ACCTGGGTGGCTCAGTTGGTTAAGTGTCTGACTCTTGATCTCAGCTCAGATCTTGATCTC 
AGGGTTGTGGGTTTGAGCCCCATGTTGGGTA 
>Canis_familiaris_chr8.trna244-LysCTT (18183922-18184002)  Lys (CTT) 81 bp  Sc: 35.61 
ACCTGGCTAGTTCAGTTGGTAGAGCATGTGACTCTTGGTCTTAGGGTCTTAGGGTTGTGA 
GTTCAAGCCTCATGTTGGGTG 
>Canis_familiaris_chr13.trna236-LysCTT (19044497-19044587)  Lys (CTT) 91 bp  Sc: 33.91 
ACCTGGATGGCTCAGTCGGTTGAGCATCTGACTCTTGATTTTGGCTCAGGTCATGATCTC 
AGGGTCATGGGATCCAGCCCCATGTCAGGTT 
>Canis_familiaris_chr37.trna329-LysCTT (19396175-19396265)  Lys (CTT) 91 bp  Sc: 27.67 
GCCTGGGTGGCTCAGTCAGTTAAGTATCTGACTCTTGATCTCAGCTCAGGTCTCAATTTC 
AGGATCATGGGTTCAAGCCCCATGTTGGGCT 
>Canis_familiaris_chr30.trna323-LysCTT (19579193-19579283)  Lys (CTT) 91 bp  Sc: 39.12 
GCCTGAGTGGCTCAGTTGGTTGAGTATCTGACTCTTGATTTCAGCTCAGGTCATGATTTT 
GGGGTCATAGGATAGAGTCCTATCTTGGGCT 
>Canis_familiaris_chr13.trna270-LysCTT (21714935-21715025)  Lys (CTT) 91 bp  Sc: 32.79 
GCCTGAGTGGCTCAGTGGGATAAGCGTCAAACTCTTGATTTCAGCTCAGGTCATGATCTC 
AGGGTCATGGGATCAAGCCCCATGTTGGGCT 
>Canis_familiaris_chr35.trna806-LysCTT (21963070-21962980)  Lys (CTT) 91 bp  Sc: 41.36 
GCCTGAGTGGCTCATTTGGTTAAGCGTCTGACTCTTGGTTTCTGCTCAGGTCAGGATCTC 
AGGGTCATGGGATCAAGTCCCACCTCAGGCA 
>Canis_familiaris_chr32.trna919-LysCTT (23378213-23378123)  Lys (CTT) 91 bp  Sc: 31.78 
GCCTGGTTGGCTCAGTTGGTTAAGTATCTAGCTCTTAATCTCAGCTCAGGTCTTGATCTC 
AGAGTTGTGAGTTCAAGCCTCACATTGGGCT 
>Canis_familiaris_chr5.trna491-LysCTT (31143101-31143191)  Lys (CTT) 91 bp  Sc: 43.30 
GCCTGGGTGGCTCAGGTGGTTGAGCATCTGACTCTTGATTTTGGGTCAGGTCATGATCTC 
AGGGTTGTGGGATCGAGCCCCACACCAGGCT 
>Canis_familiaris_chr14.trna2-LysCTT (3280440-3280519)  Lys (CTT) 80 bp  Sc: 49.12 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCACCCTGGGCA 
>Canis_familiaris_chrUn.trna146-LysCTT (35177877-35177956)  Lys (CTT) 80 bp  Sc: 49.12 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCACCCTGGGCA 
>Canis_familiaris_chr9.trna2398-LysCTT (35780954-35780862)  Lys (CTT) 93 bp  Sc: 31.96 
ACCTGGATGGCTTAGTTGGTTGAGTGCCTGACTCTTGGTTTTGGCTCAGGTCACACAATC 
TCAGGGTCATGGGATTGAACCCCGTGTCGGGTT 
>Canis_familiaris_chr28.trna604-LysCTT (35857531-35857621)  Lys (CTT) 91 bp  Sc: 30.46 
GCCTGGGGGGCTCAGTGGGTTGAGCGGCTAACTCTTGATGTCGGCTCAGGTCTTGATCTC 
CGGGTCGTGGGATCGAGTCCCACCTTGGGTT 
>Canis_familiaris_chr23.trna551-LysCTT (36807541-36807631)  Lys (CTT) 91 bp  Sc: 35.35 
GACTGGGTGGCTCAGTGGGTTAAGTGTTTGACTCTTGATCTCAGCTCAGGTCTTGATCTC 
AAAGTTGTGAGTTCAAGCCTCACCTTGGGCT 
>Canis_familiaris_chr28.trna634-LysCTT (37825641-37825722)  Lys (CTT) 82 bp  Sc: 36.94 
GCCTGGCTGGCTCAGACAGTAGAGCATGTGACTCTTGATCTCGGGGATCTCAGGGTTGTA 
AGTTCGAGCCCTATGTCAGGTG 



>Canis_familiaris_chrUn.trna612-LysCTT (39123424-39123345)  Lys (CTT) 80 bp  Sc: 49.12 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCACCCTGGGCA 
>Canis_familiaris_chr16.trna647-LysCTT (39453576-39453666)  Lys (CTT) 91 bp  Sc: 43.16 
GCCTAGGTGGCTTAGTTGGTTAAGCATCAGACTCTTGGTTTCAGCTCAGGTCATGATCTT 
AGGGTCCTGGGGTCAAACCCCAGGTTGGGCT 
>Canis_familiaris_chrUn.trna169-LysCTT (40067659-40067738)  Lys (CTT) 80 bp  Sc: 46.35 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCATCCTGGGCA 
>Canis_familiaris_chrUn.trna601-LysCTT (42536055-42535976)  Lys (CTT) 80 bp  Sc: 49.12 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCACCCTGGGCA 
>Canis_familiaris_chr2.trna2751-LysCTT (45294996-45294906)  Lys (CTT) 91 bp  Sc: 38.29 
GCCTGGCTGGCTTAGTTGGTTAAGCGTCGGACTCTTGATTTTGGCTCAGGTCATGATCTC 
AGGGTCATGAGATCGAGCCCCATGTTGGGCT 
>Canis_familiaris_chr25.trna1041-LysCTT (47357793-47357703)  Lys (CTT) 91 bp  Sc: 37.37 
GCCTGGGTGGCTCAGTTGGTTGAGCGTCTGACTCTTGGTTTTAGCTCAAGCCACGATCTC 
ACAGTAGTGGGATCAAGCCCCATGCCAGGCT 
>Canis_familiaris_chr14.trna720-LysCTT (47541098-47541189)  Lys (CTT) 92 bp  Sc: 28.61 
GCCTGGGTGGCTCAGTTGGTCAAGCTTCTGACTCTTGATTTTGGCTCAGGTCATGAATTC 
ATGGGTCATGGGATCAGGTCCCATGTCAGGCC 
>Canis_familiaris_chr9.trna1941-LysCTT (50607380-50607290)  Lys (CTT) 91 bp  Sc: 42.50 
GCCTGGTTGGCTTAATTGGTTAAGTGTCAGACTCTTGGTTTTGGCTCAGGTCATGATCTC 
AAGGTCGTGGGATCAAGCCCCATGTTGGGCT 
>Canis_familiaris_chr22.trna1011-LysCTT (53400232-53400142)  Lys (CTT) 91 bp  Sc: 29.45 
GCCTGGGTGGCTTAGTTGATTTAGCATCTGACTCTTGGTCTTGGCTCAGGTCGTGATCTC 
AGGGTGGTGGGATCAAGCCCCACATCAGGCT 
>Canis_familiaris_chr11.trna1775-LysCTT (56342700-56342611)  Lys (CTT) 90 bp  Sc: 26.97 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTCTTGATTTTGGCTCAGGTCATGATCTT 
AGGATATGGGATAGAGCCCCATGTCAGGCC 
>Canis_familiaris_chr9.trna1435-LysCTT (57067697-57067787)  Lys (CTT) 91 bp  Sc: 35.92 
CCCTGGGTGGCTCAGTCGGTTGAGCATCTGCCTCTTGATTTCTGCTCAGGTCATGGTCTC 
AGGGTCGTGAGATCGAGCCTCACCTCAGGCT 
>Canis_familiaris_chr6.trna2037-LysCTT (57961534-57961443)  Lys (CTT) 92 bp  Sc: 31.02 
GCCTGGGTGGCTCAGTCAGTTGAGCCTCTGACTCTTGGTTCTAGTTCTGGTCATGATCTC 
ATGGGTCATGGGATCGAGTCCCATGTTGGGCT 
>Canis_familiaris_chr14.trna934-LysCTT (61299479-61299558)  Lys (CTT) 80 bp  Sc: 47.80 
ACCTGGGTGGCTTAGTAGGTAGAGCATGTGACTCTTGACTATTGATCTCAGGGTTGTGGG 
TTCAAGGCCCACCTTGGGCA 
>Canis_familiaris_chr1.trna903-LysCTT (61537491-61537582)  Lys (CTT) 92 bp  Sc: 33.36 
GCCTGGGTGGCTCAGTTGGTTAAGCATCTGACTCTTGATTTTTGGCTCAGGTCATGATAC 
CAGATTTGTGGGATCAAGCCCCACACTGGGCT 
>Canis_familiaris_chr7.trna1791-LysCTT (64506524-64506434)  Lys (CTT) 91 bp  Sc: 30.50 
GCCTGTTTGGCTCAGTTGGTTGAGTGACCAGCTCTTGGTTTTGGTTCAGGTAATGATCTC 
AGGATCCTGGGATTGAGTCCCATAACAGGCT 
>Canis_familiaris_chr12.trna134-LysCTT (7772338-7772428)  Lys (CTT) 91 bp  Sc: 28.51 
ACCTGGGTGGCTCAGTTGGTTAAGTGTCTGATTCTTGATTTTGGCTCAGGTCATGATCTC 
ACAGTTATGGGATCGAGCCCCATGTTGGGTT 
>Canis_familiaris_chr5.trna2130-LysCTT (78726270-78726180)  Lys (CTT) 91 bp  Sc: 24.48 
ACCTGGGTGGCTCAATTGGTGAAGCATCTGACTCTTGAATTCAGCTTAGGCCATGATCTC 
AGGGATGTGGGATTGAGCCCCACTTCAGGCT 
>Canis_familiaris_chr13.trna772-LysTTT (51443012-51443083)  Lys (TTT) 72 bp  Sc: 26.64 
GCCTGGCTGGCTTAGTTAGTAAAGCATGTGGCTTTTGATCTCAGGTTATAAGTTTGAGCC 
CTGTGTTGGGTG 
>Canis_familiaris_chrX.trna3851-LysTTT (93586018-93585947)  Lys (TTT) 72 bp  Sc: 29.33 
GTCTGGCTGGCTCATTTGGTAGAGCATGTGACTTTTGGTCTCAGGTTGTGAGTTTGAGTC 
CCATGTTGGGTG 
>Canis_familiaris_chr2.trna2366-LysTTT (63971882-63971812)  Lys (TTT) 71 bp  Sc: 31.26 
GCCTGGCTTGCTTAGTTGATAGAGCATGGGATTTTTCATCTCAGTCATGAGTTCAAGCCC 
CATGTTGGGCA 
>Canis_familiaris_chr5.trna247-LysTTT (16380052-16380124)  Lys (TTT) 73 bp  Sc: 31.66 
CTCTGGCTGGCTCAGTCAGTAAAGTACATGACTTTTGGTCTTGGGGTCATGGGTTTGAGC 
CCCGTGTTGGCGG 
>Canis_familiaris_chr15.trna1585-LysTTT (46902671-46902599)  Lys (TTT) 73 bp  Sc: 33.60 
ACCTGGCTGGCTCAGTCAGTGGAGCATGAGACTTTTGGTCTCAGAATTGTGAGTTCAAGC 
CCCATGTCGGGTA 
>Canis_familiaris_chr1.trna4454-LysTTT (21526343-21526271)  Lys (TTT) 73 bp  Sc: 34.83 



TCCTGGCTGGCTCAATCAGTAGAGCATGTGACTTTTGATCTTGAGGTCATGAGTTCTAGT 
CCCATGTTGGGGT 
>Canis_familiaris_chr32.trna1275-LysTTT (4254669-4254597)  Lys (TTT) 73 bp  Sc: 36.60 
GTCTGGCTAGCTCAGTCAGTGGAGTGTGAGACTTTTGATTTTGGGGTTGTGGGTTCAAGC 
CCCATGCCGGGTG 
>Canis_familiaris_chr7.trna477-LysTTT (27306819-27306891)  Lys (TTT) 73 bp  Sc: 37.71 
ACCTGGCTGGCTCAGTCGATAGAGCACGTGACTTTTGATCTTGGGTTCATGAGTTTGAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr23.trna1370-LysTTT (27640362-27640290)  Lys (TTT) 73 bp  Sc: 39.56 
ATCTGGCTGGCTCAGTTGGTGAAGCATGTGACTTTTGATCTCAGAGTTGTGGGTTCAAGC 
CCCATGCTGGGAG 
>Canis_familiaris_chr22.trna135-LysTTT (9005133-9005205)  Lys (TTT) 73 bp  Sc: 39.61 
ACCTGGCTGGCTTAGTCAGTATAGCATGAGACTTTTGATCTTGGGGTTGTGAGTTCTAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr25.trna996-LysTTT (48642517-48642445)  Lys (TTT) 73 bp  Sc: 40.61 
ACCTGGCTGGCTCAGTCTGTGGAGTATGAGACTTTTGATCTTGGGGTTGTGAGTTCGAGC 
CCCATGCTAGGTA 
>Canis_familiaris_chr16.trna1992-LysTTT (4799021-4798949)  Lys (TTT) 73 bp  Sc: 41.34 
ACCTGGCTGGCTCAGCCAGTAGAGCATGCGACTTTTGATCTCAGAGTTGTAGGTTCAAGC 
CCCATGTTAGGTA 
>Canis_familiaris_chr6.trna207-LysTTT (10814601-10814673)  Lys (TTT) 73 bp  Sc: 41.92 
ACCTGGCTGGCTCAGTTGGAAGAGCATGTGACTTTTGATCTTGGGGTTGTGAGTTCTAGC 
CTCAGGTTGGGTA 
>Canis_familiaris_chr3.trna802-LysTTT (54896789-54896861)  Lys (TTT) 73 bp  Sc: 42.00 
ACTCGGTTGGCTCAGCTGGTGGAGCGTGTGACTTTTGATCTTAGGGTTGTGGGTTTGAGC 
CCCACGCTGGGTG 
>Canis_familiaris_chr16.trna1792-LysTTT (13300486-13300414)  Lys (TTT) 73 bp  Sc: 43.62 
GCCTGGCTGGCTCACTTGGTGGAGCATGTGACTTTTAATCTCAGGGTTGTGAGTTCAAGC 
CCCATGCTGGGTA 
>Canis_familiaris_chr3.trna815-LysTTT (55247479-55247551)  Lys (TTT) 73 bp  Sc: 43.70 
GCCTGGCTGGCTCAGCTGGGGGAGCATGTGACTTTTGATCTTGTAGTCATGAGTTCAAGC 
CTCATGTTGGGCA 
>Canis_familiaris_chr16.trna244-LysTTT (16996144-16996216)  Lys (TTT) 73 bp  Sc: 45.04 
GCCTGGCTGGCTCACTTGGTGGAGCATGTGACTTTTAATCTCAGGGTTGTGAGTTCAATC 
CCCATGCTGGGTA 
>Canis_familiaris_chr15.trna185-LysTTT (9715808-9715890)  Lys (TTT) 83 bp  Sc: 46.29 
GCCTGGGTGGCTCAGCGGTTGAGTGTCTGACTTTTGCTCAGGTCTTGATCCTGGGGTCGT 
GGGATCGAGCCCCACGTTGGGCT 
>Canis_familiaris_chr32.trna130-LysTTT (9416494-9416566)  Lys (TTT) 73 bp  Sc: 47.15 
GCTTGACTGGCTCAGTTGGTAGAGCGTGTGACTTTTTATCTTGGGGTCATGAGTTCGAGC 
TTCATGTTGGGCA 
>Canis_familiaris_chr12.trna682-LysTTT (40556613-40556685)  Lys (TTT) 73 bp  Sc: 49.42 
GTCTGGCTGGCTCAGTTAGTAGAGCATGTGACTTTTGATCTTAAGGTCATGAGTTCAAGC 
CTCATGCTGGGTG 
>Canis_familiaris_chr7.trna1050-LysTTT (61235269-61235341)  Lys (TTT) 73 bp  Sc: 49.78 
GCCTAGCTGGCTCAGTTGGAAGAGCATGTGACTTTTGATCTCAGGGTTATGAGTTTGAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr26.trna675-LysTTT (31653977-31654049)  Lys (TTT) 73 bp  Sc: 58.26 
GCCTGGCTGGCTCAGTTGGAAGAGCATGTGACTTTTAATCTCAGGGTCATGAGTTCAAGC 
CCCATGTTGGGTA 
>Canis_familiaris_chr13.trna1685-LysTTT (22890904-22890832)  Lys (TTT) 73 bp  Sc: 64.79 
GCCTGGGTAGCTCAGTCGGTAGAGTGTCAGTCTTTTAATCTGAGGGTCAAGGGTTCAAGT 
CCCTGTTCAGGTG 
>Canis_familiaris_chr35.trna660-LysTTT (27709722-27709650)  Lys (TTT) 73 bp  Sc: 74.51 
GCCTGGGTAGCTCAGTTGGCAGAGCATCAGACTTTTAATCTGAGGGCCCAGGGTTCAAGT 
CCCTGTCCAGGCA 
>Canis_familiaris_chr35.trna562-LysTTT (27889880-27889952)  Lys (TTT) 73 bp  Sc: 80.08 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Canis_familiaris_chr35.trna655-LysTTT (27901112-27901040)  Lys (TTT) 73 bp  Sc: 80.08 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Canis_familiaris_chr18.trna1477-LysTTT (40263038-40262966)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Canis_familiaris_chr18.trna693-LysTTT (40259768-40259840)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Canis_familiaris_chr35.trna679-LysTTT (27337424-27337352)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Canis_familiaris_chr38.trna25-LysTTT (4049264-4049336)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Canis_familiaris_chr38.trna835-LysTTT (4049687-4049615)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Canis_familiaris_chr5.trna585-LysTTT (35936040-35936112)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Canis_familiaris_chr15.trna200-LysTTT (10000451-10000543)  Lys (TTT) 93 bp  Sc: 36.73 
GCCTGGGTGGCTCAGTTAGTTAAGGTGTCTGACTTTTGGTTTCAGCTCAAGTCTTGATCT 
CAGGGGTTGTGAGTTCAAGCCTCACATTGGGCT 
>Canis_familiaris_chr21.trna485-LysTTT (35822904-35823091)  Lys (TTT) 188 bp  Sc: 36.35 
GCCTGATTGGCTCAGTCGGTAGAGCATACGATTTTTGATCTTGGGTCGTGAGTTTGGGCC 
CCGTGTTGGGCATAGAATTTACTTTTAAAACGATAATAATAGATCCCTGGGGAGGCTCAG 
CGGTTTAACGCCTGCCTTCGGCCCAGGGCGTGATCCTGGAGTCCTGGGATCGAGTCCCAC 
ATCAGGCT 
>Canis_familiaris_chr5.trna2131-MetCAT (78720109-78720037)  Met (CAT) 73 bp  Sc: 32.60 
ACCTGGCTGGCTCAGTTGGTGGAGCATGGGACTCATGATCTTGGTATTGTGAGTTCAAGC 
CTCATGTTCGGTG 
>Canis_familiaris_chr26.trna630-MetCAT (27468699-27468771)  Met (CAT) 73 bp  Sc: 34.90 
ACCTGGCTGGCTCAGTCTGTGGAGCATGGGACTCATCATCTCAGGGTTGTGAGTTCAAGT 
CCCATGTTGGGTG 
>Canis_familiaris_chr9.trna412-MetCAT (18573051-18573123)  Met (CAT) 73 bp  Sc: 36.05 
ACTGGGCTGGCTCAGCTTGTAGAGCATGTGACTCATGATCTCGGGGTTGTGGGCTCAAGT 
CCCACGTTAGGTG 
>Canis_familiaris_chr5.trna2186-MetCAT (76274503-76274431)  Met (CAT) 73 bp  Sc: 41.93 
ACCTGGCTGGCTCAGTTGGTGGAGCATGTGATTCATGATCTTGGGGTCATGAGTTCAAGC 
CTCATGATGGGTG 
>Canis_familiaris_chr24.trna66-MetCAT (7412281-7412353)  Met (CAT) 73 bp  Sc: 43.38 
ACCTAGCTGGCTCAGTTGGAAGACCACTGGACTCATAATCTTGGGGTTGTGAGTTTGAGT 
CTCATGTTGGGTG 
>Canis_familiaris_chr15.trna737-MetCAT (38124137-38124209)  Met (CAT) 73 bp  Sc: 49.93 
GCCTGGCTGGCTCAGTTGGCAGAGCATGAGACTCATGATTTCAGGGTTGTGGGTTTGAGC 
CCCATATTGGGTG 
>Canis_familiaris_chr35.trna661-MetCAT (27703725-27703653)  Met (CAT) 73 bp  Sc: 59.11 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCAAAAA 
CCATCCTCTGCTA 
>Canis_familiaris_chr14.trna87-MetCAT (9785289-9785361)  Met (CAT) 73 bp  Sc: 62.07 
GCCTGGCTGGCTCAGTTGGTAGAGCATGTGATTCATAATCTCAGGGTCATGAGTTCAAGT 
CCCATTTCGGGCA 
>Canis_familiaris_chr14.trna778-MetCAT (50335246-50335318)  Met (CAT) 73 bp  Sc: 62.08 
GGTACCATAGTGTAGTGGTTAGCACATCTGCTTCATGCGCAGAAGGTCCTGGGTTTGAGC 
CGCAGTGGAACCA 
>Canis_familiaris_chr35.trna560-MetCAT (27864879-27864950)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr35.trna568-MetCAT (27996613-27996684)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chrUn.trna723-MetCAT (11776091-11776020)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr13.trna293-MetCAT (23116959-23117031)  Met (CAT) 73 bp  Sc: 68.41 
GCCTCCTTAGTGCAGGAGGCAGCATGTCAGTCTCATAATCTGAAGGTTCTGAGTTCAAAT 
CTCAGAGGAGGCA 
>Canis_familiaris_chr35.trna516-MetCAT (27214701-27214772)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr35.trna654-MetCAT (27902355-27902284)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr35.trna682-MetCAT (27231108-27231037)  Met (CAT) 72 bp  Sc: 68.98 



AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr7.trna2050-MetCAT (46380069-46379998)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Canis_familiaris_chr35.trna603-MetCAT (28963606-28963678)  Met (CAT) 73 bp  Sc: 74.93 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGGGGGCA 
>Canis_familiaris_chr13.trna1657-MetCAT (24584167-24584095)  Met (CAT) 73 bp  Sc: 75.93 
GCCTCGTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Canis_familiaris_chr35.trna613-MetCAT (28970364-28970292)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Canis_familiaris_chr35.trna534-MetCAT (27435108-27435180)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Canis_familiaris_chr16.trna638-MetCAT (38793803-38793875)  Met (CAT) 73 bp  Sc: 79.63 
GCCCTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGATC 
CTCAGAGAGGGCA 
>Canis_familiaris_chr33.trna171-PheGAA (15264648-15264720)  Phe (GAA) 73 bp  Sc: 66.32 
GCTGAAATAGCTCAGTTGGGAGAGTGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAACC 
CTGGGTTTTGGCA 
>Canis_familiaris_chr37.trna557-PheGAA (32979410-32979482)  Phe (GAA) 73 bp  Sc: 79.13 
GCTGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCAGCA 
>Canis_familiaris_chr20.trna1266-PheGAA (60589621-60589693)  Phe (GAA) 73 bp  Sc: 80.64 
GCCGAGGTAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr25.trna1222-PheGAA (40617957-40617885)  Phe (GAA) 73 bp  Sc: 80.85 
GCTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCAGCA 
>Canis_familiaris_chr35.trna595-PheGAA (28835272-28835344)  Phe (GAA) 73 bp  Sc: 83.87 
GCCGAGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr35.trna625-PheGAA (28835956-28835884)  Phe (GAA) 73 bp  Sc: 83.87 
GCCGAGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr18.trna692-PheGAA (40255997-40256069)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr18.trna694-PheGAA (40261952-40262024)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr22.trna1151-PheGAA (48303046-48302974)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr26.trna95-PheGAA (8009349-8009421)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Canis_familiaris_chr14.trna1810-ProAGG (10815904-10815833)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr15.trna2010-ProAGG (20920810-20920739)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr21.trna1350-ProAGG (25424299-25424228)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr35.trna526-ProAGG (27341100-27341171)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr6.trna1014-ProAGG (41087218-41087289)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr6.trna2329-ProAGG (41067757-41067686)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Canis_familiaris_chr6.trna2331-ProAGG (41062478-41062407)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr7.trna611-ProAGG (33714283-33714354)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr35.trna537-ProCGG (27533039-27533110)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr5.trna2981-ProCGG (36023569-36023498)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr6.trna2326-ProCGG (41078503-41078432)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr7.trna2339-ProCGG (33715064-33714993)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr25.trna1273-ProTGG (37840498-37840417)  Pro (TGG) 82 bp  Sc: 36.45 
GCCTGGGTGGCTCAGTGGTTGAGTGTCTGCCTTGGGCTCAGGGTGTGATACCGGGGTCTG 
GGATCGAGTCCCAGGTCAGGCT 
>Canis_familiaris_chr18.trna1590-ProTGG (35631506-35631425)  Pro (TGG) 82 bp  Sc: 46.35 
GCCTGGGTGGCTCAGTGGTTGAGCACCTGCCTTGGACTCAGGTCATGATCCCAGGTTGTG 
GGATCAAATCCCACATTGGGCT 
>Canis_familiaris_chr11.trna2738-ProTGG (3391295-3391224)  Pro (TGG) 72 bp  Sc: 70.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGAGGAGCCC 
>Canis_familiaris_chr6.trna2323-ProTGG (41093561-41093490)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr6.trna2328-ProTGG (41069211-41069140)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr21.trna318-ProTGG (25423927-25423998)  Pro (TGG) 72 bp  Sc: 76.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGGTTTGGGTCCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr15.trna442-ProTGG (20934786-20934857)  Pro (TGG) 72 bp  Sc: 79.61 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Canis_familiaris_chr26.trna1414-ProTGG (17739008-17738923)  Pro (TGG) 86 bp  Sc: 35.62 
ACCTGGGTGGCTCAGTGGTTGAGCATCTGGCTTGGGCTCAGGTCATGATCACCACAGTGT 
CCTGGGATCCAGTCCCACCTCAGGTC 
>Canis_familiaris_chr1.trna2036-SeC(e)TCA (112975306-112975391)  SeC(e) (TCA) 86 bp  Sc: 75.99 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Canis_familiaris_chr2.trna528-SerAGA (36143880-36143961)  Ser (AGA) 82 bp  Sc: 61.31 
GTAGTCGTGGCCGAGTGGTTAAGGCGACGGGCTAGAAATCCGTTGGGGTGTCCCTGCACA 
GGCTCGAGTCCTGTCGACTACT 
>Canis_familiaris_chr35.trna559-SerAGA (27860045-27860126)  Ser (AGA) 82 bp  Sc: 62.38 
ATAGTTGTGGCTGAGTGGTTAAGGTGATGGACTAGAAATCCATTAAGGTCTCCCCATGCA 
GGTTCAAATCCTGCCAACTATG 
>Canis_familiaris_chr35.trna554-SerAGA (27828516-27828597)  Ser (AGA) 82 bp  Sc: 75.07 
GTAGTCGTGGCCGAGTGGTTAAGGCGACGGGCTAGAAATCCGTTGGGGTGTCCCCGCACA 
GGTTCGAGTCCTGTCGACTACG 
>Canis_familiaris_chr29.trna698-SerAGA (42858598-42858517)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr35.trna553-SerAGA (27819718-27819799)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr35.trna555-SerAGA (27835530-27835611)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr35.trna558-SerAGA (27854259-27854340)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 



>Canis_familiaris_chr35.trna658-SerAGA (27866643-27866562)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr5.trna2979-SerAGA (36026600-36026519)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr35.trna657-SerAGA (27876721-27876640)  Ser (AGA) 82 bp  Sc: 88.21 
GTAGCTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCAGCTACG 
>Canis_familiaris_chr27.trna1226-SerCGA (38140446-38140372)  Ser (CGA) 75 bp  Sc: 30.60 
AGCCAGGTAGCTCAGCCGGTTAAGTGTCTGACTCGACTTCAGGTCAGGTCATAGGATCAA 
GTCCTGTCTGGGCTC 
>Canis_familiaris_chr5.trna2672-SerCGA (45174205-45174135)  Ser (CGA) 71 bp  Sc: 35.22 
ACCCAACTGGCTCAGTTGGTAGAGCATGTGACTCGACCTCGGGGTCGTGAGCTCGAGCCC 
CATGTTGGGTA 
>Canis_familiaris_chrUn.trna183-SerCGA (41248946-41249016)  Ser (CGA) 71 bp  Sc: 40.34 
AGCTGCCTGGCTCAGCTGGTAGAGCGTGTGACTCGACCTCAGGGTTGTGGGTTCAAGCCC 
CATGTTGGCTG 
>Canis_familiaris_chr35.trna542-SerCGA (27615069-27615149)  Ser (CGA) 81 bp  Sc: 82.88 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGATCTCCCACGCAG 
GTTCAAGTCCTGCTCACAGCG 
>Canis_familiaris_chr10.trna29-SerCGA (3487176-3487257)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Canis_familiaris_chr35.trna650-SerCGA (27955769-27955688)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Canis_familiaris_chr5.trna2987-SerCGA (35950680-35950599)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Canis_familiaris_chr35.trna538-SerGCT (27544576-27544657)  Ser (GCT) 82 bp  Sc: 79.32 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGATTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCTACCCTCGTCG 
>Canis_familiaris_chr35.trna670-SerGCT (27493405-27493324)  Ser (GCT) 82 bp  Sc: 83.73 
GACGAAGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCAAGTCCCACCTTCGTCG 
>Canis_familiaris_chr24.trna16-SerGCT (4361400-4361481)  Ser (GCT) 82 bp  Sc: 83.74 
GATGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCATCG 
>Canis_familiaris_chr30.trna1653-SerGCT (10742406-10742325)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Canis_familiaris_chr35.trna686-SerGCT (27222555-27222474)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Canis_familiaris_chr5.trna590-SerGCT (35995287-35995368)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Canis_familiaris_chr18.trna1216-SerGCT (53989716-53989635)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Canis_familiaris_chr35.trna550-SerGCT (27679574-27679655)  Ser (GCT) 82 bp  Sc: 86.00 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCATG 
GGTTCGAATCCCATCCTCGTCG 
>Canis_familiaris_chr7.trna2046-SerTGA (46561570-46561500)  Ser (TGA) 71 bp  Sc: 26.66 
GCCTGGCTGGCTCAGTTGGTGGAGCACACGTCTTGATCATGGGAATGTGTGTTCAAGCCT 
CATGTTGGGTG 
>Canis_familiaris_chr35.trna561-SerTGA (27869451-27869532)  Ser (TGA) 82 bp  Sc: 59.80 
GTACTCGTGGCCGAGTGGTTAAAGCGATGGACTTGAAATCCAGTGGAGTTTCCTCGAGCA 
GGTTCGAATCCTGCTGGCTACA 
>Canis_familiaris_chr35.trna659-SerTGA (27839527-27839446)  Ser (TGA) 82 bp  Sc: 87.07 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGGCTACG 
>Canis_familiaris_chr35.trna683-SerTGA (27230640-27230559)  Ser (TGA) 82 bp  Sc: 88.25 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Canis_familiaris_chr4.trna324-SerTGA (22277928-22278009)  Ser (TGA) 82 bp  Sc: 90.86 



GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Canis_familiaris_chr15.trna455-SupCTA (21369976-21370048)  Sup (CTA) 73 bp  Sc: 40.90 
GCCCGGCTGGCTTAGTTGGTGGAGCATGTGATTCTAGATCTTGGAATTGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Canis_familiaris_chr11.trna2155-SupCTA (35712923-35712851)  Sup (CTA) 73 bp  Sc: 42.70 
ACCTGGCTGGCTCAGTTGGCAGAGTATGGGACTCTAGATCTCAGGGTCATGAGTTCAAGC 
CTTGTGATGGGTG 
>Canis_familiaris_chr1.trna3327-SupCTA (92722946-92722874)  Sup (CTA) 73 bp  Sc: 56.40 
ACCCAGCTGGCTCAGTTAGTAGAGCATGTGACTCTAGATCACAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGAA 
>Canis_familiaris_chrX.trna4121-SupTTA (81417564-81417483)  Sup (TTA) 82 bp  Sc: 37.81 
GCCTGGGTGGCTCAGTGGCTGAGCATCTGCCTTTAGCTCAGGGCATGTCCTGGGGTCCTG 
GGATCAAGTCCCACTTCAGGCT 
>Canis_familiaris_chr8.trna61-SupTTA (6988118-6988198)  Sup (TTA) 81 bp  Sc: 40.86 
GCCTGGGTGGCTCAGTGGTTGAGCACCTGCCTTTAGCCCAGGGCGTGATCCTAGATGTGG 
GATCAAGTCCCACATCAGGCT 
>Canis_familiaris_chr36.trna368-SupTTA (21798668-21798750)  Sup (TTA) 83 bp  Sc: 47.00 
GCCTGGGTGGCTCAGCGGTTGAGCTTCTGACTTTAACTCAGGGTGTGATCCCAGAGTCGT 
GGGATCAAGTCCCACATCGGGCT 
>Canis_familiaris_chr35.trna541-ThrAGT (27594098-27594171)  Thr (AGT) 74 bp  Sc: 79.08 
GGCTCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Canis_familiaris_chr35.trna648-ThrAGT (27960773-27960700)  Thr (AGT) 74 bp  Sc: 79.42 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGGGCCT 
>Canis_familiaris_chr5.trna2986-ThrAGT (35951197-35951124)  Thr (AGT) 74 bp  Sc: 81.60 
GGCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Canis_familiaris_chr35.trna680-ThrAGT (27317263-27317190)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Canis_familiaris_chr1.trna2452-ThrAGT (121873217-121873144)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Canis_familiaris_chr5.trna2980-ThrAGT (36026267-36026194)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Canis_familiaris_chr5.trna591-ThrAGT (35995624-35995697)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Canis_familiaris_chr35.trna596-ThrAGT (28837255-28837328)  Thr (AGT) 74 bp  Sc: 85.50 
GGCTCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Canis_familiaris_chr36.trna583-ThrCGT (33386768-33386696)  Thr (CGT) 73 bp  Sc: 25.84 
GCCTGGCTGGCTCAGTCAGTAAGGCATGGAACTCGTGGTCTCAGGGTTGTGAGTTTGAGC 
CCCATGCTGGGCG 
>Canis_familiaris_chrX.trna2747-ThrCGT (117684305-117684377)  Thr (CGT) 73 bp  Sc: 53.20 
ACCTAGCTGGCTCAGTTGGTAGAGCCTGAGACTCGTGATCTTAGAGTTGTGAGTTCAAGC 
CCCATGCTGGGTG 
>Canis_familiaris_chr35.trna563-ThrCGT (27917233-27917305)  Thr (CGT) 73 bp  Sc: 76.84 
GGCTCCGTAGCTCAGGGGTTAGAGCACTGGTCTCGTAAACCAGGGGTCGTGAGTTCGAAT 
CTCACTGGGGCCT 
>Canis_familiaris_chr6.trna2546-ThrCGT (31925210-31925139)  Thr (CGT) 72 bp  Sc: 80.42 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Canis_familiaris_chr35.trna634-ThrCGT (28620800-28620727)  Thr (CGT) 74 bp  Sc: 84.21 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAT 
TCCCAGTAGGGCCT 
>Canis_familiaris_chr11.trna2737-ThrTGT (3393632-3393560)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Canis_familiaris_chr15.trna2009-ThrTGT (20924099-20924027)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Canis_familiaris_chr35.trna635-ThrTGT (28601646-28601573)  Thr (TGT) 74 bp  Sc: 79.95 
GGCTCCATGGCTTAGCTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAC 



TCCCAGTGGGGCCT 
>Canis_familiaris_chr38.trna231-ThrTGT (19786730-19786802)  Thr (TGT) 73 bp  Sc: 83.03 
GGCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Canis_familiaris_chr5.trna1148-TrpCCA (58215620-58215701)  Trp (CCA) 82 bp  Sc: 39.31 
GTCTGATTGGCTCAGTGGTTGAGCTTCTGCCTCCAGCTCAGGTCATGATCCCGGGTCCAG 
GGATCAAGTCCCAGATCGGGCT 
>Canis_familiaris_chr15.trna784-TrpCCA (40933853-40933924)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Canis_familiaris_chr5.trna589-TrpCCA (35994805-35994876)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Canis_familiaris_chr5.trna2983-TrpCCA (36021956-36021885)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Canis_familiaris_chr6.trna3019-TrpCCA (13120497-13120426)  Trp (CCA) 72 bp  Sc: 75.74 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Canis_familiaris_chr35.trna681-TrpCCA (27244195-27244124)  Trp (CCA) 72 bp  Sc: 76.45 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Canis_familiaris_chr16.trna1723-TyrGTA (17287543-17287472)  Tyr (GTA) 72 bp  Sc: 63.22 
GGGGGTATAGCTCAGTGGTAGAGCATCTGACTGTAGGTCAAGAGGTCCCTGGTTCAAGTC 
CAGGTGCCCCCT 
>Canis_familiaris_chr8.trna2461-TyrGTA (16433557-16433468)  Tyr (GTA) 90 bp  Sc: 65.40 
CCTTCGGTAGCTCAGCGGGTAGAGCGGAGGACTGTAGGCTGGCTAGGCGCGGACATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Canis_familiaris_chr29.trna245-TyrGTA (18779096-18779188)  Tyr (GTA) 93 bp  Sc: 72.53 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCTGACTTCCTGGCAAGAGGCATC 
CTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Canis_familiaris_chr29.trna246-TyrGTA (18779702-18779791)  Tyr (GTA) 90 bp  Sc: 69.82 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGCGCCGTGCCCGTGGCCATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Canis_familiaris_chr15.trna2007-TyrGTA (20933253-20933163)  Tyr (GTA) 91 bp  Sc: 71.63 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGGCAGGCGGCTGCTGTCATCCT 
TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Canis_familiaris_chr17.trna349-TyrGTA (24026693-24026782)  Tyr (GTA) 90 bp  Sc: 75.86 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGTGTGAGTTGCGGCAATCCTT 
AGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Canis_familiaris_chr35.trna527-TyrGTA (27358559-27358648)  Tyr (GTA) 90 bp  Sc: 74.69 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGAAGCTCGCACGGCCATCCTT 
AGGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Canis_familiaris_chr35.trna528-TyrGTA (27363827-27363914)  Tyr (GTA) 88 bp  Sc: 77.26 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGATGGAGCAATGAGGCATCCTTAG 
GTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Canis_familiaris_chr35.trna529-TyrGTA (27374282-27374372)  Tyr (GTA) 91 bp  Sc: 75.49 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGATGTTGAGTCACGTGGGCATCCT 
TAGGTCGCTGGTTCGAATCCGGCTCGGAGGA 
>Canis_familiaris_chr9.trna1153-Undet??? (46333376-46333449)  Undet (???) 74 bp  Sc: 29.68 
GCCCAGCTAGATTAGTTGGTAGAGCAGCATGCAACTCCATCTTGGGGTCATGGGTTCAAG 
CCCCATGTTGGGTG 
>Canis_familiaris_chr35.trna649-ValAAC (27957385-27957313)  Val (AAC) 73 bp  Sc: 69.36 
GTTTCTGTAGTGTAGTGGCTATCACATTTGCCTAACATGCAAAAGGTTCCTGGTTTGAAA 
CCAGGCAGAAACA 
>Canis_familiaris_chr35.trna674-ValAAC (27456568-27456496)  Val (AAC) 73 bp  Sc: 82.64 
GTTTCCGTAGTGTAGCGGTCATCACGCTCGCCTAACACGCGAGAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr35.trna544-ValAAC (27628856-27628928)  Val (AAC) 73 bp  Sc: 86.39 
GTTTCCATAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGTGGAAACA 
>Canis_familiaris_chr11.trna2736-ValAAC (3413536-3413464)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr11.trna2739-ValAAC (3390910-3390838)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 



>Canis_familiaris_chr34.trna538-ValAAC (37382252-37382324)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr35.trna667-ValCAC (27608746-27608674)  Val (CAC) 73 bp  Sc: 79.50 
GTTTCCGTAGTGTAGGGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAG 
CCGGGCGGGAACA 
>Canis_familiaris_chr20.trna1201-ValCAC (57981507-57981579)  Val (CAC) 73 bp  Sc: 85.92 
GTTTCCGTAGTGTAGCGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Canis_familiaris_chr11.trna2734-ValCAC (3417209-3417137)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr17.trna1004-ValCAC (61973824-61973896)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr17.trna1010-ValCAC (62054619-62054691)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr17.trna1266-ValCAC (62079075-62079003)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr17.trna1272-ValCAC (62003302-62003230)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr35.trna523-ValCAC (27321711-27321783)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Canis_familiaris_chr19.trna1475-ValTAC (10880680-10880607)  Val (TAC) 74 bp  Sc: 61.78 
GGTTCCACAGTGCAGTGGTTATCACGTCTGCTTTACACGCAGAAGCTCCTGGGTTCGATT 
CCCCAGTGGAACCA 
>Canis_familiaris_chr18.trna695-ValTAC (40266925-40266997)  Val (TAC) 73 bp  Sc: 81.05 
GGTTCCATAGTGTAGCGGTTAGCACGTCTGCTTTACGCGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Canis_familiaris_chr35.trna665-ValTAC (27658436-27658364)  Val (TAC) 73 bp  Sc: 82.69 
GGTTCCATGGTGTAGTGGTTAGCACATCTGCCTTACACGCAGAAAATCCTGGGTTCGATT 
CCCAGTGGAACCA 
>Canis_familiaris_chrX.trna5493-ValTAC (14706495-14706423)  Val (TAC) 73 bp  Sc: 85.12 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Canis_familiaris_chr35.trna669-ValTAC (27590504-27590432)  Val (TAC) 73 bp  Sc: 86.54 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGATC 
CCCAGTGGAACCA 
>Chlamydophila_abortus_S26_3_chr.trna38-AlaGGC (5378-5306)  Ala (GGC) 73 bp  Sc: 76.04 
GGGGTATTAGCTCAATTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGATT 
CCGCTATACTCCA 
>Chlamydophila_abortus_S26_3_chr.trna25-AlaTGC (642907-642835)  Ala (TGC) 73 bp  Sc: 78.02 
GGGGACTTAGCTTAGCTGGTAGAGCGTCTGATTTGCATTCAGAAGGTCAGGAGTTCGACT 
CTCCTAGTCTCCA 
>Chlamydophila_abortus_S26_3_chr.trna17-ArgACG (1109292-1109220)  Arg (ACG) 73 bp  Sc: 76.99 
GCACCAGTAGCTCAGTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCAAGT 
CCTCTCTGGTGCG 
>Chlamydophila_abortus_S26_3_chr.trna30-ArgCCT (421631-421558)  Arg (CCT) 74 bp  Sc: 66.00 
GTCCTCGTAGCTCAGTAGGATAGAGCGGTTGCCTCCTAAGCAGCAGGTCATGCGTTCGAA 
TCGCATCGAGGACG 
>Chlamydophila_abortus_S26_3_chr.trna33-ArgTCG (163044-162971)  Arg (TCG) 74 bp  Sc: 75.48 
GCACCGATAGCTCAATTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTAGAGGTTCGAG 
CCCTCTTCGGTGCG 
>Chlamydophila_abortus_S26_3_chr.trna1-ArgTCT (31825-31897)  Arg (TCT) 73 bp  Sc: 84.86 
GGACCGATAGCTCAGTGGATAGAGCATTCGCCTTCTAAGCGAATGGTCGCAGGTTCAAAT 
CCTGCTCGGTCCG 
>Chlamydophila_abortus_S26_3_chr.trna10-AsnGTT (708361-708432)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydophila_abortus_S26_3_chr.trna28-AspGTC (584102-584029)  Asp (GTC) 74 bp  Sc: 76.40 
GCGGGAGTAGTTCAATTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCAAG 
CCCCGTCTCTCGCG 
>Chlamydophila_abortus_S26_3_chr.trna13-CysGCA (966338-966408)  Cys (GCA) 71 bp  Sc: 66.18 



GGTGGCATAGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydophila_abortus_S26_3_chr.trna18-GlnTTG (916895-916824)  Gln (TTG) 72 bp  Sc: 65.58 
TGGGGTGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGCATCGGAGGTTCGAATC 
CTTTCACCCCAA 
>Chlamydophila_abortus_S26_3_chr.trna36-GluTTC (54634-54560)  Glu (TTC) 75 bp  Sc: 48.65 
GGCCCCATCGTCTAGCCCGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydophila_abortus_S26_3_chr.trna15-GlyGCC (1035730-1035801)  Gly (GCC) 72 bp  Sc: 75.06 
GCGGGTGTAGCTCAGTGGTAGAGCGCCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydophila_abortus_S26_3_chr.trna35-GlyTCC (57867-57797)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydophila_abortus_S26_3_chr.trna14-HisGTG (997618-997691)  His (GTG) 74 bp  Sc: 80.09 
GCGAACGTAGCTCAGTTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCAAA 
CCCCGTCGTTCGCC 
>Chlamydophila_abortus_S26_3_chr.trna26-IleGAT (642829-642756)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydophila_abortus_S26_3_chr.trna32-LeuCAA (169078-168996)  Leu (CAA) 83 bp  Sc: 64.83 
GCCGGCGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAATAAGGTGT 
TGGTTCGAGTCCAATCGCCGGCA 
>Chlamydophila_abortus_S26_3_chr.trna34-LeuCAG (98612-98529)  Leu (CAG) 84 bp  Sc: 57.86 
GCAGCTATGGCGGAACCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTAGGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydophila_abortus_S26_3_chr.trna5-LeuGAG (160175-160256)  Leu (GAG) 82 bp  Sc: 51.78 
GCGGAAGTGGCGGAATTGGTATACGCACTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydophila_abortus_S26_3_chr.trna3-LeuTAA (122658-122740)  Leu (TAA) 83 bp  Sc: 59.80 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCGCAAGTCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydophila_abortus_S26_3_chr.trna20-LeuTAG (816806-816725)  Leu (TAG) 82 bp  Sc: 62.58 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTCGCGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydophila_abortus_S26_3_chr.trna37-LysTTT (54533-54461)  Lys (TTT) 73 bp  Sc: 90.95 
GGGCCTTTAGCTCAGCGGTTAGAGCACCTCACTTTTAATGAGGGGGTCGAAGGTTCAAAT 
CCTTCAAGGCCCA 
>Chlamydophila_abortus_S26_3_chr.trna23-MetCAT (663685-663613)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydophila_abortus_S26_3_chr.trna24-MetCAT (663592-663519)  Met (CAT) 74 bp  Sc: 73.33 
GGCGGTATAGCTCAGATGGTTAGAGCAGCAGAATCATAATCTGCGAGTCGTTGGTTCAAG 
TCCGACTACCGCTA 
>Chlamydophila_abortus_S26_3_chr.trna11-MetCAT (780865-780937)  Met (CAT) 73 bp  Sc: 83.78 
GGGGCAGTAGCTCAGCGGTTAGAGCCACGGACTCATAACCCGTTGGTCACAGGTTCGAAT 
CCTGTCTGCCCCA 
>Chlamydophila_abortus_S26_3_chr.trna6-PheGAA (210853-210925)  Phe (GAA) 73 bp  Sc: 74.36 
GGCTGGATAGCTCAGTTGGTAGAGCAGAGGATTGAAGATCCTTGTGTCGTCGGTTCGACC 
CCGGCTCCGGCCA 
>Chlamydophila_abortus_S26_3_chr.trna16-ProGGG (1142290-1142217)  Pro (GGG) 74 bp  Sc: 67.73 
CTGGGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCACCCAGA 
>Chlamydophila_abortus_S26_3_chr.trna29-ProTGG (475720-475646)  Pro (TGG) 75 bp  Sc: 78.14 
CGGAGTATAGCGCAGCCTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydophila_abortus_S26_3_chr.trna31-SerCGA (345898-345809)  Ser (CGA) 90 bp  Sc: 64.10 
GGAAGAGTGGCAGAGTGGTCGAATGCATCTGATTCGAAATCAGAAGTTCTCTTAAAGGAA 
CCGGGGGTTCGAATCCCTTCTCTTCCGTCA 
>Chlamydophila_abortus_S26_3_chr.trna4-SerGCT (130402-130489)  Ser (GCT) 88 bp  Sc: 56.02 
GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTAAAGGGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydophila_abortus_S26_3_chr.trna7-SerGGA (215320-215409)  Ser (GGA) 90 bp  Sc: 73.25 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGTGGGTTCGAATCCCACTCTCTCCGCCA 
>Chlamydophila_abortus_S26_3_chr.trna19-SerTGA (850945-850861)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 



GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydophila_abortus_S26_3_chr.trna2-ThrCGT (52289-52361)  Thr (CGT) 73 bp  Sc: 76.52 
GCCTAAATAGCTCAGTTGGTAGAGCAACGCATTCGTAACGCGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydophila_abortus_S26_3_chr.trna21-ThrGGT (778770-778699)  Thr (GGT) 72 bp  Sc: 82.61 
GCCCAGATAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGCGGTCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydophila_abortus_S26_3_chr.trna8-ThrTGT (586877-586949)  Thr (TGT) 73 bp  Sc: 81.03 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAAGT 
CCTTTCTCCAGCA 
>Chlamydophila_abortus_S26_3_chr.trna22-TrpCCA (777416-777344)  Trp (CCA) 73 bp  Sc: 73.70 
GGGTGTGTAGCTTAGCTGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGACT 
CCCTTCGCACCCG 
>Chlamydophila_abortus_S26_3_chr.trna9-TyrGTA (586956-587038)  Tyr (GTA) 83 bp  Sc: 54.27 
GGGGGTGTCGCATAGCGGTCAATTGCATCGGACTGTAAATCCGACTCCTTACGGATACGT 
TGGTTCAAATCCAGCCGCCCCCA 
>Chlamydophila_abortus_S26_3_chr.trna12-ValGAC (855534-855607)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydophila_abortus_S26_3_chr.trna27-ValTAC (584178-584106)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna38-AlaGGC (5466-5394)  Ala (GGC) 73 bp  Sc: 72.48 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGACC 
CCGCTATGCTCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna10-AlaTGC (572141-572213)  Ala (TGC) 73 bp  Sc: 82.13 
GGGGACTTAGCTTAGTTGGTAGAGCGTCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna20-ArgACG (1194043-1193970)  Arg (ACG) 74 bp  Sc: 78.75 
GCACCAGTAGCTCAGTCGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAG 
TCCTCTCTGGTGCG 
>Chlamydophila_pneumoniae_AR39_chr.trna31-ArgCCT (379056-378983)  Arg (CCT) 74 bp  Sc: 60.56 
GTCCTCGTAGCTCAGCAGGATAGAGCGGTTGCCTCCTAAGCAGCAGGCCATGCGTTCGAA 
TCGCATCGAGGACG 
>Chlamydophila_pneumoniae_AR39_chr.trna33-ArgTCG (164321-164248)  Arg (TCG) 74 bp  Sc: 75.86 
GCACCGATAGCTCAATTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAG 
CCCTCTTCGGTGCG 
>Chlamydophila_pneumoniae_AR39_chr.trna1-ArgTCT (34172-34244)  Arg (TCT) 73 bp  Sc: 85.99 
GGACCGATAGCTCAGTGGATAGAGCATTCGCCTTCTAAGCGAATGGTCGCAGGTTCGAGT 
CCTGCTCGGTCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna12-AsnGTT (676812-676883)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydophila_pneumoniae_AR39_chr.trna29-AspGTC (545132-545059)  Asp (GTC) 74 bp  Sc: 74.26 
GCGGGAGTAGTTCAATTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAC 
CCCCGTCTCTCGCG 
>Chlamydophila_pneumoniae_AR39_chr.trna16-CysGCA (1040839-1040909)  Cys (GCA) 71 bp  Sc: 66.18 
GGTGGCATAGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydophila_pneumoniae_AR39_chr.trna21-GlnTTG (985810-985739)  Gln (TTG) 72 bp  Sc: 63.17 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydophila_pneumoniae_AR39_chr.trna36-GluTTC (56763-56689)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydophila_pneumoniae_AR39_chr.trna18-GlyGCC (1109835-1109906)  Gly (GCC) 72 bp  Sc: 78.97 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydophila_pneumoniae_AR39_chr.trna35-GlyTCC (59975-59905)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydophila_pneumoniae_AR39_chr.trna17-HisGTG (1071420-1071493)  His (GTG) 74 bp  Sc: 79.24 
GCGAACGTAGCTCAGCTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCAAG 
CCCCGTCGTTCGCC 
>Chlamydophila_pneumoniae_AR39_chr.trna11-IleGAT (572218-572291)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 



>Chlamydophila_pneumoniae_AR39_chr.trna32-LeuCAA (169349-169267)  Leu (CAA) 83 bp  Sc: 61.72 
GCCGGTGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAATAAGGTGT 
TGGTTCGAGTCCGATCACCGGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna34-LeuCAG (102182-102099)  Leu (CAG) 84 bp  Sc: 58.42 
GCAGCTATGGCGAAATCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTATGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna5-LeuGAG (161326-161407)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna3-LeuTAA (125614-125696)  Leu (TAA) 83 bp  Sc: 60.66 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCGTAGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna23-LeuTAG (895551-895470)  Leu (TAG) 82 bp  Sc: 62.09 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTTCGGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna37-LysTTT (56663-56591)  Lys (TTT) 73 bp  Sc: 89.48 
GGGTCTTTAGCTCAGCGGTTAGAGCACCTCACTTTTAATGAGGGGGTCGAAGGTTCAAAT 
CCTTCAAGACCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna26-MetCAT (641972-641900)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydophila_pneumoniae_AR39_chr.trna27-MetCAT (641884-641811)  Met (CAT) 74 bp  Sc: 72.73 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCAGAATCATAATCTGCGTGTCGTTGGTTCAAA 
TCCGACTACCGCTA 
>Chlamydophila_pneumoniae_AR39_chr.trna13-MetCAT (753680-753752)  Met (CAT) 73 bp  Sc: 82.60 
GGGGCGGTAGCTCAGTGGTTAGAGCTGCGGACTCATAACCCGTAGGTCACAGGTTCAAAT 
CCTGTCCGCCCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna6-PheGAA (210140-210212)  Phe (GAA) 73 bp  Sc: 72.05 
GGCTAGATAGCTCAGATGGTAGAGCAGAGGATTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna19-ProGGG (1227517-1227444)  Pro (GGG) 74 bp  Sc: 63.89 
CTGGGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydophila_pneumoniae_AR39_chr.trna30-ProTGG (431349-431275)  Pro (TGG) 75 bp  Sc: 80.24 
CGGAGTATAGCGCAGCTTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydophila_pneumoniae_AR39_chr.trna14-SerCGA (841403-841489)  Ser (CGA) 87 bp  Sc: 60.98 
GGAAGAGTGGCAGAGTGGTCGAATGCGTCTGATTCGAAATCAGAAGTTCTCTTACAGGAA 
CCAGGGGTTCGAATCCCTTCTCTTCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna4-SerGCT (133144-133231)  Ser (GCT) 88 bp  Sc: 56.02 
GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTAAAGGGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna7-SerGGA (214598-214684)  Ser (GGA) 87 bp  Sc: 64.95 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGTGGGTTCGAATCCCACTCTCTCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna22-SerTGA (929380-929296)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna2-ThrCGT (54805-54877)  Thr (CGT) 73 bp  Sc: 75.64 
GCCTAAATAGCTCAGTTGGTAGAGCAACACATTCGTAACGTGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna24-ThrGGT (751545-751474)  Thr (GGT) 72 bp  Sc: 82.61 
GCCCAGATAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGCGGTCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna8-ThrTGT (547806-547878)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydophila_pneumoniae_AR39_chr.trna25-TrpCCA (750204-750132)  Trp (CCA) 73 bp  Sc: 76.03 
GGGTGTGTAGCTTAGCTGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGATT 
CCCTTCGCACCCG 
>Chlamydophila_pneumoniae_AR39_chr.trna9-TyrGTA (547884-547966)  Tyr (GTA) 83 bp  Sc: 54.34 
GGGGGTGTCGCATAGTGGTCAATTGCATCGGACTGTAAATCCGGCTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna15-ValGAC (933953-934026)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydophila_pneumoniae_AR39_chr.trna28-ValTAC (545208-545136)  Val (TAC) 73 bp  Sc: 78.56 



GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna15-AlaGGC (836119-836191)  Ala (GGC) 73 bp  Sc: 72.48 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGACC 
CCGCTATGCTCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna35-AlaTGC (269142-269070)  Ala (TGC) 73 bp  Sc: 82.13 
GGGGACTTAGCTTAGTTGGTAGAGCGTCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna17-ArgACG (877400-877473)  Arg (ACG) 74 bp  Sc: 78.75 
GCACCAGTAGCTCAGTCGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAG 
TCCTCTCTGGTGCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna8-ArgCCT (462141-462214)  Arg (CCT) 74 bp  Sc: 60.56 
GTCCTCGTAGCTCAGCAGGATAGAGCGGTTGCCTCCTAAGCAGCAGGCCATGCGTTCGAA 
TCGCATCGAGGACG 
>Chlamydophila_pneumoniae_CWL029_chr.trna10-ArgTCG (677264-677337)  Arg (TCG) 74 bp  Sc: 75.86 
GCACCGATAGCTCAATTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAG 
CCCTCTTCGGTGCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna26-ArgTCT (807413-807341)  Arg (TCT) 73 bp  Sc: 85.99 
GGACCGATAGCTCAGTGGATAGAGCATTCGCCTTCTAAGCGAATGGTCGCAGGTTCGAGT 
CCTGCTCGGTCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna37-AsnGTT (164389-164318)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydophila_pneumoniae_CWL029_chr.trna6-AspGTC (296151-296224)  Asp (GTC) 74 bp  Sc: 74.26 
GCGGGAGTAGTTCAATTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAC 
CCCCGTCTCTCGCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna23-CysGCA (1030603-1030533)  Cys (GCA) 71 bp  Sc: 66.18 
GGTGGCATAGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydophila_pneumoniae_CWL029_chr.trna18-GlnTTG (1085605-1085676)  Gln (TTG) 72 bp  Sc: 63.17 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydophila_pneumoniae_CWL029_chr.trna13-GluTTC (784822-784896)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna25-GlyGCC (961607-961536)  Gly (GCC) 72 bp  Sc: 78.97 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydophila_pneumoniae_CWL029_chr.trna12-GlyTCC (781610-781680)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydophila_pneumoniae_CWL029_chr.trna24-HisGTG (1000022-999949)  His (GTG) 74 bp  Sc: 79.24 
GCGAACGTAGCTCAGCTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCAAG 
CCCCGTCGTTCGCC 
>Chlamydophila_pneumoniae_CWL029_chr.trna36-IleGAT (269065-268992)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna9-LeuCAA (672236-672318)  Leu (CAA) 83 bp  Sc: 61.72 
GCCGGTGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAATAAGGTGT 
TGGTTCGAGTCCGATCACCGGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna11-LeuCAG (739403-739486)  Leu (CAG) 84 bp  Sc: 58.42 
GCAGCTATGGCGAAATCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTATGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna30-LeuGAG (680259-680178)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna28-LeuTAA (715971-715889)  Leu (TAA) 83 bp  Sc: 60.66 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCGTAGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna20-LeuTAG (1175863-1175944)  Leu (TAG) 82 bp  Sc: 62.09 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTTCGGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna14-LysTTT (784922-784994)  Lys (TTT) 73 bp  Sc: 89.48 
GGGTCTTTAGCTCAGCGGTTAGAGCACCTCACTTTTAATGAGGGGGTCGAAGGTTCAAAT 
CCTTCAAGACCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna3-MetCAT (199229-199301)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 



CCTTCTCCCGCTA 
>Chlamydophila_pneumoniae_CWL029_chr.trna4-MetCAT (199317-199390)  Met (CAT) 74 bp  Sc: 72.73 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCAGAATCATAATCTGCGTGTCGTTGGTTCAAA 
TCCGACTACCGCTA 
>Chlamydophila_pneumoniae_CWL029_chr.trna38-MetCAT (87522-87450)  Met (CAT) 73 bp  Sc: 82.60 
GGGGCGGTAGCTCAGTGGTTAGAGCTGCGGACTCATAACCCGTAGGTCACAGGTTCAAAT 
CCTGTCCGCCCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna31-PheGAA (631445-631373)  Phe (GAA) 73 bp  Sc: 72.05 
GGCTAGATAGCTCAGATGGTAGAGCAGAGGATTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna16-ProGGG (843926-843999)  Pro (GGG) 74 bp  Sc: 63.89 
CTGGGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydophila_pneumoniae_CWL029_chr.trna7-ProTGG (409848-409922)  Pro (TGG) 75 bp  Sc: 80.24 
CGGAGTATAGCGCAGCTTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydophila_pneumoniae_CWL029_chr.trna21-SerCGA (1230028-1229942)  Ser (CGA) 87 bp  Sc: 60.98 
GGAAGAGTGGCAGAGTGGTCGAATGCGTCTGATTCGAAATCAGAAGTTCTCTTACAGGAA 
CCAGGGGTTCGAATCCCTTCTCTTCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna29-SerGCT (708441-708354)  Ser (GCT) 88 bp  Sc: 56.02 
GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTAAAGGGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna32-SerGGA (626987-626901)  Ser (GGA) 87 bp  Sc: 64.95 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGTGGGTTCGAATCCCACTCTCTCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna19-SerTGA (1142034-1142118)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna27-ThrCGT (786780-786708)  Thr (CGT) 73 bp  Sc: 75.64 
GCCTAAATAGCTCAGTTGGTAGAGCAACACATTCGTAACGTGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna1-ThrGGT (89657-89728)  Thr (GGT) 72 bp  Sc: 82.61 
GCCCAGATAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGCGGTCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna33-ThrTGT (293477-293405)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna2-TrpCCA (90998-91070)  Trp (CCA) 73 bp  Sc: 76.03 
GGGTGTGTAGCTTAGCTGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGATT 
CCCTTCGCACCCG 
>Chlamydophila_pneumoniae_CWL029_chr.trna34-TyrGTA (293399-293317)  Tyr (GTA) 83 bp  Sc: 54.34 
GGGGGTGTCGCATAGTGGTCAATTGCATCGGACTGTAAATCCGGCTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna22-ValGAC (1137462-1137389)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydophila_pneumoniae_CWL029_chr.trna5-ValTAC (296075-296147)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydophila_pneumoniae_J138_chr.trna15-AlaGGC (835440-835512)  Ala (GGC) 73 bp  Sc: 72.48 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGACC 
CCGCTATGCTCCA 
>Chlamydophila_pneumoniae_J138_chr.trna35-AlaTGC (268764-268692)  Ala (TGC) 73 bp  Sc: 82.13 
GGGGACTTAGCTTAGTTGGTAGAGCGTCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydophila_pneumoniae_J138_chr.trna17-ArgACG (876721-876794)  Arg (ACG) 74 bp  Sc: 78.75 
GCACCAGTAGCTCAGTCGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAG 
TCCTCTCTGGTGCG 
>Chlamydophila_pneumoniae_J138_chr.trna8-ArgCCT (461850-461923)  Arg (CCT) 74 bp  Sc: 60.56 
GTCCTCGTAGCTCAGCAGGATAGAGCGGTTGCCTCCTAAGCAGCAGGCCATGCGTTCGAA 
TCGCATCGAGGACG 
>Chlamydophila_pneumoniae_J138_chr.trna10-ArgTCG (676585-676658)  Arg (TCG) 74 bp  Sc: 75.86 
GCACCGATAGCTCAATTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAG 
CCCTCTTCGGTGCG 
>Chlamydophila_pneumoniae_J138_chr.trna26-ArgTCT (806734-806662)  Arg (TCT) 73 bp  Sc: 85.99 
GGACCGATAGCTCAGTGGATAGAGCATTCGCCTTCTAAGCGAATGGTCGCAGGTTCGAGT 
CCTGCTCGGTCCG 



>Chlamydophila_pneumoniae_J138_chr.trna37-AsnGTT (164100-164029)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydophila_pneumoniae_J138_chr.trna6-AspGTC (295773-295846)  Asp (GTC) 74 bp  Sc: 74.26 
GCGGGAGTAGTTCAATTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAC 
CCCCGTCTCTCGCG 
>Chlamydophila_pneumoniae_J138_chr.trna23-CysGCA (1029924-1029854)  Cys (GCA) 71 bp  Sc: 66.18 
GGTGGCATAGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydophila_pneumoniae_J138_chr.trna18-GlnTTG (1084954-1085025)  Gln (TTG) 72 bp  Sc: 63.17 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydophila_pneumoniae_J138_chr.trna13-GluTTC (784143-784217)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydophila_pneumoniae_J138_chr.trna25-GlyGCC (960928-960857)  Gly (GCC) 72 bp  Sc: 78.97 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydophila_pneumoniae_J138_chr.trna12-GlyTCC (780931-781001)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydophila_pneumoniae_J138_chr.trna24-HisGTG (999343-999270)  His (GTG) 74 bp  Sc: 79.24 
GCGAACGTAGCTCAGCTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCAAG 
CCCCGTCGTTCGCC 
>Chlamydophila_pneumoniae_J138_chr.trna36-IleGAT (268687-268614)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydophila_pneumoniae_J138_chr.trna9-LeuCAA (671557-671639)  Leu (CAA) 83 bp  Sc: 61.72 
GCCGGTGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAATAAGGTGT 
TGGTTCGAGTCCGATCACCGGCA 
>Chlamydophila_pneumoniae_J138_chr.trna11-LeuCAG (738724-738807)  Leu (CAG) 84 bp  Sc: 58.42 
GCAGCTATGGCGAAATCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTATGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydophila_pneumoniae_J138_chr.trna30-LeuGAG (679580-679499)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydophila_pneumoniae_J138_chr.trna28-LeuTAA (715292-715210)  Leu (TAA) 83 bp  Sc: 60.66 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCGTAGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydophila_pneumoniae_J138_chr.trna20-LeuTAG (1172269-1172350)  Leu (TAG) 82 bp  Sc: 62.09 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTTCGGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydophila_pneumoniae_J138_chr.trna14-LysTTT (784243-784315)  Lys (TTT) 73 bp  Sc: 89.48 
GGGTCTTTAGCTCAGCGGTTAGAGCACCTCACTTTTAATGAGGGGGTCGAAGGTTCAAAT 
CCTTCAAGACCCA 
>Chlamydophila_pneumoniae_J138_chr.trna3-MetCAT (198940-199012)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydophila_pneumoniae_J138_chr.trna4-MetCAT (199028-199101)  Met (CAT) 74 bp  Sc: 72.73 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCAGAATCATAATCTGCGTGTCGTTGGTTCAAA 
TCCGACTACCGCTA 
>Chlamydophila_pneumoniae_J138_chr.trna38-MetCAT (87192-87120)  Met (CAT) 73 bp  Sc: 82.60 
GGGGCGGTAGCTCAGTGGTTAGAGCTGCGGACTCATAACCCGTAGGTCACAGGTTCAAAT 
CCTGTCCGCCCCA 
>Chlamydophila_pneumoniae_J138_chr.trna31-PheGAA (630765-630693)  Phe (GAA) 73 bp  Sc: 72.05 
GGCTAGATAGCTCAGATGGTAGAGCAGAGGATTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydophila_pneumoniae_J138_chr.trna16-ProGGG (843247-843320)  Pro (GGG) 74 bp  Sc: 63.89 
CTGGGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydophila_pneumoniae_J138_chr.trna7-ProTGG (409557-409631)  Pro (TGG) 75 bp  Sc: 80.24 
CGGAGTATAGCGCAGCTTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydophila_pneumoniae_J138_chr.trna21-SerCGA (1226363-1226277)  Ser (CGA) 87 bp  Sc: 60.98 
GGAAGAGTGGCAGAGTGGTCGAATGCGTCTGATTCGAAATCAGAAGTTCTCTTACAGGAA 
CCAGGGGTTCGAATCCCTTCTCTTCCG 
>Chlamydophila_pneumoniae_J138_chr.trna29-SerGCT (707762-707675)  Ser (GCT) 88 bp  Sc: 56.02 



GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTAAAGGGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydophila_pneumoniae_J138_chr.trna32-SerGGA (626307-626221)  Ser (GGA) 87 bp  Sc: 64.95 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGTGGGTTCGAATCCCACTCTCTCCG 
>Chlamydophila_pneumoniae_J138_chr.trna19-SerTGA (1138440-1138524)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydophila_pneumoniae_J138_chr.trna27-ThrCGT (786101-786029)  Thr (CGT) 73 bp  Sc: 75.64 
GCCTAAATAGCTCAGTTGGTAGAGCAACACATTCGTAACGTGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydophila_pneumoniae_J138_chr.trna1-ThrGGT (89327-89398)  Thr (GGT) 72 bp  Sc: 82.61 
GCCCAGATAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGCGGTCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydophila_pneumoniae_J138_chr.trna33-ThrTGT (293099-293027)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydophila_pneumoniae_J138_chr.trna2-TrpCCA (90668-90740)  Trp (CCA) 73 bp  Sc: 76.03 
GGGTGTGTAGCTTAGCTGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGATT 
CCCTTCGCACCCG 
>Chlamydophila_pneumoniae_J138_chr.trna34-TyrGTA (293021-292939)  Tyr (GTA) 83 bp  Sc: 54.34 
GGGGGTGTCGCATAGTGGTCAATTGCATCGGACTGTAAATCCGGCTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydophila_pneumoniae_J138_chr.trna22-ValGAC (1133867-1133794)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydophila_pneumoniae_J138_chr.trna5-ValTAC (295697-295769)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna15-AlaGGC (833425-833497)  Ala (GGC) 73 bp  Sc: 72.48 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGACC 
CCGCTATGCTCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna35-AlaTGC (266556-266484)  Ala (TGC) 73 bp  Sc: 82.13 
GGGGACTTAGCTTAGTTGGTAGAGCGTCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna17-ArgACG (874722-874795)  Arg (ACG) 74 bp  Sc: 78.75 
GCACCAGTAGCTCAGTCGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCGAG 
TCCTCTCTGGTGCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna8-ArgCCT (459641-459714)  Arg (CCT) 74 bp  Sc: 60.56 
GTCCTCGTAGCTCAGCAGGATAGAGCGGTTGCCTCCTAAGCAGCAGGCCATGCGTTCGAA 
TCGCATCGAGGACG 
>Chlamydophila_pneumoniae_TW_183_chr.trna10-ArgTCG (674586-674659)  Arg (TCG) 74 bp  Sc: 75.86 
GCACCGATAGCTCAATTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAG 
CCCTCTTCGGTGCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna26-ArgTCT (804720-804648)  Arg (TCT) 73 bp  Sc: 85.99 
GGACCGATAGCTCAGTGGATAGAGCATTCGCCTTCTAAGCGAATGGTCGCAGGTTCGAGT 
CCTGCTCGGTCCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna37-AsnGTT (161884-161813)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydophila_pneumoniae_TW_183_chr.trna6-AspGTC (293565-293638)  Asp (GTC) 74 bp  Sc: 74.26 
GCGGGAGTAGTTCAATTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAC 
CCCCGTCTCTCGCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna23-CysGCA (1027926-1027856)  Cys (GCA) 71 bp  Sc: 66.18 
GGTGGCATAGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydophila_pneumoniae_TW_183_chr.trna18-GlnTTG (1082955-1083026)  Gln (TTG) 72 bp  Sc: 63.17 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydophila_pneumoniae_TW_183_chr.trna13-GluTTC (782144-782218)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna25-GlyGCC (958930-958859)  Gly (GCC) 72 bp  Sc: 78.97 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydophila_pneumoniae_TW_183_chr.trna12-GlyTCC (778932-779002)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 



GATCGGGCGCT 
>Chlamydophila_pneumoniae_TW_183_chr.trna24-HisGTG (997345-997272)  His (GTG) 74 bp  Sc: 79.24 
GCGAACGTAGCTCAGCTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCAAG 
CCCCGTCGTTCGCC 
>Chlamydophila_pneumoniae_TW_183_chr.trna36-IleGAT (266479-266406)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna9-LeuCAA (669558-669640)  Leu (CAA) 83 bp  Sc: 61.72 
GCCGGTGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAATAAGGTGT 
TGGTTCGAGTCCGATCACCGGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna11-LeuCAG (736725-736808)  Leu (CAG) 84 bp  Sc: 58.42 
GCAGCTATGGCGAAATCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTATGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna30-LeuGAG (677581-677500)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna28-LeuTAA (713293-713211)  Leu (TAA) 83 bp  Sc: 60.66 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCGTAGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna20-LeuTAG (1171566-1171647)  Leu (TAG) 82 bp  Sc: 62.09 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTTCGGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna14-LysTTT (782244-782316)  Lys (TTT) 73 bp  Sc: 89.48 
GGGTCTTTAGCTCAGCGGTTAGAGCACCTCACTTTTAATGAGGGGGTCGAAGGTTCAAAT 
CCTTCAAGACCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna3-MetCAT (196724-196796)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydophila_pneumoniae_TW_183_chr.trna4-MetCAT (196812-196885)  Met (CAT) 74 bp  Sc: 72.73 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCAGAATCATAATCTGCGTGTCGTTGGTTCAAA 
TCCGACTACCGCTA 
>Chlamydophila_pneumoniae_TW_183_chr.trna38-MetCAT (85016-84944)  Met (CAT) 73 bp  Sc: 82.60 
GGGGCGGTAGCTCAGTGGTTAGAGCTGCGGACTCATAACCCGTAGGTCACAGGTTCAAAT 
CCTGTCCGCCCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna31-PheGAA (628767-628695)  Phe (GAA) 73 bp  Sc: 72.05 
GGCTAGATAGCTCAGATGGTAGAGCAGAGGATTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna16-ProGGG (841248-841321)  Pro (GGG) 74 bp  Sc: 63.89 
CTGGGTGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydophila_pneumoniae_TW_183_chr.trna7-ProTGG (407348-407422)  Pro (TGG) 75 bp  Sc: 80.24 
CGGAGTATAGCGCAGCTTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydophila_pneumoniae_TW_183_chr.trna21-SerCGA (1225733-1225647)  Ser (CGA) 87 bp  Sc: 60.98 
GGAAGAGTGGCAGAGTGGTCGAATGCGTCTGATTCGAAATCAGAAGTTCTCTTACAGGAA 
CCAGGGGTTCGAATCCCTTCTCTTCCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna29-SerGCT (705763-705676)  Ser (GCT) 88 bp  Sc: 56.02 
GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTAAAGGGT 
ACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna32-SerGGA (624309-624223)  Ser (GGA) 87 bp  Sc: 64.95 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGTGGGTTCGAATCCCACTCTCTCCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna19-SerTGA (1137736-1137820)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydophila_pneumoniae_TW_183_chr.trna27-ThrCGT (784102-784030)  Thr (CGT) 73 bp  Sc: 75.64 
GCCTAAATAGCTCAGTTGGTAGAGCAACACATTCGTAACGTGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna1-ThrGGT (87151-87222)  Thr (GGT) 72 bp  Sc: 82.61 
GCCCAGATAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGCGGTCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna33-ThrTGT (290891-290819)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna2-TrpCCA (88492-88564)  Trp (CCA) 73 bp  Sc: 76.03 
GGGTGTGTAGCTTAGCTGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGATT 
CCCTTCGCACCCG 



>Chlamydophila_pneumoniae_TW_183_chr.trna34-TyrGTA (290813-290731)  Tyr (GTA) 83 bp  Sc: 54.34 
GGGGGTGTCGCATAGTGGTCAATTGCATCGGACTGTAAATCCGGCTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna22-ValGAC (1133163-1133090)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydophila_pneumoniae_TW_183_chr.trna5-ValTAC (293489-293561)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydia_trachomatis_chr.trna21-AlaGGC (725508-725436)  Ala (GGC) 73 bp  Sc: 74.81 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGATC 
CCGCTATGCTCCA 
>Chlamydia_trachomatis_chr.trna34-AlaTGC (202492-202420)  Ala (TGC) 73 bp  Sc: 82.67 
GGGGACTTAGCTTAGTTGGTAGAGCATCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydia_trachomatis_chr.trna22-ArgACG (682286-682214)  Arg (ACG) 73 bp  Sc: 73.39 
GCACCAGTAGCTCAGTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCAAAT 
CCTCTTTGGTGCG 
>Chlamydia_trachomatis_chr.trna6-ArgTCG (543862-543935)  Arg (TCG) 74 bp  Sc: 75.01 
GCACCGATAGCTCAACTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAA 
CCCTCTTCGGTGCG 
>Chlamydia_trachomatis_chr.trna9-ArgTCT (752671-752743)  Arg (TCT) 73 bp  Sc: 87.30 
GGACCGATAGCTCAGTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCGCAGGTTCGAAT 
CCTGCTCGGTCCG 
>Chlamydia_trachomatis_chr.trna37-AsnGTT (42801-42730)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydia_trachomatis_chr.trna31-AspGTC (250362-250289)  Asp (GTC) 74 bp  Sc: 76.67 
GCGGGAGTAGTTCAACTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCTCTCGCG 
>Chlamydia_trachomatis_chr.trna15-CysGCA (888006-887936)  Cys (GCA) 71 bp  Sc: 61.76 
GGTGGCATCGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydia_trachomatis_chr.trna11-GlnTTG (937062-937133)  Gln (TTG) 72 bp  Sc: 63.88 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydia_trachomatis_chr.trna19-GluTTC (775427-775353)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydia_trachomatis_chr.trna17-GlyGCC (814611-814540)  Gly (GCC) 72 bp  Sc: 75.06 
GCGGGTGTAGCTCAGTGGTAGAGCGCCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydia_trachomatis_chr.trna18-GlyTCC (778661-778591)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydia_trachomatis_chr.trna16-HisGTG (853628-853555)  His (GTG) 74 bp  Sc: 81.22 
GCGAACGTAGCTCAGTTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCGAA 
CCCCGTCGTTCGCC 
>Chlamydia_trachomatis_chr.trna35-IleGAT (202414-202341)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydia_trachomatis_chr.trna5-LeuCAA (541063-541145)  Leu (CAA) 83 bp  Sc: 63.24 
GCCGGCGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAGTAAGGTGT 
TGGTTCGAGTCCAATCGCCGGCA 
>Chlamydia_trachomatis_chr.trna7-LeuCAG (605752-605835)  Leu (CAG) 84 bp  Sc: 55.53 
GCAGCTATGGCGGAACCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTTTGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydia_trachomatis_chr.trna25-LeuGAG (546070-545989)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydia_trachomatis_chr.trna23-LeuTAA (582069-581987)  Leu (TAA) 83 bp  Sc: 58.49 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCTTTGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydia_trachomatis_chr.trna13-LeuTAG (1018111-1018192)  Leu (TAG) 82 bp  Sc: 62.58 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTCGCGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydia_trachomatis_chr.trna20-LysTTT (775336-775264)  Lys (TTT) 73 bp  Sc: 89.09 



GGGTCTTTAGCTCAGCGGTTAGAGCATCTCACTTTTAATGAGAGGGTCGAAGGTTCGAAT 
CCTTCAAGACCCA 
>Chlamydia_trachomatis_chr.trna32-MetCAT (234447-234375)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydia_trachomatis_chr.trna33-MetCAT (234356-234283)  Met (CAT) 74 bp  Sc: 73.61 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCGGAATCATAATCCGCGTGTCGTTGGTTCAAG 
TCCGACTACCGCTA 
>Chlamydia_trachomatis_chr.trna3-MetCAT (368396-368468)  Met (CAT) 73 bp  Sc: 78.30 
GGGGCAATAGCTCAGCGGTTAGAGCTGCGGACTCATAACCCGTAGGTCCCTGGTTCAAAT 
CCAGGTTGCCCCA 
>Chlamydia_trachomatis_chr.trna26-PheGAA (490055-489983)  Phe (GAA) 73 bp  Sc: 76.09 
GGCTAGATAGCTCAGCTGGTAGAGCAGAGGACTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydia_trachomatis_chr.trna8-ProGGG (718303-718376)  Pro (GGG) 74 bp  Sc: 67.00 
CTGGATGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydia_trachomatis_chr.trna36-ProTGG (68995-68921)  Pro (TGG) 75 bp  Sc: 78.14 
CGGAGTATAGCGCAGCCTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydia_trachomatis_chr.trna4-SerCGA (409238-409324)  Ser (CGA) 87 bp  Sc: 62.46 
GGAAGAGTGGCAGAGTGGTCGAATGCATCTGATTCGAAATCAGAAGTCCCTCAACGGGGA 
CCGGGGGTTCAAATCCCTTCTCTTCCG 
>Chlamydia_trachomatis_chr.trna24-SerGCT (574985-574897)  Ser (GCT) 89 bp  Sc: 59.15 
GGAAAGATGACTGAGTGGTCGAAAGTACGTCCCTGCTAAGGACGCGTACCCCTTAAAGGG 
TACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydia_trachomatis_chr.trna27-SerGGA (485330-485244)  Ser (GGA) 87 bp  Sc: 65.29 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGAGGGTTCGAATCCCTCTCTCTCCG 
>Chlamydia_trachomatis_chr.trna12-SerTGA (984330-984414)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydia_trachomatis_chr.trna10-ThrCGT (773399-773471)  Thr (CGT) 73 bp  Sc: 76.52 
GCCTAAATAGCTCAGTTGGTAGAGCAACGCATTCGTAACGCGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydia_trachomatis_chr.trna28-ThrGGT (363281-363210)  Thr (GGT) 72 bp  Sc: 75.30 
GCCCAGGTAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGTGGCCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydia_trachomatis_chr.trna1-ThrTGT (158662-158734)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydia_trachomatis_chr.trna29-TrpCCA (361939-361867)  Trp (CCA) 73 bp  Sc: 70.24 
GGGTGTGTAGCTTAGATGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGAAT 
CCCTCCGCACTCG 
>Chlamydia_trachomatis_chr.trna2-TyrGTA (158744-158826)  Tyr (GTA) 83 bp  Sc: 56.66 
GGGGGTGTCGCATAGCGGTCAATTGCATCGGACTGTAAATCCGACTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydia_trachomatis_chr.trna14-ValGAC (979594-979521)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydia_trachomatis_chr.trna30-ValTAC (250442-250370)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna37-AlaGGC (5238-5166)  Ala (GGC) 73 bp  Sc: 74.81 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGATC 
CCGCTATGCTCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna26-AlaTGC (520928-520856)  Ala (TGC) 73 bp  Sc: 82.67 
GGGGACTTAGCTTAGTTGGTAGAGCATCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna14-ArgACG (1000849-1000777)  Arg (ACG) 73 bp  Sc: 76.99 
GCACCAGTAGCTCAGTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCAAAT 
CCTCTCTGGTGCG 
>Chlamydia_trachomatis_434_Bu_chr.trna11-ArgTCG (862446-862519)  Arg (TCG) 74 bp  Sc: 75.01 
GCACCGATAGCTCAACTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAA 
CCCTCTTCGGTGCG 
>Chlamydia_trachomatis_434_Bu_chr.trna1-ArgTCT (32412-32484)  Arg (TCT) 73 bp  Sc: 87.30 
GGACCGATAGCTCAGTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCGCAGGTTCGAAT 



CCTGCTCGGTCCG 
>Chlamydia_trachomatis_434_Bu_chr.trna29-AsnGTT (364976-364905)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydia_trachomatis_434_Bu_chr.trna23-AspGTC (568799-568726)  Asp (GTC) 74 bp  Sc: 76.67 
GCGGGAGTAGTTCAACTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCTCTCGCG 
>Chlamydia_trachomatis_434_Bu_chr.trna31-CysGCA (167846-167776)  Cys (GCA) 71 bp  Sc: 61.76 
GGTGGCATCGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydia_trachomatis_434_Bu_chr.trna3-GlnTTG (216887-216958)  Gln (TTG) 72 bp  Sc: 63.88 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydia_trachomatis_434_Bu_chr.trna35-GluTTC (55171-55097)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydia_trachomatis_434_Bu_chr.trna33-GlyGCC (94381-94310)  Gly (GCC) 72 bp  Sc: 75.06 
GCGGGTGTAGCTCAGTGGTAGAGCGCCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydia_trachomatis_434_Bu_chr.trna34-GlyTCC (58406-58336)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydia_trachomatis_434_Bu_chr.trna32-HisGTG (133438-133365)  His (GTG) 74 bp  Sc: 81.22 
GCGAACGTAGCTCAGTTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCGAA 
CCCCGTCGTTCGCC 
>Chlamydia_trachomatis_434_Bu_chr.trna27-IleGAT (520850-520777)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna10-LeuCAA (859647-859729)  Leu (CAA) 83 bp  Sc: 63.24 
GCCGGCGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAGTAAGGTGT 
TGGTTCGAGTCCAATCGCCGGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna12-LeuCAG (924348-924431)  Leu (CAG) 84 bp  Sc: 55.53 
GCAGCTATGGCGGAACCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTTTGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna17-LeuGAG (864654-864573)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna15-LeuTAA (900666-900584)  Leu (TAA) 83 bp  Sc: 58.49 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCTTTGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna5-LeuTAG (297883-297964)  Leu (TAG) 82 bp  Sc: 62.58 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTCGCGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna36-LysTTT (55080-55008)  Lys (TTT) 73 bp  Sc: 89.09 
GGGTCTTTAGCTCAGCGGTTAGAGCATCTCACTTTTAATGAGAGGGTCGAAGGTTCGAAT 
CCTTCAAGACCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna24-MetCAT (552884-552812)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydia_trachomatis_434_Bu_chr.trna25-MetCAT (552793-552720)  Met (CAT) 74 bp  Sc: 73.61 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCGGAATCATAATCCGCGTGTCGTTGGTTCAAG 
TCCGACTACCGCTA 
>Chlamydia_trachomatis_434_Bu_chr.trna8-MetCAT (686973-687045)  Met (CAT) 73 bp  Sc: 78.30 
GGGGCAATAGCTCAGCGGTTAGAGCTGCGGACTCATAACCCGTAGGTCCCTGGTTCAAAT 
CCAGGTTGCCCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna18-PheGAA (808644-808572)  Phe (GAA) 73 bp  Sc: 76.09 
GGCTAGATAGCTCAGCTGGTAGAGCAGAGGACTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna13-ProGGG (1036875-1036948)  Pro (GGG) 74 bp  Sc: 67.00 
CTGGATGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydia_trachomatis_434_Bu_chr.trna28-ProTGG (391333-391259)  Pro (TGG) 75 bp  Sc: 78.14 
CGGAGTATAGCGCAGCCTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydia_trachomatis_434_Bu_chr.trna9-SerCGA (727820-727906)  Ser (CGA) 87 bp  Sc: 63.58 
GGAAGAGTGGCAGAGTGGTCGAATGCATCTGATTCGAAATCAGAAGTCCCTCAACGGGGA 
CCGGGGGTTCGAATCCCTTCTCTTCCG 



>Chlamydia_trachomatis_434_Bu_chr.trna16-SerGCT (893581-893493)  Ser (GCT) 89 bp  Sc: 52.97 
GGAAAGATGACTGAGTGGTCGAAGGTACGTCCCTGCTAAGGACGCGTACCCCTTAAAGGG 
TACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydia_trachomatis_434_Bu_chr.trna19-SerGGA (803919-803833)  Ser (GGA) 87 bp  Sc: 65.29 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGAGGGTTCGAATCCCTCTCTCTCCG 
>Chlamydia_trachomatis_434_Bu_chr.trna4-SerTGA (264109-264193)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydia_trachomatis_434_Bu_chr.trna2-ThrCGT (53142-53214)  Thr (CGT) 73 bp  Sc: 76.52 
GCCTAAATAGCTCAGTTGGTAGAGCAACGCATTCGTAACGCGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna20-ThrGGT (681750-681679)  Thr (GGT) 72 bp  Sc: 75.30 
GCCCAGGTAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGTGGCCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna6-ThrTGT (481086-481158)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydia_trachomatis_434_Bu_chr.trna21-TrpCCA (680408-680336)  Trp (CCA) 73 bp  Sc: 70.24 
GGGTGTGTAGCTTAGATGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGAAT 
CCCTCCGCACTCG 
>Chlamydia_trachomatis_434_Bu_chr.trna7-TyrGTA (481169-481251)  Tyr (GTA) 83 bp  Sc: 56.66 
GGGGGTGTCGCATAGCGGTCAATTGCATCGGACTGTAAATCCGACTCCTTACGGATACGT 
TGGTTCAAATCCAGCCACCCCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna30-ValGAC (259372-259299)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydia_trachomatis_434_Bu_chr.trna22-ValTAC (568879-568807)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna37-AlaGGC (5238-5166)  Ala (GGC) 73 bp  Sc: 74.81 
GGGGTATTAGCTCAGTTGGTAGAGCGCAACAATGGCATTGTTGAGGTCAGCGGTTCGATC 
CCGCTATGCTCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna26-AlaTGC (520968-520896)  Ala (TGC) 73 bp  Sc: 82.67 
GGGGACTTAGCTTAGTTGGTAGAGCATCTGATTTGCATTCAGAAGGTCAGGAGTTCGAAT 
CTCCTAGTCTCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna14-ArgACG (1000876-1000804)  Arg (ACG) 73 bp  Sc: 76.99 
GCACCAGTAGCTCAGTGGATAGAGTACCTGGCTACGAACCAGGTGGTCAGAGGTTCAAAT 
CCTCTCTGGTGCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna11-ArgTCG (862476-862549)  Arg (TCG) 74 bp  Sc: 75.01 
GCACCGATAGCTCAACTGGATAGAGTACCTGGCTTCGGACCAGGTGGTTGGAGGTTCGAA 
CCCTCTTCGGTGCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna1-ArgTCT (32410-32482)  Arg (TCT) 73 bp  Sc: 87.30 
GGACCGATAGCTCAGTGGATAGAGCATCCGCCTTCTAAGCGGATGGTCGCAGGTTCGAAT 
CCTGCTCGGTCCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna29-AsnGTT (365010-364939)  Asn (GTT) 72 bp  Sc: 75.21 
TCCGGAGTAGCTCAGCGGTAGAGCAGTGGACTGTTAATCCATTGGTCGTTGGTTCGAACC 
CATCCTCCGGAG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna23-AspGTC (568840-568767)  Asp (GTC) 74 bp  Sc: 76.67 
GCGGGAGTAGTTCAACTGGTTAGAGCACCGCCCTGTCAAGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCTCTCGCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna31-CysGCA (167854-167784)  Cys (GCA) 71 bp  Sc: 61.76 
GGTGGCATCGCCAAGCGGTAAGGCCGAGGCCTGCAAAGCCTCTATCCCCGGTTCGATTCC 
GGGTGCCACCT 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna3-GlnTTG (216897-216968)  Gln (TTG) 72 bp  Sc: 63.88 
TGGGGTGTGGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGCGCATCGGAGGTTCGAATC 
CTTCCACCCCAG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna35-GluTTC (55176-55102)  Glu (TTC) 75 bp  Sc: 50.11 
GGCCCCATCGTCTAGCCTGGCCCAGGACATCGGATTTTCATTCCGGTAACAGGGGTTCGA 
ATCCCCTTGGGGTCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna33-GlyGCC (94378-94307)  Gly (GCC) 72 bp  Sc: 75.06 
GCGGGTGTAGCTCAGTGGTAGAGCGCCACGTTGCCAACGTGAAGGTCGTGAGTTCAAGCC 
TCATCACCCGCT 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna34-GlyTCC (58412-58342)  Gly (TCC) 71 bp  Sc: 69.63 
GCGCCCGTAGCTCAATGGTAGAGCTGTAGCCTTCCAAGCTACCGGTGTCAGTTCGATTCT 
GATCGGGCGCT 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna32-HisGTG (133447-133374)  His (GTG) 74 bp  Sc: 81.22 



GCGAACGTAGCTCAGTTGGTTAGAGCGTCGGATTGTGGTTCCGAAGGTCGCGGGTTCGAA 
CCCCGTCGTTCGCC 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna27-IleGAT (520890-520817)  Ile (GAT) 74 bp  Sc: 83.91 
GCGGTTATAGCTCAGTTGGTTAGAGCGCGACACTGATAATGTCGAGGTCCCAAGTTCAAG 
TCTTGGTAACCGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna10-LeuCAA (859677-859759)  Leu (CAA) 83 bp  Sc: 63.24 
GCCGGCGTGGCGGAATGGTAGACGCGGTAGACTCAAAATCTACTCTTAGCAGTAAGGTGT 
TGGTTCGAGTCCAATCGCCGGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna12-LeuCAG (924376-924459)  Leu (CAG) 84 bp  Sc: 55.53 
GCAGCTATGGCGGAACCGGTAGACGCGCTAGATTCAGGTTCTAGTGAGCTTTTGCTCATG 
GAAGTTCAAGTCTTCTTAGCTGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna17-LeuGAG (864684-864603)  Leu (GAG) 82 bp  Sc: 51.25 
GCGGAAGTGGCGGAATTGGTATACGCGCTATCTTGAGGTGGTAGTGGAGCTTTCCTTAGG 
GGTTCGAGTCCCCTCTTTCGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna15-LeuTAA (900695-900613)  Leu (TAA) 83 bp  Sc: 58.49 
GCTCAGATGGTGGAATGGTAGACACTAGGGACTTAAAATCCCTTGGGCTTTGGCCCGTGC 
AAGTTCGAGTCTTGTTCTGAGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna5-LeuTAG (297895-297976)  Leu (TAG) 82 bp  Sc: 62.58 
GCCCAGGTGGTGAAATTGGTAGACACGCTGGATTTAGGATCCAGTGCTTCGCGGCATGTA 
GGTTCAAGTCCTATCCTGGGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna36-LysTTT (55085-55013)  Lys (TTT) 73 bp  Sc: 89.09 
GGGTCTTTAGCTCAGCGGTTAGAGCATCTCACTTTTAATGAGAGGGTCGAAGGTTCGAAT 
CCTTCAAGACCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna24-MetCAT (552924-552852)  Met (CAT) 73 bp  Sc: 71.20 
CGCGGGATAGAGTAGTGGTCATCTCGTTGGGCTCATAACCCAAAGGTCGGAGGTTCGAAT 
CCTTCTCCCGCTA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna25-MetCAT (552833-552760)  Met (CAT) 74 bp  Sc: 73.61 
GGCGGTATAGCTCAGGTGGTTAGAGCAGCGGAATCATAATCCGCGTGTCGTTGGTTCAAG 
TCCGACTACCGCTA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna8-MetCAT (687012-687084)  Met (CAT) 73 bp  Sc: 78.30 
GGGGCAATAGCTCAGCGGTTAGAGCTGCGGACTCATAACCCGTAGGTCCCTGGTTCAAAT 
CCAGGTTGCCCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna18-PheGAA (808684-808612)  Phe (GAA) 73 bp  Sc: 76.09 
GGCTAGATAGCTCAGCTGGTAGAGCAGAGGACTGAAGATCCTTGTGTCGTCGGTTCGATC 
CCGGCTCTGGCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna13-ProGGG (1036902-1036975)  Pro (GGG) 74 bp  Sc: 67.00 
CTGGATGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGGCGGAGGTTCAAA 
TCCTCTCATCCAGA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna28-ProTGG (391371-391297)  Pro (TGG) 75 bp  Sc: 78.14 
CGGAGTATAGCGCAGCCTGGTTAGCGCGGTTGCTTTGGGAGCAATAGGTCGGGGGTTCGA 
ATCCCTCTACTCCGA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna9-SerCGA (727859-727945)  Ser (CGA) 87 bp  Sc: 63.58 
GGAAGAGTGGCAGAGTGGTCGAATGCATCTGATTCGAAATCAGAAGTCCCTCAACGGGGA 
CCGGGGGTTCGAATCCCTTCTCTTCCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna16-SerGCT (893610-893522)  Ser (GCT) 89 bp  Sc: 52.97 
GGAAAGATGACTGAGTGGTCGAAGGTACGTCCCTGCTAAGGACGCGTACCCCTTAAAGGG 
TACCGAGGGTTCGAATCCCTCTCTTTCCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna19-SerGGA (803959-803873)  Ser (GGA) 87 bp  Sc: 65.29 
GGAGAGATGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGTTAACGCGTA 
CCGAGGGTTCGAATCCCTCTCTCTCCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna4-SerTGA (264120-264204)  Ser (TGA) 85 bp  Sc: 70.17 
GGAAGAATGGCAGAGCGGTTTAATGCACCTGTCTTGAAAACAGGAGACCTGAAAGGGTCC 
GGGGGTTCGAATCCCTCTTCTTCCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna2-ThrCGT (53147-53219)  Thr (CGT) 73 bp  Sc: 76.52 
GCCTAAATAGCTCAGTTGGTAGAGCAACGCATTCGTAACGCGTAGGTCGTCGGTTCGATC 
CCGGCTTTGGGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna20-ThrGGT (681790-681719)  Thr (GGT) 72 bp  Sc: 75.30 
GCCCAGGTAGCTCAGTGGTAGAGCACTTGCATGGTAAGCAAGTGGCCGTAGGTTCAATTC 
CTATTCTGGGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna6-ThrTGT (481126-481198)  Thr (TGT) 73 bp  Sc: 80.09 
GCTGGAGTAGCTCAATTGGCAGAGCATTCGATTTGTAATCGAACGGTTGAGGGTTCAATT 
CCTTTCTCCAGCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna21-TrpCCA (680448-680376)  Trp (CCA) 73 bp  Sc: 70.24 
GGGTGTGTAGCTTAGATGGTAGAGCAGTGGCCTCCAAAGCCGCCGGTCGGGGGTTCGAAT 
CCCTCCGCACTCG 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna7-TyrGTA (481209-481291)  Tyr (GTA) 83 bp  Sc: 56.66 
GGGGGTGTCGCATAGCGGTCAATTGCATCGGACTGTAAATCCGACTCCTTACGGATACGT 



TGGTTCAAATCCAGCCACCCCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna30-ValGAC (259383-259310)  Val (GAC) 74 bp  Sc: 72.25 
GGGGTATTAGCTCAGTTGGTTAGAGCGTCACGTTGACATCGTGAAGGTCAGCTGTTCAAG 
TCAGCTATATCCCA 
>Chlamydia_trachomatis_L2b_UCH_1_proctitis_chr.trna22-ValTAC (568920-568848)  Val (TAC) 73 bp  Sc: 78.56 
GGATGCGTAGCTCAGCGGTTAGAGCACCTGTCTTACACACAGGGGGTCATAGGTTCAAAT 
CCTGTCGTGTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna1-AlaCGC (75584-75656)  Ala (CGC) 73 bp  Sc: 81.39 
GGGGCTTTAGCTCAGTTGGTAGAGCGTCTCGTTCGCAATGAGAAGGTCAGGGGTTCGACT 
CCCCTAAGCTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna39-AlaGGC (614771-614696)  Ala (GGC) 76 bp  Sc: 82.15 
GGGGCTATAGCTCAGTTGGTAGAGCATTTGCATGGCATGCAAAGGGTCAGGAGTTCGAGT 
CTCCTTAGCTCCACAA 
>Chlorobium_chlorochromatii_CaD3_chr.trna3-AlaTGC (104342-104417)  Ala (TGC) 76 bp  Sc: 82.41 
GGGGCTTTAGCTCAGTTGGTAGAGCGCCTGTTTTGCAAGCAGGAGGTCAACGGTTCGACC 
CCGTTAAGCTCCACGA 
>Chlorobium_chlorochromatii_CaD3_chr.trna21-ArgACG (1749108-1749184)  Arg (ACG) 77 bp  Sc: 80.66 
GCACCCGTAGCTCAATTGGATAGAGTATCTGACTACGGATCAGACGGTTAGAGGTTCGAC 
TCCTCTCGGGTGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna35-ArgCCG (1582253-1582178)  Arg (CCG) 76 bp  Sc: 77.76 
GCCCTTGTAGCTCAGTGGATAGAGCAGTAGTTTCCGGAACTAAAGGTCGGCAGTTCGAGT 
CTGCCCGAGGGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna4-ArgCCT (164847-164922)  Arg (CCT) 76 bp  Sc: 80.54 
GCCCTTGTAGCTCAGTGGATAGAGCACCAGTTTCCTAAACTGTTGGTCGGCAGTTCGAGT 
CTGCCCGAGGGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna29-ArgTCT (2025421-2025346)  Arg (TCT) 76 bp  Sc: 89.28 
GTGCCCGTAGCTCAATGGATAGAGCATCAGCCTTCTAAGCTGAGGGTTACTGGTTCGAGT 
CCAGTCGGGCACACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna23-AsnGTT (2165727-2165798)  Asn (GTT) 72 bp  Sc: 80.62 
TCCGCGATAGCTCAATGGTAGAGCATGCGACTGTTAATCGCAGGGTTGCAGGTTCGAGTC 
CTGCTCGCGGAG 
>Chlorobium_chlorochromatii_CaD3_chr.trna43-AspGTC (353031-352954)  Asp (GTC) 78 bp  Sc: 92.57 
GGAGCTGTAGCTCAGTTTGGTTAGAGCGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGA 
GCCCCGTCAGCTCCGCAA 
>Chlorobium_chlorochromatii_CaD3_chr.trna17-CysGCA (1501918-1501991)  Cys (GCA) 74 bp  Sc: 70.20 
GGCGAAGTGGCCGAGTGGTTAGGCAGAGGTCTGCAAAACCTTGTACAGCGGTTCGAATCC 
GCTCTTCGCCTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna22-GlnCTG (1749199-1749275)  Gln (CTG) 77 bp  Sc: 72.59 
TGAGGAGTGGCCAAATTGGTAAGGCTCCTGATTCTGGATCAGGCAATGTGCAGGTTCGAG 
TCCTGCCTCCTCAACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna27-GlnTTG (2030775-2030701)  Gln (TTG) 75 bp  Sc: 73.85 
TGGGGAGTCGCCAAGTGGTAAGGCATCGGCCTTTGGAGCCGACATTCGCAGGTTCGAATC 
CTGCCTCCCCAGCCC 
>Chlorobium_chlorochromatii_CaD3_chr.trna20-GluCTC (1749027-1749100)  Glu (CTC) 74 bp  Sc: 62.25 
GGCGTGTTCGTCTAGTGGCCCAGGACATCGCCCTCTCAAGGCGAAGATCACGGGTTCGAA 
TCCCGTACACGCTA 
>Chlorobium_chlorochromatii_CaD3_chr.trna31-GluTTC (2025233-2025159)  Glu (TTC) 75 bp  Sc: 72.20 
GGCCCCATCGACTAGTGGTTAGGTCATCACCCTTTCAAGGTGGTAGCACGGGTTCGAATC 
CCGTTGGGGTCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna14-GlyCCC (1264812-1264887)  Gly (CCC) 76 bp  Sc: 87.74 
GCGGGTGTAACTCAGTTGGTAGAGTGTTTGCTTCCCAAGCAAAATGTCGCGAGTTCGAAT 
CTCGTCACCCGCTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna34-GlyGCC (1760979-1760904)  Gly (GCC) 76 bp  Sc: 95.06 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna25-GlyTCC (2354706-2354631)  Gly (TCC) 76 bp  Sc: 79.88 
GCGGGAGTAACTCAGTTGGTAGAGTCACAGCCTTCCAAGCTGTTGGTCGCGAGTTCGAGT 
CTCGTCTCCCGCTCAA 
>Chlorobium_chlorochromatii_CaD3_chr.trna30-HisGTG (2025323-2025247)  His (GTG) 77 bp  Sc: 78.40 
GTGATTGTAGCTCAGTTGGTTAGAGCGCCAGGTTGTGGCCCTGGAGGCCGGGGGTTCGAG 
TCCCCTCATTCACCCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna2-IleGAT (104236-104312)  Ile (GAT) 77 bp  Sc: 90.80 
GGGCCTGTAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCAGTGGTTCAAC 
TCCACTCAGGCCCACTA 
>Chlorobium_chlorochromatii_CaD3_chr.trna38-LeuCAA (904353-904266)  Leu (CAA) 88 bp  Sc: 73.09 
GCCAAAGTGGCGGAACTGGTAGACGCGCTGGACTCAAAATCCAGTGAGCTTAAAACTCGT 
GTGGGTTCGAGTCCCACCTTTGGTACCA 



>Chlorobium_chlorochromatii_CaD3_chr.trna16-LeuCAG (1498748-1498832)  Leu (CAG) 85 bp  Sc: 63.39 
GCCCGAATGGCGGAATTGGTAGACGCACGCGTTTCAGGGACGCGCGCCGCGAGGTGTAGG 
AGTTCGAGTCTCCTTTCGGGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna11-LeuGAG (539576-539657)  Leu (GAG) 82 bp  Sc: 54.06 
GCCCGAGTGGTGAAATTGGTAGACACACTATCTTGAGGGGGTAGCGCCGAAAGGTGTAGG 
AGTTCGAATCTCCTCTCGGGCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna18-LeuTAA (1613413-1613498)  Leu (TAA) 86 bp  Sc: 72.02 
GCCGAAGTGGCGGAATTGGTAGACGCCCGGGACTTAAAATCCCGTGTTCAGCAATGGACG 
TACGGGTTCGATTCCCGTCTTCGGCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna37-LeuTAG (904452-904368)  Leu (TAG) 85 bp  Sc: 64.86 
GCGAGAGTGGTGAAATTGGTATACACGCTAGTCTTAGGAACTAGTGCCGTGAGGCGTGTG 
GGTTCGACTCCCTCCTCTCGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna32-LysCTT (2008096-2008021)  Lys (CTT) 76 bp  Sc: 95.17 
GCACCCGTGGCTCAATTGGTAGAGCAACTGACTCTTAATCAGTGGGTTCCAGGTTCGAGT 
CCTGGCGGGTGCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna10-LysTTT (539473-539545)  Lys (TTT) 73 bp  Sc: 85.69 
GAGAATATAGCTCAGTCGGTAGAGCATCTGCCTTTTAAGCAGAGGGTCGAAGGTTCGAGT 
CCTTCTATTCTCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna33-MetCAT (1867346-1867271)  Met (CAT) 76 bp  Sc: 83.77 
CGTGGGGTGGAGCAATTGGTAGCTCGTCGGGCTCATAACCCGAAGGTTGCAGGTTCAAGT 
CCTGTCCCCACCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna19-MetCAT (1748934-1749010)  Met (CAT) 77 bp  Sc: 88.08 
GGGCCCTTAGCTCAGTTGGTCAGAGCAAGCGACTCATAATCGCTGGGTCGTAGGTTCAAG 
TCCTACAGGGCCCACCG 
>Chlorobium_chlorochromatii_CaD3_chr.trna13-MetCAT (1264724-1264800)  Met (CAT) 77 bp  Sc: 91.74 
GGTGAGATAGCTCAGTTGGTTAGAGCACAGGATTCATAACCCTGAGGTCGAGGGTTCAAC 
TCCCTCTCTCACCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna9-PheGAA (457755-457827)  Phe (GAA) 73 bp  Sc: 83.78 
GGACAGATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCGTGGGTTCGATT 
CCCTCTCTGTCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna36-ProCGG (1582168-1582093)  Pro (CGG) 76 bp  Sc: 88.36 
CGGGGTGTGGCTCAGTTGGTAGAGTGCTGCGTTCGGGACGCAGAGGTCGTGGGTTCGAAT 
CCCGCCACCCCGACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna26-ProGGG (2060151-2060078)  Pro (GGG) 74 bp  Sc: 73.42 
CGGCGTATAGCGCAGCCTGGTAGCGTGCTTCCTTGGGGTGGAAGAGGTCGTGGGTTCGAA 
TCCCGCTACGCCGA 
>Chlorobium_chlorochromatii_CaD3_chr.trna28-ProTGG (2025517-2025445)  Pro (TGG) 73 bp  Sc: 80.89 
CGGGGCGTGGCGCAGTTGGTAGCGTGCCTGCTTTGGGAGCAGGAGGTCCCGAGTTCGAGT 
CTCGGCGCCCCGA 
>Chlorobium_chlorochromatii_CaD3_chr.trna12-SerCGA (1161857-1161943)  Ser (CGA) 87 bp  Sc: 62.09 
GGAGAGGTGGCAGAGTGGTTGAATGTGGCGGTCTCGAAAACCGTTGTGCGCGTAAGTGTA 
CCGAGGGTTCGAATCCCTCCCTCTCCG 
>Chlorobium_chlorochromatii_CaD3_chr.trna42-SerGCT (570318-570229)  Ser (GCT) 90 bp  Sc: 68.92 
GGAGAGGTGGCCGAGTGGCTGAAGGCAACGGTTTGCTAAACCGTCGTAGTCTGTTAAGGG 
CTACCGAGGGTTCGAATCCCTCCCTCTCCG 
>Chlorobium_chlorochromatii_CaD3_chr.trna40-SerGGA (570612-570522)  Ser (GGA) 91 bp  Sc: 72.50 
GGAGAGGTCGCATAGTTGGTCTAGTGCGCTCGCCTGGAAAGCGGGTAGGGTGTTACAGCC 
CTCGAGGGTTCGAATCCCTCCCTCTCCGCCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna41-SerTGA (570415-570333)  Ser (TGA) 83 bp  Sc: 65.68 
GGAGGATTAGTCTAATTGGTAAGGCAGCAGTCTTGAAAACTGCCGGGTTAACACCCTTGG 
GGGTTCGAGTCCCTCATCCTCCG 
>Chlorobium_chlorochromatii_CaD3_chr.trna24-ThrCGT (2554003-2554075)  Thr (CGT) 73 bp  Sc: 76.73 
GCCACCTTAGCTCAGTTGGTAGAGCAACTGTTTCGTAAATAGTAGGTCGTGGGTTCAAGT 
CCCTCAGGTGGCT 
>Chlorobium_chlorochromatii_CaD3_chr.trna7-ThrGGT (399460-399532)  Thr (GGT) 73 bp  Sc: 84.37 
GCTGATGTAGCTCAGTCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCATCGGTTCAAGT 
CCGATCATCAGCT 
>Chlorobium_chlorochromatii_CaD3_chr.trna5-ThrTGT (399282-399354)  Thr (TGT) 73 bp  Sc: 80.65 
GCTGGTGTAGCTCAATTGGTAGAGCAGCTGATTTGTAATCAGCAGGTTGCGGGTTCGAGT 
CCCATCACCAGCT 
>Chlorobium_chlorochromatii_CaD3_chr.trna8-TrpCCA (399570-399642)  Trp (CCA) 73 bp  Sc: 75.95 
ACGTCAGTAGCTTAATTGGTAGAGCAGCGGTCTCCAAAACCGCAGGTTGGGGGTTCGAGT 
CCCTCCTGACGTG 
>Chlorobium_chlorochromatii_CaD3_chr.trna6-TyrGTA (399367-399451)  Tyr (GTA) 85 bp  Sc: 81.64 
GGGTAGGTAGCGAAGTGGTTAAACGCAACAGACTGTAAATCTGTCGACTCTGTCTTCGGA 
GGTTCGAATCCTCCCCTACCCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna15-ValCAC (1300530-1300606)  Val (CAC) 77 bp  Sc: 95.37 



GGACAATTAGCTCAGTTGGTTAGAGCGTTCGCTTCACACGCGAAAGGTCAGTGGTTCGAA 
TCCACTATTGTCCACCA 
>Chlorobium_chlorochromatii_CaD3_chr.trna44-ValGAC (206105-206029)  Val (GAC) 77 bp  Sc: 87.96 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCTACCTTGACACGGTAGAGGTCAGAAGTTCGAA 
TCTTCTACCGCCCACCC 
>Chlorobium_chlorochromatii_CaD3_chr.trna45-ValTAC (10692-10616)  Val (TAC) 77 bp  Sc: 88.69 
GGGTTCCTAGCTCAGTTGGTTAGAGCGACTGGTTTACACCCAGTAGGTCGGGGGTTCGAC 
TCCCTCGGGACCCACCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna27-AlaCGC (3098150-3098078)  Ala (CGC) 73 bp  Sc: 81.39 
GGGGCTTTAGCTCAGTTGGTAGAGCGTCTCGTTCGCAATGAGAAGGTCAGGGGTTCGACT 
CCCCTAAGCTCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna25-AlaGGC (2296966-2297038)  Ala (GGC) 73 bp  Sc: 81.53 
GGGGCTATAGCTCAGTTGGTAGAGCATTTGCATGGCATGCAAAGGGTCAGGAGTTCGAGT 
CTCCTTAGCTCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna30-AlaTGC (3050598-3050523)  Ala (TGC) 76 bp  Sc: 88.02 
GGGGCTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGAGGTCAACGGTTCGACC 
CCGTTAAGCTCCACAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna32-AlaTGC (2898463-2898388)  Ala (TGC) 76 bp  Sc: 88.02 
GGGGCTTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGAGGTCAACGGTTCGACC 
CCGTTAAGCTCCACAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna43-ArgACG (919570-919497)  Arg (ACG) 74 bp  Sc: 77.10 
GCACCCGTAGCTCAATTGGATAGAGCGTCTGACTACGGATCAGAAGGTTAGGGGTTCGAT 
TCCTCTCGGGTGCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna16-ArgCCG (1327970-1328042)  Arg (CCG) 73 bp  Sc: 70.82 
GCCCTTGTAGCTCAGTGGATAGAGTAGTAGTTTCCGAAACTATTGGTCGGCAGTTCGAGT 
CTGCCCAAGGGCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna46-ArgCCT (194001-193926)  Arg (CCT) 76 bp  Sc: 75.68 
ACCCTTGTAGCTCAGTGGATAGAGCAACAGTTTCCTAAACTGTGGGTCGGCAGTTCGAGT 
CTGCCCAAGGGTACCG 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna12-ArgTCT (1053256-1053331)  Arg (TCT) 76 bp  Sc: 78.08 
GTGCCCGTAGCTCAATGGATAGAGCATCAGCCTTCTAAGCTGAGGGTTACTGGTTCGAGT 
CCAGTCGGGCATACAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna33-AsnGTT (2855296-2855225)  Asn (GTT) 72 bp  Sc: 78.99 
TCCGCGATAGCTCAATGGTAGAGCATGCGACTGTTAATCGCAGGGTTGTAGGTTCGAGTC 
CTACTCGCGGAG 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna26-AspGTC (2417293-2417367)  Asp (GTC) 75 bp  Sc: 91.95 
GGAGCTGTAGCTCAGTTTGGTTAGAGCGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGA 
GCCCCGTCAGCTCCG 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna19-CysGCA (1719488-1719561)  Cys (GCA) 74 bp  Sc: 60.94 
GGCGAAGTGGCCGAGTGGTCAGGCAGAGGTCTGCAAAACCTTGTACAGCGGTTCGAATCC 
GCTCTTCGCCTCAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna44-GlnCTG (918507-918432)  Gln (CTG) 76 bp  Sc: 71.83 
TGAGGAGTGGCCAAATTGGTAAGGCACCTGATTCTGGATCAGGCAATTCCAGGTTCGAGT 
CCTGGCTCCTCAGCAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna10-GlnTTG (1048324-1048398)  Gln (TTG) 75 bp  Sc: 73.88 
TGGGGCGTCGCCAAGTGGTAAGGCATCGGCCTTTGGAGCCGACATTCGCAGGTTCGAATC 
CTGCCGCCCCAGCAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna42-GluCTC (919651-919575)  Glu (CTC) 77 bp  Sc: 62.87 
GGCGTGTTCGTCTAGTGGCCCAGGACATCGCCCTCTCAAGGCGAAGATCACGGGTTCGAA 
TCCCGTACACGCTACAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna14-GluTTC (1053442-1053513)  Glu (TTC) 72 bp  Sc: 63.71 
GGCCCCATCGACTAGCGGTTAGGTCACCACCCTTTCAAGGTGGCGGGACGGGTTCGAATC 
CCGTTGGGGTCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna21-GlyCCC (1872482-1872557)  Gly (CCC) 76 bp  Sc: 80.06 
GCGGGTGTAACTCAGTTGGTAGAGTGTTTGCTTCCCAAGCAAAATGTCGCGAGTTCGAAT 
CTCGTCACCCGCTCCC 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna23-GlyGCC (2254342-2254414)  Gly (GCC) 73 bp  Sc: 86.76 
GCGGGAATAGCTCAGTTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCT 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna34-GlyTCC (2793147-2793075)  Gly (TCC) 73 bp  Sc: 79.26 
GCGGGAGTAACTCAGTTGGTAGAGTCACAGCCTTCCAAGCTGTTGGTCGCGAGTTCGAGT 
CTCGTCTCCCGCT 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna13-HisGTG (1053357-1053430)  His (GTG) 74 bp  Sc: 74.68 
GTGATTGTAGCTCAGTTGGTTAGAGCGCCAGGTTGTGGCCCTGGAGGTCGGGGGTTCGAG 
TCCCCTCATTCACC 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna29-IleGAT (3050708-3050632)  Ile (GAT) 77 bp  Sc: 94.06 
GGGCCTGTAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCAGTGGTTCAAA 



TCCACTCAGGCCCACTA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna31-IleGAT (2898573-2898497)  Ile (GAT) 77 bp  Sc: 94.06 
GGGCCTGTAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCAGTGGTTCAAA 
TCCACTCAGGCCCACTA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna40-LeuCAA (1099746-1099660)  Leu (CAA) 87 bp  Sc: 67.42 
GCCAAAGTGGCGGAACTGGTAGACGCGCTGGACTCAAAATCCAGTGAGTGCAAACTCGTG 
AGGGTTCGAGTCCCTCCTTTGGTACGA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna22-LeuCAG (1953685-1953769)  Leu (CAG) 85 bp  Sc: 67.65 
GCCCGAATGGCGGAACTGGTAGACGCACTCGTTTCAGGGACGAGCGCCGCAAGGTGTAGG 
AGTTCGAATCTCCTTTCGGGCACCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna7-LeuGAG (436115-436196)  Leu (GAG) 82 bp  Sc: 53.21 
GCCCGAGTGGTGAAACTGGTAGACACACTATCTTGAGGGGGTAGCGCCGAAAGGTGTAGG 
AGTTCGAATCTCCTCTCGGGCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna45-LeuTAA (366973-366885)  Leu (TAA) 89 bp  Sc: 81.62 
GCCGAAGTGGCGGAACTGGTAGACGCCCAGGACTTAAAATCCTGTGTTCAGCAATGGACG 
TGCGGGTTCGATTCCCGCCTTCGGCACCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna39-LeuTAG (1099888-1099807)  Leu (TAG) 82 bp  Sc: 57.76 
GCGAGAGTGGTGGAATTGGTATACACGCTAGTCTTAGGAACTAGTGCCGAGAGGCGTATG 
GGTTCGAGTCCCTTCTCTCGCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna15-LysCTT (1059928-1060003)  Lys (CTT) 76 bp  Sc: 94.50 
GCACCCGTGGCTCAATCGGTAGAGCAACTGACTCTTAATCAGTGGGTTGGAGGTTCGAGT 
CCTCCCGGGTGCACCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna6-LysTTT (436026-436098)  Lys (TTT) 73 bp  Sc: 85.69 
GAGAATATAGCTCAGTCGGTAGAGCATCTGCCTTTTAAGCAGAGGGTCGAAGGTTCGAGT 
CCTTCTATTCTCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna38-MetCAT (1150676-1150601)  Met (CAT) 76 bp  Sc: 76.09 
CGTGGGGTGGAGCAATTGGTAGCTCGTCGGGCTCATAACCCGAAGGTTGCAGGTTCAAGT 
CCTGTCCCCACCACTA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna20-MetCAT (1872397-1872470)  Met (CAT) 74 bp  Sc: 80.64 
GGTGAGGTAGCTCAGTTGGTTAGAGCACAGGATTCATAACCCTGAGGTCGAGGGTTCAAC 
TCCCTCTCTCACCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna41-MetCAT (919760-919687)  Met (CAT) 74 bp  Sc: 87.46 
GGGCCCTTAGCTCAGTTGGTCAGAGCAAGCGACTCATAATCGCTGGGTCGTAGGTTCAAG 
TCCTACAGGGCCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna8-PheGAA (473467-473542)  Phe (GAA) 76 bp  Sc: 84.40 
GGACAGATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCGTGGGTTCGATT 
CCCTCTCTGTCCACAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna17-ProCGG (1328059-1328131)  Pro (CGG) 73 bp  Sc: 80.06 
CGGGGTGTGGCTCAGTTGGTAGAGTGCTGCGTTCGGGACGCAGAGGTCGTGGGTTCGAGT 
CCCGCCACCCCGA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna5-ProGGG (337928-338001)  Pro (GGG) 74 bp  Sc: 76.73 
CGGCGTATAGCGCAGCCTGGTAGCGCACTTCCTTGGGGTGGAAGGGGTCGTGGGTTCAAA 
TCCCGCTACGCCGA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna11-ProTGG (1053155-1053227)  Pro (TGG) 73 bp  Sc: 77.29 
CGGGGCGTGGCGCAGTTGGTAGCGTGCCTGCTTTGGGAGCAGGAGGTCCCGAGTTCGAGT 
CTCGGTGCCCCGA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna24-SerCGA (2254640-2254729)  Ser (CGA) 90 bp  Sc: 63.52 
GGAGAGGTGCGAGAGTGGTTGAATCGGGCGGTCTCGAAAACCGCTGTGCGCGCAAGTGTA 
CCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna37-SerGCT (1850311-1850219)  Ser (GCT) 93 bp  Sc: 67.83 
GGAGAGGTGGCCGAGCGGCTGAAGGCACCGGTTTGCTAAACCGACGTAGTTCGTAAAGGG 
CTACCGAGGGTTCGAATCCCTCCCTCTCCGCAA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna35-SerGGA (1850697-1850607)  Ser (GGA) 91 bp  Sc: 71.75 
GGAGAGGTCGCATAGTTGGTCTAGTGCGCTCGCCTGGAAAGCGGGTAGGGTGTAACAGCC 
CTCGAGGGTTCGAATCCCTCCCTCTCCGCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna36-SerTGA (1850409-1850324)  Ser (TGA) 86 bp  Sc: 66.49 
GGAGGATTAGCCTAATTGGTAAGGCAGCAGTCTTGAAAACTGCCGGGTTCACGCCCATGG 
GGGTTCGAGTCCCTCATCCTCCGCCC 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna47-ThrCGT (51965-51893)  Thr (CGT) 73 bp  Sc: 80.76 
GCCACCTTAGCTCAGTTGGTAGAGCAACTGTTTCGTAAATAGTAGGTCGTGGGTTCGAGT 
CCCGCAGGTGGCT 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna3-ThrGGT (253131-253203)  Thr (GGT) 73 bp  Sc: 84.37 
GCTGATGTAGCTCAGTCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCATCGGTTCAAGT 
CCGATCATCAGCT 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna1-ThrTGT (252936-253008)  Thr (TGT) 73 bp  Sc: 80.65 
GCTGGTGTAGCTCAATTGGTAGAGCAGCTGATTTGTAATCAGCAGGTTGCGGGTTCGAGT 
CCCATCACCAGCT 



>Chlorobium_phaeobacteroides_DSM_266_chr.trna4-TrpCCA (253227-253302)  Trp (CCA) 76 bp  Sc: 75.62 
ACGTCAGTAGCTTAATTGGTAGAGCAGCGGTCTCCAAAACCGCAGGTTGGGGGTTCGATT 
CCCTCCTGACGTGCCG 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna2-TyrGTA (253022-253104)  Tyr (GTA) 83 bp  Sc: 77.26 
GGGCAGATAGCGAAGTGGTTAAACGCAACAGACTGTAAATCTGTCGACATATGTCTTCGG 
AGGTTCGAATCCTCCTCTGCCCA 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna18-ValCAC (1663969-1664045)  Val (CAC) 77 bp  Sc: 89.64 
GGACAATTAGCTCAGTTGGTTAGAGCGTTCGCTTCACACGCGAAAGGTCACAGGTTCGAG 
TCCTGTATTGTCCACCC 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna9-ValGAC (713392-713468)  Val (GAC) 77 bp  Sc: 88.16 
GGACGATTAGCTCAGTTGGTTAGAGCGCTACATTGACACTGTAGAGGTCAGTGGTTCGAA 
TCCACTATCGTCCACCC 
>Chlorobium_phaeobacteroides_DSM_266_chr.trna28-ValTAC (3074248-3074175)  Val (TAC) 74 bp  Sc: 84.69 
GGGTCTCTAGCTCAGCTGGTTAGAGCGGCTGGTTTACACCCAGTAGGTCGGGGGTTCGAA 
TCCCTCGAGACCCA 
>Chlorobium_tepidum_TLS_chr.trna50-AlaCGC (16877-16802)  Ala (CGC) 76 bp  Sc: 82.01 
GGGGCTTTAGCTCAGTTGGTAGAGCGTCTCGTTCGCAATGAGAAGGTCAGGGGTTCGACT 
CCCCTAAGCTCCACAA 
>Chlorobium_tepidum_TLS_chr.trna47-AlaGGC (331299-331227)  Ala (GGC) 73 bp  Sc: 81.53 
GGGGCTATAGCTCAGTTGGTAGAGCATTTGCATGGCATGCAAAGGGTCAGGAGTTCGAGT 
CTCCTTAGCTCCA 
>Chlorobium_tepidum_TLS_chr.trna3-AlaTGC (141260-141335)  Ala (TGC) 76 bp  Sc: 92.25 
GGGGCTTTAGCTCAGTTGGTAGAGCATCTGCTTTGCAAGCAGAGGGTCAACGGTTCGAGT 
CCGTTAAGCTCCACAA 
>Chlorobium_tepidum_TLS_chr.trna31-AlaTGC (2035056-2034981)  Ala (TGC) 76 bp  Sc: 92.25 
GGGGCTTTAGCTCAGTTGGTAGAGCATCTGCTTTGCAAGCAGAGGGTCAACGGTTCGAGT 
CCGTTAAGCTCCACAA 
>Chlorobium_tepidum_TLS_chr.trna42-ArgACG (563371-563295)  Arg (ACG) 77 bp  Sc: 82.50 
GCACCCGTAGCTCAACTGGATAGAGCATCTGACTACGGATCAGAAGGTTAGGGGTTCGAA 
TCCTCTCGGGTGTACCA 
>Chlorobium_tepidum_TLS_chr.trna19-ArgCCG (771728-771803)  Arg (CCG) 76 bp  Sc: 71.33 
GCCCTTGTAGCTCAGTGGATAGAGCAGCAGTTTCCGGAACTGAAGGTCGGCAGTTCGAAT 
CTGTCCAAGGGCGCAA 
>Chlorobium_tepidum_TLS_chr.trna33-ArgCCT (1923656-1923584)  Arg (CCT) 73 bp  Sc: 72.89 
ACCCTTGTAGCTCAGTGGATAGAGCAGCAGTTTCCTAAACTGTTGGTCGGCAGTTCGAGT 
CTGCCCAAGGGTA 
>Chlorobium_tepidum_TLS_chr.trna15-ArgTCT (710427-710500)  Arg (TCT) 74 bp  Sc: 78.30 
GTGCCCGTAGCTCAACCGGATAGAGCATCAGCCTTCTAAGCTGAGGGTTACAGGTTCGAG 
TCCTGTCGGGCATA 
>Chlorobium_tepidum_TLS_chr.trna32-AsnGTT (1998467-1998393)  Asn (GTT) 75 bp  Sc: 80.62 
TCCGCGATAGCTCAATGGTAGAGCATTCGGCTGTTAACCGAAGGGTTGTAGGTTCGAATC 
CTACTCGCGGAGCAA 
>Chlorobium_tepidum_TLS_chr.trna27-AspGTC (1738672-1738746)  Asp (GTC) 75 bp  Sc: 89.85 
GGAGCTGTAGCTCAGTCTGGTTAGAGCGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGA 
GCCCCGTCAGCTCCG 
>Chlorobium_tepidum_TLS_chr.trna22-CysGCA (1080477-1080550)  Cys (GCA) 74 bp  Sc: 67.27 
GGTGAAGTGGCCGAGTGGCTAGGCAGAGGTCTGCAAAACCTCGTACAGCGGTTCGAATCC 
GCTCTTCACCTCCA 
>Chlorobium_tepidum_TLS_chr.trna43-GlnCTG (558527-558455)  Gln (CTG) 73 bp  Sc: 68.25 
TGAGGAGTGGCCAAATTGGTAAGGCTCCTGACTCTGGATCAGGCAATTCCAGGTTCGAGT 
CCTGGCTCCTCAG 
>Chlorobium_tepidum_TLS_chr.trna13-GlnTTG (701232-701306)  Gln (TTG) 75 bp  Sc: 69.29 
TGGGGCGTCGCCAAGTGGTAAGGCATCGGCCTTTGGAGCCGACATCCGCAGGTTCGAATC 
CTGCCGCCCCAGCAA 
>Chlorobium_tepidum_TLS_chr.trna41-GluCTC (563486-563410)  Glu (CTC) 77 bp  Sc: 70.54 
GGCGTGTTCGTCTAGTGGCCCAGGACATCGCCCTCTCAAGGCGAAGATCACGGGTTCGAA 
TCCCGTACACGCTACCA 
>Chlorobium_tepidum_TLS_chr.trna17-GluTTC (710656-710727)  Glu (TTC) 72 bp  Sc: 63.90 
GGCCCCATCGACTAGTGGTTAGGTCATCACCCTTTCAAGGTGGTAGCACGGGTTCGAATC 
CCGTTGGGGTCA 
>Chlorobium_tepidum_TLS_chr.trna25-GlyCCC (1240961-1241033)  Gly (CCC) 73 bp  Sc: 79.44 
GCGGGTGTAACTCAGTTGGTAGAGTGTTTGCTTCCCAAGCAAAATGTCGCGAGTTCGAAT 
CTCGTCACCCGCT 
>Chlorobium_tepidum_TLS_chr.trna44-GlyGCC (526892-526817)  Gly (GCC) 76 bp  Sc: 86.53 
GCGGGAATAGCTCAGCTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCG 
>Chlorobium_tepidum_TLS_chr.trna45-GlyGCC (526610-526535)  Gly (GCC) 76 bp  Sc: 86.53 



GCGGGAATAGCTCAGCTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGT 
CTCGTTTCCCGCTCCG 
>Chlorobium_tepidum_TLS_chr.trna29-GlyTCC (2058968-2058896)  Gly (TCC) 73 bp  Sc: 81.22 
GCGGGAGTAACTCAGCTGGTAGAGTCACAGCCTTCCAAGCTGTTGGTCGCGGGTTCGAGT 
CCCGTCTCCCGCT 
>Chlorobium_tepidum_TLS_chr.trna16-HisGTG (710528-710604)  His (GTG) 77 bp  Sc: 75.30 
GTGATTGTAGCTCAGTTGGTTAGAGCGCCAGGTTGTGGCCCTGGAGGTCGGGGGTTCGAG 
TCCCCTCATTCACCCCG 
>Chlorobium_tepidum_TLS_chr.trna2-IleGAT (141140-141216)  Ile (GAT) 77 bp  Sc: 101.74 
GGGCCTGTAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCAGTGGTTCAAA 
TCCACTCAGGCCCACCA 
>Chlorobium_tepidum_TLS_chr.trna30-IleGAT (2035176-2035100)  Ile (GAT) 77 bp  Sc: 101.74 
GGGCCTGTAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCAGTGGTTCAAA 
TCCACTCAGGCCCACCA 
>Chlorobium_tepidum_TLS_chr.trna39-LeuCAA (736155-736072)  Leu (CAA) 84 bp  Sc: 66.14 
GCCAAAGTGGCGGAACTGGTAGACGCGCTGGACTCAAAATCCAGTGGGCGCAAGCTCGTG 
TGGGTTCGAGTCCCACCTTTGGTA 
>Chlorobium_tepidum_TLS_chr.trna26-LeuCAG (1291102-1291186)  Leu (CAG) 85 bp  Sc: 60.87 
GCCCGAATGGCGGAACTGGTAGACGCACTCGTTTCAGGGGCGAGCGCCGAGAGGTGTAGG 
AGTTCGAATCTCCTTTCGGGCACCA 
>Chlorobium_tepidum_TLS_chr.trna10-LeuGAG (275966-276047)  Leu (GAG) 82 bp  Sc: 54.44 
GCCCGAGTGGTGGAATTGGTAGACACACCATCTTGAGGGGGTGGCGCCGTTAGGTGTAGG 
AGTTCGAATCTCCTCTCGGGCA 
>Chlorobium_tepidum_TLS_chr.trna49-LeuTAA (204361-204273)  Leu (TAA) 89 bp  Sc: 70.10 
GCCGAAGTAGCGGAACTGGTAAACGCCCGAGACTTAAAATCCCGTGTTCAGCAATGGACG 
TGCAGGTTCGATTCCTGCCTTCGGCACCC 
>Chlorobium_tepidum_TLS_chr.trna48-LeuTAA (210566-210478)  Leu (TAA) 89 bp  Sc: 72.62 
GCCGAAGTGGCGGAACTGGTAGACGCCCGGGACTTAAAATCCCGTGTTCAGCAATGGACG 
TGCGGGTTCGATTCCCGCCTTCGGCACAA 
>Chlorobium_tepidum_TLS_chr.trna38-LeuTAG (736263-736182)  Leu (TAG) 82 bp  Sc: 63.23 
GCGAGAGTGGTGAAATTGGTATACACGCTAGTCTTAGGAACTAGTGCCGTGAGGCGTAAG 
GGTTCGAGTCCCTTCTCTCGCA 
>Chlorobium_tepidum_TLS_chr.trna18-LysCTT (717274-717349)  Lys (CTT) 76 bp  Sc: 96.14 
GCACTCGTAGCTCAGTTGGTAGAGCAACTGACTCTTAATCAGTGGGTCCAAGGTTCGAGT 
CCTTGCGAGTGCACCA 
>Chlorobium_tepidum_TLS_chr.trna9-LysTTT (275856-275928)  Lys (TTT) 73 bp  Sc: 85.56 
GAGAATATAGCTCAGTCGGTAGAGCAACTGCCTTTTAAGCAGTGGGTCGAAGGTTCGAGT 
CCTTCTATTCTCA 
>Chlorobium_tepidum_TLS_chr.trna37-MetCAT (756304-756229)  Met (CAT) 76 bp  Sc: 76.09 
CGTGGGGTGGAGCAATTGGTAGCTCGTCGGGCTCATAACCCGAAGGTTGCAGGTTCAAGT 
CCTGTCCCCACCACTA 
>Chlorobium_tepidum_TLS_chr.trna21-MetCAT (915378-915453)  Met (CAT) 76 bp  Sc: 83.77 
CGTGGGGTGGAGCAATTGGTAGCTCGTCGGGCTCATAACCCGAAGGTTGCAGGTTCAAGT 
CCTGTCCCCACCACCA 
>Chlorobium_tepidum_TLS_chr.trna24-MetCAT (1240837-1240910)  Met (CAT) 74 bp  Sc: 84.24 
GGTGAGGTAGCTCAGTTGGTTAGAGCACAGGATTCATAACCCTGAGGTCGAGGGTTCAAC 
TCCCTCCCTCACCA 
>Chlorobium_tepidum_TLS_chr.trna40-MetCAT (563586-563510)  Met (CAT) 77 bp  Sc: 95.76 
GGGCCCTTAGCTCAGTTGGTCAGAGCAAGCGACTCATAATCGCTGGGTCGTAGGTTCAAG 
TCCTACAGGGCCCACCA 
>Chlorobium_tepidum_TLS_chr.trna11-PheGAA (311834-311909)  Phe (GAA) 76 bp  Sc: 95.77 
GGACAGATAGCTCAGTTGGTAGAGCAAAGGACTGAAAATCCTTGTGTCGGGGGTTCGATT 
CCCTCTCTGTCCACCA 
>Chlorobium_tepidum_TLS_chr.trna20-ProCGG (771819-771891)  Pro (CGG) 73 bp  Sc: 79.21 
CGGGGTGTGGCTCAGCTGGTAGAGTGCTGCGTTCGGGACGCAGAGGTCGTGGGTTCGAGT 
CCCGCCACCCCGA 
>Chlorobium_tepidum_TLS_chr.trna8-ProGGG (188766-188842)  Pro (GGG) 77 bp  Sc: 76.44 
CGGCGTATAGCGCAGCCTGGTAGCGCACTACCTTGGGGTGGTAGGGGTCGTGGGTTCAAA 
TCCCGCTACGCCGACAA 
>Chlorobium_tepidum_TLS_chr.trna14-ProTGG (710320-710395)  Pro (TGG) 76 bp  Sc: 87.54 
CGGGGCATGGCGCAGCTGGTAGCGTGCCTGCTTTGGGAGCAGGAGGTCCCGAGTTCGAGT 
CTCGGTGCCCCGACCA 
>Chlorobium_tepidum_TLS_chr.trna46-SerCGA (523449-523363)  Ser (CGA) 87 bp  Sc: 54.52 
GGAGAGGTGCGAGAGTGGTTGAATCGGGCGGTCTCGAAAACCGTTGTGCGCGCAAGTGTA 
CCGTGGGTTCGAATCCCACCCTCTCCG 
>Chlorobium_tepidum_TLS_chr.trna36-SerGCT (1208632-1208543)  Ser (GCT) 90 bp  Sc: 61.05 
GGAGAGGTGGCCGAGTGGCTGAAGGCACCGGTTTGCTAAACCGACGTAGTTCGATTAGAG 



CTACCGAGGGTTCGAATCCCTCCCTCTCCG 
>Chlorobium_tepidum_TLS_chr.trna34-SerGGA (1208892-1208802)  Ser (GGA) 91 bp  Sc: 70.95 
GGAGAGATCGCATAGTTGGTCTAGTGCGCTCGCCTGGAAAGCGGGTAGGGTGTAACAGCC 
CTCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Chlorobium_tepidum_TLS_chr.trna35-SerTGA (1208727-1208645)  Ser (TGA) 83 bp  Sc: 69.75 
GGAGGATTAGCCTAATTGGTAAGGCAGCAGTCTTGAAAACTGCCGGGTTTGCGCCCTTGG 
GGGTTCGAGTCCCTCATCCTCCG 
>Chlorobium_tepidum_TLS_chr.trna28-ThrCGT (2097742-2097814)  Thr (CGT) 73 bp  Sc: 76.73 
GCCACCTTAGCTCAGTTGGTAGAGCAACTGTTTCGTAAATAGTAGGTCGTGGGTTCAAGT 
CCCTCAGGTGGCT 
>Chlorobium_tepidum_TLS_chr.trna6-ThrGGT (152200-152275)  Thr (GGT) 76 bp  Sc: 84.99 
GCTGATGTAGCTCAGTCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCATCGGTTCAAGT 
CCGATCATCAGCTCCG 
>Chlorobium_tepidum_TLS_chr.trna4-ThrTGT (152008-152083)  Thr (TGT) 76 bp  Sc: 82.25 
GCTGGTGTAGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGCGGGTTCGAGT 
CCCATCACCAGCTCGA 
>Chlorobium_tepidum_TLS_chr.trna7-TrpCCA (152295-152367)  Trp (CCA) 73 bp  Sc: 75.95 
ACGTCAGTAGCTTAATTGGTAGAGCAGCGGTCTCCAAAACCGCAGGTTGGGGGTTCGAGT 
CCCTCCTGACGTG 
>Chlorobium_tepidum_TLS_chr.trna5-TyrGTA (152097-152179)  Tyr (GTA) 83 bp  Sc: 73.03 
GGGTAGGTAGCGAAGCGGTCAAACGCAACAGACTGTAAATCTGTCGACATATGTCTTCGG 
AGGTTCGAATCCTCCCCTACCCA 
>Chlorobium_tepidum_TLS_chr.trna23-ValCAC (1199337-1199413)  Val (CAC) 77 bp  Sc: 93.35 
GGACAATTAGCTCAGTTGGTTAGAGCGTTCGCTTCACACGCGAGAGGTCGTAGGTTCGAA 
TCCTACATTGTCCACCA 
>Chlorobium_tepidum_TLS_chr.trna12-ValGAC (421537-421610)  Val (GAC) 74 bp  Sc: 81.39 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCTACCTTGACACGGTAGAGGTCAGAAGTTCGAA 
TCTTCTATCGCCCA 
>Chlorobium_tepidum_TLS_chr.trna1-ValTAC (120624-120700)  Val (TAC) 77 bp  Sc: 84.81 
GGGTCTCTAGCTCAGCTGGTTAGAGCGACTGGTTTACACCCAGTAGGTCGGGGGTTCGAA 
TCCCTCGGGACCCACCC 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna25-AlaGGC (1386433-
1386508)  Ala (GGC) 76 bp  Sc: 86.33 
GGGGCCTTAGCTCAGTTGGGAGAGCGCAACACTGGCAGTGTTGAGGTCAGCGGTTCGAAC 
CCGCTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna55-AlaGGC (2399851-
2399776)  Ala (GGC) 76 bp  Sc: 86.33 
GGGGCCTTAGCTCAGTTGGGAGAGCGCAACACTGGCAGTGTTGAGGTCAGCGGTTCGAAC 
CCGCTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna2-AlaTGC (456732-
456807)  Ala (TGC) 76 bp  Sc: 94.81 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCACCGGTTCGATC 
CCGGTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna38-AlaTGC (2079887-
2079962)  Ala (TGC) 76 bp  Sc: 94.81 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCACCGGTTCGATC 
CCGGTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna50-AlaTGC (3396289-
3396214)  Ala (TGC) 76 bp  Sc: 94.81 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCACCGGTTCGATC 
CCGGTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna53-AlaTGC (2719258-
2719183)  Ala (TGC) 76 bp  Sc: 94.81 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCACCGGTTCGATC 
CCGGTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna8-AlaTGC (559251-
559326)  Ala (TGC) 76 bp  Sc: 94.81 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCACCGGTTCGATC 
CCGGTAGGCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna14-ArgACG (705541-
705617)  Arg (ACG) 77 bp  Sc: 91.07 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGACTACGAATCAGGTGGTCGGAGGTTCGAA 
TCCTCCCGGGCGCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna15-ArgACG (705704-
705780)  Arg (ACG) 77 bp  Sc: 91.07 
GCGCCCGTAGCTCAGCTGGATAGAGTACCTGACTACGAATCAGGTGGTCGGAGGTTCGAA 
TCCTCCCGGGCGCGCCA 



>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna46-ArgCCG (3553383-
3553307)  Arg (CCG) 77 bp  Sc: 87.67 
CCGCCCTTAGCTCAGCTGGATAGAGCGTTGCCCTCCGGAGGCAAAGGTCGAAGGTTCGAA 
TCCTTCAGGGCGGGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna44-ArgCCT (2875011-
2875087)  Arg (CCT) 77 bp  Sc: 92.91 
GCCCCCGTAGCTCAGCTGGATAGAGCAATCCCCTCCTAAGGGATAGGTCATAGGTTCGAA 
TCCTATCGGGGGCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna59-ArgTCT (2311835-
2311759)  Arg (TCT) 77 bp  Sc: 89.44 
GCGCTCATAGCTCAACCGGATAGAGCAACGGCCTTCTAAGCCGTAGGTTGCAGGTTCGAG 
TCCTGCTGGGCGCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna34-AsnGTT (1727230-
1727305)  Asn (GTT) 76 bp  Sc: 96.47 
TCCCCGATAGCTCAGTTGGTAGAGCAAATGACTGTTAATCATTGGGTCGCAGGTTCGAGT 
CCTGCTCGGGGAGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna35-AsnGTT (1727328-
1727403)  Asn (GTT) 76 bp  Sc: 96.47 
TCCCCGATAGCTCAGTTGGTAGAGCAAATGACTGTTAATCATTGGGTCGCAGGTTCGAGT 
CCTGCTCGGGGAGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna36-AsnGTT (1727432-
1727507)  Asn (GTT) 76 bp  Sc: 96.47 
TCCCCGATAGCTCAGTTGGTAGAGCAAATGACTGTTAATCATTGGGTCGCAGGTTCGAGT 
CCTGCTCGGGGAGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna23-AspGTC (986438-
986514)  Asp (GTC) 77 bp  Sc: 94.50 
GGACCGGTAGTTCAGTCGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna20-AspGTC (986081-
986157)  Asp (GTC) 77 bp  Sc: 96.60 
GGACCGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna21-AspGTC (986206-
986282)  Asp (GTC) 77 bp  Sc: 96.60 
GGACCGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAG 
TCCCGTCCGGTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna42-CysGCA (2403586-
2403659)  Cys (GCA) 74 bp  Sc: 61.74 
GGCTGGATGGCAGAGTGGTTATGCAGCGGACTGCAACTCCGTGTACGCCGGTTCGATTCC 
GACTCCAGCCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna63-GlnCTG (1737201-
1737126)  Gln (CTG) 76 bp  Sc: 77.54 
TGGGGTATAGCCAAGTGGTTAAGGCACCGGTTTCTGGTACCGGCATTCCCAGGTTCAAAT 
CCTGGTACCCCAGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna10-GlnTTG (580139-
580213)  Gln (TTG) 75 bp  Sc: 76.16 
TGGGGTATAGCCAAGTGGTAAGGCACCGGTTTTTGGTATCGGCATTCGCAGGTTCGAGTC 
CTGCTACCCCAGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna29-GluTTC (1549001-
1549076)  Glu (TTC) 76 bp  Sc: 63.21 
GTCCCATTCGTCTAGTGGTCCAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAC 
CCCCTATGGGACGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna31-GluTTC (1549215-
1549290)  Glu (TTC) 76 bp  Sc: 63.21 
GTCCCATTCGTCTAGTGGTCCAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAC 
CCCCTATGGGACGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna27-GluTTC (1548665-
1548740)  Glu (TTC) 76 bp  Sc: 64.01 
GTCCCATTCGTCTAGTGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAC 
CCCCTATGGGACGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna26-GluTTC (1386525-
1386600)  Glu (TTC) 76 bp  Sc: 65.90 
GTCCCATTCGTCTAGTGGTCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAC 
CCCCTATGGGACGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna65-GlyCCC (1431872-
1431797)  Gly (CCC) 76 bp  Sc: 94.12 
GCGGGCATAGCTCAGTTGGTAGAGCATCAGCTTCCCAAGCTGAGGGTCGCGAGTTCGAGC 



CTCGTTGCCCGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna28-GlyGCC (1548764-
1548838)  Gly (GCC) 75 bp  Sc: 93.44 
GCGGGAATAGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna30-GlyGCC (1549118-
1549192)  Gly (GCC) 75 bp  Sc: 93.44 
GCGGGAATAGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna41-GlyGCC (2403437-
2403511)  Gly (GCC) 75 bp  Sc: 93.44 
GCGGGAATAGCTCAGTGGTAGAGCATCGCCTTGCCAAGGCGAGGGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna4-GlyTCC (462339-
462412)  Gly (TCC) 74 bp  Sc: 78.35 
GCGGGCATAGTTCAATGGTAGAACCTCAGCCTTCCAAGCTGATGATGCGGGTTCGATCCC 
CGCTGCCCGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna60-HisGTG (2311708-
2311634)  His (GTG) 75 bp  Sc: 81.37 
GTGGATGTAGCTCAGTGGTAGAGCCCCGGATTGTGGCTCCGGTGGTCGTGGGTTCGATCC 
CCATCATCCACCCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna61-HisGTG (2311600-
2311526)  His (GTG) 75 bp  Sc: 81.37 
GTGGATGTAGCTCAGTGGTAGAGCCCCGGATTGTGGCTCCGGTGGTCGTGGGTTCGATCC 
CCATCATCCACCCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna1-IleGAT (456548-
456624)  Ile (GAT) 77 bp  Sc: 97.71 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna37-IleGAT (2079689-
2079765)  Ile (GAT) 77 bp  Sc: 97.71 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna49-IleGAT (3396529-
3396453)  Ile (GAT) 77 bp  Sc: 97.71 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna52-IleGAT (2719456-
2719380)  Ile (GAT) 77 bp  Sc: 97.71 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna7-IleGAT (558957-
559033)  Ile (GAT) 77 bp  Sc: 97.71 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna51-LeuCAA (3161036-
3160950)  Leu (CAA) 87 bp  Sc: 76.58 
GCCCGGGTGGCGAAATTGGTAGACGCAGGGGATTCAAAATCCCCCGGTGGCGACACCGTG 
TCGGTTCGAGTCCGACCCCGGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna67-LeuCAG (997802-
997716)  Leu (CAG) 87 bp  Sc: 78.59 
GCCCGGATGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTGTCCTTACGGACGTG 
GAGGTTCAAGTCCTCTTCCGGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna66-LeuCAG (997924-
997838)  Leu (CAG) 87 bp  Sc: 78.66 
GCCCAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTGTCCTTACGGACGTG 
GAGGTTCAAGTCCTCTCCTGGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna68-LeuCAG (997691-
997605)  Leu (CAG) 87 bp  Sc: 78.66 
GCCCAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTGTCCTTACGGACGTG 
GAGGTTCAAGTCCTCTCCTGGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna47-LeuGAG (3428218-
3428132)  Leu (GAG) 87 bp  Sc: 66.35 
GCCGAAGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGACCTTACGGTCGTG 
CGGGTTCAAGTCCCGCCTTCGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna43-LeuTAA (2403695-
2403781)  Leu (TAA) 87 bp  Sc: 82.15 



GCCCGGATGGCGAAATTGGTAGACGCAAGAGACTTAAAATCTCTCGGTGGTAACACCGTG 
CCGGTTCAAGTCCGGCTCCGGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna54-LeuTAG (2584678-
2584594)  Leu (TAG) 85 bp  Sc: 72.43 
GCGGATGTGGTGGAATTGGTAGACACGCTAGATTTAGGTTCTAGTGCCGAGAGGCGTGGG 
AGTTCGAGTCTCCCCATCCGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna16-LysTTT (951832-
951906)  Lys (TTT) 75 bp  Sc: 94.43 
GGGTCGTTAGCTCAGTGGTAGAGCAGTTGGCTTTTAACCAATTGGTCGTAGGTTCGAATC 
CTACACGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna17-LysTTT (951949-
952023)  Lys (TTT) 75 bp  Sc: 94.43 
GGGTCGTTAGCTCAGTGGTAGAGCAGTTGGCTTTTAACCAATTGGTCGTAGGTTCGAATC 
CTACACGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna18-LysTTT (952058-
952132)  Lys (TTT) 75 bp  Sc: 94.43 
GGGTCGTTAGCTCAGTGGTAGAGCAGTTGGCTTTTAACCAATTGGTCGTAGGTTCGAATC 
CTACACGACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna45-MetCAT (3375098-
3375174)  Met (CAT) 77 bp  Sc: 83.07 
TGCGGGGTGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCTACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna48-MetCAT (3428024-
3427948)  Met (CAT) 77 bp  Sc: 83.92 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAA 
TCCGGCCCCCGCTACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna33-MetCAT (1726909-
1726985)  Met (CAT) 77 bp  Sc: 91.22 
GGCTACGTAGCTCAGTTGGTTAGAGCACATCACTCATAATGATGGGGTCCCCTGTTCGAG 
TCAGGGCGTAGCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna64-MetCAT (1733437-
1733361)  Met (CAT) 77 bp  Sc: 91.22 
GGCTACGTAGCTCAGTTGGTTAGAGCACATCACTCATAATGATGGGGTCCCCTGTTCGAG 
TCAGGGCGTAGCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna24-MetCAT (1196492-
1196568)  Met (CAT) 77 bp  Sc: 96.11 
GGGCCTATAGCTCAGTTGGTTAGAGCAGGGGACTCATAATCCCTTGGTCGCAGGTTCAAG 
TCCTGCTGGGCCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna9-PheGAA (580057-
580132)  Phe (GAA) 76 bp  Sc: 88.06 
GGCCAGATAGCTCAGTCGGTAGAGCAGTGGATTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCTCTGGCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna69-ProCGG (522161-
522085)  Pro (CGG) 77 bp  Sc: 88.75 
CGGAGTATAGCTCAGCTTGGTAGAGCGCTGCCTTCGGGAGGCAGAGGTCGTAGGTTCGAA 
TCCTGCTACTCCGACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna62-ProGGG (2039947-
2039871)  Pro (GGG) 77 bp  Sc: 81.44 
CGGAGCGTGGCGCAGCTTGGTAGCGCGCTGCAATGGGGTTGCAGAGGTCGCTGGTTCGAA 
TCCAGTCGCTCCGACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna58-ProTGG (2311971-
2311895)  Pro (TGG) 77 bp  Sc: 90.78 
CGGGGTATAGCGCAGTCTGGTAGCGCGCCTGCTTTGGGAGCAGGATGTCGGGGGTTCAAA 
TCCCTCTACCCCGACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna40-SerCGA (2185723-
2185813)  Ser (CGA) 91 bp  Sc: 71.06 
GGAGGGATGGCAGAGTGGTTGAATGTACCGGTCTCGAAAACCGGCGTAGGTTTATAGCCT 
ACCCAGGGTTCGAATCCCTGTCCCTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna13-SerGCT (705419-
705511)  Ser (GCT) 93 bp  Sc: 77.23 
GGAGAGATGGCCGAGTGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATGGGGTTTGTAGCC 
CCATCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna32-SerGGA (1553348-
1553435)  Ser (GGA) 88 bp  Sc: 73.09 
GGAGGGGTGTCCGAGTGGTCGAAGGAGCGCGCCTGGAAAGCGCGTAAGTCGAAAGGCTTC 
GAGGGTTCGAATCCCTCCCCCTCCGCCA 



>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna39-SerTGA (2185514-
2185603)  Ser (TGA) 90 bp  Sc: 73.62 
GGAGGGATGGCAGAGCGGTTGAATGCACCGGTCTTGAAAACCGGCGAAGGTTAACGCCTT 
CCCAGGGTTCGAATCCCTGTCCCTCCGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna12-ThrCGT (584792-
584867)  Thr (CGT) 76 bp  Sc: 95.23 
GCCGGTGTAGCTCAGTCGGAAGAGCAACGCACTCGTAATGCGTAGGTCGGTGGTTCGAGT 
CCACTCACCGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna5-ThrGGT (462421-
462495)  Thr (GGT) 75 bp  Sc: 87.24 
GCTCATGTAGCTCAGGGGTAGAGCACACCCTTGGTAAGGGTGAGGTCGACGGTTCAAATC 
CGTCCATGAGCTCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna11-ThrTGT (580235-
580310)  Thr (TGT) 76 bp  Sc: 96.06 
GCCGACATAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCCCGGGTTCGACT 
CCTGGTGTCGGCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna6-TrpCCA (462617-
462692)  Trp (CCA) 76 bp  Sc: 87.26 
AGGCCAGTAGCTCAATTGGCAGAGCAGCGGTCTCCAAAACCGCAGGTTGGGGGTTCGATT 
CCCTCCTGGCCTGCCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna3-TyrGTA (462206-
462289)  Tyr (GTA) 84 bp  Sc: 69.03 
GGAGGGGTTCCCGAGTGGCCAAAGGGAGCAGACTGTAAATCTGCCGCGAAAGCTTCGAAG 
GTTCGAATCCTTCCCCCTCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna22-ValCAC (986339-
986415)  Val (CAC) 77 bp  Sc: 99.62 
GGGTGGTTAGCTCAGCTGGTTAGAGCACCAGCCTCACATGCTGGGGGTCACAGGTTCGAG 
TCCTGTACCACCCACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna56-ValGAC (2372141-
2372065)  Val (GAC) 77 bp  Sc: 91.03 
AGGACCGTAGCTCAGTTGGTTAGAGCGCCACGTTGACATCGTGGAGGTCAGCGGTTCAAA 
TCCGCTCGGTCCTACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna57-ValGAC (2372003-
2371927)  Val (GAC) 77 bp  Sc: 91.03 
AGGACCGTAGCTCAGTTGGTTAGAGCGCCACGTTGACATCGTGGAGGTCAGCGGTTCAAA 
TCCGCTCGGTCCTACCA 
>Chromohalobacter_salexigens_DSM_3043_chromohalobacter_salexigens_DSM_3043_chr.trna19-ValTAC (985955-
986030)  Val (TAC) 76 bp  Sc: 96.29 
GGGTGGTTAGCTCAGTTGGAAGAGCACCAGCCTTACAAGCTGGGGGTCACTGGTTCGAGC 
CCAGTACCACCCACCA 
>Callithrix_jacchus_chr6.trna5-AlaAGC (151017864-151017793)  Ala (AGC) 72 bp  Sc: 54.45 
GGGGGTGTAGCTCAATGGTAGAGCACATGCTTAGCATGCATGAAGCCCTGGGTTCAATCC 
CTGGCAGCTCCA 
>Callithrix_jacchus_chr4.trna50-AlaAGC (1774508-1774580)  Ala (AGC) 73 bp  Sc: 57.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGTGGGATCGACG 
CCCGCATTCTCCA 
>Callithrix_jacchus_chr4.trna47-AlaAGC (1748250-1748322)  Ala (AGC) 73 bp  Sc: 62.45 
GGGGAATTAGCTCAAGTGGTAGAGCGCTTGCTTAGCATGCAAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Callithrix_jacchus_chr4.trna86-AlaAGC (1807696-1807624)  Ala (AGC) 73 bp  Sc: 62.45 
GGGGAATTAGCTCAAGTGGTAGAGCGCTTGCTTAGCATGCAAGAGGTAGTGGGATCGATG 
CCCACATTCTCCA 
>Callithrix_jacchus_chr4.trna88-AlaAGC (1782913-1782841)  Ala (AGC) 73 bp  Sc: 62.55 
GGGGAATTAGCTCAAGTGGTAGAGCGCTTGCTTAGCATGCAAGAGGTAGCAGGATCGATG 
CCTGCATTCTCCA 
>Callithrix_jacchus_chr4.trna52-AlaAGC (1963385-1963457)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Callithrix_jacchus_chr16.trna3-AlaAGC (18430064-18430136)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Callithrix_jacchus_chr17.trna1-AlaAGC (27623069-27623140)  Ala (AGC) 72 bp  Sc: 69.29 
GGGGGTGTAGCTCAGTGGTAGAGCACATGCTTAGCATGCATGAGGCCCTGGGTTTGATCC 
CCAGCACCTCCA 
>Callithrix_jacchus_chr4.trna11-AlaAGC (328061-328132)  Ala (AGC) 72 bp  Sc: 72.16 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCCTGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 



>Callithrix_jacchus_chr4.trna13-AlaAGC (378621-378692)  Ala (AGC) 72 bp  Sc: 75.78 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGTCCCGGGTTCGATCC 
CCAGCATCTCCA 
>Callithrix_jacchus_chr18.trna49-AlaAGC (4007871-4007800)  Ala (AGC) 72 bp  Sc: 76.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGCACCTCCA 
>Callithrix_jacchus_chr4.trna121-AlaAGC (436693-436622)  Ala (AGC) 72 bp  Sc: 76.69 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGTACGAGGTCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Callithrix_jacchus_chr4.trna6-AlaAGC (255465-255536)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Callithrix_jacchus_chr4.trna7-AlaAGC (279794-279865)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Callithrix_jacchus_chr4.trna124-AlaCGC (335815-335744)  Ala (CGC) 72 bp  Sc: 70.09 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGCCCCGGGTTCGACCC 
CCGGCTCCTCCA 
>Callithrix_jacchus_chr6.trna6-AlaCGC (62801809-62801738)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr4.trna12-AlaCGC (357591-357662)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr4.trna78-AlaCGC (1976062-1975991)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr4.trna49-AlaGGC (1771747-1771819)  Ala (GGC) 73 bp  Sc: 54.09 
GGGGGATTAGCTCAAGTGGTAGAGTGCATGCTTGGCATGCAAGAGGTAGCAGGATCGATG 
CCTGCATTCTCCA 
>Callithrix_jacchus_chr9.trna5-AlaTGC (115916171-115916242)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr2.trna5-AlaTGC (60289853-60289924)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr9.trna12-AlaTGC (115900902-115900831)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Callithrix_jacchus_chr4.trna122-AlaTGC (406957-406886)  Ala (TGC) 72 bp  Sc: 74.46 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCCGGGTTCAATCC 
CCGGCGTCTCCA 
>Callithrix_jacchus_chr4.trna10-AlaTGC (312760-312831)  Ala (TGC) 72 bp  Sc: 75.06 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCACCTCCA 
>Callithrix_jacchus_chr15.trna5-ArgACG (21385184-21385112)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr4.trna30-ArgACG (1196609-1196681)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr4.trna96-ArgACG (1627469-1627397)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr10.trna13-ArgACG (46990316-46990388)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr4.trna74-ArgACG (2135672-2135600)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr4.trna76-ArgACG (2002188-2002116)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Callithrix_jacchus_chr5.trna22-ArgCCG (121327533-121327461)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Callithrix_jacchus_chr12.trna1-ArgCCG (3222173-3222245)  Arg (CCG) 73 bp  Sc: 69.88 



GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Callithrix_jacchus_chr4.trna126-ArgCCG (243894-243822)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Callithrix_jacchus_chr8.trna14-ArgCCT (106779633-106779561)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Callithrix_jacchus_chr12.trna2-ArgCCT (3225585-3225657)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Callithrix_jacchus_chr5.trna21-ArgCCT (124255960-124255888)  Arg (CCT) 73 bp  Sc: 73.41 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Callithrix_jacchus_chr12.trna8-ArgCCT (3257316-3257388)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Callithrix_jacchus_chr5.trna14-ArgCCT (124255060-124255132)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Callithrix_jacchus_chr4.trna16-ArgTCG (492020-492092)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTG 
>Callithrix_jacchus_chr5.trna15-ArgTCG (124256575-124256647)  Arg (TCG) 73 bp  Sc: 70.52 
GACCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Callithrix_jacchus_chr4.trna72-ArgTCG (2137343-2137271)  Arg (TCG) 73 bp  Sc: 72.33 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTCCGTGGTTA 
>Callithrix_jacchus_chr6.trna9-ArgTCG (18077401-18077329)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Callithrix_jacchus_chr18.trna47-ArgTCT (12789273-12789200)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Callithrix_jacchus_chr11.trna2-ArgTCT (115071224-115071309)  Arg (TCT) 86 bp  Sc: 69.85 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGATAGTTGGAGGAATTCAAAGGT 
TGTGGGTTCGAGTCCCACCAGAGTCG 
>Callithrix_jacchus_chr7.trna3-ArgTCT (130367248-130367332)  Arg (TCT) 85 bp  Sc: 71.18 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGCTGAAGGCATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Callithrix_jacchus_chr1.trna9-ArgTCT (172284028-172283938)  Arg (TCT) 91 bp  Sc: 64.71 
GGCTCTGTGGCGCAACGGATAGCGCATTGGACTTCTAGCTGAGCTTGGTGTGGTCATTCA 
AAGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Callithrix_jacchus_chr5.trna35-ArgTCT (73720916-73720829)  Arg (TCT) 88 bp  Sc: 71.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGATGAATAGAGCAATTCAAAG 
GTTGTGGGTTCGAATCCCACCAGAGTCG 
>Callithrix_jacchus_chrUn_GL286457.trna1-AsnGTT (16367-16294)  Asn (GTT) 74 bp  Sc: 59.04 
GTCTCTGCGGCGCAATTGGTTAGTGCGTTGGGCTGTTAACCGAAAGGTCGGTGGTTCGAG 
CCCACCCAGGAACA 
>Callithrix_jacchus_chrUn_ACFV01193733.trna1-AsnGTT (1123-1050)  Asn (GTT) 74 bp  Sc: 64.45 
GTCTCTGCGGCGCAATCGGTTAGCGCGTTGGGCTGTTAACCGAAAGGTCAGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chrUn_GL286457.trna2-AsnGTT (6079-6006)  Asn (GTT) 74 bp  Sc: 65.96 
GTCTCTGTGGCCCAACTGGTTAGCGCGTTCAGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGATG 
>Callithrix_jacchus_chr18_GL285785_random.trna1-AsnGTT (38622-38549)  Asn (GTT) 74 bp  Sc: 66.01 
GTCTCTGTGGCCCAACTGGTTAGCGCGTTCGGCTGTTAACCAAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGATG 
>Callithrix_jacchus_chrUn_GL286236.trna2-AsnGTT (65006-64933)  Asn (GTT) 74 bp  Sc: 69.29 
GTCTCTGTGGCGCAATCGGTCAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCGAG 
TCCACCCAGGGACG 
>Callithrix_jacchus_chr18.trna2-AsnGTT (2492592-2492665)  Asn (GTT) 74 bp  Sc: 71.68 
GTCTCTGCGGCGCAATTGGTTAGCGCGTTGGGCTGTTAACCGAAAGGTCGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr18.trna4-AsnGTT (2500209-2500282)  Asn (GTT) 74 bp  Sc: 71.96 
GTCTCTGTGGCCCAACTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 



CCCACCCAGGGATG 
>Callithrix_jacchus_chr18.trna3-AsnGTT (2497993-2498066)  Asn (GTT) 74 bp  Sc: 76.41 
GTCTCTGTGGCACAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGATG 
>Callithrix_jacchus_chr7.trna10-AsnGTT (11142682-11142609)  Asn (GTT) 74 bp  Sc: 77.64 
GTCTCTGTGGCACAATTGGTTAGCGTGTTTGGCTGTTAACCAAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACA 
>Callithrix_jacchus_chr18_GL285782_random.trna1-AsnGTT (10419-10346)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr1_ACFV01180430_random.trna1-AsnGTT (6581-6654)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr22.trna1-AsnGTT (1078613-1078686)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr5.trna20-AsnGTT (143739052-143738979)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr5.trna29-AsnGTT (110623054-110622981)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr7.trna8-AsnGTT (19851351-19851278)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr7_GL285268_random.trna3-AsnGTT (79989-80062)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr18.trna51-AsnGTT (3709850-3709777)  Asn (GTT) 74 bp  Sc: 82.69 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTTGGCTGTTAACCAAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr18_GL285783_random.trna2-AsnGTT (26129-26056)  Asn (GTT) 74 bp  Sc: 82.69 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTTGGCTGTTAACCAAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr18.trna23-AsnGTT (15122607-15122680)  Asn (GTT) 74 bp  Sc: 83.66 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Callithrix_jacchus_chrUn_ACFV01196037.trna1-AsnGTT (291-218)  Asn (GTT) 74 bp  Sc: 84.31 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Callithrix_jacchus_chrUn_GL286236.trna3-AsnGTT (60129-60056)  Asn (GTT) 74 bp  Sc: 84.31 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Callithrix_jacchus_chrUn_GL286595.trna2-AsnGTT (5206-5133)  Asn (GTT) 74 bp  Sc: 84.31 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAT 
CCCACCCAGGGACG 
>Callithrix_jacchus_chr4.trna34-AspGTC (1318916-1318988)  Asp (GTC) 73 bp  Sc: 29.13 
TCCTTGTTGGTATAGTGGTGAGTATCCTTGCCTGTCAAGTGGGTAAACTGTGGTTCCATT 
CCCCGATGGGGAG 
>Callithrix_jacchus_chr18.trna20-AspGTC (15079622-15079692)  Asp (GTC) 71 bp  Sc: 60.95 
GCATGGGTGGTTCAGTGGTAGATTTCTCGCCTGTCACGCGGGTGGCCCGGGTTGAATTCC 
CTGCCCATGCA 
>Callithrix_jacchus_chr18.trna22-AspGTC (15117230-15117301)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr18.trna32-AspGTC (15077377-15077306)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr18.trna35-AspGTC (15074956-15074885)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr18.trna40-AspGTC (15051339-15051268)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr18.trna43-AspGTC (15043547-15043476)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 



>Callithrix_jacchus_chr4.trna105-AspGTC (1397737-1397666)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr9.trna11-AspGTC (115907768-115907697)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr9.trna2-AspGTC (86065735-86065806)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr9.trna9-AspGTC (115915925-115915854)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr9.trna3-AspGTC (88585918-88585989)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Callithrix_jacchus_chr5.trna24-CysGCA (111018932-111018860)  Cys (GCA) 73 bp  Sc: 56.11 
GGGGGGATGGCTCAGTGGTAAAGCATTTGACTGCAGATCATAGAGGTTCCCGGTTCGAAT 
TCGGGTCCCTTCT 
>Callithrix_jacchus_chr8.trna17-CysGCA (96741517-96741446)  Cys (GCA) 72 bp  Sc: 58.92 
CGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAATAGGTCCCCAGTTCAAATC 
TGGGTGCCCTCT 
>Callithrix_jacchus_chr5.trna28-CysGCA (110708657-110708586)  Cys (GCA) 72 bp  Sc: 61.03 
GGGGGTATACCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
TGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna4-CysGCA (96878792-96878863)  Cys (GCA) 72 bp  Sc: 67.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTAACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna16-CysGCA (96749202-96749131)  Cys (GCA) 72 bp  Sc: 68.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTAACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr7.trna4-CysGCA (155036538-155036609)  Cys (GCA) 72 bp  Sc: 69.40 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
TGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna9-CysGCA (96935061-96935132)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Callithrix_jacchus_chr8_GL285316_random.trna2-CysGCA (5296-5367)  Cys (GCA) 72 bp  Sc: 71.19 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Callithrix_jacchus_chr17.trna2-CysGCA (44070490-44070561)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna19-CysGCA (96727619-96727548)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna20-CysGCA (96722257-96722186)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna22-CysGCA (96635298-96635227)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna7-CysGCA (96919672-96919743)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr10.trna15-CysGCA (96906082-96906153)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna2-CysGCA (96656205-96656276)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna3-CysGCA (96670655-96670726)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna21-CysGCA (96690999-96690928)  Cys (GCA) 72 bp  Sc: 76.09 
GGGGGCATAGCTCAATGGTAGAGCATTTGACTGCAGATCAAAAGGTCCCTGGTTCAAATC 
CAGGTGCCCCTT 
>Callithrix_jacchus_chr5.trna26-CysGCA (110757046-110756975)  Cys (GCA) 72 bp  Sc: 77.18 



GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna15-CysGCA (96960591-96960520)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr5.trna13-CysGCA (110754751-110754822)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr5.trna25-CysGCA (111018185-111018114)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Callithrix_jacchus_chr8.trna12-CysGCA (122640209-122640091)  Cys (GCA) 119 bp  Sc: 62.00 
GGGGGTATAGCTCAGCGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCTAAAT 
CCAGGTGGAGCATCTGACTGCAGATCAAGAGGTCCCTGGTTCAAATCCAGGTGCCCCCT 
>Callithrix_jacchus_chr10.trna25-CysGCA (68075940-68075823)  Cys (GCA) 118 bp  Sc: 57.56 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAGGAGGCCCCTGGTTCAAGTC 
CAGGTGGAGCATTTGACTGCAGATCAAGAGGTTCCTGGTTCAAATCCAGGTGCCCCCT 
>Callithrix_jacchus_chr10.trna18-CysGCA (98255360-98255477)  Cys (GCA) 118 bp  Sc: 56.57 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGGTCATGAGGTCCCTGGTTCAAATC 
CAGGTGAGGTATCTGACTACAGATTAAGAGGTCCTTGGTTCAAATCCAGGTGCCCCCT 
>Callithrix_jacchus_chr4.trna70-GlnCTG (9809911-9809840)  Gln (CTG) 72 bp  Sc: 42.33 
GGTTCCATGGTGTACTGGTTAGCACTCTGGACTCTGAATTCAGTGATCTGAGTTCACATC 
TTGGTGGAACTT 
>Callithrix_jacchus_chr4.trna37-GlnCTG (1345808-1345880)  Gln (CTG) 73 bp  Sc: 56.26 
GGTTCCATGGTGCAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAGTC 
TTGGTGTGAACCT 
>Callithrix_jacchus_chrUn_GL286435.trna1-GlnCTG (167463-167534)  Gln (CTG) 72 bp  Sc: 64.36 
GGTTCCATGGTGTAATGGTGAGCATTCTGGACTCTGAATCCAGTGATTCAAGTTCGAGTC 
TTGGTGGAACCT 
>Callithrix_jacchus_chrUn_GL286236.trna1-GlnCTG (75103-75174)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chrUn_GL288913.trna1-GlnCTG (5420-5349)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chr10.trna36-GlnCTG (8243742-8243671)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Callithrix_jacchus_chr4.trna109-GlnCTG (1365961-1365890)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Callithrix_jacchus_chr4.trna4-GlnCTG (177320-177391)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Callithrix_jacchus_chr5.trna34-GlnCTG (73722032-73721961)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Callithrix_jacchus_chr1.trna6-GlnTTG (199814231-199814302)  Gln (TTG) 72 bp  Sc: 33.71 
TAGAATGTGGTGTAATAGGTAGCACGGAGAATTTTGAGTTCTTAGGTATGGGTTCAATTC 
CTATAGTTCTAG 
>Callithrix_jacchus_chr7.trna9-GlnTTG (17462669-17462598)  Gln (TTG) 72 bp  Sc: 39.98 
TGGGACATGGTGTAATAGGTAACATGGAGAATTTTGGATTCTCAGGGGTAGGTTCAATTC 
CTACAGTTCTAG 
>Callithrix_jacchus_chr4.trna23-GlnTTG (1151345-1151416)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chr4.trna59-GlnTTG (2150283-2150354)  Gln (TTG) 72 bp  Sc: 69.77 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chr4.trna120-GlnTTG (454824-454753)  Gln (TTG) 72 bp  Sc: 71.88 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCAATCCGAGTTCGAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chr5.trna30-GlnTTG (108366788-108366717)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Callithrix_jacchus_chrUn_GL286409.trna1-GluCTC (747599-747528)  Glu (CTC) 72 bp  Sc: 47.24 
TCTCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCTGCAGCCCAGGTTTGATTC 



CCGGTCAGGGAA 
>Callithrix_jacchus_chrX.trna10-GluCTC (71615598-71615527)  Glu (CTC) 72 bp  Sc: 58.41 
TCCCTGGTGGTCTAGTGGTTAGGATTTGACACTCTCACTGCCATGGCACGGGTTCGATTC 
CTGGTCAGGGAA 
>Callithrix_jacchus_chr18.trna39-GluCTC (15065115-15065044)  Glu (CTC) 72 bp  Sc: 65.47 
TCCCTGGTAGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGGCCCAGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chrX.trna1-GluCTC (42578017-42578088)  Glu (CTC) 72 bp  Sc: 74.25 
TCCCTGGTGGTCTAGTGGTTATGATTCGGCATTCTCACTGCTGAGACCCGGGTTCGATCC 
CCGGCCAGGGAG 
>Callithrix_jacchus_chrX.trna3-GluCTC (43769539-43769610)  Glu (CTC) 72 bp  Sc: 76.06 
TCCCTGGTGGTCTAGTGGTTATGATTCGGCACTCTCACTGCTGAGACCCGGGTTCGATCC 
CCGGCCAGGGAG 
>Callithrix_jacchus_chr18.trna34-GluCTC (15076310-15076239)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr18.trna37-GluCTC (15073839-15073768)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr18.trna45-GluCTC (15041774-15041703)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr18.trna54-GluCTC (1121892-1121821)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr19.trna5-GluCTC (32113141-32113070)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr4.trna130-GluCTC (157484-157413)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr4.trna64-GluCTC (125975221-125975150)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr5.trna16-GluTTC (132548586-132548657)  Glu (TTC) 72 bp  Sc: 48.27 
TCCCTTGTGGTCTAGTGGCTAGGATTTGGCATTTTCACTGCTGTGGCCTGGGTTTGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr18.trna8-GluTTC (9205087-9205158)  Glu (TTC) 72 bp  Sc: 60.47 
TCCCATATAGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAAGTGGCCCAGGTTCGACTC 
CTGGTATGGGAA 
>Callithrix_jacchus_chrX.trna4-GluTTC (43776155-43776226)  Glu (TTC) 72 bp  Sc: 67.84 
TCCCTGGTGGTCTAGTGGTTATGATTTGGCATTTTCACTGCTGAGACCCGGGTTCGACCC 
CCGGCCAGGGAG 
>Callithrix_jacchus_chrX.trna2-GluTTC (42584294-42584365)  Glu (TTC) 72 bp  Sc: 72.07 
TCCCTGGTGGTCTAGTGGTTATGATTCGGCACTTTCACTGCTGAGACCCGGGTTCGATCC 
CCGGTCAGGGAG 
>Callithrix_jacchus_chr7_GL285268_random.trna2-GluTTC (14493-14564)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr7_GL285298_random.trna1-GluTTC (14073-14002)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Callithrix_jacchus_chr5.trna19-GluTTC (154325703-154325632)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Callithrix_jacchus_chr6.trna8-GluTTC (28473940-28473869)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Callithrix_jacchus_chr5.trna18-GluTTC (158257634-158257563)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Callithrix_jacchus_chr6.trna10-GluTTC (1988900-1988829)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Callithrix_jacchus_chr5.trna9-GlyCCC (77286146-77286216)  Gly (CCC) 71 bp  Sc: 58.62 
GCATTGGTGGTTCAGTGGTAGAACGCTCACCTCCCACGCAGGAGACTCAGGTTTGATTCC 
TGGCCAATGCA 



>Callithrix_jacchus_chr7_GL285268_random.trna1-GlyCCC (2712-2782)  Gly (CCC) 71 bp  Sc: 76.50 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCTTCCCACGCGGGAGACCCGGGTTCAATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr12.trna23-GlyCCC (646234-646164)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Callithrix_jacchus_chr14.trna2-GlyCCC (36614798-36614868)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Callithrix_jacchus_chr20.trna8-GlyGCC (27584520-27584450)  Gly (GCC) 71 bp  Sc: 59.57 
GCACTGGTGGTTCAGTGGTAGAATTCTTACCTGCCACGCAGGAGGCCTGGGTTTGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr18.trna13-GlyGCC (15045806-15045876)  Gly (GCC) 71 bp  Sc: 68.81 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGTCCTGGGTTCAATCCC 
CGGCCCACGCA 
>Callithrix_jacchus_chr20.trna4-GlyGCC (27597706-27597776)  Gly (GCC) 71 bp  Sc: 75.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGGCCCGGGTTCGATTCC 
CGGCTAATGCA 
>Callithrix_jacchus_chr18.trna31-GlyGCC (15108935-15108865)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr20.trna3-GlyGCC (27596892-27596962)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr20.trna7-GlyGCC (27585229-27585159)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr4.trna21-GlyGCC (1046866-1046936)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr5.trna36-GlyGCC (73716148-73716078)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr6.trna3-GlyGCC (62801364-62801434)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Callithrix_jacchus_chr18.trna11-GlyGCC (15037778-15037848)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Callithrix_jacchus_chr18.trna15-GlyGCC (15054508-15054578)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Callithrix_jacchus_chr18.trna16-GlyGCC (15060331-15060401)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Callithrix_jacchus_chr18.trna18-GlyGCC (15068635-15068705)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Callithrix_jacchus_chrUn_ACFV01192547.trna1-GlyGCC (1548-1618)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Callithrix_jacchus_chr18.trna21-GlyTCC (15116202-15116273)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr18.trna36-GlyTCC (15074260-15074189)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr18.trna38-GlyTCC (15065479-15065408)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr18.trna41-GlyTCC (15050930-15050859)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr18.trna44-GlyTCC (15042150-15042079)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr18.trna55-GlyTCC (1120387-1120316)  Gly (TCC) 72 bp  Sc: 73.26 



GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr4.trna39-GlyTCC (1396925-1396996)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr22.trna2-GlyTCC (4447613-4447684)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Callithrix_jacchus_chr5.trna17-HisGTG (132556759-132556830)  His (GTG) 72 bp  Sc: 47.30 
GCTGTGATGGTACAGTGGTCAGTACTCTGTATTGTGGCCGCAGCAACCTCGGTTCGAATC 
TGAGTTATGGCA 
>Callithrix_jacchus_chr1.trna11-HisGTG (116264989-116264918)  His (GTG) 72 bp  Sc: 62.73 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCATGGCA 
>Callithrix_jacchus_chr10.trna3-HisGTG (22183230-22183301)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr10.trna33-HisGTG (22182548-22182477)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr10.trna34-HisGTG (22180744-22180673)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr18.trna56-HisGTG (1119433-1119362)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr18_GL285806_random.trna2-HisGTG (12562-12491)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr4.trna94-HisGTG (1662235-1662164)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Callithrix_jacchus_chr4.trna99-IleAAT (1553191-1553118)  Ile (AAT) 74 bp  Sc: 53.92 
GGCCCGTTAGCTCACTTGGTTAGAGCATGGTGCTAATAACGCCAAGGTTGTGGGTTTGAG 
CCCTGTACGGGCCA 
>Callithrix_jacchus_chr4.trna90-IleAAT (1764681-1764608)  Ile (AAT) 74 bp  Sc: 60.21 
GACCGGTTAGCTCAGTTGGCTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCCAT 
CCCCATACCGGCCA 
>Callithrix_jacchus_chr5.trna40-IleAAT (73659799-73659726)  Ile (AAT) 74 bp  Sc: 68.00 
GACCTGTTAGCTCAGTTGGTTAGAGTGTGGTGCTAATAACGCTAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCTA 
>Callithrix_jacchus_chr10.trna21-IleAAT (128255689-128255762)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr4.trna101-IleAAT (1536791-1536718)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr4.trna42-IleAAT (1552043-1552116)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr4.trna46-IleAAT (1650326-1650399)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr4.trna79-IleAAT (1975438-1975365)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr5.trna1-IleAAT (73639918-73639991)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Callithrix_jacchus_chr22.trna14-IleGAT (1078481-1078410)  Ile (GAT) 72 bp  Sc: 72.91 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGATGATCTAAAGGTCCTGGATCGACCC 
CGGGTTTCGGCA 
>Callithrix_jacchus_chrX.trna15-IleGAT (1807680-1807607)  Ile (GAT) 74 bp  Sc: 78.61 
GGTCGGTTAGCTCAGTTGGTAAGAGCGTGGTGCTGATAACACCAAGGTCGCGGGTTCGAC 
TCCCGCACCGACCA 
>Callithrix_jacchus_chr4.trna115-IleTAT (1219616-1219523)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACGACAGTATATGTGCGGGTGAT 



GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Callithrix_jacchus_chr4.trna91-IleTAT (1725190-1725097)  Ile (TAT) 94 bp  Sc: 66.94 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATGGCGGTATGTGTGCGAGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Callithrix_jacchus_chr22.trna12-IleTAT (32713591-32713499)  Ile (TAT) 93 bp  Sc: 68.39 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATGACAGTGCGAGCGGAGCAATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Callithrix_jacchus_chr4.trna119-IleTAT (497132-497039)  Ile (TAT) 94 bp  Sc: 65.22 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAAGACAGTGCACCTGTGAGCGAT 
GCCGAGGTTGTGAGTTCAAGCCTCACCTGGAGCA 
>Callithrix_jacchus_chr14.trna6-IleTAT (65215945-65215853)  Ile (TAT) 93 bp  Sc: 67.61 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACGGCAGTACAAGCAGAGCAATG 
CCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Callithrix_jacchus_chr10.trna7-LeuAAG (44943861-44943942)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr12.trna9-LeuAAG (21125555-21125636)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr4.trna131-LeuAAG (150122-150041)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr4.trna18-LeuAAG (553858-553939)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr4.trna3-LeuAAG (175511-175592)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr11.trna7-LeuCAA (115086504-115086432)  Leu (CAA) 73 bp  Sc: 64.87 
GCCGAAATAGCTCAGTGGGGAGAGCGTTAGACTCAACATCTAGAGATCCCTGGTTCGATC 
CCGCGTTTCGGCG 
>Callithrix_jacchus_chr4.trna31-LeuCAA (1239695-1239801)  Leu (CAA) 107 bp  Sc: 67.37 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTTGCAACTTCCCATGGGTGGGA 
ATTCTGGTCTCCGACTGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr4.trna35-LeuCAA (1328103-1328207)  Leu (CAA) 105 bp  Sc: 67.36 
GTCAGGATGGCCGAGTGGTTAAGGCGCCAGACTCAAGCTCGGGCTTCCCTCGTTGGGGGT 
TCTGGTCTCCGGATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr4.trna127-LeuCAA (177926-177821)  Leu (CAA) 106 bp  Sc: 66.69 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTCTTGCTTCCTCGTGCTGAGGA 
TTCTGGTCTCCAGATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr4.trna5-LeuCAA (227573-227677)  Leu (CAA) 105 bp  Sc: 68.10 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTGAGCTTCCCGGTGCTGGGGA 
TTCTGGTCTCCAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr19.trna4-LeuCAA (32113540-32113435)  Leu (CAA) 106 bp  Sc: 66.61 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAGAACCTTGCCTACGGGTG 
TTCTGGTCTCCGGATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr10.trna14-LeuCAG (82561431-82561513)  Leu (CAG) 83 bp  Sc: 60.94 
GTCTGGATGGCCAAGCGGTCTAAGGCGCTGCGTTCAGGTCACAGTCACCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Callithrix_jacchus_chrUn_ACFV01195245.trna1-LeuCAG (654-736)  Leu (CAG) 83 bp  Sc: 65.81 
GTCCGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCACAGTCACCTCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Callithrix_jacchus_chr18.trna14-LeuCAG (15051906-15051988)  Leu (CAG) 83 bp  Sc: 74.00 
GTCAGGGTGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Callithrix_jacchus_chr18.trna10-LeuCAG (15034170-15034252)  Leu (CAG) 83 bp  Sc: 75.49 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTCCTGACA 
>Callithrix_jacchus_chr18.trna17-LeuCAG (15066777-15066859)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr18.trna30-LeuCAG (15115527-15115445)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr20.trna11-LeuCAG (11306916-11306834)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Callithrix_jacchus_chr20.trna1-LeuCAG (11306361-11306443)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Callithrix_jacchus_chr4.trna75-LeuCAG (2010359-2010277)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Callithrix_jacchus_chr15.trna2-LeuTAA (26678943-26679017)  Leu (TAA) 75 bp  Sc: 41.12 
GTTAAGATGGCAGAGCCCGGTAATTGCATAAAACTTAAAACTTTATAATCAGAGGTTCAA 
CTCCTCTTCTTAACA 
>Callithrix_jacchus_chr11.trna3-LeuTAA (115071680-115071762)  Leu (TAA) 83 bp  Sc: 45.56 
ACCAGAATGGCCGAGTGGTTACGGTGTCAGACTTAAGATCCGATGGATTCATATCTGAGT 
GGGTTTGAACCCCACTTCTAGTA 
>Callithrix_jacchus_chr4.trna43-LeuTAA (1616106-1616188)  Leu (TAA) 83 bp  Sc: 70.66 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCATTGGACATGTGTCCGCGT 
GGGTTCGAGCCCCACTCCCGGTA 
>Callithrix_jacchus_chr4.trna63-LeuTAA (144894650-144894732)  Leu (TAA) 83 bp  Sc: 80.77 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Callithrix_jacchus_chr4.trna26-LeuTAA (1180733-1180815)  Leu (TAA) 83 bp  Sc: 81.23 
ACCGAGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCTGGTGCCCGCGT 
GGGTTCGAACCCCACTCTCGGTA 
>Callithrix_jacchus_chr10.trna8-LeuTAG (44959389-44959470)  Leu (TAG) 82 bp  Sc: 66.94 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGACGTG 
GGTTCGAATCCCACCACTGCCA 
>Callithrix_jacchus_chr12.trna14-LeuTAG (21018418-21018337)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr5.trna7-LeuTAG (73721438-73721519)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Callithrix_jacchus_chr3.trna7-LysCTT (123925044-123924972)  Lys (CTT) 73 bp  Sc: 60.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCATGGGTTTGAGC 
CCCATGTTGGGTA 
>Callithrix_jacchus_chr12.trna5-LysCTT (3235695-3235767)  Lys (CTT) 73 bp  Sc: 79.20 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCA 
>Callithrix_jacchus_chr12.trna22-LysCTT (3228110-3228038)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr18.trna57-LysCTT (1118421-1118349)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr2.trna6-LysCTT (60290394-60290466)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr4.trna81-LysCTT (1973257-1973185)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr10.trna2-LysCTT (18517280-18517352)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr10.trna24-LysCTT (83113275-83113203)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Callithrix_jacchus_chr9.trna8-LysTTT (118875022-118874950)  Lys (TTT) 73 bp  Sc: 66.96 
ATCCGGATGGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGCTCGGGCA 
>Callithrix_jacchus_chr20.trna2-LysTTT (24730192-24730264)  Lys (TTT) 73 bp  Sc: 69.16 
GCCTGGGTAGCCCAGTTGGTAGAGCATCAGACTTTTAATCTGAGAGTCCAGGGTTCAAGT 
CCCTGTTCAGGTA 
>Callithrix_jacchus_chr5.trna32-LysTTT (86219001-86218929)  Lys (TTT) 73 bp  Sc: 77.00 
TCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAAGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Callithrix_jacchus_chr11.trna4-LysTTT (115077034-115077106)  Lys (TTT) 73 bp  Sc: 80.57 
GCCCGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr4.trna113-LysTTT (1322509-1322437)  Lys (TTT) 73 bp  Sc: 82.05 



GCCTGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCAGGCG 
>Callithrix_jacchus_chr4.trna125-LysTTT (322300-322228)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Callithrix_jacchus_chr4.trna33-LysTTT (1246834-1246906)  Lys (TTT) 73 bp  Sc: 83.31 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Callithrix_jacchus_chr11.trna8-LysTTT (115081482-115081410)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr19.trna2-LysTTT (26402055-26402127)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr19.trna6-LysTTT (26402923-26402851)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr4.trna129-LysTTT (169823-169751)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr5.trna33-LysTTT (73722618-73722546)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Callithrix_jacchus_chr1.trna10-MetCAT (121147477-121147406)  Met (CAT) 72 bp  Sc: 53.05 
AGCAGAGTGGTGCAATGGAAGTGTGCTGGGCTCATAACCCAGAGGTCGATGGATGGAAAC 
CGTCCTTTGCTA 
>Callithrix_jacchus_chr4.trna55-MetCAT (2130907-2130978)  Met (CAT) 72 bp  Sc: 56.94 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGAGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr18.trna7-MetCAT (7600444-7600515)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna118-MetCAT (1160005-1159934)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna22-MetCAT (1047275-1047346)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna32-MetCAT (1245874-1245945)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna40-MetCAT (1511215-1511286)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna57-MetCAT (2148818-2148889)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr4.trna71-MetCAT (2172204-2172133)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Callithrix_jacchus_chr20.trna6-MetCAT (41761988-41761916)  Met (CAT) 73 bp  Sc: 74.51 
GCCTCGTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Callithrix_jacchus_chr4.trna128-MetCAT (174635-174563)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Callithrix_jacchus_chr4.trna2-MetCAT (165943-166015)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Callithrix_jacchus_chr4.trna89-MetCAT (1780421-1780349)  Met (CAT) 73 bp  Sc: 76.99 
GCCTTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Callithrix_jacchus_chr20.trna9-MetCAT (26899176-26899104)  Met (CAT) 73 bp  Sc: 78.21 
GCCCTCTTAGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGAGGGCA 
>Callithrix_jacchus_chr16.trna4-MetCAT (71649888-71649960)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 



CTCACACGGGGCA 
>Callithrix_jacchus_chr4.trna68-PheGAA (77375790-77375718)  Phe (GAA) 73 bp  Sc: 61.34 
GCTGAAATAGCTCAGTTGAAAGAGCATTAGACTGAAGATCTAAAGGTCCTTGGTTCAATC 
CCAGGTTTCAGAA 
>Callithrix_jacchus_chr22.trna7-PheGAA (48869195-48869123)  Phe (GAA) 73 bp  Sc: 63.19 
GCTGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGAGTTTCTACA 
>Callithrix_jacchus_chr4_GL285003_random.trna2-PheGAA (1731-1659)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr1.trna15-PheGAA (9668253-9668181)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr11.trna9-PheGAA (115078183-115078111)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr4.trna1-PheGAA (157917-157989)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr4.trna9-PheGAA (301711-301783)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr9.trna10-PheGAA (115908308-115908236)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Callithrix_jacchus_chr10.trna31-ProAGG (44947251-44947180)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr10.trna32-ProAGG (44943174-44943103)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr12.trna20-ProAGG (3246392-3246321)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr12.trna7-ProAGG (3252360-3252431)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr18.trna24-ProAGG (38554037-38554108)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr4.trna80-ProAGG (1974526-1974455)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr8.trna13-ProAGG (117489237-117489166)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr12.trna6-ProCGG (3240127-3240198)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr18.trna28-ProCGG (38554835-38554764)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr4.trna92-ProCGG (1710369-1710298)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr5.trna4-ProCGG (73644884-73644955)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr10.trna12-ProTGG (45000555-45000626)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr12.trna19-ProTGG (3248194-3248123)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr12.trna3-ProTGG (3229176-3229247)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Callithrix_jacchus_chr2.trna16-ProTGG (60269199-60269128)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr11.trna1-ProTGG (62501560-62501631)  Pro (TGG) 72 bp  Sc: 76.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGGTTTGGGTCCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr10.trna9-ProTGG (44967318-44967389)  Pro (TGG) 72 bp  Sc: 79.61 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Callithrix_jacchus_chr22.trna11-SeC(e)TCA (37545231-37545146)  SeC(e) (TCA) 86 bp  Sc: 75.99 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Callithrix_jacchus_chr5.trna27-SeCTCA (110741729-110741658)  SeC (TCA) 72 bp  Sc: 74.15 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTTCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Callithrix_jacchus_chr4.trna107-SerAGA (1375026-1374945)  Ser (AGA) 82 bp  Sc: 86.05 
GTAGTCGTGGCCAAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna110-SerAGA (1359514-1359433)  Ser (AGA) 82 bp  Sc: 86.05 
GTAGTCGTGGCCGAGCGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr16.trna7-SerAGA (47084090-47084009)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna104-SerAGA (1398384-1398303)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna108-SerAGA (1372760-1372679)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna36-SerAGA (1339989-1340070)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna73-SerAGA (2136185-2136104)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr5.trna2-SerAGA (73640260-73640341)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna38-SerAGA (1349602-1349683)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr9.trna1-SerCGA (44940810-44940891)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Callithrix_jacchus_chr4.trna44-SerCGA (1631807-1631888)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Callithrix_jacchus_chr5.trna6-SerCGA (73705088-73705169)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Callithrix_jacchus_chr4.trna103-SerGCT (1532311-1532230)  Ser (GCT) 82 bp  Sc: 82.88 
GACGAGGTGGCCGAGTGGCTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Callithrix_jacchus_chr4.trna20-SerGCT (812049-812130)  Ser (GCT) 82 bp  Sc: 83.88 
GACGAGGTGGCCGAGTGGTTAAGGTGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr10.trna4-SerGCT (35341683-35341764)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr5.trna38-SerGCT (73660525-73660444)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr11.trna5-SerGCT (122070107-122070188)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr11.trna6-SerGCT (122072051-122072132)  Ser (GCT) 82 bp  Sc: 85.83 



GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr4.trna60-SerGCT (2161076-2161157)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Callithrix_jacchus_chr4.trna93-SerGCT (1704282-1704201)  Ser (GCT) 82 bp  Sc: 86.80 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCTTCGTCG 
>Callithrix_jacchus_chr4.trna66-SerTGA (85730929-85730855)  Ser (TGA) 75 bp  Sc: 48.39 
GTTAAGATGGCAGAGCCTGGTAATTGCATAAAACTTGAAACTTTATGATCAGAGGTTCAA 
TTCCTCTTCTTAACA 
>Callithrix_jacchus_chr4.trna111-SerTGA (1347795-1347714)  Ser (TGA) 82 bp  Sc: 88.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr4.trna58-SerTGA (2149414-2149495)  Ser (TGA) 82 bp  Sc: 88.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Callithrix_jacchus_chr12.trna12-SerTGA (56544601-56544520)  Ser (TGA) 82 bp  Sc: 90.86 
GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Callithrix_jacchus_chr19.trna3-SupTTA (42196668-42196597)  Sup (TTA) 72 bp  Sc: 32.70 
TAGAACATGGTGTAATAGGTAACACAGAGAGTTTTAAATTCTCAGGTATGGGTTCAATTC 
CTATAGTTCTAG 
>Callithrix_jacchus_chr4.trna53-ThrAGT (2007148-2007221)  Thr (AGT) 74 bp  Sc: 79.42 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGGGCCT 
>Callithrix_jacchus_chr4.trna117-ThrAGT (1177104-1177031)  Thr (AGT) 74 bp  Sc: 79.86 
GGCTTCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGAGGCCT 
>Callithrix_jacchus_chr4.trna95-ThrAGT (1657796-1657723)  Thr (AGT) 74 bp  Sc: 80.30 
GGCCCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Callithrix_jacchus_chr5.trna39-ThrAGT (73660223-73660150)  Thr (AGT) 74 bp  Sc: 80.43 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTGGTGCCT 
>Callithrix_jacchus_chr4.trna27-ThrAGT (1186560-1186633)  Thr (AGT) 74 bp  Sc: 81.31 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Callithrix_jacchus_chr4.trna123-ThrAGT (340535-340462)  Thr (AGT) 74 bp  Sc: 83.76 
GGCTCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Callithrix_jacchus_chr22.trna3-ThrAGT (27581492-27581565)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Callithrix_jacchus_chr5.trna3-ThrAGT (73640635-73640708)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Callithrix_jacchus_chr5.trna31-ThrCGT (93010719-93010648)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Callithrix_jacchus_chr4.trna14-ThrCGT (402793-402866)  Thr (CGT) 74 bp  Sc: 80.30 
GGCTCTGTGGCTTAGTTGGCTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Callithrix_jacchus_chr12.trna18-ThrCGT (12713364-12713293)  Thr (CGT) 72 bp  Sc: 80.42 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Callithrix_jacchus_chr4.trna17-ThrCGT (543147-543220)  Thr (CGT) 74 bp  Sc: 80.88 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCGAC 
TCCCAGTGGGGCCT 
>Callithrix_jacchus_chr4.trna114-ThrTGT (1237616-1237544)  Thr (TGT) 73 bp  Sc: 57.12 
GGCCCTGTAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGATCAAAC 
CTTGCGAGGGCCT 
>Callithrix_jacchus_chr10.trna10-ThrTGT (44998267-44998339)  Thr (TGT) 73 bp  Sc: 78.79 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Callithrix_jacchus_chr2.trna15-ThrTGT (60272272-60272200)  Thr (TGT) 73 bp  Sc: 79.22 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAATT 



CTCGCTGGGGCCT 
>Callithrix_jacchus_chr10.trna30-ThrTGT (44947631-44947559)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Callithrix_jacchus_chr19.trna8-ThrTGT (2197941-2197869)  Thr (TGT) 73 bp  Sc: 83.03 
GGCTCCATAGCTCAGTGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCGATC 
CTCGCTGGGGCCT 
>Callithrix_jacchus_chr4.trna19-ThrTGT (558151-558224)  Thr (TGT) 74 bp  Sc: 84.08 
GGCTCTATGGCTTAGTTGGTTAAAGCGCCTGTCTTGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGTAGGGCCT 
>Callithrix_jacchus_chr4.trna56-TrpCCA (2140956-2141027)  Trp (CCA) 72 bp  Sc: 70.89 
GGCCTCGTGGCGCAACGGCAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr9.trna4-TrpCCA (88586648-88586719)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr5.trna37-TrpCCA (73661023-73660952)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr5.trna41-TrpCCA (63916737-63916666)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr4.trna106-TrpCCA (1396291-1396220)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr4.trna54-TrpCCA (2129768-2129839)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Callithrix_jacchus_chr16.trna1-TyrGTA (18429257-18429349)  Tyr (GTA) 93 bp  Sc: 73.04 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCTACTTCCTCGGCAGAAGACATC 
CTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr16.trna2-TyrGTA (18429872-18429960)  Tyr (GTA) 89 bp  Sc: 70.97 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGTGCACGCCCGTGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr4.trna85-TyrGTA (1949837-1949749)  Tyr (GTA) 89 bp  Sc: 74.64 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGGGTTTGAATGTGGTCATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Callithrix_jacchus_chr4.trna84-TyrGTA (1957476-1957388)  Tyr (GTA) 89 bp  Sc: 77.62 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGCTTCTTGAACAAGACATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Callithrix_jacchus_chr4.trna82-TyrGTA (1967682-1967594)  Tyr (GTA) 89 bp  Sc: 76.19 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGAATCTCTTCGGGCATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Callithrix_jacchus_chr10.trna29-TyrGTA (44964837-44964747)  Tyr (GTA) 91 bp  Sc: 64.47 
CCTTTGATAGCTCAGCTGGTAGAGCAGAGGACTGTAGAGGTTTGTAGCTACTGTTATCCT 
TAGGTCGGTGGTTCGATTCCGCCTCGAAGAA 
>Callithrix_jacchus_chr10.trna27-TyrGTA (44986580-44986487)  Tyr (GTA) 94 bp  Sc: 68.60 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGCTGTACAGATATTTGTGGACAT 
CTTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr10.trna26-TyrGTA (44992331-44992238)  Tyr (GTA) 94 bp  Sc: 76.12 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGATTGAATAGTAATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr10.trna11-TyrGTA (44999832-44999920)  Tyr (GTA) 89 bp  Sc: 74.01 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGTACTTACTGTGTGGCCATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr12.trna13-TyrGTA (55350901-55350809)  Tyr (GTA) 93 bp  Sc: 44.09 
CCTTTGATAGCTCAGCTAGTAGAGCAGAGGACTGTAGCTACTTCCTCAGCAGGAGACATC 
CTTAGGTTGATGGTTTGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr14.trna5-TyrGTA (81401121-81401033)  Tyr (GTA) 89 bp  Sc: 77.29 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGAGGAAATGCGGTAATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Callithrix_jacchus_chr12.trna15-ValAAC (19803066-19802994)  Val (AAC) 73 bp  Sc: 60.55 
GTTTCTGTAGTGTAGTGGTTATCATGTTTGCCCAACATGCCAAAGGTCCCTGGTTCAAAA 
CCAGGTGAAAACA 
>Callithrix_jacchus_chr4_GL285003_random.trna1-ValAAC (6234-6306)  Val (AAC) 73 bp  Sc: 86.73 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCTGGTTCGAAA 
CCAGGCGGAAACA 



>Callithrix_jacchus_chr17.trna4-ValAAC (9155342-9155270)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna24-ValAAC (1167925-1167997)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna28-ValAAC (1190447-1190519)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna98-ValAAC (1610508-1610436)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna41-ValCAC (1546726-1546799)  Val (CAC) 74 bp  Sc: 64.89 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGACTCACACTCAAAAGGTCCCCGGTTTGAAA 
CCGGGCGTGAAACA 
>Callithrix_jacchus_chr22.trna13-ValCAC (4448476-4448404)  Val (CAC) 73 bp  Sc: 80.29 
GTTTCCATAGTGTAGCGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna25-ValCAC (1175870-1175942)  Val (CAC) 73 bp  Sc: 80.69 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGTCGGAAACA 
>Callithrix_jacchus_chr18_ACFV01187493_random.trna1-ValCAC (5751-5679)  Val (CAC) 73 bp  Sc: 82.50 
GTTTCCGTAGTGCAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCTGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr18.trna46-ValCAC (14916107-14916035)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr18.trna53-ValCAC (3677811-3677739)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna45-ValCAC (1639079-1639151)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr4.trna77-ValCAC (2001625-2001553)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr7_ACFV01186282_random.trna1-ValCAC (6105-6177)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Callithrix_jacchus_chr11.trna10-ValTAC (115070994-115070922)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Callithrix_jacchus_chr11.trna11-ValTAC (115070640-115070568)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Callithrix_jacchus_chrX.trna14-ValTAC (16937062-16936990)  Val (TAC) 73 bp  Sc: 85.12 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Caenorhabditis_japonica_chrUn.trna868-AlaAGC (98071866-98071794)  Ala (AGC) 73 bp  Sc: 45.38 
GGGGGTATGGCTCAGTGGTAGAGCGGTCCCTTAGCATGGGAGAGAGACTGGGGATCAATT 
CGCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna930-AlaAGC (79725687-79725615)  Ala (AGC) 73 bp  Sc: 61.06 
CGGGGTATAGCTCAGTGGATAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATT 
CCCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1288-AlaAGC (7967203-7967132)  Ala (AGC) 72 bp  Sc: 62.50 
GGGGGTATATCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna359-AlaAGC (64415416-64415487)  Ala (AGC) 72 bp  Sc: 62.88 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGAGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna685-AlaAGC (150040537-150040466)  Ala (AGC) 72 bp  Sc: 68.29 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGACTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1033-AlaAGC (57726785-57726714)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1041-AlaAGC (55633475-55633404)  Ala (AGC) 72 bp  Sc: 69.87 



GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1142-AlaAGC (35797287-35797216)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1149-AlaAGC (33810767-33810696)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1160-AlaAGC (32169198-32169127)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1265-AlaAGC (10777595-10777524)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1287-AlaAGC (8024849-8024778)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna284-AlaAGC (51849731-51849802)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna285-AlaAGC (51850896-51850967)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna361-AlaAGC (64445160-64445231)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna39-AlaAGC (7938321-7938392)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna41-AlaAGC (8008646-8008717)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna518-AlaAGC (104646462-104646533)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna630-AlaAGC (140358459-140358530)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna633-AlaAGC (140590552-140590623)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna643-AlaAGC (145489818-145489889)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna677-AlaAGC (152732034-152731963)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna698-AlaAGC (146837962-146837891)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna712-AlaAGC (143470214-143470143)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna728-AlaAGC (140360508-140360437)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna846-AlaAGC (104645733-104645662)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna883-AlaAGC (93461521-93461450)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna89-AlaAGC (14969466-14969537)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna911-AlaAGC (85258275-85258204)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 



CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna993-AlaAGC (64416242-64416171)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1165-AlaCGC (31173933-31173862)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1211-AlaCGC (23733864-23733793)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna121-AlaCGC (21836194-21836265)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1271-AlaCGC (9525096-9525025)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna14-AlaCGC (3628911-3628982)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna502-AlaCGC (101240024-101240095)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna795-AlaCGC (118854131-118854060)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna856-AlaCGC (101231298-101231227)  Ala (CGC) 72 bp  Sc: 71.28 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna794-AlaTGC (118855180-118855109)  Ala (TGC) 72 bp  Sc: 69.43 
GGGGGTGTAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1096-AlaTGC (46565487-46565416)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1138-AlaTGC (36544481-36544410)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1166-AlaTGC (31173595-31173524)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna1245-AlaTGC (14828136-14828065)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna264-AlaTGC (46563299-46563370)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna265-AlaTGC (46573833-46573904)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna341-AlaTGC (60327928-60327999)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_japonica_chrUn.trna669-AlaTGC (156226776-156226704)  Ala (TGC) 73 bp  Sc: 75.94 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGGGGTTCGATC 
CCCCTTGGCTCCA 
>Caenorhabditis_japonica_chrUn.trna901-ArgACG (87065441-87065370)  Arg (ACG) 72 bp  Sc: 55.06 
TACCTGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAATC 
CTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1258-ArgACG (11815976-11815904)  Arg (ACG) 73 bp  Sc: 69.28 
GGCCGCCTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna102-ArgACG (16729022-16729094)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna4-ArgACG (962654-962726)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 



>Caenorhabditis_japonica_chrUn.trna1043-ArgACG (54483142-54483070)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1060-ArgACG (52002238-52002166)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna122-ArgACG (21962365-21962437)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1316-ArgACG (474050-473978)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna146-ArgACG (26251528-26251600)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna164-ArgACG (29623794-29623866)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna165-ArgACG (29626583-29626655)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna183-ArgACG (34444910-34444982)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna221-ArgACG (40723734-40723806)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna289-ArgACG (52148890-52148962)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna327-ArgACG (57744205-57744277)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna3-ArgACG (945945-946017)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna62-ArgACG (11849922-11849994)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna63-ArgACG (11852479-11852551)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna67-ArgACG (11896506-11896578)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna68-ArgACG (11897099-11897171)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna953-ArgACG (71761144-71761072)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna693-ArgCCG (148381609-148381538)  Arg (CCG) 72 bp  Sc: 51.46 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCCCCGCGAGCT 
>Caenorhabditis_japonica_chrUn.trna78-ArgCCG (13594686-13594757)  Arg (CCG) 72 bp  Sc: 54.58 
GCCCGCGTGGCCTAATGGAAAAGGCATCGGACTCCGGAACCGGTGATGGGGGTTCGAGTC 
CCTCCGCGGGCC 
>Caenorhabditis_japonica_chrUn.trna344-ArgCCT (61009903-61009975)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_japonica_chrUn.trna345-ArgCCT (61010064-61010136)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_japonica_chrUn.trna42-ArgCCT (8457230-8457302)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_japonica_chrUn.trna485-ArgTCG (96228593-96228665)  Arg (TCG) 73 bp  Sc: 66.86 



GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGG 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1158-ArgTCG (32435222-32435150)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna992-ArgTCG (64444397-64444325)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna433-ArgTCG (82324682-82324754)  Arg (TCG) 73 bp  Sc: 68.86 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1147-ArgTCG (34057778-34057706)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1259-ArgTCG (11568398-11568326)  Arg (TCG) 73 bp  Sc: 71.77 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1319-ArgTCG (94494-94422)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1323-ArgTCG (15029-14957)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna483-ArgTCG (96228285-96228357)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna484-ArgTCG (96228439-96228511)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna642-ArgTCG (145485718-145485790)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna668-ArgTCG (156272605-156272533)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_japonica_chrUn.trna1272-ArgTCT (9431167-9431095)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna367-ArgTCT (64802205-64802277)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna368-ArgTCT (64802626-64802698)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna379-ArgTCT (66639209-66639281)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna381-ArgTCT (66648452-66648524)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna612-ArgTCT (135190766-135190838)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna797-ArgTCT (118227931-118227859)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna988-ArgTCT (64801699-64801627)  Arg (TCT) 73 bp  Sc: 71.65 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGACC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna282-ArgTCT (51492454-51492526)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna1136-ArgTCT (37416969-37416897)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna283-ArgTCT (51493521-51493593)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 



CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna561-ArgTCT (118051540-118051612)  Arg (TCT) 73 bp  Sc: 74.35 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGATC 
CCTGCCTGGGTCA 
>Caenorhabditis_japonica_chrUn.trna93-AsnGTT (15146076-15146148)  Asn (GTT) 73 bp  Sc: 68.83 
GCTACCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna19-AsnGTT (5048637-5048709)  Asn (GTT) 73 bp  Sc: 71.84 
GCTTCTGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna1002-AsnGTT (62023296-62023224)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna1039-AsnGTT (55878240-55878168)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna110-AsnGTT (18867406-18867478)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna1255-AsnGTT (11932621-11932549)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna1256-AsnGTT (11922333-11922261)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna1257-AsnGTT (11916587-11916515)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna188-AsnGTT (35298557-35298629)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna189-AsnGTT (35302412-35302484)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna190-AsnGTT (35303592-35303664)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna326-AsnGTT (57699095-57699167)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna369-AsnGTT (64821762-64821834)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna399-AsnGTT (73846336-73846408)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna472-AsnGTT (93385811-93385883)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna649-AsnGTT (147270492-147270564)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna696-AsnGTT (147273728-147273656)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna697-AsnGTT (147271250-147271178)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna746-AsnGTT (133326573-133326501)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna859-AsnGTT (100565548-100565476)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna860-AsnGTT (100558790-100558718)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 



>Caenorhabditis_japonica_chrUn.trna92-AsnGTT (15145071-15145143)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna966-AsnGTT (67605401-67605329)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_japonica_chrUn.trna451-AspGTC (85705889-85705959)  Asp (GTC) 71 bp  Sc: 59.25 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCGGGTTCAATTCC 
CGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna580-AspGTC (124964335-124964406)  Asp (GTC) 72 bp  Sc: 61.08 
TCCTGGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna427-AspGTC (80654966-80655037)  Asp (GTC) 72 bp  Sc: 62.41 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAAACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1024-AspGTC (58652334-58652263)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1026-AspGTC (58635330-58635259)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1027-AspGTC (58622623-58622552)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1055-AspGTC (52959458-52959387)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1058-AspGTC (52010227-52010156)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1129-AspGTC (38027401-38027330)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1137-AspGTC (37040745-37040674)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1152-AspGTC (33070078-33070007)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1221-AspGTC (20145426-20145355)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1242-AspGTC (15668737-15668666)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1283-AspGTC (8749771-8749700)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna129-AspGTC (23992425-23992496)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna1301-AspGTC (5605475-5605404)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna177-AspGTC (34119069-34119140)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna334-AspGTC (58619023-58619094)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna335-AspGTC (58638540-58638611)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna36-AspGTC (7004331-7004402)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna456-AspGTC (86456318-86456389)  Asp (GTC) 72 bp  Sc: 66.04 



TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna46-AspGTC (8744967-8745038)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna509-AspGTC (103363983-103364054)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna524-AspGTC (106616377-106616448)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna540-AspGTC (110200139-110200210)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna767-AspGTC (128073365-128073294)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna789-AspGTC (120164148-120164077)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna832-AspGTC (107258736-107258665)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna836-AspGTC (106599665-106599594)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna840-AspGTC (105375091-105375020)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna841-AspGTC (105369789-105369718)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna842-AspGTC (105367848-105367777)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna967-AspGTC (67499482-67499411)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna98-AspGTC (15670013-15670084)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_japonica_chrUn.trna45-CysGCA (8728305-8728376)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna1070-CysGCA (51278714-51278643)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna113-CysGCA (19916587-19916658)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna1295-CysGCA (6728747-6728676)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna33-CysGCA (6729605-6729676)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna44-CysGCA (8589243-8589314)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna462-CysGCA (88178687-88178758)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna530-CysGCA (109396849-109396920)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna627-CysGCA (140251532-140251603)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 



CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna628-CysGCA (140256965-140257036)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna629-CysGCA (140257869-140257940)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna79-CysGCA (14193338-14193409)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna80-CysGCA (14193542-14193613)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna997-CysGCA (62864918-62864847)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_japonica_chrUn.trna918-GlnCTG (84001485-84001414)  Gln (CTG) 72 bp  Sc: 57.31 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGTGGCAT 
>Caenorhabditis_japonica_chrUn.trna293-GlnCTG (53471886-53471957)  Gln (CTG) 72 bp  Sc: 66.66 
GGTTCCATGGTGTAGCTGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna1063-GlnCTG (51996506-51996435)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna1100-GlnCTG (46161047-46160976)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna1188-GlnCTG (26967712-26967641)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna182-GlnCTG (34443992-34444063)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna298-GlnCTG (53527260-53527331)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna355-GlnCTG (62694589-62694660)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna438-GlnCTG (84002334-84002405)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna514-GlnCTG (104333639-104333710)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna582-GlnCTG (125514206-125514277)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna910-GlnCTG (85516375-85516304)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna917-GlnCTG (84002772-84002701)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna976-GlnCTG (66070398-66070327)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_japonica_chrUn.trna1048-GlnTTG (53595198-53595127)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna175-GlnTTG (33520336-33520407)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna276-GlnTTG (50097533-50097604)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 



>Caenorhabditis_japonica_chrUn.trna290-GlnTTG (52387265-52387336)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna297-GlnTTG (53512677-53512748)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna299-GlnTTG (53603984-53604055)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna372-GlnTTG (65090233-65090304)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna391-GlnTTG (71334362-71334433)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna405-GlnTTG (75628516-75628587)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna437-GlnTTG (84001176-84001247)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna450-GlnTTG (85534456-85534527)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna909-GlnTTG (85536424-85536353)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_japonica_chrUn.trna218-GluCTC (39816653-39816724)  Glu (CTC) 72 bp  Sc: 58.12 
TCCGTTGTGGTCTATTGGTTAGGAATTATGGCTCTCACCCATAAGGCCGGTGTTCGATTC 
CCCGCATCGGAA 
>Caenorhabditis_japonica_chrUn.trna1174-GluCTC (30698058-30697988)  Glu (CTC) 71 bp  Sc: 63.44 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGATTCGATTTC 
CCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1173-GluCTC (30726555-30726484)  Glu (CTC) 72 bp  Sc: 67.89 
TCCGTTGTGGTCTAGTGTTTAGGATTTATGGCTCTCACCCATAAGGCCGGTGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna590-GluCTC (128948714-128948785)  Glu (CTC) 72 bp  Sc: 72.95 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTAGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna174-GluCTC (32757626-32757697)  Glu (CTC) 72 bp  Sc: 75.75 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGAAA 
>Caenorhabditis_japonica_chrUn.trna274-GluCTC (50063843-50063914)  Glu (CTC) 72 bp  Sc: 75.78 
TCCGCTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1047-GluCTC (53769406-53769335)  Glu (CTC) 72 bp  Sc: 77.24 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAAGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna312-GluCTC (55616683-55616754)  Glu (CTC) 72 bp  Sc: 79.06 
TCCGTTGTGGTCTAGTGGTTAAGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1031-GluCTC (57820561-57820490)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1153-GluCTC (32771652-32771581)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1170-GluCTC (30739596-30739525)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1172-GluCTC (30732775-30732704)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1175-GluCTC (30672457-30672386)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1187-GluCTC (27140157-27140086)  Glu (CTC) 72 bp  Sc: 80.86 



TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1244-GluCTC (15037709-15037638)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1309-GluCTC (2116197-2116126)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna170-GluCTC (30686254-30686325)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna173-GluCTC (32749579-32749650)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna229-GluCTC (41229390-41229461)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna275-GluCTC (50071077-50071148)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna281-GluCTC (51268537-51268608)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna301-GluCTC (53770146-53770217)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna31-GluCTC (5948563-5948634)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna390-GluCTC (71157323-71157394)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna556-GluCTC (117013107-117013178)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna557-GluCTC (117013616-117013687)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna567-GluCTC (120309916-120309987)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna571-GluCTC (122214608-122214679)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna637-GluCTC (143556613-143556684)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna679-GluCTC (152210047-152209976)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna686-GluCTC (150025404-150025333)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna718-GluCTC (141952544-141952473)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna732-GluCTC (138922499-138922428)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna733-GluCTC (138916078-138916007)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna739-GluCTC (136498780-136498709)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna8-GluCTC (2114529-2114600)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 



CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna875-GluCTC (95196687-95196616)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna956-GluCTC (71160934-71160863)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna972-GluCTC (66807309-66807238)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna994-GluCTC (63927340-63927269)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_japonica_chrUn.trna1247-GluTTC (14484509-14484438)  Glu (TTC) 72 bp  Sc: 72.03 
ACCTGTGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna983-GluTTC (65298291-65298221)  Glu (TTC) 71 bp  Sc: 73.59 
TCCCATGTGGTCTAGTGGCAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTCC 
CGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1227-GluTTC (19714563-19714492)  Glu (TTC) 72 bp  Sc: 74.67 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCTCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1092-GluTTC (46722126-46722055)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1111-GluTTC (43289256-43289185)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1135-GluTTC (37658997-37658926)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1241-GluTTC (15757214-15757143)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna1317-GluTTC (276692-276621)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna198-GluTTC (36591226-36591297)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna203-GluTTC (37706523-37706594)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna2-GluTTC (20819-20890)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna272-GluTTC (49612247-49612318)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna374-GluTTC (65297642-65297713)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna434-GluTTC (82714966-82715037)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna47-GluTTC (8914202-8914273)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna538-GluTTC (109835037-109835108)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna645-GluTTC (145743341-145743412)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna758-GluTTC (129892286-129892215)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 



>Caenorhabditis_japonica_chrUn.trna825-GluTTC (109823156-109823085)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna937-GluTTC (79553621-79553550)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_japonica_chrUn.trna322-GlyCCC (56622099-56622182)  Gly (CCC) 84 bp  Sc: 53.49 
GCATTGGTGGCCGAGTGGTTAAAGCGTAGGTCTCCCGATCCTATTGTCTAAATGACCGCG 
CGGGTGCGAATCCCGTCCAATGCA 
>Caenorhabditis_japonica_chrUn.trna194-GlyCCC (36123277-36123360)  Gly (CCC) 84 bp  Sc: 70.77 
GCATTGGTGGCCGAGTGGTTAAGGCGTAGGTCTCCCGATCCTATGGTCTAAATGACCGCG 
CGGGTTCGAATCCCGTCCAATGCA 
>Caenorhabditis_japonica_chrUn.trna1139-GlyGCC (36394464-36394394)  Gly (GCC) 71 bp  Sc: 62.26 
GCACCGGTAGTTCACTGGTAAAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna37-GlyGCC (7051462-7051532)  Gly (GCC) 71 bp  Sc: 63.27 
ACATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1274-GlyGCC (9029709-9029639)  Gly (GCC) 71 bp  Sc: 65.65 
GCATCGGTGGTTCAGTGGTAGATTGCTCGCCTGCCACGCGGGCGGCCCGTGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna806-GlyGCC (115576057-115575987)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna831-GlyGCC (107298388-107298318)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGTTTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1072-GlyGCC (50196852-50196782)  Gly (GCC) 71 bp  Sc: 71.19 
ACATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna517-GlyGCC (104632571-104632641)  Gly (GCC) 71 bp  Sc: 71.19 
ACATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna749-GlyGCC (132333027-132332957)  Gly (GCC) 71 bp  Sc: 71.63 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCTGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1145-GlyGCC (34573874-34573804)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1275-GlyGCC (9015589-9015519)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1276-GlyGCC (9015111-9015041)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1277-GlyGCC (9009960-9009890)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna1278-GlyGCC (9009512-9009442)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna195-GlyGCC (36393195-36393265)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna248-GlyGCC (45010572-45010642)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna394-GlyGCC (72052899-72052969)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna461-GlyGCC (87885878-87885948)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna466-GlyGCC (91405190-91405260)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna493-GlyGCC (98532983-98533053)  Gly (GCC) 71 bp  Sc: 78.62 



GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna50-GlyGCC (8992003-8992073)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna516-GlyGCC (104631043-104631113)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna51-GlyGCC (9014225-9014295)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna553-GlyGCC (114735218-114735288)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna578-GlyGCC (123992161-123992231)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna604-GlyGCC (132333472-132333542)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna658-GlyGCC (150861120-150861190)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna683-GlyGCC (150862349-150862279)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna684-GlyGCC (150860956-150860886)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna751-GlyGCC (131184051-131183981)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna774-GlyGCC (127211318-127211248)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna847-GlyGCC (104639792-104639722)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna848-GlyGCC (104632394-104632324)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna849-GlyGCC (104628442-104628372)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna865-GlyGCC (98528428-98528358)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna925-GlyGCC (80617396-80617326)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_japonica_chrUn.trna104-GlyTCC (17728448-17728519)  Gly (TCC) 72 bp  Sc: 55.73 
ACCTGTGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna324-GlyTCC (57282715-57282786)  Gly (TCC) 72 bp  Sc: 55.73 
ACCTGTGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1232-GlyTCC (17750126-17750058)  Gly (TCC) 69 bp  Sc: 56.22 
GTGTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTCC 
CCCCGAACG 
>Caenorhabditis_japonica_chrUn.trna254-GlyTCC (45742613-45742684)  Gly (TCC) 72 bp  Sc: 63.99 
TCGTTTGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1103-GlyTCC (45743542-45743471)  Gly (TCC) 72 bp  Sc: 65.38 
GCGTTCGAGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna928-GlyTCC (80376147-80376076)  Gly (TCC) 72 bp  Sc: 65.38 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTCCGATTC 



CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna562-GlyTCC (118212697-118212768)  Gly (TCC) 72 bp  Sc: 66.72 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCACGAACGCA 
>Caenorhabditis_japonica_chrUn.trna654-GlyTCC (150477269-150477340)  Gly (TCC) 72 bp  Sc: 67.67 
GCGATCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna246-GlyTCC (43714645-43714716)  Gly (TCC) 72 bp  Sc: 68.06 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCACTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna743-GlyTCC (133997336-133997265)  Gly (TCC) 72 bp  Sc: 68.55 
GCATTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna350-GlyTCC (61774812-61774884)  Gly (TCC) 73 bp  Sc: 68.67 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna414-GlyTCC (79274733-79274805)  Gly (TCC) 73 bp  Sc: 68.67 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna253-GlyTCC (45741309-45741380)  Gly (TCC) 72 bp  Sc: 69.55 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGTGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1011-GlyTCC (60216948-60216877)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1012-GlyTCC (60206332-60206261)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1034-GlyTCC (57441911-57441840)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1035-GlyTCC (57281257-57281186)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna107-GlyTCC (18522072-18522143)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1105-GlyTCC (45740495-45740424)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1195-GlyTCC (26206084-26206013)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1205-GlyTCC (25681446-25681375)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1233-GlyTCC (17744485-17744414)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1234-GlyTCC (17739479-17739408)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1235-GlyTCC (17736274-17736203)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1236-GlyTCC (17735490-17735419)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1310-GlyTCC (1663954-1663883)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1318-GlyTCC (149557-149486)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna145-GlyTCC (25956468-25956539)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_japonica_chrUn.trna150-GlyTCC (26775144-26775215)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna22-GlyTCC (5382431-5382502)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna24-GlyTCC (5424153-5424224)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna255-GlyTCC (45744054-45744125)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna300-GlyTCC (53753330-53753401)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna325-GlyTCC (57305692-57305763)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna338-GlyTCC (60182758-60182829)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna339-GlyTCC (60207146-60207217)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna340-GlyTCC (60209863-60209934)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna358-GlyTCC (63672693-63672764)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna415-GlyTCC (79303716-79303787)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna425-GlyTCC (80376356-80376427)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna426-GlyTCC (80384547-80384618)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna592-GlyTCC (129695788-129695859)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna748-GlyTCC (132449063-132448992)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna780-GlyTCC (125593528-125593457)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna791-GlyTCC (119321115-119321044)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna81-GlyTCC (14254528-14254599)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna892-GlyTCC (91296208-91296137)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna907-GlyTCC (85938730-85938659)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna927-GlyTCC (80384336-80384265)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_japonica_chrUn.trna1191-HisGTG (26278170-26278099)  His (GTG) 72 bp  Sc: 59.50 
ACCTGTGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna1162-HisGTG (31634362-31634291)  His (GTG) 72 bp  Sc: 74.47 



GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna1194-HisGTG (26265985-26265914)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna1222-HisGTG (20095440-20095369)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna1228-HisGTG (19704655-19704584)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna1229-HisGTG (19695122-19695051)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna125-HisGTG (22410941-22411012)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna148-HisGTG (26268345-26268416)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna149-HisGTG (26268789-26268860)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna162-HisGTG (29169721-29169792)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna373-HisGTG (65104044-65104115)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna74-HisGTG (12724557-12724628)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna834-HisGTG (106612855-106612784)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna978-HisGTG (65309970-65309899)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_japonica_chrUn.trna397-IleAAT (73307597-73307670)  Ile (AAT) 74 bp  Sc: 64.73 
CCTGTGATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna754-IleAAT (130653039-130652966)  Ile (AAT) 74 bp  Sc: 72.16 
GCTGTGATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna453-IleAAT (85979313-85979388)  Ile (AAT) 76 bp  Sc: 72.73 
GCCGCCATAGCTCAGTCGGTTTAGAGCGTGGGTCTAATAAGCCCAAGGGTCGCAGGTTCG 
ACCCCTGCCGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna49-IleAAT (8982141-8982215)  Ile (AAT) 75 bp  Sc: 75.23 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAGAGGTCGCAGGTTCGA 
CCCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1037-IleAAT (56465366-56465293)  Ile (AAT) 74 bp  Sc: 78.64 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTCCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna10-IleAAT (2394347-2394420)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1109-IleAAT (43701215-43701142)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1169-IleAAT (30940236-30940163)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1208-IleAAT (24518966-24518893)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1220-IleAAT (20404846-20404773)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 



CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna124-IleAAT (22363304-22363377)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1260-IleAAT (11182601-11182528)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1279-IleAAT (8985635-8985562)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna1286-IleAAT (8025684-8025611)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna132-IleAAT (24523953-24524026)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna133-IleAAT (24527057-24527130)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna191-IleAAT (35526697-35526770)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna468-IleAAT (92185929-92186002)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna476-IleAAT (94169708-94169781)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna60-IleAAT (11181513-11181586)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna64-IleAAT (11874942-11875015)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna65-IleAAT (11878262-11878335)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna69-IleAAT (11905538-11905611)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna731-IleAAT (139404388-139404315)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna752-IleAAT (131022368-131022295)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna878-IleAAT (94186762-94186689)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna939-IleAAT (78639161-78639088)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_japonica_chrUn.trna623-IleTAT (138538062-138538146)  Ile (TAT) 85 bp  Sc: 75.66 
GCCTCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTACACCAATC 
GCGGGTTCGAATCCCGTCCGAGGCA 
>Caenorhabditis_japonica_chrUn.trna735-IleTAT (138543058-138542974)  Ile (TAT) 85 bp  Sc: 75.66 
GCCTCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTACACCAATC 
GCGGGTTCGAATCCCGTCCGAGGCA 
>Caenorhabditis_japonica_chrUn.trna803-IleTAT (117342044-117341960)  Ile (TAT) 85 bp  Sc: 75.66 
GCCTCGGTGGCCGAGTGGTCGAAGGCGTGAGACTTATGATCTCATTGGGTTACACCAATC 
GCGGGTTCGAATCCCGTCCGAGGCA 
>Caenorhabditis_japonica_chrUn.trna532-IleTAT (109683351-109683435)  Ile (TAT) 85 bp  Sc: 67.67 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAATCTATAAGGTATGCCAGGGTC 
GCCAGTTCGAGCCTGGCATGTGGCA 
>Caenorhabditis_japonica_chrUn.trna153-IleTAT (27000886-27000970)  Ile (TAT) 85 bp  Sc: 72.87 
GCCCCATTGGCGCAGTCGGTTAGCGCATGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 



>Caenorhabditis_japonica_chrUn.trna154-IleTAT (27005059-27005143)  Ile (TAT) 85 bp  Sc: 74.09 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1185-IleTAT (27711319-27711235)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1168-LeuAAG (31144649-31144568)  Leu (AAG) 82 bp  Sc: 62.27 
GCGGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1023-LeuAAG (58965143-58965062)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1167-LeuAAG (31145951-31145870)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1182-LeuAAG (28531238-28531157)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1266-LeuAAG (10564488-10564407)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna127-LeuAAG (22978159-22978240)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna131-LeuAAG (24466437-24466518)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna200-LeuAAG (36677647-36677728)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna261-LeuAAG (46430295-46430376)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna263-LeuAAG (46435305-46435386)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna337-LeuAAG (58961646-58961727)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna428-LeuAAG (81576325-81576406)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna478-LeuAAG (94192751-94192832)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna788-LeuAAG (120694884-120694803)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna799-LeuAAG (118050729-118050648)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna890-LeuAAG (91404509-91404428)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna891-LeuAAG (91403376-91403295)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna899-LeuAAG (87909343-87909262)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna987-LeuAAG (64832244-64832163)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna989-LeuAAG (64761720-64761639)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1250-LeuAAG (13614937-13614856)  Leu (AAG) 82 bp  Sc: 67.88 



GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna197-LeuAAG (36474944-36475025)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna262-LeuAAG (46430785-46430866)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna787-LeuAAG (122330888-122330807)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1320-LeuAAG (72536-72455)  Leu (AAG) 82 bp  Sc: 70.33 
GGAGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna210-LeuAAG (38616608-38616689)  Leu (AAG) 82 bp  Sc: 70.33 
GGAGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna506-LeuCAA (102663835-102663953)  Leu (CAA) 119 bp  Sc: 59.75 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACAGCTTGCCTCAAGTTCGA 
GGTCACCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_japonica_chrUn.trna515-LeuCAA (104629775-104629896)  Leu (CAA) 122 bp  Sc: 59.50 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACACATGCTTGCCCCAAGTT 
CGAGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_japonica_chrUn.trna810-LeuCAA (113881752-113881633)  Leu (CAA) 120 bp  Sc: 60.52 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACATGCTTGCCTCAAATTCG 
AGGTCACCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_japonica_chrUn.trna77-LeuCAA (13270261-13270379)  Leu (CAA) 119 bp  Sc: 60.10 
GCAGGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTGTGGCTTGCCTCTGATCGA 
GGTCTAATGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCCTGCA 
>Caenorhabditis_japonica_chrUn.trna720-LeuCAA (141643294-141643172)  Leu (CAA) 123 bp  Sc: 60.89 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAATCTATGCTTGCCTCAAGT 
TCGAGGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_japonica_chrUn.trna458-LeuCAA (86593534-86593652)  Leu (CAA) 119 bp  Sc: 60.88 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATAGCTTGCCTCAAGTTCGA 
GGTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_japonica_chrUn.trna53-LeuCAA (9347748-9347869)  Leu (CAA) 122 bp  Sc: 59.98 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTAGTAGGCTTGCCTCGTGTC 
TGAGGTTCTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_japonica_chrUn.trna513-LeuCAG (104259798-104259881)  Leu (CAG) 84 bp  Sc: 70.54 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna156-LeuCAG (27922833-27922916)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna319-LeuCAG (56194783-56194866)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna320-LeuCAG (56203689-56203772)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna713-LeuCAG (143378070-143377987)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna782-LeuCAG (125092294-125092211)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna971-LeuCAG (66940195-66940112)  Leu (CAG) 84 bp  Sc: 71.34 
GTCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGACA 
>Caenorhabditis_japonica_chrUn.trna383-LeuCAG (66957959-66958042)  Leu (CAG) 84 bp  Sc: 72.55 
GCCATTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCCGGAGGGCG 
CAGGTTCGAATCCTGCGGATGGCA 
>Caenorhabditis_japonica_chrUn.trna71-LeuTAA (12514454-12514537)  Leu (TAA) 84 bp  Sc: 49.02 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGTCTTAAGAATCTGTGGATGGATATCCTTTA 



GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_japonica_chrUn.trna1003-LeuTAA (61847527-61847444)  Leu (TAA) 84 bp  Sc: 73.44 
AGCACGATGGCCGAGTGGTTTAAGGCGTTGGACTTAAGTTCCAATGGATGAAAATCCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_japonica_chrUn.trna352-LeuTAA (61845816-61845898)  Leu (TAA) 83 bp  Sc: 74.44 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGATGAAAATCCGCGT 
GGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_japonica_chrUn.trna351-LeuTAA (61845365-61845448)  Leu (TAA) 84 bp  Sc: 75.76 
AGCACGATGGCCGAGTGGTTTAAGGCGTTGGACTTAAGTTCCAATGGATGCAAATCCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_japonica_chrUn.trna52-LeuTAA (9030494-9030577)  Leu (TAA) 84 bp  Sc: 75.78 
AGCACGATGGCCGAGCGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGACAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_japonica_chrUn.trna487-LeuTAG (97012184-97012267)  Leu (TAG) 84 bp  Sc: 51.21 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTAGGAACCTGTGGATGCAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_japonica_chrUn.trna986-LeuTAG (64911094-64911013)  Leu (TAG) 82 bp  Sc: 68.55 
GGTGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_japonica_chrUn.trna1321-LeuTAG (68640-68559)  Leu (TAG) 82 bp  Sc: 70.06 
GGAGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna1322-LeuTAG (66737-66656)  Leu (TAG) 82 bp  Sc: 70.06 
GGAGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna700-LeuTAG (146420888-146420807)  Leu (TAG) 82 bp  Sc: 70.06 
GGAGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna336-LeuTAG (58946879-58946960)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_japonica_chrUn.trna802-LysCTT (117527361-117527290)  Lys (CTT) 72 bp  Sc: 55.82 
ACCTGTGAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGCC 
CCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna991-LysCTT (64603068-64602995)  Lys (CTT) 74 bp  Sc: 65.06 
GCGTCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAG 
CCCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna640-LysCTT (145239813-145239885)  Lys (CTT) 73 bp  Sc: 68.55 
GTGCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna757-LysCTT (130016589-130016517)  Lys (CTT) 73 bp  Sc: 72.39 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGGGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna205-LysCTT (37862744-37862816)  Lys (CTT) 73 bp  Sc: 73.25 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGTGCT 
>Caenorhabditis_japonica_chrUn.trna1131-LysCTT (37844886-37844814)  Lys (CTT) 73 bp  Sc: 73.61 
GGCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1130-LysCTT (37862335-37862263)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1133-LysCTT (37782056-37781984)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1134-LysCTT (37780334-37780262)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1140-LysCTT (36200446-36200374)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1148-LysCTT (33899654-33899582)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna244-LysCTT (43658578-43658650)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 



>Caenorhabditis_japonica_chrUn.trna245-LysCTT (43661200-43661272)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna273-LysCTT (49795947-49796019)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna328-LysCTT (57819483-57819555)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna346-LysCTT (61117542-61117614)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna362-LysCTT (64602224-64602296)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna363-LysCTT (64610843-64610915)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna365-LysCTT (64631109-64631181)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna38-LysCTT (7835685-7835757)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna395-LysCTT (72202862-72202934)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna430-LysCTT (82014171-82014243)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna534-LysCTT (109751381-109751453)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna564-LysCTT (118900366-118900438)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna573-LysCTT (122526820-122526892)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna594-LysCTT (130018787-130018859)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna595-LysCTT (130027223-130027295)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna597-LysCTT (130725419-130725491)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna638-LysCTT (143733831-143733903)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna641-LysCTT (145240754-145240826)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna695-LysCTT (147356150-147356078)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna707-LysCTT (144923379-144923307)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna756-LysCTT (130027860-130027788)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna790-LysCTT (119592302-119592230)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna827-LysCTT (109745343-109745271)  Lys (CTT) 73 bp  Sc: 80.31 



GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna921-LysCTT (82015132-82015060)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna990-LysCTT (64610071-64609999)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_japonica_chrUn.trna1014-LysTTT (59595546-59595474)  Lys (TTT) 73 bp  Sc: 56.47 
GCCTCCTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna692-LysTTT (148450733-148450664)  Lys (TTT) 70 bp  Sc: 59.84 
ACCTGTGTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTG 
>Caenorhabditis_japonica_chrUn.trna1020-LysTTT (59592748-59592676)  Lys (TTT) 73 bp  Sc: 65.34 
GTGTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna84-LysTTT (14365527-14365599)  Lys (TTT) 73 bp  Sc: 71.46 
GCCTCCCTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna661-LysTTT (151269310-151269382)  Lys (TTT) 73 bp  Sc: 74.65 
GCCTCCTTAGCTCAGCTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna101-LysTTT (16409239-16409311)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1013-LysTTT (59598680-59598608)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1015-LysTTT (59595401-59595329)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1016-LysTTT (59595255-59595183)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1017-LysTTT (59595109-59595037)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1018-LysTTT (59594963-59594891)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1019-LysTTT (59594817-59594745)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1021-LysTTT (59592601-59592529)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1022-LysTTT (59592455-59592383)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1150-LysTTT (33392924-33392852)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1157-LysTTT (32712556-32712484)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1238-LysTTT (16615103-16615031)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna1251-LysTTT (13337408-13337336)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna167-LysTTT (30357922-30357994)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna382-LysTTT (66841683-66841755)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 



CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna497-LysTTT (100056026-100056098)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna520-LysTTT (104886436-104886508)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna660-LysTTT (151269163-151269235)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna676-LysTTT (153437127-153437055)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna740-LysTTT (136099272-136099200)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna772-LysTTT (127376248-127376176)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna82-LysTTT (14289680-14289752)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna85-LysTTT (14366986-14367058)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna88-LysTTT (14949779-14949851)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_japonica_chrUn.trna308-MetCAT (54863648-54863719)  Met (CAT) 72 bp  Sc: 64.35 
AGCAGCGTGGCGCAGTGGAAGCGTGCTTGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna105-MetCAT (18042894-18042965)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna1102-MetCAT (45770620-45770549)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna1202-MetCAT (25724393-25724322)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna1203-MetCAT (25718869-25718798)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna1204-MetCAT (25713625-25713554)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna1217-MetCAT (21450012-21449941)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna137-MetCAT (25723154-25723225)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna138-MetCAT (25727826-25727897)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna139-MetCAT (25733977-25734048)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna309-MetCAT (54866318-54866389)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna310-MetCAT (54867206-54867277)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna651-MetCAT (148811324-148811395)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 



>Caenorhabditis_japonica_chrUn.trna870-MetCAT (97832827-97832756)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_japonica_chrUn.trna100-MetCAT (15754305-15754377)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna1044-MetCAT (54357757-54357685)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna1091-MetCAT (47113133-47113061)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna1094-MetCAT (46664852-46664780)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna13-MetCAT (3319895-3319967)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna457-MetCAT (86530583-86530655)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna701-MetCAT (146089299-146089227)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna702-MetCAT (146088004-146087932)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna809-MetCAT (114840505-114840433)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna817-MetCAT (110661129-110661057)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna818-MetCAT (110660144-110660072)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna905-MetCAT (86547579-86547507)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna906-MetCAT (86540225-86540153)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna943-MetCAT (76547032-76546960)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_japonica_chrUn.trna370-PheAAA (64831873-64831954)  Phe (AAA) 82 bp  Sc: 60.21 
GGAGAGATGGCCGAGCGGTCCAAGACGCTGGTTTAAAGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_japonica_chrUn.trna416-PheGAA (79419038-79419111)  Phe (GAA) 74 bp  Sc: 59.12 
TCACCTGTGAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGAT 
CCTGGTTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna691-PheGAA (148494010-148493938)  Phe (GAA) 73 bp  Sc: 59.99 
ACCTGTGTAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna380-PheGAA (66640717-66640789)  Phe (GAA) 73 bp  Sc: 77.41 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGCCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1110-PheGAA (43323286-43323214)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1064-PheGAA (51958534-51958462)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1097-PheGAA (46418837-46418765)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1124-PheGAA (40123817-40123745)  Phe (GAA) 73 bp  Sc: 81.50 



GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1240-PheGAA (16114542-16114470)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1298-PheGAA (6088929-6088857)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna206-PheGAA (37862899-37862971)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna260-PheGAA (46428259-46428331)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna321-PheGAA (56465705-56465777)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna354-PheGAA (62048118-62048190)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna417-PheGAA (79419233-79419305)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna431-PheGAA (82014319-82014391)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna560-PheGAA (117238474-117238546)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna563-PheGAA (118867317-118867389)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna598-PheGAA (131009116-131009188)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna599-PheGAA (131019275-131019347)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna600-PheGAA (131025349-131025421)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna755-PheGAA (130449076-130449004)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna922-PheGAA (82014986-82014914)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna961-PheGAA (69139967-69139895)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna969-PheGAA (67083583-67083511)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_japonica_chrUn.trna103-ProAGG (17413742-17413813)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna1038-ProAGG (56008981-56008910)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna1081-ProAGG (48766919-48766848)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna236-ProAGG (42639281-42639352)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna237-ProAGG (42940621-42940692)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 



CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna315-ProAGG (56008456-56008527)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna57-ProAGG (10545789-10545860)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna577-ProAGG (123893424-123893495)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_japonica_chrUn.trna357-ProAGG (63654260-63654331)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1181-ProCGG (28555162-28555091)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1183-ProCGG (28185340-28185269)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1226-ProCGG (19910397-19910326)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna159-ProCGG (28448009-28448080)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna160-ProCGG (28532344-28532415)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna742-ProCGG (134491609-134491538)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna779-ProCGG (125736052-125735981)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna811-ProCGG (113491148-113491077)  Pro (CGG) 72 bp  Sc: 77.60 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna17-ProTGG (4874180-4874263)  Pro (TGG) 84 bp  Sc: 51.87 
GCCGGAGTAGCCAAGTGGCAAAGGCGTGGGCCCTGGGAACCCATGGATGTAAATCCTTTG 
GGGGTTCGATTCCCCCCTCCGGCA 
>Caenorhabditis_japonica_chrUn.trna816-ProTGG (111993745-111993674)  Pro (TGG) 72 bp  Sc: 64.62 
GGCCGAATGGTCTAGTGTTATTATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna423-ProTGG (80179749-80179820)  Pro (TGG) 72 bp  Sc: 70.81 
GGCCGAATGGACTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna536-ProTGG (109823350-109823421)  Pro (TGG) 72 bp  Sc: 70.81 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCT 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna6-ProTGG (1670679-1670750)  Pro (TGG) 72 bp  Sc: 72.53 
GGCCGAATGGTCTAGTGGTATAATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna867-ProTGG (98332163-98332092)  Pro (TGG) 72 bp  Sc: 74.56 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCAGCCG 
>Caenorhabditis_japonica_chrUn.trna1010-ProTGG (60609570-60609499)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1052-ProTGG (53459834-53459763)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1053-ProTGG (53199080-53199009)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1066-ProTGG (51878237-51878166)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_japonica_chrUn.trna1080-ProTGG (48936516-48936445)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1127-ProTGG (38526038-38525967)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1154-ProTGG (32767383-32767312)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1155-ProTGG (32761726-32761655)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna118-ProTGG (21100586-21100657)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1218-ProTGG (21183533-21183462)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna193-ProTGG (35722863-35722934)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna269-ProTGG (48936722-48936793)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna286-ProTGG (51871193-51871264)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna291-ProTGG (53199497-53199568)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna292-ProTGG (53459946-53460017)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna392-ProTGG (71530011-71530082)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna407-ProTGG (77247192-77247263)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna409-ProTGG (77474451-77474522)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna491-ProTGG (98332400-98332471)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna492-ProTGG (98333123-98333194)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna535-ProTGG (109814878-109814949)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna568-ProTGG (121747031-121747102)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna589-ProTGG (128658712-128658783)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna605-ProTGG (132458857-132458928)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna608-ProTGG (134354728-134354799)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna703-ProTGG (145742956-145742885)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna719-ProTGG (141762069-141761998)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna820-ProTGG (109993505-109993434)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna822-ProTGG (109839772-109839701)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna823-ProTGG (109834405-109834334)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna830-ProTGG (107460296-107460225)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna894-ProTGG (91014276-91014205)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna895-ProTGG (90970981-90970910)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna90-ProTGG (15036671-15036742)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_japonica_chrUn.trna1249-SeC(e)TCA (13953564-13953479)  SeC(e) (TCA) 86 bp  Sc: 56.88 
GCCCGGATGAACCATGGCGGTCTGTGGTGCAGACTTCAAATCTGTAGGTGGTTAGCGCCA 
CAGTGGTTCGACTCCACCTTCCGGGT 
>Caenorhabditis_japonica_chrUn.trna128-SerAGA (23785309-23785390)  Ser (AGA) 82 bp  Sc: 56.73 
CCTGTGATGTCCGAGTGGTTTAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna591-SerAGA (129535877-129535960)  Ser (AGA) 84 bp  Sc: 68.34 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTAGGCA 
>Caenorhabditis_japonica_chrUn.trna435-SerAGA (82715756-82715837)  Ser (AGA) 82 bp  Sc: 75.21 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCCGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1065-SerAGA (51939164-51939083)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1079-SerAGA (49537014-49536933)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1132-SerAGA (37815815-37815734)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1210-SerAGA (23791917-23791836)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1294-SerAGA (7101682-7101601)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna204-SerAGA (37812253-37812334)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna288-SerAGA (52013607-52013688)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna316-SerAGA (56083736-56083817)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna332-SerAGA (57929535-57929616)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna545-SerAGA (112002695-112002776)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna864-SerAGA (99121053-99120972)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 



GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna898-SerAGA (89021019-89020938)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna900-SerAGA (87083702-87083621)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna919-SerAGA (82720624-82720543)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna995-SerAGA (63781043-63780962)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1-SerCGA (19617-19698)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna635-SerCGA (141752286-141752367)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna644-SerCGA (145740664-145740745)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna824-SerCGA (109824169-109824088)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna826-SerCGA (109815708-109815627)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna1057-SerCGA (52013488-52013407)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna1059-SerCGA (52002947-52002866)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna215-SerCGA (39203597-39203678)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna490-SerCGA (97890002-97890083)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna737-SerCGA (137590196-137590115)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna760-SerCGA (129538410-129538329)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna778-SerCGA (125818750-125818669)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_japonica_chrUn.trna537-SerCGA (109833746-109833827)  Ser (CGA) 82 bp  Sc: 81.44 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_japonica_chrUn.trna575-SerGCT (123546016-123546097)  Ser (GCT) 82 bp  Sc: 72.65 
GTGCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna1125-SerGCT (39215953-39215872)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna1146-SerGCT (34375280-34375199)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna1216-SerGCT (21563188-21563107)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna1284-SerGCT (8576366-8576285)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 



>Caenorhabditis_japonica_chrUn.trna1307-SerGCT (2278506-2278425)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna1308-SerGCT (2278143-2278062)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna211-SerGCT (38645009-38645090)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna212-SerGCT (38648189-38648270)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna213-SerGCT (38652222-38652303)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna238-SerGCT (42949335-42949416)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna512-SerGCT (103975064-103975145)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna569-SerGCT (121775881-121775962)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna964-SerGCT (67717523-67717442)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_japonica_chrUn.trna494-SerTGA (98594307-98594388)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_japonica_chrUn.trna705-SerTGA (145473013-145472932)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_japonica_chrUn.trna706-SerTGA (145472848-145472767)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_japonica_chrUn.trna1120-SerTGA (41111041-41110960)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_japonica_chrUn.trna115-SerTGA (21059617-21059698)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_japonica_chrUn.trna119-SerTGA (21146511-21146592)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_japonica_chrUn.trna72-SerTGA (12515436-12515517)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_japonica_chrUn.trna576-ThrAGT (123726641-123726711)  Thr (AGT) 71 bp  Sc: 55.77 
NNNNNNNGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTCC 
AGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna331-ThrAGT (57826265-57826336)  Thr (AGT) 72 bp  Sc: 64.69 
CCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna1068-ThrAGT (51652340-51652268)  Thr (AGT) 73 bp  Sc: 76.36 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACCAGAAGGTCGCTGGTTCGATT 
CCAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna329-ThrAGT (57819865-57819936)  Thr (AGT) 72 bp  Sc: 80.33 
GCTTCATTGGCTCAGTGGGAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna572-ThrAGT (122310151-122310222)  Thr (AGT) 72 bp  Sc: 82.82 
GCCTTATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna1029-ThrAGT (57824268-57824197)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna1030-ThrAGT (57822239-57822168)  Thr (AGT) 72 bp  Sc: 85.45 



GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna1032-ThrAGT (57811599-57811528)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna12-ThrAGT (2933793-2933864)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna199-ThrAGT (36594481-36594552)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna247-ThrAGT (44256318-44256389)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna26-ThrAGT (5637413-5637484)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna27-ThrAGT (5638366-5638437)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna279-ThrAGT (50119970-50120041)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna330-ThrAGT (57821004-57821075)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna348-ThrAGT (61749869-61749940)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna35-ThrAGT (6982244-6982315)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna402-ThrAGT (74849262-74849333)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna499-ThrAGT (100324730-100324801)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna717-ThrAGT (141994030-141993959)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna853-ThrAGT (102951577-102951506)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna854-ThrAGT (102949219-102949148)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna872-ThrAGT (96654712-96654641)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna94-ThrAGT (15212279-15212350)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_japonica_chrUn.trna109-ThrCGT (18860096-18860167)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna176-ThrCGT (34037453-34037524)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna231-ThrCGT (41429586-41429657)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna270-ThrCGT (49120441-49120512)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna313-ThrCGT (55654224-55654295)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 



CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna432-ThrCGT (82127617-82127688)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna650-ThrCGT (147368989-147369060)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna800-ThrCGT (118017472-118017401)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna920-ThrCGT (82127173-82127102)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna7-ThrCGT (1902105-1902176)  Thr (CGT) 72 bp  Sc: 76.24 
GCCTCTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCTGCGGTTCAATCC 
CGCATGGAGGCA 
>Caenorhabditis_japonica_chrUn.trna1112-ThrTGT (42974041-42973958)  Thr (TGT) 84 bp  Sc: 51.28 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTTGTGAGTCTGTGGATGGATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_japonica_chrUn.trna1056-ThrTGT (52840638-52840567)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna151-ThrTGT (26783067-26783138)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna214-ThrTGT (38718351-38718422)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna232-ThrTGT (41961447-41961518)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna233-ThrTGT (41969089-41969160)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna384-ThrTGT (67551932-67552003)  Thr (TGT) 72 bp  Sc: 74.86 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_japonica_chrUn.trna1114-ThrTGT (41954897-41954826)  Thr (TGT) 72 bp  Sc: 76.04 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGAGGGCA 
>Caenorhabditis_japonica_chrUn.trna1115-ThrTGT (41953707-41953636)  Thr (TGT) 72 bp  Sc: 76.04 
GCCCTTATAGCTCAGTGGCAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGAGGGCA 
>Caenorhabditis_japonica_chrUn.trna1005-ThrTGT (61771343-61771272)  Thr (TGT) 72 bp  Sc: 83.46 
GCCTCATTGGCTTAGTGGCAGAGCGTCTGTCTTGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGGGGCA 
>Caenorhabditis_japonica_chrUn.trna95-ThrTGT (15212423-15212494)  Thr (TGT) 72 bp  Sc: 83.46 
GCCTCATTGGCTTAGTGGCAGAGCGTCTGTCTTGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGGGGCA 
>Caenorhabditis_japonica_chrUn.trna459-TrpCCA (87595760-87595843)  Trp (CCA) 84 bp  Sc: 55.82 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCCAGAGCCTGTGGATGGATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_japonica_chrUn.trna1050-TrpCCA (53496391-53496320)  Trp (CCA) 72 bp  Sc: 64.84 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GTTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna130-TrpCCA (24457491-24457562)  Trp (CCA) 72 bp  Sc: 66.33 
GACTGCTTCGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna1049-TrpCCA (53498666-53498595)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna1051-TrpCCA (53482462-53482391)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna1069-TrpCCA (51558786-51558715)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 



>Caenorhabditis_japonica_chrUn.trna1126-TrpCCA (38613099-38613028)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna126-TrpCCA (22970441-22970512)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna1299-TrpCCA (6032847-6032776)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna209-TrpCCA (38614024-38614095)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna294-TrpCCA (53490767-53490838)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna371-TrpCCA (64846246-64846317)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna408-TrpCCA (77272411-77272482)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna460-TrpCCA (87761891-87761962)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna489-TrpCCA (97623363-97623434)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna652-TrpCCA (149458243-149458314)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna850-TrpCCA (103926598-103926527)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna880-TrpCCA (93893204-93893133)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna855-TyrGTA (101348419-101348336)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna750-TyrGTA (131751478-131751395)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1252-TyrGTA (13303673-13303590)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna613-TyrGTA (135678515-135678598)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna631-TyrGTA (140523670-140523753)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna689-TyrGTA (148940581-148940498)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1243-TyrGTA (15399970-15399887)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1219-TyrGTA (20451875-20451792)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna114-TyrGTA (20452410-20452493)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna155-TyrGTA (27008385-27008468)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna201-TyrGTA (36948518-36948601)  Tyr (GTA) 84 bp  Sc: 77.25 



CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1123-TyrGTA (40662847-40662764)  Tyr (GTA) 84 bp  Sc: 77.89 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTAGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna225-TyrGTA (41115230-41115313)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna226-TyrGTA (41118804-41118887)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1118-TyrGTA (41120084-41120001)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1077-TyrGTA (49739930-49739847)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna28-TyrGTA (5646679-5646762)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1300-TyrGTA (5934444-5934361)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna30-TyrGTA (5935283-5935366)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna1006-TyrGTA (61769010-61768927)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna973-TyrGTA (66598513-66598430)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna950-TyrGTA (73847208-73847125)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna940-TyrGTA (78152579-78152496)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna929-TyrGTA (80054845-80054762)  Tyr (GTA) 84 bp  Sc: 77.25 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGTTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna54-TyrGTA (9607418-9607501)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_japonica_chrUn.trna223-Undet??? (41100720-41100788)  Undet (???) 69 bp  Sc: 51.91 
GACTGCTTGGCGCATGGTAGCGCGTTCGACTCAGATCGAAAGGTGGGCGTTCGATCCGCT 
CAGTGGTCA 
>Caenorhabditis_japonica_chrUn.trna935-ValAAC (79694687-79694610)  Val (AAC) 78 bp  Sc: 58.61 
GATTTCGTGGTGTAGTGGTTATCACATCACATCTGTCTAACACACAGAAGGCCGGCGGTT 
CGAGCCCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1253-ValAAC (12518410-12518338)  Val (AAC) 73 bp  Sc: 63.98 
GATCTCGTGATGTAGTGGTTATCACATCTGTCTAACGCACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna73-ValAAC (12645204-12645276)  Val (AAC) 73 bp  Sc: 65.31 
TATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1121-ValAAC (41107089-41107017)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1122-ValAAC (41103250-41103178)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna117-ValAAC (21096502-21096574)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1192-ValAAC (26268692-26268620)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 



CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1193-ValAAC (26268248-26268176)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1209-ValAAC (24515273-24515201)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1263-ValAAC (10805511-10805439)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1264-ValAAC (10804876-10804804)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna224-ValAAC (41106425-41106497)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna228-ValAAC (41159565-41159637)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna403-ValAAC (75036883-75036955)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna418-ValAAC (79572935-79573007)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna496-ValAAC (99343333-99343405)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna505-ValAAC (102561379-102561451)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna838-ValAAC (105898040-105897968)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna931-ValAAC (79701660-79701588)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna932-ValAAC (79701279-79701207)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna933-ValAAC (79699494-79699422)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna934-ValAAC (79697783-79697711)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna979-ValAAC (65309180-65309108)  Val (AAC) 73 bp  Sc: 72.74 
GATCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_japonica_chrUn.trna1282-ValCAC (8968290-8968214)  Val (CAC) 77 bp  Sc: 63.60 
GGTTTACCTGTGGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTC 
GAACCCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna314-ValCAC (55844363-55844435)  Val (CAC) 73 bp  Sc: 78.45 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGAACCT 
>Caenorhabditis_japonica_chrUn.trna1248-ValCAC (14023573-14023501)  Val (CAC) 73 bp  Sc: 80.76 
GGTCCTCTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGAGGACCT 
>Caenorhabditis_japonica_chrUn.trna1296-ValCAC (6727158-6727086)  Val (CAC) 73 bp  Sc: 80.95 
GGTCTTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna1239-ValCAC (16595713-16595641)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna1280-ValCAC (8973641-8973569)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 



>Caenorhabditis_japonica_chrUn.trna1281-ValCAC (8970829-8970757)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna1305-ValCAC (4959534-4959462)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna134-ValCAC (25194623-25194695)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna18-ValCAC (4960006-4960078)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna239-ValCAC (43434082-43434154)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna48-ValCAC (8966825-8966897)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna615-ValCAC (135963538-135963610)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna584-ValTAC (126225166-126225249)  Val (TAC) 84 bp  Sc: 53.05 
GCCGGGGTAGCCAAGTGGCAAAGGCGCAGGTCTTACGAATCTGTGGATGGATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_japonica_chrUn.trna15-ValTAC (3821538-3821610)  Val (TAC) 73 bp  Sc: 67.16 
GGTCTCGTGGTGTAGTGGTTATCACATATGTCTTACACACAGAAGGTCGGGGGTTCGATC 
CCGCCCGGGATCA 
>Caenorhabditis_japonica_chrUn.trna240-ValTAC (43435727-43435799)  Val (TAC) 73 bp  Sc: 78.59 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAATGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna241-ValTAC (43435911-43435983)  Val (TAC) 73 bp  Sc: 78.59 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAATGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna948-ValTAC (75170339-75170267)  Val (TAC) 73 bp  Sc: 78.59 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAATGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna1312-ValTAC (1332953-1332881)  Val (TAC) 73 bp  Sc: 78.68 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCGTCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_japonica_chrUn.trna116-ValTAC (21094688-21094760)  Val (TAC) 73 bp  Sc: 81.66 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTTACACACAGAAGGTCGCCGGTTCGATC 
CCGGCCGAGATCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna30-AlaCGC (2755264-2755189)  Ala (CGC) 76 bp  Sc: 82.49 
GGGCCTATGGCGCAGTTGGTAGCGCGCCTCGTTCGCATCGAGGAGGTCAGGAGTTCGAAT 
CTCCTTAGGTCCACAA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna15-AlaGGC (1697559-1697634)  Ala (GGC) 76 bp  Sc: 83.82 
GGGTCTGTGGCGCAGTTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAAT 
CCCCTCAGATCCACCC 
>Clavibacter_michiganensis_NCPPB_382_chr.trna2-AlaTGC (11379-11451)  Ala (TGC) 73 bp  Sc: 86.64 
GGGGTCATAGCTCAATTGGTAGAGCGCCTGCTTTGCAAGCAGGAGGTCCGGGGTTCGATT 
CCCCGTGACTCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna6-ArgACG (609908-609980)  Arg (ACG) 73 bp  Sc: 78.87 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna11-ArgCCG (1304816-1304887)  Arg (CCG) 72 bp  Sc: 76.18 
GCCCCCATAGCTCAGGGGATAGAGCACTGCCCTCCGGAGGCAGGGGCGGAGGTTCGAATC 
CTCCTGGGGGCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna21-ArgCCT (2763910-2763981)  Arg (CCT) 72 bp  Sc: 66.48 
GCCTCTGTAGCTCAATGGAAGAGCAGTTCCGTCCTAAGGAAAGGGTTGGGGGTTCGAGTC 
CCTCCAGGGGCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna13-ArgTCT (1633626-1633701)  Arg (TCT) 76 bp  Sc: 68.67 
CCCCCTGTAGCTCAATGGATAGAGCATCGGCCTTCTAATCCGACGGTTGCGCGTTCGAGT 
CGCGCCGGGGGGACCG 
>Clavibacter_michiganensis_NCPPB_382_chr.trna37-AsnGTT (1805979-1805904)  Asn (GTT) 76 bp  Sc: 76.45 
TCCTCGATAGCTCAATTGGCAGAGCAGCCGGCTGTTAACCGGCAGGTTGTTGGTTCGAGT 
CCAACTCGGGGAGCGA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna44-AspGTC (958798-958722)  Asp (GTC) 77 bp  Sc: 90.61 



GGCCCTGTAGCGCAGCTGGTTAGCGTGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCGCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna35-CysGCA (2060249-2060176)  Cys (GCA) 74 bp  Sc: 68.58 
GGTGGGGTGGCCGAGAGGCGAGGCAGCGGCCTGCAAAGCCGTCCACGCGGGTTCAAATCC 
CGTCCCCACCTCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna9-GlnCTG (1270326-1270397)  Gln (CTG) 72 bp  Sc: 56.37 
TGGGGTATGGTGTAATTGGCAACACGGAAGATTCTGATTCTTTTGTTCTTGGTTCGAGTC 
CAGGTACCCCAG 
>Clavibacter_michiganensis_NCPPB_382_chr.trna31-GlnTTG (2577520-2577446)  Gln (TTG) 75 bp  Sc: 54.55 
TCCGCCTTGGTGTAACGGCAGCACTTCAGCCTTTGGAGCTGTGAGGTCCAGGTTCGAATC 
CTGGGGGCGGAGCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna10-GluCTC (1281203-1281278)  Glu (CTC) 76 bp  Sc: 62.38 
GGCCCCATCGTTTAGCGGCCTAGGACACCGCCCTCTCACGGCGGTAACACCGGTTCGAAT 
CCGGTTGGGGTCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna43-GluTTC (958895-958820)  Glu (TTC) 76 bp  Sc: 60.41 
GGCCCCATCGTTTAGTGGCCTAGGACGGCGCCCTTTCACGGCGTTAACACGGGTTCGAAT 
CCCGTTGGGGTCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna23-GlyCCC (3224558-3224631)  Gly (CCC) 74 bp  Sc: 79.79 
GCGAGTGTAGTTCAATGGTAGAACTTCAGCTTCCCAAGCTGATAGCGCGGGTTCGATTCC 
CGTCACTCGCTCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna34-GlyGCC (2060385-2060311)  Gly (GCC) 75 bp  Sc: 82.56 
GCGGATGTGGCGCAGTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAATC 
TCGTCATCCGCTCGA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna38-GlyTCC (1655504-1655431)  Gly (TCC) 74 bp  Sc: 77.95 
GGGGATGTAGCTCAATGGTAGAGCCTCAGTCTTCCAAACTGATCACGCGGGTTCGATTCC 
CGTCATCCCCTCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna39-HisGTG (1632309-1632234)  His (GTG) 76 bp  Sc: 80.29 
GTGGGCGTAGCTCAGTTGGCAGAGCGCTGGCTTGTGGAGCCGGAAGTCGCGGGTTCGAGC 
CCCGTCGTCCACCCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna1-IleGAT (11222-11298)  Ile (GAT) 77 bp  Sc: 100.47 
GGGGATATAGCTCAGTTGGTTAGAGCGCTTCACTGATAATGAAGAGGTCCCAGGTTCAAA 
TCCTGGTATCCCCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna19-LeuCAA (1990115-1990200)  Leu (CAA) 86 bp  Sc: 64.77 
GCCGGATTGGCGGAATGGCAGACGCGGAGCACTCAAAATGCTCTGTCCGTGAGGGCGTGT 
GGGTTCGAGTCCCACATCCGGCACCG 
>Clavibacter_michiganensis_NCPPB_382_chr.trna3-LeuCAG (25622-25708)  Leu (CAG) 87 bp  Sc: 78.45 
GCGCGAGTGGCGGAATTGGTAGACGCGCACGGTTCAGGTCCGTGTGTCCGTGAGGACGTG 
GGGGTTCAAGTCCCCCCTCGCGCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna18-LeuGAG (1922019-1922104)  Leu (GAG) 86 bp  Sc: 57.08 
GTCCGGATGGCGGAATTGGTAGACGCGCTAGCTTGAGGTGCTAGTGCCCGTATTAGGGCG 
TGGGGGTTCAAGTCCCCCTTCGGACA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna32-LeuTAA (2555830-2555753)  Leu (TAA) 78 bp  Sc: 53.34 
GCCCCCGTAGTCCAATTGGCAGAGACGGGCGACTTAAAATCGCTACAGGTCAGGGTTCGA 
GTCCCTGCGGGGGCACCT 
>Clavibacter_michiganensis_NCPPB_382_chr.trna40-LeuTAG (1472332-1472248)  Leu (TAG) 85 bp  Sc: 71.00 
GCGGGAGTGGTGGAATCGGTAGACACGCAGGATTTAGGTTCCTGTGCTTTCGAGCGTGAG 
GGTTCAAGTCCCTTCTCCCGCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna8-LysCTT (1219040-1219115)  Lys (CTT) 76 bp  Sc: 85.67 
GCACCTCTAGCTCAATTGGCAGAGCAACTGACTCTTAATCAGTGGGTTCTCGGTTCAAGT 
CCGAGGGGGTGCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna22-LysTTT (2827156-2827231)  Lys (TTT) 76 bp  Sc: 84.13 
GGGCCTCTAGCTCAGTTGGTAGAGCAAGGGACTTTTAATCCCTGGGTCGTCGGTTCGAGC 
CCGACGGGGCCCACCG 
>Clavibacter_michiganensis_NCPPB_382_chr.trna26-MetCAT (3123058-3122985)  Met (CAT) 74 bp  Sc: 77.56 
GGCGGGGTAGCTCAGGTGGTTAGAGCACACGGCTCATAATCGTGGTGTCGCGGGTTCAAG 
TCCCGCTCCCGCTA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna12-MetCAT (1377056-1377132)  Met (CAT) 77 bp  Sc: 80.06 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACAA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna16-MetCAT (1809026-1809099)  Met (CAT) 74 bp  Sc: 85.81 
GGGGCGGTAGCTCAGCTGGTCAGAGCAGCGGACTCATAATCCGTCGGTCATGGGTTCAAG 
TCCCATCCGCCCTA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna45-PheGAA (958652-958577)  Phe (GAA) 76 bp  Sc: 74.77 
GCCTGGGTAGCTCAGTTGGTAGAGCGTTCGACTGAAAATCGAAAGGTCCGCGGATCGACG 
CCGCGTCCAGGCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna41-ProCGG (1055771-1055698)  Pro (CGG) 74 bp  Sc: 78.92 
CGGGGTGTGGCGCAGTTTGGTAGCGCGCTTCGTTCGGGACGAAGAGGTCGCAGGTTCAAA 



TCCTGTTACCCCGA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna33-ProGGG (2228519-2228446)  Pro (GGG) 74 bp  Sc: 79.25 
CGGGCTGTGGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCAAA 
TCCTGTCAGCCCGA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna14-ProTGG (1655696-1655771)  Pro (TGG) 76 bp  Sc: 81.51 
CGGGGCGTAGCGTAGTGGCTAGCGCGTCCGCTTTGGGAGCGGAAGACCGCAGGTTCGAGT 
CCTGTCGCCCCGACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna28-SerCGA (3072632-3072543)  Ser (CGA) 90 bp  Sc: 67.76 
GGTGGCGTGTCCGAGCGGCCTAAGGAGCACGCCTCGAAAGCGTGTGTGGGGGAGACTCCA 
CCGTGGGTTCAAATCCCACCGCCACCGCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna5-SerGCT (604058-604149)  Ser (GCT) 92 bp  Sc: 69.32 
GGAGACGTCGCATAGTTCGGCCTAGTGCACCACCCTGCTAAGGTGGAGTACCCGTATGGG 
TACCGTGGGTTCAAATCCCACCGTCTCCGCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna42-SerGGA (1018337-1018250)  Ser (GGA) 88 bp  Sc: 70.03 
GGAGGATTCGCCTAGTGGCCTATGGCGCACGCTTGGAAAGCGTGTTGGGTGAAAGCCCTC 
AGGGGTTCGAATCCCCTATCCTCCGCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna4-SerTGA (602300-602387)  Ser (TGA) 88 bp  Sc: 50.45 
GGAGGGCTGTCCGAGCGGCCGATGGAGCCAGTCTTGAAAACTGGTGGGCAGAGATGTCTC 
GTGGGTTCGAATCCCACGCCCTCCGCCC 
>Clavibacter_michiganensis_NCPPB_382_chr.trna7-ThrCGT (1072979-1073054)  Thr (CGT) 76 bp  Sc: 92.59 
GCCGCCTTAGCTCAGTCGGTAGAGCATCTCACTCGTAATGAGAAGGTCGTCAGTTCGATT 
CTGACAGGCGGCTCCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna25-ThrGGT (3123172-3123098)  Thr (GGT) 75 bp  Sc: 67.35 
GCCCCCATAGCTCATTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTAGTGAGTTCAATCC 
TCACTGGGGGCTCGA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna29-ThrTGT (2798397-2798325)  Thr (TGT) 73 bp  Sc: 83.27 
GCCGGCCTGGCGCAATTGGTAGCGCACCGCACTTGTAATGCGGCGGTTACGGGTTCGAGT 
CCCGTGGCCGGCT 
>Clavibacter_michiganensis_NCPPB_382_chr.trna27-TrpCCA (3118484-3118409)  Trp (CCA) 76 bp  Sc: 78.98 
AGGGTGGTGGCTCAATTGGTAGAGCAGCGGTCTCCAAAACCGCAGGTTGCAGGTTCGAGT 
CCTGTCCGCCCTGCTA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna24-TyrGTA (3130454-3130370)  Tyr (GTA) 85 bp  Sc: 66.82 
GGCGAGTTACCCTAGCGGCCAAAGGGATCTGACTGTAAATCAGACGGCTCAGCCTTCGGG 
GGTTCGAATCCCTCACTCGCCACCC 
>Clavibacter_michiganensis_NCPPB_382_chr.trna20-ValCAC (2060666-2060741)  Val (CAC) 76 bp  Sc: 86.08 
GGGCGATTGGCGCAGTTGGTAGCGCGCTTCCTTCACACGGAAGAGGTCATCGGTTCGAGT 
CCGGTATCGCCCACCG 
>Clavibacter_michiganensis_NCPPB_382_chr.trna36-ValGAC (2060165-2060091)  Val (GAC) 75 bp  Sc: 85.72 
GAGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCGCTGGTTCGATCC 
CAGTATCGCTCACCA 
>Clavibacter_michiganensis_NCPPB_382_chr.trna17-ValTAC (1838068-1838143)  Val (TAC) 76 bp  Sc: 83.53 
GGGCCTTTAGCTCAGTTGGTAGAGCGCCACGCTTACACCGTGGATGTCGTCGGTTCGAGC 
CCGGCAGGGCCCACGA 
>Clavibacter_michiganensis_sepedonicus_chr.trna4-AlaCGC (48161-48236)  Ala (CGC) 76 bp  Sc: 82.49 
GGGCCTATGGCGCAGTTGGTAGCGCGCCTCGTTCGCATCGAGGAGGTCAGGAGTTCGAAT 
CTCCTTAGGTCCACAA 
>Clavibacter_michiganensis_sepedonicus_chr.trna36-AlaGGC (1911011-1910936)  Ala (GGC) 76 bp  Sc: 83.82 
GGGTCTGTGGCGCAGTTGGTAGCGCACCTGCATGGCATGCAGGGGGTCAGGGGTTCGAAT 
CCCCTCAGATCCACCC 
>Clavibacter_michiganensis_sepedonicus_chr.trna2-AlaTGC (12438-12510)  Ala (TGC) 73 bp  Sc: 86.64 
GGGGTCATAGCTCAATTGGTAGAGCGCCTGCTTTGCAAGCAGGAGGTCCGGGGTTCGATT 
CCCCGTGACTCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna8-ArgACG (475239-475311)  Arg (ACG) 73 bp  Sc: 78.87 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna18-ArgCCG (1533320-1533391)  Arg (CCG) 72 bp  Sc: 76.18 
GCCCCCATAGCTCAGGGGATAGAGCACTGCCCTCCGGAGGCAGGGGCGGAGGTTCGAATC 
CTCCTGGGGGCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna32-ArgCCT (2939874-2939800)  Arg (CCT) 75 bp  Sc: 67.10 
GCCTCTGTAGCTCAATGGAAGAGCAGTTCCGTCCTAAGGAAAGGGTTGGGGGTTCGAGTC 
CCTCCAGGGGCACCC 
>Clavibacter_michiganensis_sepedonicus_chr.trna20-ArgTCT (1620840-1620915)  Arg (TCT) 76 bp  Sc: 70.94 
CCCCCCGTAGCTCAATGGATAGAGCATCGGCCTTCTAATCCGACGGTTGCGCGTTCGAGT 
CGCGCCGGGGGGACCG 
>Clavibacter_michiganensis_sepedonicus_chr.trna21-AsnGTT (1657841-1657916)  Asn (GTT) 76 bp  Sc: 76.45 
TCCTCGATAGCTCAATTGGCAGAGCAGCCGGCTGTTAACCGGCAGGTTGTTGGTTCGAGT 
CCAACTCGGGGAGCGA 



>Clavibacter_michiganensis_sepedonicus_chr.trna44-AspGTC (113478-113402)  Asp (GTC) 77 bp  Sc: 90.61 
GGCCCTGTAGCGCAGCTGGTTAGCGTGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCGCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna13-CysGCA (756230-756303)  Cys (GCA) 74 bp  Sc: 68.58 
GGTGGGGTGGCCGAGAGGCGAGGCAGCGGCCTGCAAAGCCGTCCACGCGGGTTCAAATCC 
CGTCCCCACCTCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna16-GlnCTG (1503838-1503909)  Gln (CTG) 72 bp  Sc: 56.37 
TGGGGTATGGTGTAATTGGCAACACGGAAGATTCTGATTCTTTTGTTCTTGGTTCGAGTC 
CAGGTACCCCAG 
>Clavibacter_michiganensis_sepedonicus_chr.trna33-GlnTTG (2620927-2620853)  Gln (TTG) 75 bp  Sc: 54.55 
TCCGCCTTGGTGTAACGGCAGCACTTCAGCCTTTGGAGCTGTGAGGTCCAGGTTCGAATC 
CTGGGGGCGGAGCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna17-GluCTC (1510337-1510412)  Glu (CTC) 76 bp  Sc: 62.38 
GGCCCCATCGTTTAGCGGCCTAGGACACCGCCCTCTCACGGCGGTAACACCGGTTCGAAT 
CCGGTTGGGGTCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna43-GluTTC (113592-113517)  Glu (TTC) 76 bp  Sc: 60.41 
GGCCCCATCGTTTAGTGGCCTAGGACGGCGCCCTTTCACGGCGTTAACACGGGTTCGAAT 
CCCGTTGGGGTCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna30-GlyCCC (3182552-3182625)  Gly (CCC) 74 bp  Sc: 79.79 
GCGAGTGTAGTTCAATGGTAGAACTTCAGCTTCCCAAGCTGATAGCGCGGGTTCGATTCC 
CGTCACTCGCTCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna12-GlyGCC (756094-756168)  Gly (GCC) 75 bp  Sc: 82.56 
GCGGATGTGGCGCAGTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAATC 
TCGTCATCCGCTCGA 
>Clavibacter_michiganensis_sepedonicus_chr.trna39-GlyTCC (1576367-1576294)  Gly (TCC) 74 bp  Sc: 77.95 
GGGGATGTAGCTCAATGGTAGAGCCTCAGTCTTCCAAACTGATCACGCGGGTTCGATTCC 
CGTCATCCCCTCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna38-HisGTG (1619523-1619448)  His (GTG) 76 bp  Sc: 80.29 
GTGGGCGTAGCTCAGTTGGCAGAGCGCTGGCTTGTGGAGCCGGAAGTCGCGGGTTCGAGC 
CCCGTCGTCCACCCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna1-IleGAT (12281-12357)  Ile (GAT) 77 bp  Sc: 100.47 
GGGGATATAGCTCAGTTGGTTAGAGCGCTTCACTGATAATGAAGAGGTCCCAGGTTCAAA 
TCCTGGTATCCCCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna24-LeuCAA (2122657-2122739)  Leu (CAA) 83 bp  Sc: 64.15 
GCCGGATTGGCGGAATGGCAGACGCGGAGCACTCAAAATGCTCTGTCCGTGAGGGCGTGT 
GGGTTCGAGTCCCACATCCGGCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna3-LeuCAG (26632-26718)  Leu (CAG) 87 bp  Sc: 78.45 
GCGCGAGTGGCGGAATTGGTAGACGCGCACGGTTCAGGTCCGTGTGTCCGTGAGGACGTG 
GGGGTTCAAGTCCCCCCTCGCGCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna37-LeuGAG (1758278-1758193)  Leu (GAG) 86 bp  Sc: 57.08 
GTCCGGATGGCGGAATTGGTAGACGCGCTAGCTTGAGGTGCTAGTGCCCGTATTAGGGCG 
TGGGGGTTCAAGTCCCCCTTCGGACA 
>Clavibacter_michiganensis_sepedonicus_chr.trna34-LeuTAA (2596383-2596306)  Leu (TAA) 78 bp  Sc: 53.34 
GCCCCCGTAGTCCAATTGGCAGAGACGGGCGACTTAAAATCGCTACAGGTCAGGGTTCGA 
GTCCCTGCGGGGGCACCG 
>Clavibacter_michiganensis_sepedonicus_chr.trna25-LeuTAG (2223849-2223933)  Leu (TAG) 85 bp  Sc: 71.00 
GCGGGAGTGGTGGAATCGGTAGACACGCAGGATTTAGGTTCCTGTGCTTTCGAGCGTGAG 
GGTTCAAGTCCCTTCTCCCGCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna11-LysCTT (730036-730111)  Lys (CTT) 76 bp  Sc: 85.67 
GCACCTCTAGCTCAATTGGCAGAGCAACTGACTCTTAATCAGTGGGTTCTCGGTTCAAGT 
CCGAGGGGGTGCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna10-LysTTT (597753-597828)  Lys (TTT) 76 bp  Sc: 84.13 
GGGCCTCTAGCTCAGTTGGTAGAGCAAGGGACTTTTAATCCCTGGGTCGTCGGTTCGAGC 
CCGACGGGGCCCACCG 
>Clavibacter_michiganensis_sepedonicus_chr.trna27-MetCAT (2768170-2768243)  Met (CAT) 74 bp  Sc: 77.56 
GGCGGGGTAGCTCAGGTGGTTAGAGCACACGGCTCATAATCGTGGTGTCGCGGGTTCAAG 
TCCCGCTCCCGCTA 
>Clavibacter_michiganensis_sepedonicus_chr.trna35-MetCAT (1996698-1996622)  Met (CAT) 77 bp  Sc: 80.06 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACAA 
>Clavibacter_michiganensis_sepedonicus_chr.trna22-MetCAT (1660977-1661050)  Met (CAT) 74 bp  Sc: 85.81 
GGGGCGGTAGCTCAGCTGGTCAGAGCAGCGGACTCATAATCCGTCGGTCATGGGTTCAAG 
TCCCATCCGCCCTA 
>Clavibacter_michiganensis_sepedonicus_chr.trna45-PheGAA (113332-113257)  Phe (GAA) 76 bp  Sc: 74.77 
GCCTGGGTAGCTCAGTTGGTAGAGCGTTCGACTGAAAATCGAAAGGTCCGCGGATCGACG 
CCGCGTCCAGGCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna41-ProCGG (212758-212685)  Pro (CGG) 74 bp  Sc: 78.92 



CGGGGTGTGGCGCAGTTTGGTAGCGCGCTTCGTTCGGGACGAAGAGGTCGCAGGTTCAAA 
TCCTGTTACCCCGA 
>Clavibacter_michiganensis_sepedonicus_chr.trna15-ProGGG (1325096-1325169)  Pro (GGG) 74 bp  Sc: 79.25 
CGGGCTGTGGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCAAA 
TCCTGTCAGCCCGA 
>Clavibacter_michiganensis_sepedonicus_chr.trna19-ProTGG (1576557-1576632)  Pro (TGG) 76 bp  Sc: 81.51 
CGGGGCGTAGCGTAGTGGCTAGCGCGTCCGCTTTGGGAGCGGAAGACCGCAGGTTCGAGT 
CCTGTCGCCCCGACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna9-SerCGA (507405-507494)  Ser (CGA) 90 bp  Sc: 67.76 
GGTGGCGTGTCCGAGCGGCCTAAGGAGCACGCCTCGAAAGCGTGTGTGGGGGAGACTCCA 
CCGTGGGTTCAAATCCCACCGCCACCGCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna7-SerGCT (468300-468391)  Ser (GCT) 92 bp  Sc: 69.32 
GGAGACGTCGCATAGTTCGGCCTAGTGCACCACCCTGCTAAGGTGGAGTACCCGTATGGG 
TACCGTGGGTTCAAATCCCACCGTCTCCGCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna42-SerGGA (175877-175790)  Ser (GGA) 88 bp  Sc: 70.03 
GGAGGATTCGCCTAGTGGCCTATGGCGCACGCTTGGAAAGCGTGTTGGGTGAAAGCCCTC 
AGGGGTTCGAATCCCCTATCCTCCGCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna6-SerTGA (466519-466606)  Ser (TGA) 88 bp  Sc: 50.45 
GGAGGGCTGTCCGAGCGGCCGATGGAGCCAGTCTTGAAAACTGGTGGGCAGAGATGTCTC 
GTGGGTTCGAATCCCACGCCCTCCGCCC 
>Clavibacter_michiganensis_sepedonicus_chr.trna5-ThrCGT (229916-229991)  Thr (CGT) 76 bp  Sc: 92.59 
GCCGCCTTAGCTCAGTCGGTAGAGCATCTCACTCGTAATGAGAAGGTCGTCAGTTCGATT 
CTGACAGGCGGCTCCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna26-ThrGGT (2768060-2768134)  Thr (GGT) 75 bp  Sc: 67.35 
GCCCCCATAGCTCATTGGTAGAGCACTTCCTTGGTAAGGAAGAGGTAGTGAGTTCAATCC 
TCACTGGGGGCTCGA 
>Clavibacter_michiganensis_sepedonicus_chr.trna29-ThrTGT (2896710-2896782)  Thr (TGT) 73 bp  Sc: 83.27 
GCCGGCCTGGCGCAATTGGTAGCGCACCGCACTTGTAATGCGGCGGTTACGGGTTCGAGT 
CCCGTGGCCGGCT 
>Clavibacter_michiganensis_sepedonicus_chr.trna28-TrpCCA (2774674-2774749)  Trp (CCA) 76 bp  Sc: 78.98 
AGGGTGGTGGCTCAATTGGTAGAGCAGCGGTCTCCAAAACCGCAGGTTGCAGGTTCGAGT 
CCTGTCCGCCCTGCTA 
>Clavibacter_michiganensis_sepedonicus_chr.trna31-TyrGTA (3160323-3160239)  Tyr (GTA) 85 bp  Sc: 66.82 
GGCGAGTTACCCTAGCGGCCAAAGGGATCTGACTGTAAATCAGACGGCTCAGCCTTCGGG 
GGTTCGAATCCCTCACTCGCCACCG 
>Clavibacter_michiganensis_sepedonicus_chr.trna40-ValCAC (755813-755738)  Val (CAC) 76 bp  Sc: 86.08 
GGGCGATTGGCGCAGTTGGTAGCGCGCTTCCTTCACACGGAAGAGGTCATCGGTTCGAGT 
CCGGTATCGCCCACCG 
>Clavibacter_michiganensis_sepedonicus_chr.trna14-ValGAC (756314-756388)  Val (GAC) 75 bp  Sc: 85.72 
GAGCGATTGGCGCAGCGGTAGCGCGCTTCCCTGACACGGAAGAGGTCGCTGGTTCGATCC 
CAGTATCGCTCACCA 
>Clavibacter_michiganensis_sepedonicus_chr.trna23-ValTAC (1690791-1690866)  Val (TAC) 76 bp  Sc: 84.81 
GGGCCCTTAGCTCAGTTGGTAGAGCGCCACGTTTACACCGTGGATGTCGTCGGTTCGAGC 
CCGGCAGGGCCCACCG 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna2-AlaTGC (14606-14681)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna82-AlaTGC (5737997-5737922)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna21-AlaTGC (144098-144173)  Ala (TGC) 76 bp  Sc: 94.65 
GGGGGTTTAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGGGTTCGAAT 
CCCTTAATCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna58-AlaTGC (926564-926639)  Ala (TGC) 76 bp  Sc: 94.65 
GGGGGTTTAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGGGTTCGAAT 
CCCTTAATCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna7-ArgACG (29427-29501)  Arg (ACG) 75 bp  Sc: 59.11 
GGAGCGTTAGTTAAACGGATATAACATACCGCTACGGACGGTACATTGAGGGTTCGATTC 
CTTCACGCTCTGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna77-ArgCCT (5911142-5911068)  Arg (CCT) 75 bp  Sc: 63.88 
GCTCCTATAGTTAAATGGATAGAACAATCCCCTCCTAAGGGATAGATGTGGGTTCGATTC 
CCGCTGGGAGTACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna46-ArgTCG (433303-433379)  Arg (TCG) 77 bp  Sc: 79.88 
GCACTTGTAGTTCAGTTGGATAGAGCGTTGGACTTCGAATCCAGAAGTCGTGGGTTCGAA 
TCCCACCAAGTGTACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna30-ArgTCT (431798-431874)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 



TCCCTTAAAACGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna33-ArgTCT (432082-432158)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAAACGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna85-ArgTCT (3959198-3959122)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAAACGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna18-AsnGTT (136705-136779)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna19-AsnGTT (137017-137091)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna20-AsnGTT (137531-137605)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna48-AsnGTT (450919-450993)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna63-AsnGTT (2259548-2259622)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna64-AsnGTT (2271078-2271152)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna68-AspGTC (5968427-5968351)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna72-AspGTC (5968064-5967988)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna76-AspGTC (5967700-5967624)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna90-AspGTC (3399120-3399044)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna24-CysGCA (147548-147622)  Cys (GCA) 75 bp  Sc: 74.93 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCAGTTCAAATC 
TGGGTGGCGCCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna61-GlnCTG (1735367-1735441)  Gln (CTG) 75 bp  Sc: 73.48 
TGGGATGTCGCCAAGTGGTAAGGCAATGGATTCTGACTCCATTATTCGCAGGTTCGAATC 
CTGTCATCCTAGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna35-GlnTTG (432243-432317)  Gln (TTG) 75 bp  Sc: 73.69 
AGGGATATCGCCAAGCGGTAAGGCAATGGACTTTGACTCCATTATTCGTAGGTTCAAATC 
CTGCTATCCCTGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna41-GlnTTG (432818-432892)  Gln (TTG) 75 bp  Sc: 73.69 
AGGGATATCGCCAAGCGGTAAGGCAATGGACTTTGACTCCATTATTCGTAGGTTCAAATC 
CTGCTATCCCTGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna93-GluCTC (2672676-2672602)  Glu (CTC) 75 bp  Sc: 68.86 
GGCCCATTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGAAATCAGGAGTTCGATTC 
TCCTATGGGTCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna66-GluTTC (5968600-5968526)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna70-GluTTC (5968236-5968162)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna74-GluTTC (5967873-5967799)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna92-GluTTC (3398934-3398860)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna27-GlyCCC (355049-355123)  Gly (CCC) 75 bp  Sc: 68.61 
GCGGGAATGACTCAATGGTAGAGTGTCACCTTCCCAAGGTGGACGTTGCGGGTTCGAGCC 
CCGTTTTCCGCTCCA 



>Clostridium_beijerinckii_NCIMB_8052_chr.trna38-GlyGCC (432508-432582)  Gly (GCC) 75 bp  Sc: 78.68 
GCGGAAATGACTCAACGGTAGAGTGCCACCTTGCCAAGGTGGAGGCTGCGGGTTCGAATC 
CCGTTTTCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna44-GlyGCC (433085-433159)  Gly (GCC) 75 bp  Sc: 78.68 
GCGGAAATGACTCAACGGTAGAGTGCCACCTTGCCAAGGTGGAGGCTGCGGGTTCGAATC 
CCGTTTTCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna29-GlyTCC (431574-431647)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna32-GlyTCC (431973-432046)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna39-GlyTCC (432606-432679)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna45-GlyTCC (433183-433256)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna84-GlyTCC (3959307-3959234)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna34-HisGTG (432164-432239)  His (GTG) 76 bp  Sc: 76.83 
GTGAACGTAGTTCAGTTGGTAGAGCGCCAGTTTGTGGCACTGGTTGTCGTGGGTTCGAGT 
CCCATCGTTCACCCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna60-HisGTG (1735288-1735363)  His (GTG) 76 bp  Sc: 76.83 
GTGAACGTAGTTCAGTTGGTAGAGCGCCAGTTTGTGGCACTGGTTGTCGTGGGTTCGAGT 
CCCATCGTTCACCCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna86-HisGTG (3959115-3959040)  His (GTG) 76 bp  Sc: 76.83 
GTGAACGTAGTTCAGTTGGTAGAGCGCCAGTTTGTGGCACTGGTTGTCGTGGGTTCGAGT 
CCCATCGTTCACCCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna88-IleAAT (3549425-3549338)  Ile (AAT) 88 bp  Sc: 52.05 
GGAAAATTGTCAGAGTGGTTTAATGGGCTGGCTTAATAAGCTAGTGAGTGTAAAAGCTCC 
ACAGGTTCGAGTCCTGTATTTTCCAACA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna22-IleGAT (144177-144253)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna47-IleGAT (447774-447850)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna94-LeuCAA (1765357-1765271)  Leu (CAA) 87 bp  Sc: 58.38 
GCCGCTGTGATGGAATTGGCAGACGTGGTGGACTCAAAATCCTCTGGTAGTGATATCGTG 
CCGGTTCGAATCCGGCCAGCGGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna59-LeuGAG (973865-973950)  Leu (GAG) 86 bp  Sc: 59.44 
GCAGGTGTGGTGGAATGGCAGACACGCTATCTTGAGGGGGTAGTGTTCACATGGACGTAC 
GGGTTCAAGTCCCGTCACCTGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna11-LeuTAA (122139-122227)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna14-LeuTAA (122415-122503)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna16-LeuTAA (122671-122759)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna8-LeuTAA (121863-121951)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna26-LeuTAG (354960-355044)  Leu (TAG) 85 bp  Sc: 64.86 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTTGGTGTAAG 
GGTTCGACTCCCTTCATCTGCATCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna37-LeuTAG (432418-432502)  Leu (TAG) 85 bp  Sc: 67.83 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTAACGGTGTAAG 
AGTTCGACTCTCTTCATCTGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna43-LeuTAG (432995-433079)  Leu (TAG) 85 bp  Sc: 67.83 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTAACGGTGTAAG 
AGTTCGACTCTCTTCATCTGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna40-LysCTT (432685-432760)  Lys (CTT) 76 bp  Sc: 91.43 



GCGTGATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGAAT 
CCCTGATGACGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna79-LysCTT (5747167-5747092)  Lys (CTT) 76 bp  Sc: 91.43 
GCGTGATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGAAT 
CCCTGATGACGCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna36-LysTTT (432325-432400)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna42-LysTTT (432900-432975)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna62-LysTTT (1735448-1735523)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna80-LysTTT (5745572-5745497)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna87-LysTTT (3958961-3958886)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna15-MetCAT (122525-122600)  Met (CAT) 76 bp  Sc: 84.17 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna17-MetCAT (122781-122856)  Met (CAT) 76 bp  Sc: 84.17 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna10-MetCAT (122056-122132)  Met (CAT) 77 bp  Sc: 89.58 
GGCGGAATAGCTCAGCTGGCTAGAGCACTCGGTTCATACCCGAGGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna13-MetCAT (122332-122408)  Met (CAT) 77 bp  Sc: 89.58 
GGCGGAATAGCTCAGCTGGCTAGAGCACTCGGTTCATACCCGAGGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna12-MetCAT (122249-122324)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna9-MetCAT (121973-122048)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna1-MetCAT (14528-14604)  Met (CAT) 77 bp  Sc: 91.96 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCTAGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna81-MetCAT (5738075-5737999)  Met (CAT) 77 bp  Sc: 91.96 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCTAGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna23-PheGAA (147468-147543)  Phe (GAA) 76 bp  Sc: 92.00 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCAGTTCGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna83-PheGAA (5728096-5728021)  Phe (GAA) 76 bp  Sc: 92.00 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCAGTTCGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna89-PheGAA (3399202-3399127)  Phe (GAA) 76 bp  Sc: 92.00 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCAGTTCGAGCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna28-ProTGG (431481-431556)  Pro (TGG) 76 bp  Sc: 81.11 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCAATC 
CCTGTCACCCCGACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna31-ProTGG (431881-431956)  Pro (TGG) 76 bp  Sc: 81.11 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCAATC 
CCTGTCACCCCGACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna65-ProTGG (5724399-5724474)  Pro (TGG) 76 bp  Sc: 81.11 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCAATC 
CCTGTCACCCCGACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna4-SerGCT (17691-17781)  Ser (GCT) 91 bp  Sc: 72.03 
GGAGGATTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGTAACTGG 
CGCCCGGGTTCAAATCCCGGATCCTCCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna6-SerGCT (18134-18224)  Ser (GCT) 91 bp  Sc: 72.03 
GGAGGATTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGTAACTGG 



CGCCCGGGTTCAAATCCCGGATCCTCCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna78-SerGGA (5886506-5886417)  Ser (GGA) 90 bp  Sc: 69.86 
GGAGAGATGTCCGAGTGGTCGAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCAGGGGTTCAAATCCCCTTCTCTCCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna3-SerTGA (17570-17660)  Ser (TGA) 91 bp  Sc: 74.68 
GGAAAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTAAGCGT 
ACCTAGGGTTCGAATCCCTATCTTTCCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna5-SerTGA (18025-18115)  Ser (TGA) 91 bp  Sc: 74.68 
GGAAAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTAAGCGT 
ACCTAGGGTTCGAATCCCTATCTTTCCGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna25-ThrGGT (174419-174494)  Thr (GGT) 76 bp  Sc: 84.89 
GCTCACATAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCGTCGGTTCGATT 
CCGATTGTGAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna51-ThrTGT (515693-515767)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna54-ThrTGT (515980-516054)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna69-ThrTGT (5968340-5968266)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna73-ThrTGT (5967977-5967903)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna91-ThrTGT (3399028-3398954)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna56-TrpCCA (568733-568807)  Trp (CCA) 75 bp  Sc: 72.03 
AGGGGTATGGCTCAACGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCAAATC 
CTACTGCCCCTGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna57-TrpCCA (570814-570888)  Trp (CCA) 75 bp  Sc: 72.03 
AGGGGTATGGCTCAACGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCAAATC 
CTACTGCCCCTGCCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna49-TyrGTA (515496-515580)  Tyr (GTA) 85 bp  Sc: 64.27 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTTCGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna52-TyrGTA (515780-515864)  Tyr (GTA) 85 bp  Sc: 64.27 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTTCGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna55-TyrGTA (516067-516151)  Tyr (GTA) 85 bp  Sc: 64.27 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTTCGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna50-ValTAC (515590-515665)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna53-ValTAC (515874-515949)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna67-ValTAC (5968509-5968434)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna71-ValTAC (5968146-5968071)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_beijerinckii_NCIMB_8052_chr.trna75-ValTAC (5967782-5967707)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna2-AlaTGC (14181-14256)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna20-AlaTGC (504832-504907)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna44-AlaTGC (3851911-3851836)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 



>Clostridium_botulinum_A3_Loch_Maree_chr.trna7-ArgACG (24686-24762)  Arg (ACG) 77 bp  Sc: 78.58 
GCATCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGCCGCGGGTTCGAA 
TCCTGCCCGGTGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna8-ArgCCT (27976-28052)  Arg (CCT) 77 bp  Sc: 76.78 
GCGCTCGTAGCTCAGTAGGATAGAGCAGCAGTTTCCTAAACTGCGTGCCGCAGGTTCGAT 
TCCTGTCGGGCGTACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna72-ArgTCG (3539995-3539919)  Arg (TCG) 77 bp  Sc: 82.75 
GCGCCCATAGCTCAGCTGGATAGAGTGACGGACTTCGAATCCGGAGGCCGCAGGTTCAAT 
TCCTGCTGGGCGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna53-ArgTCT (3541780-3541704)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna60-ArgTCT (3541126-3541050)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna68-ArgTCT (3540383-3540307)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna22-AsnGTT (508221-508295)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna47-AsnGTT (3846661-3846587)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna46-AsnGTT (3846763-3846689)  Asn (GTT) 75 bp  Sc: 81.87 
TCCGCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTCCGCGGAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna34-AspGTC (3958320-3958244)  Asp (GTC) 77 bp  Sc: 85.59 
GGCCCAGTGGCTCAGTTGGTTAGAGTGTCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna27-AspGTC (3958969-3958893)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna31-AspGTC (3958631-3958555)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna74-AspGTC (3418580-3418504)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna77-CysGCA (3418336-3418263)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna14-CysGCA (76347-76420)  Cys (GCA) 74 bp  Sc: 77.66 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTAGCGCCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna81-GlnCTG (220583-220509)  Gln (CTG) 75 bp  Sc: 73.28 
TGCCCATTCGCCAAATGGTAAGGCACCTGCCTCTGGAGCAGGCATTTGTTGGTTCGAATC 
CAGCATGGGCAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna55-GlnTTG (3541616-3541542)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna63-GlnTTG (3540873-3540799)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna23-GluCTC (588558-588632)  Glu (CTC) 75 bp  Sc: 70.26 
GGCTTCTTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAATCAGGGGTTCGACTC 
CCCTAGGAGCTACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna29-GluTTC (3958807-3958733)  Glu (TTC) 75 bp  Sc: 71.48 
GGCTCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna25-GluTTC (3959146-3959072)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna32-GluTTC (3958497-3958423)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna48-GlyCCC (3825913-3825839)  Gly (CCC) 75 bp  Sc: 78.50 



GCGAGAGTAGTTCAGTGGTAGAACACTAGCTTCCCAAGCTAGTTGCCGCGGGTTCGATCC 
CCGTTTCTCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna58-GlyGCC (3541289-3541215)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna66-GlyGCC (3540546-3540472)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna76-GlyGCC (3418420-3418346)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna52-GlyTCC (3541860-3541787)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna59-GlyTCC (3541206-3541133)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna67-GlyTCC (3540463-3540390)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna71-GlyTCC (3540094-3540021)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna54-HisGTG (3541696-3541621)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna62-HisGTG (3540953-3540878)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna21-IleGAT (504913-504989)  Ile (GAT) 77 bp  Sc: 100.59 
GGGTCTATAGCTCAGTTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna45-IleGAT (3850030-3849954)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna78-LeuCAA (3303533-3303447)  Leu (CAA) 87 bp  Sc: 69.56 
GCCGGAGTGGTGGAATTGGCAGACGCAACGGATTCAAAATCCGTCGAGGGTAACTTCGTG 
CGGGTTCGACTCCCGCCTTCGGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna79-LeuGAG (3269262-3269178)  Leu (GAG) 85 bp  Sc: 58.22 
GCAGGTGTGCTGGAATCGGCAGACAGGCACGTTTGAGGGGCGTGTGTCCAAGGACGTATG 
GGTTCAAGTCCCATCACCTGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna36-LeuTAA (3875490-3875402)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna39-LeuTAA (3875209-3875121)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna57-LeuTAG (3541447-3541364)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna65-LeuTAG (3540704-3540621)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna69-LysCTT (3540301-3540226)  Lys (CTT) 76 bp  Sc: 87.10 
GTGCCATTAGCTCAGCTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCGGGGTTCGAAC 
CCCCGATGGCGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna61-LysCTT (3541044-3540969)  Lys (CTT) 76 bp  Sc: 89.92 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCAGGGTTCGAAT 
CCCTGATGGCGCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna10-LysTTT (47458-47533)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna11-LysTTT (53997-54072)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna56-LysTTT (3541538-3541463)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 



CCCCGGTGGATCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna64-LysTTT (3540795-3540720)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna38-MetCAT (3875317-3875241)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna42-MetCAT (3874901-3874825)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna41-MetCAT (3874987-3874912)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna37-MetCAT (3875397-3875322)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna40-MetCAT (3875116-3875041)  Met (CAT) 76 bp  Sc: 92.30 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGTCCCCGCAACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna1-MetCAT (14101-14177)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna43-MetCAT (3851991-3851915)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna12-PheGAA (61874-61949)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna13-PheGAA (68878-68953)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna75-PheGAA (3418500-3418425)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna24-ProTGG (3896416-3896491)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna51-ProTGG (3541943-3541868)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna70-ProTGG (3540199-3540124)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna80-SeC(p)TCA (3234341-3234251)  SeC(p) (TCA) 91 bp  Sc: 21.22 
GGAGTAGATAGGTGCTGGTGTGCCTGCCGGTCTTCAAAACCGAGTTGTCGTGCTAAGACC 
ACGATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna4-SerGCT (24003-24093)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna6-SerGCT (24511-24601)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna9-SerGGA (31825-31914)  Ser (GGA) 90 bp  Sc: 75.88 
GGAGAGATGTCCGAGCGGTTTAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna3-SerTGA (23892-23982)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna5-SerTGA (24400-24490)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna49-ThrGGT (3825820-3825745)  Thr (GGT) 76 bp  Sc: 85.30 
GCCCATGTAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna35-ThrTGT (3958239-3958164)  Thr (TGT) 76 bp  Sc: 85.44 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAACCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 



>Clostridium_botulinum_A3_Loch_Maree_chr.trna18-ThrTGT (193507-193582)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna15-ThrTGT (193235-193310)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna28-ThrTGT (3958888-3958813)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna50-TrpCCA (3612587-3612512)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna16-TyrGTA (193316-193400)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna19-TyrGTA (193588-193672)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna17-ValTAC (193414-193489)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna26-ValTAC (3959054-3958979)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna30-ValTAC (3958714-3958639)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna33-ValTAC (3958405-3958330)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A3_Loch_Maree_chr.trna73-ValTAC (3418661-3418586)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna19-AlaTGC (455620-455695)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna2-AlaTGC (14202-14277)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna44-AlaTGC (3727315-3727240)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna7-ArgACG (24707-24783)  Arg (ACG) 77 bp  Sc: 78.58 
GCATCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGCCGCGGGTTCGAA 
TCCTGCCCGGTGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna8-ArgCCT (33794-33870)  Arg (CCT) 77 bp  Sc: 76.78 
GCGCTCGTAGCTCAGTAGGATAGAGCAGCAGTTTCCTAAACTGCGTGCCGCAGGTTCGAT 
TCCTGTCGGGCGTACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna72-ArgTCG (3438592-3438516)  Arg (TCG) 77 bp  Sc: 81.56 
GCGCCCATAGCTCAGCTGGATAGAGTGACGGACTTCGAATCCGGAGGCCGCAGGTTCGAC 
TCCTGCTGGGCGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna53-ArgTCT (3440361-3440285)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna60-ArgTCT (3439715-3439639)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna68-ArgTCT (3438980-3438904)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna21-AsnGTT (459010-459084)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna47-AsnGTT (3722056-3721982)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna46-AsnGTT (3722158-3722084)  Asn (GTT) 75 bp  Sc: 81.87 



TCCGCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTCCGCGGAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna26-AspGTC (3829508-3829432)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna30-AspGTC (3829170-3829094)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna33-AspGTC (3828859-3828783)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna74-AspGTC (3321277-3321201)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna77-CysGCA (3321033-3320960)  Cys (GCA) 74 bp  Sc: 71.52 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTACCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna13-CysGCA (75364-75437)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna81-GlnCTG (220041-219967)  Gln (CTG) 75 bp  Sc: 73.28 
TGCCCATTCGCCAAATGGTAAGGCACCTGCCTCTGGAGCAGGCATTTGTTGGTTCGAATC 
CAGCATGGGCAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna55-GlnTTG (3440197-3440123)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna63-GlnTTG (3439462-3439388)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna22-GluCTC (541949-542023)  Glu (CTC) 75 bp  Sc: 70.26 
GGCTTCTTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAATCAGGGGTTCGACTC 
CCCTAGGAGCTACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna28-GluTTC (3829346-3829272)  Glu (TTC) 75 bp  Sc: 71.48 
GGCTCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna24-GluTTC (3829685-3829611)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna31-GluTTC (3829036-3828962)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna48-GlyCCC (3701304-3701230)  Gly (CCC) 75 bp  Sc: 78.50 
GCGAGAGTAGTTCAGTGGTAGAACACTAGCTTCCCAAGCTAGTTGCCGCGGGTTCGATCC 
CCGTTTCTCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna58-GlyGCC (3439878-3439804)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna66-GlyGCC (3439143-3439069)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna76-GlyGCC (3321117-3321043)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna52-GlyTCC (3440441-3440368)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna59-GlyTCC (3439795-3439722)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna67-GlyTCC (3439060-3438987)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna71-GlyTCC (3438691-3438618)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna54-HisGTG (3440277-3440202)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 



CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna62-HisGTG (3439542-3439467)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna20-IleGAT (455701-455777)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna45-IleGAT (3725426-3725350)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna78-LeuCAA (3207090-3207004)  Leu (CAA) 87 bp  Sc: 69.56 
GCCGGAGTGGTGGAATTGGCAGACGCAACGGATTCAAAATCCGTCGAGGGTAACTTCGTG 
CGGGTTCGACTCCCGCCTTCGGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna79-LeuGAG (3175058-3174974)  Leu (GAG) 85 bp  Sc: 56.86 
GCAGGTGTGCTGGAATCGGCAGACAGGCACGTTTGAGGGGCGTGTGTCTAAGGACGTATG 
GGTTCAAGTCCCATCACCTGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna35-LeuTAA (3751013-3750925)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna38-LeuTAA (3750732-3750644)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna57-LeuTAG (3440028-3439945)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna65-LeuTAG (3439293-3439210)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna69-LysCTT (3438898-3438823)  Lys (CTT) 76 bp  Sc: 87.10 
GTGCCATTAGCTCAGCTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCGGGGTTCGAAC 
CCCCGATGGCGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna61-LysCTT (3439633-3439558)  Lys (CTT) 76 bp  Sc: 89.92 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCAGGGTTCGAAT 
CCCTGATGGCGCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna10-LysTTT (53337-53412)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna11-LysTTT (59975-60050)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna56-LysTTT (3440119-3440044)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna64-LysTTT (3439384-3439309)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna37-MetCAT (3750840-3750764)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna42-MetCAT (3750295-3750219)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna39-MetCAT (3750639-3750564)  Met (CAT) 76 bp  Sc: 88.71 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGTTCCCGCAACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna40-MetCAT (3750510-3750435)  Met (CAT) 76 bp  Sc: 90.00 
CGCGGAGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna41-MetCAT (3750381-3750306)  Met (CAT) 76 bp  Sc: 90.00 
CGCGGAGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna36-MetCAT (3750920-3750845)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna1-MetCAT (14122-14198)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 



>Clostridium_botulinum_A_ATCC_19397_chr.trna43-MetCAT (3727397-3727321)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna12-PheGAA (67841-67916)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna75-PheGAA (3321197-3321122)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna23-ProTGG (3771942-3772017)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna51-ProTGG (3440524-3440449)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna70-ProTGG (3438796-3438721)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna80-SeC(p)TCA (3140446-3140356)  SeC(p) (TCA) 91 bp  Sc: 21.22 
GGAGTAGATAGGTGCTGGTGTGCCTGCCGGTCTTCAAAACCGAGTTGTCGTGCTAAGACC 
ACGATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_botulinum_A_ATCC_19397_chr.trna4-SerGCT (24024-24114)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna6-SerGCT (24532-24622)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna9-SerGGA (37631-37720)  Ser (GGA) 90 bp  Sc: 75.88 
GGAGAGATGTCCGAGCGGTTTAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna3-SerTGA (23913-24003)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna5-SerTGA (24421-24511)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna49-ThrGGT (3701211-3701136)  Thr (GGT) 76 bp  Sc: 85.30 
GCCCATGTAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna17-ThrTGT (193097-193172)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna27-ThrTGT (3829427-3829352)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna14-ThrTGT (192825-192900)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna34-ThrTGT (3828778-3828703)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna50-TrpCCA (3511586-3511511)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna15-TyrGTA (192906-192990)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna18-TyrGTA (193178-193262)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna16-ValTAC (193004-193079)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna25-ValTAC (3829593-3829518)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna29-ValTAC (3829253-3829178)  Val (TAC) 76 bp  Sc: 90.83 



GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna32-ValTAC (3828944-3828869)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_ATCC_19397_chr.trna73-ValTAC (3321358-3321283)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna19-AlaTGC (476008-476083)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna2-AlaTGC (14202-14277)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna44-AlaTGC (3624424-3624349)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna7-ArgACG (24707-24783)  Arg (ACG) 77 bp  Sc: 78.58 
GCATCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGCCGCGGGTTCGAA 
TCCTGCCCGGTGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna8-ArgCCT (33794-33870)  Arg (CCT) 77 bp  Sc: 76.78 
GCGCTCGTAGCTCAGTAGGATAGAGCAGCAGTTTCCTAAACTGCGTGCCGCAGGTTCGAT 
TCCTGTCGGGCGTACCA 
>Clostridium_botulinum_A_Hall_chr.trna72-ArgTCG (3335699-3335623)  Arg (TCG) 77 bp  Sc: 81.56 
GCGCCCATAGCTCAGCTGGATAGAGTGACGGACTTCGAATCCGGAGGCCGCAGGTTCGAC 
TCCTGCTGGGCGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna53-ArgTCT (3337468-3337392)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna60-ArgTCT (3336822-3336746)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna68-ArgTCT (3336087-3336011)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna21-AsnGTT (479398-479472)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna47-AsnGTT (3619165-3619091)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna46-AsnGTT (3619267-3619193)  Asn (GTT) 75 bp  Sc: 81.87 
TCCGCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTCCGCGGAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna26-AspGTC (3726618-3726542)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna30-AspGTC (3726280-3726204)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna33-AspGTC (3725969-3725893)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna74-AspGTC (3218384-3218308)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna77-CysGCA (3218140-3218067)  Cys (GCA) 74 bp  Sc: 71.52 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTACCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna13-CysGCA (75365-75438)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna81-GlnCTG (220043-219969)  Gln (CTG) 75 bp  Sc: 73.28 
TGCCCATTCGCCAAATGGTAAGGCACCTGCCTCTGGAGCAGGCATTTGTTGGTTCGAATC 
CAGCATGGGCAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna55-GlnTTG (3337304-3337230)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 



CTGCCATCCCAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna63-GlnTTG (3336569-3336495)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_A_Hall_chr.trna22-GluCTC (562337-562411)  Glu (CTC) 75 bp  Sc: 70.26 
GGCTTCTTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAATCAGGGGTTCGACTC 
CCCTAGGAGCTACCA 
>Clostridium_botulinum_A_Hall_chr.trna28-GluTTC (3726456-3726382)  Glu (TTC) 75 bp  Sc: 71.48 
GGCTCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_A_Hall_chr.trna24-GluTTC (3726795-3726721)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A_Hall_chr.trna31-GluTTC (3726146-3726072)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_A_Hall_chr.trna48-GlyCCC (3598413-3598339)  Gly (CCC) 75 bp  Sc: 78.50 
GCGAGAGTAGTTCAGTGGTAGAACACTAGCTTCCCAAGCTAGTTGCCGCGGGTTCGATCC 
CCGTTTCTCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna58-GlyGCC (3336985-3336911)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna66-GlyGCC (3336250-3336176)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna76-GlyGCC (3218224-3218150)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna52-GlyTCC (3337548-3337475)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna59-GlyTCC (3336902-3336829)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna67-GlyTCC (3336167-3336094)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna71-GlyTCC (3335798-3335725)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna54-HisGTG (3337384-3337309)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A_Hall_chr.trna62-HisGTG (3336649-3336574)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_A_Hall_chr.trna20-IleGAT (476089-476165)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna45-IleGAT (3622535-3622459)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna78-LeuCAA (3104506-3104420)  Leu (CAA) 87 bp  Sc: 69.56 
GCCGGAGTGGTGGAATTGGCAGACGCAACGGATTCAAAATCCGTCGAGGGTAACTTCGTG 
CGGGTTCGACTCCCGCCTTCGGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna79-LeuGAG (3072475-3072391)  Leu (GAG) 85 bp  Sc: 56.86 
GCAGGTGTGCTGGAATCGGCAGACAGGCACGTTTGAGGGGCGTGTGTCTAAGGACGTATG 
GGTTCAAGTCCCATCACCTGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna35-LeuTAA (3648123-3648035)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna38-LeuTAA (3647842-3647754)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna57-LeuTAG (3337135-3337052)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 



>Clostridium_botulinum_A_Hall_chr.trna65-LeuTAG (3336400-3336317)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna69-LysCTT (3336005-3335930)  Lys (CTT) 76 bp  Sc: 87.10 
GTGCCATTAGCTCAGCTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCGGGGTTCGAAC 
CCCCGATGGCGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna61-LysCTT (3336740-3336665)  Lys (CTT) 76 bp  Sc: 89.92 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCAGGGTTCGAAT 
CCCTGATGGCGCACCA 
>Clostridium_botulinum_A_Hall_chr.trna10-LysTTT (53337-53412)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_Hall_chr.trna11-LysTTT (59976-60051)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_Hall_chr.trna56-LysTTT (3337226-3337151)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_Hall_chr.trna64-LysTTT (3336491-3336416)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_A_Hall_chr.trna37-MetCAT (3647950-3647874)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A_Hall_chr.trna42-MetCAT (3647405-3647329)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_A_Hall_chr.trna39-MetCAT (3647749-3647674)  Met (CAT) 76 bp  Sc: 88.71 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGTTCCCGCAACCA 
>Clostridium_botulinum_A_Hall_chr.trna40-MetCAT (3647620-3647545)  Met (CAT) 76 bp  Sc: 90.00 
CGCGGAGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_A_Hall_chr.trna41-MetCAT (3647491-3647416)  Met (CAT) 76 bp  Sc: 90.00 
CGCGGAGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_A_Hall_chr.trna36-MetCAT (3648030-3647955)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_A_Hall_chr.trna1-MetCAT (14122-14198)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna43-MetCAT (3624506-3624430)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna12-PheGAA (67842-67917)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna75-PheGAA (3218304-3218229)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna23-ProTGG (3669052-3669127)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_Hall_chr.trna51-ProTGG (3337631-3337556)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_Hall_chr.trna70-ProTGG (3335903-3335828)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_A_Hall_chr.trna80-SeC(p)TCA (3037863-3037773)  SeC(p) (TCA) 91 bp  Sc: 21.22 
GGAGTAGATAGGTGCTGGTGTGCCTGCCGGTCTTCAAAACCGAGTTGTCGTGCTAAGACC 
ACGATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_botulinum_A_Hall_chr.trna4-SerGCT (24024-24114)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna6-SerGCT (24532-24622)  Ser (GCT) 91 bp  Sc: 71.86 



GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna9-SerGGA (37631-37720)  Ser (GGA) 90 bp  Sc: 75.88 
GGAGAGATGTCCGAGCGGTTTAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna3-SerTGA (23913-24003)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna5-SerTGA (24421-24511)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_A_Hall_chr.trna49-ThrGGT (3598320-3598245)  Thr (GGT) 76 bp  Sc: 85.30 
GCCCATGTAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna17-ThrTGT (193099-193174)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna27-ThrTGT (3726537-3726462)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna14-ThrTGT (192827-192902)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna34-ThrTGT (3725888-3725813)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_A_Hall_chr.trna50-TrpCCA (3408694-3408619)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_botulinum_A_Hall_chr.trna15-TyrGTA (192908-192992)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna18-TyrGTA (193180-193264)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna16-ValTAC (193006-193081)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna25-ValTAC (3726703-3726628)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna29-ValTAC (3726363-3726288)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna32-ValTAC (3726054-3725979)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_A_Hall_chr.trna73-ValTAC (3218465-3218390)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna2-AlaTGC (14231-14306)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna20-AlaTGC (522176-522251)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna45-AlaTGC (3822322-3822247)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna7-ArgACG (24736-24812)  Arg (ACG) 77 bp  Sc: 78.58 
GCATCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGCCGCGGGTTCGAA 
TCCTGCCCGGTGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna8-ArgCCT (33860-33936)  Arg (CCT) 77 bp  Sc: 81.36 
GCGCTCGTAGCTCAGTAGGATAGAGCAGCAGTTTCCTAAACTGCGTGTCGCAGGTTCGAT 
TCCTGTCGGGCGTACCA 
>Clostridium_botulinum_B1_Okra_chr.trna73-ArgTCG (3523525-3523449)  Arg (TCG) 77 bp  Sc: 81.56 
GCGCCCATAGCTCAGCTGGATAGAGTGACGGACTTCGAATCCGGAGGCCGCAGGTTCGAC 



TCCTGCTGGGCGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna54-ArgTCT (3525292-3525216)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna61-ArgTCT (3524647-3524571)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna69-ArgTCT (3523913-3523837)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna22-AsnGTT (525526-525600)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna47-AsnGTT (3817166-3817092)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna48-AsnGTT (3817064-3816990)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna27-AspGTC (3924327-3924251)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna31-AspGTC (3923989-3923913)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna34-AspGTC (3923678-3923602)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAA 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna75-AspGTC (3405575-3405499)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna14-CysGCA (82218-82291)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna78-CysGCA (3405331-3405258)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna82-GlnCTG (227900-227826)  Gln (CTG) 75 bp  Sc: 73.28 
TGCCCATTCGCCAAATGGTAAGGCACCTGCCTCTGGAGCAGGCATTTGTTGGTTCGAATC 
CAGCATGGGCAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna56-GlnTTG (3525128-3525054)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna64-GlnTTG (3524394-3524320)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna23-GluCTC (596982-597056)  Glu (CTC) 75 bp  Sc: 70.26 
GGCTTCTTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAATCAGGGGTTCGACTC 
CCCTAGGAGCTACCA 
>Clostridium_botulinum_B1_Okra_chr.trna25-GluTTC (3924504-3924430)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna32-GluTTC (3923855-3923781)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna29-GluTTC (3924165-3924091)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna49-GlyCCC (3796312-3796238)  Gly (CCC) 75 bp  Sc: 78.50 
GCGAGAGTAGTTCAGTGGTAGAACACTAGCTTCCCAAGCTAGTTGCCGCGGGTTCGATCC 
CCGTTTCTCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna59-GlyGCC (3524810-3524736)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna67-GlyGCC (3524076-3524002)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 



>Clostridium_botulinum_B1_Okra_chr.trna77-GlyGCC (3405415-3405341)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna53-GlyTCC (3525372-3525299)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna60-GlyTCC (3524727-3524654)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna68-GlyTCC (3523993-3523920)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna72-GlyTCC (3523624-3523551)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna55-HisGTG (3525208-3525133)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_B1_Okra_chr.trna63-HisGTG (3524474-3524399)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_B1_Okra_chr.trna21-IleGAT (522257-522333)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna46-IleGAT (3820434-3820358)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna79-LeuCAA (3291694-3291608)  Leu (CAA) 87 bp  Sc: 69.56 
GCCGGAGTGGTGGAATTGGCAGACGCAACGGATTCAAAATCCGTCGAGGGTAACTTCGTG 
CGGGTTCGACTCCCGCCTTCGGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna80-LeuGAG (3260622-3260538)  Leu (GAG) 85 bp  Sc: 56.86 
GCAGGTGTGCTGGAATCGGCAGACAGGCACGTTTGAGGGGCGTGTGTCTAAGGACGTATG 
GGTTCAAGTCCCATCACCTGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna36-LeuTAA (3846031-3845943)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna39-LeuTAA (3845750-3845662)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna58-LeuTAG (3524959-3524876)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna66-LeuTAG (3524225-3524142)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna70-LysCTT (3523831-3523756)  Lys (CTT) 76 bp  Sc: 89.47 
GTGCCATTAGCTCAGCTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCGGGGTTCGAAT 
CCCCGATGGCGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna62-LysCTT (3524565-3524490)  Lys (CTT) 76 bp  Sc: 89.92 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCAGGGTTCGAAT 
CCCTGATGGCGCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna10-LysTTT (53399-53474)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna11-LysTTT (60006-60081)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna57-LysTTT (3525050-3524975)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna65-LysTTT (3524316-3524241)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna38-MetCAT (3845858-3845782)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_B1_Okra_chr.trna43-MetCAT (3845314-3845238)  Met (CAT) 77 bp  Sc: 88.08 



GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_B1_Okra_chr.trna41-MetCAT (3845528-3845453)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_B1_Okra_chr.trna42-MetCAT (3845399-3845324)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_B1_Okra_chr.trna37-MetCAT (3845938-3845863)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_B1_Okra_chr.trna40-MetCAT (3845657-3845582)  Met (CAT) 76 bp  Sc: 92.30 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGTCCCCGCAACCA 
>Clostridium_botulinum_B1_Okra_chr.trna1-MetCAT (14151-14227)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna44-MetCAT (3822402-3822326)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna12-PheGAA (67809-67884)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna13-PheGAA (74815-74890)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna76-PheGAA (3405495-3405420)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna24-ProTGG (3867091-3867166)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_B1_Okra_chr.trna52-ProTGG (3525455-3525380)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_B1_Okra_chr.trna71-ProTGG (3523729-3523654)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_B1_Okra_chr.trna81-SeC(p)TCA (3225886-3225796)  SeC(p) (TCA) 91 bp  Sc: 21.22 
GGAGTAGATAGGTGCTGGTGTGCCTGCCGGTCTTCAAAACCGAGTTGTCGTGCTAAGACC 
ACGATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_botulinum_B1_Okra_chr.trna4-SerGCT (24054-24144)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna6-SerGCT (24561-24651)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna9-SerGGA (37707-37796)  Ser (GGA) 90 bp  Sc: 73.99 
GGAGAGATGTCCGAGCGGCTTAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna3-SerTGA (23943-24033)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna5-SerTGA (24450-24540)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna50-ThrGGT (3796219-3796144)  Thr (GGT) 76 bp  Sc: 85.30 
GCCCATGTAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna35-ThrTGT (3923597-3923522)  Thr (TGT) 76 bp  Sc: 85.95 
GCTGACATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna28-ThrTGT (3924246-3924171)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna15-ThrTGT (200560-200635)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 



CCTATTGCCAGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna18-ThrTGT (200832-200907)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_B1_Okra_chr.trna51-TrpCCA (3596509-3596434)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_botulinum_B1_Okra_chr.trna16-TyrGTA (200641-200725)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna19-TyrGTA (200913-200997)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna17-ValTAC (200739-200814)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna26-ValTAC (3924412-3924337)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna30-ValTAC (3924072-3923997)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna33-ValTAC (3923763-3923688)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B1_Okra_chr.trna74-ValTAC (3405656-3405581)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna18-AlaTGC (202200-202275)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna2-AlaTGC (14522-14597)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna69-AlaTGC (3588623-3588548)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna7-ArgACG (32996-33070)  Arg (ACG) 75 bp  Sc: 55.16 
GGAGCGTTAGTTAAACGGATATAACTTACCGCTACGGACGGTACATTGAGGGTTCGATTC 
CTTCACGCTCTGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna66-ArgCCT (3664034-3663960)  Arg (CCT) 75 bp  Sc: 60.10 
GTCCTCATAGTTAAATGGATAGAACAGTCCCCTCCTAAGGGACAGATGTAGGTTCGATTC 
CTACTGGGGATACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna39-ArgTCG (433125-433201)  Arg (TCG) 77 bp  Sc: 83.94 
GCATCTATAGCTCAGCTGGATAGAGCGTTGGACTTCGAATCCAAGCGTCGCAGGTTCGAA 
TCCTGTTAGGTGTACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna71-ArgTCT (2709564-2709488)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAAACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna72-ArgTCT (2145774-2145698)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAAACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna74-ArgTCT (2145027-2144951)  Arg (TCT) 77 bp  Sc: 87.64 
GCGTTTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAAACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna25-ArgTCT (431892-431968)  Arg (TCT) 77 bp  Sc: 90.52 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna41-AsnGTT (439386-439460)  Asn (GTT) 75 bp  Sc: 76.89 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGCTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna15-AsnGTT (194700-194774)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna16-AsnGTT (195093-195167)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 



>Clostridium_botulinum_B_Eklund_17B_chr.trna17-AsnGTT (195473-195547)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna63-AspGTC (3769094-3769018)  Asp (GTC) 77 bp  Sc: 86.48 
GGCTTAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna55-AspGTC (3769828-3769752)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna59-AspGTC (3769466-3769390)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna76-CysGCA (1852148-1852074)  Cys (GCA) 75 bp  Sc: 71.19 
GGCACTATAGCCAAGCGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCAGTTCAAATC 
TGGGTGGTGCCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna21-CysGCA (205633-205706)  Cys (GCA) 74 bp  Sc: 73.05 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna27-GlnTTG (432053-432127)  Gln (TTG) 75 bp  Sc: 71.38 
TGGGATGTCGCCAAGCGGTAAGGCAATGGACTTTGACTCCATTATGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna34-GlnTTG (432651-432725)  Gln (TTG) 75 bp  Sc: 71.38 
TGGGATGTCGCCAAGCGGTAAGGCAATGGACTTTGACTCCATTATGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna52-GluCTC (3024394-3024468)  Glu (CTC) 75 bp  Sc: 71.61 
GGCCCATTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAACCATGGGTTCGATTC 
CCGTATGGGTCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna53-GluTTC (3769998-3769924)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna57-GluTTC (3769636-3769562)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna61-GluTTC (3769276-3769202)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna30-GlyGCC (432309-432383)  Gly (GCC) 75 bp  Sc: 81.35 
GCAGAAGTGACTCAATGGTAGAGTGCCACCTTGCCAAGGTGGATGTTGCGGGTTCGAGTC 
CCGTCTTCTGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna37-GlyGCC (432919-432993)  Gly (GCC) 75 bp  Sc: 81.35 
GCAGAAGTGACTCAATGGTAGAGTGCCACCTTGCCAAGGTGGATGTTGCGGGTTCGAGTC 
CCGTCTTCTGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna38-GlyTCC (433006-433079)  Gly (TCC) 74 bp  Sc: 55.81 
GCGGGTATCGTATATCGGTAATACTCCAGCCTTCCAAGCTGGAAAGGTGGGTTCGATTCC 
CACTACCCGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna24-GlyTCC (431804-431877)  Gly (TCC) 74 bp  Sc: 78.46 
GCGGGTGTAGCTCAATGGTAGAGCCCTAGCCTTCCAAGCTAGTTACGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna31-GlyTCC (432399-432472)  Gly (TCC) 74 bp  Sc: 78.46 
GCGGGTGTAGCTCAATGGTAGAGCCCTAGCCTTCCAAGCTAGTTACGTGAGTTCGATTCT 
CATCACCCGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna33-HisGTG (432570-432645)  His (GTG) 76 bp  Sc: 73.43 
GTGAATGTAGTTCAGTTGGTAGAGCGCCAGTTTGTGGCACTGGTTGTCGTGGGTTCAAGT 
CCCATCGTTCACCCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna26-HisGTG (431974-432049)  His (GTG) 76 bp  Sc: 74.56 
GTGAATGTAGTTCAGTTGGTAGAGCGCCAGTTTGTGGCACTGGTTGTCGTGGGTTCGAGT 
CCCATCGTTCACCCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna19-IleGAT (202279-202355)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna40-IleGAT (435953-436029)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna51-LeuCAA (2876009-2876095)  Leu (CAA) 87 bp  Sc: 57.59 
GCCGCTATGATGGAATTGGCAGACGTGGTGGACTCAAAATCCTCTGGTAGTGATATCGTG 
CCGGTTCGAATCCGGCTAGCGGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna11-LeuTAA (180427-180515)  Leu (TAA) 89 bp  Sc: 80.68 



GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna14-LeuTAA (180704-180792)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna8-LeuTAA (180150-180238)  Leu (TAA) 89 bp  Sc: 80.68 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGGTTAAACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna29-LeuTAG (432219-432303)  Leu (TAG) 85 bp  Sc: 73.99 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCTTTACGGCGTGGG 
GGTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna36-LeuTAG (432829-432913)  Leu (TAG) 85 bp  Sc: 73.99 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCTTTACGGCGTGGG 
GGTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna32-LysCTT (432485-432560)  Lys (CTT) 76 bp  Sc: 86.46 
GCGTTATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCCGGGTTCGATC 
CCCTGATAACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna64-LysCTT (3719051-3718976)  Lys (CTT) 76 bp  Sc: 91.43 
GCGTGATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGAAT 
CCCTGATGACGCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna28-LysTTT (432134-432209)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna35-LysTTT (432747-432822)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna65-LysTTT (3715383-3715308)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna73-LysTTT (2145694-2145619)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna75-LysTTT (2144947-2144872)  Lys (TTT) 76 bp  Sc: 86.94 
GGTTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCCGGGTTCGATT 
CCCGGGTGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna77-MetCAT (1107281-1107206)  Met (CAT) 76 bp  Sc: 87.17 
CGCGGGATGGAGCAGCTGGTAGCTCGTTGGGCTCATAACCCAAAGGTCGTAGGTTCAAGT 
CCTGCTCCCGCAACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna12-MetCAT (180536-180611)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna9-MetCAT (180259-180334)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna10-MetCAT (180345-180421)  Met (CAT) 77 bp  Sc: 90.45 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna13-MetCAT (180622-180698)  Met (CAT) 77 bp  Sc: 90.45 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna1-MetCAT (14441-14517)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna68-MetCAT (3588705-3588629)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna20-PheGAA (205556-205631)  Phe (GAA) 76 bp  Sc: 92.00 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCAGTTCGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna70-PheGAA (3565731-3565656)  Phe (GAA) 76 bp  Sc: 92.00 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCAGTTCGAGCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna23-ProTGG (431706-431781)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna4-SerGCT (19340-19430)  Ser (GCT) 91 bp  Sc: 70.09 
GGAGAATTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGCAACTGG 



CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna6-SerGCT (19845-19935)  Ser (GCT) 91 bp  Sc: 70.09 
GGAGAATTACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGCAACTGG 
CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna67-SerGGA (3648298-3648207)  Ser (GGA) 92 bp  Sc: 70.38 
GGAGAAATGTCCGAGTGGTTGAAGGAGCACGCCTGGAAAGCGTGTATAGGGTTCACGCTC 
TATCATGGGTTCAAATCCCATTTTCTCCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna3-SerTGA (19214-19304)  Ser (TGA) 91 bp  Sc: 74.06 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna5-SerTGA (19719-19809)  Ser (TGA) 91 bp  Sc: 74.06 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna22-ThrGGT (231699-231774)  Thr (GGT) 76 bp  Sc: 77.55 
GCTCACGTAGCTCAGTAGGTAGAGCGTCGCCTTGGTAAGGCGGAGGTTGTCGGTTCAATC 
CCGATCGCGAGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna44-ThrTGT (506535-506609)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna47-ThrTGT (506805-506879)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna56-ThrTGT (3769742-3769668)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna60-ThrTGT (3769380-3769306)  Thr (TGT) 75 bp  Sc: 87.39 
GCTGGCATGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATTGCCAGCTCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna49-TrpCCA (529060-529134)  Trp (CCA) 75 bp  Sc: 69.71 
AGGGGTATGGCTCAACGGTAGAGTAGTGGTCTCCAAAACCATTGGTTCTGGGTTCAAATC 
CTAGTGCCCCTGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna50-TrpCCA (539061-539135)  Trp (CCA) 75 bp  Sc: 69.71 
AGGGGTATGGCTCAACGGTAGAGTAGTGGTCTCCAAAACCATTGGTTCTGGGTTCAAATC 
CTAGTGCCCCTGCCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna42-TyrGTA (506348-506432)  Tyr (GTA) 85 bp  Sc: 66.19 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTACGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna45-TyrGTA (506617-506701)  Tyr (GTA) 85 bp  Sc: 66.19 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTACGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna48-TyrGTA (506886-506970)  Tyr (GTA) 85 bp  Sc: 66.19 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTACGTTACGTTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna43-ValTAC (506439-506514)  Val (TAC) 76 bp  Sc: 94.00 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna46-ValTAC (506708-506783)  Val (TAC) 76 bp  Sc: 94.00 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna54-ValTAC (3769910-3769835)  Val (TAC) 76 bp  Sc: 94.00 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna58-ValTAC (3769548-3769473)  Val (TAC) 76 bp  Sc: 94.00 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_B_Eklund_17B_chr.trna62-ValTAC (3769188-3769113)  Val (TAC) 76 bp  Sc: 94.00 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna2-AlaTGC (14112-14187)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna20-AlaTGC (501789-501864)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna44-AlaTGC (3854119-3854044)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 



>Clostridium_botulinum_F_Langeland_chr.trna7-ArgACG (25844-25920)  Arg (ACG) 77 bp  Sc: 78.58 
GCATCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGCCGCGGGTTCGAA 
TCCTGCCCGGTGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna8-ArgCCT (29125-29201)  Arg (CCT) 77 bp  Sc: 80.68 
ACGCTCGTAGCTCAGTAGGATAGAGCAGCAGTTTCCTAAACTGCGTGTCGCAGGTTCGAT 
TCCTGTCGGGCGTACCA 
>Clostridium_botulinum_F_Langeland_chr.trna72-ArgTCG (3556122-3556046)  Arg (TCG) 77 bp  Sc: 81.56 
GCGCCCATAGCTCAGCTGGATAGAGTGACGGACTTCGAATCCGGAGGCCGCAGGTTCGAC 
TCCTGCTGGGCGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna53-ArgTCT (3557892-3557816)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna60-ArgTCT (3557245-3557169)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna68-ArgTCT (3556510-3556434)  Arg (TCT) 77 bp  Sc: 87.47 
GCGTCTTTAGCTCAGATGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna22-AsnGTT (505237-505311)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna47-AsnGTT (3848858-3848784)  Asn (GTT) 75 bp  Sc: 80.23 
TCCGCGATAGCTCAACGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTTCGCGGAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna46-AsnGTT (3848960-3848886)  Asn (GTT) 75 bp  Sc: 81.87 
TCCGCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGAAGGTTCGAATC 
CTTTCCGCGGAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna27-AspGTC (3961452-3961376)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna31-AspGTC (3961114-3961038)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna34-AspGTC (3960803-3960727)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna74-AspGTC (3387414-3387338)  Asp (GTC) 77 bp  Sc: 90.26 
GGCCCAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGGGTCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna14-CysGCA (77255-77328)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna77-CysGCA (3387170-3387097)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGCCTGCAAAGCCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna81-GlnCTG (222423-222349)  Gln (CTG) 75 bp  Sc: 73.28 
TGCCCATTCGCCAAATGGTAAGGCACCTGCCTCTGGAGCAGGCATTTGTTGGTTCGAATC 
CAGCATGGGCAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna55-GlnTTG (3557728-3557654)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna63-GlnTTG (3556992-3556918)  Gln (TTG) 75 bp  Sc: 67.34 
TGGGATGTCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACACGCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna23-GluCTC (580277-580351)  Glu (CTC) 75 bp  Sc: 70.26 
GGCTTCTTGGTCAAGCGGTTAAGACGCCACCCTCTCACGGTGGAATCAGGGGTTCGACTC 
CCCTAGGAGCTACCA 
>Clostridium_botulinum_F_Langeland_chr.trna29-GluTTC (3961290-3961216)  Glu (TTC) 75 bp  Sc: 71.48 
GGCTCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna25-GluTTC (3961629-3961555)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna32-GluTTC (3960980-3960906)  Glu (TTC) 75 bp  Sc: 72.95 
GGCCCCTTGGTCAAGCGGTCAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna48-GlyCCC (3828107-3828033)  Gly (CCC) 75 bp  Sc: 78.50 



GCGAGAGTAGTTCAGTGGTAGAACACTAGCTTCCCAAGCTAGTTGCCGCGGGTTCGATCC 
CCGTTTCTCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna58-GlyGCC (3557408-3557334)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna66-GlyGCC (3556673-3556599)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna76-GlyGCC (3387254-3387180)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna52-GlyTCC (3557972-3557899)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna59-GlyTCC (3557325-3557252)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna67-GlyTCC (3556590-3556517)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna71-GlyTCC (3556221-3556148)  Gly (TCC) 74 bp  Sc: 78.41 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna54-HisGTG (3557808-3557733)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_F_Langeland_chr.trna62-HisGTG (3557072-3556997)  His (GTG) 76 bp  Sc: 72.11 
GTGGGCATAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCAAGGGTTCGAGT 
CCCTTTGTTCACCCCA 
>Clostridium_botulinum_F_Langeland_chr.trna21-IleGAT (501870-501946)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna45-IleGAT (3852229-3852153)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna78-LeuCAA (3273491-3273405)  Leu (CAA) 87 bp  Sc: 69.56 
GCCGGAGTGGTGGAATTGGCAGACGCAACGGATTCAAAATCCGTCGAGGGTAACTTCGTG 
CGGGTTCGACTCCCGCCTTCGGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna79-LeuGAG (3242968-3242884)  Leu (GAG) 85 bp  Sc: 56.86 
GCAGGTGTGCTGGAATCGGCAGACAGGCACGTTTGAGGGGCGTGTGTCTAAGGACGTATG 
GGTTCAAGTCCCATCACCTGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna36-LeuTAA (3877684-3877596)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna39-LeuTAA (3877403-3877315)  Leu (TAA) 89 bp  Sc: 76.90 
GCTGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGCCTAACAGCCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna57-LeuTAG (3557559-3557476)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna65-LeuTAG (3556823-3556740)  Leu (TAG) 84 bp  Sc: 70.86 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna69-LysCTT (3556428-3556353)  Lys (CTT) 76 bp  Sc: 87.10 
GTGCCATTAGCTCAGCTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCGGGGTTCGAAC 
CCCCGATGGCGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna61-LysCTT (3557163-3557088)  Lys (CTT) 76 bp  Sc: 89.92 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGCCCAGGGTTCGAAT 
CCCTGATGGCGCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna10-LysTTT (48609-48684)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna11-LysTTT (55063-55138)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna56-LysTTT (3557650-3557575)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 



CCCCGGTGGATCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna64-LysTTT (3556914-3556839)  Lys (TTT) 76 bp  Sc: 84.68 
GATTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna38-MetCAT (3877511-3877435)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_F_Langeland_chr.trna42-MetCAT (3877095-3877019)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_botulinum_F_Langeland_chr.trna41-MetCAT (3877181-3877106)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_botulinum_F_Langeland_chr.trna37-MetCAT (3877591-3877516)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_botulinum_F_Langeland_chr.trna40-MetCAT (3877310-3877235)  Met (CAT) 76 bp  Sc: 92.30 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGTCCCCGCAACCA 
>Clostridium_botulinum_F_Langeland_chr.trna1-MetCAT (14032-14108)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna43-MetCAT (3854199-3854123)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna12-PheGAA (62928-63003)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna13-PheGAA (69867-69942)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna75-PheGAA (3387334-3387259)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna24-ProTGG (3898614-3898689)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_F_Langeland_chr.trna51-ProTGG (3558055-3557980)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_F_Langeland_chr.trna70-ProTGG (3556326-3556251)  Pro (TGG) 76 bp  Sc: 83.17 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGAGC 
CCTGTCACCCCGACCA 
>Clostridium_botulinum_F_Langeland_chr.trna80-SeC(p)TCA (3208409-3208319)  SeC(p) (TCA) 91 bp  Sc: 21.22 
GGAGTAGATAGGTGCTGGTGTGCCTGCCGGTCTTCAAAACCGAGTTGTCGTGCTAAGACC 
ACGATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_botulinum_F_Langeland_chr.trna4-SerGCT (23935-24025)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna6-SerGCT (25669-25759)  Ser (GCT) 91 bp  Sc: 71.86 
GGAGAAATACTCAAGTGGCTGAAGAGGCGCCCCTGCTAAGGGCGTAGATCGGGTAACCGG 
TGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna9-SerGGA (32973-33062)  Ser (GGA) 90 bp  Sc: 75.88 
GGAGAGATGTCCGAGCGGTTTAAGGAGCACGCCTGGAAAGCGTGTATAGGGGCAACTCTA 
TCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna3-SerTGA (23824-23914)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna5-SerTGA (25558-25648)  Ser (TGA) 91 bp  Sc: 75.60 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna49-ThrGGT (3828014-3827939)  Thr (GGT) 76 bp  Sc: 85.30 
GCCCATGTAGCTCAGTCGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna18-ThrTGT (195343-195418)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 



>Clostridium_botulinum_F_Langeland_chr.trna28-ThrTGT (3961371-3961296)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna15-ThrTGT (195071-195146)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna35-ThrTGT (3960722-3960647)  Thr (TGT) 76 bp  Sc: 90.80 
GCTGGCATGGCTCAATTGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_botulinum_F_Langeland_chr.trna50-TrpCCA (3629411-3629336)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_botulinum_F_Langeland_chr.trna16-TyrGTA (195152-195236)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna19-TyrGTA (195424-195508)  Tyr (GTA) 85 bp  Sc: 60.97 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGATTCGCTTCGAT 
GGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna33-ValTAC (3960888-3960813)  Val (TAC) 76 bp  Sc: 83.07 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CAtgttgtGCCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna17-ValTAC (195250-195325)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna26-ValTAC (3961537-3961462)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna30-ValTAC (3961197-3961122)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_botulinum_F_Langeland_chr.trna73-ValTAC (3387495-3387420)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_difficile_630_chr.trna1-AlaTGC (12372-12447)  Ala (TGC) 76 bp  Sc: 90.15 
GGGGGTGTAGCTCAGTTGGGAGAGCACTTGCCTTGCAAGCAAGGGGTCAGGAGTTCGACT 
CTCCTCATCTCCACCA 
>Clostridium_difficile_630_chr.trna46-AlaTGC (125712-125787)  Ala (TGC) 76 bp  Sc: 90.15 
GGGGGTGTAGCTCAGTTGGGAGAGCACTTGCCTTGCAAGCAAGGGGTCAGGAGTTCGACT 
CTCCTCATCTCCACCA 
>Clostridium_difficile_630_chr.trna65-AlaTGC (132659-132734)  Ala (TGC) 76 bp  Sc: 90.15 
GGGGGTGTAGCTCAGTTGGGAGAGCACTTGCCTTGCAAGCAAGGGGTCAGGAGTTCGACT 
CTCCTCATCTCCACCA 
>Clostridium_difficile_630_chr.trna66-AlaTGC (143269-143344)  Ala (TGC) 76 bp  Sc: 90.15 
GGGGGTGTAGCTCAGTTGGGAGAGCACTTGCCTTGCAAGCAAGGGGTCAGGAGTTCGACT 
CTCCTCATCTCCACCA 
>Clostridium_difficile_630_chr.trna69-AlaTGC (148724-148799)  Ala (TGC) 76 bp  Sc: 90.15 
GGGGGTGTAGCTCAGTTGGGAGAGCACTTGCCTTGCAAGCAAGGGGTCAGGAGTTCGACT 
CTCCTCATCTCCACCA 
>Clostridium_difficile_630_chr.trna44-ArgACG (33905-33981)  Arg (ACG) 77 bp  Sc: 81.86 
GCGCTCATAGCTCAACTGGATAGAGTGTCTGACTACGAATCAGAAGGTTAGGGGTTCGAG 
TCCCTTTGGGCGCACCA 
>Clostridium_difficile_630_chr.trna78-ArgTCT (152885-152958)  Arg (TCT) 74 bp  Sc: 77.09 
GGGTGCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGTGTCCGGGGTTCGAA 
TCCCTGTGCGCTCA 
>Clostridium_difficile_630_chr.trna13-ArgTCT (31128-31204)  Arg (TCT) 77 bp  Sc: 85.39 
GGGTGCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGTGTCCGGGGTTCGAA 
TCCCTGTGCGCTCACCA 
>Clostridium_difficile_630_chr.trna34-ArgTCT (33052-33128)  Arg (TCT) 77 bp  Sc: 85.39 
GGGTGCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGTGTCCGGGGTTCGAA 
TCCCTGTGCGCTCACCA 
>Clostridium_difficile_630_chr.trna54-ArgTCT (129909-129985)  Arg (TCT) 77 bp  Sc: 85.39 
GGGTGCATAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGTGTCCGGGGTTCGAA 
TCCCTGTGCGCTCACCA 
>Clostridium_difficile_630_chr.trna23-AsnGTT (32069-32143)  Asn (GTT) 75 bp  Sc: 76.84 
TCCAAGGTAGCTCAACGGTGGAGCAACCGGCTGTTAACCGGTAGGCTGTGGGTTCGAGCC 
CCACCCTTGGAGCCA 
>Clostridium_difficile_630_chr.trna47-AsnGTT (129315-129389)  Asn (GTT) 75 bp  Sc: 76.84 



TCCAAGGTAGCTCAACGGTGGAGCAACCGGCTGTTAACCGGTAGGCTGTGGGTTCGAGCC 
CCACCCTTGGAGCCA 
>Clostridium_difficile_630_chr.trna70-AsnGTT (152201-152275)  Asn (GTT) 75 bp  Sc: 76.84 
TCCAAGGTAGCTCAACGGTGGAGCAACCGGCTGTTAACCGGTAGGCTGTGGGTTCGAGCC 
CCACCCTTGGAGCCA 
>Clostridium_difficile_630_chr.trna3-AsnGTT (30237-30311)  Asn (GTT) 75 bp  Sc: 77.69 
TCCAAGGTAGCTCAATGGTGGAGCAACCGGCTGTTAACCGGTAGGCTGTGGGTTCGAGCC 
CCACCCTTGGAGCCA 
>Clostridium_difficile_630_chr.trna29-AspGTC (32577-32653)  Asp (GTC) 77 bp  Sc: 85.96 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCAGGTCGCCA 
>Clostridium_difficile_630_chr.trna50-AspGTC (129555-129631)  Asp (GTC) 77 bp  Sc: 85.96 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCAGGTCGCCA 
>Clostridium_difficile_630_chr.trna76-AspGTC (152714-152790)  Asp (GTC) 77 bp  Sc: 85.96 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCAGGTCGCCA 
>Clostridium_difficile_630_chr.trna9-AspGTC (30746-30822)  Asp (GTC) 77 bp  Sc: 85.96 
GGCCTGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAA 
CCCCTTCCAGGTCGCCA 
>Clostridium_difficile_630_chr.trna22-CysGCA (31989-32062)  Cys (GCA) 74 bp  Sc: 72.40 
GGCGACATAGCCAAGTGGTAAGGCAGTGGACTGCAACTCCTTGATCCCCAGTTCGAATCT 
GGGTGTCGCCTCCA 
>Clostridium_difficile_630_chr.trna43-CysGCA (33824-33897)  Cys (GCA) 74 bp  Sc: 72.40 
GGCGACATAGCCAAGTGGTAAGGCAGTGGACTGCAACTCCTTGATCCCCAGTTCGAATCT 
GGGTGTCGCCTCCA 
>Clostridium_difficile_630_chr.trna14-GlnTTG (31212-31287)  Gln (TTG) 76 bp  Sc: 78.40 
TGGGGATTAGCCAAGTCGGTAAGGCACATGACTTTGACTCATGTATGCGTAGGTTCGAGT 
CCTGCATCCCCAGCCA 
>Clostridium_difficile_630_chr.trna35-GlnTTG (33138-33213)  Gln (TTG) 76 bp  Sc: 78.40 
TGGGGATTAGCCAAGTCGGTAAGGCACATGACTTTGACTCATGTATGCGTAGGTTCGAGT 
CCTGCATCCCCAGCCA 
>Clostridium_difficile_630_chr.trna55-GlnTTG (129995-130070)  Gln (TTG) 76 bp  Sc: 78.40 
TGGGGATTAGCCAAGTCGGTAAGGCACATGACTTTGACTCATGTATGCGTAGGTTCGAGT 
CCTGCATCCCCAGCCA 
>Clostridium_difficile_630_chr.trna26-GluTTC (32333-32407)  Glu (TTC) 75 bp  Sc: 70.97 
GGCTCGTTGGTCAAGAGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAATTC 
CCCTACGAGTCACCA 
>Clostridium_difficile_630_chr.trna48-GluTTC (129394-129468)  Glu (TTC) 75 bp  Sc: 70.97 
GGCTCGTTGGTCAAGAGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAATTC 
CCCTACGAGTCACCA 
>Clostridium_difficile_630_chr.trna6-GluTTC (30502-30576)  Glu (TTC) 75 bp  Sc: 70.97 
GGCTCGTTGGTCAAGAGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAATTC 
CCCTACGAGTCACCA 
>Clostridium_difficile_630_chr.trna73-GluTTC (152465-152539)  Glu (TTC) 75 bp  Sc: 70.97 
GGCTCGTTGGTCAAGAGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAATTC 
CCCTACGAGTCACCA 
>Clostridium_difficile_630_chr.trna83-GluTTC (4265795-4265721)  Glu (TTC) 75 bp  Sc: 70.97 
GGCTCGTTGGTCAAGAGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAATTC 
CCCTACGAGTCACCA 
>Clostridium_difficile_630_chr.trna33-GlyGCC (32953-33027)  Gly (GCC) 75 bp  Sc: 84.17 
GCGGGAATAGTTCAGTGGTAGAGCGCAACCTTGCCAAGGTTGAAGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Clostridium_difficile_630_chr.trna77-GlyGCC (152801-152875)  Gly (GCC) 75 bp  Sc: 84.17 
GCGGGAATAGTTCAGTGGTAGAGCGCAACCTTGCCAAGGTTGAAGTCGCGAGTTCGAATC 
TCGTTTCCCGCTCCA 
>Clostridium_difficile_630_chr.trna27-GlyTCC (32417-32490)  Gly (TCC) 74 bp  Sc: 77.15 
GCGGGTGTAGCTCAATGGTAGAGTTCTGGCCTTCCAAGCCAGCTGTGAGGGTTCGATCCC 
CTTCACCCGCTCCA 
>Clostridium_difficile_630_chr.trna53-GlyTCC (129825-129898)  Gly (TCC) 74 bp  Sc: 77.15 
GCGGGTGTAGCTCAATGGTAGAGTTCTGGCCTTCCAAGCCAGCTGTGAGGGTTCGATCCC 
CTTCACCCGCTCCA 
>Clostridium_difficile_630_chr.trna7-GlyTCC (30586-30659)  Gly (TCC) 74 bp  Sc: 77.15 
GCGGGTGTAGCTCAATGGTAGAGTTCTGGCCTTCCAAGCCAGCTGTGAGGGTTCGATCCC 
CTTCACCCGCTCCA 
>Clostridium_difficile_630_chr.trna74-GlyTCC (152554-152627)  Gly (TCC) 74 bp  Sc: 77.15 
GCGGGTGTAGCTCAATGGTAGAGTTCTGGCCTTCCAAGCCAGCTGTGAGGGTTCGATCCC 



CTTCACCCGCTCCA 
>Clostridium_difficile_630_chr.trna80-GlyTCC (1214096-1214169)  Gly (TCC) 74 bp  Sc: 77.15 
GCGGGTGTAGCTCAATGGTAGAGTTCTGGCCTTCCAAGCCAGCTGTGAGGGTTCGATCCC 
CTTCACCCGCTCCA 
>Clostridium_difficile_630_chr.trna20-HisGTG (31821-31897)  His (GTG) 77 bp  Sc: 81.58 
GTGGGTATAGCTCAGTTGGTTAGAGCGCCAGATTGTGGCTCTGGAGGTCGTGAGTTCGAC 
TCTCATTATCCACCCCA 
>Clostridium_difficile_630_chr.trna41-HisGTG (33656-33732)  His (GTG) 77 bp  Sc: 81.58 
GTGGGTATAGCTCAGTTGGTTAGAGCGCCAGATTGTGGCTCTGGAGGTCGTGAGTTCGAC 
TCTCATTATCCACCCCA 
>Clostridium_difficile_630_chr.trna62-IleGAT (130746-130822)  Ile (GAT) 77 bp  Sc: 99.58 
GGGCCTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGCTGGTTCGAG 
TCCAGCTAGGCCCACCA 
>Clostridium_difficile_630_chr.trna87-LeuCAA (1326419-1326332)  Leu (CAA) 88 bp  Sc: 70.41 
GCCCGAGTGGTGGAATTGGTAGACGCAGTGGACTCAAAATCCACCGGACTAATACTCCGT 
GCCGGTTCGAGTCCGGCCTCGGGCACCA 
>Clostridium_difficile_630_chr.trna24-LeuTAA (32149-32234)  Leu (TAA) 86 bp  Sc: 66.03 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTTACCTCTCG 
TACCGGTTCGATTCCGGTCTTCGGCA 
>Clostridium_difficile_630_chr.trna4-LeuTAA (30318-30403)  Leu (TAA) 86 bp  Sc: 66.03 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTTACCTCTCG 
TACCGGTTCGATTCCGGTCTTCGGCA 
>Clostridium_difficile_630_chr.trna71-LeuTAA (152281-152366)  Leu (TAA) 86 bp  Sc: 66.03 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTTACCTCTCG 
TACCGGTTCGATTCCGGTCTTCGGCA 
>Clostridium_difficile_630_chr.trna67-LeuTAA (146879-146967)  Leu (TAA) 89 bp  Sc: 74.32 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTTACCTCTCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_difficile_630_chr.trna81-LeuTAG (1921006-1921086)  Leu (TAG) 81 bp  Sc: 63.92 
GCGGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCATTGGCGTGGGG 
GTTCGACTCCCTTCATCCGCA 
>Clostridium_difficile_630_chr.trna12-LeuTAG (31015-31098)  Leu (TAG) 84 bp  Sc: 72.22 
GCGGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCATTGGCGTGGGG 
GTTCGACTCCCTTCATCCGCACCA 
>Clostridium_difficile_630_chr.trna32-LeuTAG (32846-32929)  Leu (TAG) 84 bp  Sc: 72.22 
GCGGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCATTGGCGTGGGG 
GTTCGACTCCCTTCATCCGCACCA 
>Clostridium_difficile_630_chr.trna21-LysTTT (31906-31981)  Lys (TTT) 76 bp  Sc: 84.07 
GGTCTATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATAGATCACCA 
>Clostridium_difficile_630_chr.trna36-LysTTT (33222-33297)  Lys (TTT) 76 bp  Sc: 84.07 
GGTCTATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATAGATCACCA 
>Clostridium_difficile_630_chr.trna42-LysTTT (33741-33816)  Lys (TTT) 76 bp  Sc: 84.07 
GGTCTATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATAGATCACCA 
>Clostridium_difficile_630_chr.trna56-LysTTT (130082-130157)  Lys (TTT) 76 bp  Sc: 84.07 
GGTCTATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATAGATCACCA 
>Clostridium_difficile_630_chr.trna82-LysTTT (4265877-4265802)  Lys (TTT) 76 bp  Sc: 84.07 
GGTCTATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATAGATCACCA 
>Clostridium_difficile_630_chr.trna17-MetCAT (31549-31625)  Met (CAT) 77 bp  Sc: 77.43 
GGCGGTATAGCTTAGTTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCATAGGTTCGAC 
TCCTATTACCGCTACTA 
>Clostridium_difficile_630_chr.trna39-MetCAT (33474-33550)  Met (CAT) 77 bp  Sc: 77.43 
GGCGGTATAGCTTAGTTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCATAGGTTCGAC 
TCCTATTACCGCTACTA 
>Clostridium_difficile_630_chr.trna72-MetCAT (152382-152457)  Met (CAT) 76 bp  Sc: 82.28 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_difficile_630_chr.trna64-MetCAT (130909-130985)  Met (CAT) 77 bp  Sc: 85.11 
GGCGGTATAGCTTAGTTGGCTAGAGCGTTCGGTTCATACCCGAAAGGTCATAGGTTCGAC 
TCCTATTACCGCTACCA 
>Clostridium_difficile_630_chr.trna25-MetCAT (32250-32325)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 



>Clostridium_difficile_630_chr.trna5-MetCAT (30419-30494)  Met (CAT) 76 bp  Sc: 88.11 
CGCGGAGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCTCCGCAACCA 
>Clostridium_difficile_630_chr.trna18-MetCAT (31637-31713)  Met (CAT) 77 bp  Sc: 91.20 
GGGCCATTAGCTCAGTTGGTTAGAGCGCCCGGCTCATAACCGGTAGGTCTGGGGTTCGAG 
TCCCTGATGGCCCACCA 
>Clostridium_difficile_630_chr.trna40-MetCAT (33562-33638)  Met (CAT) 77 bp  Sc: 91.20 
GGGCCATTAGCTCAGTTGGTTAGAGCGCCCGGCTCATAACCGGTAGGTCTGGGGTTCGAG 
TCCCTGATGGCCCACCA 
>Clostridium_difficile_630_chr.trna68-MetCAT (146979-147055)  Met (CAT) 77 bp  Sc: 91.20 
GGGCCATTAGCTCAGTTGGTTAGAGCGCCCGGCTCATAACCGGTAGGTCTGGGGTTCGAG 
TCCCTGATGGCCCACCA 
>Clostridium_difficile_630_chr.trna16-PheGAA (31467-31542)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Clostridium_difficile_630_chr.trna38-PheGAA (33392-33467)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Clostridium_difficile_630_chr.trna63-PheGAA (130826-130901)  Phe (GAA) 76 bp  Sc: 87.43 
GCCCAGATAGCTCAGTCGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGTGGTTCGATT 
CCGCCTCTGGGCACCA 
>Clostridium_difficile_630_chr.trna19-ProTGG (31737-31813)  Pro (TGG) 77 bp  Sc: 88.31 
CGAGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAG 
TCCCTTCACCTCGACCA 
>Clostridium_difficile_630_chr.trna59-ProTGG (130365-130441)  Pro (TGG) 77 bp  Sc: 88.31 
CGAGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAG 
TCCCTTCACCTCGACCA 
>Clostridium_difficile_630_chr.trna61-ProTGG (130663-130739)  Pro (TGG) 77 bp  Sc: 88.31 
CGAGGTGTAGCGCAGTTTGGTAGCGCACATGGTTTGGGACCATGGGGCCGGGGGTTCGAG 
TCCCTTCACCTCGACCA 
>Clostridium_difficile_630_chr.trna58-SerGCT (130266-130356)  Ser (GCT) 91 bp  Sc: 71.33 
GGAGAAGTACTCAAGTGGCTCAAGAGGATCCCCTGCTAAGGGATTAGGCTGGGTAACCGG 
TGCGAGGGTTCGAATCCCTCCTTCTCCGCCA 
>Clostridium_difficile_630_chr.trna79-SerGCT (907922-908012)  Ser (GCT) 91 bp  Sc: 71.33 
GGAGAAGTACTCAAGTGGCTCAAGAGGATCCCCTGCTAAGGGATTAGGCTGGGTAACCGG 
TGCGAGGGTTCGAATCCCTCCTTCTCCGCCA 
>Clostridium_difficile_630_chr.trna2-SerGGA (20000-20091)  Ser (GGA) 92 bp  Sc: 67.42 
GGAGAGATGGTCGAGTGGTCGAAGGCGCTCGCCTGGAAAGCGAGTATATGGGTAAAACTG 
TATCGTGGGTTCAAATCCCACTCTCTCCGCCA 
>Clostridium_difficile_630_chr.trna15-SerTGA (31375-31463)  Ser (TGA) 89 bp  Sc: 75.86 
GGAGAGGTGTCCGAGTGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACTTCGAAAGGGGC 
CGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Clostridium_difficile_630_chr.trna37-SerTGA (33300-33388)  Ser (TGA) 89 bp  Sc: 75.86 
GGAGAGGTGTCCGAGTGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACTTCGAAAGGGGC 
CGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Clostridium_difficile_630_chr.trna57-SerTGA (130160-130248)  Ser (TGA) 89 bp  Sc: 75.86 
GGAGAGGTGTCCGAGTGGTTTAAGGAGCTGGTCTTGAAAACCAGTGACTTCGAAAGGGGC 
CGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Clostridium_difficile_630_chr.trna10-ThrTGT (30832-30906)  Thr (TGT) 75 bp  Sc: 88.30 
GCTGGTGTGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATCACCAGCTCCA 
>Clostridium_difficile_630_chr.trna30-ThrTGT (32663-32737)  Thr (TGT) 75 bp  Sc: 88.30 
GCTGGTGTGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATCACCAGCTCCA 
>Clostridium_difficile_630_chr.trna51-ThrTGT (129642-129716)  Thr (TGT) 75 bp  Sc: 88.30 
GCTGGTGTGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATCACCAGCTCCA 
>Clostridium_difficile_630_chr.trna85-ThrTGT (4265607-4265533)  Thr (TGT) 75 bp  Sc: 88.30 
GCTGGTGTGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATCACCAGCTCCA 
>Clostridium_difficile_630_chr.trna86-ThrTGT (3149289-3149215)  Thr (TGT) 75 bp  Sc: 88.30 
GCTGGTGTGGCTCAACGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCGATTC 
CTATCACCAGCTCCA 
>Clostridium_difficile_630_chr.trna60-TrpCCA (130527-130602)  Trp (CCA) 76 bp  Sc: 81.15 
AGGGGTGTAGCTCAGTTGGTAGAGCGTCGGTCTCCAAAACCGTGCGCCGGGGGTTCGAGT 
CCCTCCACCCCTGCCA 
>Clostridium_difficile_630_chr.trna11-TyrGTA (30921-31005)  Tyr (GTA) 85 bp  Sc: 65.11 



GGAGGATTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCATCGACTTCGGT 
GGTTCGAATCCACCATCCTCCACCA 
>Clostridium_difficile_630_chr.trna31-TyrGTA (32752-32836)  Tyr (GTA) 85 bp  Sc: 65.11 
GGAGGATTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCATCGACTTCGGT 
GGTTCGAATCCACCATCCTCCACCA 
>Clostridium_difficile_630_chr.trna52-TyrGTA (129731-129815)  Tyr (GTA) 85 bp  Sc: 65.11 
GGAGGATTTCCCGAGCGGCCAAAGGGGGCAGACTGTAAATCtgttgtCATCGACTTCGGT 
GGTTCGAATCCACCATCCTCCACCA 
>Clostridium_difficile_630_chr.trna49-ValTAC (129474-129549)  Val (TAC) 76 bp  Sc: 93.59 
GGGATCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGGTCCCACCA 
>Clostridium_difficile_630_chr.trna45-ValTAC (33994-34069)  Val (TAC) 76 bp  Sc: 94.49 
GGGATTATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTAATCCCACCA 
>Clostridium_difficile_630_chr.trna28-ValTAC (32496-32571)  Val (TAC) 76 bp  Sc: 97.26 
GGGACCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGGTCCCACCA 
>Clostridium_difficile_630_chr.trna75-ValTAC (152633-152708)  Val (TAC) 76 bp  Sc: 97.26 
GGGACCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGGTCCCACCA 
>Clostridium_difficile_630_chr.trna8-ValTAC (30665-30740)  Val (TAC) 76 bp  Sc: 97.26 
GGGACCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTGGTCCCACCA 
>Clostridium_difficile_630_chr.trna84-ValTAC (4265716-4265641)  Val (TAC) 76 bp  Sc: 97.38 
GGGACTATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCTGTTAGTCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna2-AlaTGC (14574-14649)  Ala (TGC) 76 bp  Sc: 89.41 
GGGGGTATAGCTCAGCTGGGAGAGCATCTGCCTTGCACGCAGAGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna24-AlaTGC (177475-177550)  Ala (TGC) 76 bp  Sc: 89.41 
GGGGGTATAGCTCAGCTGGGAGAGCATCTGCCTTGCACGCAGAGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna21-AlaTGC (173610-173685)  Ala (TGC) 76 bp  Sc: 90.91 
GGGGGTATAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna61-ArgACG (35053-34977)  Arg (ACG) 77 bp  Sc: 75.61 
GCATCAGTAGCTCAGTTGGATAGAGCAGTTGGCTACGAACCAGCGTGCCGGGGGTTCAAG 
TCCTCTCTGATGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna5-ArgCCT (54893-54969)  Arg (CCT) 77 bp  Sc: 78.12 
GCGCTCGTAGCTCAGTAGGATAGAGCAGCGGTTTCCTAAACCGCGTGCCGGGGGTTCGAT 
TCCTCTCGGGCGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna57-ArgTCG (3501961-3501885)  Arg (TCG) 77 bp  Sc: 79.30 
GCACCCATAGCTCAGTTGGATAGAGTGATGGACTTCGAATCCAGAGGCCGCAGGTTCGAG 
CCCTGCTGGGTGCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna49-ArgTCT (3502753-3502677)  Arg (TCT) 77 bp  Sc: 93.03 
GCGTCTTTAGCTCAGTTGGATAGAGCAACGGCCTTCTAAGCCGTGGGCCAGGGGTTCGAA 
TCCCTTAAGACGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna20-AsnGTT (167572-167646)  Asn (GTT) 75 bp  Sc: 78.86 
TCCGTGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGAAGGGCTGGAGGTTCGAATC 
CTCTCCACGGAGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna30-AsnGTT (975140-975214)  Asn (GTT) 75 bp  Sc: 82.59 
TCCGTGGTAGCTCAACGGTGGAGCATTCGGCTGTTAACCGAAGGGTTGGAGGTTCGAATC 
CTCTCCACGGAGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna12-AspGTC (88376-88452)  Asp (GTC) 77 bp  Sc: 85.30 
GGCTCAGTAGCTCAGATGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAT 
CCCCTTCTGAGTCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna9-AspGTC (88011-88087)  Asp (GTC) 77 bp  Sc: 85.30 
GGCTCAGTAGCTCAGATGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAT 
CCCCTTCTGAGTCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna34-AspGTC (3271760-3271836)  Asp (GTC) 77 bp  Sc: 90.66 
GGCCCAGTGGCTCAGCTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCAAG 
TCCCTTCTGGGTCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna37-CysGCA (3272003-3272076)  Cys (GCA) 74 bp  Sc: 73.05 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCAGTTCAAATCT 
GGGTGGCGCCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna38-GlnCTG (3654822-3654896)  Gln (CTG) 75 bp  Sc: 66.48 
TGCCCATTCGCCAAATGGTAAGGCACCTGTCTCTGGAACAGGCATCTGTTGGTTCGAATC 



CAGCATGGGCAGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna52-GlnTTG (3502501-3502427)  Gln (TTG) 75 bp  Sc: 79.07 
TGGGATGTAGCCAAGTGGTAAGGCAGTGGACTTTGACTCCACCATTCGTAGGTTCAAATC 
CTGCCATCCCAGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna60-GluCTC (2966349-2966275)  Glu (CTC) 75 bp  Sc: 72.51 
GGTCCCTTGGTCAAGTGGTTAAGACGTCACCCTCTCACGGTGAAATCAGGAGTTCGATTC 
TCCTAGGGACTACCA 
>Clostridium_kluyveri_DSM_555_chr.trna10-GluTTC (88195-88269)  Glu (TTC) 75 bp  Sc: 72.83 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGAGTTCGATTC 
TCCTAGGGGTCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna7-GluTTC (87845-87919)  Glu (TTC) 75 bp  Sc: 72.83 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGAGTTCGATTC 
TCCTAGGGGTCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna25-GlyCCC (195529-195603)  Gly (CCC) 75 bp  Sc: 90.26 
GCGGGAGTAGTTCAGTGGTAGAACACCAGCTTCCCAAGCTGGCTGTCGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna36-GlyGCC (3271921-3271995)  Gly (GCC) 75 bp  Sc: 84.88 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGGGTTCAAATC 
CCGTCTTCCGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna55-GlyGCC (3502155-3502081)  Gly (GCC) 75 bp  Sc: 86.00 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna48-GlyTCC (3502832-3502759)  Gly (TCC) 74 bp  Sc: 74.64 
GCGGGTGTAACTCAATGGCAGAGTGCTAGCCTTCCAAGCTAGTTATGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna56-GlyTCC (3502062-3501989)  Gly (TCC) 74 bp  Sc: 76.53 
GCGGGTGTAACTCAATGGTAGAGTGCTAGCCTTCCAAGCTAGTTATGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna51-HisGTG (3502583-3502508)  His (GTG) 76 bp  Sc: 78.55 
GTGAGCGTAGTTCAGTTGGTAGAGCGCCAGATTGTGGTTCTGGTTGTCGTGGGTTCGAGT 
CCCATCGCTCACCCCA 
>Clostridium_kluyveri_DSM_555_chr.trna22-IleGAT (173689-173765)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna28-IleGAT (957125-957201)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna31-LeuCAA (2982374-2982460)  Leu (CAA) 87 bp  Sc: 74.42 
GCCGAAGTGGTGGAATTGGCAGACGCAACGGACTCAAAATCCGTCGCTGGCAACAGCATG 
CGGGTTCAAGTCCCGCCTTCGGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna58-LeuCAG (3457382-3457296)  Leu (CAG) 87 bp  Sc: 70.27 
GCGGATATGGCGGAATTGGCAGACGCGCTAGATTCAGGTTCTAGTGAGGGTAACTTCATG 
CAGGTTCAAGTCCTGTTATCCGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna27-LeuGAG (663569-663653)  Leu (GAG) 85 bp  Sc: 51.10 
GCGAAGGTGGCGGAATAGGCAGACGCACTACTTTGAGGGGGTAGCGAGTAACATCGTGTG 
GGTTCAAGTCCCATCCTTCGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna14-LeuTAA (154754-154842)  Leu (TAA) 89 bp  Sc: 74.40 
GCTGGAGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGGCTTTAAAACCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna17-LeuTAA (155023-155111)  Leu (TAA) 89 bp  Sc: 74.40 
GCTGGAGTGGCGGAACAGGCAGACGCACAGGACTTAAAATCCTGCGGGCTTTAAAACCCG 
TACCGGTTCGATTCCGGTCTTCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna54-LeuTAG (3502308-3502225)  Leu (TAG) 84 bp  Sc: 74.70 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTATGGCGTGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna50-LysCTT (3502669-3502594)  Lys (CTT) 76 bp  Sc: 84.35 
GCGCCATTAGCTCAGTTGGTAGAGCATCTGACTCTTAATCAGGTTGCCCGGGGTTCGAGC 
CCCCGATGGCGTACCA 
>Clostridium_kluyveri_DSM_555_chr.trna53-LysTTT (3502424-3502349)  Lys (TTT) 76 bp  Sc: 85.25 
GGTTTACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCATGGTGTCCGGGGTTCGATT 
CCCCGGTAAGCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna41-LysTTT (3862345-3862270)  Lys (TTT) 76 bp  Sc: 87.87 
GGTTCACTAGCTCAGTTGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGAGCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna15-MetCAT (154849-154924)  Met (CAT) 76 bp  Sc: 87.22 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTTCCCCCGCAACCA 



>Clostridium_kluyveri_DSM_555_chr.trna18-MetCAT (155118-155193)  Met (CAT) 76 bp  Sc: 87.22 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTTCCCCCGCAACCA 
>Clostridium_kluyveri_DSM_555_chr.trna16-MetCAT (154936-155012)  Met (CAT) 77 bp  Sc: 87.99 
GGCGGAATAGCTCAGTTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAT 
TCCTATTTCCGCTACCA 
>Clostridium_kluyveri_DSM_555_chr.trna19-MetCAT (155206-155282)  Met (CAT) 77 bp  Sc: 89.11 
GGCGGAATAGCTCAGTTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCGAT 
TCCTATTTCCGCTACCA 
>Clostridium_kluyveri_DSM_555_chr.trna1-MetCAT (14494-14570)  Met (CAT) 77 bp  Sc: 89.56 
GGATCTTTAGCTCAGTTGGTTAGAGCAATCGGCTCATAACCGGTTGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna23-MetCAT (177395-177471)  Met (CAT) 77 bp  Sc: 95.04 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna29-PheGAA (960703-960778)  Phe (GAA) 76 bp  Sc: 86.41 
GGCCAGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCTGGCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna35-PheGAA (3271840-3271915)  Phe (GAA) 76 bp  Sc: 86.41 
GGCCAGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCTGGCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna47-ProTGG (3502959-3502884)  Pro (TGG) 76 bp  Sc: 81.11 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCAATC 
CCTGTCACCCCGACCA 
>Clostridium_kluyveri_DSM_555_chr.trna59-AlaCGC (3028369-3028296)  Ala (CGC) 74 bp  Sc: 38.78 
GGGAGCGTAGCTCAGCGGGAGAGTATCGCGTTCGCAACGCGGTGGTCAAGAGGTCAAAAC 
CTCCGTCTCCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna6-SerCGA (55710-55803)  Ser (CGA) 94 bp  Sc: 68.34 
GGAGAAGTACCCAAGTGGTTGAAGGGTCCGCACTCGAAATGCGGTAGGTCGGGAGTTCCC 
TGGCGCAAGGGTTCAAATCCCTTCTTCTCCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna4-SerGCT (22541-22631)  Ser (GCT) 91 bp  Sc: 68.65 
GGAGAAATACTCAAGTGGCCGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGGGAAACCGG 
CGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna40-SerGGA (3879595-3879506)  Ser (GGA) 90 bp  Sc: 75.75 
GGAGAGATGTCCGAGTGGTTGAAGGAGCACGCCTGGAAAGCGTGTGTAGGGGAAACTCTA 
CCGGGGGTTCGAATCCCCCTCTCTCCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna3-SerTGA (22425-22515)  Ser (TGA) 91 bp  Sc: 76.94 
GGAAAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCAAGGGTTCGAATCCCTTTCTTTCCGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna39-ThrCGT (3940623-3940548)  Thr (CGT) 76 bp  Sc: 85.59 
GCTGGTGTAGCTCAGATGGTAGAGCAACGCACTCGTAATGCGTAGGCCGCGGGTTCGATT 
CCCTTCACCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna26-ThrGGT (195613-195688)  Thr (GGT) 76 bp  Sc: 81.07 
GCCCATGTAGCTCAGTAGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCACCAGTTCAATC 
CTGGTCATGGGCTCCA 
>Clostridium_kluyveri_DSM_555_chr.trna42-ThrTGT (3719856-3719781)  Thr (TGT) 76 bp  Sc: 86.93 
GCTGGCATAGCTCAGCAGGTAGAGCAACTGACTTGTAATCAGTAGGTCGTGGGTTCGAAG 
CCTACTGCCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna45-ThrTGT (3719585-3719510)  Thr (TGT) 76 bp  Sc: 86.93 
GCTGGCATAGCTCAGCAGGTAGAGCAACTGACTTGTAATCAGTAGGTCGTGGGTTCGAAG 
CCTACTGCCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna13-ThrTGT (88457-88532)  Thr (TGT) 76 bp  Sc: 90.44 
GCTGGCATAGCTCAGCTGGTAGAGCAACTGACTTGTAATCAGTAGGTCGTGGGTTCGAAG 
CCTACTGCCAGCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna32-TrpCCA (2982471-2982546)  Trp (CCA) 76 bp  Sc: 77.62 
AGGGGTATAGCTCAACTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTGTGGGTTCGATT 
CCTACTGCCCCTGCCA 
>Clostridium_kluyveri_DSM_555_chr.trna43-TyrGTA (3719775-3719691)  Tyr (GTA) 85 bp  Sc: 65.57 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAGTGACTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna46-TyrGTA (3719504-3719420)  Tyr (GTA) 85 bp  Sc: 65.57 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCAGTGACTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna44-ValTAC (3719681-3719606)  Val (TAC) 76 bp  Sc: 89.89 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCtgttgtGCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna33-ValTAC (3271680-3271755)  Val (TAC) 76 bp  Sc: 94.00 



GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna11-ValTAC (88279-88354)  Val (TAC) 76 bp  Sc: 94.57 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCtgttgtGCCCACCA 
>Clostridium_kluyveri_DSM_555_chr.trna8-ValTAC (87929-88004)  Val (TAC) 76 bp  Sc: 94.57 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCtgttgtGCCCACCA 
>Clostridium_novyi_NT_chr.trna28-AlaTGC (2533379-2533304)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_novyi_NT_chr.trna35-AlaTGC (2501497-2501422)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_novyi_NT_chr.trna73-AlaTGC (2036709-2036634)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_novyi_NT_chr.trna76-AlaTGC (1808635-1808560)  Ala (TGC) 76 bp  Sc: 91.77 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_novyi_NT_chr.trna32-ArgACG (2523195-2523119)  Arg (ACG) 77 bp  Sc: 83.87 
GCGTGAGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGTCGGGGGTTCAAA 
TCCTCTCTCACGCACCA 
>Clostridium_novyi_NT_chr.trna33-ArgCCT (2509480-2509404)  Arg (CCT) 77 bp  Sc: 79.90 
GCATCCGTAGCTCAGTAGGATAGAGCGTCCCCCTCCTAAGGGGAAGGCCGGGGGTTCGAT 
TCCCTTCGGGTGTACCA 
>Clostridium_novyi_NT_chr.trna72-ArgTCG (2098633-2098557)  Arg (TCG) 77 bp  Sc: 77.02 
GCGCTTATAGCTCAGCTGGATAGAGTTACGGACTTCGAATCCGGAGGCCACAGGTTCGAA 
TCCTGTTAGGCGCACCA 
>Clostridium_novyi_NT_chr.trna40-ArgTCT (2497882-2497806)  Arg (TCT) 77 bp  Sc: 87.71 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGAGTTCGAA 
TCTCTTAAGACGCACCA 
>Clostridium_novyi_NT_chr.trna55-ArgTCT (2100103-2100027)  Arg (TCT) 77 bp  Sc: 87.71 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGAGTTCGAA 
TCTCTTAAGACGCACCA 
>Clostridium_novyi_NT_chr.trna63-ArgTCT (2099430-2099354)  Arg (TCT) 77 bp  Sc: 87.71 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGAGTTCGAA 
TCTCTTAAGACGCACCA 
>Clostridium_novyi_NT_chr.trna67-ArgTCT (2099083-2099007)  Arg (TCT) 77 bp  Sc: 87.71 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGCCAGGAGTTCGAA 
TCTCTTAAGACGCACCA 
>Clostridium_novyi_NT_chr.trna17-AsnGTT (174902-174976)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_novyi_NT_chr.trna18-AsnGTT (175116-175190)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_novyi_NT_chr.trna78-AsnGTT (1805391-1805317)  Asn (GTT) 75 bp  Sc: 81.48 
TCCGCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTTCGCGGAGCCA 
>Clostridium_novyi_NT_chr.trna16-AsnGTT (166178-166252)  Asn (GTT) 75 bp  Sc: 82.27 
TCCGCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGCGGAGCCA 
>Clostridium_novyi_NT_chr.trna22-AspGTC (958314-958390)  Asp (GTC) 77 bp  Sc: 89.74 
GGCCTAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
TCCCTTCTAGGTCGCCA 
>Clostridium_novyi_NT_chr.trna4-AspGTC (37279-37355)  Asp (GTC) 77 bp  Sc: 89.74 
GGCCTAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
TCCCTTCTAGGTCGCCA 
>Clostridium_novyi_NT_chr.trna8-AspGTC (37632-37708)  Asp (GTC) 77 bp  Sc: 89.74 
GGCCTAGTGGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
TCCCTTCTAGGTCGCCA 
>Clostridium_novyi_NT_chr.trna25-CysGCA (958568-958642)  Cys (GCA) 75 bp  Sc: 70.54 
GGCGCTATAGCCAAGTGGTAAGGCACGAGTCTGCAAAACTCTGATTCCCCAGTTCAAATC 
TGGGTGGCGCCTCCA 
>Clostridium_novyi_NT_chr.trna26-CysGCA (958730-958804)  Cys (GCA) 75 bp  Sc: 70.54 
GGCGCTATAGCCAAGTGGTAAGGCACGAGTCTGCAAAACTCTGATTCCCCAGTTCAAATC 



TGGGTGGCGCCTCCA 
>Clostridium_novyi_NT_chr.trna80-GlnCTG (525553-525478)  Gln (CTG) 76 bp  Sc: 71.40 
TGCCCAATAGCCAAGCGGTAAGGCACCTGACTCTGACTCAGGCACTCCGTAGGTTCGAAT 
CCTGCTTGGGCAGCCA 
>Clostridium_novyi_NT_chr.trna41-GlnTTG (2497799-2497725)  Gln (TTG) 75 bp  Sc: 68.55 
TGGGATATCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACATGCGTAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_novyi_NT_chr.trna58-GlnTTG (2099856-2099782)  Gln (TTG) 75 bp  Sc: 68.55 
TGGGATATCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACATGCGTAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_novyi_NT_chr.trna69-GlnTTG (2098920-2098846)  Gln (TTG) 75 bp  Sc: 68.55 
TGGGATATCGCCAAGCGGTAAGGCATAGCACTTTGACTGCTACATGCGTAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_novyi_NT_chr.trna42-GluCTC (2497671-2497597)  Glu (CTC) 75 bp  Sc: 67.26 
GGCTTCTTGGTCAAGAGGTTAAGACATCGCCCTCTCAAGGCGGGATCAGGGGTTCAATTC 
CCCTAGAAGCTACCA 
>Clostridium_novyi_NT_chr.trna2-GluTTC (37102-37176)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_novyi_NT_chr.trna37-GluTTC (2498151-2498077)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_novyi_NT_chr.trna6-GluTTC (37456-37530)  Glu (TTC) 75 bp  Sc: 74.17 
GGCTCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGAGTCACCA 
>Clostridium_novyi_NT_chr.trna24-GlyGCC (958482-958556)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_novyi_NT_chr.trna53-GlyGCC (2100263-2100189)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_novyi_NT_chr.trna61-GlyGCC (2099590-2099516)  Gly (GCC) 75 bp  Sc: 83.19 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Clostridium_novyi_NT_chr.trna66-GlyTCC (2099161-2099088)  Gly (TCC) 74 bp  Sc: 77.93 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCAATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna39-GlyTCC (2497961-2497888)  Gly (TCC) 74 bp  Sc: 79.05 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCGATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna54-GlyTCC (2100183-2100110)  Gly (TCC) 74 bp  Sc: 79.05 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCGATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna62-GlyTCC (2099510-2099437)  Gly (TCC) 74 bp  Sc: 79.05 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCGATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna71-GlyTCC (2098726-2098653)  Gly (TCC) 74 bp  Sc: 79.05 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCGATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna75-GlyTCC (2036537-2036464)  Gly (TCC) 74 bp  Sc: 79.05 
GCGGGTATGGTTCAATGGTAGAACGTCAGCCTTCCAAGCTGAACACAGGGGTTCGATTCC 
CCTTACCCGCTCCA 
>Clostridium_novyi_NT_chr.trna57-HisGTG (2099936-2099861)  His (GTG) 76 bp  Sc: 77.39 
GTGGACGTAGTTCAGTTGGTAGAGCGCCAGATTGTGATTCTGGTTGTCGAGGGTTCAAGT 
CCCTTCGTTCACCCCA 
>Clostridium_novyi_NT_chr.trna68-HisGTG (2099000-2098925)  His (GTG) 76 bp  Sc: 77.39 
GTGGACGTAGTTCAGTTGGTAGAGCGCCAGATTGTGATTCTGGTTGTCGAGGGTTCAAGT 
CCCTTCGTTCACCCCA 
>Clostridium_novyi_NT_chr.trna36-IleGAT (2501418-2501342)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_novyi_NT_chr.trna74-IleGAT (2036629-2036553)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_novyi_NT_chr.trna77-IleGAT (1808556-1808480)  Ile (GAT) 77 bp  Sc: 99.73 
GGGTCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 



>Clostridium_novyi_NT_chr.trna79-LeuCAA (881700-881614)  Leu (CAA) 87 bp  Sc: 77.57 
GCCGAAGTGGTGGAATTGGCAGACGCAACGGACTCAAAATCCGTCGCTGGCAACAGCGTG 
CGGGTTCAAGTCCCGCCTTCGGCACCA 
>Clostridium_novyi_NT_chr.trna20-LeuGAG (886083-886168)  Leu (GAG) 86 bp  Sc: 47.61 
GCAGGAGTGGCGGAATGGGCAGACGCATACGTTTGAGGGGCGTATACCAATTTGGTGTAT 
GGGTTCAAGTCCCATCTTCTGCACCA 
>Clostridium_novyi_NT_chr.trna10-LeuTAA (152120-152208)  Leu (TAA) 89 bp  Sc: 78.15 
GCCGGAGTGGCGAAATCGGCAGACGCACAGGACTTAAAATCCTGCGGAGCTAACACTCCG 
TACCGGTTCAAGTCCGGTCTCCGGCACCA 
>Clostridium_novyi_NT_chr.trna13-LeuTAA (152419-152507)  Leu (TAA) 89 bp  Sc: 78.15 
GCCGGAGTGGCGAAATCGGCAGACGCACAGGACTTAAAATCCTGCGGAGCTAACACTCCG 
TACCGGTTCAAGTCCGGTCTCCGGCACCA 
>Clostridium_novyi_NT_chr.trna38-LeuTAG (2498059-2497976)  Leu (TAG) 84 bp  Sc: 70.62 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCATGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_novyi_NT_chr.trna60-LeuTAG (2099677-2099594)  Leu (TAG) 84 bp  Sc: 70.62 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCATGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_novyi_NT_chr.trna56-LysCTT (2100020-2099945)  Lys (CTT) 76 bp  Sc: 86.37 
GCGCCATTAGCTCAGATGGTAGAGCAACTGACTCTTAATCAGTGGGCCCTGGGTTCGAGT 
CCCCGATGGCGCACCA 
>Clostridium_novyi_NT_chr.trna64-LysCTT (2099347-2099272)  Lys (CTT) 76 bp  Sc: 86.37 
GCGCCATTAGCTCAGATGGTAGAGCAACTGACTCTTAATCAGTGGGCCCTGGGTTCGAGT 
CCCCGATGGCGCACCA 
>Clostridium_novyi_NT_chr.trna43-LysTTT (2487343-2487268)  Lys (TTT) 76 bp  Sc: 82.58 
GATTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_novyi_NT_chr.trna46-LysTTT (2471140-2471065)  Lys (TTT) 76 bp  Sc: 82.58 
GATTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_novyi_NT_chr.trna59-LysTTT (2099777-2099702)  Lys (TTT) 76 bp  Sc: 82.58 
GATTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_novyi_NT_chr.trna70-LysTTT (2098841-2098766)  Lys (TTT) 76 bp  Sc: 82.58 
GATTCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCAtgttgtCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_novyi_NT_chr.trna12-MetCAT (152294-152370)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_novyi_NT_chr.trna15-MetCAT (152623-152699)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_novyi_NT_chr.trna11-MetCAT (152213-152288)  Met (CAT) 76 bp  Sc: 90.12 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_novyi_NT_chr.trna14-MetCAT (152513-152588)  Met (CAT) 76 bp  Sc: 92.76 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_novyi_NT_chr.trna27-MetCAT (2533459-2533383)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_novyi_NT_chr.trna23-PheGAA (958399-958474)  Phe (GAA) 76 bp  Sc: 85.66 
GGCTGGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCCAGCCACCA 
>Clostridium_novyi_NT_chr.trna44-PheGAA (2472079-2472004)  Phe (GAA) 76 bp  Sc: 85.66 
GGCTGGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCCAGCCACCA 
>Clostridium_novyi_NT_chr.trna45-PheGAA (2471486-2471411)  Phe (GAA) 76 bp  Sc: 85.66 
GGCTGGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCCAGCCACCA 
>Clostridium_novyi_NT_chr.trna52-ProTGG (2100346-2100271)  Pro (TGG) 76 bp  Sc: 81.44 
CGGGGTATAGCGCAGATGGTAGCGCGCGTGGTTTGGGACCATGAGGCCGCGGGTTCAAGT 
CCTGCTACCCCGACCA 
>Clostridium_novyi_NT_chr.trna65-ProTGG (2099242-2099167)  Pro (TGG) 76 bp  Sc: 81.44 
CGGGGTATAGCGCAGATGGTAGCGCGCGTGGTTTGGGACCATGAGGCCGCGGGTTCAAGT 
CCTGCTACCCCGACCA 
>Clostridium_novyi_NT_chr.trna81-ProTGG (128997-128922)  Pro (TGG) 76 bp  Sc: 81.44 



CGGGGTATAGCGCAGATGGTAGCGCGCGTGGTTTGGGACCATGAGGCCGCGGGTTCAAGT 
CCTGCTACCCCGACCA 
>Clostridium_novyi_NT_chr.trna31-SerGCT (2523429-2523339)  Ser (GCT) 91 bp  Sc: 67.26 
GGAGAAATACTCAAGAGGCCGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGTAACCGG 
CGCGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_novyi_NT_chr.trna34-SerGGA (2507974-2507885)  Ser (GGA) 90 bp  Sc: 63.73 
GGAGAGATGTCCGAGAGGTTGAAGGAGCACGCCTGGAACGCGTGTGTAGGGGAAACTCTA 
CCGAGGGTTCGAATCCCTCTTTCTCCGCCA 
>Clostridium_novyi_NT_chr.trna30-SerTGA (2523545-2523455)  Ser (TGA) 91 bp  Sc: 73.69 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGTGAGAGCGT 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_novyi_NT_chr.trna29-SerTGA (2523701-2523611)  Ser (TGA) 91 bp  Sc: 77.67 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGAAAGCGC 
ACCTAGGGTTCGAATCCCTATCTCTCCGCCA 
>Clostridium_novyi_NT_chr.trna1-ThrCGT (20831-20906)  Thr (CGT) 76 bp  Sc: 93.76 
GCTCCTATGGCTCAGATGGTAGAGCAACTGATTCGTAATCAGTAGGTCGCAGGTTCAAAT 
CCTGTTAGGAGCACCA 
>Clostridium_novyi_NT_chr.trna19-ThrGGT (217728-217803)  Thr (GGT) 76 bp  Sc: 85.47 
GCCCATGTAGCTCAGCTGGCAGAGCGTCACCTTGGTAAGGTGGAGGTCGCCGGTTCAAGC 
CCGGTCGTGGGCTCCA 
>Clostridium_novyi_NT_chr.trna47-ThrTGT (2206080-2206005)  Thr (TGT) 76 bp  Sc: 91.17 
GCTGGCATGGCTCAACTGGTAGAGCAACTGACTTGTAATCAGTAGGTTCCGGGTTCAAGT 
CCTGGTGCCAGCACCA 
>Clostridium_novyi_NT_chr.trna5-ThrTGT (37363-37438)  Thr (TGT) 76 bp  Sc: 91.17 
GCTGGCATGGCTCAACTGGTAGAGCAACTGACTTGTAATCAGTAGGTTCCGGGTTCAAGT 
CCTGGTGCCAGCACCA 
>Clostridium_novyi_NT_chr.trna9-ThrTGT (37714-37789)  Thr (TGT) 76 bp  Sc: 91.17 
GCTGGCATGGCTCAACTGGTAGAGCAACTGACTTGTAATCAGTAGGTTCCGGGTTCAAGT 
CCTGGTGCCAGCACCA 
>Clostridium_novyi_NT_chr.trna51-TrpCCA (2187279-2187204)  Trp (CCA) 76 bp  Sc: 74.42 
AGGGGTATGGCTCAATTGGTAGAGTAGTGGTCTCCAAAACCATTGGTTCTGGGTTCGAGT 
CCTAGTGCCCCTGCCA 
>Clostridium_novyi_NT_chr.trna48-TyrGTA (2206000-2205916)  Tyr (GTA) 85 bp  Sc: 65.40 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGTTTCGCTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_novyi_NT_chr.trna50-TyrGTA (2205790-2205706)  Tyr (GTA) 85 bp  Sc: 65.40 
GGAGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGCGTTTCGCTTCGAT 
GGTTCGAATCCATCTTCCTCCACCA 
>Clostridium_novyi_NT_chr.trna21-ValTAC (958223-958298)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_novyi_NT_chr.trna3-ValTAC (37190-37265)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_novyi_NT_chr.trna49-ValTAC (2205906-2205831)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_novyi_NT_chr.trna7-ValTAC (37544-37619)  Val (TAC) 76 bp  Sc: 90.83 
GGGCGCATAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna2-AlaTGC (15074-15149)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna36-AlaTGC (3032571-3032496)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna72-AlaTGC (2781674-2781599)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna7-ArgACG (39585-39661)  Arg (ACG) 77 bp  Sc: 77.37 
GCGGTGGTAGCTCAGCTGGATAGAGTAGTCGGCTACGAACCGATTGGTCGGGGGTTCGAA 
TCCTCTTCGCCGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna8-ArgCCT (42757-42831)  Arg (CCT) 75 bp  Sc: 66.52 
GTCTCCATAGTTCAATGGATAGAACAATCCCCTCCTAAGGGATAAATGTAGGTTCGATTC 
CTACTGGGGATACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna71-ArgTCG (2788119-2788043)  Arg (TCG) 77 bp  Sc: 83.74 
GCATCTATAGCTCAGCTGGATAGAGCGTTGGACTTCGAATCCACAGGTCGCGAGTTCGAA 



TCTTGCTAGGTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna47-ArgTCT (2889325-2889249)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna53-ArgTCT (2789789-2789713)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna61-ArgTCT (2789029-2788953)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna64-ArgTCT (2788758-2788682)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna38-AsnGTT (3029235-3029161)  Asn (GTT) 75 bp  Sc: 74.68 
TCCTCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGCTGGAGGTTCGAGTC 
CTCTTCGAGGAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna11-AsnGTT (87165-87239)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna35-AsnGTT (3043339-3043265)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna74-AsnGTT (2778457-2778383)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna20-AspGTC (3216145-3216069)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna23-AspGTC (3215890-3215814)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna26-AspGTC (3215639-3215563)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna40-CysGCA (3027897-3027823)  Cys (GCA) 75 bp  Sc: 77.74 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna88-CysGCA (2394684-2394610)  Cys (GCA) 75 bp  Sc: 77.74 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna48-GlnTTG (2889245-2889171)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna55-GlnTTG (2789629-2789555)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna66-GlnTTG (2788596-2788522)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna15-GluTTC (687930-688004)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna18-GluTTC (3216313-3216239)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna21-GluTTC (3216061-3215987)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna24-GluTTC (3215808-3215734)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna90-GlyGCC (1098933-1098850)  Gly (GCC) 84 bp  Sc: 46.45 
CTACATGTGGCGGAATAGGCAGACGCAACAAGTTGCCAACTTGTCGGTCATATGGCCGTG 
GGGGTTCGAATCCCCTCGTGTGAT 
>Clostridium_perfringens_ATCC_13124_chr.trna86-GlyGCC (2394841-2394767)  Gly (GCC) 75 bp  Sc: 75.38 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGAGTTCGAGTC 
TCGTCTTCCGCTCCA 



>Clostridium_perfringens_ATCC_13124_chr.trna44-GlyGCC (2892754-2892680)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna59-GlyGCC (2789257-2789183)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna69-GlyGCC (2788321-2788247)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna43-GlyTCC (2892845-2892772)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna45-GlyTCC (2892674-2892601)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna49-GlyTCC (2889105-2889032)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna52-GlyTCC (2789942-2789869)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna60-GlyTCC (2789178-2789105)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna63-GlyTCC (2788867-2788794)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna70-GlyTCC (2788243-2788170)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna87-GlyTCC (2394763-2394690)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna54-HisGTG (2789708-2789633)  His (GTG) 76 bp  Sc: 77.38 
GTGGGCGTAGTTCAGTTGGTAGAGCACCAGATTGTGGCTCTGGGTGTCGCGAGTTCGAGT 
CTCGTCGCTCACCCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna65-HisGTG (2788677-2788602)  His (GTG) 76 bp  Sc: 77.38 
GTGGGCGTAGTTCAGTTGGTAGAGCACCAGATTGTGGCTCTGGGTGTCGCGAGTTCGAGT 
CTCGTCGCTCACCCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna37-IleGAT (3032490-3032414)  Ile (GAT) 77 bp  Sc: 96.36 
GGGTCTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna73-IleGAT (2781593-2781517)  Ile (GAT) 77 bp  Sc: 96.36 
GGGTCTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna89-LeuCAA (1850253-1850167)  Leu (CAA) 87 bp  Sc: 76.39 
GCCGAAGTGGCGGAATTGGCAGACGCAGCGGACTCAAAATCCGCCGAGCTAATACTCGTA 
CGGGTTCGAGTCCCGTCTTCGGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna84-LeuGAG (2494584-2494499)  Leu (GAG) 86 bp  Sc: 54.18 
GCAGATATGGTGGAATGGCAGACACGATATCTTGAGGGGGTATTACTTTTAGGAGTGTGC 
GGGTTCAAGTCCCGCTATCTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna31-LeuTAA (3056752-3056664)  Leu (TAA) 89 bp  Sc: 77.00 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGATGCTAACACATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna34-LeuTAA (3056484-3056396)  Leu (TAA) 89 bp  Sc: 77.00 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGATGCTAACACATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna28-LeuTAA (3057019-3056931)  Leu (TAA) 89 bp  Sc: 78.99 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGCTAACACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna91-LeuTAA (810957-810869)  Leu (TAA) 89 bp  Sc: 78.99 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGCTAACACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna58-LeuTAG (2789367-2789284)  Leu (TAG) 84 bp  Sc: 71.94 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna68-LeuTAG (2788428-2788345)  Leu (TAG) 84 bp  Sc: 71.94 



GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna42-LeuTAG (2892934-2892851)  Leu (TAG) 84 bp  Sc: 72.66 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna46-LysCTT (2892582-2892507)  Lys (CTT) 76 bp  Sc: 98.48 
GCACCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGAGTCCAGGGTTCGAAT 
CCCTGATGGTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna50-LysCTT (2888987-2888912)  Lys (CTT) 76 bp  Sc: 98.48 
GCACCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGAGTCCAGGGTTCGAAT 
CCCTGATGGTGCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna10-LysTTT (77330-77405)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna56-LysTTT (2789548-2789473)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna57-LysTTT (2789453-2789378)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna67-LysTTT (2788514-2788439)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna14-MetCAT (580328-580403)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGATGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCTCCCGCAACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna93-MetCAT (279361-279286)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGATGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCTCCCGCAACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna29-MetCAT (3056924-3056849)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna32-MetCAT (3056656-3056581)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna30-MetCAT (3056845-3056769)  Met (CAT) 77 bp  Sc: 90.51 
GGCGGGATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGCAAGTTCGAA 
TCTTGTTCCCGCTACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna33-MetCAT (3056577-3056501)  Met (CAT) 77 bp  Sc: 90.51 
GGCGGGATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGCAAGTTCGAA 
TCTTGTTCCCGCTACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna1-MetCAT (14992-15068)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna12-PheGAA (236219-236294)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna13-PheGAA (315485-315560)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna39-PheGAA (3027977-3027902)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna85-PheGAA (2394922-2394847)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna51-ProTGG (2790022-2789947)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna62-ProTGG (2788947-2788872)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna92-ProTGG (328398-328323)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna17-SeC(p)TCA (2351711-2351801)  SeC(p) (TCA) 91 bp  Sc: 23.19 
GGAATAGATAGGGGCTGGTGTCTCTACAGGTCTTCAAAACCTAGTTATGGTGCTAATACC 



ATCATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_perfringens_ATCC_13124_chr.trna6-SerGCT (24226-24316)  Ser (GCT) 91 bp  Sc: 73.43 
GGAGAATTACTCAAGTGGCTGAAGAGGCTCCCCTGCTAAGGGAGTAGGTCGGGCAACCGG 
CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna4-SerGCT (23404-23494)  Ser (GCT) 91 bp  Sc: 73.78 
GGAGAATTACTCAAGTGGCTGAAGAGGCTCCCCTGCTAAGGGAGTAGGTCGGGCAACCGA 
CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna9-SerGGA (54210-54299)  Ser (GGA) 90 bp  Sc: 69.77 
GGAGAGATGTCCGAGTGGTCGAAGGAGCACGCCTGGAACGCGTGTGTAGGGGAAACTCTA 
CCGAGGGTTCAAATCCCTCTCTCTCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna3-SerTGA (23280-23370)  Ser (TGA) 91 bp  Sc: 77.94 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCATGGGTTCGAATCCCATTCTCTCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna5-SerTGA (24130-24220)  Ser (TGA) 91 bp  Sc: 77.94 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCATGGGTTCGAATCCCATTCTCTCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna41-ThrGGT (2993309-2993234)  Thr (GGT) 76 bp  Sc: 83.06 
GCTCACGTAGCTCAGTCGGCAGAGCGTCGCCTTGGTAAGGCGGAGGTCGTCGGTTCAATC 
CCGATCGTGAGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna27-ThrTGT (3215559-3215484)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna75-ThrTGT (2714801-2714726)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna78-ThrTGT (2714536-2714461)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna80-ThrTGT (2714344-2714269)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna16-TrpCCA (1099769-1099843)  Trp (CCA) 75 bp  Sc: 63.98 
GGGGAGATAGTTTAATTGGTAAAACATTGGTCTCCAAAACCAAAGTATGAGGTTCAAATC 
CTTGTCACCCCGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna83-TrpCCA (2694421-2694346)  Trp (CCA) 76 bp  Sc: 75.62 
AGGGGTATGGCTCAATTGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCAAGT 
CCTACTGCCCCTGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna82-TrpCCA (2694525-2694450)  Trp (CCA) 76 bp  Sc: 76.74 
AGGGGTATGGCTCAATTGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCGAGT 
CCTACTGCCCCTGCCA 
>Clostridium_perfringens_ATCC_13124_chr.trna76-TyrGTA (2714720-2714635)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna79-TyrGTA (2714455-2714370)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna81-TyrGTA (2714263-2714178)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna19-ValTAC (3216234-3216159)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna22-ValTAC (3215980-3215905)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna25-ValTAC (3215726-3215651)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_ATCC_13124_chr.trna77-ValTAC (2714630-2714555)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_SM101.trna12-AlaTGC (90758-90833)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_SM101.trna2-AlaTGC (14898-14973)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 



>Clostridium_perfringens_SM101.trna38-AlaTGC (2675614-2675539)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_SM101.trna74-AlaTGC (2445172-2445097)  Ala (TGC) 76 bp  Sc: 96.00 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTACCTCCACCA 
>Clostridium_perfringens_SM101.trna7-ArgACG (39655-39731)  Arg (ACG) 77 bp  Sc: 77.37 
GCGGTGGTAGCTCAGCTGGATAGAGTAGTCGGCTACGAACCGATTGGTCGGGGGTTCGAA 
TCCTCTTCGCCGCACCA 
>Clostridium_perfringens_SM101.trna8-ArgCCT (42904-42978)  Arg (CCT) 75 bp  Sc: 66.52 
GTCTCCATAGTTCAATGGATAGAACAATCCCCTCCTAAGGGATAAATGTAGGTTCGATTC 
CTACTGGGGATACCA 
>Clostridium_perfringens_SM101.trna73-ArgTCG (2450347-2450271)  Arg (TCG) 77 bp  Sc: 84.60 
GCATCTATAGCTCAGTTGGATAGAGCGTTGGACTTCGAATCCACAGGTCGCGAGTTCGAA 
TCTTGCTAGGTGCACCA 
>Clostridium_perfringens_SM101.trna49-ArgTCT (2532490-2532414)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_SM101.trna55-ArgTCT (2452012-2451936)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_SM101.trna63-ArgTCT (2451255-2451179)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_SM101.trna66-ArgTCT (2450984-2450908)  Arg (TCT) 77 bp  Sc: 90.12 
GTATCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGGGTCAGGGGTTCGAA 
TCCCTTAAGGTACACCA 
>Clostridium_perfringens_SM101_plasmid_3.trna1-AsnGTT (19635-19562)  Asn (GTT) 74 bp  Sc: 67.13 
GGGAACATTGTTCAATGGTAGAACGGTTGGCTGTTAACCAACTAATGGGAGTTCAATTCT 
CTCTGTTCCCGCCA 
>Clostridium_perfringens_SM101.trna40-AsnGTT (2672278-2672204)  Asn (GTT) 75 bp  Sc: 74.68 
TCCTCGATAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGCTGGAGGTTCGAGTC 
CTCTTCGAGGAGCCA 
>Clostridium_perfringens_SM101.trna14-AsnGTT (122457-122531)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_SM101.trna37-AsnGTT (2685095-2685021)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_SM101.trna76-AsnGTT (2441956-2441882)  Asn (GTT) 75 bp  Sc: 80.06 
TCCTCGGTAGCTCAATGGTGGAGCACTCGGCTGTTAACCGATAGGTTGGAGGTTCGAGTC 
CTCTCCGAGGAGCCA 
>Clostridium_perfringens_SM101.trna22-AspGTC (2859316-2859240)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_SM101.trna25-AspGTC (2859061-2858985)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_SM101.trna28-AspGTC (2858810-2858734)  Asp (GTC) 77 bp  Sc: 90.15 
GGCTCAGTAGCTCAGTTGGTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGAG 
CCCCTTCTGAGTCGCCA 
>Clostridium_perfringens_SM101.trna42-CysGCA (2669710-2669636)  Cys (GCA) 75 bp  Sc: 77.74 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_perfringens_SM101.trna90-CysGCA (2063604-2063530)  Cys (GCA) 75 bp  Sc: 77.74 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_perfringens_SM101.trna50-GlnTTG (2532410-2532336)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_SM101.trna57-GlnTTG (2451852-2451778)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_SM101.trna68-GlnTTG (2450822-2450748)  Gln (TTG) 75 bp  Sc: 79.26 
TGGGATATCGCCAAGCGGTAAGGCAACGGACTTTGACTCCGTCATTCGCAGGTTCGAATC 
CTGCTATCCCAGCCA 
>Clostridium_perfringens_SM101.trna18-GluTTC (665896-665970)  Glu (TTC) 75 bp  Sc: 75.64 



GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_SM101.trna20-GluTTC (2859484-2859410)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_SM101.trna23-GluTTC (2859232-2859158)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_SM101.trna26-GluTTC (2858979-2858905)  Glu (TTC) 75 bp  Sc: 75.64 
GGCCCCTTGGTCAAGCGGTTAAGACACCACCCTTTCACGGTGGTAACAGGGGTTCGATTC 
CCCTAGGGGTCACCA 
>Clostridium_perfringens_SM101.trna88-GlyGCC (2063761-2063687)  Gly (GCC) 75 bp  Sc: 75.38 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGAGTTCGAGTC 
TCGTCTTCCGCTCCA 
>Clostridium_perfringens_SM101.trna46-GlyGCC (2535201-2535127)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_SM101.trna61-GlyGCC (2451483-2451409)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_SM101.trna71-GlyGCC (2450547-2450473)  Gly (GCC) 75 bp  Sc: 78.19 
GCGGGAGTGACTCAATGGTAGAGTGTCACCTTGCCAAGGTGAAAGTTGCGGGTTCGAGTC 
CCGTCTTCCGCTCCA 
>Clostridium_perfringens_SM101.trna45-GlyTCC (2535292-2535219)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna47-GlyTCC (2535121-2535048)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna51-GlyTCC (2532271-2532198)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna62-GlyTCC (2451404-2451331)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna65-GlyTCC (2451093-2451020)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna72-GlyTCC (2450469-2450396)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna89-GlyTCC (2063683-2063610)  Gly (TCC) 74 bp  Sc: 81.55 
GCGGGTGTAGTTCAATGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTCC 
CGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna54-GlyTCC (2452166-2452092)  Gly (TCC) 75 bp  Sc: 84.28 
GCGGGTGTAGTTCAATTGGTAGAACACCAGCCTTCCAAGCTGGATACCCGGGTTCGATTC 
CCGGTACCCGCTCCA 
>Clostridium_perfringens_SM101.trna56-HisGTG (2451931-2451856)  His (GTG) 76 bp  Sc: 77.38 
GTGGGCGTAGTTCAGTTGGTAGAGCACCAGATTGTGGCTCTGGGTGTCGCGAGTTCGAGT 
CTCGTCGCTCACCCCA 
>Clostridium_perfringens_SM101.trna67-HisGTG (2450903-2450828)  His (GTG) 76 bp  Sc: 77.38 
GTGGGCGTAGTTCAGTTGGTAGAGCACCAGATTGTGGCTCTGGGTGTCGCGAGTTCGAGT 
CTCGTCGCTCACCCCA 
>Clostridium_perfringens_SM101.trna39-IleGAT (2675533-2675457)  Ile (GAT) 77 bp  Sc: 96.36 
GGGTCTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_perfringens_SM101.trna75-IleGAT (2445091-2445015)  Ile (GAT) 77 bp  Sc: 96.36 
GGGTCTATAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAGACCCACCA 
>Clostridium_perfringens_SM101.trna91-LeuCAA (1544224-1544138)  Leu (CAA) 87 bp  Sc: 75.97 
GCCGAAGTGGCGGAATTGGCAGACGCAGCGGACTCAAAATCCGCCGGGCTAATACTCGTA 
CGGGTTCGAGTCCCGTCTTCGGCACCA 
>Clostridium_perfringens_SM101.trna86-LeuGAG (2163844-2163759)  Leu (GAG) 86 bp  Sc: 54.18 
GCAGATATGGTGGAATGGCAGACACGATATCTTGAGGGGGTATTACTTTTAGGAGTGTGC 
GGGTTCAAGTCCCGCTATCTGCACCA 
>Clostridium_perfringens_SM101.trna33-LeuTAA (2698502-2698414)  Leu (TAA) 89 bp  Sc: 77.00 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGATGCTAACACATCG 



TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_SM101.trna36-LeuTAA (2698234-2698146)  Leu (TAA) 89 bp  Sc: 77.00 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGATGCTAACACATCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_SM101.trna30-LeuTAA (2698769-2698681)  Leu (TAA) 89 bp  Sc: 78.99 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGCTAACACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_SM101.trna92-LeuTAA (799919-799831)  Leu (TAA) 89 bp  Sc: 78.99 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGCTAACACACCG 
TACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_perfringens_SM101.trna60-LeuTAG (2451590-2451507)  Leu (TAG) 84 bp  Sc: 71.94 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_perfringens_SM101.trna70-LeuTAG (2450654-2450571)  Leu (TAG) 84 bp  Sc: 71.94 
GCAGATGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCATCTGCACCA 
>Clostridium_perfringens_SM101.trna44-LeuTAG (2535381-2535298)  Leu (TAG) 84 bp  Sc: 72.66 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTACGGCGTGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_perfringens_SM101.trna48-LysCTT (2535029-2534954)  Lys (CTT) 76 bp  Sc: 94.81 
GCACTATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGAGTCCAGGGTTCGAAT 
CCCTGATGGTGCACCA 
>Clostridium_perfringens_SM101.trna52-LysCTT (2532153-2532078)  Lys (CTT) 76 bp  Sc: 98.48 
GCACCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGAGTCCAGGGTTCGAAT 
CCCTGATGGTGCACCA 
>Clostridium_perfringens_SM101.trna10-LysTTT (80412-80487)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_SM101.trna13-LysTTT (112669-112744)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_SM101.trna58-LysTTT (2451771-2451696)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_SM101.trna59-LysTTT (2451676-2451601)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_SM101.trna69-LysTTT (2450740-2450665)  Lys (TTT) 76 bp  Sc: 78.37 
GATTTGCTAGCTCAGTCGGTAGAGCACGTGACTTTTAATCACGGTGTCCAGGGTTCGATT 
CCCTGGCAGATCACCA 
>Clostridium_perfringens_SM101.trna94-MetCAT (282424-282349)  Met (CAT) 76 bp  Sc: 88.48 
CGCGGGATGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCTCCCGCAACCA 
>Clostridium_perfringens_SM101.trna31-MetCAT (2698674-2698599)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_perfringens_SM101.trna34-MetCAT (2698406-2698331)  Met (CAT) 76 bp  Sc: 89.27 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Clostridium_perfringens_SM101.trna17-MetCAT (562274-562349)  Met (CAT) 76 bp  Sc: 89.48 
CGCGGGATGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACTCCCGCAACCA 
>Clostridium_perfringens_SM101.trna32-MetCAT (2698595-2698519)  Met (CAT) 77 bp  Sc: 90.51 
GGCGGGATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGCAAGTTCGAA 
TCTTGTTCCCGCTACCA 
>Clostridium_perfringens_SM101.trna35-MetCAT (2698327-2698251)  Met (CAT) 77 bp  Sc: 90.51 
GGCGGGATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGGGTCGCAAGTTCGAA 
TCTTGTTCCCGCTACCA 
>Clostridium_perfringens_SM101.trna1-MetCAT (14815-14891)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_perfringens_SM101.trna11-MetCAT (90676-90752)  Met (CAT) 77 bp  Sc: 95.73 
GGATCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_perfringens_SM101.trna15-PheGAA (238171-238246)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 



>Clostridium_perfringens_SM101.trna16-PheGAA (309623-309698)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_SM101.trna41-PheGAA (2669790-2669715)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_SM101.trna87-PheGAA (2063842-2063767)  Phe (GAA) 76 bp  Sc: 88.03 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCTGCTCGAGCCACCA 
>Clostridium_perfringens_SM101.trna53-ProTGG (2452245-2452171)  Pro (TGG) 75 bp  Sc: 81.49 
CGGGGTGTGGCGCAATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATCC 
CTGTCACCCCGACCA 
>Clostridium_perfringens_SM101.trna64-ProTGG (2451173-2451098)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_perfringens_SM101.trna93-ProTGG (323144-323069)  Pro (TGG) 76 bp  Sc: 82.23 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCGATC 
CCTGTCACCCCGACCA 
>Clostridium_perfringens_SM101.trna19-SeC(p)TCA (2025512-2025602)  SeC(p) (TCA) 91 bp  Sc: 21.97 
GGAGTAGATAGGGGCTGGTGTCTCTACAGGTCTTCAAAACCTAGTTATGGTGCTAATACC 
ATCATGGGTGGGTTCGATTCCCACATATTCC 
>Clostridium_perfringens_SM101.trna4-SerGCT (23467-23557)  Ser (GCT) 91 bp  Sc: 73.43 
GGAGAATTACTCAAGTGGCTGAAGAGGCTCCCCTGCTAAGGGAGTAGGTCGGGCAACCGG 
CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_perfringens_SM101.trna6-SerGCT (24285-24375)  Ser (GCT) 91 bp  Sc: 73.43 
GGAGAATTACTCAAGTGGCTGAAGAGGCTCCCCTGCTAAGGGAGTAGGTCGGGCAACCGG 
CGCCCGGGTTCAAATCCCGGATTCTCCGCCA 
>Clostridium_perfringens_SM101.trna9-SerGGA (54005-54094)  Ser (GGA) 90 bp  Sc: 69.77 
GGAGAGATGTCCGAGTGGTCGAAGGAGCACGCCTGGAACGCGTGTGTAGGGGAAACTCTA 
CCGAGGGTTCAAATCCCTCTCTCTCCGCCA 
>Clostridium_perfringens_SM101.trna3-SerTGA (23343-23433)  Ser (TGA) 91 bp  Sc: 77.94 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCATGGGTTCGAATCCCATTCTCTCCGCCA 
>Clostridium_perfringens_SM101.trna5-SerTGA (24189-24279)  Ser (TGA) 91 bp  Sc: 77.94 
GGAGAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTGCGTGTGAGCGT 
ACCATGGGTTCGAATCCCATTCTCTCCGCCA 
>Clostridium_perfringens_SM101.trna43-ThrGGT (2636860-2636785)  Thr (GGT) 76 bp  Sc: 83.06 
GCTCACGTAGCTCAGTCGGCAGAGCGTCGCCTTGGTAAGGCGGAGGTCGTCGGTTCAATC 
CCGATCGTGAGCTCCA 
>Clostridium_perfringens_SM101.trna29-ThrTGT (2858730-2858655)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_SM101.trna77-ThrTGT (2381371-2381296)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_SM101.trna80-ThrTGT (2381106-2381031)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_SM101.trna82-ThrTGT (2380914-2380839)  Thr (TGT) 76 bp  Sc: 85.61 
GCTGGTGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCAAGT 
CCGATCATCAGCTCCA 
>Clostridium_perfringens_SM101.trna85-TrpCCA (2360990-2360915)  Trp (CCA) 76 bp  Sc: 75.62 
AGGGGTATGGCTCAATTGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCAAGT 
CCTACTGCCCCTGCCA 
>Clostridium_perfringens_SM101.trna84-TrpCCA (2361094-2361019)  Trp (CCA) 76 bp  Sc: 76.74 
AGGGGTATGGCTCAATTGGTAGAGTAGTGGTCTCCAAAACCATTGGTTGTGGGTTCGAGT 
CCTACTGCCCCTGCCA 
>Clostridium_perfringens_SM101.trna78-TyrGTA (2381290-2381205)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_SM101.trna81-TyrGTA (2381025-2380940)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_SM101.trna83-TyrGTA (2380833-2380748)  Tyr (GTA) 86 bp  Sc: 70.80 
GGTGGAATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCGGACGACTTCGA 
AGGTTCGAATCCTTCTTCCACCACCA 
>Clostridium_perfringens_SM101.trna21-ValTAC (2859405-2859330)  Val (TAC) 76 bp  Sc: 96.40 



GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_SM101.trna24-ValTAC (2859151-2859076)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_SM101.trna27-ValTAC (2858897-2858822)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_perfringens_SM101.trna79-ValTAC (2381200-2381125)  Val (TAC) 76 bp  Sc: 96.40 
GGTCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGATC 
CCTGTTGCGACCACCA 
>Clostridium_phytofermentans_ISDg_chr.trna10-AlaTGC (77967-78039)  Ala (TGC) 73 bp  Sc: 79.88 
GGGGGTGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATGAGTTCGAAT 
CTCACCATCTCCA 
>Clostridium_phytofermentans_ISDg_chr.trna19-AlaTGC (447973-448045)  Ala (TGC) 73 bp  Sc: 79.88 
GGGGGTGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATGAGTTCGAAT 
CTCACCATCTCCA 
>Clostridium_phytofermentans_ISDg_chr.trna58-AlaTGC (3497462-3497390)  Ala (TGC) 73 bp  Sc: 79.88 
GGGGGTGTAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATGAGTTCGAAT 
CTCACCATCTCCA 
>Clostridium_phytofermentans_ISDg_chr.trna27-ArgACG (452241-452314)  Arg (ACG) 74 bp  Sc: 70.53 
GTACGTGTAGCTCAGCTGGATAGAGCGTCTGGCTACGGACCAGAAGGTCGCGTGTTCGAA 
TCATGTCACGTACA 
>Clostridium_phytofermentans_ISDg_chr.trna41-ArgCCG (3598410-3598482)  Arg (CCG) 73 bp  Sc: 71.26 
GCATCTGTAGCTCAGTGGATAGGGCAGCAGCTTCCGAAGCTGAAGGTCGTAGGTTCGAAT 
CCTATCAGGTGCA 
>Clostridium_phytofermentans_ISDg_chr.trna46-ArgCCT (4830603-4830532)  Arg (CCT) 72 bp  Sc: 59.74 
GTCCCCATAGTTAAACGGATATAATAAATCCCTCCTAAGGATTAGTTACAGGTTCGATTC 
CTGTTGGGGACG 
>Clostridium_phytofermentans_ISDg_chr.trna30-ArgTCT (471791-471864)  Arg (TCT) 74 bp  Sc: 79.13 
GTGCTAGTAGCTCAGTTGGATAGAGCATCGGCCTTCTAAGCCGGTTGTCGGGGGTTCGAA 
TCCCTTCTGGCACA 
>Clostridium_phytofermentans_ISDg_chr.trna11-AsnGTT (81292-81363)  Asn (GTT) 72 bp  Sc: 73.28 
TCCTCGATAGCTCAATGGTAGAGCACACGGCTGTTAACCGTGGGGTTGTTGGTTCGAGCC 
CAACTCGGGGAG 
>Clostridium_phytofermentans_ISDg_chr.trna20-AsnGTT (451301-451372)  Asn (GTT) 72 bp  Sc: 73.28 
TCCTCGATAGCTCAATGGTAGAGCACACGGCTGTTAACCGTGGGGTTGTTGGTTCGAGCC 
CAACTCGGGGAG 
>Clostridium_phytofermentans_ISDg_chr.trna24-AspGTC (451868-451941)  Asp (GTC) 74 bp  Sc: 85.19 
GGCTCAGTGGCTCAGTTGGTTAGAGCGCCGCCCTGTCACGGCGGAGGTCGTGGGTTCGAG 
TCCCATCTGAGTCG 
>Clostridium_phytofermentans_ISDg_chr.trna2-AspGTC (20955-21031)  Asp (GTC) 77 bp  Sc: 87.41 
GGCCCGGTGGCTCAGTTGGTTAGAGCGCCGCCCTGTCACGGCGGAGGTCGTGGGTTCGAG 
TCCCATCCGGGTCGCTA 
>Clostridium_phytofermentans_ISDg_chr.trna12-CysGCA (81410-81480)  Cys (GCA) 71 bp  Sc: 60.82 
GGCGACATAGCCAAGTGGTAAGGCATGGGTCTGCAACACCCTGATCATCAGTTCAAATCT 
GATTGTCGCCT 
>Clostridium_phytofermentans_ISDg_chr.trna49-GlnCTG (4424850-4424779)  Gln (CTG) 72 bp  Sc: 63.23 
TGGGCTATAGCCAAACGGTAAGGCACCGGATTCTGATTCCGGCATCTCAAGGTTCGAATC 
CTTGTAGCCCAG 
>Clostridium_phytofermentans_ISDg_chr.trna32-GlnTTG (472023-472094)  Gln (TTG) 72 bp  Sc: 69.46 
TGGGCTATCGCCAAGCGGTAAGGCACAGGACTTTGACTCCTGCATTCGCTGGTTCAAATC 
CAGCTAGCCCAG 
>Clostridium_phytofermentans_ISDg_chr.trna60-GluCTC (3202341-3202270)  Glu (CTC) 72 bp  Sc: 65.47 
GGCTCGTTGGTCAAGCGGTTAAGACGCCGCCCTCTCACGGCGGAAACAGGGGTTCGATTC 
CCCTACGAGCTG 
>Clostridium_phytofermentans_ISDg_chr.trna61-GluCTC (3202200-3202126)  Glu (CTC) 75 bp  Sc: 66.09 
GGCTCGTTGGTCAAGCGGTTAAGACGCCGCCCTCTCACGGCGGAAACAGGGGTTCGATTC 
CCCTACGAGCTGCTA 
>Clostridium_phytofermentans_ISDg_chr.trna21-GluTTC (451454-451525)  Glu (TTC) 72 bp  Sc: 66.50 
GGCTCCATGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAAATC 
CCCTTGGAGTCA 
>Clostridium_phytofermentans_ISDg_chr.trna59-GluTTC (3478655-3478584)  Glu (TTC) 72 bp  Sc: 66.50 
GGCTCCATGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCAAATC 
CCCTTGGAGTCA 
>Clostridium_phytofermentans_ISDg_chr.trna43-GlyCCC (4736356-4736426)  Gly (CCC) 71 bp  Sc: 65.33 
GCGGATATAGTTCAATGGTAGAATATGAGCTTCCCAAGCTTAGGATGCGGGTTCGATTCC 



CGTTATCCGCT 
>Clostridium_phytofermentans_ISDg_chr.trna54-GlyGCC (3959567-3959496)  Gly (GCC) 72 bp  Sc: 78.10 
GCACGAGTGGCTCAGTGGTGGAGTATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAATC 
CCGTCTCGTGCT 
>Clostridium_phytofermentans_ISDg_chr.trna55-GlyGCC (3843904-3843833)  Gly (GCC) 72 bp  Sc: 78.10 
GCACGAGTGGCTCAGTGGTGGAGTATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAATC 
CCGTCTCGTGCT 
>Clostridium_phytofermentans_ISDg_chr.trna42-GlyGCC (3876726-3876800)  Gly (GCC) 75 bp  Sc: 78.72 
GCACGAGTGGCTCAGTGGTGGAGTATCGCCTTGCCAAGGCGAGGGTCGCGGGTTCGAATC 
CCGTCTCGTGCTTCA 
>Clostridium_phytofermentans_ISDg_chr.trna16-GlyTCC (187556-187626)  Gly (TCC) 71 bp  Sc: 75.77 
GCGGGTGTAGTTCAATGGTAGAACACTAGCCTTCCAAGCTAGATACGTGGGTTCGATTCC 
CATCACCCGCT 
>Clostridium_phytofermentans_ISDg_chr.trna29-GlyTCC (471684-471754)  Gly (TCC) 71 bp  Sc: 75.77 
GCGGGTGTAGTTCAATGGTAGAACACTAGCCTTCCAAGCTAGATACGTGGGTTCGATTCC 
CATCACCCGCT 
>Clostridium_phytofermentans_ISDg_chr.trna31-HisGTG (471894-471970)  His (GTG) 77 bp  Sc: 74.18 
GTGGGTATAGCGCAGTTGGTTAGCGCGCCAGATTGTGGCTCTGGAGGCCAAGGGTTCGAA 
TCCCTTTATCCACCCTA 
>Clostridium_phytofermentans_ISDg_chr.trna57-IleGAT (3497589-3497516)  Ile (GAT) 74 bp  Sc: 90.02 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCA 
>Clostridium_phytofermentans_ISDg_chr.trna9-IleGAT (77838-77911)  Ile (GAT) 74 bp  Sc: 90.02 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCA 
>Clostridium_phytofermentans_ISDg_chr.trna48-LeuAAG (4566102-4566018)  Leu (AAG) 85 bp  Sc: 54.54 
GCAGTCGTGGCGGAATTGGCATACGCGCTAGACTAAGGATCTAGTCCGGGTTGACTGGGT 
ACGGGTTCAAGTCCCGTCGACTGCA 
>Clostridium_phytofermentans_ISDg_chr.trna40-LeuCAA (3416461-3416543)  Leu (CAA) 83 bp  Sc: 60.23 
GCATTAGTGGCGGAACGGCAGACGCAACGGACTCAAAATCCGTCGGGGGCAACCTCGTGT 
GGGTTCAAATCCCACCTGATGCA 
>Clostridium_phytofermentans_ISDg_chr.trna47-LeuCAG (4568792-4568709)  Leu (CAG) 84 bp  Sc: 57.45 
GCAGTTGTGGCGGAATTGGCATACGCGCATGATTCAGGTTCATGTTCAGGCAACTGAGTG 
TGGGTTCAAGTCCCATCAACTGCA 
>Clostridium_phytofermentans_ISDg_chr.trna15-LeuTAA (187354-187439)  Leu (TAA) 86 bp  Sc: 69.25 
GCCGGCGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTAATCTCCCG 
TACCGGTTCGATTCCGGTCGCCGGCA 
>Clostridium_phytofermentans_ISDg_chr.trna26-LeuTAA (452107-452192)  Leu (TAA) 86 bp  Sc: 69.25 
GCCGGCGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTAATCTCCCG 
TACCGGTTCGATTCCGGTCGCCGGCA 
>Clostridium_phytofermentans_ISDg_chr.trna34-LeuTAG (472247-472326)  Leu (TAG) 80 bp  Sc: 65.85 
GCGGATGTGGCGGAACTGGCAGACGCACTAGACTTAGGATCTAGCGGGCAACCGTGCAGG 
TTCAATTCCTGTCATCCGCA 
>Clostridium_phytofermentans_ISDg_chr.trna44-LysCTT (4816551-4816623)  Lys (CTT) 73 bp  Sc: 87.38 
GCGTCTTTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGAGC 
CCCTGAAGACGCA 
>Clostridium_phytofermentans_ISDg_chr.trna45-LysCTT (4816921-4816996)  Lys (CTT) 76 bp  Sc: 88.00 
GCGTCTTTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGAGC 
CCCTGAAGACGCATCA 
>Clostridium_phytofermentans_ISDg_chr.trna33-LysTTT (472117-472189)  Lys (TTT) 73 bp  Sc: 80.33 
GGGATATTAGCTCAGTCGGTAGAGCACTTGACTTTTAATCAAGGTGTCCCGGGTTCGAAT 
CCCGGATGTCTCA 
>Clostridium_phytofermentans_ISDg_chr.trna8-LysTTT (21653-21728)  Lys (TTT) 76 bp  Sc: 80.95 
GGGATATTAGCTCAGTCGGTAGAGCACTTGACTTTTAATCAAGGTGTCCCGGGTTCGAAT 
CCCGGATGTCTCACTA 
>Clostridium_phytofermentans_ISDg_chr.trna6-MetCAT (21414-21487)  Met (CAT) 74 bp  Sc: 75.38 
CGCGGGGTGGAGCAGTCTGGAAGCTCGTCGGGCTCATAACCCGAAGGTCATAGGTTCAAA 
TCCTATCCCCGCAA 
>Clostridium_phytofermentans_ISDg_chr.trna37-MetCAT (985387-985460)  Met (CAT) 74 bp  Sc: 79.04 
GGCGAAATAGCTCAGTTGGCTAGAGCATACGGTTCATACCCGTAGGGTCGTGGGTTCAAA 
TCCCTCTTTCGCTA 
>Clostridium_phytofermentans_ISDg_chr.trna13-MetCAT (179651-179724)  Met (CAT) 74 bp  Sc: 81.16 
GGCGAAGTAGCTCAGTTGGCTAGAGCATACGGTTCATACCCGTAGTGTCGGGGGTTCAAA 
TCCCTCCTTCGCTA 
>Clostridium_phytofermentans_ISDg_chr.trna23-MetCAT (451746-451822)  Met (CAT) 77 bp  Sc: 87.22 
GGACCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTCGGTCCCGGGTTCGAG 
TCCCCGAAGGTCCACTA 



>Clostridium_phytofermentans_ISDg_chr.trna7-PheGAA (21533-21605)  Phe (GAA) 73 bp  Sc: 80.51 
GCCCAGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACTGGTTCGATT 
CCGGTTCTGGGCA 
>Clostridium_phytofermentans_ISDg_chr.trna51-ProCGG (4069990-4069917)  Pro (CGG) 74 bp  Sc: 73.12 
CGAGGCGTGGCTCAGTTTGGTAGAGCGCTACGTTCGGGACGTAGAAGCCGCAAGTTCGAA 
TCTTGTCGCCTCGA 
>Clostridium_phytofermentans_ISDg_chr.trna28-ProTGG (471589-471663)  Pro (TGG) 75 bp  Sc: 82.38 
CGGGGTGTGGCTCAGTTTGGCTAGAGTGCTTGATTTGGGATCAAGAGGTCGCAGGTTCGA 
ATCCTGTCACCCCGA 
>Clostridium_phytofermentans_ISDg_chr.trna35-ProTGG (472399-472473)  Pro (TGG) 75 bp  Sc: 82.38 
CGGGGTGTGGCTCAGTTTGGCTAGAGTGCTTGATTTGGGATCAAGAGGTCGCAGGTTCGA 
ATCCTGTCACCCCGA 
>Clostridium_phytofermentans_ISDg_chr.trna38-MetCAT (1559989-1560058)  Met (CAT) 70 bp  Sc: 32.51 
GGTGTCGTGGCCAAGAGGAAGGCGGGAGTCCCATAAACTCTTAATCCTGGTTCGAATCCA 
GGCGGTACCG 
>Clostridium_phytofermentans_ISDg_chr.trna39-SerCGA (2427526-2427611)  Ser (CGA) 86 bp  Sc: 60.41 
GGAGATGTATCGAAGAGGCCATAACGAGCCTGACTCGAAATCAGGTTGCCTGCAAGGGCA 
CGTGGGTTCGAATCCCACCGTCTCCG 
>Clostridium_phytofermentans_ISDg_chr.trna1-SerGCT (15146-15233)  Ser (GCT) 88 bp  Sc: 57.60 
GGAGAAATACTCAAGAGGCTGAAGAGGCGCCCCTGCTAAGGGTGTAGGTCGTTTACGCGG 
CGCGAGGGTTCAAATCCCTCTTTCTCCG 
>Clostridium_phytofermentans_ISDg_chr.trna18-SerGGA (445606-445694)  Ser (GGA) 89 bp  Sc: 62.73 
GGAGAAATACCCAAGCGGCTGAAGGGGCTCCCCTGGAAAGGGAGTAGGTCGTTAATAGCG 
GCGCGAGGGTTCAAATCCCTCTTTCTCCG 
>Clostridium_phytofermentans_ISDg_chr.trna17-SerTGA (445426-445511)  Ser (TGA) 86 bp  Sc: 60.43 
GGAGAGTTGCCCGAGCGGTTTAAGGGGCTGGTCTTGAAAACCAGTGATTCCGAAAGGGAC 
CGTGGGTTCGAATCCCACATTCTCCG 
>Clostridium_phytofermentans_ISDg_chr.trna52-ThrCGT (4069880-4069808)  Thr (CGT) 73 bp  Sc: 78.50 
GCCGTTATAGCACAGTCGGTAGTGCGATTCACTCGTAATGAATAGGTCACCGGTTCGATT 
CCGGTTAACGGCT 
>Clostridium_phytofermentans_ISDg_chr.trna53-ThrGGT (4044167-4044095)  Thr (GGT) 73 bp  Sc: 77.74 
GCTGTTATGGCTCAGTCGGTAGAGCGTCACCTTGGTAAGGTGGAGGTCACGGGTTCGATT 
CCCGTTAACAGCT 
>Clostridium_phytofermentans_ISDg_chr.trna22-ThrTGT (451645-451717)  Thr (TGT) 73 bp  Sc: 83.18 
GCCGACGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCGAGT 
CCGATCGTCGGCT 
>Clostridium_phytofermentans_ISDg_chr.trna4-ThrTGT (21189-21261)  Thr (TGT) 73 bp  Sc: 83.18 
GCCGACGTGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTATCGGTTCGAGT 
CCGATCGTCGGCT 
>Clostridium_phytofermentans_ISDg_chr.trna50-TrpCCA (4248748-4248676)  Trp (CCA) 73 bp  Sc: 68.14 
AGGGGTATAGTTCAGCTGGTAGAATAACGGTCTCCAAAACCGCAGGTCGTGGGTTCAAAT 
CCTACTGCCCCTG 
>Clostridium_phytofermentans_ISDg_chr.trna5-TyrGTA (21271-21352)  Tyr (GTA) 82 bp  Sc: 50.96 
GGATGGGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTAGCAACGCTTTCGAA 
GGTTCGAATCCTTCTCCATCCA 
>Clostridium_phytofermentans_ISDg_chr.trna14-TyrGTA (187268-187349)  Tyr (GTA) 82 bp  Sc: 53.28 
GGATGGGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTAGCGACGCTTTCGAA 
GGTTCGAATCCTTCTCCATCCA 
>Clostridium_phytofermentans_ISDg_chr.trna56-Undet??? (3638868-3638789)  Undet (???) 80 bp  Sc: 34.84 
GGGATAGTAGCTCAATTGGCAGAGCACTGGCGGCCGCATAACAAGTACAGCATGTAATGG 
TTCGAATCCATTCTATTCCA 
>Clostridium_phytofermentans_ISDg_chr.trna25-ValTAC (452017-452089)  Val (TAC) 73 bp  Sc: 82.22 
GGGATCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCATAGGTTCGAGC 
CCTATAGGTCCCA 
>Clostridium_phytofermentans_ISDg_chr.trna3-ValTAC (21063-21135)  Val (TAC) 73 bp  Sc: 82.22 
GGGATCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCATAGGTTCGAAC 
CCTATAGGTCCCA 
>Clostridium_phytofermentans_ISDg_chr.trna36-ValTAC (985291-985363)  Val (TAC) 73 bp  Sc: 82.22 
GGGATCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGAGGGTCATAGGTTCGAGC 
CCTATAGGTCCCA 
>Clostridium_tetani_E88_chr.trna47-AlaTGC (38326-38251)  Ala (TGC) 76 bp  Sc: 90.91 
GGGGGTATAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAAGAGTTCGAAT 
CTCTTTATCTCCACCA 
>Clostridium_tetani_E88_chr.trna17-AlaTGC (566657-566732)  Ala (TGC) 76 bp  Sc: 93.93 
GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_tetani_E88_chr.trna26-AlaTGC (2793741-2793666)  Ala (TGC) 76 bp  Sc: 93.93 



GGGGGTATAGCTCAGTTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGAAT 
CTCCTTATCTCCACCA 
>Clostridium_tetani_E88_chr.trna50-ArgACG (28295-28219)  Arg (ACG) 77 bp  Sc: 81.94 
GCACCGGTAGCTCAGTTGGATAGAGTAGCTGGCTACGAACCAGTTGGTCGGGGGTTCGAA 
TCCTCTCCGGTGTACCA 
>Clostridium_tetani_E88_chr.trna51-ArgCCT (26259-26183)  Arg (CCT) 77 bp  Sc: 78.82 
GCGCTCGTAGCTCAGTTGGATAGAGCAGTGGTTTCCTAAACCACGTGCCAGGGGTTCAAT 
TCCTCTCGGGCGCACCA 
>Clostridium_tetani_E88_chr.trna40-ArgTCG (2523461-2523385)  Arg (TCG) 77 bp  Sc: 81.89 
GCGCCCATAGCTCAGCTGGATAGAGTTACGGACTTCGAATCCGGAGGTCACAGGTTCGAC 
TCCTGTTGGGCGCACCA 
>Clostridium_tetani_E88_chr.trna32-ArgTCT (2524175-2524099)  Arg (TCT) 77 bp  Sc: 86.55 
GCGTCTTTAGCTCAGCTGGATAGAGCAACGGCCTTCTAAGCCGTGTGCCAGGGGTTCGAC 
TCCCTTAAGACGCACCA 
>Clostridium_tetani_E88_chr.trna10-AsnGTT (172150-172224)  Asn (GTT) 75 bp  Sc: 83.05 
TCCGTGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGAAGGGTTGAAGGTTCGAATC 
CTTTCCACGGAGCCA 
>Clostridium_tetani_E88_chr.trna19-AsnGTT (570186-570260)  Asn (GTT) 75 bp  Sc: 83.05 
TCCGTGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGAAGGGTTGAAGGTTCGAATC 
CTTTCCACGGAGCCA 
>Clostridium_tetani_E88_chr.trna28-AsnGTT (2788520-2788446)  Asn (GTT) 75 bp  Sc: 83.05 
TCCGTGGTAGCTCAATGGTGGAGCATTCGGCTGTTAACCGAAGGGTTGAAGGTTCGAATC 
CTTTCCACGGAGCCA 
>Clostridium_tetani_E88_chr.trna3-AspGTC (82507-82584)  Asp (GTC) 78 bp  Sc: 91.34 
GGCCCAGTGGCTCAGTTGGTTTAGAGTGCCGGCCTGTCACGCCGGAGGTCGAGGGTTCGA 
GTCCCTTCTGGGTCGCCA 
>Clostridium_tetani_E88_chr.trna43-CysGCA (2414867-2414793)  Cys (GCA) 75 bp  Sc: 72.76 
GGCACTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATTCCCCAGTTCAAATC 
TGGGTGGTGCCTCCA 
>Clostridium_tetani_E88_chr.trna12-CysGCA (182817-182891)  Cys (GCA) 75 bp  Sc: 78.45 
GGCGCTATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_tetani_E88_chr.trna45-GlnCTG (326445-326370)  Gln (CTG) 76 bp  Sc: 68.64 
TGCCCATTAGCCAAATGGTAAGGCACCTGTCTCTGGAACAGGCACTGTGCTGGTTCGAAT 
CCAGCATGGGCAGCCA 
>Clostridium_tetani_E88_chr.trna35-GlnTTG (2523922-2523848)  Gln (TTG) 75 bp  Sc: 72.14 
TGGGATGTCGCCAAGTGGTAAGGCACGGGACTTTGACTTCCGCATTCGTAGGTTCGAATC 
CTGCCATCCCAGCCA 
>Clostridium_tetani_E88_chr.trna20-GluCTC (713286-713360)  Glu (CTC) 75 bp  Sc: 69.40 
GGTCTCTTGGTCAAGTGGTTAAGACGCCACCCTCTCAAGGTGGAATCGGGAGTTCGATCC 
TCCTAGAGACTGCCA 
>Clostridium_tetani_E88_chr.trna1-GluTTC (82338-82412)  Glu (TTC) 75 bp  Sc: 75.70 
GGCCCCTTGGTCAAGTGGTTAAGACACCACCCTTTCACGGTGGTAACATGGGTTCGAATC 
CCGTAGGGGTCACCA 
>Clostridium_tetani_E88_chr.trna38-GlyGCC (2523642-2523568)  Gly (GCC) 75 bp  Sc: 84.37 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGTGGGTTCGAATC 
CCATCTTCCGCTCCA 
>Clostridium_tetani_E88_chr.trna42-GlyGCC (2414948-2414874)  Gly (GCC) 75 bp  Sc: 84.37 
GCGGGAGTGGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAACGTCGTGGGTTCGAATC 
CCATCTTCCGCTCCA 
>Clostridium_tetani_E88_chr.trna31-GlyTCC (2524253-2524180)  Gly (TCC) 74 bp  Sc: 77.14 
GCGGGTGTAGCTCAATGGTAGAGTTCCAGCCTTCCAAGCTGGCTGTGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Clostridium_tetani_E88_chr.trna39-GlyTCC (2523556-2523483)  Gly (TCC) 74 bp  Sc: 77.14 
GCGGGTGTAGCTCAATGGTAGAGTTCCAGCCTTCCAAGCTGGCTGTGAGAGTTCGATTCT 
CTTCACCCGCTCCA 
>Clostridium_tetani_E88_chr.trna34-HisGTG (2524007-2523932)  His (GTG) 76 bp  Sc: 74.72 
GTGGGTATAGCTCAGGTGGTAGAGCGCCAGATTGTGGTTCTGGATGCCAAGGGTTCGAGT 
CCCTTTATCCACCCCA 
>Clostridium_tetani_E88_chr.trna18-IleGAT (566743-566819)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_tetani_E88_chr.trna24-IleGAT (2797231-2797155)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 
TCCATTTAAGCCCACCA 
>Clostridium_tetani_E88_chr.trna27-IleGAT (2791914-2791838)  Ile (GAT) 77 bp  Sc: 98.32 
GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAG 



TCCATTTAAGCCCACCA 
>Clostridium_tetani_E88_chr.trna22-LeuCAA (2243062-2243150)  Leu (CAA) 89 bp  Sc: 73.63 
GCCGAAGTGGTGGAACTGGCAGACGCGCTGGATTCAAAATCCAGTGGGGCTTAAACCTCG 
TGCGGGTTCGATTCCCGCCTTCGGCACCA 
>Clostridium_tetani_E88_chr.trna44-LeuGAG (2236411-2236326)  Leu (GAG) 86 bp  Sc: 58.71 
GCAGGTGTGCTGGAATTGGCAGACAGGCACGCTTGAGGTGCGTGTGTTCAACGAACGTAT 
GGGTTCAAGTCCCTTCACCTGCACCA 
>Clostridium_tetani_E88_chr.trna5-LeuTAA (159533-159623)  Leu (TAA) 91 bp  Sc: 76.91 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGTTTTGAAGCAC 
CGTACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_tetani_E88_chr.trna8-LeuTAA (159813-159903)  Leu (TAA) 91 bp  Sc: 76.91 
GCCGAAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGTGTTTTGAAGCAC 
CGTACCGGTTCGATTCCGGTCTTCGGCACCA 
>Clostridium_tetani_E88_chr.trna37-LeuTAG (2523745-2523662)  Leu (TAG) 84 bp  Sc: 73.77 
GCAGGTGTGGCGGAATTGGCAGACGCACTAGACTTAGGATCTAGCGCCTTTGGCGTGGGG 
GTTCGACTCCCTTCACCTGCACCA 
>Clostridium_tetani_E88_chr.trna33-LysCTT (2524094-2524019)  Lys (CTT) 76 bp  Sc: 91.25 
GTGCCATTAGCTCAGTTGGTAGAGCACCTGACTCTTAATCAGGGTGTCCAGGGTTCGACT 
CCCTGATGGCGCACCA 
>Clostridium_tetani_E88_chr.trna36-LysTTT (2523844-2523769)  Lys (TTT) 76 bp  Sc: 86.50 
GATCCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_tetani_E88_chr.trna54-LysTTT (5324-5249)  Lys (TTT) 76 bp  Sc: 86.50 
GATCCACTAGCTCAGTCGGTAGAGCACATGACTTTTAATCATGGTGTCCGGGGTTCGATT 
CCCCGGTGGATCACCA 
>Clostridium_tetani_E88_chr.trna6-MetCAT (159635-159710)  Met (CAT) 76 bp  Sc: 84.32 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACCTCCGCAACCA 
>Clostridium_tetani_E88_chr.trna9-MetCAT (159915-159990)  Met (CAT) 76 bp  Sc: 84.32 
CGCGGGGTGGAGCAGCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAGT 
CCTACCTCCGCAACCA 
>Clostridium_tetani_E88_chr.trna7-MetCAT (159731-159807)  Met (CAT) 77 bp  Sc: 88.08 
GGCGGAATAGCTCAGCTGGCTAGAGCATTCGGTTCATACCCGAAGTGTCGTAGGTTCAAG 
TCCTATTTCCGCTACCA 
>Clostridium_tetani_E88_chr.trna25-MetCAT (2793824-2793748)  Met (CAT) 77 bp  Sc: 94.88 
GGATCTTTAGCTCAGCTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_tetani_E88_chr.trna46-MetCAT (38408-38332)  Met (CAT) 77 bp  Sc: 94.88 
GGATCTTTAGCTCAGCTGGTTAGAGCAACCGGCTCATAACCGGTAGGTCCGGGGTTCGAG 
TCCCTGAAGGTCCACCA 
>Clostridium_tetani_E88_chr.trna11-PheGAA (181014-181089)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_tetani_E88_chr.trna41-PheGAA (2415029-2414954)  Phe (GAA) 76 bp  Sc: 85.71 
GGCTCGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCCCTGGTTCGATT 
CCTGGTCGAGCCACCA 
>Clostridium_tetani_E88_chr.trna21-ProGGG (1206667-1206742)  Pro (GGG) 76 bp  Sc: 75.93 
CTGGGTATAGCGCAGATGGTAGCGCGCATGCATGGGGTGCATGAGGTCGCAGGTTCAAGT 
CCTGTTACTCAGACCA 
>Clostridium_tetani_E88_chr.trna30-ProTGG (2524339-2524264)  Pro (TGG) 76 bp  Sc: 82.05 
CGGGGTGTGGCGCAGATGGGAGCGCGCGTGGTTTGGGACCATGAGGTCGCAGGTTCAAGC 
CCTGTCACCCCGACCA 
>Clostridium_tetani_E88_chr.trna52-SerCGA (25606-25515)  Ser (CGA) 92 bp  Sc: 56.78 
GGAGAGATGTCCGAGAGGTCGAAGGTGGTGGTCTCGAAAACCATTATACAGTAACAACTG 
TATCGAGGGTTCAAATCCCTCTCTCTCCGCCA 
>Clostridium_tetani_E88_chr.trna49-SerGCT (28435-28345)  Ser (GCT) 91 bp  Sc: 66.57 
GGAGAAATACTCAAGAGGTCGAAGAGGCGCCCCTGCTAAGGGCGTAGGTCGGGTAACCGG 
CACGAGGGTTCAAATCCCTCTTTCTCCGCCA 
>Clostridium_tetani_E88_chr.trna53-SerGGA (24292-24203)  Ser (GGA) 90 bp  Sc: 71.33 
GGAGAGATGTCCGAGAGGTTGAAGGAGCACGCCTGGAAAGCGTGTGTAGGGGCAACTCTA 
CCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Clostridium_tetani_E88_chr.trna48-SerTGA (28553-28463)  Ser (TGA) 91 bp  Sc: 77.44 
GGAAAGATGGTCGAGTTGGTTTAAGGCACCGGTCTTGAAAACCGGCGTACGGGTGACCGT 
ACCGTGGGTTCGAATCCCACTCTTTCCGCCA 
>Clostridium_tetani_E88_chr.trna29-ThrGGT (2765679-2765604)  Thr (GGT) 76 bp  Sc: 86.12 
GCCCATGTAGCTCAGTAGGTAGAGTGCCACCTTGGTAAGGTGGAGGTCACCGGTTCAATC 
CCGGTCATGGGCTCCA 



>Clostridium_tetani_E88_chr.trna13-ThrTGT (302847-302922)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_tetani_E88_chr.trna15-ThrTGT (303065-303140)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_tetani_E88_chr.trna4-ThrTGT (82592-82667)  Thr (TGT) 76 bp  Sc: 88.90 
GCTGGCATGGCTCAATTGGCAGAGCAGCTGACTTGTAATCAGCAGGTTGTAGGTTCAAGT 
CCTATTGCCAGCTCCA 
>Clostridium_tetani_E88_chr.trna23-TrpCCA (2577708-2577783)  Trp (CCA) 76 bp  Sc: 72.06 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTCCGGGTTCAAGT 
CCTCGTGCCCCTGCCA 
>Clostridium_tetani_E88_chr.trna14-TyrGTA (302928-303013)  Tyr (GTA) 86 bp  Sc: 66.49 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGGCTTTCGCCTTCGA 
TGGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_tetani_E88_chr.trna16-TyrGTA (303146-303231)  Tyr (GTA) 86 bp  Sc: 66.49 
GGAGGAGTTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGGCTTTCGCCTTCGA 
TGGTTCGAATCCGTCCTCCTCCACCA 
>Clostridium_tetani_E88_chr.trna2-ValTAC (82424-82499)  Val (TAC) 76 bp  Sc: 95.51 
GGGCGCATAGCTCAGCTGGGAGAGCACCTGCCTTACAAGCAGGGGGTCACAGGTTCGAGC 
CCtgttgtGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna10-AlaGGC (716152-716227)  Ala (GGC) 76 bp  Sc: 87.49 
GGGGCTATAGCGCAGTTGGGAGCGCGCTTGAATGGCATTCAAGAGGTCAGGGGTTCGAAC 
CCCCTTAGCTCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna34-AlaTGC (3667119-3667194)  Ala (TGC) 76 bp  Sc: 92.93 
GGGGGTGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGATT 
CTCCTCATCTCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna37-AlaTGC (2816805-2816730)  Ala (TGC) 76 bp  Sc: 92.93 
GGGGGTGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGGAGTTCGATT 
CTCCTCATCTCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna19-ArgACG (2889966-2890042)  Arg (ACG) 77 bp  Sc: 80.64 
GCGCCCATAGCTCAATTGGATAGAGCGTTTGACTACGGATCAAAAGGTTAGGGGTTCGAC 
TCCTCTTGGGCGCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna27-ArgCCG (3167860-3167934)  Arg (CCG) 75 bp  Sc: 62.12 
GTCCCGGTAGTCTAATGGATAAGACGGTGGATTCCGGTTCCACTGATGCGGGTTCGATTC 
CTGCCCGGGACACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna20-ArgCCT (2931114-2931190)  Arg (CCT) 77 bp  Sc: 82.96 
GTGCCCATAGCTCAGCAGGATAGAGCGTCGGTTTCCTAAACCGCAGGTCAGGGGTTCGAA 
TCCCTTTGGGCACACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna4-ArgTCT (234276-234352)  Arg (TCT) 77 bp  Sc: 83.99 
CTGCCCGTAGCTCAGCTGGATAGAGCAACGGACTTCTAATCCGTCGGTCGGACGTTCGAA 
TCGTCTCGGGCAGGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna35-AsnGTT (3670515-3670590)  Asn (GTT) 76 bp  Sc: 88.64 
TCCTCAATAGCTCAGTCGGTAGAGCATGCGGCTGTTAACCGCAGGGTCGTAGGTTCGAGT 
CCTACTTGAGGAGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna51-AsnGTT (1070548-1070473)  Asn (GTT) 76 bp  Sc: 88.64 
TCCTCAATAGCTCAGTCGGTAGAGCATGCGGCTGTTAACCGCAGGGTCGTAGGTTCGAGT 
CCTACTTGAGGAGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna31-AspGTC (3648505-3648581)  Asp (GTC) 77 bp  Sc: 88.84 
GGCCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGGTCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna45-AspGTC (2198334-2198258)  Asp (GTC) 77 bp  Sc: 88.84 
GGCCCGGTAGTTCAGTTGGTTAGAATGCCAGCCTGTCACGCTGGAGGTCGAGGGTTCGAG 
CCCCTTCCGGGTCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna48-CysGCA (2198048-2197974)  Cys (GCA) 75 bp  Sc: 80.01 
GGCGCCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATTCCCCGGTTCAAATC 
CGGGTGGCGCCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna49-GlnCTG (1586112-1586039)  Gln (CTG) 74 bp  Sc: 66.12 
TGCGGGATGGTGTAAGGGTAGCACAAATGACTCTGGATCATTGTGTGAGGGTTCGAATCC 
TTCTCCCGCAGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna7-GlnTTG (413302-413377)  Gln (TTG) 76 bp  Sc: 74.47 
AGGGATGTAGCCAAGCGGCAAGGCACCAGACTTTGACTCTGGCATTTCGTAGGTTCGAAT 
CCTGCCATCCCTGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna55-GluCTC (803675-803601)  Glu (CTC) 75 bp  Sc: 75.03 
GGCCCATTGGTCAAGCGGCTAAGACGCCACCCTCTCAAGGTGGAAACAGGGGTTCGATTC 
CCCTATGGGTCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna25-GluTTC (3163607-3163681)  Glu (TTC) 75 bp  Sc: 77.43 



GGCCCATTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAGTC 
CCCTATGGGTCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna30-GluTTC (3648342-3648416)  Glu (TTC) 75 bp  Sc: 77.43 
GGCCCATTGGTCAAGCGGTTAAGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAGTC 
CCCTATGGGTCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna42-GlyCCC (2450305-2450232)  Gly (CCC) 74 bp  Sc: 79.30 
GCGGGTGTAATTCAGTGGTAGAATGTCAGCTTCCCAAGCTGATTGCGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna47-GlyGCC (2198174-2198100)  Gly (GCC) 75 bp  Sc: 82.67 
GCGGGTTTAACTCAGTGGTAGAGTGTCACCTTGCCAAGGTGAAAGTCGCGAGTTCAAATC 
TCGTAACCCGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna1-GlyGCC (140862-140936)  Gly (GCC) 75 bp  Sc: 83.79 
GCGGGTTTAACTCAGTGGTAGAGTGTCACCTTGCCAAGGTGAAAGTCGCGAGTTCGAATC 
TCGTAACCCGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna2-GlyTCC (141048-141121)  Gly (TCC) 74 bp  Sc: 86.66 
GCGGGTGTAGTTCAATGGTAGAACATCAGCCTTCCAAGCTGATTGCGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna3-GlyTCC (234188-234261)  Gly (TCC) 74 bp  Sc: 86.66 
GCGGGTGTAGTTCAATGGTAGAACATCAGCCTTCCAAGCTGATTGCGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna6-HisGTG (413218-413294)  His (GTG) 77 bp  Sc: 82.15 
GTGGGTATAGTTCAGTTGGTTAGAGCGCCAGATTGTGGCTCTGGAGGTCGTGGGTTCGAG 
TCCCACTATCCACCCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna28-IleGAT (3429222-3429298)  Ile (GAT) 77 bp  Sc: 94.21 
GGGCTCATAGCTCAGATGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGATGGTTCGAT 
TCCATTTGAGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna9-LeuCAA (625599-625685)  Leu (CAA) 87 bp  Sc: 71.69 
GCCGATGTGGCGGAACTGGCAGACGCCCACGACTCAAAATCGTGTTCCCGGAAGGGAGTG 
TGGGTTCGACTCCCACCATCGGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna15-LeuCAG (1247191-1247277)  Leu (CAG) 87 bp  Sc: 68.01 
GCGAGGATGGCGGAACTGGCAGACGCGCTAGATTCAGGTTCTAGTGGCCGCAAGGCTGTA 
TGGGTTCAAATCCCTTTCCTCGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna11-LeuGAG (1155900-1155982)  Leu (GAG) 83 bp  Sc: 56.30 
GCGGTCGTGGTGGAATTGGCAGACACGTACGTTTGAGGGGCGTATGCGAAAGCGTGTGGG 
TTCAAATCCCACCGACCGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna22-LeuTAA (3141417-3141506)  Leu (TAA) 90 bp  Sc: 75.90 
GCCGGAGTGGCGGAACTGGCAGACGCACAGGACTTAAAATCCTGCGGGACTTATCCTCCC 
GTACCGGTTCGATTCCGGTCTCCGGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna5-LeuTAG (268230-268313)  Leu (TAG) 84 bp  Sc: 71.69 
GCGGACGTGGCGGAATTGGCAGACGCGCTAGATTTAGGATCTAGTGTCACCGACGTGGGG 
GTTCAAGTCCCTTCGTCCGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna56-LysCTT (625217-625142)  Lys (CTT) 76 bp  Sc: 94.98 
GCGCCATTAGCTCAGTTGGTAGAGCAACTGACTCTTAATCAGTGGGCCCGGGGTTCGAGT 
CCCTGATGGCGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna29-LysTTT (3648103-3648178)  Lys (TTT) 76 bp  Sc: 87.44 
GGGCCATTAGCTCAGTTGGCAGAGCACATGACTTTTAATCATGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna8-LysTTT (413383-413458)  Lys (TTT) 76 bp  Sc: 87.44 
GGGCCATTAGCTCAGTTGGCAGAGCACATGACTTTTAATCATGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna24-MetCAT (3163524-3163600)  Met (CAT) 77 bp  Sc: 85.23 
GGCGGCGTAGCTCAGTTGGCAAGAGCATACGGTTCATACCCGTAGTGTCGTTGGTTCGAA 
TCCGACCGCCGCTACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna23-MetCAT (3141517-3141592)  Met (CAT) 76 bp  Sc: 91.86 
CGCGGGGTGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGGAGGTTCAAGT 
CCTCCCCCCGCAACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna12-MetCAT (1244397-1244473)  Met (CAT) 77 bp  Sc: 99.86 
GGGCCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCCGGGGTTCGAG 
TCCCTGAAGGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna52-MetCAT (1070469-1070393)  Met (CAT) 77 bp  Sc: 99.86 
GGGCCTTTAGCTCAGTTGGTTAGAGCAACCGGCTCATAACCGGTTGGTCCGGGGTTCGAG 
TCCCTGAAGGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna13-PheGAA (1244488-1244563)  Phe (GAA) 76 bp  Sc: 91.74 
GCCCAGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 
CCGGCTCTGGGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna46-PheGAA (2198253-2198178)  Phe (GAA) 76 bp  Sc: 91.74 
GCCCAGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGCTGGTTCGATT 



CCGGCTCTGGGCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna16-ProCGG (2092980-2093056)  Pro (CGG) 77 bp  Sc: 83.54 
CGGGGCGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGCATGTTCAAA 
TCATGTCGCCCCGACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna54-ProGGG (818681-818604)  Pro (GGG) 78 bp  Sc: 83.63 
CGGGGTGTAGCTCAGCTTGGTTAGAGTGCTTGCTTGGGGTGCAAGAGGTCGCTGGTTCAA 
ATCCAGTCACTCCGACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna39-ProTGG (2598424-2598349)  Pro (TGG) 76 bp  Sc: 84.04 
CGGGGTGTAGCGCAGCTGGTAGCGCACGTGGTTTGGGACCATGGGGCCGGGGGTTCAAGT 
CCTCTCACCCCGACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna21-SerCGA (2969231-2969321)  Ser (CGA) 91 bp  Sc: 71.07 
GGAGACGTATCGAAGTGGTCATAACGAGCCTGACTCGAAATCAGGTTGTCGCGCAAGCGG 
CACGTGAGTTCGAATCTCACCGTCTCCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna18-SerGCT (2847049-2847142)  Ser (GCT) 94 bp  Sc: 75.90 
GGAGAAGTACCCAAGTAGGTCGAAGGGGACGGTTTGCTAAACCGTTAGGTCGGCTTAAAC 
CGGCGCGAGGGTTCGAATCCCTCCTTCTCCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna38-SerGGA (2756857-2756764)  Ser (GGA) 94 bp  Sc: 76.08 
GGAGAGATGGCTGAGCTGGTCTAAGGCGCACGACTGGAAATCGTGTGTACTCCCAAAAGG 
GGTACCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna17-SerTGA (2846929-2847019)  Ser (TGA) 91 bp  Sc: 76.69 
GGAGAGATGGTCGAGCTGGTTTAAGGCGCCGGTCTTGAAAACCGGAGTAGGCGCAAGCCT 
ACCGTGAGTTCGAATCTCACTCTCTCCGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna50-ThrCGT (1429046-1428971)  Thr (CGT) 76 bp  Sc: 88.83 
GCCACCATAGCTCAGTTGGTAGAGCAGCGCATTCGTAATGCGCGGGTCGACGGTTCGAGT 
CCGCCTGGTGGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna43-ThrGGT (2450215-2450140)  Thr (GGT) 76 bp  Sc: 80.55 
GCCCTCATAGCTCAGTAGGCAGAGCGCATCCATGGTAAGGATGAGGTCACCAGTTCGATT 
CTGGTTGGGGGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna32-ThrTGT (3648631-3648706)  Thr (TGT) 76 bp  Sc: 85.18 
GCTGGTGTAGCTCAGCAGGTAGAGCAGCTGACTTGTAATCAGCAGGTTGGGGGTTCGATT 
CCGTCCACCAGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna41-ThrTGT (2593112-2593037)  Thr (TGT) 76 bp  Sc: 91.51 
GCTGGTGTAGCTCAGCTGGTAGAGCAGCTGACTTGTAATCAGCAGGTCGGGGGTTCGAAT 
CCGTCCACCAGCTCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna53-TrpCCA (828365-828290)  Trp (CCA) 76 bp  Sc: 80.10 
AGGGGTATAGCTCAATTGGTAGAGTAGCGGTCTCCAAAACCGTTGGTTGCGGGTTCGATT 
CCTGCTGCCCCTGCCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna33-TyrGTA (3648710-3648794)  Tyr (GTA) 85 bp  Sc: 68.22 
GGAGGGATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCTGTTGGCTCAGCCTTCGAT 
GGTTCGAATCCATCTCCCTCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna14-TyrGTA (1244617-1244702)  Tyr (GTA) 86 bp  Sc: 69.21 
GGAGGGATTCCCGAGTGGCCAAAGGGGGCAGACTGTAAATCtgttgtCTTTCGACTTCGA 
TGGTTCGAATCCATCTCCCTCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna36-ValGAC (3750838-3750762)  Val (GAC) 77 bp  Sc: 91.53 
GGGCGATTAGCTCAGCTGGTTAGAGTACCACGTTGACATCGTGGGGGTCGATGGTTCGAG 
TCCATTATCGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna26-ValTAC (3163689-3163764)  Val (TAC) 76 bp  Sc: 89.27 
GGGCGCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCATAGGTTCGAGC 
CCTATAGTGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna44-ValTAC (2198413-2198338)  Val (TAC) 76 bp  Sc: 89.27 
GGGCGCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCATAGGTTCGAGC 
CCTATAGTGCCCACCA 
>Clostridium_thermocellum_ATCC_27405_chr.trna40-ValTAC (2596592-2596517)  Val (TAC) 76 bp  Sc: 93.11 
GGGCGCTTAGCTCAGCTGGGAGAGCATCTGCCTTACAAGCAGGGGGTCATAGGTTCGAGC 
CCTATAGCGCCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna79-AlaGGC (2964184-2964109)  Ala (GGC) 76 bp  Sc: 80.97 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTCGCTGGCAGCGAAGAGGTCTGCGGTTCGATC 
CCGCATAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna3-AlaTGC (45969-46044)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna4-AlaTGC (51813-51888)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna5-AlaTGC (352566-352641)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 



>Colwellia_psychrerythraea_34H_chr.trna59-AlaTGC (4078437-4078362)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna6-AlaTGC (358417-358492)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna7-AlaTGC (556276-556351)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna8-AlaTGC (562120-562195)  Ala (TGC) 76 bp  Sc: 91.16 
GGGGCTATAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCAGTTCGATC 
CTGCTTAGCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna11-ArgACG (1072605-1072681)  Arg (ACG) 77 bp  Sc: 90.01 
GGGCGCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGCGGTCGCAGGTTCGAC 
TCCTGCCGCGCCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna13-ArgACG (1072968-1073044)  Arg (ACG) 77 bp  Sc: 90.01 
GGGCGCGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGCGGTCGCAGGTTCGAC 
TCCTGCCGCGCCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna12-ArgACG (1072747-1072823)  Arg (ACG) 77 bp  Sc: 90.13 
GGGCGTGTAGCTCAGCTGGATAGAGTACCTGGCTACGAACCAGGCGGTCGCAGGTTCGAC 
TCCTGCCACGCCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna51-ArgCCG (5356537-5356461)  Arg (CCG) 77 bp  Sc: 85.79 
CCACCCGTAGCTCAGCTGGATAGAGCGATGCCCTCCGGAGGCATAGGTCACAGGTTCGAC 
TCCTGTCGGGTGGACCA 
>Colwellia_psychrerythraea_34H_chr.trna61-ArgTCT (3953408-3953332)  Arg (TCT) 77 bp  Sc: 96.86 
GCGCCCTTAGCTCAGCTGGATAGAGCAACGCCCTTCTAAGGCGTGGGTCGTAGGTTCGAA 
TCCTACAGGGCGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna29-AsnGTT (3024992-3025067)  Asn (GTT) 76 bp  Sc: 89.58 
TCCCCAATAGCTCAGTTGGTAGAGCGATGGACTGTTAATCCATGTGTCACTGGTTCGAGC 
CCAGTTTGGGGAGCCA 
>Colwellia_psychrerythraea_34H_chr.trna30-AsnGTT (3025108-3025183)  Asn (GTT) 76 bp  Sc: 89.58 
TCCCCAATAGCTCAGTTGGTAGAGCGATGGACTGTTAATCCATGTGTCACTGGTTCGAGC 
CCAGTTTGGGGAGCCA 
>Colwellia_psychrerythraea_34H_chr.trna31-AsnGTT (3025224-3025299)  Asn (GTT) 76 bp  Sc: 89.58 
TCCCCAATAGCTCAGTTGGTAGAGCGATGGACTGTTAATCCATGTGTCACTGGTTCGAGC 
CCAGTTTGGGGAGCCA 
>Colwellia_psychrerythraea_34H_chr.trna32-AsnGTT (3025340-3025415)  Asn (GTT) 76 bp  Sc: 89.58 
TCCCCAATAGCTCAGTTGGTAGAGCGATGGACTGTTAATCCATGTGTCACTGGTTCGAGC 
CCAGTTTGGGGAGCCA 
>Colwellia_psychrerythraea_34H_chr.trna22-AspGTC (2356076-2356152)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna23-AspGTC (2356220-2356296)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna24-AspGTC (2356364-2356440)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna25-AspGTC (2356508-2356584)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna26-AspGTC (2356703-2356779)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna66-CysGCA (3398587-3398514)  Cys (GCA) 74 bp  Sc: 61.73 
GGCGGGTTGGCAGAGTGGTTATGCAGCGGATTGCAAATCCGTGTACACCAGTTCGATTCT 
GGTATCCGCCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna42-GlnTTG (3700029-3700103)  Gln (TTG) 75 bp  Sc: 75.65 
AGGGATATAGCCAAGCGGTAAGGCAGCGGGTTTTGATCCCGTCATTCAGAGGTTCAAATC 
CTCTTATCCCTGCCA 
>Colwellia_psychrerythraea_34H_chr.trna43-GlnTTG (3700167-3700241)  Gln (TTG) 75 bp  Sc: 75.65 
AGGGATATAGCCAAGCGGTAAGGCAGCGGGTTTTGATCCCGTCATTCAGAGGTTCAAATC 
CTCTTATCCCTGCCA 
>Colwellia_psychrerythraea_34H_chr.trna80-GluTTC (2964005-2963930)  Glu (TTC) 76 bp  Sc: 59.03 
GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna81-GluTTC (2963717-2963642)  Glu (TTC) 76 bp  Sc: 59.03 



GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna82-GluTTC (2963551-2963476)  Glu (TTC) 76 bp  Sc: 59.03 
GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna83-GluTTC (2963385-2963310)  Glu (TTC) 76 bp  Sc: 59.03 
GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna84-GluTTC (2963218-2963143)  Glu (TTC) 76 bp  Sc: 59.03 
GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna85-GluTTC (2962930-2962855)  Glu (TTC) 76 bp  Sc: 59.03 
GTCCCTATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTAGGGATGCCA 
>Colwellia_psychrerythraea_34H_chr.trna65-GlyGCC (3398727-3398652)  Gly (GCC) 76 bp  Sc: 88.50 
GCGGCTGTAGCTCAGCTGGTAGAGCATCACGTTGCCAACGTGAATGTCACGAGTTCGAGT 
CTCGTTAGCCGCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna68-GlyGCC (3398379-3398304)  Gly (GCC) 76 bp  Sc: 88.50 
GCGGCTGTAGCTCAGCTGGTAGAGCATCACGTTGCCAACGTGAATGTCACGAGTTCGAGT 
CTCGTTAGCCGCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna69-GlyGCC (3398234-3398159)  Gly (GCC) 76 bp  Sc: 88.50 
GCGGCTGTAGCTCAGCTGGTAGAGCATCACGTTGCCAACGTGAATGTCACGAGTTCGAGT 
CTCGTTAGCCGCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna71-GlyGCC (3397961-3397886)  Gly (GCC) 76 bp  Sc: 88.50 
GCGGCTGTAGCTCAGCTGGTAGAGCATCACGTTGCCAACGTGAATGTCACGAGTTCGAGT 
CTCGTTAGCCGCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna54-GlyTCC (5066058-5065985)  Gly (TCC) 74 bp  Sc: 64.42 
GCGGGCGTCGTATAGTGGTAATACCTTAGCCTTCCAAGCTAAAGCTGCGAGTTCGATTCT 
CGCCGCCCGCTCCA 
>Colwellia_psychrerythraea_34H_chr.trna48-HisGTG (4912381-4912456)  His (GTG) 76 bp  Sc: 85.39 
GTGGCTATAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGAGGGTTCAAGT 
CCCTTTAGCCACCCCA 
>Colwellia_psychrerythraea_34H_chr.trna62-HisGTG (3953300-3953225)  His (GTG) 76 bp  Sc: 85.39 
GTGGCTATAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGAGGGTTCAAGT 
CCCTTTAGCCACCCCA 
>Colwellia_psychrerythraea_34H_chr.trna1-IleGAT (36547-36623)  Ile (GAT) 77 bp  Sc: 92.65 
AGGTCTGTAGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCTACCA 
>Colwellia_psychrerythraea_34H_chr.trna14-IleGAT (1658065-1658141)  Ile (GAT) 77 bp  Sc: 92.65 
AGGTCTGTAGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCGGCAGTTCAAG 
TCTGCCCAGACCTACCA 
>Colwellia_psychrerythraea_34H_chr.trna9-LeuCAA (752180-752264)  Leu (CAA) 85 bp  Sc: 62.08 
GCCAGCGTGATGAAATTGGTATACATGGGGGATTCAAAATCCCCTGTCGCAAGACGTGTC 
GGTTCGAGTCCGACCGCTGGTACCA 
>Colwellia_psychrerythraea_34H_chr.trna64-LeuGAG (3582546-3582462)  Leu (GAG) 85 bp  Sc: 69.97 
GCGGATGTGGCGGAATTGGTAGACGCGTCAGCTTGAGGGGCTGGTGACTTAGGTCGTGGG 
GGTTCAAGTCCCCCCATCCGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna67-LeuTAA (3398507-3398423)  Leu (TAA) 85 bp  Sc: 68.47 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGATTTAAAATCCCTCGCCGAAAAGCGTGCC 
GGTTCAAGTCCGGCTCCGGGTACCA 
>Colwellia_psychrerythraea_34H_chr.trna70-LeuTAA (3398085-3398001)  Leu (TAA) 85 bp  Sc: 68.47 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGATTTAAAATCCCTCGCCGAAAAGCGTGCC 
GGTTCAAGTCCGGCTCCGGGTACCA 
>Colwellia_psychrerythraea_34H_chr.trna72-LeuTAA (3397752-3397668)  Leu (TAA) 85 bp  Sc: 68.47 
GCCCGGGTGGTGGAATTGGTAGACACAAGGGATTTAAAATCCCTCGCCGAAAAGCGTGCC 
GGTTCAAGTCCGGCTCCGGGTACCA 
>Colwellia_psychrerythraea_34H_chr.trna41-LeuTAG (3699902-3699986)  Leu (TAG) 85 bp  Sc: 69.74 
GCGGGTTTGGCGGAATTGGTAGACGCGCTGGATTTAGGTTCCAGTATCGCAAGATGTGAG 
AGTTCAAGTCTCTTGACCCGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna44-LeuTAG (3700294-3700378)  Leu (TAG) 85 bp  Sc: 69.74 
GCGGGTTTGGCGGAATTGGTAGACGCGCTGGATTTAGGTTCCAGTATCGCAAGATGTGAG 
AGTTCAAGTCTCTTGACCCGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna15-LysTTT (1782999-1783074)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 
CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna16-LysTTT (1783184-1783259)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 



CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna17-LysTTT (1783296-1783371)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 
CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna18-LysTTT (1783465-1783540)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 
CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna19-LysTTT (1783574-1783649)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 
CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna20-LysTTT (1783817-1783892)  Lys (TTT) 76 bp  Sc: 92.13 
CGGCCGTTAGCTCAGTTGGTAGAGCAGTTGGCTTTTAACCAATTTGTCGAAGGTTCAAAT 
CCTTCACGGCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna34-MetCAT (3411131-3411207)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna35-MetCAT (3411266-3411342)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna36-MetCAT (3411653-3411729)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna37-MetCAT (3411841-3411917)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna38-MetCAT (3412027-3412103)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna39-MetCAT (3412238-3412314)  Met (CAT) 77 bp  Sc: 82.47 
CGCGGGATGGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCAGTTCAAA 
TCTGGCTCCCGCAACCA 
>Colwellia_psychrerythraea_34H_chr.trna57-MetCAT (4565804-4565728)  Met (CAT) 77 bp  Sc: 93.33 
GGGCCTTTAGCTCAGTTGGTTAGAGCATCCGACTCATAATCGGCAGGTCCGCAGTTCAAG 
TCTGCGAAGGCCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna40-MetCAT (3699650-3699726)  Met (CAT) 77 bp  Sc: 93.90 
GGCTACATAGCTCAGTTGGTTAGAGCACATCACTCATAATGATGGGGTCCCAGGTTCGAG 
TCCCGGTGTAGCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna45-MetCAT (3700464-3700540)  Met (CAT) 77 bp  Sc: 93.90 
GGCTACATAGCTCAGTTGGTTAGAGCACATCACTCATAATGATGGGGTCCCAGGTTCGAG 
TCCCGGTGTAGCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna46-PheGAA (4364104-4364179)  Phe (GAA) 76 bp  Sc: 89.03 
GCCCCGATAGCTCAGTTGGTAGAGCAGAGGATTGAAAATCCTCGTGTCCCTGGTTCAAAT 
CCGGGTCGGGGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna58-PheGAA (4355573-4355498)  Phe (GAA) 76 bp  Sc: 89.03 
GCCCCGATAGCTCAGTTGGTAGAGCAGAGGATTGAAAATCCTCGTGTCCCTGGTTCAAAT 
CCGGGTCGGGGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna87-ProGGG (2712064-2711988)  Pro (GGG) 77 bp  Sc: 77.33 
CGGGGTATAGCGCAGCTTGGTAGCGCGCGCGCCTGGGGGGCGTGAGGTCGACAGTTCGAA 
TCTGTCTACTCCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna49-ProTGG (4912504-4912580)  Pro (TGG) 77 bp  Sc: 86.66 
CGGTGATTAGCGCAGCTTGGTAGCGCACTTGGTTTGGGTCCAAGGGGTCGCAAGTTCGAA 
TCTTGCATCACCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna50-ProTGG (4913971-4914047)  Pro (TGG) 77 bp  Sc: 86.66 
CGGTGATTAGCGCAGCTTGGTAGCGCACTTGGTTTGGGTCCAAGGGGTCGCAAGTTCGAA 
TCTTGCATCACCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna60-ProTGG (3953529-3953453)  Pro (TGG) 77 bp  Sc: 86.66 
CGGTGATTAGCGCAGCTTGGTAGCGCACTTGGTTTGGGTCCAAGGGGTCGCAAGTTCGAA 
TCTTGCATCACCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna63-ProTGG (3953175-3953099)  Pro (TGG) 77 bp  Sc: 86.66 
CGGTGATTAGCGCAGCTTGGTAGCGCACTTGGTTTGGGTCCAAGGGGTCGCAAGTTCGAA 
TCTTGCATCACCGACCA 
>Colwellia_psychrerythraea_34H_chr.trna10-SerGCT (1072433-1072524)  Ser (GCT) 92 bp  Sc: 69.55 
GGAGAGCTGGCCGAGTGGCCGAAGGCGCTCCCCTGCTAAGGGAGTAACGGCTTTAAATCC 
GTTCGAGAGTTCGAATCTCTCGCTCTCCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna21-SerGGA (1785624-1785713)  Ser (GGA) 90 bp  Sc: 68.72 
GGTGAGCTGGCCGAGTGGCTGAAGGCGCACGCCTGGAAAGCGTGTAAAGGTTTATCCCTT 
TCGAGAGTTCGAATCTCTCGCTCACCGCCA 



>Colwellia_psychrerythraea_34H_chr.trna27-SerTGA (2447928-2448018)  Ser (TGA) 91 bp  Sc: 64.41 
GGTGAGATGGCTGAGTGGTCGAAAGCACCGGTCTTGAAAACCGGCAAGGGTTTGTAGCCC 
TTCTAGAGTTCAAATCTCTATCTCACCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna28-SerTGA (2448124-2448214)  Ser (TGA) 91 bp  Sc: 64.41 
GGTGAGATGGCTGAGTGGTCGAAAGCACCGGTCTTGAAAACCGGCAAGGGTTTGTAGCCC 
TTCTAGAGTTCAAATCTCTATCTCACCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna86-SerTGA (2822264-2822174)  Ser (TGA) 91 bp  Sc: 64.41 
GGTGAGATGGCTGAGTGGTCGAAAGCACCGGTCTTGAAAACCGGCAAGGGTTTGTAGCCC 
TTCTAGAGTTCAAATCTCTATCTCACCGCCA 
>Colwellia_psychrerythraea_34H_chr.trna55-ThrGGT (5065968-5065893)  Thr (GGT) 76 bp  Sc: 93.39 
GCTGATATGGCTCAGTTGGTAGAGCGCACCCTTGGTAAGGGTGAGGTCGGCAGTTCGAAT 
CTGCCTATCAGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna47-ThrTGT (4364281-4364356)  Thr (TGT) 76 bp  Sc: 96.18 
GCCGACTTAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCGCCAGTTCGATT 
CCGGCAGTCGGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna52-ThrTGT (5066340-5066265)  Thr (TGT) 76 bp  Sc: 96.18 
GCCGACTTAGCTCAGTTGGTAGAGCAACTGACTTGTAATCAGTAGGTCGCCAGTTCGATT 
CCGGCAGTCGGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna56-TrpCCA (5064160-5064084)  Trp (CCA) 77 bp  Sc: 72.84 
AGGGGTGTAGTTCCAATTGGTAGAACAGCGGTCTCCAAAACCGATGGTTGGGAGTTCGAG 
TCTCTCCACCCCTGCCA 
>Colwellia_psychrerythraea_34H_chr.trna88-TrpCCA (1139363-1139287)  Trp (CCA) 77 bp  Sc: 72.84 
AGGGGTGTAGTTCCAATTGGTAGAACAGCGGTCTCCAAAACCGATGGTTGGGAGTTCGAG 
TCTCTCCACCCCTGCCA 
>Colwellia_psychrerythraea_34H_chr.trna2-TyrGTA (40608-40692)  Tyr (GTA) 85 bp  Sc: 68.29 
GGAGGGGTTCCCGAGTGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCAGCCTTCGGT 
GGTTCGAATCCACCTCCCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna53-TyrGTA (5066204-5066120)  Tyr (GTA) 85 bp  Sc: 68.29 
GGAGGGGTTCCCGAGTGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCAGCCTTCGGT 
GGTTCGAATCCACCTCCCTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna33-ValGAC (3050462-3050538)  Val (GAC) 77 bp  Sc: 83.24 
GCTCGCTTAGCTCAGTTGGTTAGAGTACTTGCATGACATGCAAGGTGTCACAGGTTCGAG 
TCCCGTAGCGAGCACCA 
>Colwellia_psychrerythraea_34H_chr.trna73-ValTAC (3351824-3351749)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna74-ValTAC (3351644-3351569)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna75-ValTAC (3351460-3351385)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna76-ValTAC (3351277-3351202)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna77-ValTAC (3351094-3351019)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Colwellia_psychrerythraea_34H_chr.trna78-ValTAC (3350987-3350912)  Val (TAC) 76 bp  Sc: 95.20 
GGACGATTAGCTCAGTTGGGAGAGCACCGCCCTTACAAGGCGGGGGTCACTGGTTCAAGC 
CCAGTATCGTCCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna42-AlaGGC (2687301-2687226)  Ala (GGC) 76 bp  Sc: 
83.79 
GGGGCTATGGCGCAGCTGGTAGCGCACCACACTGGCAGTGTGGGGGTCACGGGTTCGAAT 
CCCGTTAGCTCCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna2-AlaTGC (14939-15011)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna3-AlaTGC (23500-23572)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna5-AlaTGC (23991-24063)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna10-ArgACG (241637-241709)  Arg (ACG) 73 bp  Sc: 
78.87 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 



CCCTCCGGGCGCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna9-ArgACG (233527-233602)  Arg (ACG) 76 bp  Sc: 79.49 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna56-ArgCCG (1236468-1236396)  Arg (CCG) 73 bp  Sc: 
68.77 
GCCTCCGTAGCTCAGTGGATAGAGCACCGGTTTCCGGTACCGAAGGTCGTAGGTTCGACT 
CCTATCGGGGGCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna58-ArgCCT (897302-897227)  Arg (CCT) 76 bp  Sc: 
77.08 
GCCTTGGTAGCTCAGTGGATAGAGCACCGCTCTCCTAAAGCGGGTGTCGGAGGTTCGATT 
CCTCTCCAGGGCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna31-ArgTCT (2601022-2601098)  Arg (TCT) 77 bp  Sc: 
79.57 
GCCTCCATAGCTCAGTGGATTAGAGCAACCGGCTTCTACCCGGTTGGTCGCGGGTTCGAA 
TCCTGCTGGGGGCACCG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna29-AsnGTT (2396848-2396923)  Asn (GTT) 76 bp  Sc: 
81.06 
TCCTCCATAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAAGGGTCACTGGTTCGAGC 
CCAGTTGGAGGAGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna30-AsnGTT (2397059-2397134)  Asn (GTT) 76 bp  Sc: 
81.06 
TCCTCCATAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAAGGGTCACTGGTTCGAGC 
CCAGTTGGAGGAGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna39-AspGTC (2727152-2727079)  Asp (GTC) 74 bp  Sc: 
86.14 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna40-AspGTC (2724356-2724283)  Asp (GTC) 74 bp  Sc: 
86.14 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna51-CysGCA (1775937-1775867)  Cys (GCA) 71 bp  Sc: 
65.00 
GGTGGAATGGCCGAGTGGTGAGGCAACGGTCTGCAAAACCGTGCACACGGGTTCGATTCC 
CGTTTCCACCT 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna21-GlnCTG (1365593-1365664)  Gln (CTG) 72 bp  Sc: 
54.47 
TGGCCTATGGTGTAATTGGCAACACAACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna23-GlnCTG (1365842-1365913)  Gln (CTG) 72 bp  Sc: 
54.47 
TGGCCTATGGTGTAATTGGCAACACAACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna57-GlnTTG (1018325-1018251)  Gln (TTG) 75 bp  Sc: 
45.33 
TTCCCCATGGTGTAATCGGCAACACTACGGTTTTTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTGGGGAAGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna22-GluCTC (1365703-1365775)  Glu (CTC) 73 bp  Sc: 
58.89 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna24-GluCTC (1365951-1366023)  Glu (CTC) 73 bp  Sc: 
58.89 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna25-GluCTC (1367573-1367648)  Glu (CTC) 76 bp  Sc: 
60.37 
GCCCCGTTCGTCTAGTGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna38-GluTTC (2727266-2727191)  Glu (TTC) 76 bp  Sc: 
55.55 
GCTCCCATCGTCTAGGGGCCTAGGACACTGCCCTTTCACGGCAGCGACACGGGTTCGAAT 
CCCGTTGGGAGTACTA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna35-GlyCCC (3037552-3037625)  Gly (CCC) 74 bp  Sc: 
86.83 
GCCGGTGTAGTTCAATGGTAGAACTCCTGCTTCCCAAGCAGGCGGCGCGGGTTCGATTCC 



CGTCACCGGCTCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna48-GlyGCC (1776265-1776193)  Gly (GCC) 73 bp  Sc: 
86.03 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCT 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna50-GlyGCC (1776051-1775979)  Gly (GCC) 73 bp  Sc: 
86.03 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCT 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna53-GlyGCC (1775748-1775673)  Gly (GCC) 76 bp  Sc: 
86.65 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna44-GlyTCC (2560680-2560606)  Gly (TCC) 75 bp  Sc: 
56.57 
GGGAATGTCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGACGCGGGTTCGATTC 
CCGTCATTCCCTCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna32-HisGTG (2602959-2603034)  His (GTG) 76 bp  Sc: 
74.50 
GTGGCTGTAGTTCAGCTGGTAGAGCACCAGGTTGTGATCCTGGGTGTCGCGGGTTCGAGC 
CCCGTCAGCCACCCCG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna1-IleGAT (14851-14927)  Ile (GAT) 77 bp  Sc: 96.92 
GGGCCTATAGCTCAGTCGGTTAGAGCGCATCGCTGATAACGATGAGGTCGCAAGTTCGAT 
TCTTGCTAGGCCCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna4-IleGAT (23903-23979)  Ile (GAT) 77 bp  Sc: 96.92 
GGGCCTATAGCTCAGTCGGTTAGAGCGCATCGCTGATAACGATGAGGTCGCAAGTTCGAT 
TCTTGCTAGGCCCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna55-LeuCAA (1413641-1413565)  Leu (CAA) 77 bp  Sc: 
58.64 
GCCCTTGTAGCCCAATTGGCAGAGGCAACGGATTCAAAACCCGTCCAGTGTGAGTTCGAG 
TCTCACCAGGGGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna6-LeuCAG (49705-49791)  Leu (CAG) 87 bp  Sc: 77.60 
GCCCGGGTGGCGGAATTGGCAGACGCGCTGGCTTCAGGTGCCAGTGTTCGCAAGGACGTG 
GGGGTTCAAGTCCCCCCCCGGGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna26-LeuGAG (1609422-1609507)  Leu (GAG) 86 bp  Sc: 
64.06 
GCCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGTCCTATTAACGGACG 
TGGGGGTTCAAGTCCCCCCCCGGGCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna27-LeuGAG (1609594-1609682)  Leu (GAG) 89 bp  Sc: 
64.67 
GCCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGTCCTATTAACGGACG 
TGGGGGTTCAAGTCCCCCCCCGGGCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna20-LeuTAA (1038513-1038589)  Leu (TAA) 77 bp  Sc: 
66.16 
GCCCCCATAGCCCAATCGGCAGAGGCGGTTGACTTAAAATCAATACAGTGTGGGTTCGAG 
TCCCACTGGGGGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna43-LeuTAG (2650329-2650245)  Leu (TAG) 85 bp  Sc: 
63.81 
GCGCTTGTGGCGGAATTGGCAGACGCGCTGGATTTAGGTTCCAGTGTCCTAGGACGTGAG 
AGTTCAAGTCTCTCCAGGCGCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna34-LysCTT (2622812-2622884)  Lys (CTT) 73 bp  Sc: 
83.30 
GCGTCATTAGCTCAATTGGCAGAGCATCTGACTCTTAATCAGAGGGTTCGGGGTTCGATT 
CCCTGATGACGCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna33-LysCTT (2622649-2622724)  Lys (CTT) 76 bp  Sc: 
93.49 
GCGTCATTAGCTCAATTGGTAGAGCATCTGACTCTTAATCAGAGGGTTCGGGGTTCGATT 
CCCTGATGACGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna37-LysTTT (2729208-2729136)  Lys (TTT) 73 bp  Sc: 
78.80 
GGGCCTATAGCTCAGTTGGTAGAGCTACGGACTTTTAATCCGCAGGTCTTGGGTTCGAGT 
CCCAATGGGCCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna16-MetCAT (496340-496414)  Met (CAT) 75 bp  Sc: 
77.34 
GGCGGTGTAGCTCAGTGGTAGAGCAAGCGACTCATAATCGCTGTGTCGCGAGTTCAATTC 
TCGCCATCGCTACCG 



>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna18-MetCAT (832667-832743)  Met (CAT) 77 bp  Sc: 
78.91 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACTA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna19-MetCAT (848352-848428)  Met (CAT) 77 bp  Sc: 
78.91 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACTA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna46-MetCAT (2395066-2394990)  Met (CAT) 77 bp  Sc: 
89.47 
GGGGCTATAGCTCAGTCGGTTAGAGCCGTGGACTCATAATCCATTGGTCCCGGGTTCGAG 
CCCCGGTGGCCCCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna41-PheGAA (2724250-2724175)  Phe (GAA) 76 bp  Sc: 
91.27 
GGCCAGATAGCTCAGTCGGTAGAGCGTTCGCCTGAAAAGTGAAAGGTCGCCGGTTCGATC 
CCGGCTCTGGCCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna59-ProCGG (292542-292466)  Pro (CGG) 77 bp  Sc: 
76.64 
CGGGATATGGCGCAGCTTGGTAGCGCGTGCCGTTCGGGACGGTAAGGTCGCAGGTTCGAA 
TCCTGTTATCCCGACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna54-ProGGG (1515299-1515223)  Pro (GGG) 77 bp  Sc: 
73.63 
CGGACTATGGCGCAGCTTGGTAGCGCACTACACTGGGGGTGTAGGGGTCGCAGGTTCAAA 
TCCTGTTAGTCCGACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna45-ProTGG (2558297-2558224)  Pro (TGG) 74 bp  Sc: 
86.25 
CGGGGCGTGGCGCAGCTTGGTAGCGCACCTGCTTTGGGAGCAGGGGGTCGCAGGTTCAAA 
TCCTGTCGCCCCGA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna11-SerCGA (244294-244384)  Ser (CGA) 91 bp  Sc: 63.31 
GGTGGCGTGTCCGAGCGGCCGAAGGTGTTCGCCTCGAAAGCGAATGTTGGGTAATCCCCA 
ACCGGGGGTTCAAATCCCCCCGCCACCGCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna8-SerGCT (233409-233497)  Ser (GCT) 89 bp  Sc: 58.06 
GGAGACGTGCCAGAGCGGCCGAATGGGACTCACTGCTAATGAGTTGTCCTCTTAACGGGG 
GACCGGAGGTTCAAATCCTCTCGTCTCCG 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna60-SerGGA (256309-256222)  Ser (GGA) 88 bp  Sc: 
53.42 
GGAGGATTCGACTAGCGGCCTATGTCGCTCGCCTGGAACGCGGGTTGGGAGCAATCCCTC 
AGGGGTTCAAATCCCCTATCCTCCGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna7-SerTGA (221750-221837)  Ser (TGA) 88 bp  Sc: 57.95 
GGAGACGTGACAGAGCGGCCGAATGTACTGGTCTTGAAAACCAGCGATGGGAAACCATCC 
GAGGGTTCAAATCCCTCCGTCTCCGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna12-ThrCGT (329629-329704)  Thr (CGT) 76 bp  Sc: 94.44 
GCCGCTTTAGCTCAGTCGGTAGAGCGTCTCACTCGTAATGAGAAGGTCGCGAGTTCGATT 
CTCGCAAGCGGCTCCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna14-ThrGGT (495904-495976)  Thr (GGT) 73 bp  Sc: 
76.93 
GCCCCCTTAGCTCAGTCGGTAGAGCGTTTCCATGGTAAGGAAAAGGTCAACAGTTCGATT 
CTGTTAGGGGGCT 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna15-ThrGGT (496229-496301)  Thr (GGT) 73 bp  Sc: 
76.93 
GCCCCCTTAGCTCAGTCGGTAGAGCGTTTCCATGGTAAGGAAAAGGTCAACAGTTCGATT 
CTGTTAGGGGGCT 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna36-ThrTGT (2790835-2790760)  Thr (TGT) 76 bp  Sc: 
78.48 
GCTGGAGTGGCGCAATTGGCAGCGCAACGCACTTGTAATGCGTAGGTTGAGAGTTCAAGT 
CTCTTCTCCAGCTCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna17-TrpCCA (496508-496583)  Trp (CCA) 76 bp  Sc: 
82.22 
AGGGGCGTAGCTCAATTGGCAGAGCAACGGTCTCCAAAACCGTAGGTTGCAGGTTCGATT 
CCTGTCGCCCCTGCAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna13-TyrGTA (495199-495284)  Tyr (GTA) 86 bp  Sc: 
52.29 
GCCAGATTGCCCGAGCGGCCAATGGGAGCGGACTGTAAATCCGTCGGCTTGCGCCTACGT 
AGGTTCGAATCCTACATCTGGCACAA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna28-ValCAC (1776613-1776684)  Val (CAC) 72 bp  Sc: 
75.57 
GGTCCTATGGCTCAGTGGAAGAGCGTTCCGTTCACACCGGAAAGGTCGCTGGTTCGAACC 



CAGCTAGGACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna49-ValGAC (1776159-1776085)  Val (GAC) 75 bp  Sc: 
82.06 
GCGCGTTTAGCTCAGCGGGAGAGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCAATCC 
CAGTATCGCGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna52-ValGAC (1775856-1775782)  Val (GAC) 75 bp  Sc: 
82.06 
GCGCGTTTAGCTCAGCGGGAGAGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCAATCC 
CAGTATCGCGCACCA 
>Corynebacterium_glutamicum_ATCC_13032_Kitasato_chr.trna47-ValTAC (2378769-2378694)  Val (TAC) 76 bp  Sc: 
81.07 
GCGCCTTTAGCTCAGCTGGAAGAGCAGCTGGTTTACACCCAGCAGGTCGGCGGTTCGAGC 
CCGTCAGGGCGCACAA 
>Corynebacterium_glutamicum_R_chr.trna42-AlaGGC (2687101-2687026)  Ala (GGC) 76 bp  Sc: 83.79 
GGGGCTATGGCGCAGCTGGTAGCGCACCACACTGGCAGTGTGGGGGTCACGGGTTCGAAT 
CCCGTTAGCTCCACAA 
>Corynebacterium_glutamicum_R_chr.trna2-AlaTGC (20559-20631)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_R_chr.trna3-AlaTGC (29083-29155)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_R_chr.trna5-AlaTGC (44355-44427)  Ala (TGC) 73 bp  Sc: 88.32 
GGGGCATTAGCTCAGTTGGTAGAGCACCTGCTTTGCAAGCAGGATGTCAGGAGTTCGATT 
CTCCTATGCTCCA 
>Corynebacterium_glutamicum_R_chr.trna9-ArgACG (323050-323122)  Arg (ACG) 73 bp  Sc: 78.87 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCA 
>Corynebacterium_glutamicum_R_chr.trna10-ArgACG (327117-327192)  Arg (ACG) 76 bp  Sc: 79.49 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCACAA 
>Corynebacterium_glutamicum_R_chr.trna54-ArgCCG (1379113-1379041)  Arg (CCG) 73 bp  Sc: 68.77 
GCCTCCGTAGCTCAGTGGATAGAGCACCGGTTTCCGGTACCGAAGGTCGTAGGTTCGACT 
CCTATCGGGGGCA 
>Corynebacterium_glutamicum_R_chr.trna56-ArgCCT (1061852-1061777)  Arg (CCT) 76 bp  Sc: 77.08 
GCCTTGGTAGCTCAGTGGATAGAGCACCGCTCTCCTAAAGCGGGTGTCGGAGGTTCGATT 
CCTCTCCAGGGCACAA 
>Corynebacterium_glutamicum_R_chr.trna31-ArgTCT (2596081-2596157)  Arg (TCT) 77 bp  Sc: 79.57 
GCCTCCATAGCTCAGTGGATTAGAGCAACCGGCTTCTACCCGGTTGGTCGCGGGTTCGAA 
TCCTGCTGGGGGCACCG 
>Corynebacterium_glutamicum_R_chr.trna29-AsnGTT (2358949-2359024)  Asn (GTT) 76 bp  Sc: 81.06 
TCCTCCATAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAAGGGTCACTGGTTCGAGC 
CCAGTTGGAGGAGCAA 
>Corynebacterium_glutamicum_R_chr.trna30-AsnGTT (2359160-2359235)  Asn (GTT) 76 bp  Sc: 81.06 
TCCTCCATAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAAGGGTCACTGGTTCGAGC 
CCAGTTGGAGGAGCAA 
>Corynebacterium_glutamicum_R_chr.trna39-AspGTC (2726144-2726071)  Asp (GTC) 74 bp  Sc: 86.14 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Corynebacterium_glutamicum_R_chr.trna40-AspGTC (2723347-2723274)  Asp (GTC) 74 bp  Sc: 86.14 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Corynebacterium_glutamicum_R_chr.trna21-GlnCTG (1509288-1509359)  Gln (CTG) 72 bp  Sc: 54.47 
TGGCCTATGGTGTAATTGGCAACACAACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_glutamicum_R_chr.trna23-GlnCTG (1509537-1509608)  Gln (CTG) 72 bp  Sc: 54.47 
TGGCCTATGGTGTAATTGGCAACACAACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_glutamicum_R_chr.trna25-GluCTC (1511270-1511345)  Glu (CTC) 76 bp  Sc: 53.07 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGGTACA 
>Corynebacterium_glutamicum_R_chr.trna22-GluCTC (1509398-1509470)  Glu (CTC) 73 bp  Sc: 58.89 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTA 
>Corynebacterium_glutamicum_R_chr.trna24-GluCTC (1509647-1509719)  Glu (CTC) 73 bp  Sc: 58.89 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTA 



>Corynebacterium_glutamicum_R_chr.trna38-GluTTC (2726258-2726183)  Glu (TTC) 76 bp  Sc: 55.55 
GCTCCCATCGTCTAGGGGCCTAGGACACTGCCCTTTCACGGCAGCGACACGGGTTCGAAT 
CCCGTTGGGAGTACTA 
>Corynebacterium_glutamicum_R_chr.trna35-GlyCCC (3031337-3031410)  Gly (CCC) 74 bp  Sc: 86.66 
GCCGGTGTAGTTCAATGGTAGAACCCCTGCTTCCCAAGCAGGCGGCGCGGGTTCGATTCC 
CGTCACCGGCTCCA 
>Corynebacterium_glutamicum_R_chr.trna49-GlyGCC (1914359-1914287)  Gly (GCC) 73 bp  Sc: 86.03 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCT 
>Corynebacterium_glutamicum_R_chr.trna51-GlyGCC (1914145-1914070)  Gly (GCC) 76 bp  Sc: 86.65 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCAA 
>Corynebacterium_glutamicum_R_chr.trna44-GlyTCC (2547151-2547077)  Gly (TCC) 75 bp  Sc: 56.57 
GGGAATGTCGTATAATGGCTATTACCTCAGCCTTCCAAGCTGATGACGCGGGTTCGATTC 
CCGTCATTCCCTCAA 
>Corynebacterium_glutamicum_R_chr.trna32-HisGTG (2598018-2598093)  His (GTG) 76 bp  Sc: 74.50 
GTGGCTGTAGTTCAGCTGGTAGAGCACCAGGTTGTGATCCTGGGTGTCGCGGGTTCGAGC 
CCCGTCAGCCACCCCG 
>Corynebacterium_glutamicum_R_chr.trna1-IleGAT (20471-20547)  Ile (GAT) 77 bp  Sc: 96.92 
GGGCCTATAGCTCAGTCGGTTAGAGCGCATCGCTGATAACGATGAGGTCGCAAGTTCGAT 
TCTTGCTAGGCCCACCA 
>Corynebacterium_glutamicum_R_chr.trna4-IleGAT (44267-44343)  Ile (GAT) 77 bp  Sc: 96.92 
GGGCCTATAGCTCAGTCGGTTAGAGCGCATCGCTGATAACGATGAGGTCGCAAGTTCGAT 
TCTTGCTAGGCCCACCA 
>Corynebacterium_glutamicum_R_chr.trna53-LeuCAA (1557450-1557374)  Leu (CAA) 77 bp  Sc: 58.64 
GCCCTTGTAGCCCAATTGGCAGAGGCAACGGATTCAAAACCCGTCCAGTGTGAGTTCGAG 
TCTCACCAGGGGCACCA 
>Corynebacterium_glutamicum_R_chr.trna6-LeuCAG (69124-69210)  Leu (CAG) 87 bp  Sc: 77.60 
GCCCGGGTGGCGGAATTGGCAGACGCGCTGGCTTCAGGTGCCAGTGTTCGCAAGGACGTG 
GGGGTTCAAGTCCCCCCCCGGGCACCA 
>Corynebacterium_glutamicum_R_chr.trna26-LeuGAG (1751812-1751897)  Leu (GAG) 86 bp  Sc: 64.06 
GCCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGTCCTATTAACGGACG 
TGGGGGTTCAAGTCCCCCCCCGGGCA 
>Corynebacterium_glutamicum_R_chr.trna27-LeuGAG (1751984-1752069)  Leu (GAG) 86 bp  Sc: 64.06 
GCCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGTCCTATTAACGGACG 
TGGGGGTTCAAGTCCCCCCCCGGGCA 
>Corynebacterium_glutamicum_R_chr.trna48-LeuTAA (2108880-2108803)  Leu (TAA) 78 bp  Sc: 49.87 
GCCGGTGTAGCCCAATTGGTAGAGGCGGTGGGTTTAAAACCTTCCCCAGTGTGAGTTCGA 
GTCTCACCACCGGCACGA 
>Corynebacterium_glutamicum_R_chr.trna20-LeuTAA (1188487-1188563)  Leu (TAA) 77 bp  Sc: 58.48 
GCCCCCATAGCCCAATCGGCAGAGGCGGTTGACTTAAAATCAATACAGTGTGGGTTCGAG 
TCCCACTGGGGGCACAA 
>Corynebacterium_glutamicum_R_chr.trna43-LeuTAG (2654603-2654519)  Leu (TAG) 85 bp  Sc: 63.81 
GCGCTTGTGGCGGAATTGGCAGACGCGCTGGATTTAGGTTCCAGTGTCCTAGGACGTGAG 
AGTTCAAGTCTCTCCAGGCGCACAA 
>Corynebacterium_glutamicum_R_chr.trna34-LysCTT (2623525-2623597)  Lys (CTT) 73 bp  Sc: 83.30 
GCGTCATTAGCTCAATTGGCAGAGCATCTGACTCTTAATCAGAGGGTTCGGGGTTCGATT 
CCCTGATGACGCA 
>Corynebacterium_glutamicum_R_chr.trna33-LysCTT (2623362-2623437)  Lys (CTT) 76 bp  Sc: 93.49 
GCGTCATTAGCTCAATTGGTAGAGCATCTGACTCTTAATCAGAGGGTTCGGGGTTCGATT 
CCCTGATGACGCACCA 
>Corynebacterium_glutamicum_R_chr.trna37-LysTTT (2728200-2728128)  Lys (TTT) 73 bp  Sc: 78.80 
GGGCCTATAGCTCAGTTGGTAGAGCTACGGACTTTTAATCCGCAGGTCTTGGGTTCGAGT 
CCCAATGGGCCCA 
>Corynebacterium_glutamicum_R_chr.trna16-MetCAT (636787-636861)  Met (CAT) 75 bp  Sc: 77.34 
GGCGGTGTAGCTCAGTGGTAGAGCAAGCGACTCATAATCGCTGTGTCGCGAGTTCAATTC 
TCGCCATCGCTACCG 
>Corynebacterium_glutamicum_R_chr.trna18-MetCAT (992918-992994)  Met (CAT) 77 bp  Sc: 78.91 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACTA 
>Corynebacterium_glutamicum_R_chr.trna19-MetCAT (1012945-1013021)  Met (CAT) 77 bp  Sc: 78.91 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACTA 
>Corynebacterium_glutamicum_R_chr.trna46-MetCAT (2357167-2357091)  Met (CAT) 77 bp  Sc: 84.11 
GGGGCTATAGCTCAGTCGGTTAGAGCCGTGGACTCATAATCCATTGGTCGCGGGTTCGAG 
CCCCGCTGGCCCCACAA 
>Corynebacterium_glutamicum_R_chr.trna41-PheGAA (2723241-2723166)  Phe (GAA) 76 bp  Sc: 91.27 



GGCCAGATAGCTCAGTCGGTAGAGCGTTCGCCTGAAAAGTGAAAGGTCGCCGGTTCGATC 
CCGGCTCTGGCCACCA 
>Corynebacterium_glutamicum_R_chr.trna57-ProCGG (397684-397608)  Pro (CGG) 77 bp  Sc: 76.64 
CGGGATATGGCGCAGCTTGGTAGCGCGTGCCGTTCGGGACGGTAAGGTCGCAGGTTCGAA 
TCCTGTTATCCCGACAA 
>Corynebacterium_glutamicum_R_chr.trna52-ProGGG (1659645-1659569)  Pro (GGG) 77 bp  Sc: 73.63 
CGGACTATGGCGCAGCTTGGTAGCGCACTACACTGGGGGTGTAGGGGTCGCAGGTTCAAA 
TCCTGTTAGTCCGACAA 
>Corynebacterium_glutamicum_R_chr.trna45-ProTGG (2544772-2544699)  Pro (TGG) 74 bp  Sc: 87.11 
CGGGGCGTGGCGCAGTTTGGTAGCGCACCTGCTTTGGGAGCAGGGGGTCGCAGGTTCAAA 
TCCTGTCGCCCCGA 
>Corynebacterium_glutamicum_R_chr.trna55-GlnTTG (1168286-1168215)  Gln (TTG) 72 bp  Sc: 44.71 
TTCCCCATGGTGTAATCGGCAACACTACGGTTTTTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTGGGGAAG 
>Corynebacterium_glutamicum_R_chr.trna11-SerCGA (329795-329885)  Ser (CGA) 91 bp  Sc: 63.31 
GGTGGCGTGTCCGAGCGGCCGAAGGTGTTCGCCTCGAAAGCGAATGTTGGGTAATCCCCA 
ACCGGGGGTTCAAATCCCCCCGCCACCGCCA 
>Corynebacterium_glutamicum_R_chr.trna8-SerGCT (322932-323020)  Ser (GCT) 89 bp  Sc: 58.06 
GGAGACGTGCCAGAGCGGCCGAATGGGACTCACTGCTAATGAGTTGTCCTCTTAACGGGG 
GACCGGAGGTTCAAATCCTCTCGTCTCCG 
>Corynebacterium_glutamicum_R_chr.trna58-SerGGA (340265-340178)  Ser (GGA) 88 bp  Sc: 53.42 
GGAGGATTCGACTAGCGGCCTATGTCGCTCGCCTGGAACGCGGGTTGGGAGCAATCCCTC 
AGGGGTTCAAATCCCCTATCCTCCGCAA 
>Corynebacterium_glutamicum_R_chr.trna7-SerTGA (311261-311348)  Ser (TGA) 88 bp  Sc: 57.95 
GGAGACGTGACAGAGCGGCCGAATGTACTGGTCTTGAAAACCAGCGATGGGAAACCATCC 
GAGGGTTCAAATCCCTCCGTCTCCGCAA 
>Corynebacterium_glutamicum_R_chr.trna12-ThrCGT (434770-434845)  Thr (CGT) 76 bp  Sc: 94.44 
GCCGCTTTAGCTCAGTCGGTAGAGCGTCTCACTCGTAATGAGAAGGTCGCGAGTTCGATT 
CTCGCAAGCGGCTCCA 
>Corynebacterium_glutamicum_R_chr.trna14-ThrGGT (636351-636423)  Thr (GGT) 73 bp  Sc: 76.93 
GCCCCCTTAGCTCAGTCGGTAGAGCGTTTCCATGGTAAGGAAAAGGTCAACAGTTCGATT 
CTGTTAGGGGGCT 
>Corynebacterium_glutamicum_R_chr.trna15-ThrGGT (636676-636748)  Thr (GGT) 73 bp  Sc: 76.93 
GCCCCCTTAGCTCAGTCGGTAGAGCGTTTCCATGGTAAGGAAAAGGTCAACAGTTCGATT 
CTGTTAGGGGGCT 
>Corynebacterium_glutamicum_R_chr.trna36-ThrTGT (2794990-2794915)  Thr (TGT) 76 bp  Sc: 78.48 
GCTGGAGTGGCGCAATTGGCAGCGCAACGCACTTGTAATGCGTAGGTTGAGAGTTCAAGT 
CTCTTCTCCAGCTCAA 
>Corynebacterium_glutamicum_R_chr.trna17-TrpCCA (636955-637030)  Trp (CCA) 76 bp  Sc: 82.22 
AGGGGCGTAGCTCAATTGGCAGAGCAACGGTCTCCAAAACCGTAGGTTGCAGGTTCGATT 
CCTGTCGCCCCTGCAA 
>Corynebacterium_glutamicum_R_chr.trna13-TyrGTA (635660-635745)  Tyr (GTA) 86 bp  Sc: 52.29 
GCCAGATTGCCCGAGCGGCCAATGGGAGCGGACTGTAAATCCGTCGGCTTGCGCCTACGT 
AGGTTCGAATCCTACATCTGGCACAA 
>Corynebacterium_glutamicum_R_chr.trna28-ValCAC (1914707-1914781)  Val (CAC) 75 bp  Sc: 83.87 
GGTCCTATGGCTCAGTGGAAGAGCGTTCCGTTCACACCGGAAAGGTCGCTGGTTCGAACC 
CAGCTAGGACCACCA 
>Corynebacterium_glutamicum_R_chr.trna50-ValGAC (1914253-1914179)  Val (GAC) 75 bp  Sc: 82.06 
GCGCGTTTAGCTCAGCGGGAGAGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCAATCC 
CAGTATCGCGCACCA 
>Corynebacterium_glutamicum_R_chr.trna47-ValTAC (2339763-2339688)  Val (TAC) 76 bp  Sc: 81.07 
GCGCCTTTAGCTCAGCTGGAAGAGCAGCTGGTTTACACCCAGCAGGTCGGCGGTTCGAGC 
CCGTCAGGGCGCACAA 
>Corynebacterium_jeikeium_K411_chr.trna12-AlaGGC (574803-574875)  Ala (GGC) 73 bp  Sc: 83.17 
GGGGCTATGGCGCAGCTGGTAGCGCACCACACTGGCAGTGTGGGGGTCACGGGTTCGAAT 
CCCGTTAGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna2-AlaTGC (17866-17941)  Ala (TGC) 76 bp  Sc: 87.89 
GGGGCATTAGCTCAATTGGTAGAGCATCTGCTTTGCAAGCAGAAGGTCAGGAGTTCGATT 
CTCCTATGCTCCACAA 
>Corynebacterium_jeikeium_K411_chr.trna32-ArgACG (2373456-2373381)  Arg (ACG) 76 bp  Sc: 79.49 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCACAA 
>Corynebacterium_jeikeium_K411_chr.trna31-ArgACG (2374140-2374065)  Arg (ACG) 76 bp  Sc: 87.17 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTGGGGGTTCGAAT 
CCCTCCGGGCGCACCA 
>Corynebacterium_jeikeium_K411_chr.trna25-ArgCCG (1602971-1603043)  Arg (CCG) 73 bp  Sc: 65.88 
GCCTTCGTAGCTCAGGGGATAGAGCACTGGTTTCCGGTACCAGGGGTCGTGAGTTCGAAT 



CTCGCCGAGGGCA 
>Corynebacterium_jeikeium_K411_chr.trna11-ArgCCT (518635-518707)  Arg (CCT) 73 bp  Sc: 76.14 
GCCCTAGTAGCTCAGTGGATAGAGCACGGCTCTCCTAAAGCCGGTGTCGGAGGTTCGATT 
CCTCTCTGGGGCA 
>Corynebacterium_jeikeium_K411_chr.trna48-ArgTCT (644463-644387)  Arg (TCT) 77 bp  Sc: 80.78 
GCCTCCGTAGCTCAGTGGATTAGAGCAGTGGGTTTCTACCCCATGTGTCGCGGGTTCGAG 
TCCTGCCGGGGGCGCCA 
>Corynebacterium_jeikeium_K411_chr.trna47-AsnGTT (772248-772173)  Asn (GTT) 76 bp  Sc: 80.69 
TCCCCTATAGCTCAGTTGGCAGAGCATTCGACTGTTAATCGAAAGGTCACTGGTTCGAGC 
CCAGTTGGGGGAGCAA 
>Corynebacterium_jeikeium_K411_chr.trna9-AspGTC (461624-461697)  Asp (GTC) 74 bp  Sc: 86.14 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCG 
>Corynebacterium_jeikeium_K411_chr.trna8-AspGTC (459904-459980)  Asp (GTC) 77 bp  Sc: 94.44 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGGGTTCAAG 
TCCCGTCAGGGTCGCCA 
>Corynebacterium_jeikeium_K411_chr.trna22-CysGCA (1263231-1263305)  Cys (GCA) 75 bp  Sc: 67.38 
GGTGGAATGGCTGAGTGGCTTAGGCAACGGTCTGCAAAACCGTGTACACGGGTTCGATTC 
CCGTTTCCACCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna41-GlnCTG (1508429-1508358)  Gln (CTG) 72 bp  Sc: 50.52 
TGGCCTATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_jeikeium_K411_chr.trna26-GlnTTG (1756815-1756886)  Gln (TTG) 72 bp  Sc: 48.35 
TCTCCCATGGTGTAATTGGCAACACTACGGTTTTTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTGGGAGAG 
>Corynebacterium_jeikeium_K411_chr.trna42-GluCTC (1508356-1508281)  Glu (CTC) 76 bp  Sc: 59.51 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTACAA 
>Corynebacterium_jeikeium_K411_chr.trna43-GluCTC (1486558-1486483)  Glu (CTC) 76 bp  Sc: 67.19 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGGCCTCTCACGCCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTACCA 
>Corynebacterium_jeikeium_K411_chr.trna7-GluTTC (459830-459902)  Glu (TTC) 73 bp  Sc: 50.44 
GCTCCCATCGTCTAGAGGCCTAGGACCCCGCCCTTTCACGGCGGTAACACGGGTTCGAAT 
CCCGTTGGGAGTA 
>Corynebacterium_jeikeium_K411_chr.trna5-GlyCCC (404985-405058)  Gly (CCC) 74 bp  Sc: 80.01 
GCCGGCGTAGTTTAGTGGTAGAACATCAGCTTCCCAAGCTGAGAGTGCGAGTTCGATTCT 
CGTCGCCGGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna19-GlyGCC (1262871-1262946)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna21-GlyGCC (1263114-1263189)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna24-GlyGCC (1263452-1263527)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna14-GlyTCC (658179-658253)  Gly (TCC) 75 bp  Sc: 67.60 
GGGAATGTCGTATAGTGGCTAATACCTCAGCCTTCCAAGCTGAAGACGCGGGTTCGATTC 
CCGTCATTCCCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna49-HisGTG (625799-625724)  His (GTG) 76 bp  Sc: 80.36 
GTGACTGTAGTTCAGCTGGTAGAGCACTAGGTTGTGATCCTAGGTGTCGCGGGTTCGAGT 
CCCGTCAGTCACCCCA 
>Corynebacterium_jeikeium_K411_chr.trna1-IleGAT (17724-17800)  Ile (GAT) 77 bp  Sc: 94.86 
GGGCCTATAGCTCAGGCGGTTAGAGCGCTTCGCTGATAACGAAGAGGTCGGAGGTTCAAG 
TCCTCCTAGGCCCACCA 
>Corynebacterium_jeikeium_K411_chr.trna46-LeuCAA (970413-970337)  Leu (CAA) 77 bp  Sc: 54.49 
GCCCCAGTAGCCCAATTGGCAGAGGCAACGGATTCAAAACCCGTCCAGTGTGAGTTCGAG 
TCTCACCTGGGGCACGA 
>Corynebacterium_jeikeium_K411_chr.trna3-LeuCAG (52234-52316)  Leu (CAG) 83 bp  Sc: 63.75 
GGGCGAGTGGCGGAATGGCAGACGCGCTGGCTTCAGGTGCCAGTGTCCTTCGGGACGTGG 
GGGTTCAAGTCCCCCTTCGCCCA 
>Corynebacterium_jeikeium_K411_chr.trna18-LeuGAG (1137238-1137326)  Leu (GAG) 89 bp  Sc: 57.79 
GTCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGTCCTATTAACGGACG 
TGGGGGTTCAAGTCCCCCTCCGGACACAA 
>Corynebacterium_jeikeium_K411_chr.trna40-LeuTAA (1743318-1743245)  Leu (TAA) 74 bp  Sc: 54.82 
CCCCCTATAGCCCAATTGGCAGAGGCAGCGGACTTAAAATCCGTTCAGTGTCGGTTCGAG 
TCCGACTGGGGGGA 



>Corynebacterium_jeikeium_K411_chr.trna13-LeuTAG (612563-612647)  Leu (TAG) 85 bp  Sc: 67.20 
GCGCCTGTGGCGGAATTGGCAGACGCGCTGGATTTAGGTTCCAGTGTCTTATGACGTGGG 
AGTTCAAGTCTCCCCAGGCGCACAA 
>Corynebacterium_jeikeium_K411_chr.trna50-LysCTT (621987-621915)  Lys (CTT) 73 bp  Sc: 82.17 
GGGCTATTAGCTCAATTGGCAGAGCAGCTGACTCTTAATCAGCGGGTTCGGGGTTCGAGT 
CCCTGATAGCCCA 
>Corynebacterium_jeikeium_K411_chr.trna6-LysTTT (459124-459199)  Lys (TTT) 76 bp  Sc: 82.18 
GGGCCTTTAGCTCAGTTGGTAGAGCTACGGACTTTTAATCCGCAGGTCGTGGGTTCGAGC 
CCCACAGGGCCCACGA 
>Corynebacterium_jeikeium_K411_chr.trna39-MetCAT (1875620-1875544)  Met (CAT) 77 bp  Sc: 78.91 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACAA 
>Corynebacterium_jeikeium_K411_chr.trna37-MetCAT (2174065-2173989)  Met (CAT) 77 bp  Sc: 84.66 
GGCGGTGTAGCTCAGCTGGTTAGAGCGCACGACTCATAATCGTGAGGTCGAGGGATCGAG 
TCCCTCCACCGCTACAA 
>Corynebacterium_jeikeium_K411_chr.trna16-MetCAT (772484-772560)  Met (CAT) 77 bp  Sc: 88.52 
GGGGCTATAGCTCAGTCGGTTAGAGCCGCGGACTCATAATCCGCTGGTCGCGGGTTCGAG 
CCCCGCTAGCCCCACAA 
>Corynebacterium_jeikeium_K411_chr.trna10-PheGAA (461734-461806)  Phe (GAA) 73 bp  Sc: 85.07 
GGCCAGATAGCTCAGTTGGTAGAGCGTTCGCCTGAAAAGTGAAAGGTCGCCGGTTCGATC 
CCGGCTCTGGCCA 
>Corynebacterium_jeikeium_K411_chr.trna27-ProCGG (2306075-2306151)  Pro (CGG) 77 bp  Sc: 89.87 
CGGGATATGGCGCAGCTTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGCAGGTTCAAA 
TCCTGTTATCCCGACCA 
>Corynebacterium_jeikeium_K411_chr.trna45-ProGGG (1077760-1077684)  Pro (GGG) 77 bp  Sc: 74.42 
CGGACTGTGGCGCAGCTTGGTAGCGCACTACACTGGGGGTGTAGGGGTCGCAGGTTCAAA 
TCCTGTCAGTCCGACAA 
>Corynebacterium_jeikeium_K411_chr.trna15-ProTGG (658376-658449)  Pro (TGG) 74 bp  Sc: 83.82 
CGGGATATGGCGCAGTTTGGTAGCGCACTCGCTTTGGGAGCGAGGGGTCGCAGGTTCAAA 
TCCTGTTATCCCGA 
>Corynebacterium_jeikeium_K411_chr.trna33-SerCGA (2363788-2363700)  Ser (CGA) 89 bp  Sc: 58.00 
GGTGGCGTGTCCGAGCGGCCGAAGGTGCTCGCCTCGAAAGCGAGtgttgtTAGTAGCAAC 
CGAGGGTTCAAATCCCTCCGCCACCGCCA 
>Corynebacterium_jeikeium_K411_chr.trna30-SerGCT (2374393-2374306)  Ser (GCT) 88 bp  Sc: 59.82 
GGAGGCGTGCCAGAGCGGCCGAATGGGGCTCCCTGCTAAGGAGTTGTCCCTTAGGGGACC 
GCAGGTTCAAATCCTGTCGCCTCCGCAA 
>Corynebacterium_jeikeium_K411_chr.trna28-SerGGA (2353195-2353283)  Ser (GGA) 89 bp  Sc: 64.73 
GGAGGATTCGACTAGCGGCCTATGTCACACGCCTGGAACGCGTGCGGGAGTCACATCCCT 
CGTGGGTTCAAATCCCACATCCTCCGCCA 
>Corynebacterium_jeikeium_K411_chr.trna29-SerTGA (2383502-2383418)  Ser (TGA) 85 bp  Sc: 60.75 
GGAAGTATGGCAGAGCGGCCGAATGCACTGGTCTTGAAAACCAGCGATGGGAAACCATCC 
GGGGGTTCAAATCCCTCTACTTCCG 
>Corynebacterium_jeikeium_K411_chr.trna34-ThrCGT (2275946-2275871)  Thr (CGT) 76 bp  Sc: 91.23 
GCCGCTTTAGCTCAGTCGGCAGAGCGTTTCACTCGTAATGAAAAGGTCGCGAGTTCGATT 
CTCGCAAGCGGCTCCA 
>Corynebacterium_jeikeium_K411_chr.trna36-ThrGGT (2174211-2174139)  Thr (GGT) 73 bp  Sc: 78.69 
GCCCCCTTAGCTCAGTCGGCAGAGCGTTTCCATGGTAAGGAAAAGGTCGACGGTTCGATT 
CCGTCAGGGGGCT 
>Corynebacterium_jeikeium_K411_chr.trna4-ThrTGT (404865-404937)  Thr (TGT) 73 bp  Sc: 78.64 
GCTGGAGTGGCGCAATCGGTAGCGCAACGGTCTTGTAAACCGTAGGTTGCGAGTTCAAGT 
CTCGTCTCCAGCT 
>Corynebacterium_jeikeium_K411_chr.trna38-TrpCCA (2173686-2173614)  Trp (CCA) 73 bp  Sc: 78.87 
AGGGGCGTGGCTCAATTGGCAGAGCAGCGGTCTCCAAAACCGCAGGTTGCAGGTTCAAGT 
CCTGTCGCCCCTG 
>Corynebacterium_jeikeium_K411_chr.trna35-TyrGTA (2174759-2174678)  Tyr (GTA) 82 bp  Sc: 56.41 
GCCAGATTGCCCGAGCGGCCAAAGGGAGCGGACTGTAAATCCGCCGGCTCTGCCTTCGTT 
GGTTCGAATCCATCATCTGGCA 
>Corynebacterium_jeikeium_K411_chr.trna44-ValCAC (1262637-1262563)  Val (CAC) 75 bp  Sc: 84.16 
GGTTCCATAGCTCAGTGGAAGAGCGTTCCGCTCACACCGGAAAGGTCGCTGGTTCGAACC 
CAGTTGGAACCACCA 
>Corynebacterium_jeikeium_K411_chr.trna20-ValGAC (1262995-1263066)  Val (GAC) 72 bp  Sc: 74.88 
GCGCGTTTAGCTCAGCGGGAGAGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCGCA 
>Corynebacterium_jeikeium_K411_chr.trna23-ValGAC (1263333-1263404)  Val (GAC) 72 bp  Sc: 74.88 
GCGCGTTTAGCTCAGCGGGAGAGCGCTTCCCTGACACGGAAGAGGTCACTGGTTCGATCC 
CAGTATCGCGCA 
>Corynebacterium_jeikeium_K411_chr.trna17-ValTAC (798160-798235)  Val (TAC) 76 bp  Sc: 88.75 



GCGCCTTTAGCTCAGCTGGAAGAGCAGCTGGTTTACACCCAGCAGGTCGGCGGTTCGAAC 
CCGTCAGGGCGCACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna37-AlaGGC (1743982-1743910)  Ala (GGC) 73 bp  Sc: 83.13 
GGGGCTATGGCGCAGTTGGTAGCGCACCACACTGGCAGTGTGGGGGTCAGGGGTTCGAAT 
CCCCTTAGCTCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna2-AlaTGC (16737-16812)  Ala (TGC) 76 bp  Sc: 87.89 
GGGGCATTAGCTCAATTGGTAGAGCATCTGCTTTGCAAGCAGAAGGTCAGGAGTTCGATT 
CTCCTATGCTCCACGA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna26-ArgACG (2258397-2258325)  Arg (ACG) 73 bp  Sc: 78.03 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTAGGGGTTCGAAT 
CCCTTCGGGCGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna27-ArgACG (2256569-2256494)  Arg (ACG) 76 bp  Sc: 78.65 
GCGCCCGTAGCTCAACGGATAGAGCATCTGACTACGGATCAGAAGGTTAGGGGTTCGAAT 
CCCTTCGGGCGCACGA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna50-ArgCCG (829574-829502)  Arg (CCG) 73 bp  Sc: 65.09 
GCCTCCGTAGCTCAGGGGATAGAGCACTGGTTTCCGGTACCAGCGGTCGGACGTTCGAAT 
CGTCTCGGGGGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna21-ArgCCT (1783149-1783221)  Arg (CCT) 73 bp  Sc: 78.29 
GCCCCAGTAGCTCAGTGGATAGAGCACGGCTCTCCTAAAGCCGGTGTCGGAGGTTCGATT 
CCTCTCTGGGGCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna17-ArgTCT (1646150-1646223)  Arg (TCT) 74 bp  Sc: 72.48 
GCCTCCGTAGCTCAGTGGATTAGAGCAGTGGGTTTCTACCCCATGTGTCGCGGGTTCGAA 
TCCTGCCGGGGGCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna40-AsnGTT (1551760-1551686)  Asn (GTT) 75 bp  Sc: 80.46 
TCCCCCATAGCTCAATGGCAGAGCACTCGACTGTTAATCGAGTGGTTGCTGGTTCGAATC 
CAGCTGGGGGAGCAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna41-AsnGTT (1550161-1550087)  Asn (GTT) 75 bp  Sc: 80.46 
TCCCCCATAGCTCAATGGCAGAGCACTCGACTGTTAATCGAGTGGTTGCTGGTTCGAATC 
CAGCTGGGGGAGCAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna34-AspGTC (1870333-1870260)  Asp (GTC) 74 bp  Sc: 83.33 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGAGTTCAAG 
TCTCGTCAGGGTCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna35-AspGTC (1867945-1867872)  Asp (GTC) 74 bp  Sc: 83.33 
GGCCCTGTGGCGCAGTTGGTTAGCGCGCCGCCCTGTCACGGCGGAGGTCGCGAGTTCAAG 
TCTCGTCAGGGTCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna47-CysGCA (1097852-1097781)  Cys (GCA) 72 bp  Sc: 58.73 
GGTGGAATGGCTGAGTGGCTTAGGCAACGGTCTGCAAAACCGTCTACACGGGTTCGATTC 
CCGTTTCCACCT 
>Corynebacterium_urealyticum_DSM_7109_chr.trna10-GlnCTG (922240-922311)  Gln (CTG) 72 bp  Sc: 50.52 
TGGCCTATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTAGGCCAG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna51-GlnTTG (698893-698822)  Gln (TTG) 72 bp  Sc: 48.19 
TCCCCCATGGTGTAATTGGCAACACTGCGGTTTTTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTGGGGGAG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna11-GluCTC (922351-922426)  Glu (CTC) 76 bp  Sc: 57.85 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGCCCTCTCACGGCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTACAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna12-GluCTC (923921-923996)  Glu (CTC) 76 bp  Sc: 65.53 
GCCCCGTTCGTCTAGCGGCCTAGGACGCCGCCCTCTCACGGCGGTAACACGGGTTCAAAT 
CCCGTACGGGGTACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna33-GluTTC (1870407-1870335)  Glu (TTC) 73 bp  Sc: 54.44 
GCTCCCATCGTCTAGTGGCCTAGGACTCCGCCCTTTCACGGCGGCAACACGGGTTCGAAT 
CCCGTTGGGAGTA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna22-GlyCCC (2130607-2130677)  Gly (CCC) 71 bp  Sc: 67.28 
GCCGATGTAATTCAATGGTAGAATGTCAGCTTCCCAAGCTGAATACGCGGGTTCGATTCC 
CGTCATCGGCT 
>Corynebacterium_urealyticum_DSM_7109_chr.trna44-GlyGCC (1098178-1098103)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna46-GlyGCC (1097981-1097906)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna49-GlyGCC (1097643-1097568)  Gly (GCC) 76 bp  Sc: 94.33 
GCGGATGTAGCGCAGTTGGTAGCGCATCACCTTGCCAAGGTGAGGGTCGCGAGTTCGAGT 
CTCGTCATCCGCTCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna38-GlyTCC (1634197-1634123)  Gly (TCC) 75 bp  Sc: 67.48 
GGGAACGTCGTATAGTGGCTAATACCTCAGCCTTCCAAGCTGAAGACGCGGGTTCGATTC 



CCGTCGTTCCCTCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna18-HisGTG (1648083-1648158)  His (GTG) 76 bp  Sc: 81.67 
GTGACTGTAGTTCAGCTGGTAGAGCACCAGGTTGTGATCCTGGGTGTCGCGGGTTCGAGT 
CCCGTCAGTCACCCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna1-IleGAT (16635-16711)  Ile (GAT) 77 bp  Sc: 94.50 
GGGCCTATAGCTCAGGCGGTTAGAGCGCATCGCTGATAACGATGAGGTCGGTGGTTCGAG 
TCCACCTAGGCCCACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna15-LeuCAA (1357213-1357286)  Leu (CAA) 74 bp  Sc: 53.89 
GCCCCCGTAGCCCAATTGGCAGAGGCAACGGATTCAAAACCCGTCCAGTGTGAGTTCGAG 
TCTCACCGGGGGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna3-LeuCAG (69332-69419)  Leu (CAG) 88 bp  Sc: 66.29 
GGGCGAGTGGCGGAATTGGCAGACGCGCTGGCTTCAGGTGCCAGTGTCCTTTACGGACGT 
GGGGGTTCAAGTCCCCCTTCGCCCACAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna43-LeuGAG (1216566-1216478)  Leu (GAG) 89 bp  Sc: 65.30 
GTCCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGCCCTATTAACGGGCG 
TGGGGGTTCAAGTCCCCCTCCGGACACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna9-LeuTAA (710583-710659)  Leu (TAA) 77 bp  Sc: 59.77 
GCCCCTATAGCCCAATTGGCAGAGGCAGCGGACTTAAAATCCGCGCAGTGTCGGTTCGAG 
TCCGACTGGGGGCACAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna20-LeuTAG (1698473-1698554)  Leu (TAG) 82 bp  Sc: 67.25 
GCGCCTGTGGCGGAATTGGCAGACGCGCTGGATTTAGGTTCCAGTGTCCTAGGACGTGGG 
AGTTCAAGTCTCCCCAGGCGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna19-LysCTT (1652914-1652990)  Lys (CTT) 77 bp  Sc: 100.98 
GGGCCATTAGCTCAGTTGGTTAGAGCAACTGACTCTTAATCAGTGGGTCCGGGGTTCGAA 
TCCCTGATGGCCCACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna32-LysTTT (1872017-1871945)  Lys (TTT) 73 bp  Sc: 82.56 
GGGCCTTTAGCTCAGTTGGTAGAGCTCCGGACTTTTAATCCGTAGGTCGTGGGTTCGAGC 
CCCACAGGGCCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna16-MetCAT (1551879-1551955)  Met (CAT) 77 bp  Sc: 80.01 
GGGACCATAGCTCAGTCGGTTAGAGCCGCGAACTCATAATTCGCTGGTCGCGGGTTCGAG 
CCCCGCTGGTCCCACAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna6-MetCAT (339624-339697)  Met (CAT) 74 bp  Sc: 83.01 
GGCGGTGTAGCTCAGCTGGTTAGAGCGCACGACTCATAATCGTGAGGTCCCGGGATCGAG 
TCCCGGCACCGCTA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna8-MetCAT (623238-623314)  Met (CAT) 77 bp  Sc: 86.59 
CGCGGGGTGGAGCAGCTCGGTAGCTCGCTGGGCTCATAACCCAGAGGTCGTAGGTTCGAA 
TCCTGCCCCCGCTACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna36-PheGAA (1867850-1867778)  Phe (GAA) 73 bp  Sc: 80.65 
GGCCAGATAGCTCAGTCGGTAGAGCGTTCGCCTGAAAAGTGAAAGGTCCCCGGTTCGATC 
CCGGGTCTGGCCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna23-ProCGG (2175703-2175779)  Pro (CGG) 77 bp  Sc: 83.04 
CGGGATATGGCGCAGTTTGGTAGCGCACCTCGTTCGGGACGAGGGGGTCGCAGGTTCAAA 
TCCTGTTATCCCGACAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna14-ProGGG (1270334-1270410)  Pro (GGG) 77 bp  Sc: 81.19 
CGGGCTGTGGCGCAGTTTGGTAGCGCACTACACTGGGGGTGTAGGGGTCGCAGGTTCAAA 
TCCTGTCAGTCCGACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna39-ProTGG (1634004-1633931)  Pro (TGG) 74 bp  Sc: 84.43 
CGGGGCATGGCGCAGTTTGGTAGCGCACTCGCTTTGGGAGCGAGGGGTCGCAGGTTCAAA 
TCCTGTTGCCCCGA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna28-SerCGA (2254077-2253990)  Ser (CGA) 88 bp  Sc: 56.74 
GGTGGCGTGTCCGAGCGGCCGAAGGTACTCGCCTCGAAAGCGAGTGAGGGTAAAACCTCC 
GAGGGTTCAAATCCCTCCGCCACCGCAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna25-SerGCT (2258658-2258571)  Ser (GCT) 88 bp  Sc: 47.98 
GGAGACGTGCCAGAGTGGCCGATTGGGGCTCCCTGCTAAGGAGTTGTCTGCATTGCGCGG 
ACCGGAGGTTCGAATCCTCTCGTCTCCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna29-SerGGA (2244267-2244182)  Ser (GGA) 86 bp  Sc: 61.26 
GGAGGATTCGACTAGCGGCCTATGTCACACGCCTGGAACGCGTGCGGGGCTCACGCCCCT 
CGAGGGTTCAAATCCCTCATCCTCCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna24-SerTGA (2268485-2268569)  Ser (TGA) 85 bp  Sc: 60.63 
GGAAGTATGGCAGAGCGGCCGAATGCACTGGTCTTGAAAACCAGCGATGGGCAACCATCC 
GGGGGTTCAAATCCCTCTACTTCCG 
>Corynebacterium_urealyticum_DSM_7109_chr.trna30-ThrCGT (2145403-2145331)  Thr (CGT) 73 bp  Sc: 82.82 
GCCGCCTTAGCTCAGTCGGCAGAGCGTTTCACTCGTAATGAAAAGGTCGCGAGTTCGATT 
CTCGCAGGCGGCT 
>Corynebacterium_urealyticum_DSM_7109_chr.trna5-ThrGGT (339484-339556)  Thr (GGT) 73 bp  Sc: 78.69 
GCCCCCTTAGCTCAGTCGGCAGAGCGTTTCCATGGTAAGGAAAAGGTCGACGGTTCGATT 
CCGTCAGGGGGCT 



>Corynebacterium_urealyticum_DSM_7109_chr.trna31-ThrTGT (1925323-1925251)  Thr (TGT) 73 bp  Sc: 81.30 
GCCGAAGTGGCGCAATTGGCAGCGCAACGCACTTGTAATGCGTAGGTTGCGAGTTCGAGT 
CTCGTCTTCGGCT 
>Corynebacterium_urealyticum_DSM_7109_chr.trna7-TrpCCA (339983-340058)  Trp (CCA) 76 bp  Sc: 81.89 
AGGGGTGTAGCTCAATTGGTAGAGCAACGGTCTCCAAAACCGTAGGTTGCGGGTTCAAGT 
CCTGTCACCCCTGCAA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna4-TyrGTA (329803-329885)  Tyr (GTA) 83 bp  Sc: 61.01 
GCCAGATTGTCCGAGCGGCCAAAGGAAGCGGACTGTAAATCCGCCGGCTTATGCCTTCGT 
TGGTTCAAATCCAACATCTGGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna13-ValCAC (1098495-1098566)  Val (CAC) 72 bp  Sc: 76.87 
GGTCCTATAGCTCAGTGGGAGAGCACTTCGTTCACACCGAAGGGGTCACTGGTTCAATCC 
CAGTTAGGACCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna45-ValGAC (1098084-1098013)  Val (GAC) 72 bp  Sc: 75.60 
GCGCGATTAGCTCAGCGGTAGAGCACTTCCCCGACACGGAAGGGGTCACTGGTTCGATCC 
CAGTATCGCGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna48-ValGAC (1097746-1097675)  Val (GAC) 72 bp  Sc: 75.60 
GCGCGATTAGCTCAGCGGTAGAGCACTTCCCCGACACGGAAGGGGTCACTGGTTCGATCC 
CAGTATCGCGCA 
>Corynebacterium_urealyticum_DSM_7109_chr.trna42-ValTAC (1539643-1539568)  Val (TAC) 76 bp  Sc: 81.64 
GCGCTCTTAGCTCAGCTGGAAGAGCAACTGGTTTACACCCAGTAGGTCGGCGGTTCGAAC 
CCGTCAGAGCGCACCG 
>Coxiella_burnetii_RSA_331_chr.trna41-AlaGGC (165863-165791)  Ala (GGC) 73 bp  Sc: 78.21 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCA 
>Coxiella_burnetii_RSA_331_chr.trna3-AlaTGC (241289-241364)  Ala (TGC) 76 bp  Sc: 95.96 
GGGGCCATAGCTCAGTTGGGAGAGCATCTGCCTTGCAAGCAGAGGGTCGGCGGTTCGACT 
CCGCCTGGCTCCACCA 
>Coxiella_burnetii_RSA_331_chr.trna36-ArgACG (803909-803833)  Arg (ACG) 77 bp  Sc: 90.18 
GCGCCCGTAGCTCAGTTGGATAGAGTACCTGGCTACGAACCAGGCGGTCGGCGGTTCGAA 
TCCGTCCGGGCGCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna17-ArgCCT (1121524-1121600)  Arg (CCT) 77 bp  Sc: 86.15 
GCCCCGGTGGCACAGTTGGATAGCGCAGTCCCCTCCTAAGGGACAGGTCACAGGTTCAAA 
TCCTGTCCGGGGCACCA 
>Coxiella_burnetii_RSA_331_chr.trna18-ArgTCG (1193158-1193234)  Arg (TCG) 77 bp  Sc: 84.58 
GCGCCCGTAGCTCAGTTGGATAGAGTAACCGGCTTCGAACCGGTTGGTCGGGGGTTCGAA 
TCCCTCCGGGCGCGCAA 
>Coxiella_burnetii_RSA_331_chr.trna11-ArgTCT (692710-692783)  Arg (TCT) 74 bp  Sc: 77.32 
GCGCCCGTAGCTCACTCGGATAGAGCATCGGCCTTCTAAGCCGAGGGTAGCAGGTTCGAA 
TCCTGCCGGGCGCG 
>Coxiella_burnetii_RSA_331_chr.trna38-AsnGTT (537360-537285)  Asn (GTT) 76 bp  Sc: 87.89 
TCCTCGGTAGCTCAGTCGGTAGAGCAGGTGACTGTTAATCACTTGGTCGGGGGTTCAAGT 
CCCTCCCGAGGAGCCA 
>Coxiella_burnetii_RSA_331_chr.trna23-AspGTC (1498663-1498587)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna34-CysGCA (821900-821830)  Cys (GCA) 71 bp  Sc: 55.97 
GGCTGGGTGGCAGAGTGGTCATGCAGCGGCCTGCAAAGCCGCGTACGCCGGTTCGATTCC 
GGCCTCAGCCT 
>Coxiella_burnetii_RSA_331_chr.trna19-GlnTTG (1851404-1851478)  Gln (TTG) 75 bp  Sc: 76.09 
TGGGGTGTCGCCAAGCGGTAAGGCACTGGGTTTTGATCCCAGCATTCCCAGGTTCGAATC 
CTGGCACCCCAGCCA 
>Coxiella_burnetii_RSA_331_chr.trna40-GluCTC (332238-332163)  Glu (CTC) 76 bp  Sc: 57.69 
GCTCCCTTCGTCTAGAGGCCTAGGACACCGCCCTCTCACAGCGGTAACACGGGTTCGAAT 
CCCGTAGGGAGCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna42-GluTTC (165746-165671)  Glu (TTC) 76 bp  Sc: 57.75 
GTCCCCATCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGTAACAGGGGTTCGAAT 
CCCCTTGGGGACGCCA 
>Coxiella_burnetii_RSA_331_chr.trna31-GlyCCC (892032-891962)  Gly (CCC) 71 bp  Sc: 72.07 
GCGGGTGTAGTTCAATGGTAGAACATAAGCTTCCCAAGCTTAGAACGTGGGTTCGATTCC 
CATCACCCGCT 
>Coxiella_burnetii_RSA_331_chr.trna15-GlyGCC (807776-807851)  Gly (GCC) 76 bp  Sc: 94.21 
GCGGGAATAGCTCAGCTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAAT 
CTCGTTTCCCGCTCCA 
>Coxiella_burnetii_RSA_331_chr.trna6-GlyTCC (279991-280064)  Gly (TCC) 74 bp  Sc: 71.80 
GCGGGTGTAGTTCAACGGTAGAACTTCAGCCTTCCAAGCTGATAGCGTGGGTTCGACTCC 
CATCACCCGCTCCG 
>Coxiella_burnetii_RSA_331_chr.trna12-HisGTG (692902-692977)  His (GTG) 76 bp  Sc: 81.83 



GTGGGCGTAGCTCAGTTGGTAGAGCCCCGGATTGTGATTCCGGTTGTCGTGGGTTCAAGT 
CCCATCGTCCACCCCA 
>Coxiella_burnetii_RSA_331_chr.trna2-IleGAT (241208-241284)  Ile (GAT) 77 bp  Sc: 98.22 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACCCCTGATAAGGGTGAGGTCGGAAGTTCAAA 
TCTTCCCAGACCCACCA 
>Coxiella_burnetii_RSA_331_chr.trna16-LeuCAA (1036098-1036184)  Leu (CAA) 87 bp  Sc: 83.04 
GCCGAGGTGGCGGAATTGGTAGACGCGCCGGACTCAAAATCCGGTGGTGGCAACACCGTG 
AGGGTTCGAGTCCCTCCCTCGGTACCA 
>Coxiella_burnetii_RSA_331_chr.trna33-LeuCAG (840572-840489)  Leu (CAG) 84 bp  Sc: 64.30 
GCCGAGGTGGTGGAATTGGTAGACACGCAAGTTTCAGGTACTTGTGGGGGAAACCCCGTG 
GAGGTTCAAGTCCTCTCCTCGGCA 
>Coxiella_burnetii_RSA_331_chr.trna24-LeuGAG (1482387-1482306)  Leu (GAG) 82 bp  Sc: 57.22 
GCCGAAGTGGTGGAACTGGTAGACACGCTGTCTTGAGGGGGCAGTGGGGAAACCCGTGCC 
GGTTCGAGTCCGGCCTTCGGCA 
>Coxiella_burnetii_RSA_331_chr.trna35-LeuTAA (821783-821696)  Leu (TAA) 88 bp  Sc: 79.61 
GCCCGGGTGGCGGAATTGGTAGACGCAAGGGACTTAAAATCCCTCGGGTGAATAACCCGT 
GCCGGTTCGAGTCCGGCCCCGGGCACCA 
>Coxiella_burnetii_RSA_331_chr.trna29-LeuTAG (1101588-1101504)  Leu (TAG) 85 bp  Sc: 72.28 
GCGAGAGTGGCGGAATTGGTAGACGCGCTGGATTTAGGTTCCAGTAGGTTAGCCTGTGAG 
AGTTCGAGTCTCTCCTCTCGCACCA 
>Coxiella_burnetii_RSA_331_chr.trna13-LysCTT (735119-735194)  Lys (CTT) 76 bp  Sc: 86.94 
GGGCCGTTAGCTCAGTCGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCACGGTTCGAGC 
CCGTGACGGCCCATCA 
>Coxiella_burnetii_RSA_331_chr.trna9-LysTTT (445027-445102)  Lys (TTT) 76 bp  Sc: 96.37 
GGGTCGTTAGCTCAGCTGGTAGAGCAGCGGACTTTTAATCCGTTGGTCATAGGTTCAAAT 
CCTATACGACCCACCA 
>Coxiella_burnetii_RSA_331_chr.trna25-MetCAT (1467386-1467310)  Met (CAT) 77 bp  Sc: 83.01 
TGCGGGGTGGAGCAGTCTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTACCCCCGCTACCA 
>Coxiella_burnetii_RSA_331_chr.trna20-MetCAT (1865101-1865174)  Met (CAT) 74 bp  Sc: 85.33 
GGCTATGTAGCTCAGTTGGTTAGAGCACGGCATTCATAATGCCGGTGTCGGTGGTTCAAG 
TCCACCCATAGCCA 
>Coxiella_burnetii_RSA_331_chr.trna21-MetCAT (1633382-1633306)  Met (CAT) 77 bp  Sc: 93.98 
GGGCCCATAGCTCAGTTGGTTAGAGCGATCGACTCATAATCGACAGGTCCCAGGTTCAAG 
TCCTGGTGGGCCCACCA 
>Coxiella_burnetii_RSA_331_chr.trna32-PheGAA (888144-888069)  Phe (GAA) 76 bp  Sc: 90.90 
GGCCAGATAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCAGTTCGATT 
CTGCCTCTGGCCACCA 
>Coxiella_burnetii_RSA_331_chr.trna39-ProCGG (419074-419001)  Pro (CGG) 74 bp  Sc: 78.83 
CGGGGTGTAGCTCAGCCTGGTAGAGCACTGCCTTCGGGAGGCAGGGGCCGGAGGTTCGAA 
TCCTCTCACCCCGA 
>Coxiella_burnetii_RSA_331_chr.trna26-ProGGG (1343082-1343006)  Pro (GGG) 77 bp  Sc: 74.50 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCAGGTTCAAA 
TCCTGCCGTCCCGATCA 
>Coxiella_burnetii_RSA_331_chr.trna10-ProTGG (691109-691182)  Pro (TGG) 74 bp  Sc: 82.48 
CGGGGTATAGCGCAGTCTGGTAGCGCGCCTGCTTTGGGAGCAGGATGTCGGGGGTTCAAA 
TCCCTCTACCCCGA 
>Coxiella_burnetii_RSA_331_chr.trna27-SerCGA (1238204-1238114)  Ser (CGA) 91 bp  Sc: 59.79 
GGAGAGGTACCGAAGCGGTCACACCGGCACCGACTCGAAATCGGCTGAGGCCTCACGGCC 
TACGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna14-SerGCT (791119-791210)  Ser (GCT) 92 bp  Sc: 74.27 
GGAGAGATGGCCGAGAGGCTGAAGGCGCTCCCCTGCTAAGGGAGTATGGGGCGAAAGCTC 
CATCGAGGGTTCGAATCCCTCTCTCTCCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna37-SerGGA (685504-685414)  Ser (GGA) 91 bp  Sc: 71.45 
GGAGAGGTGCTCGAGTGGTTGAAGAGGCACGACTGGAAATCGTGTGTGCGTTAATCACGT 
ACCGAGGGTTCGAATCCCTCCCTCTCCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna28-SerTGA (1210790-1210701)  Ser (TGA) 90 bp  Sc: 75.34 
GGAGAGGTGGCAGAGCGGTTGAATGCGACGGTCTTGAAAACCGTTGAGGGGGCAACTCCT 
CCGAGGGTTCGAATCCCTCCCTCTCCGCCA 
>Coxiella_burnetii_RSA_331_chr.trna1-ThrCGT (216517-216592)  Thr (CGT) 76 bp  Sc: 85.91 
GCCGGTGTAGCTCAGGTGGTAGAGCAACTGATTCGTAATCAGTAGGTCCGCAGTTCGAGT 
CTGCGCACCGGCATCA 
>Coxiella_burnetii_RSA_331_chr.trna7-ThrGGT (280064-280139)  Thr (GGT) 76 bp  Sc: 90.17 
GCCCACATAGCTCAGGCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCACCGGTTCAAGT 
CCGGTTGTGGGCTCCA 
>Coxiella_burnetii_RSA_331_chr.trna4-ThrTGT (266862-266937)  Thr (TGT) 76 bp  Sc: 85.38 
GCTGGCGTAGCTCAGTCGGTAGAGCAGCTGATTTGTAATCAGCCGGTCGTAGGTTCGATT 



CCTATCGCCAGCTTCA 
>Coxiella_burnetii_RSA_331_chr.trna8-TrpCCA (281534-281609)  Trp (CCA) 76 bp  Sc: 87.26 
AGGCCAGTAGCTCAATTGGCAGAGCAGCGGTCTCCAAAACCGCAGGTTGGGGGTTCGATT 
CCCTCCTGGCCTGCCA 
>Coxiella_burnetii_RSA_331_chr.trna5-TyrGTA (279779-279860)  Tyr (GTA) 82 bp  Sc: 63.90 
GGAGGGGTTCCCGAGTGGCCAAAGGGATCAGACTGTAAATCTGACGGCTCAGCCTTCGTA 
GGTTCGAATCCTACCCCCTCCA 
>Coxiella_burnetii_RSA_331_chr.trna30-ValGAC (1069347-1069273)  Val (GAC) 75 bp  Sc: 82.08 
AGGCACGTAGCTCAGTGGTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGATAC 
CAATCGTGCCTACCA 
>Coxiella_burnetii_RSA_331_chr.trna22-ValTAC (1498817-1498745)  Val (TAC) 73 bp  Sc: 89.58 
GGGTGCTTAGCTCAGTTGGTAGAGCGTCGCCCTTACAAGGCGAATGTCGGGGGTTCGAAT 
CCCTCAGCACCCA 
>Cavia_porcellus_scaffold_25.trna529-AlaAGC (23417288-23417220)  Ala (AGC) 69 bp  Sc: 27.51 
GTATGTAGCTCAGTGGTAGAGTGCTTGCCTAGCATGCACAAGTCCCTAGGTTCAATCCTC 
AGTATCACA 
>Cavia_porcellus_scaffold_4.trna1167-AlaAGC (13527459-13527388)  Ala (AGC) 72 bp  Sc: 33.88 
GGGGGTATAGCTCAGTGGTAGAGCTTTTGCCTAGCATGTGCAAGGCCCTGAGTTCCACCC 
TTAGTACCTCAA 
>Cavia_porcellus_scaffold_47.trna116-AlaAGC (10185552-10185482)  Ala (AGC) 71 bp  Sc: 34.46 
GGGGGTGTAGCTTAGTGGTAGAGTGTGTGCTTAGCATTTGCAGGCCCTGGGTTTGATCCC 
CAGCATCCCAT 
>Cavia_porcellus_scaffold_1.trna165-AlaAGC (31220698-31220769)  Ala (AGC) 72 bp  Sc: 39.87 
TGGGGTATAGCTCACTGGTAGAGTGCTTGCCTAGCGTGCAGGATGCCCTGGGTTTAATCC 
CCAGTGCTTAAC 
>Cavia_porcellus_scaffold_39.trna213-AlaAGC (11973541-11973470)  Ala (AGC) 72 bp  Sc: 42.58 
GGGGGTGTGGCTCAGTGGTAGAGCATTTGCTGAGCTTGCACAGGGTCTTGGGTTCCATCC 
CCAGCACCTCCT 
>Cavia_porcellus_scaffold_69.trna6-AlaAGC (556081-556152)  Ala (AGC) 72 bp  Sc: 45.87 
TGGGGTGTAGCTCGGTGGTACAGTGCTTGCCTAGCATGCATGAGGCCCTGAGTTCCATTC 
TCAGTACTCCAA 
>Cavia_porcellus_scaffold_101.trna53-AlaAGC (2628205-2628276)  Ala (AGC) 72 bp  Sc: 48.00 
AGGGGTGTAGCTCAGTGGTAGAGCACTTGCCTAGCATATGAGAGGCCCTGGGTTCCATCC 
CCAGCACCTCAA 
>Cavia_porcellus_scaffold_48.trna259-AlaAGC (1258235-1258164)  Ala (AGC) 72 bp  Sc: 48.62 
AGTGGTGTAGCTCAGTGGCAGAGTGCCTGCCTAGCATGCGAGAGGCCCTGGGTTCCAGTC 
CCAGCATCACCA 
>Cavia_porcellus_scaffold_65.trna276-AlaAGC (1744015-1743944)  Ala (AGC) 72 bp  Sc: 51.23 
TGGGGTGTAGCTCAGTGGTAGAGCTCTTGTCTAGCATGTATGAGGTCCTGGGTTCCAACC 
CCAGCACCATAC 
>Cavia_porcellus_scaffold_184.trna26-AlaAGC (401818-401747)  Ala (AGC) 72 bp  Sc: 52.60 
TGGGGTGTAGCTCAGTGGCACAGCACCTGCCTAGCATGCATGAGGCCCTGGGTTCAATCC 
CCAGCACCACAT 
>Cavia_porcellus_scaffold_4.trna1300-AlaAGC (4510830-4510757)  Ala (AGC) 74 bp  Sc: 55.22 
GGTTAGGTATAGCTCAGTGGTAAAGCACTTGCCTAGCATGCACGAGGTCCTGAGTTCAAT 
CCTCAGTATCACCA 
>Cavia_porcellus_scaffold_38.trna188-AlaAGC (21338904-21338832)  Ala (AGC) 73 bp  Sc: 57.46 
GGGGGATTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGTGGGATCGACG 
CCCACATCCTCCA 
>Cavia_porcellus_scaffold_5.trna653-AlaAGC (11783951-11783880)  Ala (AGC) 72 bp  Sc: 57.90 
TGGGGTGTAGCTCAGTGGTAGAGTGCTTGCCTAGCATGCATGAGGTCCTAGGTTCCATCC 
CTGGCATTGCAA 
>Cavia_porcellus_scaffold_108.trna91-AlaAGC (1240911-1240840)  Ala (AGC) 72 bp  Sc: 58.14 
GGGGGTGTAGCTCAGTGGAAGAGTGCATGTTTAGCATGCACGAGTTTCCAGGTTCAATCC 
CTGGCACCTCCA 
>Cavia_porcellus_scaffold_20.trna684-AlaAGC (9293144-9293073)  Ala (AGC) 72 bp  Sc: 59.15 
GGGGGTGTAGCTCAGTGGTAGGGCACGTGCTTAGCATGCACGAGGCCTGGGGTTCAATTC 
TCAGCACCCCCA 
>Cavia_porcellus_scaffold_42.trna261-AlaAGC (8540883-8540811)  Ala (AGC) 73 bp  Sc: 59.56 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGTGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Cavia_porcellus_scaffold_65.trna33-AlaAGC (1710642-1710714)  Ala (AGC) 73 bp  Sc: 59.87 
GGGGGTGTAGCTCAGTGATAGAGTGTGTGCTTAGCGTGCACGAGGTCCTGGGTTCGATTC 
CCCAGCACCTCCA 
>Cavia_porcellus_scaffold_38.trna192-AlaAGC (21206898-21206826)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 



>Cavia_porcellus_scaffold_0.trna954-AlaAGC (46309382-46309310)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Cavia_porcellus_scaffold_18.trna79-AlaAGC (8902298-8902370)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Cavia_porcellus_scaffold_108.trna97-AlaAGC (1200930-1200859)  Ala (AGC) 72 bp  Sc: 67.43 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGCACGAGGCCTCGGGTTCAATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_108.trna11-AlaAGC (1205722-1205793)  Ala (AGC) 72 bp  Sc: 73.50 
GGGGGTGTAGCTCAGTGGCAGAGCGCGTGCTTAGCATGCACGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna7-AlaAGC (1181507-1181578)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Cavia_porcellus_scaffold_22.trna48-AlaAGC (2968398-2968469)  Ala (AGC) 72 bp  Sc: 77.18 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCAATCC 
CCGGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna10-AlaAGC (1190505-1190576)  Ala (AGC) 72 bp  Sc: 77.42 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna8-AlaAGC (1183454-1183525)  Ala (AGC) 72 bp  Sc: 77.42 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCTGGGTTCGATCC 
CCAGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna90-AlaAGC (1241121-1241050)  Ala (AGC) 72 bp  Sc: 78.92 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCGATCC 
CCGGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna96-AlaAGC (1201426-1201355)  Ala (AGC) 72 bp  Sc: 78.92 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTAGCATGCACGAGGCCCCGGGTTCGATCC 
CCGGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna92-AlaCGC (1233548-1233477)  Ala (CGC) 72 bp  Sc: 71.30 
GGGGGAGTAGCTCAGCGGGAGAGCGCGTGCTTCGCATGCACGAGGCCCCGGGTTCGAGCC 
CCGGCTCCTCCA 
>Cavia_porcellus_scaffold_3.trna752-AlaCGC (31957681-31957610)  Ala (CGC) 72 bp  Sc: 73.12 
GGGGATGTAGCTCAGTGGTAGAGCGCGCGCTTCGCATGTGTGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_38.trna170-AlaCGC (21198494-21198565)  Ala (CGC) 72 bp  Sc: 74.81 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_108.trna100-AlaCGC (1192282-1192211)  Ala (CGC) 72 bp  Sc: 75.38 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGTACGAGGTCCCGGGTTCAAACC 
CCGGCTCCTCCA 
>Cavia_porcellus_scaffold_27.trna294-AlaCGC (27055709-27055780)  Ala (CGC) 72 bp  Sc: 76.29 
GGGGGTGTAGCTCAGTGGTAGAGCGCGTGCTTCGCATGCACGAGGCCCTGGGTTCAATCC 
CCAGCACCTCCA 
>Cavia_porcellus_scaffold_15.trna395-AlaGGC (36954018-36954089)  Ala (GGC) 72 bp  Sc: 39.74 
TGGGGTGTGGCTCAGTTGCAGAGCCTTTGCCTGGCATGTGCAAGGCCCTGGGTTCAATCC 
CCAGCACTGCAA 
>Cavia_porcellus_scaffold_4.trna910-AlaGGC (31699893-31699822)  Ala (GGC) 72 bp  Sc: 46.63 
GTTTATATAGCTCAGTGGCACAGTGCCTGCCTGGCAAGTGTGAGGTTCTGAGTTCAATTC 
CCAGTATAAATA 
>Cavia_porcellus_scaffold_15.trna670-AlaGGC (22795234-22795163)  Ala (GGC) 72 bp  Sc: 56.92 
GGGGATATGGCTCAGTGGTGTAGCATCTGCCTGGCAAGCACAAGGTCCTGAGTTCAACTC 
TCAGTATCCCCT 
>Cavia_porcellus_scaffold_27.trna136-AlaGGC (10391394-10391465)  Ala (GGC) 72 bp  Sc: 59.62 
AGGGATATAGCTCAGTGGCACAGCACCTGCCTGGCAAGCACGGGGTCCTGGGTTCGAGTC 
CCAGTATCCCAA 
>Cavia_porcellus_scaffold_4.trna517-AlaTGC (41271905-41271970)  Ala (TGC) 66 bp  Sc: 30.26 
GGAGCAGCTCAGTGGTAGAGCACTTGCCTTGCATGTGCAAGGTCCTGGGTTCAATTTCCA 
GCACCA 
>Cavia_porcellus_scaffold_25.trna267-AlaTGC (11925452-11925523)  Ala (TGC) 72 bp  Sc: 52.71 
GGGGATGTGGCTCAGGGGTAGAGCTCTTGCCTTGCATGTAGGAAACCCTGGGTTTGATCC 
CCAGCACCCCCA 
>Cavia_porcellus_scaffold_2.trna883-AlaTGC (34673983-34673912)  Ala (TGC) 72 bp  Sc: 55.26 
AGGGGTGTGGCTCAGTGGTAGAGTTTTTGCCTTGCATGCACAAGGCCCTAGGTTCAATCC 
CCAGCACCACTA 
>Cavia_porcellus_scaffold_108.trna13-AlaTGC (1236118-1236189)  Ala (TGC) 72 bp  Sc: 72.71 



GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_178.trna10-AlaTGC (1193185-1193114)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_108.trna99-AlaTGC (1193648-1193577)  Ala (TGC) 72 bp  Sc: 73.25 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGCCCTGGGTTCGATGC 
CCAGCACCTCCA 
>Cavia_porcellus_scaffold_178.trna7-AlaTGC (1196807-1196878)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_21.trna203-AlaTGC (33807426-33807497)  Ala (TGC) 72 bp  Sc: 74.45 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Cavia_porcellus_scaffold_108.trna12-AlaTGC (1212225-1212296)  Ala (TGC) 72 bp  Sc: 79.37 
GGGGGTGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGCATGAGGTCTCGGGTTCGATCC 
CCGGCACCTCCA 
>Cavia_porcellus_scaffold_108.trna31-ArgACG (1707562-1707634)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_108.trna42-ArgACG (1856573-1856645)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_38.trna159-ArgACG (20619651-20619723)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_7.trna627-ArgACG (46626429-46626357)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_0.trna286-ArgACG (46310496-46310568)  Arg (ACG) 73 bp  Sc: 68.28 
GGGCCAGTGGCGTAATGGATAACGCGTCTGACTACGGATCAGAAGATTGTAGGTTCGACT 
CCTGCCTGGCTCG 
>Cavia_porcellus_scaffold_13.trna634-ArgACG (17849361-17849289)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_38.trna168-ArgACG (21177943-21178015)  Arg (ACG) 73 bp  Sc: 72.37 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCTGGCTCG 
>Cavia_porcellus_scaffold_65.trna118-ArgCCG (5789719-5789791)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Cavia_porcellus_scaffold_4.trna335-ArgCCG (23148063-23148135)  Arg (CCG) 73 bp  Sc: 68.22 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGGGGGTTCGAGT 
CCCTTCGTGGTCG 
>Cavia_porcellus_scaffold_108.trna101-ArgCCG (1178114-1178042)  Arg (CCG) 73 bp  Sc: 69.88 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGATTCCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Cavia_porcellus_scaffold_10.trna966-ArgCCT (9150882-9150810)  Arg (CCT) 73 bp  Sc: 67.28 
GCCCCAGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Cavia_porcellus_scaffold_4.trna336-ArgCCT (23150728-23150800)  Arg (CCT) 73 bp  Sc: 71.53 
GCCCCGGTGGCCTAATGGATAAGGCATTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCCGGGGTA 
>Cavia_porcellus_scaffold_76.trna199-ArgCCT (192386-192314)  Arg (CCT) 73 bp  Sc: 73.41 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Cavia_porcellus_scaffold_76.trna201-ArgCCT (191026-190954)  Arg (CCT) 73 bp  Sc: 73.41 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTG 
>Cavia_porcellus_scaffold_4.trna342-ArgCCT (23175545-23175617)  Arg (CCT) 73 bp  Sc: 73.88 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCACCTGGGGTA 
>Cavia_porcellus_scaffold_38.trna156-ArgTCG (20586802-20586874)  Arg (TCG) 73 bp  Sc: 67.10 
GACCACGTGGCCTAACGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 
CCCTTCGTGGTTA 
>Cavia_porcellus_scaffold_38.trna157-ArgTCG (20613731-20613803)  Arg (TCG) 73 bp  Sc: 69.08 
GACCACGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAAT 



CCCTTCGTGGTTG 
>Cavia_porcellus_scaffold_76.trna200-ArgTCG (191304-191232)  Arg (TCG) 73 bp  Sc: 70.52 
GACCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Cavia_porcellus_scaffold_10.trna633-ArgTCG (34687902-34687830)  Arg (TCG) 73 bp  Sc: 76.93 
GGCCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGCGGTCG 
>Cavia_porcellus_scaffold_56.trna128-ArgTCT (8692204-8692131)  Arg (TCT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATGGACGAGCGCGCTGGACTTCTAATCCAGAGGTTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Cavia_porcellus_scaffold_108.trna80-ArgTCT (1742187-1742099)  Arg (TCT) 89 bp  Sc: 72.49 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGAACATTGAAAGAGATTCAAA 
GGTTGCGGGTTCGAGTCCCGCCAGAGTCA 
>Cavia_porcellus_scaffold_2.trna176-ArgTCT (19581521-19581605)  Arg (TCT) 85 bp  Sc: 71.18 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGAGGCTGAAGGCATTCAAAGGTT 
CCGGGTTCGAGTCCCGGCGGAGTCG 
>Cavia_porcellus_scaffold_86.trna73-ArgTCT (374670-374585)  Arg (TCT) 86 bp  Sc: 69.72 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGACAAATTGAGGCATTCAAAGGT 
TGTGGGTTCGAGTCCCACCAGAGTCG 
>Cavia_porcellus_scaffold_61.trna195-ArgTCT (8554418-8554332)  Arg (TCT) 87 bp  Sc: 70.50 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTGACGAAAGAGCGATTCAAAGG 
TTGTGGGTTCGAATCCCACCAGAGTCG 
>Cavia_porcellus_scaffold_2.trna777-AsnGTT (47147119-47147046)  Asn (GTT) 74 bp  Sc: 44.41 
GTCCCTGTGGTGCAGTTGGTTTGCACATTTGGCTGTTAATGGAAAGATTGGTGGTTTGAG 
CCCACTCAGGGATG 
>Cavia_porcellus_scaffold_2.trna389-AsnGTT (46535223-46535296)  Asn (GTT) 74 bp  Sc: 47.86 
GTCTCTGTGGTGCAATGGGTTAGCACATTTGGCTGTTAACGGAAAGGTTGGTGGTTTGAG 
CCCACCCAGGGGTG 
>Cavia_porcellus_scaffold_27.trna60-AsnGTT (6577778-6577851)  Asn (GTT) 74 bp  Sc: 49.19 
GTCTCTGTGGTGTAATAGGTTGGCACGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCGGAGATG 
>Cavia_porcellus_scaffold_2.trna778-AsnGTT (47135059-47134986)  Asn (GTT) 74 bp  Sc: 54.54 
GTCTCTGTGGTGTAATGGGTCAGCACATTCCGCTGTTAACAGAAAGGTTGGTGGTTTGAG 
CCCACCCAGGGGCA 
>Cavia_porcellus_scaffold_2.trna776-AsnGTT (47463521-47463449)  Asn (GTT) 73 bp  Sc: 58.19 
GTCTCTGTGGCGCAATGGGCTAGCGCATTTGGCTGTTAATCAAAGGTTGGTGGTTCGAGC 
CCACCCAGGGATG 
>Cavia_porcellus_scaffold_2.trna47-AsnGTT (10754462-10754535)  Asn (GTT) 74 bp  Sc: 77.59 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna1109-AsnGTT (10797239-10797166)  Asn (GTT) 74 bp  Sc: 79.33 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna390-AsnGTT (46567309-46567382)  Asn (GTT) 74 bp  Sc: 79.33 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna394-AsnGTT (46881369-46881442)  Asn (GTT) 74 bp  Sc: 79.33 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna779-AsnGTT (47126939-47126866)  Asn (GTT) 74 bp  Sc: 79.33 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna786-AsnGTT (46637960-46637887)  Asn (GTT) 74 bp  Sc: 79.33 
GTCTCTGTGGCGCAATGGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_6.trna703-AsnGTT (32123039-32122966)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_2.trna385-AsnGTT (46477910-46477983)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_320.trna3-AsnGTT (213169-213242)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_53.trna212-AsnGTT (9799351-9799278)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 



>Cavia_porcellus_scaffold_56.trna100-AsnGTT (11165497-11165424)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_56.trna77-AsnGTT (11222708-11222781)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_91.trna26-AsnGTT (3285600-3285673)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Cavia_porcellus_scaffold_6.trna4-AspATC (731412-731483)  Asp (ATC) 72 bp  Sc: 37.27 
TGGGGTATAGCTCAGTGGTATAGCACATATCTATCATATATAAGGCCCTGGGTTTGATTC 
TCAGTGCTACAA 
>Cavia_porcellus_scaffold_104.trna48-AspGTC (4460654-4460585)  Asp (GTC) 70 bp  Sc: 37.02 
TGAAGTGTTGCTCAGTGGTACAGCATTTGCCTGTCATGCATGACCCTGGGTTCCACCCCC 
AGCACTGCAA 
>Cavia_porcellus_scaffold_178.trna4-AspGTC (1193384-1193455)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_108.trna76-AspGTC (1788392-1788321)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_178.trna6-AspGTC (1195840-1195911)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_56.trna76-AspGTC (11216325-11216396)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_56.trna94-AspGTC (11181798-11181727)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_56.trna97-AspGTC (11171542-11171471)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_61.trna222-AspGTC (7252633-7252562)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_9.trna1112-AspGTC (5778638-5778567)  Asp (GTC) 72 bp  Sc: 72.92 
TCCTCGTTAGTATAGTGGTGAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_9.trna1128-AspGTC (3670168-3670097)  Asp (GTC) 72 bp  Sc: 74.76 
TCCTCGTTAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGACGGGGAG 
>Cavia_porcellus_scaffold_32.trna759-CysGCA (50415-50343)  Cys (GCA) 73 bp  Sc: 59.65 
GGGGAAATAGCTCAGGGATAGAGCATTTGACTGCAGATCAAGAGGTTCCCTGGTTCAAAT 
CCAGGTGTCCCCT 
>Cavia_porcellus_scaffold_32.trna760-CysGCA (44494-44423)  Cys (GCA) 72 bp  Sc: 63.14 
AGGGGCATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATT 
CTGGTGCCCCCT 
>Cavia_porcellus_scaffold_53.trna98-CysGCA (9856032-9856103)  Cys (GCA) 72 bp  Sc: 64.46 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAGATC 
TGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna767-CysGCA (25511-25440)  Cys (GCA) 72 bp  Sc: 66.29 
GGGGGCATAGATCAAGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna1039-CysGCA (39919-39848)  Cys (GCA) 72 bp  Sc: 67.61 
AGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAACAGGTCCCCAGTTCAAATC 
TGGGTGCCCCTT 
>Cavia_porcellus_scaffold_10.trna2-CysGCA (5427-5498)  Cys (GCA) 72 bp  Sc: 69.77 
GGGGGCATAGCTCAGGGGTAGAGGATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna3-CysGCA (8175-8246)  Cys (GCA) 72 bp  Sc: 69.77 
GGGGGCATAGCTCAGGGGTAGAGGATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna4-CysGCA (10923-10994)  Cys (GCA) 72 bp  Sc: 69.77 
GGGGGCATAGCTCAGGGGTAGAGGATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna7-CysGCA (19060-19131)  Cys (GCA) 72 bp  Sc: 70.94 



GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTTCCCCCT 
>Cavia_porcellus_scaffold_32.trna758-CysGCA (64860-64789)  Cys (GCA) 72 bp  Sc: 71.45 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CCGGTGCCCCCT 
>Cavia_porcellus_scaffold_53.trna208-CysGCA (9858075-9858004)  Cys (GCA) 72 bp  Sc: 73.26 
GGGGGTATAGCTCAGTGGCAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna766-CysGCA (28245-28174)  Cys (GCA) 72 bp  Sc: 73.58 
GGGGGCATAGCTCAAGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_53.trna210-CysGCA (9839908-9839837)  Cys (GCA) 72 bp  Sc: 73.73 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_8.trna748-CysGCA (29452173-29452102)  Cys (GCA) 72 bp  Sc: 74.20 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna10-CysGCA (142177-142248)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna11-CysGCA (148875-148946)  Cys (GCA) 72 bp  Sc: 74.26 
GGGGGTATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna1-CysGCA (2715-2786)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna5-CysGCA (13634-13705)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_10.trna6-CysGCA (16347-16418)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna761-CysGCA (41880-41809)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna763-CysGCA (36434-36363)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna765-CysGCA (30975-30904)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna768-CysGCA (22766-22695)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna769-CysGCA (20040-19969)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna770-CysGCA (17307-17236)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna771-CysGCA (14578-14507)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna772-CysGCA (11843-11772)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna773-CysGCA (9087-9016)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna774-CysGCA (6358-6287)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna775-CysGCA (3660-3589)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna776-CysGCA (916-845)  Cys (GCA) 72 bp  Sc: 76.15 
GGGGGCATAGCTCAGGGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 



CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_8.trna749-CysGCA (29449586-29449515)  Cys (GCA) 72 bp  Sc: 77.65 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CAGGTGCCCCCT 
>Cavia_porcellus_scaffold_53.trna202-CysGCA (9979746-9979675)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_53.trna203-CysGCA (9978982-9978911)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_2.trna399-GlnCTG (47123909-47123980)  Gln (CTG) 72 bp  Sc: 54.62 
GGCTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCTAGTGATCTGAGTTCAAATC 
TCAGTGGAACTT 
>Cavia_porcellus_scaffold_2.trna388-GlnCTG (46516012-46516083)  Gln (CTG) 72 bp  Sc: 65.04 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_108.trna24-GlnCTG (1674817-1674888)  Gln (CTG) 72 bp  Sc: 66.59 
GGCCCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_2.trna790-GlnCTG (46460471-46460400)  Gln (CTG) 72 bp  Sc: 69.34 
GGTTCCATGGTGTAATGGTGAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_101.trna30-GlnCTG (1304344-1304415)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Cavia_porcellus_scaffold_108.trna37-GlnCTG (1748818-1748889)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Cavia_porcellus_scaffold_108.trna5-GlnCTG (1139094-1139165)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Cavia_porcellus_scaffold_61.trna194-GlnCTG (8555506-8555435)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Cavia_porcellus_scaffold_108.trna23-GlnTTG (1672964-1673035)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_38.trna209-GlnTTG (20595527-20595456)  Gln (TTG) 72 bp  Sc: 68.31 
GGCCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_108.trna89-GlnTTG (1256302-1256231)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_53.trna251-GlnTTG (8311346-8311275)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Cavia_porcellus_scaffold_108.trna105-GluCTC (1119634-1119563)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_1.trna113-GluCTC (23511484-23511555)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_2.trna381-GluCTC (46426624-46426695)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_56.trna96-GluCTC (11180861-11180790)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_56.trna99-GluCTC (11170610-11170539)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_56.trna69-GluTTC (11159232-11159303)  Glu (TTC) 72 bp  Sc: 68.98 
TCCCTGGTGGTCTAGTGGCTAGGATTTGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Cavia_porcellus_scaffold_2.trna386-GluTTC (46480662-46480733)  Glu (TTC) 72 bp  Sc: 72.33 
TCCCTGGTGGTCTAGTGGCTAGGATTCGGCGCTTTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 



>Cavia_porcellus_scaffold_6.trna582-GluTTC (51660814-51660743)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Cavia_porcellus_scaffold_151.trna21-GluTTC (942865-942794)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Cavia_porcellus_scaffold_61.trna214-GluTTC (7442819-7442748)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Cavia_porcellus_scaffold_6.trna551-GluTTC (55159220-55159149)  Glu (TTC) 72 bp  Sc: 76.26 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Cavia_porcellus_scaffold_2.trna401-GlyCCC (47310824-47310894)  Gly (CCC) 71 bp  Sc: 48.25 
GCATTGGTGGCTCAGTGGTAGAATGCTTACCTCCCATGTGGCAGACCCAGGTTTGATTCC 
TGGCCAATGCA 
>Cavia_porcellus_scaffold_2.trna959-GlyCCC (20293594-20293524)  Gly (CCC) 71 bp  Sc: 62.31 
GCATTGGTGGTTCAATGGTAGAATTCTCACCTCCCACGCAGGAGACCTGGGTTCAATTCC 
CAGCCAATGCA 
>Cavia_porcellus_scaffold_4.trna80-GlyCCC (5924040-5924110)  Gly (CCC) 71 bp  Sc: 66.48 
GCATTGGTGATTCAATGGTAGAATTCTCGCCTCCCATGTGGGAGACCCAGGTTCGATTCC 
TGGCCAATGCA 
>Cavia_porcellus_scaffold_37.trna149-GlyCCC (18471325-18471395)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Cavia_porcellus_scaffold_4.trna1071-GlyCCC (20610617-20610547)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Cavia_porcellus_scaffold_2.trna1110-GlyCCC (10786149-10786079)  Gly (CCC) 71 bp  Sc: 77.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGTGAGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_3.trna733-GlyGCC (35991558-35991489)  Gly (GCC) 70 bp  Sc: 62.55 
GCATGGGTGGTTCAGTGGTAGAATTCTTGTTTGCCACACAGGAGGCCCGGTTCAATTCCC 
GGCCCATGCA 
>Cavia_porcellus_scaffold_22.trna61-GlyGCC (3407394-3407463)  Gly (GCC) 70 bp  Sc: 68.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
GGCCAATGCA 
>Cavia_porcellus_scaffold_22.trna489-GlyGCC (3397699-3397629)  Gly (GCC) 71 bp  Sc: 71.29 
GCATTGGTGGTTCAGTGGTAGAATTTTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
TGGCCAATGCA 
>Cavia_porcellus_scaffold_22.trna488-GlyGCC (3398584-3398514)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_22.trna506-GlyGCC (2975547-2975477)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_22.trna60-GlyGCC (3406778-3406848)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_3.trna238-GlyGCC (31957288-31957358)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_38.trna206-GlyGCC (20597789-20597719)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_56.trna93-GlyGCC (11209726-11209656)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Cavia_porcellus_scaffold_56.trna71-GlyGCC (11173942-11174012)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Cavia_porcellus_scaffold_56.trna73-GlyGCC (11184220-11184290)  Gly (GCC) 71 bp  Sc: 82.15 
GCATGGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCCATGCA 
>Cavia_porcellus_scaffold_54.trna105-GlyTCC (8575088-8575017)  Gly (TCC) 72 bp  Sc: 64.72 
GTGTTGGTAGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCTGGGTTCGATTC 
CCAGCCAATGCA 
>Cavia_porcellus_scaffold_56.trna95-GlyTCC (11181293-11181222)  Gly (TCC) 72 bp  Sc: 65.35 



GCGTTGGTGGTATAGTGATGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Cavia_porcellus_scaffold_2.trna382-GlyTCC (46430008-46430079)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Cavia_porcellus_scaffold_56.trna98-GlyTCC (11171037-11170966)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Cavia_porcellus_scaffold_61.trna69-GlyTCC (7251874-7251945)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Cavia_porcellus_scaffold_334.trna5-GlyTCC (419172-419101)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Cavia_porcellus_scaffold_86.trna22-HisGTG (4024818-4024889)  His (GTG) 72 bp  Sc: 50.86 
GCCGTGGTTGTATAGTGGTTAGTACTCTGCGTTGTGGCCACAGCAACCTCGGTTCGAATC 
TGAGTCACGGCA 
>Cavia_porcellus_scaffold_21.trna48-HisGTG (6237297-6237368)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_23.trna169-HisGTG (20501393-20501464)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_23.trna295-HisGTG (20500872-20500801)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_23.trna296-HisGTG (20500092-20500021)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_2.trna383-HisGTG (46430827-46430898)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_2.trna387-HisGTG (46487937-46488008)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_2.trna788-HisGTG (46488810-46488739)  His (GTG) 72 bp  Sc: 64.63 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGAGTCACGGCA 
>Cavia_porcellus_scaffold_108.trna70-IleAAT (1860549-1860476)  Ile (AAT) 74 bp  Sc: 70.97 
GGCAGGTTAGCTCAGTTGGTTAGGGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_108.trna72-IleAAT (1854213-1854141)  Ile (AAT) 73 bp  Sc: 72.60 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGCCA 
>Cavia_porcellus_scaffold_108.trna43-IleAAT (1874031-1874104)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_108.trna84-IleAAT (1708406-1708333)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_108.trna85-IleAAT (1698926-1698853)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_111.trna20-IleAAT (2385500-2385573)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_38.trna171-IleAAT (21199084-21199157)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_38.trna179-IleAAT (21331813-21331886)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_61.trna198-IleAAT (8495025-8494952)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_61.trna218-IleAAT (7257721-7257648)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 



CCCCGTACGGGCCA 
>Cavia_porcellus_scaffold_13.trna190-IleTAT (21450084-21450156)  Ile (TAT) 73 bp  Sc: 65.36 
GGCCCTGTAGCTCAGGGGTTAGAGCACTGGTCTTATAAACCAGGGGTCATGAGTTCAAAT 
CTCGCTAGGGCCT 
>Cavia_porcellus_scaffold_52.trna150-IleTAT (12849696-12849604)  Ile (TAT) 93 bp  Sc: 69.66 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATAATAGTGCAGGCGAAGCGATG 
CCGAGGTTGTGAGTTCGATCCTCACCTGGAGCA 
>Cavia_porcellus_scaffold_108.trna82-IleTAT (1718727-1718634)  Ile (TAT) 94 bp  Sc: 67.58 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Cavia_porcellus_scaffold_38.trna180-IleTAT (21361897-21361988)  Ile (TAT) 92 bp  Sc: 68.47 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATAGCAGTATGTGCGAGCAATGC 
CGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Cavia_porcellus_scaffold_18.trna242-IleTAT (27159864-27159955)  Ile (TAT) 92 bp  Sc: 67.20 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATGGCAGTACGTCAGAGCGATGC 
CGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Cavia_porcellus_scaffold_108.trna15-LeuAAG (1310315-1310396)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_13.trna181-LeuAAG (21257546-21257627)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_13.trna596-LeuAAG (21460945-21460864)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_4.trna498-LeuAAG (38736291-38736372)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_108.trna4-LeuAAG (1137535-1137616)  Leu (AAG) 82 bp  Sc: 70.07 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_9.trna462-LeuCAA (49424761-49424833)  Leu (CAA) 73 bp  Sc: 47.96 
GTTTCtgttgtGTGGTGGTTCTCATGTTTGCCTCAAATGTGAAAGGTCCCTGGTTCAAAA 
CCGGGCGGAAGCA 
>Cavia_porcellus_scaffold_108.trna102-LeuCAA (1139565-1139460)  Leu (CAA) 106 bp  Sc: 67.43 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTGGCTTCCCGCATTGGGGGT 
TTCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_108.trna6-LeuCAA (1156641-1156746)  Leu (CAA) 106 bp  Sc: 66.79 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTCTGCTTCCCGTACGTGGGGG 
TTCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_108.trna32-LeuCAA (1728062-1728166)  Leu (CAA) 105 bp  Sc: 67.66 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTTGCTTCCCGCTTTGGGGGT 
TCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_108.trna35-LeuCAA (1739543-1739647)  Leu (CAA) 105 bp  Sc: 68.81 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCTTGACTTCCCACAACGGGGTT 
TCTGGTCTCCATATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_1.trna112-LeuCAA (23511236-23511340)  Leu (CAA) 105 bp  Sc: 67.93 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTGTGCCTTGCCTGTGGGTGT 
TCTGGTCTCCGCATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_22.trna229-LeuCAG (24776992-24777074)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_56.trna92-LeuCAG (11214506-11214424)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Cavia_porcellus_scaffold_38.trna167-LeuCAG (21166054-21166136)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Cavia_porcellus_scaffold_56.trna70-LeuCAG (11172149-11172231)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Cavia_porcellus_scaffold_56.trna72-LeuCAG (11182405-11182487)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 
>Cavia_porcellus_scaffold_56.trna74-LeuCAG (11191652-11191734)  Leu (CAG) 83 bp  Sc: 77.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTCCTGACA 



>Cavia_porcellus_chrM.trna1-LeuTAA (2643-2716)  Leu (TAA) 74 bp  Sc: 39.42 
GTTAAGGTGGCAGAGCCGGTAATTGCATAAAATTTAAGACTTTACTCTCAGAGGTTCAAC 
TCCTCTCCTTAACA 
>Cavia_porcellus_scaffold_108.trna44-LeuTAA (1885073-1885155)  Leu (TAA) 83 bp  Sc: 75.54 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACACAAGTCTGCGT 
GGGTTCGAGCCCCACTCCCGGTA 
>Cavia_porcellus_scaffold_108.trna27-LeuTAA (1695448-1695530)  Leu (TAA) 83 bp  Sc: 80.48 
ACCGGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCTGGTGCCCGCGT 
GGGTTCGAACCCCACTCTCGGTA 
>Cavia_porcellus_scaffold_68.trna95-LeuTAA (3120120-3120038)  Leu (TAA) 83 bp  Sc: 80.77 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Cavia_porcellus_scaffold_13.trna597-LeuTAG (21454265-21454184)  Leu (TAG) 82 bp  Sc: 66.94 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGACGTG 
GGTTCGAATCCCACCACTGCCA 
>Cavia_porcellus_scaffold_4.trna865-LeuTAG (38648668-38648587)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_61.trna88-LeuTAG (8554937-8555018)  Leu (TAG) 82 bp  Sc: 72.19 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Cavia_porcellus_scaffold_269.trna1-LysCTT (163509-163581)  Lys (CTT) 73 bp  Sc: 56.14 
ACCCAGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_149.trna10-LysCTT (509433-509361)  Lys (CTT) 73 bp  Sc: 56.69 
GCCCAGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
GCCACCTTGTGTC 
>Cavia_porcellus_scaffold_29.trna190-LysCTT (24987553-24987481)  Lys (CTT) 73 bp  Sc: 58.30 
GCCCAGCTAGCTCAGTTGATAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCATGC 
CCCACATTGGGCA 
>Cavia_porcellus_scaffold_208.trna4-LysCTT (937584-937512)  Lys (CTT) 73 bp  Sc: 58.74 
GCCCGGCTTGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_38.trna129-LysCTT (16705952-16706024)  Lys (CTT) 73 bp  Sc: 58.83 
ACCTAGATAGCTGAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTTGAGT 
CCCATGTTGGGTG 
>Cavia_porcellus_scaffold_6.trna101-LysCTT (9004440-9004512)  Lys (CTT) 73 bp  Sc: 59.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCGCCTCGTGTC 
>Cavia_porcellus_scaffold_65.trna83-LysCTT (4580102-4580174)  Lys (CTT) 73 bp  Sc: 59.15 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTCATGC 
CCCACGTTGGGTG 
>Cavia_porcellus_scaffold_204.trna2-LysCTT (808049-808121)  Lys (CTT) 73 bp  Sc: 59.77 
GCCCGACTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCAAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_198.trna4-LysCTT (1007997-1007925)  Lys (CTT) 73 bp  Sc: 62.62 
GCCTGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_291.trna3-LysCTT (299799-299727)  Lys (CTT) 73 bp  Sc: 63.85 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_225.trna4-LysCTT (754063-754135)  Lys (CTT) 73 bp  Sc: 64.60 
GCCCAGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_173.trna3-LysCTT (1017884-1017956)  Lys (CTT) 73 bp  Sc: 65.23 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGT 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_196.trna1-LysCTT (761562-761634)  Lys (CTT) 73 bp  Sc: 65.40 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCATGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_300.trna1-LysCTT (431693-431621)  Lys (CTT) 73 bp  Sc: 65.40 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCATGGTCGTGGGTTCGAGC 
CCCACCTTGTGTC 
>Cavia_porcellus_scaffold_0.trna369-LysCTT (57908667-57908739)  Lys (CTT) 73 bp  Sc: 68.74 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGTGC 
CCCACATTGGGCG 
>Cavia_porcellus_scaffold_4.trna338-LysCTT (23161356-23161428)  Lys (CTT) 73 bp  Sc: 76.90 



GCCCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_109.trna93-LysCTT (213317-213245)  Lys (CTT) 73 bp  Sc: 77.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCATGGGTTCGAGC 
CCCATGTTGGGCG 
>Cavia_porcellus_scaffold_4.trna1028-LysCTT (23159570-23159498)  Lys (CTT) 73 bp  Sc: 80.04 
GCCTGACTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Cavia_porcellus_scaffold_21.trna204-LysCTT (33807935-33808007)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_2.trna384-LysCTT (46431638-46431710)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_35.trna230-LysCTT (11129187-11129115)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_38.trna193-LysCTT (21201152-21201080)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_4.trna1029-LysCTT (23152160-23152088)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_4.trna339-LysCTT (23163304-23163376)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_4.trna340-LysCTT (23172159-23172231)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_20.trna20-LysCTT (2269276-2269348)  Lys (CTT) 73 bp  Sc: 80.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGGGACTCTTAATCCCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Cavia_porcellus_scaffold_9.trna73-LysTTT (7997260-7997332)  Lys (TTT) 73 bp  Sc: 56.05 
GCCTGGCTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGAATCCAGGGTTTAAAT 
CCCTGTTCAAGTG 
>Cavia_porcellus_scaffold_86.trna74-LysTTT (372632-372560)  Lys (TTT) 73 bp  Sc: 75.33 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Cavia_porcellus_scaffold_108.trna81-LysTTT (1738782-1738710)  Lys (TTT) 73 bp  Sc: 75.97 
GCCTGGGTAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTGCAGGCA 
>Cavia_porcellus_scaffold_101.trna77-LysTTT (4437749-4437677)  Lys (TTT) 73 bp  Sc: 77.08 
GCCCAGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Cavia_porcellus_scaffold_108.trna40-LysTTT (1828089-1828161)  Lys (TTT) 73 bp  Sc: 78.08 
GCCTGGATAGCTCAATCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Cavia_porcellus_scaffold_108.trna34-LysTTT (1729930-1730002)  Lys (TTT) 73 bp  Sc: 79.46 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGTG 
>Cavia_porcellus_scaffold_108.trna104-LysTTT (1135478-1135406)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Cavia_porcellus_scaffold_12.trna174-LysTTT (18140052-18140124)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Cavia_porcellus_scaffold_12.trna621-LysTTT (18140528-18140456)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Cavia_porcellus_scaffold_61.trna193-LysTTT (8556527-8556455)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Cavia_porcellus_scaffold_86.trna4-LysTTT (371447-371519)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Cavia_porcellus_scaffold_106.trna35-MetCAT (2756267-2756195)  Met (CAT) 73 bp  Sc: 57.38 
GCCTTCTTAGTGTAGTAGGCAGCACATCAGTCTCATAATCTGAAGGTTCTGAGTTCAAGC 



TTCAGAGGGGGCA 
>Cavia_porcellus_scaffold_38.trna204-MetCAT (20620317-20620246)  Met (CAT) 72 bp  Sc: 58.62 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGGGGTCGATGGATCAAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_13.trna614-MetCAT (20577782-20577710)  Met (CAT) 73 bp  Sc: 63.98 
GCCTCCCTAGCACAGTGGACAGTCTGTCAGTCTCATAATCTGAAGGTCCTGAGTTCAAAC 
CTCAGAGGGGGCA 
>Cavia_porcellus_scaffold_108.trna33-MetCAT (1729604-1729675)  Met (CAT) 72 bp  Sc: 67.60 
AGCAGAGTGGCGCAGCGGGAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_10.trna140-MetCAT (14659222-14659293)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_108.trna22-MetCAT (1613200-1613271)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_108.trna39-MetCAT (1759655-1759726)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_108.trna41-MetCAT (1829970-1830041)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_38.trna155-MetCAT (20582415-20582486)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_38.trna207-MetCAT (20597324-20597253)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Cavia_porcellus_scaffold_108.trna103-MetCAT (1137312-1137240)  Met (CAT) 73 bp  Sc: 74.93 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAGC 
CTCAGAGGGGGCA 
>Cavia_porcellus_scaffold_108.trna3-MetCAT (1134746-1134818)  Met (CAT) 73 bp  Sc: 76.58 
GCCTCCTTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGGGGGCA 
>Cavia_porcellus_scaffold_38.trna189-MetCAT (21335282-21335210)  Met (CAT) 73 bp  Sc: 77.81 
GCCCTCTTAGCGCAGCCGGCAGCGCGTCAGTCTCATAATCTGAAGGTCCTGAGTTCGAAC 
CTCAGAGAGGGCA 
>Cavia_porcellus_scaffold_51.trna58-MetCAT (12475770-12475842)  Met (CAT) 73 bp  Sc: 78.37 
GCCCCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGACC 
CTCACACGGGGCA 
>Cavia_porcellus_scaffold_434.trna4-MetCAT (102202-102130)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Cavia_porcellus_scaffold_14.trna205-PheGAA (31479430-31479502)  Phe (GAA) 73 bp  Sc: 51.51 
GCCAAAATAGCTCAGTTGAGAGAGCATTAGAGTGAAGATCTGAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Cavia_porcellus_scaffold_86.trna3-PheGAA (368529-368601)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_86.trna5-PheGAA (372136-372208)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_108.trna2-PheGAA (1119926-1119998)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_108.trna83-PheGAA (1709656-1709584)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_178.trna5-PheGAA (1195232-1195304)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_320.trna7-PheGAA (213019-212947)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Cavia_porcellus_scaffold_5.trna203-PheGAA (29155340-29155412)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 



>Cavia_porcellus_scaffold_13.trna193-ProAGG (21461515-21461586)  Pro (AGG) 72 bp  Sc: 73.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTTCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_11.trna309-ProAGG (49265631-49265702)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_13.trna192-ProAGG (21459186-21459257)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_38.trna172-ProAGG (21199797-21199868)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_39.trna268-ProAGG (4837724-4837653)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_40.trna119-ProAGG (18238847-18238776)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_4.trna1027-ProAGG (23160991-23160920)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_4.trna341-ProAGG (23172707-23172778)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_39.trna26-ProCGG (4837133-4837204)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_4.trna1026-ProCGG (23163536-23163465)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_61.trna221-ProCGG (7253266-7253195)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_13.trna600-ProTGG (21246459-21246388)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_21.trna210-ProTGG (33788737-33788666)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_4.trna337-ProTGG (23153085-23153156)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_40.trna108-ProTGG (18238480-18238551)  Pro (TGG) 72 bp  Sc: 76.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGGTTTGGGTCCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Cavia_porcellus_scaffold_80.trna136-SeC(e)TCA (5942357-5942272)  SeC(e) (TCA) 86 bp  Sc: 75.99 
GCCCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACCTGTAGCTGTCTAGCGACA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Cavia_porcellus_scaffold_108.trna36-SerAGA (1745175-1745256)  Ser (AGA) 82 bp  Sc: 86.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Cavia_porcellus_scaffold_108.trna78-SerAGA (1760686-1760605)  Ser (AGA) 82 bp  Sc: 86.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Cavia_porcellus_scaffold_0.trna121-SerAGA (20359310-20359391)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_108.trna38-SerAGA (1752620-1752701)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_108.trna75-SerAGA (1788646-1788565)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_108.trna77-SerAGA (1764495-1764414)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_38.trna158-SerAGA (20619217-20619298)  Ser (AGA) 82 bp  Sc: 88.01 



GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_61.trna219-SerAGA (7257331-7257250)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_9.trna808-SerCGA (42005122-42005041)  Ser (CGA) 82 bp  Sc: 89.14 
GTCACGGTGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Cavia_porcellus_scaffold_108.trna30-SerCGA (1706774-1706855)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Cavia_porcellus_scaffold_108.trna68-SerCGA (1888931-1888850)  Ser (CGA) 82 bp  Sc: 90.35 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCTCACAGCG 
>Cavia_porcellus_scaffold_61.trna86-SerCGA (8537373-8537454)  Ser (CGA) 82 bp  Sc: 92.09 
GCTGTGATGGCCGAGTGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTCACAGCG 
>Cavia_porcellus_scaffold_32.trna762-SerGCT (39152-39081)  Ser (GCT) 72 bp  Sc: 68.77 
GGGGGCATAGGTCAGGGGTAGAGCATTTGACTGCTGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_32.trna764-SerGCT (33703-33632)  Ser (GCT) 72 bp  Sc: 68.77 
GGGGGCATAGGTCAGGGGTAGAGCATTTGACTGCTGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Cavia_porcellus_scaffold_108.trna87-SerGCT (1440686-1440605)  Ser (GCT) 82 bp  Sc: 84.55 
GACGAGGTGGCCGAGTGGTGAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Cavia_porcellus_scaffold_10.trna788-SerGCT (26279254-26279173)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Cavia_porcellus_scaffold_61.trna197-SerGCT (8495899-8495818)  Ser (GCT) 82 bp  Sc: 85.34 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Cavia_porcellus_scaffold_42.trna123-SerGCT (6973573-6973654)  Ser (GCT) 82 bp  Sc: 85.83 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTTTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Cavia_porcellus_scaffold_108.trna66-SerGCT (1922765-1922684)  Ser (GCT) 82 bp  Sc: 86.31 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGATTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Cavia_porcellus_scaffold_108.trna73-SerGCT (1852884-1852803)  Ser (GCT) 82 bp  Sc: 86.47 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAGTCCCACCCTCGTCG 
>Cavia_porcellus_scaffold_108.trna14-SerGCT (1254870-1254951)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Cavia_porcellus_scaffold_38.trna210-SerGCT (20591175-20591094)  Ser (GCT) 82 bp  Sc: 88.12 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGTGCTCTGCACGCGTG 
GGTTCGAATCCCACCCTCGTCG 
>Cavia_porcellus_scaffold_108.trna79-SerTGA (1751600-1751519)  Ser (TGA) 82 bp  Sc: 88.25 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_38.trna208-SerTGA (20596835-20596754)  Ser (TGA) 82 bp  Sc: 88.25 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Cavia_porcellus_scaffold_15.trna107-SerTGA (17643720-17643801)  Ser (TGA) 82 bp  Sc: 90.86 
GCAGCGATGGCCGAGTGGTTAAGGCGTTGGACTTGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTCGCTGCG 
>Cavia_porcellus_scaffold_2.trna1111-SupCTA (10757506-10757435)  Sup (CTA) 72 bp  Sc: 57.69 
GGCTCCATGGTGTAATGGTGAGCACTCTGGACTCTAAATCCAGTGATCTGAGTTCAAACC 
TCAGTAGAACCT 
>Cavia_porcellus_scaffold_23.trna99-ThrAGT (15822452-15822523)  Thr (AGT) 72 bp  Sc: 25.76 
GGTTATGCTGCTCAGTGGCACAGCACTTGCCTAGTATGTGTGAGACCCTGGGTTTGAGTC 
CCAGCATGGCTA 
>Cavia_porcellus_scaffold_45.trna460-ThrAGT (510669-510598)  Thr (AGT) 72 bp  Sc: 41.24 
TGGGGTGTAGCTCAGTGGTACAGCACATGCTTAGTATGCAGGAGGCTCTGGGTTTCATCC 
CCAGCACTGCAA 
>Cavia_porcellus_scaffold_29.trna77-ThrAGT (10782019-10782090)  Thr (AGT) 72 bp  Sc: 58.83 
TGCAATGTAGCTCAGTGGAAGAGTGTTTGCCTAGTATGCTAAAGGCCTTAGGTTCAATCC 



CCAGCATTGCAA 
>Cavia_porcellus_scaffold_108.trna67-ThrAGT (1898992-1898919)  Thr (AGT) 74 bp  Sc: 79.65 
GGCCCTGTGGCTTAGCCGGTCAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Cavia_porcellus_scaffold_61.trna85-ThrAGT (8536923-8536996)  Thr (AGT) 74 bp  Sc: 79.86 
GGCGCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGTGCCT 
>Cavia_porcellus_scaffold_108.trna28-ThrAGT (1699383-1699456)  Thr (AGT) 74 bp  Sc: 81.31 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCGGGGCCT 
>Cavia_porcellus_scaffold_61.trna220-ThrAGT (7256962-7256889)  Thr (AGT) 74 bp  Sc: 82.17 
GGCGCTGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Cavia_porcellus_scaffold_108.trna98-ThrAGT (1194867-1194794)  Thr (AGT) 74 bp  Sc: 82.62 
GGCCCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAG 
TCCCAGCGGGGCCT 
>Cavia_porcellus_scaffold_38.trna194-ThrAGT (21174502-21174429)  Thr (AGT) 74 bp  Sc: 83.05 
GGCTCCGTGGCTTAGCTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGGGCCT 
>Cavia_porcellus_scaffold_52.trna87-ThrAGT (10000384-10000457)  Thr (AGT) 74 bp  Sc: 84.06 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCGGTGCCT 
>Cavia_porcellus_scaffold_4.trna442-ThrCGT (33113997-33114068)  Thr (CGT) 72 bp  Sc: 76.80 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAAATCACGGGTTCGAACC 
CCGTCCGTGCCT 
>Cavia_porcellus_scaffold_108.trna93-ThrCGT (1219654-1219581)  Thr (CGT) 74 bp  Sc: 79.19 
GGCTCTGTGGCTTAGTTGGCTAAAGCGCCTGTCTCGTAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGGGCCT 
>Cavia_porcellus_scaffold_32.trna522-ThrCGT (15074086-15074015)  Thr (CGT) 72 bp  Sc: 79.77 
GGCGCGGTGGCCAAGTGGTAAGGCGTCGGTCTCGTAAACCGAAGATCGCGGGTTCGAACC 
CCGTCCGTGCCT 
>Cavia_porcellus_scaffold_13.trna598-ThrTGT (21250763-21250691)  Thr (TGT) 73 bp  Sc: 78.79 
GGCCCTATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Cavia_porcellus_scaffold_13.trna191-ThrTGT (21458797-21458869)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Cavia_porcellus_scaffold_21.trna209-ThrTGT (33791754-33791682)  Thr (TGT) 73 bp  Sc: 79.46 
GGCTCCATAGCTCAGGGGTTAGAGCACTGGTCTTGTAAACCAGGGGTCGCGAGTTCAAAT 
CTCGCTGGGGCCT 
>Cavia_porcellus_scaffold_108.trna16-ThrTGT (1312655-1312728)  Thr (TGT) 74 bp  Sc: 79.92 
GGCTCCGTGGCTTAGCTGGTTAAAGCACCTGTCTTGTAAACAGGAGATCCTGGGTTCGAG 
TCCCAGCGGGGCCT 
>Cavia_porcellus_scaffold_38.trna203-TrpCCA (20621132-20621061)  Trp (CCA) 72 bp  Sc: 66.75 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGGTCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_6.trna159-TrpCCA (18649826-18649897)  Trp (CCA) 72 bp  Sc: 70.54 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACCCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_9.trna1129-TrpCCA (3669499-3669428)  Trp (CCA) 72 bp  Sc: 71.65 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGCTGCGTGTTCGAATC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_30.trna389-TrpCCA (5417991-5417920)  Trp (CCA) 72 bp  Sc: 73.47 
GACCTCGTGGCGCAACGGTAGCGCATCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGAGGTCA 
>Cavia_porcellus_scaffold_38.trna205-TrpCCA (20611503-20611432)  Trp (CCA) 72 bp  Sc: 74.00 
GACCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_71.trna9-TrpCCA (511999-512070)  Trp (CCA) 72 bp  Sc: 74.80 
GACCTCGTGGCGCAATGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAGTC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_61.trna196-TrpCCA (8496327-8496256)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Cavia_porcellus_scaffold_61.trna223-TrpCCA (7251300-7251229)  Trp (CCA) 72 bp  Sc: 74.81 
GGCCTCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 



>Cavia_porcellus_scaffold_38.trna173-TyrGTA (21205526-21205613)  Tyr (GTA) 88 bp  Sc: 75.42 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGCAGCTCGCTGGTATCCTTAG 
GTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_38.trna174-TyrGTA (21209193-21209281)  Tyr (GTA) 89 bp  Sc: 76.33 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGGGTGCATGTCTGACATCCTTA 
GGTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_38.trna175-TyrGTA (21212347-21212434)  Tyr (GTA) 88 bp  Sc: 76.69 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGGTACTGGTTGTGGTCATCCTTAG 
GTCGCTGGTTCGAATCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna599-TyrGTA (21249843-21249753)  Tyr (GTA) 91 bp  Sc: 74.69 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGAGCTATGTACGCCTAGTAATCCT 
TAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna182-TyrGTA (21265439-21265532)  Tyr (GTA) 94 bp  Sc: 71.90 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna183-TyrGTA (21400585-21400678)  Tyr (GTA) 94 bp  Sc: 71.90 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna184-TyrGTA (21403707-21403800)  Tyr (GTA) 94 bp  Sc: 59.46 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACGGTAGCCCCAACAGCCATCTGTGGACAT 
TCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna185-TyrGTA (21406792-21406885)  Tyr (GTA) 94 bp  Sc: 67.63 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACCGTAGCCCCAACAGCCATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna186-TyrGTA (21409906-21409999)  Tyr (GTA) 94 bp  Sc: 71.90 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna187-TyrGTA (21412989-21413082)  Tyr (GTA) 94 bp  Sc: 67.31 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
TCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna188-TyrGTA (21416114-21416207)  Tyr (GTA) 94 bp  Sc: 63.04 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACCGTAGCCCCAACAGCCATCTGTGGACAT 
TCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_13.trna189-TyrGTA (21419232-21419325)  Tyr (GTA) 94 bp  Sc: 71.90 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
CCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_3118.trna1-TyrGTA (2718-2811)  Tyr (GTA) 94 bp  Sc: 67.31 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGCCCCAACAGCCATCTGTGGACAT 
TCTTAGGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_0.trna953-TyrGTA (46309586-46309498)  Tyr (GTA) 89 bp  Sc: 71.74 
CCTTCGATAGCTCAGCTGGTAGAGCGGAGGACTGTAGGCGCATGTCCGCGGACATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_18.trna78-TyrGTA (8901867-8901955)  Tyr (GTA) 89 bp  Sc: 77.23 
CCTTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTTGGCTTGCTGTAGTAATCCTTA 
GGTCGCTGGTTCGATTCCGGCTCGAAGGA 
>Cavia_porcellus_scaffold_38.trna187-ValAAC (21339343-21339271)  Val (AAC) 73 bp  Sc: 85.09 
GTTTCCGTAGTGTAGTGGTCATCACGCTCGCCTAACACGCGAGAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_100.trna13-ValAAC (2300008-2300080)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_108.trna25-ValAAC (1689671-1689743)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_108.trna29-ValAAC (1703126-1703198)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_108.trna69-ValAAC (1883455-1883383)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_21.trna211-ValAAC (33788410-33788338)  Val (AAC) 73 bp  Sc: 86.79 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTAACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_108.trna45-ValCAC (1891637-1891711)  Val (CAC) 75 bp  Sc: 74.19 
GTTCCCGTAGTGTAGTGGGTTATCAACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGA 
AACCGGGCGGGAACA 
>Cavia_porcellus_scaffold_334.trna4-ValCAC (418809-418881)  Val (CAC) 73 bp  Sc: 85.92 



GTTTCCGTAGTGTAGCGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_108.trna26-ValCAC (1694644-1694716)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_21.trna208-ValCAC (33827123-33827051)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_38.trna169-ValCAC (21178580-21178652)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_56.trna101-ValCAC (11153336-11153264)  Val (CAC) 73 bp  Sc: 87.39 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCACACGCGAAAGGTCCCCGGTTCGAAA 
CCGGGCGGAAACA 
>Cavia_porcellus_scaffold_36.trna151-ValGAC (20732856-20732786)  Val (GAC) 71 bp  Sc: 24.46 
AGAGATGTAGCTCAGTGGAACAGTACCTGCCTGACAAGTAAGAAGCCTGGGTTCTTTTTC 
CAGTATCCCTC 
>Cavia_porcellus_scaffold_86.trna6-ValTAC (374860-374932)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Cavia_porcellus_scaffold_86.trna7-ValTAC (375167-375239)  Val (TAC) 73 bp  Sc: 82.67 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Cavia_porcellus_scaffold_59.trna186-ValTAC (1393119-1393047)  Val (TAC) 73 bp  Sc: 85.12 
GGTTCCATAGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGTCCTGGGTTCGAGC 
CCCAGTGGAACCA 
>Caenorhabditis_remanei_chrUn.trna63-AlaAGC (15727661-15727728)  Ala (AGC) 68 bp  Sc: 35.90 
GGATTAGCTCAATGGTAGAGCGCTCCTTTAGCATGGGAGAGGGCTGGGTTCAATTCCCCA 
TACGTCCA 
>Caenorhabditis_remanei_chrUn.trna194-AlaAGC (58377555-58377626)  Ala (AGC) 72 bp  Sc: 49.07 
GGGGGTATAGCTCAGTGGTAAAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTACAATTC 
CCCAAACCTCCC 
>Caenorhabditis_remanei_chrUn.trna619-AlaAGC (103137892-103137821)  Ala (AGC) 72 bp  Sc: 64.26 
GGGGTTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna652-AlaAGC (89694012-89693941)  Ala (AGC) 72 bp  Sc: 67.70 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCTATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna126-AlaAGC (34761211-34761282)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna138-AlaAGC (37548805-37548876)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna141-AlaAGC (38242564-38242635)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna227-AlaAGC (67023833-67023904)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna236-AlaAGC (68858326-68858397)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna237-AlaAGC (68860030-68860101)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna24-AlaAGC (2078625-2078696)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna281-AlaAGC (80457718-80457789)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna532-AlaAGC (131563653-131563582)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna650-AlaAGC (89696113-89696042)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 



CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna651-AlaAGC (89695075-89695004)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna680-AlaAGC (84226056-84225985)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna695-AlaAGC (81538416-81538345)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna769-AlaAGC (58386015-58385944)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna770-AlaAGC (58380161-58380090)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna800-AlaAGC (49799304-49799233)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna828-AlaAGC (38153549-38153478)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna829-AlaAGC (38143898-38143827)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna868-AlaAGC (27663347-27663276)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna916-AlaAGC (14185196-14185125)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna917-AlaAGC (14157869-14157798)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna957-AlaAGC (2113534-2113463)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna425-AlaCGC (119594569-119594640)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna589-AlaCGC (110690841-110690770)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna744-AlaCGC (65896195-65896124)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna703-AlaCGC (79121858-79121787)  Ala (CGC) 72 bp  Sc: 73.02 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna203-AlaCGC (62335730-62335801)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_remanei_chrUn.trna963-AlaCGC (1231238-1231167)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_remanei_chrUn.trna333-AlaGGC (91959047-91959128)  Ala (GGC) 82 bp  Sc: 29.79 
GGCCGCGTGGTCGAGTGGTTAAGGCGCTCGGCCGGCGATCCACTGACACCGGGTGCGCGG 
GTTCGTCCCCCACTGTGTGCCT 
>Caenorhabditis_remanei_chrUn.trna136-AlaTGC (37227989-37228060)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna140-AlaTGC (38242396-38242467)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna28-AlaTGC (3038817-3038888)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 



>Caenorhabditis_remanei_chrUn.trna320-AlaTGC (87828365-87828436)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna34-AlaTGC (4570703-4570774)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna443-AlaTGC (125227123-125227194)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna459-AlaTGC (135549913-135549984)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna463-AlaTGC (137692275-137692346)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna526-AlaTGC (135552311-135552240)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna583-AlaTGC (115669640-115669569)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna621-AlaTGC (102027576-102027505)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna622-AlaTGC (102017657-102017586)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna659-AlaTGC (87831849-87831778)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna149-ArgACG (41031395-41031462)  Arg (ACG) 68 bp  Sc: 40.78 
GGCCGCATGGCAGATAATGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATCCTGC 
CGTGGTCT 
>Caenorhabditis_remanei_chrUn.trna542-ArgACG (126450591-126450520)  Arg (ACG) 72 bp  Sc: 50.76 
CACCTGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATC 
CTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna261-ArgACG (76352004-76352076)  Arg (ACG) 73 bp  Sc: 58.10 
GGCCGCGCGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCAGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna782-ArgACG (55961415-55961343)  Arg (ACG) 73 bp  Sc: 58.87 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGAAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna615-ArgACG (104772118-104772046)  Arg (ACG) 73 bp  Sc: 64.02 
GGCCGCGTGGCGCAATGGATAACGCGTCTCCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna927-ArgACG (9497160-9497088)  Arg (ACG) 73 bp  Sc: 69.72 
GGCCGTGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna811-ArgACG (45626751-45626679)  Arg (ACG) 73 bp  Sc: 70.80 
GACCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna107-ArgACG (31238597-31238669)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna162-ArgACG (47198539-47198611)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna166-ArgACG (48798607-48798679)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna2-ArgACG (23144-23216)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna21-ArgACG (1461636-1461708)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna259-ArgACG (76348625-76348697)  Arg (ACG) 73 bp  Sc: 71.61 



GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna274-ArgACG (78532802-78532874)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna413-ArgACG (115729213-115729285)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna635-ArgACG (98726848-98726776)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna679-ArgACG (84622504-84622432)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna705-ArgACG (78521418-78521346)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna747-ArgACG (63832067-63831995)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna781-ArgACG (55962072-55962000)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna812-ArgACG (45621303-45621231)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna88-ArgACG (24814224-24814296)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna897-ArgACG (21830488-21830416)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna511-ArgACG (145672084-145672011)  Arg (ACG) 74 bp  Sc: 71.99 
GCGCTCATAGCTCAGCTGGATAGAGCACTTGGCTACGAACTAAGGGGTCGGGAGTTCGAA 
TCTCTCTGAGCGCA 
>Caenorhabditis_remanei_chrUn.trna524-ArgACG (136902684-136902612)  Arg (ACG) 73 bp  Sc: 74.17 
GGCCGCGTGGCGCAGTGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna260-ArgACG (76350138-76350210)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna29-ArgACG (3099809-3099881)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna780-ArgACG (55983442-55983370)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna837-ArgCCG (37104043-37103972)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_remanei_chrUn.trna148-ArgCCG (40658278-40658349)  Arg (CCG) 72 bp  Sc: 54.98 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGTGGGCT 
>Caenorhabditis_remanei_chrUn.trna888-ArgCCT (23853810-23853727)  Arg (CCT) 84 bp  Sc: 47.84 
GTCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCCTGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna505-ArgCCT (147474891-147474819)  Arg (CCT) 73 bp  Sc: 57.55 
GTGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACAGACGTGGGTTCAAGT 
CCCGCAGGGCGCA 
>Caenorhabditis_remanei_chrUn.trna133-ArgCCT (36818773-36818845)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_remanei_chrUn.trna226-ArgCCT (66884794-66884866)  Arg (CCT) 73 bp  Sc: 69.56 
GGCCGTGTGGCCTAATGGATAAGGCGCCGGTCTCCTAAACCGGAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_remanei_chrUn.trna692-ArgTCG (81680417-81680345)  Arg (TCG) 73 bp  Sc: 65.73 
TGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 



CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna766-ArgTCG (59498345-59498273)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna369-ArgTCG (104135666-104135738)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna370-ArgTCG (104163638-104163710)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna200-ArgTCG (61109450-61109522)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna254-ArgTCG (73635332-73635404)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna367-ArgTCG (102542832-102542904)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna693-ArgTCG (81679105-81679033)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna818-ArgTCG (43314697-43314625)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna971-ArgTCG (343589-343517)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna47-ArgTCG (11727788-11727860)  Arg (TCG) 73 bp  Sc: 73.42 
GGCCGCGTGGCCTAATGGATAAGGCACTAGACTTCGAATCTAGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna922-ArgTCG (11724873-11724801)  Arg (TCG) 73 bp  Sc: 73.42 
GGCCGCGTGGCCTAATGGATAAGGCACTAGACTTCGAATCTAGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna566-ArgTCT (121381229-121381156)  Arg (TCT) 74 bp  Sc: 33.99 
GGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTCTATCGTTCAACAGGTCGGGGGTTCGAT 
CCCCGCGGAGGTCG 
>Caenorhabditis_remanei_chrUn.trna595-ArgTCT (106271753-106271681)  Arg (TCT) 73 bp  Sc: 68.13 
GGCCTTGTGGCATAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna596-ArgTCT (106242674-106242602)  Arg (TCT) 73 bp  Sc: 68.21 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTTCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna130-ArgTCT (35445293-35445365)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna241-ArgTCT (70033545-70033617)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna242-ArgTCT (70034119-70034191)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna544-ArgTCT (126024890-126024818)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna704-ArgTCT (79010741-79010669)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna746-ArgTCT (63894380-63894308)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna76-ArgTCT (21203299-21203371)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna775-ArgTCT (57576872-57576800)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 



>Caenorhabditis_remanei_chrUn.trna854-ArgTCT (32772696-32772624)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna599-ArgTCT (105856253-105856181)  Arg (TCT) 73 bp  Sc: 74.31 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna518-ArgTCT (140545257-140545185)  Arg (TCT) 73 bp  Sc: 81.96 
GCCTCCGTAGCTCAGTGGATAGAGCAACGGCCTTCTAATCCGTTGGTCGCAGGTTCGAAT 
CCTGCCGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna919-AsnATT (13110897-13110813)  Asn (ATT) 85 bp  Sc: 52.09 
ATCACGGTGACCGAGTGGTTAAGGTGTGGGTATATTGATCCCAACGGGGTTCACCCCTAC 
GCGGGTTCGAATCCCGCCCGTGAGC 
>Caenorhabditis_remanei_chrUn.trna958-AsnGTT (1694432-1694360)  Asn (GTT) 73 bp  Sc: 66.77 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGGA 
>Caenorhabditis_remanei_chrUn.trna143-AsnGTT (38846515-38846587)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna144-AsnGTT (38852577-38852649)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna228-AsnGTT (67257518-67257590)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna243-AsnGTT (70047053-70047125)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna296-AsnGTT (82948778-82948850)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna298-AsnGTT (83036794-83036866)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna301-AsnGTT (83368653-83368725)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna387-AsnGTT (107739527-107739599)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna644-AsnGTT (94598482-94598410)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna68-AsnGTT (17932791-17932863)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna684-AsnGTT (83013415-83013343)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna685-AsnGTT (82936106-82936034)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna718-AsnGTT (72489964-72489892)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna806-AsnGTT (47631327-47631255)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna861-AsnGTT (30890594-30890522)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna862-AsnGTT (30858293-30858221)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna863-AsnGTT (30491460-30491388)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna913-AsnGTT (15954683-15954611)  Asn (GTT) 73 bp  Sc: 73.73 



GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna936-AsnGTT (7529918-7529846)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna937-AsnGTT (7523912-7523840)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna302-AsnGTT (83378620-83378692)  Asn (GTT) 73 bp  Sc: 77.24 
GCTTCCGTGGCGCAATGGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna886-AspGTC (24647116-24647045)  Asp (GTC) 72 bp  Sc: 33.70 
TCTACCTGTGTAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTCCC 
GGCCGGGGAGAA 
>Caenorhabditis_remanei_chrUn.trna455-AspGTC (133397494-133397565)  Asp (GTC) 72 bp  Sc: 33.84 
GTGCTGTAGCGCAGGCGGTTGCGCTGACGTCTGTCGTTCGTCTGGTCACGGGTTCAATTC 
CTATGCAGCACC 
>Caenorhabditis_remanei_chrUn.trna197-AspGTC (60028796-60028867)  Asp (GTC) 72 bp  Sc: 35.59 
GTGCTGTAGCGCAGGCGGTTGCGCTGCCGTCTGTCGTTCGTCTGGTCACGGGTTCAATTC 
CCATGCAGCACC 
>Caenorhabditis_remanei_chrUn.trna345-AspGTC (97884638-97884709)  Asp (GTC) 72 bp  Sc: 50.14 
ACCTGTGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna636-AspGTC (97891831-97891760)  Asp (GTC) 72 bp  Sc: 50.14 
ACCTGTGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna516-AspGTC (140891716-140891645)  Asp (GTC) 72 bp  Sc: 53.72 
TCACCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCAAATGCGAGACCCGGGTTCAATTA 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna527-AspGTC (135196585-135196514)  Asp (GTC) 72 bp  Sc: 57.16 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCAAATGCAAAACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna597-AspGTC (105953982-105953911)  Asp (GTC) 72 bp  Sc: 60.34 
TTCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna159-AspGTC (45649107-45649178)  Asp (GTC) 72 bp  Sc: 60.48 
TCCTCGGTAGTATAGTGGTGTGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna105-AspGTC (30494043-30494114)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna146-AspGTC (40387208-40387279)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna216-AspGTC (64154245-64154316)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna314-AspGTC (85536238-85536309)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna342-AspGTC (97870362-97870433)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna343-AspGTC (97871986-97872057)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna344-AspGTC (97873334-97873405)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna346-AspGTC (97885700-97885771)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna347-AspGTC (97886954-97887025)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna348-AspGTC (97889874-97889945)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 



CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna400-AspGTC (110739436-110739507)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna401-AspGTC (110767461-110767532)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna477-AspGTC (150728039-150728110)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna503-AspGTC (147565274-147565203)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna504-AspGTC (147564023-147563952)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna509-AspGTC (145921779-145921708)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna517-AspGTC (140890467-140890396)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna529-AspGTC (134360772-134360701)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna530-AspGTC (134152450-134152379)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna537-AspGTC (128678109-128678038)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna634-AspGTC (98792213-98792142)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna660-AspGTC (87578854-87578783)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna715-AspGTC (73791121-73791050)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna809-AspGTC (45650940-45650869)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna810-AspGTC (45643108-45643037)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna84-AspGTC (24651452-24651523)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna845-AspGTC (33717985-33717914)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna867-AspGTC (28894076-28894005)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna885-AspGTC (24652765-24652694)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna940-AspGTC (5870291-5870220)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna39-CysGCA (6328120-6328207)  Cys (GCA) 88 bp  Sc: 23.56 
GGGCGTATAGCTCAGTGGCAGCTGCCAGAGCATCTAGAGAATTCGACTGCAGATCGAGAT 
GTCCCTGGTTCAACTCCGGATGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna195-CysGCA (58577724-58577795)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 



>Caenorhabditis_remanei_chrUn.trna198-CysGCA (60175285-60175356)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna205-CysGCA (62895415-62895486)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna206-CysGCA (62895630-62895701)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna229-CysGCA (67949896-67949967)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna37-CysGCA (6083893-6083964)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna38-CysGCA (6278035-6278106)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna385-CysGCA (106952164-106952235)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna454-CysGCA (133266165-133266236)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna735-CysGCA (67891206-67891135)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna892-CysGCA (22102719-22102648)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna721-CysGCA (70338462-70338391)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna722-CysGCA (70329089-70329018)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna723-CysGCA (70328749-70328678)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna497-GlnCTG (153525780-153525710)  Gln (CTG) 71 bp  Sc: 46.58 
TCCTCGCTCGTCCAACGGCAGGACGCCGGGCTCTGGTCCCGGCAATCGAGGTTCGAGTCC 
TCGGTGAGCAG 
>Caenorhabditis_remanei_chrUn.trna543-GlnCTG (126352381-126352310)  Gln (CTG) 72 bp  Sc: 47.58 
TGGGATATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTATCCCAG 
>Caenorhabditis_remanei_chrUn.trna666-GlnCTG (85434452-85434381)  Gln (CTG) 72 bp  Sc: 62.80 
GTGTCCATGGTGTAGCGGTTAGCACTCAAGACTCTGAATCTTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna11-GlnCTG (654748-654819)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna763-GlnCTG (60860599-60860528)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna882-GlnCTG (24808819-24808748)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna9-GlnCTG (642548-642619)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna928-GlnCTG (9379785-9379714)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna87-GlnCTG (24808073-24808144)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna896-GlnCTG (21833016-21832945)  Gln (CTG) 72 bp  Sc: 76.86 



GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna755-GlnTTG (62635825-62635755)  Gln (TTG) 71 bp  Sc: 22.93 
TGAGGCGTCGCGCAATGGTTGCGCGCGCTGTTTTGGTCCGCGAGGTCAGGGGTTCAAACC 
TTGCCCCCCAA 
>Caenorhabditis_remanei_chrUn.trna469-GlnTTG (146820625-146820696)  Gln (TTG) 72 bp  Sc: 68.68 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCATGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna247-GlnTTG (70243949-70244020)  Gln (TTG) 72 bp  Sc: 69.56 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGCGGAACCT 
>Caenorhabditis_remanei_chrUn.trna244-GlnTTG (70238418-70238489)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna245-GlnTTG (70242674-70242745)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna246-GlnTTG (70243196-70243267)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna248-GlnTTG (70245357-70245428)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna313-GlnTTG (85442553-85442624)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna330-GlnTTG (90735578-90735649)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna396-GlnTTG (109232407-109232478)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna410-GlnTTG (112704082-112704153)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna414-GlnTTG (115729930-115730001)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna471-GlnTTG (148949465-148949536)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna578-GlnTTG (117009102-117009031)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna6-GlnTTG (483613-483684)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna641-GlnTTG (96474478-96474407)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna69-GlnTTG (18559955-18560026)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna785-GlnTTG (52987346-52987275)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna825-GlnTTG (40456454-40456383)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna909-GlnTTG (18565611-18565540)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna931-GlnTTG (8398114-8398043)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna967-GlnTTG (655976-655905)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 



TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna740-GluCTC (66337664-66337592)  Glu (CTC) 73 bp  Sc: 52.62 
CTACCTGTGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTCC 
CCGCAACGGAAGA 
>Caenorhabditis_remanei_chrUn.trna289-GluCTC (81540660-81540731)  Glu (CTC) 72 bp  Sc: 66.05 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGCTTTGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna22-GluCTC (1572463-1572534)  Glu (CTC) 72 bp  Sc: 78.97 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAATGGAA 
>Caenorhabditis_remanei_chrUn.trna112-GluCTC (33239183-33239254)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna191-GluCTC (57901538-57901609)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna192-GluCTC (57902406-57902477)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna221-GluCTC (66335961-66336032)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna222-GluCTC (66340545-66340616)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna223-GluCTC (66342344-66342415)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna30-GluCTC (3558692-3558763)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna357-GluCTC (99596197-99596268)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna36-GluCTC (5690061-5690132)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna58-GluCTC (15045539-15045610)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna59-GluCTC (15046276-15046347)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna630-GluCTC (99590833-99590762)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna649-GluCTC (90734822-90734751)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna671-GluCTC (85194392-85194321)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna698-GluCTC (80374293-80374222)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna701-GluCTC (79963674-79963603)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna738-GluCTC (66355181-66355110)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna773-GluCTC (57903247-57903176)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna860-GluCTC (31102723-31102652)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 



>Caenorhabditis_remanei_chrUn.trna165-GluTTC (48478915-48478985)  Glu (TTC) 71 bp  Sc: 70.19 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATCC 
CGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna321-GluTTC (87853700-87853771)  Glu (TTC) 72 bp  Sc: 72.03 
ACCTGTGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna591-GluTTC (108787488-108787417)  Glu (TTC) 72 bp  Sc: 72.03 
ACCTGTGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna110-GluTTC (31648292-31648363)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna325-GluTTC (88164575-88164646)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna326-GluTTC (88302557-88302628)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna365-GluTTC (101857671-101857742)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna376-GluTTC (105131745-105131816)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna392-GluTTC (108788807-108788878)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna393-GluTTC (108840685-108840756)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna442-GluTTC (124852358-124852429)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna464-GluTTC (138048098-138048169)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna500-GluTTC (149178306-149178235)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna548-GluTTC (124852125-124852054)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna56-GluTTC (14064011-14064082)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna577-GluTTC (117268421-117268350)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna582-GluTTC (115694530-115694459)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna657-GluTTC (88164294-88164223)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna709-GluTTC (77075761-77075690)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna710-GluTTC (77073505-77073434)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna774-GluTTC (57750012-57749941)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna93-GluTTC (26111587-26111658)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna938-GluTTC (6738505-6738434)  Glu (TTC) 72 bp  Sc: 79.04 



TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna948-GluTTC (4534467-4534396)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna512-GlyCCC (144391867-144391797)  Gly (CCC) 71 bp  Sc: 65.54 
GGGGATGTAGTTCAATGGTAGAACTTCTGCTTCCCAAGCAGACAGCGCGAGTTCGATTCT 
CGTCATCCCCT 
>Caenorhabditis_remanei_chrUn.trna72-GlyCCC (19288860-19288941)  Gly (CCC) 82 bp  Sc: 66.77 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGTCTCCCGATCTCATTCTGTAATGGAGCGTG 
GGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna899-GlyCCC (19671121-19671039)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna900-GlyCCC (19325044-19324962)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna901-GlyCCC (19323134-19323052)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna902-GlyCCC (19286759-19286678)  Gly (CCC) 82 bp  Sc: 75.23 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGTAACGGAGCGTG 
GGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna628-GlyGCC (99696380-99696310)  Gly (GCC) 71 bp  Sc: 23.57 
TTGATGTGGCGCAAGCGGTTACGCTTTTGGCCGCCACCCAACCATCCCGGGTTCGATTCC 
CTGACCTCTAA 
>Caenorhabditis_remanei_chrUn.trna661-GlyGCC (86534396-86534326)  Gly (GCC) 71 bp  Sc: 65.01 
GGATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTTGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna576-GlyGCC (118300068-118299998)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGGTTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna823-GlyGCC (40783186-40783116)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGGTTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna65-GlyGCC (17157144-17157214)  Gly (GCC) 71 bp  Sc: 70.72 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTAC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna327-GlyGCC (88424379-88424449)  Gly (GCC) 71 bp  Sc: 76.27 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna898-GlyGCC (19701708-19701638)  Gly (GCC) 71 bp  Sc: 76.27 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna106-GlyGCC (30537916-30537986)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna122-GlyGCC (33644237-33644307)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna142-GlyGCC (38713608-38713678)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna271-GlyGCC (77360353-77360423)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna356-GlyGCC (99363800-99363870)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna384-GlyGCC (106377401-106377471)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna484-GlyGCC (158987221-158987291)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna52-GlyGCC (13300464-13300534)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 



CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna613-GlyGCC (105092557-105092487)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna62-GlyGCC (15522270-15522340)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna678-GlyGCC (84692774-84692704)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna716-GlyGCC (73111194-73111124)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna73-GlyGCC (19680784-19680854)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna74-GlyGCC (19703087-19703157)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna838-GlyGCC (35480215-35480145)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna96-GlyGCC (27259933-27260003)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna361-GlyTCC (100516348-100516417)  Gly (TCC) 70 bp  Sc: 29.44 
CGCGCGTGGCGCAGTGGGTTGAGTTTTGGCGTTCCACCCCGAGGGTCGGGGGTTCGATTC 
CCCTGCGTGG 
>Caenorhabditis_remanei_chrUn.trna374-GlyTCC (105114621-105114693)  Gly (TCC) 73 bp  Sc: 34.88 
TTCGTTCTGAATGTAATGGTCAGCATGGATGCCTTCCAAGAATCGACGGGGGTTCGATTC 
CCCCCGAACGCAG 
>Caenorhabditis_remanei_chrUn.trna817-GlyTCC (43384040-43383969)  Gly (TCC) 72 bp  Sc: 43.42 
GCGTTCGAGGTGTAATGGTCAGCATGGATGCCTTCCAGGCATTCGACGGGGGCTTGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna4-GlyTCC (341534-341607)  Gly (TCC) 74 bp  Sc: 50.01 
GGCCCCGTGGCCTAATGGATAAAGCACCAAACTTCCAATCAGGGGATTGCAGGTTCAAGT 
CCTGCCGTGGGCCG 
>Caenorhabditis_remanei_chrUn.trna157-GlyTCC (43384563-43384633)  Gly (TCC) 71 bp  Sc: 57.36 
GCGTTCGTGGTGTAATGGTCAGCATGTATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna412-GlyTCC (113779677-113779748)  Gly (TCC) 72 bp  Sc: 61.70 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGGCGGGGGTTGGATTC 
CCCGCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna153-GlyTCC (43261757-43261827)  Gly (TCC) 71 bp  Sc: 62.11 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna155-GlyTCC (43374571-43374641)  Gly (TCC) 71 bp  Sc: 62.11 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna282-GlyTCC (81208041-81208111)  Gly (TCC) 71 bp  Sc: 62.79 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGTTCGATTCC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna285-GlyTCC (81299716-81299787)  Gly (TCC) 72 bp  Sc: 65.43 
GCGTTCGTGGTGTAATGGTCGGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna156-GlyTCC (43380201-43380272)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna158-GlyTCC (43388071-43388142)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna188-GlyTCC (57121919-57121990)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna193-GlyTCC (58265507-58265578)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 



>Caenorhabditis_remanei_chrUn.trna23-GlyTCC (1679077-1679148)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna240-GlyTCC (69837329-69837400)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna253-GlyTCC (73631978-73632049)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna278-GlyTCC (79964695-79964766)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna283-GlyTCC (81208913-81208984)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna284-GlyTCC (81213475-81213546)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna304-GlyTCC (83691316-83691387)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna305-GlyTCC (83694886-83694957)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna334-GlyTCC (93162124-93162195)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna371-GlyTCC (104441964-104442035)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna375-GlyTCC (105115102-105115173)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna377-GlyTCC (105136331-105136402)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna450-GlyTCC (131924098-131924169)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna456-GlyTCC (133623552-133623623)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna610-GlyTCC (105135780-105135709)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna611-GlyTCC (105114925-105114854)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna612-GlyTCC (105114004-105113933)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna616-GlyTCC (104445029-104444958)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna646-GlyTCC (93164624-93164553)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna647-GlyTCC (93154373-93154302)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna668-GlyTCC (85234439-85234368)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna681-GlyTCC (83694163-83694092)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna697-GlyTCC (81212893-81212822)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna700-GlyTCC (79969288-79969217)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna728-GlyTCC (69837134-69837063)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna857-GlyTCC (31526439-31526368)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna935-GlyTCC (7711001-7710930)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna94-GlyTCC (26173049-26173120)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna941-GlyTCC (5689930-5689859)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna946-GlyTCC (4887969-4887898)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna918-HisATG (13117941-13117857)  His (ATG) 85 bp  Sc: 51.71 
ATCACGGTGACCGAGTGGTTAAGGTATGGGTATATGACACCCAACGGGGTTCACCCCTAC 
GCGGGTTCGAATCCCGCCCGTGAGC 
>Caenorhabditis_remanei_chrUn.trna189-HisGTG (57169821-57169898)  His (GTG) 78 bp  Sc: 28.39 
ACCTGCTTACATTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACATTGGTT 
CGATGCCTGCAGCAGGAA 
>Caenorhabditis_remanei_chrUn.trna390-HisGTG (108075738-108075809)  His (GTG) 72 bp  Sc: 54.30 
ACCTGTGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCTTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna553-HisGTG (123988829-123988758)  His (GTG) 72 bp  Sc: 56.21 
CCCTAGTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna884-HisGTG (24653508-24653437)  His (GTG) 72 bp  Sc: 59.50 
ACCTGTGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna341-HisGTG (97241712-97241783)  His (GTG) 72 bp  Sc: 59.97 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAAGGA 
>Caenorhabditis_remanei_chrUn.trna486-HisGTG (160887674-160887745)  His (GTG) 72 bp  Sc: 59.97 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAAGGA 
>Caenorhabditis_remanei_chrUn.trna581-HisGTG (115798639-115798568)  His (GTG) 72 bp  Sc: 67.36 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CACCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna525-HisGTG (136680495-136680424)  His (GTG) 72 bp  Sc: 67.77 
GGCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna185-HisGTG (56542974-56543045)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna363-HisGTG (101197901-101197972)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna389-HisGTG (108054947-108055018)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna421-HisGTG (118753536-118753607)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna461-HisGTG (137381072-137381143)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna521-HisGTG (138750761-138750690)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 



CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna626-HisGTG (100164745-100164674)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna654-HisGTG (89692344-89692273)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna662-HisGTG (86353453-86353382)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna761-HisGTG (61066607-61066536)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna883-HisGTG (24656376-24656305)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna942-HisGTG (5552070-5551999)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna99-HisGTG (28895654-28895725)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna104-IleAAT (30478409-30478482)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna145-IleAAT (38964572-38964645)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna262-IleAAT (76392844-76392917)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna263-IleAAT (76395545-76395618)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna307-IleAAT (85129165-85129238)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna308-IleAAT (85155256-85155329)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna309-IleAAT (85173287-85173360)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna312-IleAAT (85352202-85352275)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna33-IleAAT (3994818-3994891)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna335-IleAAT (94363434-94363507)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna362-IleAAT (100804561-100804634)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna403-IleAAT (110949701-110949774)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna490-IleAAT (159634319-159634246)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna575-IleAAT (118543150-118543077)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna672-IleAAT (85170198-85170125)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 



>Caenorhabditis_remanei_chrUn.trna673-IleAAT (85167652-85167579)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna674-IleAAT (85126549-85126476)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna675-IleAAT (85125597-85125524)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna822-IleAAT (40946145-40946072)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna824-IleAAT (40663460-40663387)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna835-IleAAT (37455284-37455211)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna843-IleAAT (33725132-33725059)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna849-IleAAT (33358291-33358218)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna869-IleAAT (27249982-27249909)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna890-IleAAT (22399700-22399627)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna947-IleAAT (4711207-4711134)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna473-IleGAT (149271401-149271474)  Ile (GAT) 74 bp  Sc: 77.34 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCAAG 
TCTTGTCAGACCCA 
>Caenorhabditis_remanei_chrUn.trna92-IleTAT (25632889-25632973)  Ile (TAT) 85 bp  Sc: 65.26 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGATTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna893-IleTAT (21959688-21959604)  Ile (TAT) 85 bp  Sc: 67.61 
CCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna873-IleTAT (25703703-25703619)  Ile (TAT) 85 bp  Sc: 68.05 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGACA 
>Caenorhabditis_remanei_chrUn.trna874-IleTAT (25694155-25694071)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna875-IleTAT (25642385-25642301)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna876-IleTAT (25636216-25636132)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna877-IleTAT (25631915-25631831)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna878-IleTAT (25627015-25626931)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna78-IleTAT (21965339-21965423)  Ile (TAT) 85 bp  Sc: 75.05 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna15-IleTAT (1038692-1038776)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna16-IleTAT (1039213-1039297)  Ile (TAT) 85 bp  Sc: 74.09 



GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna41-IleTAT (6648390-6648474)  Ile (TAT) 85 bp  Sc: 74.09 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna42-IleTAT (7201385-7201469)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTCATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna764-LeuAAG (60423058-60422975)  Leu (AAG) 84 bp  Sc: 36.76 
ACCTGTGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTGGG 
TTCGAATCCCACTCTCTTCAGTTC 
>Caenorhabditis_remanei_chrUn.trna46-LeuAAG (9777232-9777313)  Leu (AAG) 82 bp  Sc: 50.06 
GGAGAGATTGCCGAGCGATCCATGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna725-LeuAAG (70056238-70056157)  Leu (AAG) 82 bp  Sc: 61.58 
GGAGAGATGGCCGAGCGGTCTAAGACGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna147-LeuAAG (40542435-40542516)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna26-LeuAAG (2493042-2493123)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna64-LeuAAG (15775260-15775341)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna643-LeuAAG (95342539-95342458)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna719-LeuAAG (71752030-71751949)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna786-LeuAAG (51789343-51789262)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna80-LeuAAG (22357487-22357568)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna81-LeuAAG (22533442-22533523)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna815-LeuAAG (43577667-43577586)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna889-LeuAAG (22535535-22535454)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna915-LeuAAG (15740195-15740114)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna925-LeuAAG (9775261-9775180)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna249-LeuAAG (71746987-71747068)  Leu (AAG) 82 bp  Sc: 66.73 
GGTGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna397-LeuAAG (109588951-109589032)  Leu (AAG) 82 bp  Sc: 66.73 
GGTGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna108-LeuAAG (31320155-31320236)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna109-LeuAAG (31320546-31320627)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna20-LeuAAG (1270992-1271073)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 



GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna726-LeuAAG (70054294-70054213)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna727-LeuAAG (70050916-70050835)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna386-LeuCAA (107578972-107579096)  Leu (CAA) 125 bp  Sc: 58.60 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACGCATTGCTTGCCTCGAGT 
TCGAGGTCTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna590-LeuCAA (109398024-109397902)  Leu (CAA) 123 bp  Sc: 60.03 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTGTGAAATCGCTTGCCTCGAGT 
TCGAGGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_remanei_chrUn.trna912-LeuCAA (16442131-16442012)  Leu (CAA) 120 bp  Sc: 60.37 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTCAGCTTGCCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna853-LeuCAA (33100731-33100612)  Leu (CAA) 120 bp  Sc: 61.43 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAATGCTTGCCTCAAGTACG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna117-LeuCAA (33384594-33384713)  Leu (CAA) 120 bp  Sc: 61.43 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAATGCTTGCCTCAAGTACG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna135-LeuCAA (37210345-37210469)  Leu (CAA) 125 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATGAATTGCTTGCCTCGAGT 
TCGAGGTCTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna836-LeuCAA (37247507-37247383)  Leu (CAA) 125 bp  Sc: 60.65 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATGAATTGCTTGCCTCGAGT 
TCGAGGTCTCTTCTGGGTATTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna805-LeuCAA (48853644-48853525)  Leu (CAA) 120 bp  Sc: 58.98 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTACCTCAAGTTCG 
AGGTTCACTGGGTGTTCTGGTACTCGTGTGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna209-LeuCAA (63430371-63430492)  Leu (CAA) 122 bp  Sc: 61.05 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAACAGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna255-LeuCAA (74723293-74723412)  Leu (CAA) 120 bp  Sc: 61.64 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAATGCTTCTCTCGAGTTCG 
AGATCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna708-LeuCAA (77262353-77262232)  Leu (CAA) 122 bp  Sc: 59.66 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTATATTGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCAAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna270-LeuCAA (77266406-77266527)  Leu (CAA) 122 bp  Sc: 61.40 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTATATTGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna555-LeuCAG (123574793-123574710)  Leu (CAG) 84 bp  Sc: 52.29 
GCGCGAGTGGCGGAATTGGCAGACGCGCTGGCTTCAGGTGCCAGTGCTCGAAAGGGCGTG 
GGGGTTCAAGTCCCCCCTCGCGCA 
>Caenorhabditis_remanei_chrUn.trna90-LeuCAG (25217075-25217158)  Leu (CAG) 84 bp  Sc: 58.28 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGACTCAGGATCCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna453-LeuCAG (133175659-133175742)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna720-LeuCAG (71520752-71520669)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna961-LeuCAG (1346212-1346129)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna468-LeuGAG (146414767-146414851)  Leu (GAG) 85 bp  Sc: 50.97 
GCGCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGCCCGTATTAGGGCGT 



GGGGGTTCAAGTCCCCCTCCGCGCA 
>Caenorhabditis_remanei_chrUn.trna513-LeuTAA (144238323-144238250)  Leu (TAA) 74 bp  Sc: 53.34 
CCCCCGATAGCCCAACTGGCAGAGGCGACCGACTTAAAATCGGTTCAGTCAGGGTTCGAA 
TCCCTGTCGGGGGA 
>Caenorhabditis_remanei_chrUn.trna880-LeuTAA (25212132-25212049)  Leu (TAA) 84 bp  Sc: 57.40 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGACTTAAGATCCTGTGGATATAAATCCTTTA 
GGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_remanei_chrUn.trna77-LeuTAA (21953145-21953229)  Leu (TAA) 85 bp  Sc: 75.13 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTAAGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna920-LeuTAA (13054833-13054750)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna5-LeuTAA (399428-399511)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna97-LeuTAA (27266780-27266863)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna879-LeuTAG (25215531-25215449)  Leu (TAG) 83 bp  Sc: 52.88 
GCCGGGGTAGCCAAATGGTAAAGGCGTGGGCTTTAGGCACCCATGGAATCAATCCTTTAG 
GGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_remanei_chrUn.trna608-LeuTAG (105206145-105206073)  Leu (TAG) 73 bp  Sc: 58.45 
GGCCCATTCGGTCTAGTGGTATGATTCTCGCTTTAGGTGCGAGAGGTCCCGGGTTCAATC 
CCCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna199-LeuTAG (60479896-60479977)  Leu (TAG) 82 bp  Sc: 61.97 
GGTGAGATGGCCGAGTGGTCTAAGTCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCAAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna614-LeuTAG (104864182-104864101)  Leu (TAG) 82 bp  Sc: 69.26 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCAAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna858-LeuTAG (31415747-31415666)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna859-LeuTAG (31415117-31415036)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna55-LeuTAG (14016448-14016529)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna929-LeuTAG (9317932-9317851)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna759-LysCTT (61907167-61907095)  Lys (CTT) 73 bp  Sc: 20.08 
GCACCGGTAGCACAGGGGTAGTGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCCATT 
CCACTttgttgtC 
>Caenorhabditis_remanei_chrUn.trna560-LysCTT (121930278-121930208)  Lys (CTT) 71 bp  Sc: 27.44 
ACGTCAGTAGCACAGTGATAGTGCTGCCGAAGCTTAATCTATAGTCGGTGGTTCGATTCT 
ACCTTGGTGAA 
>Caenorhabditis_remanei_chrUn.trna539-LysCTT (127246512-127246442)  Lys (CTT) 71 bp  Sc: 31.14 
ACGTCAGTAGCACAGTGATAGTGCTGCCGAAGCTTAATCTATAGTCGGTGGTTCGATTCT 
ACCTTGGTGTA 
>Caenorhabditis_remanei_chrUn.trna617-LysCTT (104176538-104176468)  Lys (CTT) 71 bp  Sc: 44.83 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCTCGGTTTC 
>Caenorhabditis_remanei_chrUn.trna429-LysCTT (121048102-121048172)  Lys (CTT) 71 bp  Sc: 45.34 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTTGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna250-LysCTT (72731117-72731187)  Lys (CTT) 71 bp  Sc: 45.92 
GCACCGGTAGCACAGTGTTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna12-LysCTT (872110-872180)  Lys (CTT) 71 bp  Sc: 47.17 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACTTCGGTGTC 
>Caenorhabditis_remanei_chrUn.trna256-LysCTT (74938396-74938466)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 



>Caenorhabditis_remanei_chrUn.trna440-LysCTT (124753739-124753809)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna686-LysCTT (82695464-82695394)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna713-LysCTT (74937710-74937640)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna218-LysCTT (65551159-65551231)  Lys (CTT) 73 bp  Sc: 64.24 
ACCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna819-LysCTT (42504346-42504274)  Lys (CTT) 73 bp  Sc: 64.24 
ACCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna502-LysCTT (148708118-148708046)  Lys (CTT) 73 bp  Sc: 77.72 
GCGCCTTTAGCTCAGTTGGTAGAGCAGCTGACTCTTAATCAGCGGGTCCACGGTTCGAGC 
CCGTGAGGGCGCA 
>Caenorhabditis_remanei_chrUn.trna150-LysCTT (42453072-42453144)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna151-LysCTT (42471803-42471875)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna215-LysCTT (63811017-63811089)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna230-LysCTT (68271571-68271643)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna231-LysCTT (68273062-68273134)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna232-LysCTT (68284151-68284223)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna233-LysCTT (68318480-68318552)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna235-LysCTT (68732475-68732547)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna251-LysCTT (73158105-73158177)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna286-LysCTT (81338061-81338133)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna291-LysCTT (82223919-82223991)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna293-LysCTT (82269509-82269581)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna299-LysCTT (83039908-83039980)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna322-LysCTT (88034220-88034292)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna323-LysCTT (88037232-88037304)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna324-LysCTT (88041830-88041902)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna436-LysCTT (121597093-121597165)  Lys (CTT) 73 bp  Sc: 80.31 



GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna446-LysCTT (128591203-128591275)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna465-LysCTT (139635595-139635667)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna487-LysCTT (160322313-160322241)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna53-LysCTT (13596844-13596916)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna545-LysCTT (125770543-125770471)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna572-LysCTT (118564115-118564043)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna588-LysCTT (111095551-111095479)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna60-LysCTT (15065008-15065080)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna658-LysCTT (88040532-88040460)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna683-LysCTT (83040683-83040611)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna687-LysCTT (82228545-82228473)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna689-LysCTT (82209702-82209630)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna690-LysCTT (82207074-82207002)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna820-LysCTT (42467818-42467746)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna855-LysCTT (32202789-32202717)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna856-LysCTT (32201340-32201268)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna924-LysCTT (11143292-11143220)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna129-LysTTT (35347143-35347215)  Lys (TTT) 73 bp  Sc: 41.41 
GCCTCCTTTGTTCAGTTGTAGAGCGTGAGACTTTTTATCTTAAGGTCTGGGGTTCGAGTC 
CCCTAGGTGGGCT 
>Caenorhabditis_remanei_chrUn.trna665-LysTTT (85475488-85475413)  Lys (TTT) 76 bp  Sc: 47.80 
GCCAACTACCTGTGTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCG 
AGTCCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna128-LysTTT (35346914-35346987)  Lys (TTT) 74 bp  Sc: 66.64 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCCTAAGGTCAGGGGTTCGAGT 
CCCCTAAGGGGGCT 
>Caenorhabditis_remanei_chrUn.trna125-LysTTT (34740440-34740512)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna131-LysTTT (35714046-35714118)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 



CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna137-LysTTT (37548411-37548483)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna234-LysTTT (68509177-68509249)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna277-LysTTT (79921594-79921666)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna303-LysTTT (83388366-83388438)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna447-LysTTT (129691108-129691180)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna536-LysTTT (128972528-128972456)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna54-LysTTT (13736677-13736749)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna682-LysTTT (83576977-83576905)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna711-LysTTT (76064724-76064652)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna762-LysTTT (61024076-61024004)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna788-LysTTT (50876241-50876169)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna827-LysTTT (38964442-38964370)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna840-LysTTT (35346131-35346059)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna841-LysTTT (35338510-35338438)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna908-LysTTT (18620920-18620848)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna950-LysTTT (4227150-4227078)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna499-MetCAT (149213715-149213642)  Met (CAT) 74 bp  Sc: 65.65 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTA 
>Caenorhabditis_remanei_chrUn.trna488-MetCAT (160217613-160217540)  Met (CAT) 74 bp  Sc: 67.03 
CGCGGGGTGGAGCAGTTCGGTAGCTCGCCGGGCTCATAACCCGGAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAA 
>Caenorhabditis_remanei_chrUn.trna124-MetCAT (33724651-33724722)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna132-MetCAT (36778242-36778313)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna269-MetCAT (77239789-77239860)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna310-MetCAT (85193965-85194036)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 



>Caenorhabditis_remanei_chrUn.trna336-MetCAT (94654600-94654671)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna349-MetCAT (97890919-97890990)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna350-MetCAT (97894520-97894591)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna510-MetCAT (145920294-145920223)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna528-MetCAT (134513229-134513158)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna669-MetCAT (85200398-85200327)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna670-MetCAT (85197523-85197452)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna732-MetCAT (68953468-68953397)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna420-MetCAT (118654632-118654704)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna48-MetCAT (11860385-11860457)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna50-MetCAT (12163347-12163419)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna61-MetCAT (15343346-15343418)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna696-MetCAT (81270908-81270836)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna734-MetCAT (67973251-67973179)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna864-MetCAT (29993219-29993147)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna911-MetCAT (16444306-16444234)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna930-MetCAT (9312671-9312599)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna943-MetCAT (5107393-5107321)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna951-MetCAT (3676829-3676757)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna466-MetCAT (146040505-146040578)  Met (CAT) 74 bp  Sc: 77.28 
GGGGCGTTAGCTCAGCCGGTTAGAGCAGCGGACTCATAATCCGTCGGTCGCGGGTTCAAG 
CCCCGCACGCCCTA 
>Caenorhabditis_remanei_chrUn.trna508-MetCAT (146194121-146194048)  Met (CAT) 74 bp  Sc: 82.94 
GGCTGAGTAGCTCAGCTGGTTAGAGCGCACGACTCATAATCGTGAGGTCGCGGGATCGAG 
CCCCGCCTCAGCTA 
>Caenorhabditis_remanei_chrUn.trna113-PheGAA (33254189-33254261)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna116-PheGAA (33259725-33259797)  Phe (GAA) 73 bp  Sc: 80.05 



GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna190-PheGAA (57766167-57766239)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna214-PheGAA (63510709-63510781)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna751-PheGAA (63443925-63443853)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna752-PheGAA (63441021-63440949)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna753-PheGAA (63439476-63439404)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna776-PheGAA (57192727-57192655)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna903-PheGAA (18940463-18940391)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna955-PheGAA (2784185-2784113)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna204-PheGAA (62868421-62868493)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna212-PheGAA (63448309-63448381)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna287-PheGAA (81503187-81503259)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna32-PheGAA (3810627-3810699)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna44-PheGAA (9401128-9401200)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna632-PheGAA (99297104-99297032)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna211-PheGAA (63447615-63447687)  Phe (GAA) 73 bp  Sc: 80.79 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAAGGCA 
>Caenorhabditis_remanei_chrUn.trna288-PheGAA (81537329-81537401)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna379-ProAGG (105209956-105210027)  Pro (AGG) 72 bp  Sc: 64.74 
GGCCGAATGGTTTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGCGCGGCCC 
>Caenorhabditis_remanei_chrUn.trna757-ProAGG (62491947-62491876)  Pro (AGG) 72 bp  Sc: 73.56 
GGCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna154-ProAGG (43312811-43312882)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_remanei_chrUn.trna258-ProAGG (76344906-76344977)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_remanei_chrUn.trna118-ProAGG (33456305-33456376)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna123-ProAGG (33712645-33712716)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 



CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna844-ProAGG (33723196-33723125)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna945-ProAGG (4922601-4922530)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna514-ProCGG (141474426-141474353)  Pro (CGG) 74 bp  Sc: 62.10 
CGGGATGTGGCGCAGCTTGGTAGCGCACGTCGTTCGGGACGACGGGGTCGCAGGTTCAAA 
TCCTGTCATCCCGA 
>Caenorhabditis_remanei_chrUn.trna750-ProCGG (63444707-63444636)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna373-ProCGG (104749408-104749479)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna43-ProCGG (8768788-8768859)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna475-ProCGG (149540495-149540566)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna620-ProCGG (103134835-103134764)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna395-ProGGG (109191950-109192033)  Pro (GGG) 84 bp  Sc: 49.52 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna587-ProGGG (111749904-111749821)  Pro (GGG) 84 bp  Sc: 49.52 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna953-ProGGG (3422362-3422291)  Pro (GGG) 72 bp  Sc: 62.52 
GGCGGAATGGTATAGTGGTATGATTTTCGCTTGGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna483-ProGGG (155098948-155099021)  Pro (GGG) 74 bp  Sc: 62.54 
CGGGCTGTGGCGCAGCTTGGTAGCGCACTTGACTGGGGGTCAAGGGGTCGCAGGTTCAAA 
TCCTGTCAGCCCGA 
>Caenorhabditis_remanei_chrUn.trna729-ProTGG (69473666-69473596)  Pro (TGG) 71 bp  Sc: 68.69 
GGCCGAATGGTCTAGTGGTATGATCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCCC 
CGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna767-ProTGG (59291924-59291853)  Pro (TGG) 72 bp  Sc: 71.23 
GCCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna606-ProTGG (105210480-105210409)  Pro (TGG) 72 bp  Sc: 72.52 
GGCCAAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna114-ProTGG (33255695-33255766)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna115-ProTGG (33259435-33259506)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna139-ProTGG (37718239-37718310)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna14-ProTGG (1007578-1007649)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna168-ProTGG (49046331-49046402)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna170-ProTGG (49872105-49872176)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna171-ProTGG (49893906-49893977)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 



>Caenorhabditis_remanei_chrUn.trna329-ProTGG (90194502-90194573)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna378-ProTGG (105207219-105207290)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna380-ProTGG (105353011-105353082)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna462-ProTGG (137581764-137581835)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna489-ProTGG (159676715-159676644)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna49-ProTGG (11894225-11894296)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna506-ProTGG (147367969-147367898)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna523-ProTGG (137582474-137582403)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna585-ProTGG (113448381-113448310)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna607-ProTGG (105208244-105208173)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna699-ProTGG (80189326-80189255)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna733-ProTGG (68095093-68095022)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna813-ProTGG (43703955-43703884)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna82-ProTGG (23865740-23865811)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna83-ProTGG (23871055-23871126)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna832-ProTGG (37999305-37999234)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna833-ProTGG (37626762-37626691)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna850-ProTGG (33258907-33258836)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna851-ProTGG (33255121-33255050)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna887-ProTGG (24644683-24644612)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna933-ProTGG (7972088-7972017)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna944-ProTGG (4923123-4923052)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna960-ProTGG (1369685-1369614)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna965-ProTGG (1194476-1194405)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna966-ProTGG (1189335-1189264)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna969-ProTGG (516710-516639)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna737-Undet??? (67023255-67023184)  Undet (???) 72 bp  Sc: 20.32 
ACGAGCGTGGCCTAGCGGCTAACGCGTCTCATTTTCGAAAAATAGGTCCAGGGTTCGAGT 
CCCGTGCTAGTT 
>Caenorhabditis_remanei_chrUn.trna627-Undet??? (99930810-99930739)  Undet (???) 72 bp  Sc: 20.95 
GTCCGCGTGGCCGAGTGGTCTAAGGCGGCGGTCTCTGCGCAAAGAGCGCAAGTTCGATTT 
TGGCCCCGGCCG 
>Caenorhabditis_remanei_chrUn.trna791-Undet??? (50697828-50697762)  Undet (???) 67 bp  Sc: 22.12 
GGCCGAGTGGTTTAGGTAGAATTCTCTATCGTTCAAAAGGTCGGGGGTTCGATCCCCACA 
GTGGTCA 
>Caenorhabditis_remanei_chrUn.trna95-Undet??? (26903157-26903238)  Undet (???) 82 bp  Sc: 23.11 
GGCCGTGTAGCCTAGGCGGTAGCGTTTTGGTTTGTCGCCCAATGGGGGTAAAGGGTCGGT 
GGTTCGATTCCTCTCTCCACCA 
>Caenorhabditis_remanei_chrUn.trna584-Undet??? (113450799-113450726)  Undet (???) 74 bp  Sc: 23.84 
GGCCGAGTGGCGCAGGCGGTTGCGCTTTTGCCCCACACCAAGCGGGGTCCGGGGTTCGAT 
TCCTCCCCCTGTCG 
>Caenorhabditis_remanei_chrUn.trna174-Undet??? (50667278-50667352)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna175-Undet??? (50667466-50667540)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna478-Undet??? (152336084-152336158)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna480-Undet??? (152336460-152336534)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna481-Undet??? (152336836-152336910)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna173-Undet??? (50667092-50667163)  Undet (???) 72 bp  Sc: 24.44 
GGTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGATCC 
CCACAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna586-Undet??? (112787083-112787011)  Undet (???) 73 bp  Sc: 24.77 
GTCCGCGTGGCCGAGTGGTTAGTGGTGATGGCTGCGACGCGAAGGGTTACAAGTTCGAGT 
TTTGTCGCTGGCC 
>Caenorhabditis_remanei_chrUn.trna181-Undet??? (50787462-50787535)  Undet (???) 74 bp  Sc: 28.77 
TGGTTCTGGCCGAGTGGTTAAGGTAGACGACGTATGATTCAAAAGGTCGGGGGTTCGATC 
CCCGCGATGGTCAA 
>Caenorhabditis_remanei_chrUn.trna739-Undet??? (66339423-66339352)  Undet (???) 72 bp  Sc: 31.71 
TNNNNNNNNNNTCTAGTGGTTAAGATTTATGCTCTCACCCCATAGGCCGGGGTTCGATTC 
CCCGCACGGAAG 
>Caenorhabditis_remanei_chrUn.trna736-Undet??? (67797286-67797214)  Undet (???) 73 bp  Sc: 33.13 
GCCCGCATGGCCGAGTGGTTAAGGAGGTGGATCATGAGTCGGAAGGTCCGGGGTTCGATT 
CCGGGTGGTGGTG 
>Caenorhabditis_remanei_chrUn.trna430-LeuAAG (121079717-121079789)  Leu (AAG) 73 bp  Sc: 20.97 
TGCTACGTGGCTCAGTGGGTAAAGCGGATGGCTAAGGTTCCGGGGGTCTCAAGTTCGATT 
CTTTTTGAAGGAT 
>Caenorhabditis_remanei_chrUn.trna603-LeuAAG (105346063-105345982)  Leu (AAG) 82 bp  Sc: 22.70 
GTTTCAGTGACGTAGCTGGTCTACCTGTGTACGCTTTTGCCCAAGACGCAGAGGGTCGGG 
GGTTCGATTCCCCGGTGGGGCT 
>Caenorhabditis_remanei_chrUn.trna664-GlyACC (85709391-85709318)  Gly (ACC) 74 bp  Sc: 20.25 
GGCCGGGTGGCTCAGGTGGGAACGTGGCGGTCACCGAGCGCGAGAGGTCAGTGGTTCGAG 
TCCACTCCCCGACT 
>Caenorhabditis_remanei_chrUn.trna219-GlyACC (65982706-65982777)  Gly (ACC) 72 bp  Sc: 20.48 
GCATGTGTGGCGCAGGTGGTAACGCTGCACCCACCACGCGGAAGGTCCGGTGTTCGATCC 



CCCTCGCTCTCT 
>Caenorhabditis_remanei_chrUn.trna802-GlyACC (49287266-49287196)  Gly (ACC) 71 bp  Sc: 22.36 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACACCACCAATCTACCAACCAGGGTTCGAACCC 
CACCTACGGCA 
>Caenorhabditis_remanei_chrUn.trna803-GlyACC (49286952-49286882)  Gly (ACC) 71 bp  Sc: 22.36 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACACCACCAATCTACCAACCAGGGTTCGAACCC 
CACCTACGGCA 
>Caenorhabditis_remanei_chrUn.trna563-GlyACC (121664120-121664048)  Gly (ACC) 73 bp  Sc: 22.58 
GCCGGCATAGCTCAACTGGTTAGGCTGCCGGCCACCGAACGGAGGATCGGAGGATCGAAC 
CCTGGCGATGGCG 
>Caenorhabditis_remanei_chrUn.trna354-GlyACC (98919990-98920066)  Gly (ACC) 77 bp  Sc: 26.91 
TTGATTCTGGCCGAGTGGTTAAGGTAACGATGACTACCGCTCAAAGGGTCGGGGGTTCGA 
TACCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna562-GlyACC (121752428-121752349)  Gly (ACC) 80 bp  Sc: 23.29 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGGCGAGCGGATGGTTGATGG 
TTCGATTCCCCCCAATGGCG 
>Caenorhabditis_remanei_chrUn.trna561-GlyACC (121753771-121753692)  Gly (ACC) 80 bp  Sc: 23.29 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGGCGAGCGGATGGTTGATGG 
TTCGATTCCCCCCAATGGCG 
>Caenorhabditis_remanei_chrUn.trna639-GlyACC (97091716-97091637)  Gly (ACC) 80 bp  Sc: 36.99 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGTCGAGCGGATGGTTGAGGG 
TTCGATTCCCCCCGATGGCG 
>Caenorhabditis_remanei_chrUn.trna638-GlyACC (97095019-97094940)  Gly (ACC) 80 bp  Sc: 30.00 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGTCGAGCGGATGGTTGATGG 
TTCGATTCCCCCCGGTGGCG 
>Caenorhabditis_remanei_chrUn.trna579-ArgACG (116549134-116549064)  Arg (ACG) 71 bp  Sc: 28.14 
GCTCCTGTGGCCGAGTGGTTAAGGTGGCGGGCTACGGTTCTGAGGGTTGTTGGTTCAATC 
CCCCTGGCTCT 
>Caenorhabditis_remanei_chrUn.trna580-ArgACG (116547651-116547579)  Arg (ACG) 73 bp  Sc: 38.73 
TCACCTGTGGCCGAGTGGTTAAGGTGGCGGGCTACGGTTCCGAAGGTCGCGGGTTCGATT 
CCTTCGGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna491-AlaAGC (156485889-156485818)  Ala (AGC) 72 bp  Sc: 20.52 
TCACTTGTGGCGTAGTCGGTACGCGTCTGTCCAGCCCACTGTAGGTCATCGGTTCAATTC 
CACACGAGCGGA 
>Caenorhabditis_remanei_chrUn.trna360-AlaAGC (99675985-99676057)  Ala (AGC) 73 bp  Sc: 22.20 
TCCCCTGTGGCCGAGTGGTTAAGGAGGTGGACCAGCGATCTGAGGGTCAAGGGTTCGAAA 
CTTTTTGGGCTCA 
>Caenorhabditis_remanei_chrUn.trna493-AlaAGC (155248263-155248191)  Ala (AGC) 73 bp  Sc: 27.33 
GCTCGCATGGTGTAGGGGTTAACGAGTCAGAATAGCGCGCGGACGGTCGCGGGTTCGATT 
CCCGCCTCCGTCA 
>Caenorhabditis_remanei_chrUn.trna598-AlaAGC (105896793-105896721)  Ala (AGC) 73 bp  Sc: 27.33 
GCTCGCATGGTGTAGGGGTTAACGAGTCAGAATAGCGCGCGGACGGTCGCGGGTTCGATT 
CCCGCCTCCGTCA 
>Caenorhabditis_remanei_chrUn.trna706-AlaAGC (78267117-78267044)  Ala (AGC) 74 bp  Sc: 29.76 
GCTCACTTGTGGCGTAGTCGGTAACGCGTCTGTCCAGCACACTGTAGGTCATCGGTTCAA 
TTCCACACGAGGCG 
>Caenorhabditis_remanei_chrUn.trna712-ProAGG (75364163-75364092)  Pro (AGG) 72 bp  Sc: 26.98 
GCATGTATGGCGCAGTCGGTAGTGTGTTCGGTCAGGAAACTGAAGACGGTGGTTCGATTC 
CACATAGCCTCA 
>Caenorhabditis_remanei_chrUn.trna406-ProAGG (112460971-112461052)  Pro (AGG) 82 bp  Sc: 35.52 
GGCCCCGTGGTGTAGTGGTAGCACGTCGAGCTAGGAATTATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCTTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna407-ProAGG (112471382-112471463)  Pro (AGG) 82 bp  Sc: 44.95 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna422-ProAGG (119382548-119382629)  Pro (AGG) 82 bp  Sc: 20.95 
GGCCCCATGGTGTAGTTGCAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGCGTCCA 
>Caenorhabditis_remanei_chrUn.trna423-ProAGG (119383599-119383680)  Pro (AGG) 82 bp  Sc: 46.22 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATTATTCCCTTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna424-ProAGG (119387392-119387473)  Pro (AGG) 82 bp  Sc: 41.24 
GGCCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGACTCTTTCCCCTAGCTGGAAGCGTT 
GGTTCGATTCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna426-ProAGG (120052576-120052657)  Pro (AGG) 82 bp  Sc: 37.31 
GGGCCTGTGGTGTAATGGTAGCACGTCGGGCAAGGACTAATAACCCTAGCTGGAAGCGTT 
GGTTCGATTCCTTCCGGGTCCA 



>Caenorhabditis_remanei_chrUn.trna441-ProAGG (124755519-124755600)  Pro (AGG) 82 bp  Sc: 45.09 
GGGCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGAATGAACTCCCTAGCTGGAAGCGTT 
GGTTCGAACCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna547-ProAGG (124899263-124899182)  Pro (AGG) 82 bp  Sc: 44.95 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna445-ProAGG (127137643-127137724)  Pro (AGG) 82 bp  Sc: 44.95 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna332-ProAGG (91907206-91907288)  Pro (AGG) 83 bp  Sc: 40.32 
GAGCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGAAGTCATTTCCCTAGCTGGAAGCGT 
TGGTTCGATTCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna3-ThrAGT (243532-243605)  Thr (AGT) 74 bp  Sc: 22.23 
TCGGTTGAATGGTTCAGTGGTAGAGTGCGGGAATAGTAATCAGAGGGTCTGGGGTTCGAT 
TCCCTCTGATAGAA 
>Caenorhabditis_remanei_chrUn.trna169-ThrAGT (49073414-49073487)  Thr (AGT) 74 bp  Sc: 23.37 
TCGGTCGAATGGTTCAGTGGTAGAGTTCGGGAATAGTAATCAGAGGGTCTTGGGTTCGAT 
TCCCTATGATGGAA 
>Caenorhabditis_remanei_chrUn.trna804-ThrAGT (49074205-49074132)  Thr (AGT) 74 bp  Sc: 23.37 
TCGGTCGAATGGTTCAGTGGTAGAGTTCGGGAATAGTAATCAGAGGGTCTTGGGTTCGAT 
TCCCTATGATGGAA 
>Caenorhabditis_remanei_chrUn.trna266-ThrAGT (76757201-76757270)  Thr (AGT) 70 bp  Sc: 28.38 
GCCCGCGTGGCCTAGTGGTTAAGGAGGTAGACTAGTAATCTGATGACCGGGGGTTCGATT 
TCCACGGTCC 
>Caenorhabditis_remanei_chrUn.trna267-ThrAGT (76760423-76760492)  Thr (AGT) 70 bp  Sc: 35.41 
GCCCGCGTGGCCTAGTGGTTAAGGAGGTAGACTAGTAATCTGATGACCGGGGGTTCGATT 
CCTGCGGTCC 
>Caenorhabditis_remanei_chrUn.trna631-ThrAGT (99327840-99327774)  Thr (AGT) 67 bp  Sc: 41.29 
ACCTGTGCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTCCAGCA 
TGAGGCA 
>Caenorhabditis_remanei_chrUn.trna538-TyrATA (127452396-127452324)  Tyr (ATA) 73 bp  Sc: 21.00 
GCCCACGTGGCGCAGTGGATAAGATGGGTGACTATAGTTCTAGGGGTCAGGGGTTCGATT 
TTTCTCGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna790-AspATC (50750993-50750918)  Asp (ATC) 76 bp  Sc: 20.52 
TGGTTCTGGCCGAGTGGTATATGGTAGAATTCACTATCGTTCAAAAGGTCGGGGGTTCGA 
TCCCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna177-AspATC (50699242-50699316)  Asp (ATC) 75 bp  Sc: 21.07 
TGATTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTTGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna433-AspATC (121383850-121383926)  Asp (ATC) 77 bp  Sc: 21.50 
TTTGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTATCACTCAACAGGTCGGGGGTTCGAT 
CCCCGTGATGGTTGAAA 
>Caenorhabditis_remanei_chrUn.trna485-AspATC (160262860-160262936)  Asp (ATC) 77 bp  Sc: 21.50 
TTTGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTATCACTCAACAGGTCGGGGGTTCGAT 
CCCCGTGATGGTTGAAA 
>Caenorhabditis_remanei_chrUn.trna178-AspATC (50703728-50703801)  Asp (ATC) 74 bp  Sc: 21.71 
TCCATTCTGGCCGAGTGGTTATGGTAGAATTCCCTATCGCTCAAAAGGTCGGGGGTTCAA 
TCCCCACAGTGGTC 
>Caenorhabditis_remanei_chrUn.trna633-AspATC (98878054-98877980)  Asp (ATC) 75 bp  Sc: 21.78 
TGGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAAAAGCTCGTGGGTTCGAT 
CCCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna520-AspATC (140417344-140417268)  Asp (ATC) 77 bp  Sc: 21.92 
TTGATTCTGGCCGAGCGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCAA 
TCCCCGCGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna789-AspATC (50761176-50761100)  Asp (ATC) 77 bp  Sc: 22.24 
TTGGTTCTGGCCGAGTGGTTAAGGTAGACATGCCTATCGTTCAAAAGGTCAGGGGTTCGA 
TTCCCACCTGAGGTCAA 
>Caenorhabditis_remanei_chrUn.trna535-AspATC (129062807-129062731)  Asp (ATC) 77 bp  Sc: 22.57 
TTGGATCTGGCCGAGTGGTTAAGGTAGAATGCCTATCGTTCAACAGGTCCGGGGTTCGAT 
CCCCGTGGTGGTCGAAA 
>Caenorhabditis_remanei_chrUn.trna353-AspATC (98915686-98915760)  Asp (ATC) 75 bp  Sc: 22.91 
TGGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAAAGGGTCGGGGGTTCAAT 
CCCCGTTGGGGTCAA 
>Caenorhabditis_remanei_chrUn.trna176-AspATC (50667654-50667728)  Asp (ATC) 75 bp  Sc: 23.02 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna479-AspATC (152336272-152336346)  Asp (ATC) 75 bp  Sc: 23.02 



TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna792-AspATC (50697012-50696938)  Asp (ATC) 75 bp  Sc: 23.74 
TGATTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna355-AspATC (98920177-98920253)  Asp (ATC) 77 bp  Sc: 23.92 
TTGATTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCACTCAAAGGGTCGGGGGTTCGA 
TCCCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna352-AspATC (98906499-98906572)  Asp (ATC) 74 bp  Sc: 24.92 
TGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAATTGGTCGGGGGTTCGATC 
CCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna435-AspATC (121385802-121385877)  Asp (ATC) 76 bp  Sc: 26.06 
TCGGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTATCGTTCAACAGGTCGGGGGTTCGAT 
CCCCGTGGTGGTCGAA 
>Caenorhabditis_remanei_chrUn.trna351-AspATC (98892810-98892882)  Asp (ATC) 73 bp  Sc: 27.43 
GGTTCTGGCCGAGTGGTTAAGGTAACGATGACTATCGCTCAAAGGGTCAGGGGTTCGATC 
CCCGTGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna519-HisATG (140417531-140417456)  His (ATG) 76 bp  Sc: 20.86 
TTGATTCTGGCCGAGCGGTTAAGGTAGAATCCCTATGGTCGAAAAGGTCAGGGGTTCGAT 
CCCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna417-HisATG (116549197-116549269)  His (ATG) 73 bp  Sc: 21.15 
AGGAGGGTGGCCTAGTGGTTAAGGTTGCTGGCTATGGTTCTGAAGGTTGTTGGTTCGATC 
CCCGTTGGGGTTA 
>Caenorhabditis_remanei_chrUn.trna416-HisATG (116547716-116547786)  His (ATG) 71 bp  Sc: 23.84 
GAGGGTGGCCGAGTGGTGAAGGTGTCTGGCTATGGTTCTGAGGGTTGTTGGTTCGACTTC 
TTCTTGGCTCA 
>Caenorhabditis_remanei_chrUn.trna183-HisATG (52242210-52242282)  His (ATG) 73 bp  Sc: 25.25 
GGTCGCGTGGCTCAGGCGGTAGAGCTGATGCCAATGAAGCAAAGGGTTCGGGTTCGATTC 
CCAATAGTGATTT 
>Caenorhabditis_remanei_chrUn.trna495-HisATG (154683891-154683819)  His (ATG) 73 bp  Sc: 25.28 
GCATCGGTGGCTTAGTGGCTAAGAGGTTCGCCTATGGTTCAAAAGGTCAGGGGTTCGATT 
CCCACCACATTCA 
>Caenorhabditis_remanei_chrUn.trna568-HisATG (120616818-120616746)  His (ATG) 73 bp  Sc: 25.28 
GCATCGGTGGCTTAGTGGCTAAGAGGTTCGCCTATGGTTCAAAAGGTCAGGGGTTCGATT 
CCCACCACATTCA 
>Caenorhabditis_remanei_chrUn.trna225-HisATG (66500108-66500184)  His (ATG) 77 bp  Sc: 27.18 
ATTGCAATGGCTCAGGTGGTAAAGAGTCTGTCTATGGTTCAAAAGGTCCCGGGTTCAATT 
CCCTCATAGGTGCAATA 
>Caenorhabditis_remanei_chrUn.trna180-AsnATT (50757188-50757262)  Asn (ATT) 75 bp  Sc: 21.37 
GGGTTCTGGCCGAGTGGTTAAGGTAGAATTACCTATTGCTCAAAGGGTCAGGGGTTCGAG 
TCCCCGTGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna179-AsnATT (50756812-50756886)  Asn (ATT) 75 bp  Sc: 22.98 
TGGTTCTGGCCGAGTGGTGAAGGTAGACGTGACTATTGCTCAAAGGGTCGAGGGTTCGAT 
CCCCGTGGTGGTTAA 
>Caenorhabditis_remanei_chrUn.trna338-LeuCAA (95764942-95765014)  Leu (CAA) 73 bp  Sc: 30.00 
NNNNNNNNNNNNNNNNTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATC 
CCCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna358-LeuCAA (99652258-99652328)  Leu (CAA) 71 bp  Sc: 45.57 
NCCTGTGGCGCAGTGGTTTGCGTTTTTGCCTCAAGCGCAAAGGGTCCCGGGTTCGACTCC 
CACTGGTGGCA 
>Caenorhabditis_remanei_chrUn.trna418-ValCAC (118558325-118558397)  Val (CAC) 73 bp  Sc: 23.50 
TGTCGCATGGCGCAGTGGCTACGCTTTTGCCCCACACCCAACGGGTCGCGGGTTCGATTC 
CTCCCTACTCCAA 
>Caenorhabditis_remanei_chrUn.trna404-ValCAC (111194578-111194649)  Val (CAC) 72 bp  Sc: 23.60 
GGCTAGATAGCTCAGTGGTTTGCGTTTTTGGCCCACGTTCTGAAGGTCGGCGGTTCGAGT 
CCGCATGCGTCA 
>Caenorhabditis_remanei_chrUn.trna419-ValCAC (118562493-118562566)  Val (CAC) 74 bp  Sc: 31.56 
TGCCGCATGGCGCAAGGGGTTGCGCTTTTGCCCCACGCGCAAAGGGTCGCGGGTTCGATT 
CCTCCCTACTCCAA 
>Caenorhabditis_remanei_chrUn.trna394-ValCAC (108969442-108969514)  Val (CAC) 73 bp  Sc: 31.73 
GGCCGTATGGCCCAGCGGTTTGCGTTTTTGACCCACGTTCTGAAGGCCGGGGGTTCGAGA 
CCGCATGCGTCCA 
>Caenorhabditis_remanei_chrUn.trna574-ValCAC (118560073-118560002)  Val (CAC) 72 bp  Sc: 32.58 
TCGCGCATGGCGCAGTGGCTGCGCTTTTGCCCCACACCCATAGGGTCGGGGGTTCAATTC 
CTCCTTAGTCAA 
>Caenorhabditis_remanei_chrUn.trna201-ValCAC (61369240-61369308)  Val (CAC) 69 bp  Sc: 43.15 
GGCCTGGTGTAGTGGATAACATTTTTGGCTCACAATCTACTAACGCGGGTTCAATTCCCG 



CTCAGGCCA 
>Caenorhabditis_remanei_chrUn.trna594-MetCAT (107689451-107689378)  Met (CAT) 74 bp  Sc: 24.81 
GAATCTGGCCGAGTGGTTAAGGTAGAATGCCCATATAGTTCAACAGGTCGGGGGTTCAAT 
TCCCGTGGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna573-MetCAT (118561583-118561512)  Met (CAT) 72 bp  Sc: 29.54 
TGTCGTGTGGCGCAGTGGCTGCGCTTTTGCCCCATACCCAAAGGGTCCCGAGTTCGATTC 
CTGTTATGTCCA 
>Caenorhabditis_remanei_chrUn.trna970-TrpCCA (499446-499375)  Trp (CCA) 72 bp  Sc: 47.04 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCACATGGAA 
>Caenorhabditis_remanei_chrUn.trna290-TrpCCA (81710276-81710348)  Trp (CCA) 73 bp  Sc: 47.25 
GGCAGCGTGGCGCACTGGATAACGCGTCTGCCTCCAGATCAGAAAATTGCACGTTCGACT 
CCTGCCGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna629-GlyCCC (99648482-99648410)  Gly (CCC) 73 bp  Sc: 32.87 
TCCCCTGTGGCGCAGCGGTTTGCGTTTTTGCCTCCCGCGCAAAGGGTCCCCGGTTCGACT 
CCCCCTTGCGTCA 
>Caenorhabditis_remanei_chrUn.trna624-SerCGA (101198538-101198472)  Ser (CGA) 67 bp  Sc: 21.85 
GNNNNNNNNNNAATTCGTACTCCACGTTGGGGCCGTGGCGACGCTGGTTCGATTCCAGCA 
GCAGGCA 
>Caenorhabditis_remanei_chrUn.trna743-SerCGA (65902698-65902633)  Ser (CGA) 66 bp  Sc: 21.90 
TGATTTCTGGCCGAGTGGTTAAGGTTGATAGGAAAGTGACCAGGGTTCGATCCCCACGCG 
GGTCAA 
>Caenorhabditis_remanei_chrUn.trna372-AlaCGC (104651942-104652015)  Ala (CGC) 74 bp  Sc: 20.36 
GCGCCGTGTAGTCTACTGGCTCACACTTTTGCCGCGCGTTCAAAGGGTCGAGGGTTCGAT 
TCCCACGAGGCGCA 
>Caenorhabditis_remanei_chrUn.trna714-AlaCGC (74358259-74358188)  Ala (CGC) 72 bp  Sc: 21.01 
GCGAGCGTGGCGCAGCGGGTTGCTCTTTTGCCTCGCGCTCAAAGGGTCTCAGGTTCGATT 
CCGCCCCACCCC 
>Caenorhabditis_remanei_chrUn.trna399-AlaCGC (110577345-110577418)  Ala (CGC) 74 bp  Sc: 21.51 
TGCCGTGTAGTCTACGGGTTAACGCTTTTGCCTCGCGTTCAGAGGGTCGGGGGTTCGATT 
CCCACTGGTCGCAA 
>Caenorhabditis_remanei_chrUn.trna405-AlaCGC (111272921-111272993)  Ala (CGC) 73 bp  Sc: 38.01 
TGCCGCGTAGCGCAGTGGCTGCGCTTTTGCCTCGCGCGCAAAGAGTCGCGGGTTCGATTC 
CTCTCCACTCCAA 
>Caenorhabditis_remanei_chrUn.trna531-ProCGG (133522169-133522097)  Pro (CGG) 73 bp  Sc: 27.78 
GCGTGCCTGGCTAAGTGGATAACGCTTTTGCCTCGGGCACCGAGGGTCGCGGGTTCGATT 
CCCGTCCCCACCA 
>Caenorhabditis_remanei_chrUn.trna127-GluCTC (35281509-35281581)  Glu (CTC) 73 bp  Sc: 20.43 
GCTCGGATGGCGCAGTCGGTTACACTTTTGGCCCCTCATGCAAATGGTCAGAGGTTCAGA 
TCCCTTCCGATAA 
>Caenorhabditis_remanei_chrUn.trna515-GluCTC (140895343-140895271)  Glu (CTC) 73 bp  Sc: 23.62 
GCTCGGATGGCGCAGTCGGTTACACTTTTGACCCCTCATGCAAATGGTCAGAGGTTCGAA 
TCCCTTCCAATAA 
>Caenorhabditis_remanei_chrUn.trna220-GluCTC (66335079-66335149)  Glu (CTC) 71 bp  Sc: 26.02 
TCCATCGCGAACCACCTGTGGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTCC 
CCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna694-GluCTC (81540549-81540478)  Glu (CTC) 72 bp  Sc: 37.23 
TCCGTTGCGGTTTAGTGGTTAGGATTTATGGCTCTCACCCATGAGGCGGGGGTTCGATTC 
CAAGAATCGGAA 
>Caenorhabditis_remanei_chrUn.trna921-GluCTC (12757298-12757226)  Glu (CTC) 73 bp  Sc: 37.64 
AACACGGTGGTCTTATGGTTAAAGCTTTTGTCTCTCGTGCAAAAGGTTGTTGGTTCAATT 
CCACCCTGCGTTT 
>Caenorhabditis_remanei_chrUn.trna164-GluCTC (48219762-48219833)  Glu (CTC) 72 bp  Sc: 47.37 
TCCGTTGTGGTCCAATGGTTAGGATTTATGGCTCTCACCCGAAAGGCCGGGGTTCGATTC 
CCCCAACCGGAC 
>Caenorhabditis_remanei_chrUn.trna717-LysCTT (72844973-72844902)  Lys (CTT) 72 bp  Sc: 21.11 
GCGTGTGTGGTGCAGTGGTCTACACAGATGACTCTTACGCATGTGGTGGCGTGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna388-LysCTT (107920267-107920338)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna451-LysCTT (132559740-132559811)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna546-LysCTT (125377732-125377661)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 



>Caenorhabditis_remanei_chrUn.trna552-LysCTT (124137196-124137125)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna655-LysCTT (89180265-89180194)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna914-LysCTT (15941358-15941287)  Lys (CTT) 72 bp  Sc: 24.88 
GTCAAAGTCTCTAGTTGGTAGAGCACCATACTCTTAATCTGGTTGTCGCGGGTTCGAGCC 
CCACATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna364-LysCTT (101318331-101318401)  Lys (CTT) 71 bp  Sc: 27.08 
GCACCGGTAGCACAATTGTACTGCATTGGACGCTTAATCTGTAGACGGTGGATCGATTCC 
ACCCTGATGAA 
>Caenorhabditis_remanei_chrUn.trna239-LysCTT (69617787-69617858)  Lys (CTT) 72 bp  Sc: 27.09 
GAAAAGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTTGATTCC 
ACCCTGGTGTCA 
>Caenorhabditis_remanei_chrUn.trna482-LysCTT (153550186-153550258)  Lys (CTT) 73 bp  Sc: 41.13 
GTTCACCTGTGTCAGTCGGTAGAGCACCAAACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna470-LysCTT (146845877-146845949)  Lys (CTT) 73 bp  Sc: 47.13 
GTTCACCTGTGTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna756-ValGAC (62532281-62532203)  Val (GAC) 79 bp  Sc: 20.16 
GCACACATGGCGCAGTCGGTTGTACGCTTGTGCGTCGACAACCACTCGCCTGTCGCGGGT 
TCGCAACCCTCTGCCTGCC 
>Caenorhabditis_remanei_chrUn.trna202-ValGAC (62012953-62013027)  Val (GAC) 75 bp  Sc: 25.32 
TCTCAAGTGGCGCAGGCGGTAGCGTTGGTGGCTGACACCCAGAGGGTGCGGGGTTCGATT 
CCTTCCGCTGTCAAA 
>Caenorhabditis_remanei_chrUn.trna311-LeuGAG (85200497-85200568)  Leu (GAG) 72 bp  Sc: 21.42 
GCATGCGTGGTGTAGTGGATAAGAAGGTAGACCGAGAATCTGAGGGTCGGTGGTTCGAGT 
CCCCATGGTGCC 
>Caenorhabditis_remanei_chrUn.trna297-IleGAT (82953153-82953226)  Ile (GAT) 74 bp  Sc: 21.35 
GACGTCTGTGGCGTAGCGGTGTACAGTCTTCACTGATAATCGAAGGGTCCGGTGTTCGAC 
TCCCGGCGAGGTCA 
>Caenorhabditis_remanei_chrUn.trna730-IleGAT (69423675-69423598)  Ile (GAT) 78 bp  Sc: 25.88 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACAAGGTTGACTGATAATTAAATGACCAGGGTT 
CGAGCCCCACCCAAAGCA 
>Caenorhabditis_remanei_chrUn.trna731-IleGAT (69423355-69423278)  Ile (GAT) 78 bp  Sc: 32.72 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACATGGTAGACTGATAATCAAATGACCAGGGTT 
CGAACCCCACCCACAGCA 
>Caenorhabditis_remanei_chrUn.trna559-GlyGCC (121970602-121970529)  Gly (GCC) 74 bp  Sc: 22.98 
GCGCGTTTGGCGCAGTGGTTTGCATTTTGGCCCGCCGCCCCAAGGGTCAGGGGTTCGATT 
CCTTCCCCCCCGCA 
>Caenorhabditis_remanei_chrUn.trna402-GlyGCC (110933085-110933157)  Gly (GCC) 73 bp  Sc: 27.83 
GGAGGTGTGGCCGAGAGGCTATCGCTTTTGCCCGCCACGCAACAGATCCTTGGTTCAATT 
CCACACAGCTTGC 
>Caenorhabditis_remanei_chrUn.trna79-GlyGCC (22343296-22343370)  Gly (GCC) 75 bp  Sc: 33.92 
GCAACTAATTAGTGATCAGTGGTAGAATGCTCGTCTGCCACGCGGGCGGCCCTGGTTCGA 
TTCCCGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna437-GlyGCC (123209794-123209862)  Gly (GCC) 69 bp  Sc: 37.00 
GCTCGAGAAAAAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCCG 
GTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna558-GlyGCC (121986774-121986704)  Gly (GCC) 71 bp  Sc: 38.21 
TCATTGGTGGTTCAATGGTAGAATGCTCGCCTGCCACGCGCGCGGCTCGGGTTTGGTTCC 
CGGTCGATACA 
>Caenorhabditis_remanei_chrUn.trna541-GlyGCC (126585107-126585037)  Gly (GCC) 71 bp  Sc: 49.70 
TAATAAGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna339-GlyGCC (96023198-96023270)  Gly (GCC) 73 bp  Sc: 53.69 
GTGCTGTTGGGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATT 
CCCCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna457-GlyGCC (134852800-134852870)  Gly (GCC) 71 bp  Sc: 53.91 
TTGTGAGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna101-GlyGCC (28962345-28962415)  Gly (GCC) 71 bp  Sc: 54.94 
CTACCTGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna431-AlaGGC (121228996-121229066)  Ala (GGC) 71 bp  Sc: 20.54 



tgttgtGTGGTGTAGGTGGTTACACTTTTGGCTGGCGCGCGGAGGGTCAGGGGTTCGATT 
CCTCTTGGCGG 
>Caenorhabditis_remanei_chrUn.trna556-AlaGGC (123159339-123159269)  Ala (GGC) 71 bp  Sc: 20.54 
tgttgtGTGGTGTAGGTGGTTACACTTTTGGCTGGCGCGCGGAGGGTCAGGGGTTCGATT 
CCTCTTGGCGG 
>Caenorhabditis_remanei_chrUn.trna618-AlaGGC (103859729-103859661)  Ala (GGC) 69 bp  Sc: 23.59 
TGGCAGTGGCGCAGACGGCAGCGCTTTTGCCTGGCGCACGGAGGGTCGGGGGTTCGATTC 
CTTTCCCAG 
>Caenorhabditis_remanei_chrUn.trna648-AlaGGC (92690487-92690415)  Ala (GGC) 73 bp  Sc: 26.07 
ACACCCGTGGCCGAGTGGTTAAGGTAGATGACCGGCGATCAAAAGGTCGGGGGTTCGATT 
CTGCTTGAAAGCC 
>Caenorhabditis_remanei_chrUn.trna760-AlaGGC (61588583-61588511)  Ala (GGC) 73 bp  Sc: 29.73 
GCACTGGTGGCCGAGGTGGTAAGGAGTCTGATCGGCGTTCCGAGGGTCGATGGTTCGACC 
CCCGCACGGCGCC 
>Caenorhabditis_remanei_chrUn.trna224-ThrGGT (66469316-66469387)  Thr (GGT) 72 bp  Sc: 25.45 
ACACCTGTGGCCTAGTGGTTAAGGAGTCTGACCGGTAATCTAGGGGTCGCGGGTTCGATT 
CTTTCAGGGGTT 
>Caenorhabditis_remanei_chrUn.trna765-TyrGTA (59658414-59658335)  Tyr (GTA) 80 bp  Sc: 32.01 
GAGCTTGCTGCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGCTATCCTTAGGTCGCT 
GGTTCGAATCCGGCTCGACG 
>Caenorhabditis_remanei_chrUn.trna359-AspGTC (99654022-99654096)  Asp (GTC) 75 bp  Sc: 21.55 
CGCTCGGTGGCGCAGGCGACTGCGCTTTTGCCCGTCACCCAAAAGGTCAGGGGTTCGATT 
CCACCTGCCCGCCGA 
>Caenorhabditis_remanei_chrUn.trna749-AspGTC (63503402-63503330)  Asp (GTC) 73 bp  Sc: 21.60 
GCATCCGTGGCGCAGCTGGTTGCGCGGAAGACTGTCAGTTTGAGTGTCGCTGGTTCGATT 
CCCGGCTGTGACA 
>Caenorhabditis_remanei_chrUn.trna213-AspGTC (63503961-63504040)  Asp (GTC) 80 bp  Sc: 24.20 
GAACGGATGGCGCAGTTGGTTGTGCTTCAGCCTGTCAATCTGATAATCGCTGGTTCGATT 
CCCCTATACCCCTGCGTTCA 
>Caenorhabditis_remanei_chrUn.trna272-AspGTC (78276118-78276190)  Asp (GTC) 73 bp  Sc: 28.77 
GCCCATGTGGCGCAGGCGGTAGTGAGTCTGCTCGTCACGCTGGGGGTCGCTGGTTCGATT 
CCTGGTGTAGCCC 
>Caenorhabditis_remanei_chrUn.trna748-AspGTC (63529790-63529718)  Asp (GTC) 73 bp  Sc: 29.05 
GCCTTGGTGGCGCAGCTGGTTGAGCTTCAGGTTGTCAGTCTGAGGCTCGCTGGTTCGAAA 
CCCTCCCGGGTTT 
>Caenorhabditis_remanei_chrUn.trna758-AspGTC (62020706-62020633)  Asp (GTC) 74 bp  Sc: 33.44 
GCCTCGAGTGGCGCAGGCGGTAGCGTGGGTGGCTGTCACCCAGAGGGTCCGGGGTTCGAC 
TCCTCTCCTTGGCA 
>Caenorhabditis_remanei_chrUn.trna391-HisGTG (108102314-108102385)  His (GTG) 72 bp  Sc: 39.81 
TTCATAGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna707-LeuTAG (77710855-77710783)  Leu (TAG) 73 bp  Sc: 26.76 
GCTCACGTGGCTTACTGGTTAGCGCGCTAGTCTTAGAATCCGGGGGTTTTTGGTTCAATT 
CCAGCTTTCATCA 
>Caenorhabditis_remanei_chrUn.trna570-IleTAT (119680588-119680515)  Ile (TAT) 74 bp  Sc: 20.09 
GGTTCTGGCCGAGTGGTTAAGGTAGACTGCATTTATAGTTCAACAGGTCGGGGGTTCGAT 
CCCCGTGGTAGTCG 
>Caenorhabditis_remanei_chrUn.trna816-GlyTCC (43387843-43387771)  Gly (TCC) 73 bp  Sc: 22.86 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
TTTTATTTTCTCA 
>Caenorhabditis_remanei_chrUn.trna238-GlyTCC (69247702-69247774)  Gly (TCC) 73 bp  Sc: 26.71 
GTATCTATGGTGTCAGCGGTATCGCTTTTGCCTTCCACCCCGAGGGTCCCGGGTTCGATC 
CCCGCCGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna565-ArgTCT (121387207-121387134)  Arg (TCT) 74 bp  Sc: 26.04 
GGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTCTATCGTTGAACAGGTCGGGGGTTCGAT 
CCCCGTGGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna567-ArgTCT (121381039-121380966)  Arg (TCT) 74 bp  Sc: 27.30 
GGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTCTATCGTTCAACAGGTCGGGGGTTCAAT 
CCCCGTGGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna498-SerTGA (152437578-152437491)  Ser (TGA) 88 bp  Sc: 44.02 
GGTGGGTTGTCCGAGCGGCCGAAGGAACTTGTCTTGAAAACAAGCAGGCGGTAACCCCGT 
CTCAGGGGTTCAAATCCCCTACCCACCG 
>Caenorhabditis_remanei_chrUn.trna460-AlaTGC (136744395-136744469)  Ala (TGC) 75 bp  Sc: 20.25 
CCCGTGGCGCAGCTGGTAACGCGCTCGGTTTGCACCGCAGCGACTGGTCCCAGGTTCGAC 
TCCTCCCGCTCCGCA 
>Caenorhabditis_remanei_chrUn.trna366-AlaTGC (102009329-102009390)  Ala (TGC) 62 bp  Sc: 21.69 
TCCATGTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTCCCCAT 



AC 
>Caenorhabditis_remanei_chrUn.trna793-ProTGG (50292197-50292124)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna794-ProTGG (50292009-50291936)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna795-ProTGG (50291821-50291748)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna796-ProTGG (50291163-50291090)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna797-ProTGG (50290975-50290902)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna798-ProTGG (50290787-50290714)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna111-ProTGG (33238336-33238407)  Pro (TGG) 72 bp  Sc: 23.69 
GCAGAAATGTCCGAATGGTTACGGAGGTTGGCTTGGACTCTGCCCGCATAGGTTTGAATC 
CTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna411-ProTGG (113449550-113449621)  Pro (TGG) 72 bp  Sc: 35.34 
GGTTCACCTGTGTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCTCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna768-ProTGG (59023321-59023250)  Pro (TGG) 72 bp  Sc: 38.78 
GCCTGTGTGGTGTAGTGATGTGATTCTCGCTCTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCT 
>Caenorhabditis_remanei_chrUn.trna742-ThrTGT (65903709-65903636)  Thr (TGT) 74 bp  Sc: 29.59 
ACACCTGTGGCTGAGGGGTTAGTGCGCTCGTTTTGTGCGCGACAGGTCGGGGGTTCGATT 
CCTCCCCCGGCAAA 
>Caenorhabditis_remanei_chrUn.trna741-ThrTGT (65905223-65905151)  Thr (TGT) 73 bp  Sc: 29.95 
GCCCCCGTGGCCGAGGGGTTAGCGCGTTCGTTTTGTGCGCGACTGGTCGGGGGTTCGATT 
CCTTCCCCCGACC 
>Caenorhabditis_remanei_chrUn.trna89-GluTTC (25117674-25117747)  Glu (TTC) 74 bp  Sc: 20.19 
TATCATTTGGTACAGTTGGTTACATTTTTGACTTTCGTTCTAGGGGTTCTTGGTTCGATT 
CCCACCAAAAACAA 
>Caenorhabditis_remanei_chrUn.trna799-GluTTC (49888441-49888368)  Glu (TTC) 74 bp  Sc: 20.70 
GCATCATCTGGCCTAGTTGGTAAAGCTTTTGCCTTTCACCTGACGGGTCTTTGGTTCGAT 
TCCCAGCGTGTCCA 
>Caenorhabditis_remanei_chrUn.trna273-GluTTC (78444793-78444866)  Glu (TTC) 74 bp  Sc: 40.02 
GCATCACTGGTGTAATTGGTAACACTTTTGCCTTTCACACCAAGGGTCCCGGGTTCGATT 
CCCGCCAGGGCGCT 
>Caenorhabditis_remanei_chrUn.trna667-GlnTTG (85389292-85389216)  Gln (TTG) 77 bp  Sc: 22.56 
GCGCGCTTGGCGCAGTGGCTAACGCGTCTATTTTTGCATCCGAAGGTGCCCGTGGGTTCG 
ACCCCCACCTGTGGGAA 
>Caenorhabditis_remanei_chrUn.trna550-GlnTTG (124278009-124277936)  Gln (TTG) 74 bp  Sc: 23.20 
GATGGCGTGGCCTAGTGGTTAAGGCTCCTGTCTTTGAAAACTGGGTACCAGGGTTCAATT 
CCTTTGGCGGCTCA 
>Caenorhabditis_remanei_chrUn.trna872-GlnTTG (25776918-25776847)  Gln (TTG) 72 bp  Sc: 23.91 
GTCAGGTGGTCTAATGGATAACAGCTTTACTTTTGGAGCAAAACGTCGTGGGTTCGATTC 
CCAGTGGTGACT 
>Caenorhabditis_remanei_chrUn.trna458-GlnTTG (135458136-135458208)  Gln (TTG) 73 bp  Sc: 23.92 
GACCGCGTGGCGTAGTGGTTAACGCTGTTGCTTTTGGTTCTAAGGGTCACGGGTTCGATT 
CTTTTTGGAGTGA 
>Caenorhabditis_remanei_chrUn.trna557-GlnTTG (122965092-122965020)  Gln (TTG) 73 bp  Sc: 28.65 
ACGCGTGTGGTCGAGTGGTTAAGGCGGATGATTTTGGCGCGTGAGGTTGGGGGTTCGATT 
CCTCCACAGTGGA 
>Caenorhabditis_remanei_chrUn.trna10-GlnTTG (645109-645177)  Gln (TTG) 69 bp  Sc: 29.24 
TAAAACATGACCTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAA 
>Caenorhabditis_remanei_chrUn.trna801-LysTTT (49665322-49665259)  Lys (TTT) 64 bp  Sc: 24.44 
GCGTGGCTGAGTGGTTAACGAGATAGCTTTTTGTTCTAGGGGTTGGGGGTTCGATTCCCC 
TGCG 
>Caenorhabditis_remanei_chrUn.trna172-LysTTT (50449844-50449914)  Lys (TTT) 71 bp  Sc: 25.78 
GGCCGAGTGGCTCAGTGGTAGCGTTTTTGACTTTAAAAATTGCCCACCAGGGTTCGAACC 
CTGCCGGGGCA 



>Caenorhabditis_remanei_chrUn.trna134-LysTTT (37128276-37128354)  Lys (TTT) 79 bp  Sc: 25.92 
CGTTCTCGGCCGAGTGGCTCAGCCGGTTGTGGTTTTTACCCATGCGCGTTCGGTCGTGGG 
TTCGAGACCCACTGAACGA 
>Caenorhabditis_remanei_chrUn.trna448-LysTTT (129698556-129698626)  Lys (TTT) 71 bp  Sc: 46.17 
ACTACCTGTGCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGTCC 
CCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna319-SeC(e)TCA (87641344-87641429)  SeC(e) (TCA) 86 bp  Sc: 55.88 
GCCCGAATGAACCATGGCGGTCTGTGGTGCAGACTTCAAATCTGTAGGCGGTTAGCGCCG 
CAGTGGTTCGACTCCACCTTTCGGGT 
>Caenorhabditis_remanei_chrUn.trna434-SerACT (121385612-121385689)  Ser (ACT) 78 bp  Sc: 29.33 
TCGGTTCTGGCCGAGTGGTTAAGGTAGAATGCCACTATCGTTCAACGGGTCAGGGGTTCG 
ATCCCCATGGTGGTCGAA 
>Caenorhabditis_remanei_chrUn.trna467-SerAGA (146194881-146194965)  Ser (AGA) 85 bp  Sc: 39.46 
GGAGGATTCGCCTAGCGGCCTATGGCGCACGCCTAGAGCGCGTGTTGGGTTCACGCCCTC 
GGGGGTTCAAATCCCCCATCNNNNN 
>Caenorhabditis_remanei_chrUn.trna846-SerAGA (33699211-33699130)  Ser (AGA) 82 bp  Sc: 79.86 
GCAGTCTTGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCAGACTGCG 
>Caenorhabditis_remanei_chrUn.trna852-SerAGA (33238229-33238148)  Ser (AGA) 82 bp  Sc: 79.86 
GCAGTCTTGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCAGACTGCG 
>Caenorhabditis_remanei_chrUn.trna182-SerAGA (51830543-51830624)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna210-SerAGA (63438038-63438119)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna279-SerAGA (80339325-80339406)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna280-SerAGA (80386709-80386790)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna306-SerAGA (85109822-85109903)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna66-SerAGA (17240090-17240171)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna67-SerAGA (17782956-17783037)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna7-SerAGA (519186-519267)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna754-SerAGA (63436472-63436391)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna8-SerAGA (625731-625812)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna847-SerAGA (33698795-33698714)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna904-SerAGA (18931721-18931640)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna910-SerAGA (17780350-17780269)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna923-SerAGA (11426609-11426528)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna959-SerCGA (1678578-1678499)  Ser (CGA) 80 bp  Sc: 25.37 
NNNNNNNNNNNNNNNNNNNNNNNNNGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGG 
TTCGATTCCCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna474-SerCGA (149271522-149271595)  Ser (CGA) 74 bp  Sc: 34.50 



GGGGACTTAGCTTAGTTGGTAGAGCGCCCTGNNNNNNNNNNNNNNGGTCAACGGTTCGAC 
TCCGTTAGTCTCGA 
>Caenorhabditis_remanei_chrUn.trna642-SerCGA (95718626-95718545)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_remanei_chrUn.trna208-SerCGA (63371548-63371629)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna368-SerCGA (103195508-103195589)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna905-SerCGA (18931555-18931474)  Ser (CGA) 82 bp  Sc: 81.53 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna676-SerCGA (85110789-85110708)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna70-SerGCT (18816728-18816809)  Ser (GCT) 82 bp  Sc: 58.92 
ACCTGTGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna102-SerGCT (30191299-30191380)  Ser (GCT) 82 bp  Sc: 66.35 
GCCTGTGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna265-SerGCT (76601314-76601395)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna551-SerGCT (124264727-124264646)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna71-SerGCT (18851956-18852037)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna771-SerGCT (57927910-57927829)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna906-SerGCT (18854247-18854166)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna907-SerGCT (18817968-18817887)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna939-SerGCT (6273184-6273103)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna952-SerGCT (3500322-3500241)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna656-SerTGA (88515634-88515553)  Ser (TGA) 82 bp  Sc: 67.26 
GCTGCGATGTCGGAATGGTTAGGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna677-SerTGA (85107298-85107217)  Ser (TGA) 82 bp  Sc: 77.77 
GCAGTTATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAGTCCTGCTAACTGCG 
>Caenorhabditis_remanei_chrUn.trna549-SerTGA (124598370-124598289)  Ser (TGA) 82 bp  Sc: 78.24 
GCAGTTATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAGTCCTGCTAACTGCA 
>Caenorhabditis_remanei_chrUn.trna870-SerTGA (26741790-26741709)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_remanei_chrUn.trna328-SerTGA (88518301-88518382)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna409-SerTGA (112669616-112669697)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna408-SerTGA (112666242-112666323)  Ser (TGA) 82 bp  Sc: 81.40 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCGTTGCCCGCGTA 



GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna45-SerTGA (9426007-9426088)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna932-SerTGA (7996533-7996452)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna19-SerTGA (1230897-1230978)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna962-SerTGA (1232202-1232121)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna891-SupTTA (22281920-22281838)  Sup (TTA) 83 bp  Sc: 53.25 
TCCCATGTGGTCTAGTGGTTAGCTATCCTATAGGATTCGTGGTTTTAACCCACGCGGCCA 
GGGTTCGATTCCCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna31-SupTTA (3662789-3662874)  Sup (TTA) 86 bp  Sc: 59.34 
GCAACGATGTCCGAGTGGTTAAGGAGGTGGACCTTACCCCAATCCACTGGGCTTTGCCTT 
CGTAGGTTCGAATCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna663-ThrAGT (86222012-86221941)  Thr (AGT) 72 bp  Sc: 58.08 
ACCTGTGTGGCTCAGTGGCAGAGCGTCTGTTTAGTAAACAGAACGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna428-ThrAGT (120632647-120632718)  Thr (AGT) 72 bp  Sc: 64.69 
CCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna103-ThrAGT (30475782-30475853)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna120-ThrAGT (33515441-33515512)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna152-ThrAGT (42473407-42473478)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna25-ThrAGT (2279519-2279590)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna292-ThrAGT (82224066-82224137)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna294-ThrAGT (82269656-82269727)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna317-ThrAGT (86140550-86140621)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna35-ThrAGT (5410806-5410877)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna398-ThrAGT (110044873-110044944)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna40-ThrAGT (6633406-6633477)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna449-ThrAGT (131541912-131541983)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna688-ThrAGT (82228398-82228327)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna691-ThrAGT (82206927-82206856)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna787-ThrAGT (51060047-51059976)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 



>Caenorhabditis_remanei_chrUn.trna821-ThrAGT (42467665-42467594)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna842-ThrAGT (34901924-34901853)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna926-ThrAGT (9522194-9522123)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna949-ThrAGT (4533510-4533439)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna196-ThrCGT (59609357-59609428)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna702-ThrCGT (79701426-79701355)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna75-ThrCGT (20873619-20873690)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna772-ThrCGT (57904313-57904242)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna865-ThrCGT (29554106-29554035)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna187-ThrCGT (56967870-56967941)  Thr (CGT) 72 bp  Sc: 79.99 
GCCCGTATAGCTCAGTGGTAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCGATCC 
CGCCTGTGGGCA 
>Caenorhabditis_remanei_chrUn.trna507-ThrGGT (146194228-146194157)  Thr (GGT) 72 bp  Sc: 71.32 
GCCCCGATAGCTCAGTGGTAGAGCACTTCCATGGTAAGGAAGGGGTCGCCAGTTCAATCC 
TGGCTCGGGGCT 
>Caenorhabditis_remanei_chrUn.trna564-ThrTGT (121387399-121387321)  Thr (TGT) 79 bp  Sc: 31.05 
TTGATTCTGGCCGAGTGGTTAAGGTAGAATGCCTGTATCGTTCAACAGGTCGGGGGTTCG 
ATCCCCCGTGGAGATCAAA 
>Caenorhabditis_remanei_chrUn.trna381-ThrTGT (105365610-105365676)  Thr (TGT) 67 bp  Sc: 48.37 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCNNNN 
>Caenorhabditis_remanei_chrUn.trna264-ThrTGT (76417607-76417678)  Thr (TGT) 72 bp  Sc: 64.57 
ACCTGTGTAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna604-ThrTGT (105344772-105344701)  Thr (TGT) 72 bp  Sc: 70.87 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTACTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna13-ThrTGT (985009-985080)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna881-ThrTGT (25048707-25048636)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna968-ThrTGT (560003-559932)  Thr (TGT) 72 bp  Sc: 76.98 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCGATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna600-ThrTGT (105369507-105369436)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna601-ThrTGT (105364963-105364892)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna602-ThrTGT (105363167-105363096)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna605-ThrTGT (105279929-105279858)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna496-TrpCCA (153526119-153526049)  Trp (CCA) 71 bp  Sc: 68.68 



GTTCCCTTAGCTCAGTGGTAGAGCGGCGGTCTCCAAAACCGCAGGCCGAGGTTCGATCCC 
TCGAGGGTTCG 
>Caenorhabditis_remanei_chrUn.trna160-TrpCCA (46627866-46627937)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna161-TrpCCA (46631795-46631866)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna331-TrpCCA (90895797-90895868)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna340-TrpCCA (96481821-96481892)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna382-TrpCCA (105794599-105794670)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna452-TrpCCA (133164869-133164940)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna472-TrpCCA (149173435-149173506)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna501-TrpCCA (148809955-148809884)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna609-TrpCCA (105161207-105161136)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna640-TrpCCA (96477617-96477546)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna807-TrpCCA (46633792-46633721)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna808-TrpCCA (46580673-46580602)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna814-TrpCCA (43581451-43581380)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna834-TrpCCA (37568801-37568730)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna839-TrpCCA (35354952-35354881)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna954-TrpCCA (2971109-2971038)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna17-TyrGTA (1042312-1042395)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna427-TyrGTA (120624498-120624581)  Tyr (GTA) 84 bp  Sc: 75.98 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna438-TyrGTA (123768339-123768422)  Tyr (GTA) 84 bp  Sc: 74.05 
CCGTCGATAGCTCAATTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna554-TyrGTA (123874776-123874693)  Tyr (GTA) 84 bp  Sc: 75.98 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna444-TyrGTA (126594073-126594156)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna533-TyrGTA (131395020-131394937)  Tyr (GTA) 84 bp  Sc: 47.48 
CCGTCGATAGNNNNNNNNNNNNAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 



CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna522-TyrGTA (137738346-137738263)  Tyr (GTA) 84 bp  Sc: 48.12 
CCGTCGATAGNNNNNNNNNNNNAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna492-TyrGTA (155316788-155316705)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna1-TyrGTA (17499-17582)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna895-TyrGTA (21851407-21851324)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna91-TyrGTA (25593044-25593127)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna848-TyrGTA (33487354-33487271)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna119-TyrGTA (33514658-33514741)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna121-TyrGTA (33524714-33524797)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna163-TyrGTA (47630568-47630651)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna186-TyrGTA (56747032-56747115)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna777-TyrGTA (57171062-57170979)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna207-TyrGTA (63053257-63053340)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna745-TyrGTA (65679980-65679897)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna257-TyrGTA (75033052-75033135)  Tyr (GTA) 84 bp  Sc: 62.95 
CCTGTGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna275-TyrGTA (79209330-79209413)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna300-TyrGTA (83285156-83285239)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna645-TyrGTA (93821091-93821008)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna316-Undet??? (86088330-86088414)  Undet (???) 85 bp  Sc: 22.04 
GCTGTTCTGGCCGAGTGGTCTAAGCCGCTGTGTTCAGTTTTAGTCCTCTTCAGGAGGGCG 
CAGGTTCAAATCCTGCGGGACAGTA 
>Caenorhabditis_remanei_chrUn.trna783-Undet??? (55489518-55489436)  Undet (???) 83 bp  Sc: 30.52 
ATCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCCAGGTG 
>Caenorhabditis_remanei_chrUn.trna167-Undet??? (48838747-48838829)  Undet (???) 83 bp  Sc: 31.60 
ACCCTGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCTAGGTG 
>Caenorhabditis_remanei_chrUn.trna184-Undet??? (55617785-55617867)  Undet (???) 83 bp  Sc: 32.59 
ACCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCTCCTGGTG 
>Caenorhabditis_remanei_chrUn.trna315-Undet??? (86087478-86087560)  Undet (???) 83 bp  Sc: 33.43 
GCTGTTCTGGCCGAGTGGTCTAAGCCGCTGTGTTCAGTTTTAGTCCTCTCAGGAGGGCGC 
AGGTTCAAATCCTGCGGACAGTA 



>Caenorhabditis_remanei_chrUn.trna784-Undet??? (55345968-55345886)  Undet (???) 83 bp  Sc: 36.22 
ACCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCCTGGTG 
>Caenorhabditis_remanei_chrUn.trna871-Undet??? (26521409-26521326)  Undet (???) 84 bp  Sc: 41.99 
TCCACGGTGGCCGAGTGGGCGAAGGCGTGAGACTATGATCTCATTGGTGAAAATCAGTCG 
CGGGTTCGACTCCCGTCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna383-Undet??? (105859070-105859141)  Undet (???) 72 bp  Sc: 54.95 
GGCCTTGTTGCCTAATGGATAAGGCGTCTGACTTCTAACAGAAGATTGCAGGTTCGAGCC 
CTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna964-Undet??? (1203448-1203381)  Undet (???) 68 bp  Sc: 57.35 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGAGAGGTCCCGGGTTCAATCCCCGG 
TTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna830-ValAAC (38093672-38093606)  Val (AAC) 67 bp  Sc: 51.32 
GGTCTCGTGGTGTGGTCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGAGCCCGCCC 
GAGATCA 
>Caenorhabditis_remanei_chrUn.trna494-ValAAC (154799151-154799080)  Val (AAC) 72 bp  Sc: 54.38 
GTTCACCTGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATCC 
CGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna625-ValAAC (101191327-101191255)  Val (AAC) 73 bp  Sc: 55.54 
CCTGTGGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna592-ValAAC (108074225-108074154)  Val (AAC) 72 bp  Sc: 57.11 
ACCTGTGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCTAGATC 
>Caenorhabditis_remanei_chrUn.trna569-ValAAC (119920096-119920024)  Val (AAC) 73 bp  Sc: 65.22 
GGTCTTGTGGTGTAGAGGTTATCACATCTATCTAACACACAGAAGGTCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna18-ValAAC (1182783-1182855)  Val (AAC) 73 bp  Sc: 66.24 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCAGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna623-ValAAC (101198926-101198854)  Val (AAC) 73 bp  Sc: 68.23 
GGTCTCGTGGTGTAATGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
TCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna276-ValAAC (79892969-79893041)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna432-ValAAC (121301497-121301569)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna779-ValAAC (56722938-56722866)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna415-ValAAC (115798747-115798819)  Val (AAC) 73 bp  Sc: 73.98 
GGTCCCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna831-ValAAC (38091122-38091050)  Val (AAC) 73 bp  Sc: 75.19 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna534-ValAAC (131353881-131353809)  Val (AAC) 73 bp  Sc: 75.70 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGATCGGTGGTTCGAGC 
CCACCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna337-ValAAC (94764948-94765020)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna540-ValAAC (126675720-126675648)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna593-ValAAC (108054895-108054823)  Val (AAC) 73 bp  Sc: 78.53 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna778-ValAAC (57169714-57169642)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna85-ValAAC (24654666-24654738)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna86-ValAAC (24656484-24656556)  Val (AAC) 73 bp  Sc: 78.58 



GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna27-ValAAC (2580032-2580104)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna295-ValAAC (82651289-82651361)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna439-ValAAC (123991074-123991146)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna571-ValAAC (118753428-118753356)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna637-ValAAC (97241581-97241509)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna653-ValAAC (89693096-89693024)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna826-ValAAC (40423735-40423663)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna956-ValAAC (2574541-2574469)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna894-ValCAC (21921410-21921327)  Val (CAC) 84 bp  Sc: 48.80 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTCACGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna51-ValCAC (13256543-13256615)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna934-ValCAC (7908716-7908644)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna100-ValCAC (28946592-28946664)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna866-ValCAC (28944836-28944764)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna318-ValCAC (87604415-87604487)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna476-ValCAC (150131466-150131538)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna724-ValCAC (70134966-70134894)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna217-ValCAC (64969528-64969600)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna57-ValTAC (14974301-14974373)  Val (TAC) 73 bp  Sc: 78.88 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna268-ValTAC (77184291-77184363)  Val (TAC) 73 bp  Sc: 80.69 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGATC 
CCGGCTAGGACCT 
>Caenorhabditis_remanei_chrUn.trna98-ValTAC (27419355-27419427)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_remanei_chrUn.trna252-ValTAC (73508543-73508615)  Val (TAC) 73 bp  Sc: 81.33 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna530-AlaAGC (132181840-132181769)  Ala (AGC) 72 bp  Sc: 52.74 
GGGGGTATAGCTCAGTGGTAGAGCGCGCGCGTAGCGTGGGAGAGGGCTGGGGTTCGATTC 



CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna853-AlaAGC (29575507-29575435)  Ala (AGC) 73 bp  Sc: 59.36 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCTCTTAGCATGGGAGAGGGCTGGGGTTCAATT 
CCCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna341-AlaAGC (106028935-106029006)  Ala (AGC) 72 bp  Sc: 67.70 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCTATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna154-AlaAGC (40991603-40991674)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna192-AlaAGC (53715687-53715758)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna232-AlaAGC (70245325-70245396)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna237-AlaAGC (72875634-72875705)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna238-AlaAGC (72877290-72877361)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna240-AlaAGC (73295383-73295454)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna339-AlaAGC (106026834-106026905)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna340-AlaAGC (106027872-106027943)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna347-AlaAGC (107620585-107620656)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna38-AlaAGC (13022765-13022836)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna39-AlaAGC (13026941-13027012)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna417-AlaAGC (132182062-132182133)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna418-AlaAGC (132208905-132208976)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna419-AlaAGC (132211772-132211843)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna422-AlaAGC (134141306-134141377)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna4-AlaAGC (669450-669521)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna504-AlaAGC (140886343-140886272)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna527-AlaAGC (132211096-132211025)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna529-AlaAGC (132208689-132208618)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna531-AlaAGC (132181093-132181022)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 



>Caenorhabditis_remanei_chrUn.trna607-AlaAGC (109099085-109099014)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna714-AlaAGC (73206748-73206677)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna715-AlaAGC (73197097-73197026)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna864-AlaAGC (28576420-28576349)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna883-AlaAGC (23603102-23603031)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna956-AlaAGC (704359-704288)  Ala (AGC) 72 bp  Sc: 69.87 
GGGGGTATAGCTCAGTGGTAGAGCGCTCCCTTAGCATGGGAGAGGGCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna271-AlaCGC (85616379-85616450)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna373-AlaCGC (114834383-114834454)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna554-AlaCGC (126206475-126206404)  Ala (CGC) 72 bp  Sc: 68.91 
GGGGGTATAGCTCAGGGGTAGAGCGCTCCCTTCGCATGGGAGAAGTCTGGGGTTCAATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna266-AlaCGC (85342418-85342489)  Ala (CGC) 72 bp  Sc: 73.02 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna361-AlaCGC (111281214-111281285)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_remanei_chrUn.trna482-AlaCGC (145485910-145485839)  Ala (CGC) 72 bp  Sc: 76.66 
GGGGGCATAGCTCAGGGGTAGAGCGCTCGCTTCGCATGCGAGAAGTCCGGGGTTCAATTC 
CCCGTGCCTCCA 
>Caenorhabditis_remanei_chrUn.trna212-AlaGGC (64994027-64994108)  Ala (GGC) 82 bp  Sc: 29.79 
GGCCGCGTGGTCGAGTGGTTAAGGCGCTCGGCCGGCGATCCACTGACACCGGGTGCGCGG 
GTTCGTCCCCCACTGTGTGCCT 
>Caenorhabditis_remanei_chrUn.trna795-AlaTGC (47365864-47365792)  Ala (TGC) 73 bp  Sc: 69.28 
GGGGACTTAGCTTAGTTGGTAGAGCGCCTGCTTTGCACGCGGGAGGTCAACGGTTCGACT 
CCGTTAGTCTCCA 
>Caenorhabditis_remanei_chrUn.trna16-AlaTGC (3152213-3152284)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna21-AlaTGC (5867710-5867781)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna22-AlaTGC (5877224-5877295)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna239-AlaTGC (73295215-73295286)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna354-AlaTGC (108721022-108721093)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna415-AlaTGC (129710498-129710569)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna447-AlaTGC (143892876-143892947)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna494-AlaTGC (143896091-143896020)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna528-AlaTGC (132210323-132210252)  Ala (TGC) 72 bp  Sc: 72.66 



GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna678-AlaTGC (87194288-87194217)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna8-AlaTGC (1627188-1627259)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna855-AlaTGC (29519252-29519181)  Ala (TGC) 72 bp  Sc: 72.66 
GGGGGTATAGCTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTC 
CCCATACCTCCA 
>Caenorhabditis_remanei_chrUn.trna49-ArgACG (17440961-17441028)  Arg (ACG) 68 bp  Sc: 40.78 
GGCCGCATGGCAGATAATGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATCCTGC 
CGTGGTCT 
>Caenorhabditis_remanei_chrUn.trna423-ArgACG (135049990-135050061)  Arg (ACG) 72 bp  Sc: 50.76 
CACCTGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAATC 
CTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna53-ArgACG (18300691-18300763)  Arg (ACG) 73 bp  Sc: 58.10 
GGCCGCGCGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCAGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna909-ArgACG (14671855-14671783)  Arg (ACG) 73 bp  Sc: 58.87 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGAAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna210-ArgACG (64026352-64026424)  Arg (ACG) 73 bp  Sc: 64.02 
GGCCGCGTGGCGCAATGGATAACGCGTCTCCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna878-ArgACG (25563041-25562969)  Arg (ACG) 73 bp  Sc: 69.72 
GGCCGTGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna640-ArgACG (99268499-99268427)  Arg (ACG) 73 bp  Sc: 70.80 
GACCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna1-ArgACG (46780-46852)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna188-ArgACG (52733179-52733251)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna255-ArgACG (81386881-81386953)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna259-ArgACG (82878363-82878435)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna263-ArgACG (83594186-83594258)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna400-ArgACG (122725210-122725282)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna402-ArgACG (123958493-123958565)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna497-ArgACG (143272903-143272831)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna505-ArgACG (139956225-139956153)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna51-ArgACG (18297312-18297384)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna641-ArgACG (99263051-99262979)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna695-ArgACG (81375653-81375581)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 



CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna696-ArgACG (80655308-80655236)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna816-ArgACG (38850925-38850853)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna834-ArgACG (33318347-33318275)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna90-ArgACG (26588210-26588282)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna908-ArgACG (14672512-14672440)  Arg (ACG) 73 bp  Sc: 71.61 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna749-ArgACG (62545608-62545536)  Arg (ACG) 73 bp  Sc: 74.17 
GGCCGCGTGGCGCAGTGGATAACGCGTCTGCCTACGGAGCAGAAGATTGTAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna52-ArgACG (18298825-18298897)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna907-ArgACG (14693883-14693811)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna9-ArgACG (1688229-1688301)  Arg (ACG) 73 bp  Sc: 75.91 
GGCCGCGTGGCGCAATGGATAACGCGTCTGCCTACGGAGCAGAAGATTGCAGGTTCGAAT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna609-ArgCCG (108600578-108600507)  Arg (CCG) 72 bp  Sc: 49.29 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGCGAGCT 
>Caenorhabditis_remanei_chrUn.trna231-ArgCCG (70184916-70184987)  Arg (CCG) 72 bp  Sc: 54.98 
GCCCGCGTGGCCTAATGGATAAGGCACCGGACTCCGGAACCGGGAATGGGGGTTCAAGTC 
CCTCCGTGGGCT 
>Caenorhabditis_remanei_chrUn.trna781-ArgCCT (51775571-51775488)  Arg (CCT) 84 bp  Sc: 47.84 
GTCGGGGTAGCCAAGTGGCAAAGGCGCGGGCCTCCTGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna325-ArgCCT (101850627-101850699)  Arg (CCT) 73 bp  Sc: 57.55 
GTGCCCTTAGCTTAACTGGATAGAGCAGTTGCCTCCTAAGCGACAGACGTGGGTTCAAGT 
CCCGCAGGGCGCA 
>Caenorhabditis_remanei_chrUn.trna170-ArgCCT (48025587-48025659)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_remanei_chrUn.trna416-ArgCCT (130708449-130708521)  Arg (CCT) 73 bp  Sc: 69.17 
GGCCGTGTGGCCTAATGGATAAGGCGTCGGTCTCCTAAACCGAAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_remanei_chrUn.trna766-ArgCCT (57512553-57512481)  Arg (CCT) 73 bp  Sc: 69.56 
GGCCGTGTGGCCTAATGGATAAGGCGCCGGTCTCCTAAACCGGAGACTGCAGGTTCGAGT 
CCTGCCTCGGTCG 
>Caenorhabditis_remanei_chrUn.trna109-ArgTCG (31231242-31231314)  Arg (TCG) 73 bp  Sc: 65.73 
TGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna886-ArgTCG (22934476-22934404)  Arg (TCG) 73 bp  Sc: 67.47 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGGATCTGGGGATTGTAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna367-ArgTCG (111998036-111998108)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna368-ArgTCG (112035189-112035261)  Arg (TCG) 73 bp  Sc: 72.84 
GGCCGCGTGGCCCAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna110-ArgTCG (31232554-31232626)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna23-ArgTCG (6025337-6025409)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 



>Caenorhabditis_remanei_chrUn.trna420-ArgTCG (133221171-133221243)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna616-ArgTCG (105815611-105815539)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna622-ArgTCG (105127842-105127770)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna866-ArgTCG (26909174-26909102)  Arg (TCG) 73 bp  Sc: 73.16 
GGCCGCGTGGCCTAATGGATAAGGCACCAGACTTCGAATCTGGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna30-ArgTCG (8497284-8497356)  Arg (TCG) 73 bp  Sc: 73.42 
GGCCGCGTGGCCTAATGGATAAGGCACTAGACTTCGAATCTAGGGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna750-ArgTCT (62228980-62228907)  Arg (TCT) 74 bp  Sc: 33.99 
GGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTCTATCGTTCAACAGGTCGGGGGTTCGAT 
CCCCGCGGAGGTCG 
>Caenorhabditis_remanei_chrUn.trna579-ArgTCT (119926401-119926329)  Arg (TCT) 73 bp  Sc: 68.13 
GGCCTTGTGGCATAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna580-ArgTCT (119896319-119896247)  Arg (TCT) 73 bp  Sc: 68.21 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTTCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna227-ArgTCT (68383750-68383822)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna267-ArgTCT (85445898-85445970)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna314-ArgTCT (99978533-99978605)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna315-ArgTCT (99979107-99979179)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna496-ArgTCT (143335183-143335111)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna567-ArgTCT (123340348-123340276)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna590-ArgTCT (113762765-113762693)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna700-ArgTCT (79825871-79825799)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna805-ArgTCT (44536418-44536346)  Arg (TCT) 73 bp  Sc: 72.93 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGC 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna179-ArgTCT (50065116-50065188)  Arg (TCT) 73 bp  Sc: 74.31 
GGCCTTGTGGCCTAATGGATAAGGCGTCTGACTTCTAATCAGAAGATTGCAGGTTCGAGT 
CCTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna27-AsnATT (7114460-7114544)  Asn (ATT) 85 bp  Sc: 52.09 
ATCACGGTGACCGAGTGGTTAAGGTGTGGGTATATTGATCCCAACGGGGTTCACCCCTAC 
GCGGGTTCGAATCCCGCCCGTGAGC 
>Caenorhabditis_remanei_chrUn.trna957-AsnGTT (291295-291223)  Asn (GTT) 73 bp  Sc: 66.77 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGGA 
>Caenorhabditis_remanei_chrUn.trna118-AsnGTT (33667360-33667432)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna119-AsnGTT (33699661-33699733)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna120-AsnGTT (34067148-34067220)  Asn (GTT) 73 bp  Sc: 73.73 



GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna201-AsnGTT (60067032-60067104)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna202-AsnGTT (61001076-61001148)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna204-AsnGTT (61083744-61083816)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna233-AsnGTT (70473487-70473559)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna316-AsnGTT (99992041-99992113)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna3-AsnGTT (290040-290112)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna430-AsnGTT (137998717-137998789)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna479-AsnGTT (146213527-146213455)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna480-AsnGTT (146207465-146207393)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna507-AsnGTT (138836513-138836441)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna512-AsnGTT (136019223-136019151)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna551-AsnGTT (127238052-127237980)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna552-AsnGTT (127232046-127231974)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna680-AsnGTT (86690017-86689945)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna755-AsnGTT (61061180-61061108)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna756-AsnGTT (60989069-60988997)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna763-AsnGTT (57993017-57992945)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna92-AsnGTT (26979381-26979453)  Asn (GTT) 73 bp  Sc: 73.73 
GCTTCCGTGGCGCAATAGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna764-AsnGTT (57984043-57983971)  Asn (GTT) 73 bp  Sc: 77.24 
GCTTCCGTGGCGCAATGGGCAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAGC 
CCACCCGGGAGCG 
>Caenorhabditis_remanei_chrUn.trna779-AspGTC (52572276-52572205)  Asp (GTC) 72 bp  Sc: 33.70 
TCTACCTGTGTAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTCCC 
GGCCGGGGAGAA 
>Caenorhabditis_remanei_chrUn.trna893-AspGTC (20531753-20531682)  Asp (GTC) 72 bp  Sc: 33.84 
GTGCTGTAGCGCAGGCGGTTGCGCTGACGTCTGTCGTTCGTCTGGTCACGGGTTCAATTC 
CTATGCAGCACC 
>Caenorhabditis_remanei_chrUn.trna519-AspGTC (134287995-134287924)  Asp (GTC) 72 bp  Sc: 35.59 
GTGCTGTAGCGCAGGCGGTTGCGCTGCCGTCTGTCGTTCGTCTGGTCACGGGTTCAATTC 



CCATGCAGCACC 
>Caenorhabditis_remanei_chrUn.trna405-AspGTC (125316393-125316464)  Asp (GTC) 72 bp  Sc: 50.14 
ACCTGTGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna558-AspGTC (125323586-125323515)  Asp (GTC) 72 bp  Sc: 50.14 
ACCTGTGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna177-AspGTC (49964992-49965063)  Asp (GTC) 72 bp  Sc: 60.34 
TTCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna313-AspGTC (99290424-99290495)  Asp (GTC) 72 bp  Sc: 60.48 
TCCTCGGTAGTATAGTGGTGTGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna149-AspGTC (39657304-39657375)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna184-AspGTC (52576612-52576683)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna229-AspGTC (69911001-69911072)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna235-AspGTC (72574608-72574679)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna279-AspGTC (90274859-90274930)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna338-AspGTC (105655305-105655376)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna424-AspGTC (135076867-135076938)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna433-AspGTC (139087696-139087767)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna517-AspGTC (135080100-135080029)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna518-AspGTC (135072408-135072337)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna555-AspGTC (125337522-125337451)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna556-AspGTC (125335898-125335827)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna557-AspGTC (125334550-125334479)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna559-AspGTC (125322524-125322453)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna560-AspGTC (125321270-125321199)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna561-AspGTC (125318350-125318279)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna583-AspGTC (118553415-118553344)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna586-AspGTC (118257542-118257471)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 



>Caenorhabditis_remanei_chrUn.trna588-AspGTC (114788367-114788296)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna589-AspGTC (114756906-114756835)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna638-AspGTC (99292257-99292186)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna639-AspGTC (99284425-99284354)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna660-AspGTC (90987765-90987694)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna778-AspGTC (52577925-52577854)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna782-AspGTC (50850739-50850668)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna783-AspGTC (50849489-50849418)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna798-AspGTC (45024250-45024179)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna799-AspGTC (45015251-45015180)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna815-AspGTC (38931355-38931284)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna832-AspGTC (34064565-34064494)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna933-AspGTC (6948177-6948106)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna934-AspGTC (6946925-6946854)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna939-AspGTC (4449657-4449586)  Asp (GTC) 72 bp  Sc: 66.04 
TCCTCGGTAGTATAGTGGTGAGTATCCGCGTCTGTCACATGCGAGACCCGGGTTCAATTC 
CCGGCCGGGGAG 
>Caenorhabditis_remanei_chrUn.trna440-CysGCA (142188302-142188389)  Cys (GCA) 88 bp  Sc: 23.56 
GGGCGTATAGCTCAGTGGCAGCTGCCAGAGCATCTAGAGAATTCGACTGCAGATCGAGAT 
GTCCCTGGTTCAACTCCGGATGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna301-CysGCA (94899862-94899933)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna302-CysGCA (95273365-95273436)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna395-CysGCA (122459804-122459875)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna438-CysGCA (141945572-141945643)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna439-CysGCA (142138217-142138288)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna626-CysGCA (102377567-102377496)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna650-CysGCA (94903850-94903779)  Cys (GCA) 72 bp  Sc: 70.52 



GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna651-CysGCA (94843724-94843653)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna71-CysGCA (22534762-22534833)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna72-CysGCA (22534977-22535048)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna904-CysGCA (16014279-16014208)  Cys (GCA) 72 bp  Sc: 70.52 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCTGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna631-CysGCA (100279544-100279473)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna632-CysGCA (100270171-100270100)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna633-CysGCA (100269831-100269760)  Cys (GCA) 72 bp  Sc: 71.06 
GGGGGTATAGCTCAGTGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAACTC 
CGGGTGCCCCCT 
>Caenorhabditis_remanei_chrUn.trna721-GlnCTG (72430599-72430529)  Gln (CTG) 71 bp  Sc: 46.58 
TCCTCGCTCGTCCAACGGCAGGACGCCGGGCTCTGGTCCCGGCAATCGAGGTTCGAGTCC 
TCGGTGAGCAG 
>Caenorhabditis_remanei_chrUn.trna687-GlnCTG (84942475-84942404)  Gln (CTG) 72 bp  Sc: 47.58 
TGGGATATGGTGTAATTGGCAACACTACGGTTTCTGGTACCGTCATTCTAGGTTCGAGTC 
CTGGTATCCCAG 
>Caenorhabditis_remanei_chrUn.trna216-GlnCTG (67138081-67138160)  Gln (CTG) 80 bp  Sc: 55.48 
GGTTCCATGGTGTAGTGCGTTCAGCACTCAGGACTCTGAATCCTGCCGGGACTGCCCGAG 
TTCAAATCTCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna37-GlnCTG (11088551-11088622)  Gln (CTG) 72 bp  Sc: 62.80 
GTGTCCATGGTGTAGCGGTTAGCACTCAAGACTCTGAATCTTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna737-GlnCTG (67139733-67139662)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna739-GlnCTG (67128303-67128232)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna759-GlnCTG (60699519-60699448)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna775-GlnCTG (52727774-52727703)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna879-GlnCTG (25446248-25446177)  Gln (CTG) 72 bp  Sc: 74.41 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna187-GlnCTG (52727028-52727099)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna399-GlnCTG (122722682-122722753)  Gln (CTG) 72 bp  Sc: 76.86 
GGTTCCATGGTGTAGTGGTTAGCACTCAGGACTCTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGACCT 
>Caenorhabditis_remanei_chrUn.trna458-GlnTTG (145175769-145175839)  Gln (TTG) 71 bp  Sc: 22.93 
TGAGGCGTCGCGCAATGGTTGCGCGCGCTGTTTTGGTCCGCGAGGTCAGGGGTTCAAACC 
TTGCCCCCCAA 
>Caenorhabditis_remanei_chrUn.trna738-GlnTTG (67137945-67137873)  Gln (TTG) 73 bp  Sc: 63.51 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGACTCCTGCGACCCGAGTTCAAATC 
TCGGCTGGAACCC 
>Caenorhabditis_remanei_chrUn.trna923-GlnTTG (11082305-11082234)  Gln (TTG) 72 bp  Sc: 67.80 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGGAACC 
>Caenorhabditis_remanei_chrUn.trna275-GlnTTG (87729315-87729386)  Gln (TTG) 72 bp  Sc: 68.68 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCATGCGACCCGAGTTCAAATC 



TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna320-GlnTTG (100184764-100184835)  Gln (TTG) 72 bp  Sc: 69.56 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGCGGAACCT 
>Caenorhabditis_remanei_chrUn.trna196-GlnTTG (56340723-56340794)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna215-GlnTTG (67127106-67127177)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna218-GlnTTG (67142465-67142536)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna256-GlnTTG (81614410-81614481)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna317-GlnTTG (100179233-100179304)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna318-GlnTTG (100183489-100183560)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna319-GlnTTG (100184011-100184082)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna321-GlnTTG (100186172-100186243)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna43-GlnTTG (13784789-13784860)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna515-GlnTTG (135391012-135390941)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna546-GlnTTG (128116223-128116152)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna605-GlnTTG (111077804-111077733)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna614-GlnTTG (106340781-106340710)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna630-GlnTTG (100660263-100660192)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna683-GlnTTG (86447690-86447619)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna697-GlnTTG (80654591-80654520)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna728-GlnTTG (69980823-69980752)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna899-GlnTTG (19699831-19699760)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna919-GlnTTG (13790445-13790374)  Gln (TTG) 72 bp  Sc: 74.78 
GGTTCCATGGTGTAGCGGTTAGCACTCAGGACTTTGAATCCTGCGACCCGAGTTCAAATC 
TCGGTGGAACCT 
>Caenorhabditis_remanei_chrUn.trna791-GluCTC (49022889-49022817)  Glu (CTC) 73 bp  Sc: 52.62 
CTACCTGTGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTCC 
CCGCAACGGAAGA 
>Caenorhabditis_remanei_chrUn.trna841-GluCTC (31351822-31351751)  Glu (CTC) 72 bp  Sc: 54.88 
TCCGTTGTGCTATAGTGGTTAGGATTTATGGATCTCACCCATAAGGCCGGGGTTCGATTT 
CCCGCAACGGAA 



>Caenorhabditis_remanei_chrUn.trna840-GluCTC (31352274-31352203)  Glu (CTC) 72 bp  Sc: 80.23 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCGACGGAA 
>Caenorhabditis_remanei_chrUn.trna111-GluCTC (31352385-31352456)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna11-GluCTC (2144117-2144188)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna117-GluCTC (33454635-33454706)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna131-GluCTC (35218031-35218102)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna134-GluCTC (35648517-35648588)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna172-GluCTC (49021186-49021257)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna173-GluCTC (49024510-49024581)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna174-GluCTC (49026309-49026380)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna18-GluCTC (4270950-4271021)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna281-GluCTC (90493072-90493143)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna309-GluCTC (96687571-96687642)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna42-GluCTC (13500820-13500891)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna533-GluCTC (131327545-131327474)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna534-GluCTC (131326808-131326737)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna767-GluCTC (56339967-56339896)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna77-GluCTC (23605346-23605417)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna790-GluCTC (49038071-49038000)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna822-GluCTC (35642588-35642517)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna842-GluCTC (30951409-30951338)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna871-GluCTC (26123621-26123550)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna920-GluCTC (13502529-13502458)  Glu (CTC) 72 bp  Sc: 80.86 
TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna921-GluCTC (13501661-13501590)  Glu (CTC) 72 bp  Sc: 80.86 



TCCGTTGTGGTCTAGTGGTTAGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTC 
CCCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna448-GluTTC (143917349-143917420)  Glu (TTC) 72 bp  Sc: 72.03 
ACCTGTGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna656-GluTTC (92203294-92203223)  Glu (TTC) 72 bp  Sc: 72.03 
ACCTGTGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna214-GluTTC (65320445-65320516)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna252-GluTTC (77708374-77708445)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna295-GluTTC (92204613-92204684)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna452-GluTTC (143998668-143998739)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna500-GluTTC (142381676-142381605)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna501-GluTTC (142379420-142379349)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna526-GluTTC (132304661-132304590)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna553-GluTTC (126453120-126453049)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna564-GluTTC (125154346-125154275)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna585-GluTTC (118420179-118420108)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna587-GluTTC (115166790-115166719)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna676-GluTTC (87336283-87336212)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna677-GluTTC (87219416-87219345)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna704-GluTTC (77708093-77708022)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna705-GluTTC (77564396-77564325)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna734-GluTTC (68014534-68014463)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna743-GluTTC (65320201-65320130)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna747-GluTTC (62718783-62718712)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna819-GluTTC (37327117-37327046)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna837-GluTTC (32901445-32901374)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 



CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna947-GluTTC (3115977-3115906)  Glu (TTC) 72 bp  Sc: 79.04 
TCCCATGTGGTCTAGTGGTTAGGATTCGTGGTTTTCACCCACGCGGCCCGGGTTCGATTC 
CCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna200-GlyCCC (59407279-59407349)  Gly (CCC) 71 bp  Sc: 65.54 
GGGGATGTAGTTCAATGGTAGAACTTCTGCTTCCCAAGCAGACAGCGCGAGTTCGATTCT 
CGTCATCCCCT 
>Caenorhabditis_remanei_chrUn.trna46-GlyCCC (14512320-14512401)  Gly (CCC) 82 bp  Sc: 66.77 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGTCTCCCGATCTCATTCTGTAATGGAGCGTG 
GGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna890-GlyCCC (21131284-21131202)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna910-GlyCCC (14553094-14553012)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna911-GlyCCC (14551184-14551102)  Gly (CCC) 83 bp  Sc: 74.11 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGGTAACAGAGCGT 
GGGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna912-GlyCCC (14510219-14510138)  Gly (CCC) 82 bp  Sc: 75.23 
GCAGTGGTGGCCGAGTGGTTAAGGCGTGAGACTCCCGATCTCATTCTGTAACGGAGCGTG 
GGTTCGAATCCCATCCACTGCA 
>Caenorhabditis_remanei_chrUn.trna180-GlyGCC (50156334-50156404)  Gly (GCC) 71 bp  Sc: 23.57 
TTGATGTGGCGCAAGCGGTTACGCTTTTGGCCGCCACCCAACCATCCCGGGTTCGATTCC 
CTGACCTCTAA 
>Caenorhabditis_remanei_chrUn.trna371-GlyGCC (114388311-114388381)  Gly (GCC) 71 bp  Sc: 65.01 
GGATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTTGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna648-GlyGCC (95113251-95113181)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGGTTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna903-GlyGCC (16269922-16269852)  Gly (GCC) 71 bp  Sc: 70.70 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGGTTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna427-GlyGCC (137221066-137221136)  Gly (GCC) 71 bp  Sc: 70.72 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTAC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna706-GlyGCC (77445904-77445834)  Gly (GCC) 71 bp  Sc: 76.27 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna888-GlyGCC (21161811-21161741)  Gly (GCC) 71 bp  Sc: 76.27 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna159-GlyGCC (44502910-44502980)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna242-GlyGCC (74169999-74170069)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna291-GlyGCC (90900054-90900124)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna378-GlyGCC (120026016-120026086)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna401-GlyGCC (123893686-123893756)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna403-GlyGCC (124566044-124566114)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna444-GlyGCC (142680998-142681068)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna478-GlyGCC (146344015-146343945)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 



>Caenorhabditis_remanei_chrUn.trna493-GlyGCC (143959517-143959447)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna522-GlyGCC (133082174-133082104)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna67-GlyGCC (21140947-21141017)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna68-GlyGCC (21162934-21163004)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna730-GlyGCC (68407860-68407790)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna809-GlyGCC (41393762-41393692)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna833-GlyGCC (34020690-34020620)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna852-GlyGCC (29778389-29778319)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna887-GlyGCC (21162775-21162705)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna99-GlyGCC (29778565-29778635)  Gly (GCC) 71 bp  Sc: 78.62 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna769-GlyTCC (54203540-54203471)  Gly (TCC) 70 bp  Sc: 29.44 
CGCGCGTGGCGCAGTGGGTTGAGTTTTGGCGTTCCACCCCGAGGGTCGGGGGTTCGATTC 
CCCTGCGTGG 
>Caenorhabditis_remanei_chrUn.trna450-GlyTCC (143981709-143981781)  Gly (TCC) 73 bp  Sc: 34.88 
TTCGTTCTGAATGTAATGGTCAGCATGGATGCCTTCCAAGAATCGACGGGGGTTCGATTC 
CCCCCGAACGCAG 
>Caenorhabditis_remanei_chrUn.trna621-GlyTCC (105191734-105191663)  Gly (TCC) 72 bp  Sc: 42.57 
GCGTTGGGGGGGTAAAGGTCAGCATGGACGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna336-GlyTCC (105196572-105196642)  Gly (TCC) 71 bp  Sc: 57.36 
GCGTTCGTGGTGTAATGGTCAGCATGTATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna332-GlyTCC (105075034-105075104)  Gly (TCC) 71 bp  Sc: 62.11 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna334-GlyTCC (105186721-105186791)  Gly (TCC) 71 bp  Sc: 62.11 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna125-GlyTCC (34885161-34885231)  Gly (TCC) 71 bp  Sc: 62.79 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGTTCGATTCC 
CCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna128-GlyTCC (34976822-34976893)  Gly (TCC) 72 bp  Sc: 65.43 
GCGTTCGTGGTGTAATGGTCGGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna709-GlyTCC (75102283-75102212)  Gly (TCC) 72 bp  Sc: 66.39 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTGGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna247-GlyTCC (75102381-75102453)  Gly (TCC) 73 bp  Sc: 68.67 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna449-GlyTCC (143980808-143980879)  Gly (TCC) 72 bp  Sc: 70.64 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGATGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna491-GlyTCC (143981112-143981041)  Gly (TCC) 72 bp  Sc: 70.64 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGATGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna114-GlyTCC (33031765-33031836)  Gly (TCC) 72 bp  Sc: 73.31 



GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna121-GlyTCC (34399053-34399124)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna122-GlyTCC (34409304-34409375)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna126-GlyTCC (34886033-34886104)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna127-GlyTCC (34890122-34890193)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna152-GlyTCC (40008620-40008691)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna153-GlyTCC (40009564-40009635)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna2-GlyTCC (275596-275667)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna254-GlyTCC (78205544-78205615)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna262-GlyTCC (83410638-83410709)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna308-GlyTCC (96681957-96682028)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna335-GlyTCC (105192514-105192585)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna337-GlyTCC (105200080-105200151)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna365-GlyTCC (111669896-111669967)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna366-GlyTCC (111673521-111673592)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna413-GlyTCC (128990952-128991023)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna451-GlyTCC (143982190-143982261)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna453-GlyTCC (144002922-144002993)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna489-GlyTCC (144002703-144002632)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna490-GlyTCC (143982013-143981942)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna492-GlyTCC (143980590-143980519)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna550-GlyTCC (127421242-127421171)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna596-GlyTCC (111672743-111672672)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 



CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna615-GlyTCC (105818965-105818894)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna620-GlyTCC (105196351-105196280)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna646-GlyTCC (96686550-96686479)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna692-GlyTCC (83410443-83410372)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna703-GlyTCC (78208609-78208538)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna722-GlyTCC (72213007-72212936)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna820-GlyTCC (37266935-37266864)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna827-GlyTCC (34889626-34889555)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna829-GlyTCC (34401553-34401482)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna868-GlyTCC (26162399-26162328)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna922-GlyTCC (13142645-13142574)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna940-GlyTCC (4270819-4270748)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna945-GlyTCC (3470628-3470557)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna958-GlyTCC (275453-275382)  Gly (TCC) 72 bp  Sc: 73.31 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
CCCCCGAACGCA 
>Caenorhabditis_remanei_chrUn.trna26-HisATG (7107286-7107370)  His (ATG) 85 bp  Sc: 51.71 
ATCACGGTGACCGAGTGGTTAAGGTATGGGTATATGACACCCAACGGGGTTCACCCCTAC 
GCGGGTTCGAATCCCGCCCGTGAGC 
>Caenorhabditis_remanei_chrUn.trna414-HisGTG (129038611-129038688)  His (GTG) 78 bp  Sc: 28.39 
ACCTGCTTACATTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACATTGGTT 
CGATGCCTGCAGCAGGAA 
>Caenorhabditis_remanei_chrUn.trna642-HisGTG (98420143-98420072)  His (GTG) 72 bp  Sc: 54.30 
ACCTGTGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCTTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna516-HisGTG (135190482-135190411)  His (GTG) 72 bp  Sc: 56.21 
CCCTAGTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna777-HisGTG (52578668-52578597)  His (GTG) 72 bp  Sc: 59.50 
ACCTGTGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna578-HisGTG (120188399-120188328)  His (GTG) 72 bp  Sc: 59.97 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAAGGA 
>Caenorhabditis_remanei_chrUn.trna391-HisGTG (120642714-120642785)  His (GTG) 72 bp  Sc: 67.36 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CACCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna151-HisGTG (39943289-39943360)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 



>Caenorhabditis_remanei_chrUn.trna15-HisGTG (2619592-2619663)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna158-HisGTG (43494512-43494583)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna207-HisGTG (62391612-62391683)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna25-HisGTG (6269539-6269610)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna273-HisGTG (86770579-86770650)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna343-HisGTG (106030603-106030674)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna372-HisGTG (114567722-114567793)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna410-HisGTG (128410411-128410482)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna668-HisGTG (90273281-90273210)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna675-HisGTG (87372979-87372908)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna686-HisGTG (84967375-84967304)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna710-HisGTG (74458784-74458713)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna757-HisGTG (60902528-60902457)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna776-HisGTG (52581536-52581465)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna838-HisGTG (32025130-32025059)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna863-HisGTG (29003646-29003575)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna941-HisGTG (4132973-4132902)  His (GTG) 72 bp  Sc: 74.47 
GCCTGCTTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna14-IleAAT (2579236-2579309)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna155-IleAAT (41403587-41403660)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna393-IleAAT (122164113-122164186)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna469-IleAAT (148025178-148025251)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna481-IleAAT (146095999-146095926)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna539-IleAAT (130185932-130185859)  Ile (AAT) 74 bp  Sc: 85.74 



GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna54-IleAAT (18342028-18342101)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna55-IleAAT (18344729-18344802)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna643-IleAAT (98088765-98088692)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna657-IleAAT (91864676-91864603)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna658-IleAAT (90994912-90994839)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna664-IleAAT (90610030-90609957)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna727-IleAAT (70190098-70190025)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna772-IleAAT (53623962-53623889)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna831-IleAAT (34080188-34080115)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna83-IleAAT (26062642-26062715)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna84-IleAAT (26088299-26088372)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna85-IleAAT (26102042-26102115)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna872-IleAAT (26100137-26100064)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna873-IleAAT (26097591-26097518)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna874-IleAAT (26060026-26059953)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna875-IleAAT (26059074-26059001)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna88-IleAAT (26279097-26279170)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna901-IleAAT (17355712-17355639)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna946-IleAAT (3294674-3294601)  Ile (AAT) 74 bp  Sc: 85.74 
GCCGCCATAGCTCAGTCGGTTAGAGCGTGGGTCTAATAAGCCCAAGGTCGCAGGTTCGAC 
CCCTGCTGGCGGCA 
>Caenorhabditis_remanei_chrUn.trna794-IleGAT (47365983-47365910)  Ile (GAT) 74 bp  Sc: 79.08 
GGGTCTGTAGCTCAGTTGGTTAGAGCACACGCTTGATAAGCGTGGGGTCACAAGTTCGAG 
TCTTGTCAGACCCA 
>Caenorhabditis_remanei_chrUn.trna140-IleTAT (37787899-37787983)  Ile (TAT) 85 bp  Sc: 60.19 
GCCCCGGTGGCCGAGCGGTCAAAGGCATAAGACTTATGATCTAAATGGTGAATCCCAATC 
GCGGGTTCGAATCTCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna818-IleTAT (37798517-37798433)  Ile (TAT) 85 bp  Sc: 65.26 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 



GCGGATTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna396-IleTAT (122594996-122595080)  Ile (TAT) 85 bp  Sc: 67.61 
CCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna138-IleTAT (37728014-37728098)  Ile (TAT) 85 bp  Sc: 68.05 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGACA 
>Caenorhabditis_remanei_chrUn.trna139-IleTAT (37737485-37737569)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna141-IleTAT (37789021-37789105)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna142-IleTAT (37795190-37795274)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna143-IleTAT (37799491-37799575)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna144-IleTAT (37804391-37804475)  Ile (TAT) 85 bp  Sc: 73.16 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAATC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna569-IleTAT (122589345-122589261)  Ile (TAT) 85 bp  Sc: 75.05 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTATGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna600-IleTAT (111472217-111472133)  Ile (TAT) 85 bp  Sc: 74.09 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna599-IleTAT (111472738-111472654)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna408-IleTAT (126363263-126363347)  Ile (TAT) 85 bp  Sc: 74.09 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTCTATAGGGTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna409-IleTAT (126910902-126910986)  Ile (TAT) 85 bp  Sc: 74.59 
GCCCCATTGGCGCAGTCGGTTAGCGCGTGGTACTTATAGTTCATAGGTTATGCCAAGGTC 
GCCAGTTCGAGCCTGGCATGGGGCA 
>Caenorhabditis_remanei_chrUn.trna746-LeuAAG (63871272-63871189)  Leu (AAG) 84 bp  Sc: 36.76 
ACCTGTGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTGGG 
TTCGAATCCCACTCTCTTCAGTTC 
>Caenorhabditis_remanei_chrUn.trna82-LeuAAG (25842864-25842945)  Leu (AAG) 82 bp  Sc: 50.06 
GGAGAGATTGCCGAGCGATCCATGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna635-LeuAAG (100001226-100001145)  Leu (AAG) 82 bp  Sc: 61.58 
GGAGAGATGGCCGAGCGGTCTAAGACGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna156-LeuAAG (41843504-41843585)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna230-LeuAAG (70063683-70063764)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna375-LeuAAG (119008430-119008511)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna392-LeuAAG (122025862-122025943)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna406-LeuAAG (126090852-126090933)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna571-LeuAAG (122206095-122206014)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna572-LeuAAG (122027955-122027874)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 



>Caenorhabditis_remanei_chrUn.trna6-LeuAAG (1082275-1082356)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna618-LeuAAG (105397471-105397390)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna807-LeuAAG (42429166-42429085)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna854-LeuAAG (29528968-29528887)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna876-LeuAAG (25840893-25840812)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna889-LeuAAG (21155928-21155847)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna98-LeuAAG (29562460-29562541)  Leu (AAG) 82 bp  Sc: 65.79 
GGAGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna593-LeuAAG (112182719-112182638)  Leu (AAG) 82 bp  Sc: 66.73 
GGTGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna808-LeuAAG (41848547-41848466)  Leu (AAG) 82 bp  Sc: 66.73 
GGTGAGATGGCCGAGCGGTCCAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna604-LeuAAG (111241460-111241379)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna636-LeuAAG (99999282-99999201)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna637-LeuAAG (99995904-99995823)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna835-LeuAAG (33237032-33236951)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna836-LeuAAG (33236641-33236560)  Leu (AAG) 82 bp  Sc: 67.88 
GGAGAGATGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCCCTTCGGGGGCGTG 
GGTTCGAATCCCACTCTCTTCA 
>Caenorhabditis_remanei_chrUn.trna353-LeuCAA (108703582-108703706)  Leu (CAA) 125 bp  Sc: 60.01 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATGAATTGCTTGCCTCGAGT 
TCGAGGTCTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna608-LeuCAA (108738886-108738762)  Leu (CAA) 125 bp  Sc: 60.65 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGATGAATTGCTTGCCTCGAGT 
TCGAGGTCTCTTCTGGGTATTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna511-LeuCAA (136508876-136508757)  Leu (CAA) 120 bp  Sc: 60.37 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTTCAGCTTGCCTCAAGTTCG 
AGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna499-LeuCAA (142584457-142584336)  Leu (CAA) 122 bp  Sc: 59.66 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTATATTGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCAAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna443-LeuCAA (142588190-142588311)  Leu (CAA) 122 bp  Sc: 61.40 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTATATTGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna101-LeuCAA (30306721-30306842)  Leu (CAA) 122 bp  Sc: 61.05 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAAACAGCTTGCCTCAAGTT 
CGAGGTCTACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTG 
CA 
>Caenorhabditis_remanei_chrUn.trna147-LeuCAA (39069214-39069338)  Leu (CAA) 125 bp  Sc: 58.60 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGACGCATTGCTTGCCTCGAGT 



TCGAGGTCTCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTC 
GTGCA 
>Caenorhabditis_remanei_chrUn.trna165-LeuCAA (46501828-46501950)  Leu (CAA) 123 bp  Sc: 60.03 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGTGTGAAATCGCTTGCCTCGAGT 
TCGAGGTCGACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGT 
GCA 
>Caenorhabditis_remanei_chrUn.trna699-LeuCAA (80142800-80142681)  Leu (CAA) 120 bp  Sc: 61.43 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAATGCTTGCCTCAAGTACG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna698-LeuCAA (80283780-80283661)  Leu (CAA) 120 bp  Sc: 61.64 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGAAATGCTTCTCTCGAGTTCG 
AGATCTTCTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna693-LeuCAA (82933423-82933304)  Leu (CAA) 120 bp  Sc: 58.98 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAACGCTTACCTCAAGTTCG 
AGGTTCACTGGGTGTTCTGGTACTCGTGTGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna286-LeuCAA (90636831-90636950)  Leu (CAA) 120 bp  Sc: 61.43 
GCACGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGCGTAATGCTTGCCTCAAGTACG 
AGGTCAACTGGGTGTTCTGGTACTCGTATGGGTGCGTGGGTTCGAATCCCACTTCGTGCA 
>Caenorhabditis_remanei_chrUn.trna477-LeuCAG (147455324-147455241)  Leu (CAG) 84 bp  Sc: 58.28 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGACTCAGGATCCTGTGGATATATATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna228-LeuCAG (68776563-68776646)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna272-LeuCAG (85925922-85926005)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna359-LeuCAG (111166789-111166872)  Leu (CAG) 84 bp  Sc: 71.68 
GCCGTTCTGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCCTCTCAGGAGGGCG 
CAGGTTCGAACCCTGCGGACGGCA 
>Caenorhabditis_remanei_chrUn.trna792-LeuGAG (47388805-47388721)  Leu (GAG) 85 bp  Sc: 50.97 
GCGCGGGTGGCGGAATGGCAGACGCGCTAGCTTGAGGTGCTAGTGCCCGTATTAGGGCGT 
GGGGGTTCAAGTCCCCCTCCGCGCA 
>Caenorhabditis_remanei_chrUn.trna182-LeuTAA (50959819-50959892)  Leu (TAA) 74 bp  Sc: 53.34 
CCCCCGATAGCCCAACTGGCAGAGGCGACCGACTTAAAATCGGTTCAGTCAGGGTTCGAA 
TCCCTGTCGGGGGA 
>Caenorhabditis_remanei_chrUn.trna463-LeuTAA (147459801-147459884)  Leu (TAA) 84 bp  Sc: 57.40 
GCCGGGGTAGCCAAGTGGCAAAGGCGCGGGACTTAAGATCCTGTGGATATAAATCCTTTA 
GGGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_remanei_chrUn.trna568-LeuTAA (122601539-122601455)  Leu (TAA) 85 bp  Sc: 75.13 
GCCCCGGTGGCCGAGCGGTCAAAGGCGTGAGACTTAAGATCTCATTGGTGAAAACCAGTC 
GCGGGTTCGAATCCCGCCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna28-LeuTAA (7170283-7170366)  Leu (TAA) 84 bp  Sc: 75.74 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCGCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna810-LeuTAA (41386915-41386832)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna898-LeuTAA (19783317-19783234)  Leu (TAA) 84 bp  Sc: 78.72 
AGCACGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGTTCCAATGGTGGATAACACCTCG 
TGGGTTCGAACCCCACTCGTGCTA 
>Caenorhabditis_remanei_chrUn.trna462-LeuTAG (147456868-147456950)  Leu (TAG) 83 bp  Sc: 52.88 
GCCGGGGTAGCCAAATGGTAAAGGCGTGGGCTTTAGGCACCCATGGAATCAATCCTTTAG 
GGGTTCGATTCCCCTCTCCGGCA 
>Caenorhabditis_remanei_chrUn.trna487-LeuTAG (144073780-144073708)  Leu (TAG) 73 bp  Sc: 58.45 
GGCCCATTCGGTCTAGTGGTATGATTCTCGCTTTAGGTGCGAGAGGTCCCGGGTTCAATC 
CCCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna208-LeuTAG (63927093-63927174)  Leu (TAG) 82 bp  Sc: 61.97 
GGTGAGATGGCCGAGTGGTCTAAGTCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCAAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna209-LeuTAG (63938517-63938598)  Leu (TAG) 82 bp  Sc: 69.26 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCAAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna115-LeuTAG (33141852-33141933)  Leu (TAG) 82 bp  Sc: 69.61 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna116-LeuTAG (33142482-33142563)  Leu (TAG) 82 bp  Sc: 69.61 



GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAACCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna525-LeuTAG (132352223-132352142)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna880-LeuTAG (25385214-25385133)  Leu (TAG) 82 bp  Sc: 71.00 
GGTGAGATGGCCGAGTGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCCTCCGGGGGCGTG 
GGTTCGAATCCCACTCTCATCA 
>Caenorhabditis_remanei_chrUn.trna655-LysCTT (93919805-93919733)  Lys (CTT) 73 bp  Sc: 20.08 
GCACCGGTAGCACAGGGGTAGTGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCCATT 
CCACTttgttgtC 
>Caenorhabditis_remanei_chrUn.trna206-LysCTT (61988075-61988145)  Lys (CTT) 71 bp  Sc: 27.44 
ACGTCAGTAGCACAGTGATAGTGCTGCCGAAGCTTAATCTATAGTCGGTGGTTCGATTCT 
ACCTTGGTGAA 
>Caenorhabditis_remanei_chrUn.trna457-LysCTT (144488308-144488378)  Lys (CTT) 71 bp  Sc: 31.14 
ACGTCAGTAGCACAGTGATAGTGCTGCCGAAGCTTAATCTATAGTCGGTGGTTCGATTCT 
ACCTTGGTGTA 
>Caenorhabditis_remanei_chrUn.trna595-LysCTT (112048090-112048020)  Lys (CTT) 71 bp  Sc: 44.83 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCTCGGTTTC 
>Caenorhabditis_remanei_chrUn.trna190-LysCTT (53557303-53557373)  Lys (CTT) 71 bp  Sc: 45.34 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTTGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna495-LysCTT (143587530-143587460)  Lys (CTT) 71 bp  Sc: 45.92 
GCACCGGTAGCACAGTGTTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna740-LysCTT (66909173-66909103)  Lys (CTT) 71 bp  Sc: 47.17 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACTTCGGTGTC 
>Caenorhabditis_remanei_chrUn.trna112-LysCTT (31792237-31792307)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna376-LysCTT (119527798-119527868)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna464-LysCTT (147743755-147743825)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna581-LysCTT (119526968-119526898)  Lys (CTT) 71 bp  Sc: 52.25 
GCACCGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTCGATTCC 
ACCCTGGTGTC 
>Caenorhabditis_remanei_chrUn.trna508-LysCTT (138244692-138244620)  Lys (CTT) 73 bp  Sc: 64.24 
ACCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna623-LysCTT (102837894-102837822)  Lys (CTT) 73 bp  Sc: 64.24 
ACCTGTGTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna129-LysCTT (35014491-35014563)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna163-LysCTT (44835374-44835446)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna167-LysCTT (46955961-46956033)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna195-LysCTT (55058304-55058376)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna205-LysCTT (61086858-61086930)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna236-LysCTT (72751228-72751300)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna303-LysCTT (96370794-96370866)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 



CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna304-LysCTT (96372285-96372357)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna305-LysCTT (96383448-96383520)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna306-LysCTT (96417777-96417849)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna326-LysCTT (102782595-102782667)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna327-LysCTT (102806146-102806218)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna32-LysCTT (9067977-9068049)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna445-LysCTT (143252041-143252113)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna466-LysCTT (148004830-148004902)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna523-LysCTT (132784899-132784827)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna535-LysCTT (131308725-131308653)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna624-LysCTT (102802149-102802077)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna701-LysCTT (79266780-79266708)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna702-LysCTT (79265331-79265259)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna711-LysCTT (74123058-74122986)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna712-LysCTT (74110172-74110100)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna754-LysCTT (61087633-61087561)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna78-LysCTT (24034390-24034462)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna800-LysCTT (44841687-44841615)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna801-LysCTT (44838675-44838603)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna802-LysCTT (44834076-44834004)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna858-LysCTT (29069859-29069787)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna860-LysCTT (29043686-29043614)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 



>Caenorhabditis_remanei_chrUn.trna861-LysCTT (29041058-29040986)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna865-LysCTT (28169665-28169593)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna93-LysCTT (29065233-29065305)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna95-LysCTT (29112627-29112699)  Lys (CTT) 73 bp  Sc: 80.31 
GCCCGGTTAGCTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna36-LysTTT (11048666-11048741)  Lys (TTT) 76 bp  Sc: 47.80 
GCCAACTACCTGTGTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCG 
AGTCCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna181-LysTTT (50402527-50402599)  Lys (TTT) 73 bp  Sc: 59.55 
CCTGTGTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna161-LysTTT (44633685-44633757)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna162-LysTTT (44639879-44639951)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna191-LysTTT (53715293-53715365)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna307-LysTTT (96605971-96606043)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna461-LysTTT (146096129-146096201)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna465-LysTTT (147931504-147931576)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna503-LysTTT (140906820-140906748)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna524-LysTTT (132646228-132646156)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna597-LysTTT (111560109-111560037)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna645-LysTTT (96729653-96729581)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna673-LysTTT (88139461-88139389)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna694-LysTTT (82307996-82307924)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna758-LysTTT (60859960-60859888)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna765-LysTTT (57974756-57974684)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna804-LysTTT (44632902-44632830)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna806-LysTTT (44268140-44268068)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna902-LysTTT (16615498-16615426)  Lys (TTT) 73 bp  Sc: 77.10 



GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna918-LysTTT (13849521-13849449)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna949-LysTTT (2811313-2811241)  Lys (TTT) 73 bp  Sc: 77.10 
GCCTCCTTAGCTCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGT 
CCCCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna748-MetCAT (62677151-62677078)  Met (CAT) 74 bp  Sc: 65.65 
TGCGGGATGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCTCCCGCTA 
>Caenorhabditis_remanei_chrUn.trna169-MetCAT (47970715-47970786)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna293-MetCAT (90994431-90994502)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna331-MetCAT (104322074-104322145)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna432-MetCAT (138909371-138909442)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna442-MetCAT (142567115-142567186)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna562-MetCAT (125317305-125317234)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna563-MetCAT (125313704-125313633)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna584-MetCAT (118551621-118551550)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna719-MetCAT (72968168-72968097)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna86-MetCAT (26123194-26123265)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna869-MetCAT (26129364-26129293)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna870-MetCAT (26126489-26126418)  Met (CAT) 72 bp  Sc: 70.46 
AGCAGCGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGGTGGATCGAAAC 
CACTCGCTGCTA 
>Caenorhabditis_remanei_chrUn.trna124-MetCAT (34736020-34736092)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna276-MetCAT (89176894-89176966)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna510-MetCAT (136511051-136510979)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna649-MetCAT (94921128-94921056)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna826-MetCAT (34947903-34947831)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna851-MetCAT (29954111-29954039)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna881-MetCAT (25379953-25379881)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 



CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna930-MetCAT (8363979-8363907)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna932-MetCAT (8063013-8062941)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna942-MetCAT (3690598-3690526)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna950-MetCAT (2262317-2262245)  Met (CAT) 73 bp  Sc: 74.19 
GCTTCCGTAGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCGGGAGCA 
>Caenorhabditis_remanei_chrUn.trna66-MetCAT (20837962-20838035)  Met (CAT) 74 bp  Sc: 77.28 
GGGGCGTTAGCTCAGCCGGTTAGAGCAGCGGACTCATAATCCGTCGGTCGCGGGTTCAAG 
CCCCGCACGCCCTA 
>Caenorhabditis_remanei_chrUn.trna106-PheGAA (30386218-30386290)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna282-PheGAA (90507351-90507423)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna285-PheGAA (90512133-90512205)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna404-PheGAA (125169810-125169882)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna542-PheGAA (129061517-129061445)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna847-PheGAA (30320275-30320203)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna848-PheGAA (30317371-30317299)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna849-PheGAA (30315826-30315754)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna913-PheGAA (14167542-14167470)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna954-PheGAA (1374736-1374664)  Phe (GAA) 73 bp  Sc: 80.05 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAGGGCA 
>Caenorhabditis_remanei_chrUn.trna104-PheGAA (30324659-30324731)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna13-PheGAA (2395640-2395712)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna566-PheGAA (124507201-124507129)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna70-PheGAA (22508482-22508554)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna75-PheGAA (23566700-23566772)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna80-PheGAA (25467591-25467663)  Phe (GAA) 73 bp  Sc: 80.50 
GCCTCAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna103-PheGAA (30323965-30324037)  Phe (GAA) 73 bp  Sc: 80.79 
GCCTTGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCAAGGCA 



>Caenorhabditis_remanei_chrUn.trna76-PheGAA (23602015-23602087)  Phe (GAA) 73 bp  Sc: 81.50 
GCCTCGATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCACCAGTTCGATC 
CTGGTTCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna594-ProAGG (112053259-112053195)  Pro (AGG) 65 bp  Sc: 30.22 
GCACCGGTAGCACAGTGGTAGTGCTGTGGAGGCTGTAGACTGTGGTTCGATTCCACTCTG 
GTGTC 
>Caenorhabditis_remanei_chrUn.trna460-ProAGG (145318836-145318907)  Pro (AGG) 72 bp  Sc: 73.56 
GGCCGGGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCAATCC 
CCGGCTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna333-ProAGG (105125956-105126027)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_remanei_chrUn.trna50-ProAGG (18293592-18293663)  Pro (AGG) 72 bp  Sc: 75.14 
GGCTGAGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGCTCAGCCC 
>Caenorhabditis_remanei_chrUn.trna287-ProAGG (90712135-90712206)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna292-ProAGG (90982425-90982496)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna659-ProAGG (90992976-90992905)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna944-ProAGG (3506640-3506569)  Pro (AGG) 72 bp  Sc: 76.22 
GGCCGGATGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGATCGATCC 
CCGGTCCGGCCC 
>Caenorhabditis_remanei_chrUn.trna536-ProCGG (130988327-130988254)  Pro (CGG) 74 bp  Sc: 62.10 
CGGGATGTGGCGCAGCTTGGTAGCGCACGTCGTTCGGGACGACGGGGTCGCAGGTTCAAA 
TCCTGTCATCCCGA 
>Caenorhabditis_remanei_chrUn.trna846-ProCGG (30321057-30320986)  Pro (CGG) 72 bp  Sc: 74.15 
GGCCGGATGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGACTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna194-ProCGG (54990476-54990547)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna745-ProCGG (64046237-64046166)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna79-ProCGG (24842786-24842857)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna891-ProCGG (20828783-20828712)  Pro (CGG) 72 bp  Sc: 75.76 
GGCCGGATGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCGATTC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna344-ProGGG (106254801-106254884)  Pro (GGG) 84 bp  Sc: 49.52 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna613-ProGGG (106383132-106383049)  Pro (GGG) 84 bp  Sc: 49.52 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTGGGGAATCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna357-ProTGG (110016571-110016641)  Pro (TGG) 71 bp  Sc: 68.69 
GGCCGAATGGTCTAGTGGTATGATCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCCC 
CGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna606-ProTGG (109513792-109513721)  Pro (TGG) 72 bp  Sc: 72.59 
GGCCGAATGGTCTAGAGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna10-ProTGG (2008980-2009051)  Pro (TGG) 72 bp  Sc: 75.03 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCTGCCA 
>Caenorhabditis_remanei_chrUn.trna183-ProTGG (51787743-51787814)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna193-ProTGG (53886117-53886188)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna220-ProTGG (68059891-68059962)  Pro (TGG) 72 bp  Sc: 77.13 



GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna221-ProTGG (68081017-68081088)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna249-ProTGG (76888660-76888731)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna283-ProTGG (90508445-90508516)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna284-ProTGG (90511843-90511914)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna294-ProTGG (91583051-91583122)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna355-ProTGG (109513900-109513971)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna358-ProTGG (111141882-111141953)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna363-ProTGG (111317521-111317592)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna364-ProTGG (111322662-111322733)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna454-ProTGG (144073949-144074020)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna455-ProTGG (144075140-144075211)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna456-ProTGG (144079845-144079916)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna484-ProTGG (144077768-144077697)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna485-ProTGG (144076165-144076094)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna486-ProTGG (144074971-144074900)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna548-ProTGG (127686251-127686180)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna591-ProTGG (113007434-113007363)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna59-ProTGG (19664973-19665044)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna598-ProTGG (111503852-111503781)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna61-ProTGG (19896975-19897046)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna63-ProTGG (19901497-19901568)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna647-ProTGG (96193817-96193746)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 



CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna665-ProTGG (90511657-90511586)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna666-ProTGG (90508283-90508212)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna718-ProTGG (73052728-73052657)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna731-ProTGG (68125682-68125611)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna770-ProTGG (53791450-53791379)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna773-ProTGG (53164656-53164585)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna780-ProTGG (52569843-52569772)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna843-ProTGG (30768973-30768902)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna931-ProTGG (8330457-8330386)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna943-ProTGG (3507162-3507091)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna952-ProTGG (2008801-2008730)  Pro (TGG) 72 bp  Sc: 77.13 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna726-Undet??? (70244747-70244676)  Undet (???) 72 bp  Sc: 20.32 
ACGAGCGTGGCCTAGCGGCTAACGCGTCTCATTTTCGAAAAATAGGTCCAGGGTTCGAGT 
CCCGTGCTAGTT 
>Caenorhabditis_remanei_chrUn.trna884-Undet??? (23348137-23348066)  Undet (???) 72 bp  Sc: 20.95 
GTCCGCGTGGCCGAGTGGTCTAAGGCGGCGGTCTCTGCGCAAAGAGCGCAAGTTCGATTT 
TGGCCCCGGCCG 
>Caenorhabditis_remanei_chrUn.trna576-Undet??? (120339565-120339499)  Undet (???) 67 bp  Sc: 22.12 
GGCCGAGTGGTTTAGGTAGAATTCTCTATCGTTCAAAAGGTCGGGGGTTCGATCCCCACA 
GTGGTCA 
>Caenorhabditis_remanei_chrUn.trna821-Undet??? (36551533-36551452)  Undet (???) 82 bp  Sc: 23.11 
GGCCGTGTAGCCTAGGCGGTAGCGTTTTGGTTTGTCGCCCAATGGGGGTAAAGGGTCGGT 
GGTTCGATTCCTCTCTCCACCA 
>Caenorhabditis_remanei_chrUn.trna62-Undet??? (19899079-19899152)  Undet (???) 74 bp  Sc: 23.84 
GGCCGAGTGGCGCAGGCGGTTGCGCTTTTGCCCCACACCAAGCGGGGTCCGGGGTTCGAT 
TCCTCCCCCTGTCG 
>Caenorhabditis_remanei_chrUn.trna926-Undet??? (10279034-10278960)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna927-Undet??? (10278846-10278772)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna929-Undet??? (10278470-10278396)  Undet (???) 75 bp  Sc: 24.23 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna925-Undet??? (10279220-10279149)  Undet (???) 72 bp  Sc: 24.44 
GGTCTGGCCGAGTGGTTAAGGTAGAATTCGCTATCGTTCAAAAGGTCGGGGGTTCGATCC 
CCACAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna64-Undet??? (20050250-20050322)  Undet (???) 73 bp  Sc: 24.77 
GTCCGCGTGGCCGAGTGGTTAGTGGTGATGGCTGCGACGCGAAGGGTTACAAGTTCGAGT 
TTTGTCGCTGGCC 
>Caenorhabditis_remanei_chrUn.trna390-Undet??? (120443437-120443510)  Undet (???) 74 bp  Sc: 28.77 
TGGTTCTGGCCGAGTGGTTAAGGTAGACGACGTATGATTCAAAAGGTCGGGGGTTCGATC 
CCCGCGATGGTCAA 



>Caenorhabditis_remanei_chrUn.trna652-Undet??? (94736769-94736697)  Undet (???) 73 bp  Sc: 33.13 
GCCCGCATGGCCGAGTGGTTAAGGAGGTGGATCATGAGTCGGAAGGTCCGGGGTTCGATT 
CCGGGTGGTGGTG 
>Caenorhabditis_remanei_chrUn.trna166-LeuAAG (46874585-46874657)  Leu (AAG) 73 bp  Sc: 20.97 
TGCTACGTGGCTCAGTGGGTAAAGCGGATGGCTAAGGTTCCGGGGGTCTCAAGTTCGATT 
CTTTTTGAAGGAT 
>Caenorhabditis_remanei_chrUn.trna225-LeuAAG (68132630-68132711)  Leu (AAG) 82 bp  Sc: 22.70 
GTTTCAGTGACGTAGCTGGTCTACCTGTGTACGCTTTTGCCCAAGACGCAGAGGGTCGGG 
GGTTCGATTCCCCGGTGGGGCT 
>Caenorhabditis_remanei_chrUn.trna796-LeuAAG (46874558-46874487)  Leu (AAG) 72 bp  Sc: 25.05 
GCCAGCGTGGCTCAGTGGGTAAGCGAGATGACTAAGGTTCTCTGGGTCCCAAGTTCGATT 
CTTTTTGGGGCA 
>Caenorhabditis_remanei_chrUn.trna219-GlyACC (67531965-67532038)  Gly (ACC) 74 bp  Sc: 20.25 
GGCCGGGTGGCTCAGGTGGGAACGTGGCGGTCACCGAGCGCGAGAGGTCAGTGGTTCGAG 
TCCACTCCCCGACT 
>Caenorhabditis_remanei_chrUn.trna684-GlyACC (85536971-85536900)  Gly (ACC) 72 bp  Sc: 20.48 
GCATGTGTGGCGCAGGTGGTAACGCTGCACCCACCACGCGGAAGGTCCGGTGTTCGATCC 
CCCTCGCTCTCT 
>Caenorhabditis_remanei_chrUn.trna628-GlyACC (100856645-100856574)  Gly (ACC) 72 bp  Sc: 21.07 
TCATTTATGGTGTACCTGGTAAGGTGTCTGATTACCAATCTGGCATCCAGGGTTCGATTC 
CCACTGGATGCT 
>Caenorhabditis_remanei_chrUn.trna349-GlyACC (108137361-108137431)  Gly (ACC) 71 bp  Sc: 22.36 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACACCACCAATCTACCAACCAGGGTTCGAACCC 
CACCTACGGCA 
>Caenorhabditis_remanei_chrUn.trna350-GlyACC (108137675-108137745)  Gly (ACC) 71 bp  Sc: 22.36 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACACCACCAATCTACCAACCAGGGTTCGAACCC 
CACCTACGGCA 
>Caenorhabditis_remanei_chrUn.trna723-GlyACC (71765394-71765322)  Gly (ACC) 73 bp  Sc: 22.58 
GCCGGCATAGCTCAACTGGTTAGGCTGCCGGCCACCGAACGGAGGATCGGAGGATCGAAC 
CCTGGCGATGGCG 
>Caenorhabditis_remanei_chrUn.trna299-GlyACC (92263079-92263155)  Gly (ACC) 77 bp  Sc: 26.91 
TTGATTCTGGCCGAGTGGTTAAGGTAACGATGACTACCGCTCAAAGGGTCGGGGGTTCGA 
TACCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna245-GlyACC (74659666-74659745)  Gly (ACC) 80 bp  Sc: 30.00 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGTCGAGCGGATGGTTGATGG 
TTCGATTCCCCCCGGTGGCG 
>Caenorhabditis_remanei_chrUn.trna246-GlyACC (74662969-74663048)  Gly (ACC) 80 bp  Sc: 36.99 
GCCGGCATAGCTCAACTGGTAAAGCGGCCGGCCACCGATCGTCGAGCGGATGGTTGAGGG 
TTCGATTCCCCCCGATGGCG 
>Caenorhabditis_remanei_chrUn.trna611-ArgACG (106694262-106694192)  Arg (ACG) 71 bp  Sc: 28.14 
GCTCCTGTGGCCGAGTGGTTAAGGTGGCGGGCTACGGTTCTGAGGGTTGTTGGTTCAATC 
CCCCTGGCTCT 
>Caenorhabditis_remanei_chrUn.trna612-ArgACG (106692779-106692707)  Arg (ACG) 73 bp  Sc: 38.73 
TCACCTGTGGCCGAGTGGTTAAGGTGGCGGGCTACGGTTCCGAAGGTCGCGGGTTCGATT 
CCTTCGGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna786-AlaAGC (50176430-50176358)  Ala (AGC) 73 bp  Sc: 22.20 
TCCCCTGTGGCCGAGTGGTTAAGGAGGTGGACCAGCGATCTGAGGGTCAAGGGTTCGAAA 
CTTTTTGGGCTCA 
>Caenorhabditis_remanei_chrUn.trna178-AlaAGC (50021585-50021657)  Ala (AGC) 73 bp  Sc: 27.33 
GCTCGCATGGTGTAGGGGTTAACGAGTCAGAATAGCGCGCGGACGGTCGCGGGTTCGATT 
CCCGCCTCCGTCA 
>Caenorhabditis_remanei_chrUn.trna825-AlaAGC (35062945-35062872)  Ala (AGC) 74 bp  Sc: 29.76 
GCTCACTTGTGGCGTAGTCGGTAACGCGTCTGTCCAGCACACTGTAGGTCATCGGTTCAA 
TTCCACACGAGGCG 
>Caenorhabditis_remanei_chrUn.trna157-ProAGG (42845499-42845570)  Pro (AGG) 72 bp  Sc: 26.98 
GCATGTATGGCGCAGTCGGTAGTGTGTTCGGTCAGGAAACTGAAGACGGTGGTTCGATTC 
CACATAGCCTCA 
>Caenorhabditis_remanei_chrUn.trna498-ProAGG (142840745-142840663)  Pro (AGG) 83 bp  Sc: 40.32 
GAGCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGAAGTCATTTCCCTAGCTGGAAGCGT 
TGGTTCGATTCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna895-ProAGG (20343496-20343415)  Pro (AGG) 82 bp  Sc: 41.24 
GGCCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGACTCTTTCCCCTAGCTGGAAGCGTT 
GGTTCGATTCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna894-ProAGG (20347402-20347321)  Pro (AGG) 82 bp  Sc: 20.95 
GGCCCCATGGTGTAGTTGCAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGCGTCCA 
>Caenorhabditis_remanei_chrUn.trna113-ProAGG (31793700-31793781)  Pro (AGG) 82 bp  Sc: 45.09 



GGGCCCGTGGTGTAATGGTAGCACGTCGGGCTAGGAATGAACTCCCTAGCTGGAAGCGTT 
GGTTCGAACCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna198-ProAGG (58860912-58860993)  Pro (AGG) 82 bp  Sc: 37.31 
GGGCCTGTGGTGTAATGGTAGCACGTCGGGCAAGGACTAATAACCCTAGCTGGAAGCGTT 
GGTTCGATTCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna725-ProAGG (71670665-71670584)  Pro (AGG) 82 bp  Sc: 44.95 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATCATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna724-ProAGG (71681854-71681773)  Pro (AGG) 82 bp  Sc: 35.52 
GGCCCCGTGGTGTAGTGGTAGCACGTCGAGCTAGGAATTATTCCCCTAGCTGGAAGCGTT 
GGTTCGAATCTTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna234-ProAGG (71817697-71817778)  Pro (AGG) 82 bp  Sc: 46.22 
GGCCCCGTGGTGTAGTGGTAGCACGTCGGGCTAGGAATTATTCCCTTAGCTGGAAGCGTT 
GGTTCGAATCCTTCCGGGTCCA 
>Caenorhabditis_remanei_chrUn.trna91-ThrAGT (26807329-26807402)  Thr (AGT) 74 bp  Sc: 22.23 
TCGGTTGAATGGTTCAGTGGTAGAGTGCGGGAATAGTAATCAGAGGGTCTGGGGTTCGAT 
TCCCTCTGATAGAA 
>Caenorhabditis_remanei_chrUn.trna351-ThrAGT (108347241-108347314)  Thr (AGT) 74 bp  Sc: 23.37 
TCGGTCGAATGGTTCAGTGGTAGAGTTCGGGAATAGTAATCAGAGGGTCTTGGGTTCGAT 
TCCCTATGATGGAA 
>Caenorhabditis_remanei_chrUn.trna610-ThrAGT (108347698-108347625)  Thr (AGT) 74 bp  Sc: 23.37 
TCGGTCGAATGGTTCAGTGGTAGAGTTCGGGAATAGTAATCAGAGGGTCTTGGGTTCGAT 
TCCCTATGATGGAA 
>Caenorhabditis_remanei_chrUn.trna145-ThrAGT (38498761-38498830)  Thr (AGT) 70 bp  Sc: 28.38 
GCCCGCGTGGCCTAGTGGTTAAGGAGGTAGACTAGTAATCTGATGACCGGGGGTTCGATT 
TCCACGGTCC 
>Caenorhabditis_remanei_chrUn.trna146-ThrAGT (38501378-38501447)  Thr (AGT) 70 bp  Sc: 35.41 
GCCCGCGTGGCCTAGTGGTTAAGGAGGTAGACTAGTAATCTGATGACCGGGGGTTCGATT 
CCTGCGGTCC 
>Caenorhabditis_remanei_chrUn.trna565-ThrAGT (124537459-124537393)  Thr (AGT) 67 bp  Sc: 41.29 
ACCTGTGCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTCCAGCA 
TGAGGCA 
>Caenorhabditis_remanei_chrUn.trna541-TyrATA (129725377-129725305)  Tyr (ATA) 73 bp  Sc: 21.00 
GCCCACGTGGCGCAGTGGATAAGATGGGTGACTATAGTTCTAGGGGTCAGGGGTTCGATT 
TTTCTCGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna575-AspATC (120391017-120390942)  Asp (ATC) 76 bp  Sc: 20.52 
TGGTTCTGGCCGAGTGGTATATGGTAGAATTCACTATCGTTCAAAAGGTCGGGGGTTCGA 
TCCCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna384-AspATC (120341080-120341154)  Asp (ATC) 75 bp  Sc: 21.07 
TGATTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTTGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna385-AspATC (120345296-120345369)  Asp (ATC) 74 bp  Sc: 21.71 
TCCATTCTGGCCGAGTGGTTATGGTAGAATTCCCTATCGCTCAAAAGGTCGGGGGTTCAA 
TCCCCACAGTGGTC 
>Caenorhabditis_remanei_chrUn.trna248-AspATC (75332902-75332976)  Asp (ATC) 75 bp  Sc: 21.78 
TGGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAAAAGCTCGTGGGTTCGAT 
CCCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna389-AspATC (120428518-120428594)  Asp (ATC) 77 bp  Sc: 21.92 
TTGATTCTGGCCGAGCGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCAA 
TCCCCGCGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna574-AspATC (120401200-120401124)  Asp (ATC) 77 bp  Sc: 22.24 
TTGGTTCTGGCCGAGTGGTTAAGGTAGACATGCCTATCGTTCAAAAGGTCAGGGGTTCGA 
TTCCCACCTGAGGTCAA 
>Caenorhabditis_remanei_chrUn.trna380-AspATC (120330438-120330514)  Asp (ATC) 77 bp  Sc: 22.41 
TTGATTCTGGCCGAGTGGTTAAGGTAGAATTCCTTATCGTTCAACAGGTCGGGGGTTCGA 
TCCCCACAGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna381-AspATC (120330626-120330702)  Asp (ATC) 77 bp  Sc: 22.41 
TTGATTCTGGCCGAGTGGTTAAGGTAGAATTCCTTATCGTTCAACAGGTCGGGGGTTCGA 
TCCCCACAGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna382-AspATC (120330814-120330890)  Asp (ATC) 77 bp  Sc: 22.41 
TTGATTCTGGCCGAGTGGTTAAGGTAGAATTCCTTATCGTTCAACAGGTCGGGGGTTCGA 
TCCCCACAGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna324-AspATC (101017455-101017531)  Asp (ATC) 77 bp  Sc: 22.57 
TTGGATCTGGCCGAGTGGTTAAGGTAGAATGCCTATCGTTCAACAGGTCCGGGGTTCGAT 
CCCCGTGGTGGTCGAAA 
>Caenorhabditis_remanei_chrUn.trna298-AspATC (92258775-92258849)  Asp (ATC) 75 bp  Sc: 22.91 
TGGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAAAGGGTCGGGGGTTCAAT 



CCCCGTTGGGGTCAA 
>Caenorhabditis_remanei_chrUn.trna928-AspATC (10278658-10278584)  Asp (ATC) 75 bp  Sc: 23.02 
TGGTTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna577-AspATC (120338749-120338675)  Asp (ATC) 75 bp  Sc: 23.74 
TGATTCTGGCCGAGTGGTTAAGGTAGAATTCCCTATCGTTCAAAAGGTCGGGGGTTCGAT 
CCCCACAGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna300-AspATC (92263266-92263342)  Asp (ATC) 77 bp  Sc: 23.92 
TTGATTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCACTCAAAGGGTCGGGGGTTCGA 
TCCCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna297-AspATC (92249974-92250047)  Asp (ATC) 74 bp  Sc: 24.92 
TGTTCTGGCCGAGTGGTTAAGGTAACGATGCCTATCGCTCAATTGGTCGGGGGTTCGATC 
CCCGTGGTGGTCAA 
>Caenorhabditis_remanei_chrUn.trna296-AspATC (92236907-92236979)  Asp (ATC) 73 bp  Sc: 27.43 
GGTTCTGGCCGAGTGGTTAAGGTAACGATGACTATCGCTCAAAGGGTCAGGGGTTCGATC 
CCCGTGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna388-HisATG (120428331-120428406)  His (ATG) 76 bp  Sc: 20.86 
TTGATTCTGGCCGAGCGGTTAAGGTAGAATCCCTATGGTCGAAAAGGTCAGGGGTTCGAT 
CCCCGTGGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna346-HisATG (106694325-106694397)  His (ATG) 73 bp  Sc: 21.15 
AGGAGGGTGGCCTAGTGGTTAAGGTTGCTGGCTATGGTTCTGAAGGTTGTTGGTTCGATC 
CCCGTTGGGGTTA 
>Caenorhabditis_remanei_chrUn.trna345-HisATG (106692844-106692914)  His (ATG) 71 bp  Sc: 23.84 
GAGGGTGGCCGAGTGGTGAAGGTGTCTGGCTATGGTTCTGAGGGTTGTTGGTTCGACTTC 
TTCTTGGCTCA 
>Caenorhabditis_remanei_chrUn.trna311-HisATG (97556881-97556953)  His (ATG) 73 bp  Sc: 25.25 
GGTCGCGTGGCTCAGGCGGTAGAGCTGATGCCAATGAAGCAAAGGGTTCGGGTTCGATTC 
CCAATAGTGATTT 
>Caenorhabditis_remanei_chrUn.trna592-HisATG (112482671-112482599)  His (ATG) 73 bp  Sc: 25.28 
GCATCGGTGGCTTAGTGGCTAAGAGGTTCGCCTATGGTTCAAAAGGTCAGGGGTTCGATT 
CCCACCACATTCA 
>Caenorhabditis_remanei_chrUn.trna793-HisATG (47381463-47381391)  His (ATG) 73 bp  Sc: 25.28 
GCATCGGTGGCTTAGTGGCTAAGAGGTTCGCCTATGGTTCAAAAGGTCAGGGGTTCGATT 
CCCACCACATTCA 
>Caenorhabditis_remanei_chrUn.trna176-HisATG (49176593-49176669)  His (ATG) 77 bp  Sc: 27.18 
ATTGCAATGGCTCAGGTGGTAAAGAGTCTGTCTATGGTTCAAAAGGTCCCGGGTTCAATT 
CCCTCATAGGTGCAATA 
>Caenorhabditis_remanei_chrUn.trna787-HisATG (50161637-50161567)  His (ATG) 71 bp  Sc: 29.34 
ACCTTCGTGGCCGAGTGGTTAAGGTAGACGACTATGGATCTGATGGTCCGGGGATCGATT 
CCCATTGAGTA 
>Caenorhabditis_remanei_chrUn.trna387-AsnATT (120397212-120397286)  Asn (ATT) 75 bp  Sc: 21.37 
GGGTTCTGGCCGAGTGGTTAAGGTAGAATTACCTATTGCTCAAAGGGTCAGGGGTTCGAG 
TCCCCGTGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna386-AsnATT (120396836-120396910)  Asn (ATT) 75 bp  Sc: 22.98 
TGGTTCTGGCCGAGTGGTGAAGGTAGACGTGACTATTGCTCAAAGGGTCGAGGGTTCGAT 
CCCCGTGGTGGTTAA 
>Caenorhabditis_remanei_chrUn.trna823-LeuCAA (35588245-35588172)  Leu (CAA) 74 bp  Sc: 53.92 
GCCACCTGTGGCGCAGTGGTTTGCGTTTTTGCCTCAAGCGCAAAGGGTCCCGGGTTCGAC 
TCCCACTGGTGGCA 
>Caenorhabditis_remanei_chrUn.trna473-ValCAC (148010620-148010548)  Val (CAC) 73 bp  Sc: 23.50 
TGTCGCATGGCGCAGTGGCTACGCTTTTGCCCCACACCCAACGGGTCGCGGGTTCGATTC 
CTCCCTACTCCAA 
>Caenorhabditis_remanei_chrUn.trna735-ValCAC (67648922-67648851)  Val (CAC) 72 bp  Sc: 23.60 
GGCTAGATAGCTCAGTGGTTTGCGTTTTTGGCCCACGTTCTGAAGGTCGGCGGTTCGAGT 
CCGCATGCGTCA 
>Caenorhabditis_remanei_chrUn.trna474-ValCAC (148006452-148006379)  Val (CAC) 74 bp  Sc: 31.56 
TGCCGCATGGCGCAAGGGGTTGCGCTTTTGCCCCACGCGCAAAGGGTCGCGGGTTCGATT 
CCTCCCTACTCCAA 
>Caenorhabditis_remanei_chrUn.trna679-ValCAC (86930348-86930276)  Val (CAC) 73 bp  Sc: 31.73 
GGCCGTATGGCCCAGCGGTTTGCGTTTTTGACCCACGTTCTGAAGGCCGGGGGTTCGAGA 
CCGCATGCGTCCA 
>Caenorhabditis_remanei_chrUn.trna468-ValCAC (148008872-148008943)  Val (CAC) 72 bp  Sc: 32.58 
TCGCGCATGGCGCAGTGGCTGCGCTTTTGCCCCACACCCATAGGGTCGGGGGTTCAATTC 
CTCCTTAGTCAA 
>Caenorhabditis_remanei_chrUn.trna421-ValCAC (133486051-133486119)  Val (CAC) 69 bp  Sc: 43.15 
GGCCTGGTGTAGTGGATAACATTTTTGGCTCACAATCTACTAACGCGGGTTCAATTCCCG 
CTCAGGCCA 



>Caenorhabditis_remanei_chrUn.trna814-MetCAT (39172880-39172807)  Met (CAT) 74 bp  Sc: 24.81 
GAATCTGGCCGAGTGGTTAAGGTAGAATGCCCATATAGTTCAACAGGTCGGGGGTTCAAT 
TCCCGTGGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna467-MetCAT (148007362-148007433)  Met (CAT) 72 bp  Sc: 29.54 
TGTCGTGTGGCGCAGTGGCTGCGCTTTTGCCCCATACCCAAAGGGTCCCGAGTTCGATTC 
CTGTTATGTCCA 
>Caenorhabditis_remanei_chrUn.trna60-TrpCCA (19681832-19681903)  Trp (CCA) 72 bp  Sc: 47.04 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCACATGGAA 
>Caenorhabditis_remanei_chrUn.trna133-GlyCCC (35591645-35591717)  Gly (CCC) 73 bp  Sc: 32.87 
TCCCCTGTGGCGCAGCGGTTTGCGTTTTTGCCTCCCGCGCAAAGGGTCCCCGGTTCGACT 
CCCCCTTGCGTCA 
>Caenorhabditis_remanei_chrUn.trna270-SerCGA (85610617-85610682)  Ser (CGA) 66 bp  Sc: 21.90 
TGATTTCTGGCCGAGTGGTTAAGGTTGATAGGAAAGTGACCAGGGTTCGATCCCCACGCG 
GGTCAA 
>Caenorhabditis_remanei_chrUn.trna839-AlaCGC (31432653-31432580)  Ala (CGC) 74 bp  Sc: 20.36 
GCGCCGTGTAGTCTACTGGCTCACACTTTTGCCGCGCGTTCAAAGGGTCGAGGGTTCGAT 
TCCCACGAGGCGCA 
>Caenorhabditis_remanei_chrUn.trna654-AlaCGC (94323372-94323301)  Ala (CGC) 72 bp  Sc: 21.01 
GCGAGCGTGGCGCAGCGGGTTGCTCTTTTGCCTCGCGCTCAAAGGGTCTCAGGTTCGATT 
CCGCCCCACCCC 
>Caenorhabditis_remanei_chrUn.trna689-AlaCGC (84221169-84221096)  Ala (CGC) 74 bp  Sc: 21.51 
TGCCGTGTAGTCTACGGGTTAACGCTTTTGCCTCGCGTTCAGAGGGTCGGGGGTTCGATT 
CCCACTGGTCGCAA 
>Caenorhabditis_remanei_chrUn.trna537-AlaCGC (130296643-130296571)  Ala (CGC) 73 bp  Sc: 38.01 
TGCCGCGTAGCGCAGTGGCTGCGCTTTTGCCTCGCGCGCAAAGAGTCGCGGGTTCGATTC 
CTCTCCACTCCAA 
>Caenorhabditis_remanei_chrUn.trna744-ProCGG (64969357-64969285)  Pro (CGG) 73 bp  Sc: 27.78 
GCGTGCCTGGCTAAGTGGATAACGCTTTTGCCTCGGGCACCGAGGGTCGCGGGTTCGATT 
CCCGTCCCCACCA 
>Caenorhabditis_remanei_chrUn.trna803-GluCTC (44697328-44697256)  Glu (CTC) 73 bp  Sc: 20.43 
GCTCGGATGGCGCAGTCGGTTACACTTTTGGCCCCTCATGCAAATGGTCAGAGGTTCAGA 
TCCCTTCCGATAA 
>Caenorhabditis_remanei_chrUn.trna383-GluCTC (120331001-120331077)  Glu (CTC) 77 bp  Sc: 22.08 
TTGATTCTGGCCGAGGGGTTAAGGTAGAATTCCCTCTCGCTCAAAAGGTCGGGGGTTCGA 
TCCCCGCAGTGGTCAAA 
>Caenorhabditis_remanei_chrUn.trna674-GluCTC (87837483-87837411)  Glu (CTC) 73 bp  Sc: 23.62 
GCTCGGATGGCGCAGTCGGTTACACTTTTGACCCCTCATGCAAATGGTCAGAGGTTCGAA 
TCCCTTCCAATAA 
>Caenorhabditis_remanei_chrUn.trna171-GluCTC (49020304-49020374)  Glu (CTC) 71 bp  Sc: 26.02 
TCCATCGCGAACCACCTGTGGGATTTATGGCTCTCACCCATAAGGCCGGGGTTCGATTCC 
CCGCAACGGAA 
>Caenorhabditis_remanei_chrUn.trna882-GluCTC (23605235-23605164)  Glu (CTC) 72 bp  Sc: 37.23 
TCCGTTGCGGTTTAGTGGTTAGGATTTATGGCTCTCACCCATGAGGCGGGGGTTCGATTC 
CAAGAATCGGAA 
>Caenorhabditis_remanei_chrUn.trna29-GluCTC (7464404-7464476)  Glu (CTC) 73 bp  Sc: 37.64 
AACACGGTGGTCTTATGGTTAAAGCTTTTGTCTCTCGTGCAAAAGGTTGTTGGTTCAATT 
CCACCCTGCGTTT 
>Caenorhabditis_remanei_chrUn.trna446-LysCTT (143471781-143471852)  Lys (CTT) 72 bp  Sc: 21.11 
GCGTGTGTGGTGCAGTGGTCTACACAGATGACTCTTACGCATGTGGTGGCGTGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna540-LysCTT (129733565-129733494)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna690-LysCTT (84094833-84094762)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna691-LysCTT (84091780-84091709)  Lys (CTT) 72 bp  Sc: 23.98 
CCGTGTGTGGTGTAGTGGTCTACACAGATGACTCTTACGCATGGGGTGGCGAGTTCGTTC 
CCGTCAAATTGG 
>Caenorhabditis_remanei_chrUn.trna513-LysCTT (136005898-136005827)  Lys (CTT) 72 bp  Sc: 24.88 
GTCAAAGTCTCTAGTTGGTAGAGCACCATACTCTTAATCTGGTTGTCGCGGGTTCGAGCC 
CCACATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna241-LysCTT (73557000-73557070)  Lys (CTT) 71 bp  Sc: 27.08 
GCACCGGTAGCACAATTGTACTGCATTGGACGCTTAATCTGTAGACGGTGGATCGATTCC 
ACCCTGATGAA 
>Caenorhabditis_remanei_chrUn.trna261-LysCTT (83195567-83195638)  Lys (CTT) 72 bp  Sc: 27.09 



GAAAAGGTAGCACAGTGGTAGTGCTGCGGAGGCTTAATCTGTAGACGGTGGTTTGATTCC 
ACCCTGGTGTCA 
>Caenorhabditis_remanei_chrUn.trna753-LysCTT (61090845-61090773)  Lys (CTT) 73 bp  Sc: 47.13 
GTTCACCTGTGTCAGTCGGTAGAGCACCAGACTCTTAATCTGGTTGTCGCGGGTTCGAGC 
CCCGCATTGGGCT 
>Caenorhabditis_remanei_chrUn.trna459-ValGAC (145278477-145278555)  Val (GAC) 79 bp  Sc: 20.16 
GCACACATGGCGCAGTCGGTTGTACGCTTGTGCGTCGACAACCACTCGCCTGTCGCGGGT 
TCGCAACCCTCTGCCTGCC 
>Caenorhabditis_remanei_chrUn.trna653-ValGAC (94695044-94694970)  Val (GAC) 75 bp  Sc: 25.32 
TCTCAAGTGGCGCAGGCGGTAGCGTTGGTGGCTGACACCCAGAGGGTGCGGGGTTCGATT 
CCTTCCGCTGTCAAA 
>Caenorhabditis_remanei_chrUn.trna87-LeuGAG (26129463-26129534)  Leu (GAG) 72 bp  Sc: 21.42 
GCATGCGTGGTGTAGTGGATAAGAAGGTAGACCGAGAATCTGAGGGTCGGTGGTTCGAGT 
CCCCATGGTGCC 
>Caenorhabditis_remanei_chrUn.trna203-IleGAT (61005451-61005524)  Ile (GAT) 74 bp  Sc: 21.35 
GACGTCTGTGGCGTAGCGGTGTACAGTCTTCACTGATAATCGAAGGGTCCGGTGTTCGAC 
TCCCGGCGAGGTCA 
>Caenorhabditis_remanei_chrUn.trna250-IleGAT (76981097-76981174)  Ile (GAT) 78 bp  Sc: 25.88 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACAAGGTTGACTGATAATTAAATGACCAGGGTT 
CGAGCCCCACCCAAAGCA 
>Caenorhabditis_remanei_chrUn.trna251-IleGAT (76981417-76981494)  Ile (GAT) 78 bp  Sc: 32.72 
TCAGTGGTGGCCGAGTGGTTAAGGTAGACATGGTAGACTGATAATCAAATGACCAGGGTT 
CGAACCCCACCCACAGCA 
>Caenorhabditis_remanei_chrUn.trna330-GlyGCC (103972731-103972804)  Gly (GCC) 74 bp  Sc: 22.98 
GCGCGTTTGGCGCAGTGGTTTGCATTTTGGCCCGCCGCCCCAAGGGTCAGGGGTTCGATT 
CCTTCCCCCCCGCA 
>Caenorhabditis_remanei_chrUn.trna538-GlyGCC (130201594-130201522)  Gly (GCC) 73 bp  Sc: 27.83 
GGAGGTGTGGCCGAGAGGCTATCGCTTTTGCCCGCCACGCAACAGATCCTTGGTTCAATT 
CCACACAGCTTGC 
>Caenorhabditis_remanei_chrUn.trna570-GlyGCC (122219775-122219701)  Gly (GCC) 75 bp  Sc: 33.92 
GCAACTAATTAGTGATCAGTGGTAGAATGCTCGTCTGCCACGCGGGCGGCCCTGGTTCGA 
TTCCCGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna708-GlyGCC (75247914-75247846)  Gly (GCC) 69 bp  Sc: 37.00 
GCTCGAGAAAAAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCCCG 
GTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna472-GlyGCC (148379175-148379105)  Gly (GCC) 71 bp  Sc: 38.21 
TCATTGGTGGTTCAATGGTAGAATGCTCGCCTGCCACGCGCGCGGCTCGGGTTTGGTTCC 
CGGTCGATACA 
>Caenorhabditis_remanei_chrUn.trna742-GlyGCC (65554787-65554717)  Gly (GCC) 71 bp  Sc: 49.70 
TAATAAGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATTCC 
CCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna483-GlyGCC (144254478-144254406)  Gly (GCC) 73 bp  Sc: 53.69 
GTGCTGTTGGGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCGGGGTTCGATT 
CCCCGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna257-GlyGCC (82041823-82041893)  Gly (GCC) 71 bp  Sc: 53.91 
TTGTGAGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna670-GlyGCC (90205824-90205754)  Gly (GCC) 71 bp  Sc: 54.94 
CTACCTGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGTCGATGCA 
>Caenorhabditis_remanei_chrUn.trna785-AlaGGC (50318344-50318274)  Ala (GGC) 71 bp  Sc: 20.54 
tgttgtGTGGTGTAGGTGGTTACACTTTTGGCTGGCGCGCGGAGGGTCAGGGGTTCGATT 
CCTCTTGGCGG 
>Caenorhabditis_remanei_chrUn.trna323-AlaGGC (100901855-100901923)  Ala (GGC) 69 bp  Sc: 23.59 
TGGCAGTGGCGCAGACGGCAGCGCTTTTGCCTGGCGCACGGAGGGTCGGGGGTTCGATTC 
CTTTCCCAG 
>Caenorhabditis_remanei_chrUn.trna370-AlaGGC (114101229-114101301)  Ala (GGC) 73 bp  Sc: 26.07 
ACACCCGTGGCCGAGTGGTTAAGGTAGATGACCGGCGATCAAAAGGTCGGGGGTTCGATT 
CTGCTTGAAAGCC 
>Caenorhabditis_remanei_chrUn.trna520-AlaGGC (133698749-133698677)  Ala (GGC) 73 bp  Sc: 29.73 
GCACTGGTGGCCGAGGTGGTAAGGAGTCTGATCGGCGTTCCGAGGGTCGATGGTTCGACC 
CCCGCACGGCGCC 
>Caenorhabditis_remanei_chrUn.trna175-ThrGGT (49147531-49147602)  Thr (GGT) 72 bp  Sc: 25.45 
ACACCTGTGGCCTAGTGGTTAAGGAGTCTGACCGGTAATCTAGGGGTCGCGGGTTCGATT 
CTTTCAGGGGTT 
>Caenorhabditis_remanei_chrUn.trna885-TyrGTA (23090958-23090879)  Tyr (GTA) 80 bp  Sc: 32.01 
GAGCTTGCTGCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGCTATCCTTAGGTCGCT 



GGTTCGAATCCGGCTCGACG 
>Caenorhabditis_remanei_chrUn.trna824-AspGTC (35586478-35586404)  Asp (GTC) 75 bp  Sc: 21.55 
CGCTCGGTGGCGCAGGCGACTGCGCTTTTGCCCGTCACCCAAAAGGTCAGGGGTTCGATT 
CCACCTGCCCGCCGA 
>Caenorhabditis_remanei_chrUn.trna105-AspGTC (30379470-30379549)  Asp (GTC) 80 bp  Sc: 24.20 
GAACGGATGGCGCAGTTGGTTGTGCTTCAGCCTGTCAATCTGATAATCGCTGGTTCGATT 
CCCCTATACCCCTGCGTTCA 
>Caenorhabditis_remanei_chrUn.trna845-AspGTC (30379333-30379261)  Asp (GTC) 73 bp  Sc: 26.18 
GCATCCGTGGCGCAGCTGGTTGCGCGGAAGACTGTCAGTCTGAGTGTCGCTGGTTCGATT 
CCCGGCTGTGACA 
>Caenorhabditis_remanei_chrUn.trna130-AspGTC (35071629-35071701)  Asp (GTC) 73 bp  Sc: 28.77 
GCCCATGTGGCGCAGGCGGTAGTGAGTCTGCTCGTCACGCTGGGGGTCGCTGGTTCGATT 
CCTGGTGTAGCCC 
>Caenorhabditis_remanei_chrUn.trna844-AspGTC (30404319-30404247)  Asp (GTC) 73 bp  Sc: 29.05 
GCCTTGGTGGCGCAGCTGGTTGAGCTTCAGGTTGTCAGTCTGAGGCTCGCTGGTTCGAAA 
CCCTCCCGGGTTT 
>Caenorhabditis_remanei_chrUn.trna896-AspGTC (20266830-20266757)  Asp (GTC) 74 bp  Sc: 33.44 
GCCTCGAGTGGCGCAGGCGGTAGCGTGGGTGGCTGTCACCCAGAGGGTCCGGGGTTCGAC 
TCCTCTCCTTGGCA 
>Caenorhabditis_remanei_chrUn.trna65-HisGTG (20204646-20204717)  His (GTG) 72 bp  Sc: 39.81 
TTCATAGTAGTATAGTGGTTAGTACTCCACGTTGTGGCCGTGGCGACGCTGGTTCGATTC 
CAGCAGCAGGCA 
>Caenorhabditis_remanei_chrUn.trna20-LeuTAG (5196859-5196931)  Leu (TAG) 73 bp  Sc: 26.76 
GCTCACGTGGCTTACTGGTTAGCGCGCTAGTCTTAGAATCCGGGGGTTTTTGGTTCAATT 
CCAGCTTTCATCA 
>Caenorhabditis_remanei_chrUn.trna627-IleTAT (101018385-101018312)  Ile (TAT) 74 bp  Sc: 20.09 
GGTTCTGGCCGAGTGGTTAAGGTAGACTGCATTTATAGTTCAACAGGTCGGGGGTTCGAT 
CCCCGTGGTAGTCG 
>Caenorhabditis_remanei_chrUn.trna619-GlyTCC (105199852-105199780)  Gly (TCC) 73 bp  Sc: 22.86 
GCGTTCGTGGTGTAATGGTCAGCATGGATGCCTTCCAAGCATTCGACGGGGGTTCGATTC 
TTTTATTTTCTCA 
>Caenorhabditis_remanei_chrUn.trna707-GlyTCC (77151911-77151839)  Gly (TCC) 73 bp  Sc: 26.71 
GTATCTATGGTGTCAGCGGTATCGCTTTTGCCTTCCACCCCGAGGGTCCCGGGTTCGATC 
CCCGCCGGGGTCA 
>Caenorhabditis_remanei_chrUn.trna751-ArgTCT (62228790-62228717)  Arg (TCT) 74 bp  Sc: 27.30 
GGTTCTGGCCGAGTGGTTAAGGTAGAATGCCTCTATCGTTCAACAGGTCGGGGGTTCAAT 
CCCCGTGGTGGTCG 
>Caenorhabditis_remanei_chrUn.trna892-AlaTGC (20571880-20571806)  Ala (TGC) 75 bp  Sc: 20.25 
CCCGTGGCGCAGCTGGTAACGCGCTCGGTTTGCACCGCAGCGACTGGTCCCAGGTTCGAC 
TCCTCCCGCTCCGCA 
>Caenorhabditis_remanei_chrUn.trna936-AlaTGC (5884832-5884771)  Ala (TGC) 62 bp  Sc: 21.69 
TCCATGTCAGGGGTAGAGCGCTCGCTTTGCATGCGAGAAGTCTGGGGTTCGATTCCCCAT 
AC 
>Caenorhabditis_remanei_chrUn.trna33-ProTGG (10642553-10642626)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna34-ProTGG (10642741-10642814)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna35-ProTGG (10642929-10643002)  Pro (TGG) 74 bp  Sc: 21.82 
GAAGTTCTGGCCGAGTGGTTAAGGTAGAATTCGTATGGTCCAAAAGGTCGGGGGTTCGAT 
CCCCATGGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna280-ProTGG (90492225-90492296)  Pro (TGG) 72 bp  Sc: 23.69 
GCAGAAATGTCCGAATGGTTACGGAGGTTGGCTTGGACTCTGCCCGCATAGGTTTGAATC 
CTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna211-ProTGG (64992110-64992181)  Pro (TGG) 72 bp  Sc: 25.99 
CACTCTTGGTTAAGCGGCTAAGAGTTTTGGCTTGGAATCTGAGGGTCGGGGGTTCGAACC 
CCACTGGGGTAA 
>Caenorhabditis_remanei_chrUn.trna897-ProTGG (19900328-19900257)  Pro (TGG) 72 bp  Sc: 35.34 
GGTTCACCTGTGTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCTCGGGTTCAATCC 
CCGGTTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna189-ProTGG (53430113-53430184)  Pro (TGG) 72 bp  Sc: 38.78 
GCCTGTGTGGTGTAGTGATGTGATTCTCGCTCTGGGTGCGAGAGGTCCCGGGTTCAATCC 
CCGGTTCGGCCT 
>Caenorhabditis_remanei_chrUn.trna269-ThrTGT (85609606-85609679)  Thr (TGT) 74 bp  Sc: 29.59 
ACACCTGTGGCTGAGGGGTTAGTGCGCTCGTTTTGTGCGCGACAGGTCGGGGGTTCGATT 
CCTCCCCCGGCAAA 



>Caenorhabditis_remanei_chrUn.trna268-ThrTGT (85608092-85608164)  Thr (TGT) 73 bp  Sc: 29.95 
GCCCCCGTGGCCGAGGGGTTAGCGCGTTCGTTTTGTGCGCGACTGGTCGGGGGTTCGATT 
CCTTCCCCCGACC 
>Caenorhabditis_remanei_chrUn.trna476-GluTTC (147553213-147553140)  Glu (TTC) 74 bp  Sc: 20.19 
TATCATTTGGTACAGTTGGTTACATTTTTGACTTTCGTTCTAGGGGTTCTTGGTTCGATT 
CCCACCAAAAACAA 
>Caenorhabditis_remanei_chrUn.trna733-GluTTC (68075552-68075479)  Glu (TTC) 74 bp  Sc: 20.70 
GCATCATCTGGCCTAGTTGGTAAAGCTTTTGCCTTTCACCTGACGGGTCTTTGGTTCGAT 
TCCCAGCGTGTCCA 
>Caenorhabditis_remanei_chrUn.trna132-GluTTC (35238302-35238375)  Glu (TTC) 74 bp  Sc: 40.02 
GCATCACTGGTGTAATTGGTAACACTTTTGCCTTTCACACCAAGGGTCCCGGGTTCGATT 
CCCGCCAGGGCGCT 
>Caenorhabditis_remanei_chrUn.trna217-GlnTTG (67139941-67140012)  Gln (TTG) 72 bp  Sc: 21.71 
GGTTCCATGGCGTAGCGGTTTGCCCTCACGACCTTGAATCCTGCCACCCGAGTTCAAATC 
GCGGAGAAGACT 
>Caenorhabditis_remanei_chrUn.trna867-GlnTTG (26315285-26315209)  Gln (TTG) 77 bp  Sc: 22.56 
GCGCGCTTGGCGCAGTGGCTAACGCGTCTATTTTTGCATCCGAAGGTGCCCGTGGGTTCG 
ACCCCCACCTGTGGGAA 
>Caenorhabditis_remanei_chrUn.trna688-GlnTTG (84579077-84579004)  Gln (TTG) 74 bp  Sc: 23.20 
GATGGCGTGGCCTAGTGGTTAAGGCTCCTGTCTTTGAAAACTGGGTACCAGGGTTCAATT 
CCTTTGGCGGCTCA 
>Caenorhabditis_remanei_chrUn.trna137-GlnTTG (37653634-37653705)  Gln (TTG) 72 bp  Sc: 23.91 
GTCAGGTGGTCTAATGGATAACAGCTTTACTTTTGGAGCAAAACGTCGTGGGTTCGATTC 
CCAGTGGTGACT 
>Caenorhabditis_remanei_chrUn.trna264-GlnTTG (84760064-84760136)  Gln (TTG) 73 bp  Sc: 23.92 
GACCGCGTGGCGTAGTGGTTAACGCTGTTGCTTTTGGTTCTAAGGGTCACGGGTTCGATT 
CTTTTTGGAGTGA 
>Caenorhabditis_remanei_chrUn.trna329-GlnTTG (103942192-103942264)  Gln (TTG) 73 bp  Sc: 28.65 
ACGCGTGTGGTCGAGTGGTTAAGGCGGATGATTTTGGCGCGTGAGGTTGGGGGTTCGATT 
CCTCCACAGTGGA 
>Caenorhabditis_remanei_chrUn.trna348-LysTTT (107754974-107755037)  Lys (TTT) 64 bp  Sc: 24.44 
GCGTGGCTGAGTGGTTAACGAGATAGCTTTTTGTTCTAGGGGTTGGGGGTTCGATTCCCC 
TGCG 
>Caenorhabditis_remanei_chrUn.trna924-LysTTT (10488658-10488588)  Lys (TTT) 71 bp  Sc: 25.78 
GGCCGAGTGGCTCAGTGGTAGCGTTTTTGACTTTAAAAATTGCCCACCAGGGTTCGAACC 
CTGCCGGGGCA 
>Caenorhabditis_remanei_chrUn.trna352-LysTTT (108624095-108624173)  Lys (TTT) 79 bp  Sc: 25.92 
CGTTCTCGGCCGAGTGGCTCAGCCGGTTGTGGTTTTTACCCATGCGCGTTCGGTCGTGGG 
TTCGAGACCCACTGAACGA 
>Caenorhabditis_remanei_chrUn.trna168-LysTTT (47085165-47085235)  Lys (TTT) 71 bp  Sc: 46.17 
ACTACCTGTGCAGTTGGTAGAGCGTGAGACTTTTAATCTTAAGGTCAGGGGTTCGAGTCC 
CCTAGGTGGCT 
>Caenorhabditis_remanei_chrUn.trna661-SerAGA (90954981-90954900)  Ser (AGA) 82 bp  Sc: 79.86 
GCAGTCTTGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCAGACTGCG 
>Caenorhabditis_remanei_chrUn.trna667-SerAGA (90492118-90492037)  Ser (AGA) 82 bp  Sc: 79.86 
GCAGTCTTGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCAGACTGCG 
>Caenorhabditis_remanei_chrUn.trna102-SerAGA (30314388-30314469)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna107-SerAGA (30918938-30919019)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna108-SerAGA (30964416-30964497)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna31-SerAGA (8790128-8790209)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna428-SerAGA (137305303-137305384)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna429-SerAGA (137851964-137852045)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna506-SerAGA (139311812-139311731)  Ser (AGA) 82 bp  Sc: 80.44 



GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna509-SerAGA (137849358-137849277)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna582-SerAGA (118967806-118967725)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna662-SerAGA (90954565-90954484)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna736-SerAGA (67158687-67158606)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna850-SerAGA (30312822-30312741)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna900-SerAGA (19662497-19662416)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna914-SerAGA (14159020-14158939)  Ser (AGA) 82 bp  Sc: 80.44 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTAGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna356-SerCGA (109557853-109557934)  Ser (CGA) 82 bp  Sc: 80.95 
GCAGACATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGTCTGCG 
>Caenorhabditis_remanei_chrUn.trna100-SerCGA (30249645-30249726)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna768-SerCGA (54928902-54928821)  Ser (CGA) 82 bp  Sc: 81.04 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna915-SerCGA (14158854-14158773)  Ser (CGA) 82 bp  Sc: 81.53 
GCAGTCATGTCCGAGTGGTTAAGGAGATTGACTCGAAATCAATTGGGCTTTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna435-SerCGA (139310845-139310926)  Ser (CGA) 82 bp  Sc: 83.08 
GCAGTCATGTCCGAGTGGTTAAGGAGTTTGACTCGAAATCAAATGGGCTCTGCCCGCGTA 
GGTTCGAATCCTGCTGACTGCG 
>Caenorhabditis_remanei_chrUn.trna44-SerGCT (14044292-14044373)  Ser (GCT) 82 bp  Sc: 58.92 
ACCTGTGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna671-SerGCT (88980176-88980095)  Ser (GCT) 82 bp  Sc: 66.35 
GCCTGTGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna24-SerGCT (6183053-6183134)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna40-SerGCT (13476962-13477043)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna45-SerGCT (14079101-14079182)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna502-SerGCT (142133366-142133285)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna57-SerGCT (18566026-18566107)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna916-SerGCT (14081826-14081745)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna917-SerGCT (14045532-14045451)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 
AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna951-SerGCT (2085744-2085663)  Ser (GCT) 82 bp  Sc: 81.69 
GATCAGGTGGCCGAGTGGTTAAGGCGATGGACTGCTAATCCATTGGGGTTTCCCCGCGTG 



AGTTCGAATCTCATCCTGATCG 
>Caenorhabditis_remanei_chrUn.trna828-SerTGA (34537216-34537135)  Ser (TGA) 82 bp  Sc: 67.26 
GCTGCGATGTCGGAATGGTTAGGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna436-SerTGA (139314336-139314417)  Ser (TGA) 82 bp  Sc: 77.77 
GCAGTTATGTCCGAGTGGTTAAGGAGATTGACTTGAAATCAATTGGGCTCTGCCCGCGTA 
GGTTCGAGTCCTGCTAACTGCG 
>Caenorhabditis_remanei_chrUn.trna135-SerTGA (36703976-36704057)  Ser (TGA) 82 bp  Sc: 80.51 
GCAGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCTATGCCCGCGTA 
GGTTCGAACCCTGCTCGCTGCG 
>Caenorhabditis_remanei_chrUn.trna123-SerTGA (34539883-34539964)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna682-SerTGA (86479814-86479733)  Ser (TGA) 82 bp  Sc: 81.14 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna681-SerTGA (86482307-86482226)  Ser (TGA) 82 bp  Sc: 81.40 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCGTTGCCCGCGTA 
GGTTCAAATCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna547-SerTGA (127710696-127710615)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna81-SerTGA (25492470-25492551)  Ser (TGA) 82 bp  Sc: 81.49 
GCTGCGATGTCCGAGTGGTTAAGGAGTTGGACTTGAAATCCAATGGGCATTGCCCGCGTA 
GGTTCGAACCCTGCTCGCAGCG 
>Caenorhabditis_remanei_chrUn.trna360-SerTGA (111280250-111280331)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna603-SerTGA (111281555-111281474)  Ser (TGA) 82 bp  Sc: 82.50 
GCAACGATGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGCTTTGCCCGCGTA 
GGTTCGATTCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna394-SupTTA (122281392-122281474)  Sup (TTA) 83 bp  Sc: 53.25 
TCCCATGTGGTCTAGTGGTTAGCTATCCTATAGGATTCGTGGTTTTAACCCACGCGGCCA 
GGGTTCGATTCCCGGCATGGGAA 
>Caenorhabditis_remanei_chrUn.trna12-SupTTA (2248417-2248502)  Sup (TTA) 86 bp  Sc: 59.34 
GCAACGATGTCCGAGTGGTTAAGGAGGTGGACCTTACCCCAATCCACTGGGCTTTGCCTT 
CGTAGGTTCGAATCCTGCTCGTTGCG 
>Caenorhabditis_remanei_chrUn.trna97-ThrAGT (29266916-29266987)  Thr (AGT) 72 bp  Sc: 58.08 
ACCTGTGTGGCTCAGTGGCAGAGCGTCTGTTTAGTAAACAGAACGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna471-ThrAGT (148837665-148837594)  Thr (AGT) 72 bp  Sc: 64.69 
CCTGTGTTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna17-ThrAGT (3992395-3992466)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna289-ThrAGT (90771256-90771327)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna328-ThrAGT (102807750-102807821)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna407-ThrAGT (126348617-126348688)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna437-ThrAGT (140745036-140745107)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna5-ThrAGT (868018-868089)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna625-ThrAGT (102801996-102801925)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna672-ThrAGT (88324222-88324151)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 



>Caenorhabditis_remanei_chrUn.trna789-ThrAGT (49797730-49797659)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna830-ThrAGT (34082815-34082744)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna857-ThrAGT (29346505-29346434)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna859-ThrAGT (29069712-29069641)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna862-ThrAGT (29040911-29040840)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna877-ThrAGT (25587711-25587640)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna94-ThrAGT (29065380-29065451)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna948-ThrAGT (3115020-3114949)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna96-ThrAGT (29112774-29112845)  Thr (AGT) 72 bp  Sc: 85.45 
GCCTCATTGGCTCAGTGGCAGAGCGTCTGTCTAGTAAACAGAAGGTCGCTGGTTCGATTC 
CAGCATGAGGCA 
>Caenorhabditis_remanei_chrUn.trna277-ThrCGT (89614452-89614523)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna310-ThrCGT (96950909-96950980)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna41-ThrCGT (13499754-13499825)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna69-ThrCGT (22350775-22350846)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna74-ThrCGT (23044874-23044945)  Thr (CGT) 72 bp  Sc: 75.77 
GCCCGTATAGCTCAGTGGCAGAGCGTCTGTCTCGTAAACAGAAGGTCGGCGGTTCAATCC 
CGCCTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna412-ThrCGT (128834277-128834348)  Thr (CGT) 72 bp  Sc: 79.99 
GCCCGTATAGCTCAGTGGTAGAGCGTCTGTCTCGTAAACAGAAGGCCGGCGGTTCGATCC 
CGCCTGTGGGCA 
>Caenorhabditis_remanei_chrUn.trna56-ThrTGT (18366089-18366160)  Thr (TGT) 72 bp  Sc: 64.57 
ACCTGTGTAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna741-ThrTGT (66797448-66797377)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna774-ThrTGT (52969373-52969302)  Thr (TGT) 72 bp  Sc: 75.24 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna58-ThrTGT (19621680-19621751)  Thr (TGT) 72 bp  Sc: 76.98 
GCCCTTATAGCTCAGTGGCAGAGCGCTGGTCTTGTAAACCAGAGGTCCGTAGTTCGATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna222-ThrTGT (68110849-68110920)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna223-ThrTGT (68115078-68115149)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna224-ThrTGT (68116502-68116573)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna226-ThrTGT (68133921-68133992)  Thr (TGT) 72 bp  Sc: 78.78 



GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna434-ThrTGT (139179041-139179112)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna732-ThrTGT (68114431-68114360)  Thr (TGT) 72 bp  Sc: 78.78 
GCCCTTATAGCTCAGTGGTAGAGCGTTGGTCTTGTAAACCAAAGGTCCGTAGTTCAATCC 
TGCGTGGGGGCA 
>Caenorhabditis_remanei_chrUn.trna720-TrpCCA (72430938-72430868)  Trp (CCA) 71 bp  Sc: 68.68 
GTTCCCTTAGCTCAGTGGTAGAGCGGCGGTCTCCAAAACCGCAGGCCGAGGTTCGATCCC 
TCGAGGGTTCG 
>Caenorhabditis_remanei_chrUn.trna160-TrpCCA (44625095-44625166)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna197-TrpCCA (56502112-56502183)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna253-TrpCCA (78105619-78105690)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna322-TrpCCA (100667404-100667475)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna426-TrpCCA (135400434-135400505)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna47-TrpCCA (15335616-15335687)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna48-TrpCCA (15388433-15388504)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna488-TrpCCA (144028432-144028361)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna514-TrpCCA (135474824-135474753)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna617-TrpCCA (105401255-105401184)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna629-TrpCCA (100663200-100663129)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna771-TrpCCA (53735603-53735532)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna905-TrpCCA (15341179-15341108)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna906-TrpCCA (15337250-15337179)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna953-TrpCCA (1559930-1559859)  Trp (CCA) 72 bp  Sc: 71.83 
GACTGCTTGGCGCAATGGTAGCGCGTTCGACTCCAGATCGAAAGGTTGGGCGTTCGATCC 
GCTCAGTGGTCA 
>Caenorhabditis_remanei_chrUn.trna601-TyrGTA (111469118-111469035)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna369-TyrGTA (112489353-112489436)  Tyr (GTA) 84 bp  Sc: 75.98 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna374-TyrGTA (117127372-117127455)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna377-TyrGTA (119616572-119616655)  Tyr (GTA) 84 bp  Sc: 62.95 
CCTGTGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 



CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna398-TyrGTA (122704291-122704374)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna411-TyrGTA (128614618-128614701)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna543-TyrGTA (129039852-129039769)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna431-TyrGTA (138117774-138117857)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna73-TyrGTA (22691693-22691776)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna89-TyrGTA (26582565-26582648)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna817-TyrGTA (37837706-37837623)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna150-TyrGTA (39682317-39682400)  Tyr (GTA) 84 bp  Sc: 75.98 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGCGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna784-TyrGTA (50455933-50455850)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna762-TyrGTA (58087388-58087305)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna760-TyrGTA (60067791-60067708)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna752-TyrGTA (62000481-62000398)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna685-TyrGTA (85257969-85257886)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna663-TyrGTA (90743169-90743086)  Tyr (GTA) 84 bp  Sc: 76.61 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGTGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna288-TyrGTA (90770473-90770556)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna290-TyrGTA (90780529-90780612)  Tyr (GTA) 84 bp  Sc: 76.75 
CCGTCGATAGCTCAGTTGGTAGAGCGGAGGACTGTAGAGTCAGTGGGTATCCTTAGGTCG 
CTGGTTCGAATCCGGCTCGACGGA 
>Caenorhabditis_remanei_chrUn.trna937-Undet??? (4734528-4734446)  Undet (???) 83 bp  Sc: 30.52 
ATCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCCAGGTG 
>Caenorhabditis_remanei_chrUn.trna260-Undet??? (82918526-82918608)  Undet (???) 83 bp  Sc: 31.60 
ACCCTGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCTAGGTG 
>Caenorhabditis_remanei_chrUn.trna19-Undet??? (4861331-4861413)  Undet (???) 83 bp  Sc: 32.59 
ACCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCTCCTGGTG 
>Caenorhabditis_remanei_chrUn.trna856-Undet??? (29396068-29395986)  Undet (???) 83 bp  Sc: 33.43 
GCTGTTCTGGCCGAGTGGTCTAAGCCGCTGTGTTCAGTTTTAGTCCTCTCAGGAGGGCGC 
AGGTTCAAATCCTGCGGACAGTA 
>Caenorhabditis_remanei_chrUn.trna938-Undet??? (4590308-4590226)  Undet (???) 83 bp  Sc: 36.22 
ACCCGGGTGGCCGAGTGGGGAAAGGCACGAGTGTTCACTCGATGGGCGTCGACCCTGCGC 
AGGTTCGAATCCTGCCCCTGGTG 
>Caenorhabditis_remanei_chrUn.trna136-Undet??? (36919934-36920017)  Undet (???) 84 bp  Sc: 41.99 
TCCACGGTGGCCGAGTGGGCGAAGGCGTGAGACTATGATCTCATTGGTGAAAATCAGTCG 
CGGGTTCGACTCCCGTCCGGGGCA 



>Caenorhabditis_remanei_chrUn.trna788-Undet??? (50062299-50062228)  Undet (???) 72 bp  Sc: 54.95 
GGCCTTGTTGCCTAATGGATAAGGCGTCTGACTTCTAACAGAAGATTGCAGGTTCGAGCC 
CTGCCTGGGTCA 
>Caenorhabditis_remanei_chrUn.trna362-Undet??? (111308549-111308616)  Undet (???) 68 bp  Sc: 57.35 
GGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGAGAGGTCCCGGGTTCAATCCCCGG 
TTCGGCCC 
>Caenorhabditis_remanei_chrUn.trna265-ValAAC (84967772-84967839)  Val (AAC) 68 bp  Sc: 44.26 
GGTCTCGTGGTGTAGTGGTTATCTGTCTAACACACAGAAGGTCGGCGGTTCGATCCCGCC 
TGAGATCA 
>Caenorhabditis_remanei_chrUn.trna716-ValAAC (73146871-73146805)  Val (AAC) 67 bp  Sc: 51.32 
GGTCTCGTGGTGTGGTCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGAGCCCGCCC 
GAGATCA 
>Caenorhabditis_remanei_chrUn.trna244-ValAAC (74465119-74465191)  Val (AAC) 73 bp  Sc: 55.54 
CCTGTGGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna312-ValAAC (98421656-98421727)  Val (AAC) 72 bp  Sc: 57.11 
ACCTGTGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCTAGATC 
>Caenorhabditis_remanei_chrUn.trna813-ValAAC (39582167-39582095)  Val (AAC) 73 bp  Sc: 60.97 
GGTCTCGTGGTGTAGCGGTAATCACATCTGCCTAACACACGGAAGGTCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna602-ValAAC (111329214-111329142)  Val (AAC) 73 bp  Sc: 66.24 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCAGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna243-ValAAC (74456737-74456809)  Val (AAC) 73 bp  Sc: 68.23 
GGTCTCGTGGTGTAATGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
TCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna213-ValAAC (65122242-65122314)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna545-ValAAC (128590523-128590451)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna644-ValAAC (96758940-96758868)  Val (AAC) 73 bp  Sc: 71.10 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGCCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna573-ValAAC (120642606-120642534)  Val (AAC) 73 bp  Sc: 73.98 
GGTCCCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna148-ValAAC (39582280-39582352)  Val (AAC) 73 bp  Sc: 75.19 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna717-ValAAC (73144321-73144249)  Val (AAC) 73 bp  Sc: 75.19 
GGTCTCGTGGTGTAGCGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna812-ValAAC (39943181-39943109)  Val (AAC) 73 bp  Sc: 75.70 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGATCGGTGGTTCGAGC 
CCACCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna199-ValAAC (59134261-59134333)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna470-ValAAC (148653002-148653074)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna761-ValAAC (58672341-58672269)  Val (AAC) 73 bp  Sc: 77.11 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGAGC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna274-ValAAC (87373031-87373103)  Val (AAC) 73 bp  Sc: 78.53 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGTGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna185-ValAAC (52579826-52579898)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna186-ValAAC (52581644-52581716)  Val (AAC) 73 bp  Sc: 78.58 
GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna544-ValAAC (129038504-129038432)  Val (AAC) 73 bp  Sc: 78.58 



GGTTTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAAATCA 
>Caenorhabditis_remanei_chrUn.trna342-ValAAC (106029851-106029923)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna379-ValAAC (120188530-120188602)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna425-ValAAC (135193215-135193287)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna475-ValAAC (147787653-147787581)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna7-ValAAC (1171933-1172005)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna729-ValAAC (69947758-69947686)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna935-ValAAC (6269431-6269359)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna955-ValAAC (1166442-1166370)  Val (AAC) 73 bp  Sc: 79.07 
GGTCTCGTGGTGTAGTGGTTATCACATCTGTCTAACACACAGAAGGTCGGCGGTTCGATC 
CCGCCCGAGATCA 
>Caenorhabditis_remanei_chrUn.trna397-ValCAC (122633459-122633542)  Val (CAC) 84 bp  Sc: 48.80 
GCCGGGGTAGCTAAGTGGCAAAGGCGCAGGTTTCACGAGTCTGTGGATGTAAATCCTTTA 
GGGGTTCGATTCCCCTCCCCGGCA 
>Caenorhabditis_remanei_chrUn.trna521-ValCAC (133126656-133126584)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna549-ValCAC (127623169-127623097)  Val (CAC) 73 bp  Sc: 78.64 
GGTCCTGTAGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna278-ValCAC (90223333-90223405)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna669-ValCAC (90221577-90221505)  Val (CAC) 73 bp  Sc: 79.04 
GGTCCTGTGGTGTAGAGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna164-ValCAC (45049065-45049137)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna258-ValCAC (82275015-82275087)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna634-ValCAC (100078926-100078854)  Val (CAC) 73 bp  Sc: 80.71 
GGTCCACTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCGTGGACCT 
>Caenorhabditis_remanei_chrUn.trna797-ValCAC (45455093-45455021)  Val (CAC) 73 bp  Sc: 83.58 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTCACACGCAGAAGGTCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna532-ValTAC (131397020-131396948)  Val (TAC) 73 bp  Sc: 78.88 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGGCCGCCGGTTCGATC 
CCGGCCAGGACCT 
>Caenorhabditis_remanei_chrUn.trna441-ValTAC (142490133-142490205)  Val (TAC) 73 bp  Sc: 80.69 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGATC 
CCGGCTAGGACCT 
>Caenorhabditis_remanei_chrUn.trna811-ValTAC (41234640-41234568)  Val (TAC) 73 bp  Sc: 80.93 
GGTCCTATGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCTAGGACCT 
>Caenorhabditis_remanei_chrUn.trna713-ValTAC (73741551-73741479)  Val (TAC) 73 bp  Sc: 81.33 
GGTCCTGTGGTGTAGTGGTTATCACGTCTGCTTTACACGCAGAAGATCGCCGGTTCGAAC 
CCGGCCAGGACCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg342.trna2-AlaCGC (19302-19230)  Ala (CGC) 73 bp  Sc: 70.58 
GGGGAATTAGCTCAGTTGGTAGAGTGCTGCGATCGCACCGCAGAGGTCAGGGGTTCGAGT 



CTCCTATTCTCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg362.trna3-AlaGGC (444096-444024)  Ala (GGC) 73 bp  Sc: 68.63 
GGGGCTATAACTCAGTTGGTAGAGTGTCACAATGGCATTGTGAAAGCCAGCGGTTCGAGT 
CCGCTTAGCTCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg362.trna5-AlaTGC (33598-33526)  Ala (TGC) 73 bp  Sc: 86.03 
GGGGGGTTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCAAGT 
CCGCTACTCTCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg361.trna1-ArgACG (180156-180229)  Arg (ACG) 74 bp  Sc: 73.06 
GGGCTTGTAGCTTAGTGGATTAGAGCGCGTGGCTACGAACCACGAGGTCGGGGGTTCAAG 
TCCCTCCAAGCCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg337.trna1-ArgCCG (30301-30373)  Arg (CCG) 73 bp  Sc: 71.75 
GGACACGTAGCTCAGTGGATAGAGCACCAGGTTCCGGTCCTGGGTGTCGGGGGTTCAAAT 
CCCTCCGTGTTCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg346.trna1-ArgCCT (1215-1142)  Arg (CCT) 74 bp  Sc: 77.24 
GGGGCTGTGGCTCAGCAGGATAGAGCAAGCGCCTCCTAAGCGCTAGGTCGCCGGTTCAAA 
TCCGGCCAGTCCCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg348.trna1-ArgTCT (15133-15061)  Arg (TCT) 73 bp  Sc: 82.59 
GGGTGTGTAGCTCAATGGATAGAGCAACAGCCTTCTAAGCTGTCGGTTACAGGTTCGAGT 
CCTGTCACACCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg187.trna1-AsnGTT (6264-6193)  Asn (GTT) 72 bp  Sc: 77.25 
TCCTCAGTAGCTCAGTGGTAGAGCGGTCGGCTGTTAACCGATTGGTCGTAGGTTCGAATC 
CTACCTGGGGAG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg342.trna1-AspGTC (10484-10557)  Asp (GTC) 74 bp  Sc: 79.90 
GGGACTGTAGTTCAACTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAA 
TCCCGTCAGTCCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg274.trna1-CysGCA (10940-10870)  Cys (GCA) 71 bp  Sc: 62.07 
GGCGGCATAGCCAAGTGGTAAGGCAGGGGTCTGCAAAATCCTTATCCCCAGTTCGAATCT 
GGGTGCCGCCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg331.trna2-GlnTTG (21980-21909)  Gln (TTG) 72 bp  Sc: 57.81 
TGGGGTGTCGCCAAGCGGTAAGGCAGCGGGTTTTGGTCTCGCCATTCCTAGGTTCGAATC 
CTAGCACCCCAG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg361.trna4-GluTTC (44573-44498)  Glu (TTC) 76 bp  Sc: 51.78 
GCCCCCATCGTCTAGTGGCCTAGGACACCTCCCTTTCACGGAGGCGACAGGGATTCGACT 
TCCCTTGGGGGTATCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg292.trna1-GlyGCC (6606-6535)  Gly (GCC) 72 bp  Sc: 72.79 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC 
GCGTCTCCCGCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg360.trna2-GlyTCC (73966-73896)  Gly (TCC) 71 bp  Sc: 68.07 
GCGGGTGTAGTTTAGTGGTAAAACCTTAGCCTTCCAAGCTAATGATGGGGGTTCGATTCC 
CCCCACCCGCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg326.trna1-HisGTG (26358-26286)  His (GTG) 73 bp  Sc: 66.28 
GCGAGCGTAGCCAAGTGGTTAAGGCACCGGGTTGTGGTCCCGGCATTCGTGGGTTCAAGT 
CCCATCGTTCGCC 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg360.trna1-IleGAT (107294-107370)  Ile (GAT) 77 bp  Sc: 84.47 
GGGCTATTAGCTCAGCTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCTCTGGTTCAAG 
TCCAGAATAGCCCACCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg359.trna1-LeuCAA (48372-48291)  Leu (CAA) 82 bp  Sc: 64.48 
GGGCGGATGGCGAAATTGGTAGACGCACCACACTCAAAATGTGGCGGCTTCGGTCATGGG 
GGTTCGAGTCCCCCTCTGCCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg185.trna1-LeuCAG (984-901)  Leu (CAG) 84 bp  Sc: 61.76 
GCGGGACTGGCGGAATTGGTAGACGCGCTAGATTCAGATTCTAGTGTCCTTAAGGACTTT 
CGGGTTCAAGTCCCGAGTTCCGCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg318.trna1-LeuGAG (10252-10171)  Leu (GAG) 82 bp  Sc: 56.53 
GCGGATGTGGTGGAATCGGTAGACACGCACGCTTGAGGGGCGTGTGGCTCACGCCATGCG 
AGTTCAAGTCTCGCCATCCGCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg362.trna2-LeuTAG (601909-601989)  Leu (TAG) 81 bp  Sc: 63.59 
GCGGACGTGGCGGAATTGGTAGACGCGCTAGATTTAGGTTCTAGTGTCTTTGGCGTGAGA 
GTTCGAGTCTCTCCGTCCGCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg342.trna3-LysTTT (16985-16914)  Lys (TTT) 72 bp  Sc: 73.01 
GGGTCGCTAGCTCAGCGGTAGAGCACTCGGCTTTTAACCGATTGGTCTTGGGTTCGAATC 
CCAGGCGACCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg361.trna3-MetCAT (417912-417840)  Met (CAT) 73 bp  Sc: 47.51 
CCAGGGTTGGCCGAGCGGTTTAGGCAACGAACTCATAATTCGTGCTAGGCAGGTTCAACT 
CCTGCACCCTGGA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg238.trna1-MetCAT (2609-2536)  Met (CAT) 74 bp  Sc: 74.41 
GGCTCGGTAGCTCAGTTGGTTAGAGCAGGGGACTCATAAGCCCAAGGTCGGCAGTTCAAA 
TCTGCCTCGAGCCA 



>Crocosphaera_watsonii_WH8501_WH_8501_ctg361.trna2-PheGAA (343326-343398)  Phe (GAA) 73 bp  Sc: 83.48 
GCCGGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCAAGT 
CCGCCTCCTGGCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg358.trna1-ProCGG (79236-79163)  Pro (CGG) 74 bp  Sc: 82.48 
CGGGATGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGCTGGTTCGAA 
TCCAGTCATCCCGA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg188.trna1-ProGGG (1358-1285)  Pro (GGG) 74 bp  Sc: 72.46 
CGGGGCGTAGCGCAGCTTGGTAGCGCACTACTTTGGGGTAGTAGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg331.trna1-SerCGA (19460-19544)  Ser (CGA) 85 bp  Sc: 64.77 
GGAGAGGTGGCAGAGTGGTTGAATGCGGCAGTCTCGAAAACTGCTTTGTCGCAAGGCAAC 
GAGGGTTCGAATCCCTCCCTCTCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg362.trna4-SerGCT (162496-162410)  Ser (GCT) 87 bp  Sc: 70.42 
GGAGAGGTGGCTGAGTGGTTGAAAGCGGCTCCCTGCTAAGGAGTTATGGGGTAACACCCA 
TCGAGGGTTCGAATCCCTCCCTCTCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg357.trna1-SerGGA (80782-80696)  Ser (GGA) 87 bp  Sc: 68.56 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCAGCACTGGAAATGCTGTTTAGGCGTAAGTCTA 
ACGAGGGTTCGAATCCCTCCCTCTCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg270.trna1-SerTGA (6634-6549)  Ser (TGA) 86 bp  Sc: 60.03 
GGAGAGGTGGCAGAGTGGTCGAACGCGCCCGACTTGAAATCGGGTTTGGTTAATAGCCAA 
CGTGGGTTCGAATCCCACCCTCTCCG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg237.trna1-ThrCGT (1976-1904)  Thr (CGT) 73 bp  Sc: 75.45 
GCCACGTTAGCTCAGTTGGTAGAGCACATCACTCGTAATGATAAGGCCGCGAGTTCAAGT 
CTCGCACGTGGCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg108.trna2-ThrGGT (1469-1398)  Thr (GGT) 72 bp  Sc: 79.24 
GCCCGTGTGGCTCAGTGGTAGAGCACACCCTTGGTAAGGGTGAGGTCACGAGTTCAATCC 
TCGTCACGGGCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg319.trna1-ThrTGT (14256-14184)  Thr (TGT) 73 bp  Sc: 83.40 
GCTTCCTTAGCTCAGTTGGTAGAGCAACTCACTTGTAATGAGTAGGTCGTCGGTTCAAGT 
CCGACAGGGAGCT 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg289.trna1-TrpCCA (9175-9247)  Trp (CCA) 73 bp  Sc: 74.41 
GCGCTCTTAGTTCAGTTGGTAGAACGCAGGTCTCCAAAACCTGATGTCGGGGGTTCAAGT 
CCTCCAGGGCGTG 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg108.trna1-TyrGTA (1567-1483)  Tyr (GTA) 85 bp  Sc: 65.49 
GGGTCGATGCCCGAGTGGTTAATGGGGGCGGACTGTAAATCCGCTGGCTATGCCTACGCT 
GGTTCAAATCCAGCTCGGCCCACCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg319.trna2-ValGAC (4452-4379)  Val (GAC) 74 bp  Sc: 83.06 
GGACGTATAGCTCAGTTGGTTAGAGTACATCGTTGACATCGATGGGGTCACTGGTTCGAG 
TCCAGTTACGTCCA 
>Crocosphaera_watsonii_WH8501_WH_8501_ctg362.trna1-ValTAC (441478-441552)  Val (TAC) 75 bp  Sc: 85.24 
GGGCGATTAGCTCAGCGGTAGAGCTCCTGCCTTACAAGCAGGCTGTCACTGGTTCAAATC 
CAGTATCGCCCACTA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna12-AlaAGC (1054135-1054043)  Ala (AGC) 93 bp  Sc: 54.78 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATCTTCGTATTAGGTTCTGATTTG 
ACGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr11.trna3-AlaAGC (334687-334593)  Ala (AGC) 95 bp  Sc: 52.85 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATCTTCTTCCGTCCATAGGTTCTT 
TGACGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna17-AlaAGC (59158-59067)  Ala (AGC) 92 bp  Sc: 55.58 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATCTTCTAAACAAAAGGTTCTTGA 
CGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna16-AlaAGC (81257-81166)  Ala (AGC) 92 bp  Sc: 55.16 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATCTTCTTTTCGAAAGATTCTTGA 
CGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna4-AlaAGC (848246-848341)  Ala (AGC) 96 bp  Sc: 57.37 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATTTTATCTAAACTTTAAGATCAT 
TTGACGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna5-AlaAGC (853475-853569)  Ala (AGC) 95 bp  Sc: 58.51 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATTTTAACATTTATTAAAATTACT 
TGACGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna6-AlaAGC (855458-855550)  Ala (AGC) 93 bp  Sc: 57.48 
GGGGGTGTAGCTCATTTGGCAGAGCGCGTCATTAGCATTTTATTGCAATTAAAATTCTTG 
ACGAGGTACTGGGTTCAATTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr5.trna2-AlaCGC (357639-357721)  Ala (CGC) 83 bp  Sc: 47.81 
GGGGGTGTGGTCAAGGGGTATGACAAGCGATCCGCATTTAGGACGCTTTTCGCTTAGCCT 
GGGTTCGAGTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr5.trna6-AlaCGC (481955-481873)  Ala (CGC) 83 bp  Sc: 47.18 



GGGGGTGTGGTCAAGGGGTATGACAAGCGATCCGCATTCAGGACGCTTTTCGCTTAGCCT 
GGGTTCGAGTCCCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna13-AlaTGC (1832935-1832844)  Ala (TGC) 92 bp  Sc: 53.81 
GGGGGTGTAGCTCACTTGGTAGAGCGCGTCATTTGCACTGTCGAATACAGTAGGACTTGA 
CGAGGTACTGAGTTCGATCCTCAGCTCCTCCA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna7-ArgACG (499931-499829)  Arg (ACG) 103 bp  Sc: 65.40 
GTCCGCGTAGCACAGTGGTAGTGCGCTTGACTACGATCTTGTCCTTTGTAAAAGTGACTA 
GGACGACATCAAGAGGTCGCGATTTCGAATATCGCCGTGGATT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna1-ArgACG (52439-52529)  Arg (ACG) 91 bp  Sc: 64.39 
GTCCGCGTAGCACAGTGGTAGTGCGCTTGACTACGATTCCTCCTTCTGGATCCGAATCAA 
GAGGTCGCGATTTCGAATATCGCCGTGGATT 
>Cryptococcus_neoformans_var_JEC21_chr10.trna3-ArgACG (639486-639601)  Arg (ACG) 116 bp  Sc: 63.92 
GTCCGCGTAGCACAGTGGTAGTGCGCTTGACTACGATTACGTTGGCATATTTTGCTTTAG 
CAGGTGTGCTTAGGGTCTGAATCAAGAGGTCGCGATTTCGAATATCGCCGTGGATT 
>Cryptococcus_neoformans_var_JEC21_chr10.trna6-ArgCCG (745195-745116)  Arg (CCG) 80 bp  Sc: 56.40 
GTTCGCATGGTGCAGTGGTAGCATATCGCTTTCCGGTGGTGGTTCGGCGAAGATCATGGG 
TTCGAACCCCATTGCGAATT 
>Cryptococcus_neoformans_var_JEC21_chr4.trna9-ArgCCT (1471206-1471109)  Arg (CCT) 98 bp  Sc: 57.76 
GCCGGCGTGGCCAAATGGTTACGGCGTCCGCTTCCTATTAAACGATTATCGAATCAGCCG 
GTAGCGGGAGATTGTGGGTTCGATCCCCACCGTTGGTT 
>Cryptococcus_neoformans_var_JEC21_chr4.trna8-ArgCCT (1477070-1476973)  Arg (CCT) 98 bp  Sc: 59.67 
GCCGGCGTGGCCAAATGGTTACGGCGTCCGCTTCCTATTAAATGATTTTAAAATCAGCCG 
GTAGCGGGAGATTGTGGGTTCGATCCCCACCGTTGGTT 
>Cryptococcus_neoformans_var_JEC21_chr6.trna16-ArgCCT (275639-275540)  Arg (CCT) 100 bp  Sc: 55.71 
GCCGGCGTGGCCAAACGGTTACGGCGTCCGCTTCCTAGTACAATCAGTTAATACCTGATC 
CGAAAGCGGGAGATTGTGGGTTCGATCCCCACCGTTGGTT 
>Cryptococcus_neoformans_var_JEC21_chr9.trna8-ArgTCG (1071772-1071683)  Arg (TCG) 90 bp  Sc: 58.51 
GGGCTTGTGTTGCAGTGGTAGCATTCTAGACTTCGAGGTCGTGAACTGGAGTTTATCTAG 
CGGTCGCGGGTTCAAATCCCGTCGAGCCTT 
>Cryptococcus_neoformans_var_JEC21_chr10.trna1-ArgTCG (116270-116359)  Arg (TCG) 90 bp  Sc: 58.51 
GGGCTTGTGTTGCAGTGGTAGCATTCTAGACTTCGAGGTCGTGAACTGGAGTTTATCTAG 
CGGTCGCGGGTTCAAATCCCGTCGAGCCTT 
>Cryptococcus_neoformans_var_JEC21_chr6.trna7-ArgTCG (1250086-1249997)  Arg (TCG) 90 bp  Sc: 58.51 
GGGCTTGTGTTGCAGTGGTAGCATTCTAGACTTCGAGGTCGTGAACTGGAGTTTATCTAG 
CGGTCGCGGGTTCAAATCCCGTCGAGCCTT 
>Cryptococcus_neoformans_var_JEC21_chr6.trna6-ArgTCG (1270980-1271069)  Arg (TCG) 90 bp  Sc: 58.51 
GGGCTTGTGTTGCAGTGGTAGCATTCTAGACTTCGAGGTCGTGAACTGGAGTTTATCTAG 
CGGTCGCGGGTTCAAATCCCGTCGAGCCTT 
>Cryptococcus_neoformans_var_JEC21_chr10.trna11-ArgTCG (27134-27045)  Arg (TCG) 90 bp  Sc: 58.51 
GGGCTTGTGTTGCAGTGGTAGCATTCTAGACTTCGAGGTCGTGAACTGGAGTTTATCTAG 
CGGTCGCGGGTTCAAATCCCGTCGAGCCTT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna4-ArgTCT (1124405-1124493)  Arg (TCT) 89 bp  Sc: 64.22 
GCCCGTGTGGCCTAATGGTTAAGGCTTCTGACTTCTAGGTTACGCAAGTGACTATCAGAG 
GATTGTGGGTTCGAGTCCCACCTTGGGCT 
>Cryptococcus_neoformans_var_JEC21_chr4.trna11-AsnGTT (1111136-1111046)  Asn (GTT) 91 bp  Sc: 67.74 
TGCCCCGTGGCTGAGTTGGTTACAGCGGTTGACTGTTAGTTAATAAACTAATTTAATCAG 
ACGGTCCAGAGTTCGAGTCTCTGCGGGGCAG 
>Cryptococcus_neoformans_var_JEC21_chr4.trna5-AsnGTT (1277557-1277654)  Asn (GTT) 98 bp  Sc: 68.42 
TGCCCCGTGGCTGAGTTGGTTACAGCGGTTGACTGTTAGTTAATAATTAATTATCACTAA 
TAATCAGACGGTCCAGAGTTCGAGTCTCTGCGGGGCAG 
>Cryptococcus_neoformans_var_JEC21_chr14.trna2-AsnGTT (408731-408828)  Asn (GTT) 98 bp  Sc: 68.44 
TGCCCCGTGGCTGAGTTGGTTACAGCGGTTGACTGTTAGTTAATAATTAATTAACACTAA 
TAATCAGACGGTCGAGAGTTCGAGTCTCTCCGGGGCAG 
>Cryptococcus_neoformans_var_JEC21_chr9.trna5-AsnGTT (912580-912677)  Asn (GTT) 98 bp  Sc: 68.30 
TGCCCCGTGGCTGAGTTGGTTACAGCGGTTGACTGTTAGTTAATAATTAATTATCACTAA 
TAATCAGACGGTCGAGAGTTCGAGTCTCTCCGGGGCAG 
>Cryptococcus_neoformans_var_JEC21_chr11.trna2-AspGTC (975753-975671)  Asp (GTC) 83 bp  Sc: 46.86 
TTCCTGTTCGTATAACGGCTAGTATGCTCGCTTGTCACTAACAGTGTCCGCGGGAGATCG 
GAGTTCGATTCTCCGACAGGAAG 
>Cryptococcus_neoformans_var_JEC21_chr14.trna3-CysGCA (461000-461087)  Cys (GCA) 88 bp  Sc: 66.26 
GTGGGAGTAGCTCAGTTTTGGTTAGAGCAACCGATTGCAATTATTTGTAATCATCGGTAG 
GTCGTGGGTTCGAATCCCACTTCCCACT 
>Cryptococcus_neoformans_var_JEC21_chr14.trna4-CysGCA (461156-461246)  Cys (GCA) 91 bp  Sc: 66.29 
GTGGGAGTAGCTCAGTTTTGGTTAGAGCAACCGATTGCAATTTTATATCGCAAATATCGG 
TAGGTCGTGGGTTCGAATCCCACTTCCCACT 
>Cryptococcus_neoformans_var_JEC21_chr2.trna8-CysGCA (79263-79172)  Cys (GCA) 92 bp  Sc: 66.91 
GTGGGAGTAGCTCAGTTTTGGTTAGAGCAACCGATTGCAATTTTATATTTGTAATCATCG 



GTAGGTCGTGGGTTCGAATCCCACTTCCCACT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna2-GlnCTG (54419-54490)  Gln (CTG) 72 bp  Sc: 63.50 
GGCTTCTTAGTATAACGGTTAGTACATGAGATTCTGATTCTCGTGACCTGGGTTCGACTC 
CCAGAGAGGCCT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna3-GlnCTG (64079-64150)  Gln (CTG) 72 bp  Sc: 63.50 
GGCTTCTTAGTATAACGGTTAGTACATGAGATTCTGATTCTCGTGACCTGGGTTCGACTC 
CCAGAGAGGCCT 
>Cryptococcus_neoformans_var_JEC21_chr8.trna1-GlnCTG (155881-155952)  Gln (CTG) 72 bp  Sc: 63.50 
GGCTTCTTAGTATAACGGTTAGTACATGAGATTCTGATTCTCGTGACCTGGGTTCGACTC 
CCAGAGAGGCCT 
>Cryptococcus_neoformans_var_JEC21_chr3.trna1-GlnTTG (272703-272784)  Gln (TTG) 82 bp  Sc: 52.32 
GGCGATATCGTCTAGTGGTTAGGACGTTCGGTTTTGATTTAATCATGTCCGAGCAACCTG 
GGTTCGATCCCCAGTAGCGCCT 
>Cryptococcus_neoformans_var_JEC21_chr9.trna10-GlnTTG (819632-819529)  Gln (TTG) 104 bp  Sc: 56.74 
GGCGACATCGTCTAGTGGTTAGGACGTTCGGTTTTGAAGGATAGCGTGGTAATCCGCGTA 
CTTCAACTATCCGAACGACCTGGGTTCGAACCCCAGTGACGCCT 
>Cryptococcus_neoformans_var_JEC21_chr10.trna10-GluCTC (100305-100211)  Glu (CTC) 95 bp  Sc: 54.47 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAGTATCTAGTTTGTCTAGTCTGTG 
CGCGGTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna2-GluCTC (119342-119438)  Glu (CTC) 97 bp  Sc: 54.87 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAGTGATTGGATTTATCCAGTTCTG 
TTCGCGGTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna9-GluCTC (120117-120021)  Glu (CTC) 97 bp  Sc: 56.15 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAATGATTGGATTTATCCAGTTTTG 
TTCGCGGTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna18-GluCTC (12772-12677)  Glu (CTC) 96 bp  Sc: 53.68 
TCTTCAGTAGTATAACGGTTAGTATAACCGCTTCTCAGGCCTCAAGTTTCTTGGTTCGGT 
TCGCGGTAGACCAGGGTTCAACTCCCTGCTGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr2.trna3-GluCTC (1542184-1542088)  Glu (CTC) 97 bp  Sc: 55.01 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAGTAATTGGAATTATCCGGTTCTG 
TTCGCGGTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna2-GluCTC (168188-168283)  Glu (CTC) 96 bp  Sc: 53.97 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAGTATCTGGATCTTCCAGTCATGT 
TCGCGGTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna10-GluCTC (2281275-2281185)  Glu (CTC) 91 bp  Sc: 53.84 
TCTTCATTAGTATAACGGTTAGTATAACCGCTTCTCAGTACTAATCCCAGTCTGTGCGCG 
GTAGACCAGGGTTCAACTCCCTGATGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna1-GluCTC (33888-33985)  Glu (CTC) 98 bp  Sc: 55.85 
TCTTCAGTAGTATAACGGTTAGTATAACCGCTTCTCAGTTTTCGAGAACTTTCGATTTCT 
GTTCGCGGTAGACCAGGGTTCAACTCCCTGCTGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna15-GluCTC (642881-642786)  Glu (CTC) 96 bp  Sc: 55.09 
TCTTCAGTAGTATAACGGTTAGTATAACCGCTTCTCATTTGAAGTCGTTTTCTTCGGTGG 
ACGCGGTAGACCAGGGTTCAACTCCCTGCTGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna6-GluTTC (1322357-1322449)  Glu (TTC) 93 bp  Sc: 65.16 
TCTTCGATAGTACAGGGGTTAGTATATCCGCTTTTCAGGAACTCAACTTCCAATGTGGCG 
CGGACGACCCGGGTTCGAATCCCGGTCGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr11.trna5-GluTTC (206701-206609)  Glu (TTC) 93 bp  Sc: 64.52 
TCTTCGATAGTACAGGGGTTAGTATATCCGCTTTTCAGGAACTCAACTTCCAACGTGGCG 
CGGACGACCCGGGTTCGAATCCCGGTCGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna9-GluTTC (790780-790688)  Glu (TTC) 93 bp  Sc: 64.66 
TCTTCGATAGTACAGGGGTTAGTATATCCGCTTTTCAGGAACTCAACTTCCAAGGTGGCG 
CGGACGACCCGGGTTCGAATCCCGGTCGGAGAA 
>Cryptococcus_neoformans_var_JEC21_chr11.trna4-GlyCCC (226495-226387)  Gly (CCC) 109 bp  Sc: 43.41 
ACGCTGTTGGTGTATTGGTAACATTAGAGCTTCCCATTTATGAGTTTAATGGCCGCCCTT 
TAGTGTCGGATAATTGCTCTAGCACGGGGTTCGATTCCCCGACAGCGTA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna8-GlyCCC (473280-473178)  Gly (CCC) 103 bp  Sc: 42.37 
ACGCTGTTGGTGTATTGGTAACATTAGAGCTTCCCATTAGCTTCAATGGCCGTCTTCAGG 
CGGATAATTGCTCTAGCACGGGGTTCGATTCCCCGACAGCGTA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna14-GlyGCC (1375591-1375521)  Gly (GCC) 71 bp  Sc: 56.25 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATCGATGCGGCAAGGGTTCGACTCC 
CTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr14.trna1-GlyGCC (198564-198634)  Gly (GCC) 71 bp  Sc: 56.25 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATCGATGCGGCAAGGGTTCGACTCC 
CTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr14.trna6-GlyGCC (96795-96725)  Gly (GCC) 71 bp  Sc: 56.25 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATCGATGCGGCAAGGGTTCGACTCC 
CTTACGGTGTA 



>Cryptococcus_neoformans_var_JEC21_chr6.trna2-GlyGCC (726516-726586)  Gly (GCC) 71 bp  Sc: 56.25 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATCGATGCGGCAAGGGTTCGACTCC 
CTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna11-GlyGCC (1060538-1060457)  Gly (GCC) 82 bp  Sc: 49.51 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATTTGGTGATTTTCGATGCGGCAAG 
GGTTCGACTCCCTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna10-GlyGCC (1111357-1111276)  Gly (GCC) 82 bp  Sc: 49.66 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATTAGGTGATTTTCGATGCGGCAAG 
GGTTCGACTCCCTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna10-GlyGCC (1115277-1115179)  Gly (GCC) 99 bp  Sc: 50.33 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATTTCAGTTATTAATAAACGGGATG 
AAGATCGATGCGGCAAGGGTTCGACTCCCTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna13-GlyGCC (161830-161749)  Gly (GCC) 82 bp  Sc: 48.74 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATTTGGCTACTTTCGATGCGGCAAG 
GGTTCGACTCCCTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr3.trna2-GlyGCC (296457-296538)  Gly (GCC) 82 bp  Sc: 49.80 
ACACCGTTGGTGAAACGGTATCATGCATCGTTGCCATTAGGTGAATTTCGATGCGGCAAG 
GGTTCGACTCCCTTACGGTGTA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna7-GlyTCC (1052585-1052656)  Gly (TCC) 72 bp  Sc: 63.13 
GCGCTAATCGTCTAGTGGTTAGGATGGCTCCCTTCCAAGGAGTCGACCGGCGTTCGAATC 
GCCGTTGGCGCA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna9-GlyTCC (1164559-1164488)  Gly (TCC) 72 bp  Sc: 63.13 
GCGCTAATCGTCTAGTGGTTAGGATGGCTCCCTTCCAAGGAGTCGACCGGCGTTCGAATC 
GCCGTTGGCGCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna7-GlyTCC (1145686-1145765)  Gly (TCC) 80 bp  Sc: 56.66 
GCGCTAATCGTCTAGTGGTTAGGATGGCTCCCTTCCATAAGTTCAAGGAGTCGACCGGCG 
TTCGAATCGCCGTTGGCGCA 
>Cryptococcus_neoformans_var_JEC21_chr2.trna7-HisGTG (221818-221747)  His (GTG) 72 bp  Sc: 73.65 
GTCCCTATAGTCTAGTGGTTATGACGTAACATTGTGGCTGTTGAGGCGCCTGTTCGATTC 
AGGCTAGGGACA 
>Cryptococcus_neoformans_var_JEC21_chr7.trna12-HisGTG (1059118-1059047)  His (GTG) 72 bp  Sc: 74.67 
GTCCCTATAGTCTAGTGGTTATGACGTCACATTGTGGCTGTGGAGGCGCCTGTTCGATTC 
AGGCTAGGGACA 
>Cryptococcus_neoformans_var_JEC21_chr7.trna13-HisGTG (1040734-1040648)  His (GTG) 87 bp  Sc: 45.23 
GTCTCTATCGTCTAGTTCGGTTAGGACGCTACGTTGTGGTTATACCTCAGCGCCGTGGAA 
ACGGTTGTTCGAATCAGCCTAGGGACA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna4-HisGTG (909953-910034)  His (GTG) 82 bp  Sc: 67.21 
GTCCCTATAGTCTAGTGGTTATGACGTAACATTGTGGAGTGGATAATCTGTTGAGGCGCC 
TGTTCGATTCAGGCTAGGGACA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna15-IleAAT (108254-108166)  Ile (AAT) 89 bp  Sc: 56.70 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATCATTAAGTTATTACTCCAA 
GGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna1-IleAAT (119969-120057)  Ile (AAT) 89 bp  Sc: 57.62 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATTAAAAAGTTATTACTCCAA 
GGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna14-IleAAT (127579-127491)  Ile (AAT) 89 bp  Sc: 58.12 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATTAAAAATTTATTACTCCAA 
GGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna2-IleAAT (139526-139615)  Ile (AAT) 90 bp  Sc: 57.12 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATAAATAACGTTATTACTCCA 
AGGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna12-IleAAT (183511-183423)  Ile (AAT) 89 bp  Sc: 56.70 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATCATTAAGTTATTACTCCAA 
GGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna2-IleAAT (464299-464389)  Ile (AAT) 91 bp  Sc: 57.52 
GGTCGATTATATCAGTTGGTTTAGATAGTGGAGCTAATAATAAAAATGAGTTATTACTCC 
AAGGTCGGCGGTTCGATCCCGTCATCGATCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna9-IleTAT (1511516-1511605)  Ile (TAT) 90 bp  Sc: 56.60 
TTCCCGTTAACTCAGTGGTCAGAGTAGTGTGCTTATGAGGATACAGTTTTATTTTCACAC 
CGGTCGTGGGTTCAACTCCCACACGGGAAA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna16-LeuAAG (1197701-1197601)  Leu (AAG) 101 bp  Sc: 50.74 
GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGtgttgtACAACACTGAAAGCCC 
GGCAGTCCTCCGGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna15-LeuAAG (1199520-1199420)  Leu (AAG) 101 bp  Sc: 50.60 
GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGtgttgtTCAACACTGAAAGCCC 
GGCAGTCCTCCGGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna8-LeuAAG (1208523-1208623)  Leu (AAG) 101 bp  Sc: 50.60 



GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGtgttgtTCAACACTGAAAGCCC 
GGCAGTCCTCCGGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna17-LeuAAG (232120-232020)  Leu (AAG) 101 bp  Sc: 50.60 
GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGtgttgtTCAACACTGAAAGCCC 
GGCAGTCCTCCGGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr11.trna1-LeuAAG (573294-573396)  Leu (AAG) 103 bp  Sc: 51.63 
GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGTAATCGTTGTATTACGTAAGCA 
CCGGCAGTCCGTAAGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna9-LeuAAG (964404-964302)  Leu (AAG) 103 bp  Sc: 52.91 
GGCGAGATGTGTGAGTGGTCTAAACAGCTGTCTTAAGGTAATCTTAGTATTACGTAAGCA 
TCGGCAGTCCTCCGGGGCGTGGGTTCGAATCCCACTCTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr8.trna3-LeuCAA (1016920-1017028)  Leu (CAA) 109 bp  Sc: 56.09 
GGACAGATGCCCGAGCGGTTAAGGGGACGGTCTCAAGTGGAATACACTTTCCCTGATAAG 
GGTTGAAATCCGTTGCGTAAGCGCGTGAGTTCGAATCTCACTCTGTTCA 
>Cryptococcus_neoformans_var_JEC21_chr7.trna11-LeuCAA (1104590-1104482)  Leu (CAA) 109 bp  Sc: 56.09 
GGACAGATGCCCGAGCGGTTAAGGGGACGGTCTCAAGTGGAATACACTTTCCCTGATAAG 
GGTTGAAATCCGTTGCGTAAGCGCGTGAGTTCGAATCTCACTCTGTTCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna4-LeuCAA (666869-666977)  Leu (CAA) 109 bp  Sc: 56.73 
GGACAGATGCCCGAGCGGTTAAGGGGACGGTCTCAAGTGGAAAACACTTTCCCTAATTAG 
GGTTGAAATCCGTTGCGTAAGCGCGTGAGTTCGAATCTCACTCTGTTCA 
>Cryptococcus_neoformans_var_JEC21_chr3.trna3-LeuCAG (1780260-1780174)  Leu (CAG) 87 bp  Sc: 52.61 
GGCGAAGTGTCCGAGTGGTTATGGAGTGTCGTTCAGGTGTGAAACGCCGGCATGCTTTGC 
GCGTGGGTTCGAATCCCACCTTCGTCA 
>Cryptococcus_neoformans_var_JEC21_chr2.trna2-LeuTAA (1500828-1500924)  Leu (TAA) 97 bp  Sc: 54.54 
GCGGTGTTGACCGAGTGGTTAAGGTGTCGGCCTTAAGCTAGCTCTTTTGTGATCCGATGG 
TCGAGAGACCGCGTGAGTTCGAACCTCACACACCGCA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna8-LysCTT (1170436-1170329)  Lys (CTT) 108 bp  Sc: 66.95 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACCGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr14.trna5-LysCTT (376661-376554)  Lys (CTT) 108 bp  Sc: 66.95 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACCGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr5.trna1-LysCTT (38007-38114)  Lys (CTT) 108 bp  Sc: 67.58 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACTGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr4.trna3-LysCTT (439469-439576)  Lys (CTT) 108 bp  Sc: 66.95 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACCGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr13.trna2-LysCTT (679351-679469)  Lys (CTT) 119 bp  Sc: 68.14 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAACGAGTCTATTTGAGCCGATTAT 
GGGCCATCAATCATTTCTTCGTCATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr12.trna8-LysCTT (863174-863067)  Lys (CTT) 108 bp  Sc: 66.95 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACCGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr8.trna5-LysCTT (93289-93182)  Lys (CTT) 108 bp  Sc: 66.95 
GCCCCCGTGGCGCAATCGGTAGCGCGCACGACTCTTAGAGTCTGCTTGAACCGGTTACGG 
GCCATCATCTCAATCGTGCGGTTGCGGGTTCGAGCCCCGCCGGAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr6.trna4-LysTTT (1126736-1126826)  Lys (TTT) 91 bp  Sc: 70.24 
GCCTTCGTAGCTGAGTTGGTTACAGCGTCCGACTTTTAAGCTTTCACAAGCTTATATCGG 
GCGATCACGGGTTCGAGCCCCGTCGAAGGCT 
>Cryptococcus_neoformans_var_JEC21_chr5.trna7-MetCAT (330187-330090)  Met (CAT) 98 bp  Sc: 55.40 
GCCCTCATGGTGTAGTGGTAACACGAAGGTCTCATATGAATTTGGCTCTTCGGTCAGCTC 
GTAATCCTCAGCTCTGAGTTCGATTCTCAGTGAGGGCA 
>Cryptococcus_neoformans_var_JEC21_chr3.trna4-MetCAT (436970-436889)  Met (CAT) 82 bp  Sc: 56.04 
AACAGCGTAATTCAGAGGAAGAATGCAAGGCTCATAATTATTTGGTACCTTGAAGTCGCT 
GGATCGAAACCAGCCGCTGTTA 
>Cryptococcus_neoformans_var_JEC21_chr10.trna5-MetCAT (938025-937943)  Met (CAT) 83 bp  Sc: 54.40 
AACAGCGTAATTCAGAGGAAGAATGCAAGGCTCATACTAACTTGGGTACCTTGAAGTCGC 
TGGATCGAAACCAGCCGCTGTTA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna6-MetCAT (946754-946836)  Met (CAT) 83 bp  Sc: 55.53 
AACAGCGTAATTCAGAGGAAGAATGCAAGGCTCATATTTATTTGGGTACCTTGAAGTCGC 
TGGATCGAAACCAGCCGCTGTTA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna3-MetCAT (980363-980460)  Met (CAT) 98 bp  Sc: 58.37 
GCCCTCATGGTGTAGTGGTAACACGAAGGTCTCATATGAAGTTAGCTTAATGGTTGACAT 
CTAATCCTCAGCTCTGAGTTCGATTCTCAGTGAGGGCA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna14-MetCAT (991640-991543)  Met (CAT) 98 bp  Sc: 54.41 
GCCCTCATGGTGTAGTGGTAACACGAAGGTCTCATACGACGTTGACTTTCGCGGTTAACG 



GCAATCCTCAGCTCTGAGTTCGATTCTCAGTGAGGGCA 
>Cryptococcus_neoformans_var_JEC21_chr5.trna4-PheGAA (1048157-1048066)  Phe (GAA) 92 bp  Sc: 68.16 
GGCGACATAGCTCAGTTGGGAGAGCGCACGACTGAAGTTCCGAAACTCGAGATTCAATCG 
TGCGGTCCCTGGTTCGATCCCGGGTGGCGCCA 
>Cryptococcus_neoformans_var_JEC21_chr5.trna5-PheGAA (514325-514236)  Phe (GAA) 90 bp  Sc: 71.37 
GGCGACATAGCTCAGTTGGGAGAGCGCACGACTGAAGTTCAAATAAAGAATCAAATCGTG 
CGGTCCCTGGTTCGATCCCGGGTGGCGCCA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna14-PheGAA (75509-75422)  Phe (GAA) 88 bp  Sc: 70.06 
GGCGACATAGCTCAGTTGGGAGAGCGCACGACTGAAGTTCATCAAGAATCAAATCGTGCG 
GTCCCTGGTTCGATCCCGGGTGGCGCCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna1-PheGAA (97210-97297)  Phe (GAA) 88 bp  Sc: 71.00 
GGCGGCATAGCTCAGTTGGGAGAGCGCACGACTGAAGTTCATCGAGAATCAAATCGTGCG 
GTCCCTGGTTCGATCCCGGGTGGCGCCA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna13-PheGAA (97719-97632)  Phe (GAA) 88 bp  Sc: 70.06 
GGCGACATAGCTCAGTTGGGAGAGCGCACGACTGAAGTTCATCAAGAATCAAATCGTGCG 
GTCCCTGGTTCGATCCCGGGTGGCGCCA 
>Cryptococcus_neoformans_var_JEC21_chr7.trna6-ProAGG (1284832-1284930)  Pro (AGG) 99 bp  Sc: 52.94 
GTTTCGTTGGTGCAGTGGTAGCATGCCCTCTTAGGGTTGGATTGCGTAAAAGCTTTCCGG 
CTTTGGGGGTGGTCCTCGGTTCAATCCCGGGACGAGACC 
>Cryptococcus_neoformans_var_JEC21_chr7.trna7-ProAGG (1286695-1286792)  Pro (AGG) 98 bp  Sc: 53.30 
GTTTCGTTGGTGCAGTGGTAGCATGCCCTCTTAGGGTTGGATTGCGTAAAGTTTTCCGGC 
TTTGGGGGTGGTCCTCGGTTCAATCCCGGGACGAGACC 
>Cryptococcus_neoformans_var_JEC21_chr7.trna8-ProAGG (1287455-1287552)  Pro (AGG) 98 bp  Sc: 53.94 
GTTTCGTTGGTGCAGTGGTAGCATGCCCTCTTAGGGTTGGATTACGTAAAGTTTTCCGGC 
TTTGGGGGTGGTCCTCGGTTCAATCCCGGGACGAGACC 
>Cryptococcus_neoformans_var_JEC21_chr7.trna10-ProAGG (1296964-1296867)  Pro (AGG) 98 bp  Sc: 53.30 
GTTTCGTTGGTGCAGTGGTAGCATGCCCTCTTAGGGTTGGATTGCGTAAAGTTTTCCGGC 
TTTGGGGGTGGTCCTCGGTTCAATCCCGGGACGAGACC 
>Cryptococcus_neoformans_var_JEC21_chr7.trna9-ProAGG (1297850-1297753)  Pro (AGG) 98 bp  Sc: 53.94 
GTTTCGTTGGTGCAGTGGTAGCATGCCCTCTTAGGGTTGGATTACGTAAAGTTTTCCGGC 
TTTGGGGGTGGTCCTCGGTTCAATCCCGGGACGAGACC 
>Cryptococcus_neoformans_var_JEC21_chr2.trna6-ProCGG (721098-720992)  Pro (CGG) 107 bp  Sc: 37.30 
GGCCTAATAGTGTAATCGTCGCACGCATCCTTCGGGATCGTTATTCTTCCCGCAACTTGA 
GGTTGCATAGTTTGGATGTAGTCTGGGTTCAATTCCCAGTTGGGCCC 
>Cryptococcus_neoformans_var_JEC21_chr5.trna3-ProTGG (1279571-1279485)  Pro (TGG) 87 bp  Sc: 53.52 
GGGTTTGTAGTGTAGTGGTATCGCGCTTCATTTGGGCTTCAAGGAGCACCGTTGAAGAGG 
TCCCGCGTTCGATCCGCGGCTGACCCC 
>Cryptococcus_neoformans_var_JEC21_chr1.trna17-SerCGA (870640-870545)  Ser (CGA) 96 bp  Sc: 39.93 
GGCGAGGTCGGATAGCCCGGTTATTCCGGAACATTCGAATTAATAATACGAGATGTTCTG 
CCGCAAGGCGCGTGCGTTCGAATCGCACCCTCGTCG 
>Cryptococcus_neoformans_var_JEC21_chr2.trna5-SerGCT (924355-924246)  Ser (GCT) 110 bp  Sc: 49.95 
AGAGCGATCGGATAGTGGTTATTCCGCCACATTGCTATTGTTCTTGCTCTTTTACGTAAG 
CGATTTATGTGGTGCCTTCGGGCTCGGGAGTTCGAATCTCCCTCGTTCTG 
>Cryptococcus_neoformans_var_JEC21_chr8.trna4-SerAGA (1099913-1099819)  Ser (AGA) 95 bp  Sc: 51.94 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTAGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna5-SerAGA (1243078-1243172)  Ser (AGA) 95 bp  Sc: 51.80 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTTGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr1.trna2-SerAGA (574947-575041)  Ser (AGA) 95 bp  Sc: 51.80 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTTGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr1.trna19-SerAGA (575303-575209)  Ser (AGA) 95 bp  Sc: 51.80 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTTGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr1.trna3-SerAGA (594060-594154)  Ser (AGA) 95 bp  Sc: 51.80 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTTGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr1.trna18-SerAGA (605104-605010)  Ser (AGA) 95 bp  Sc: 51.80 
GGAGTAGTGCGACAGTGGTTACTCGGTTCGATTAGAATTTTGAAATTCCTCATCGAATGC 
CGTCAGGCGCGCAGGTTCGAGTCCTGCCTGCTCCT 
>Cryptococcus_neoformans_var_JEC21_chr7.trna14-SerGCT (661424-661319)  Ser (GCT) 106 bp  Sc: 49.41 
GATACAGTCGGATAGTGGTTATTCCGTCACATTGCTATGGTTGCTTAGGTAATCAGATTA 
TGATGTGGTGCCTTCGGGCGCGTGAGTTCGAATCTCACCTGTGTCA 
>Cryptococcus_neoformans_var_JEC21_chr2.trna1-SerTGA (1294403-1294502)  Ser (TGA) 100 bp  Sc: 42.93 
CTTGATGCTCCGAGTGGTTAAGGGGCGGGACTTGAATGGATCACGTAATCCAAGAAATCC 
CGTGTCGAAAGACGCGCAGGTTCGAACCCTGCTCAAGTCG 



>Cryptococcus_neoformans_var_JEC21_chr6.trna5-ThrAGT (1237837-1237935)  Thr (AGT) 99 bp  Sc: 62.75 
GCCTCTATAGTTTAGTTGGCTATAACACCCCACTAGTAATTACCAGATCTTTTTCGCGGA 
CTAATGGGGAGGTCTGTCGTTCGAATCGGCATGGAGGCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna3-ThrAGT (511851-511947)  Thr (AGT) 97 bp  Sc: 62.14 
GCCTCTATAGTTTAGTTGGCTATAACACCCCACTAGTAGAAATGAGCGATCGCTCTCACT 
AATGGGGAGGTCTGTCGTTCGAATCGGCATGGAGGCA 
>Cryptococcus_neoformans_var_JEC21_chr9.trna11-ThrAGT (515804-515708)  Thr (AGT) 97 bp  Sc: 63.91 
GCCTCTATAGTTTAGTTGGCTATAACACCCCACTAGTAGAAATTAGCGATCGCTTTCATT 
AATGGGGAGGTCTGTCGTTCGAATCGGCATGGAGGCA 
>Cryptococcus_neoformans_var_JEC21_chr7.trna15-ThrAGT (519045-518952)  Thr (AGT) 94 bp  Sc: 64.37 
GCCTCTATAGTTTAGTTGGCTATAACACCCCACTAGTAACTTGTTTAGACATTGTCTAAT 
GGGGAGGTCTGTCGTTCGAATCGGCATGGAGGCA 
>Cryptococcus_neoformans_var_JEC21_chr6.trna13-ThrAGT (999439-999343)  Thr (AGT) 97 bp  Sc: 64.83 
GCCTCTATAGTTTAGTTGGCTATAACACCCCACTAGTAATAAGTTGTATACAACAAGCCT 
AATGGGGAGGTCTGTCGTTCGAATCGGCATGGAGGCA 
>Cryptococcus_neoformans_var_JEC21_chr2.trna4-ThrCGT (1277694-1277608)  Thr (CGT) 87 bp  Sc: 54.05 
GCCCTTGTAGCTCAGGGGTTAGAGTATGGCCTTCGTAGTTAATACGAGGTCAGGTTAGGG 
TCCATGGTTCAAATCCATGCTGGGGCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna1-ThrTGT (559251-559336)  Thr (TGT) 86 bp  Sc: 66.12 
GCCTCGGTAGTTTAGTGGTTATAATTTTTCACTTGTAGTGTTTCTACATGATGAAAGGGT 
CCTGTGTTCGACTCACAGCCGTGGCA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna7-TrpCCA (1713962-1714044)  Trp (CCA) 83 bp  Sc: 63.08 
GGAGTCGTAGTTCAGTGGTAGAATATCGGATTCCAATAATTGGAAGCATCCGCCGGTCGC 
AGGTTCAATCCCTGTCGACTTCA 
>Cryptococcus_neoformans_var_JEC21_chr5.trna8-TrpCCA (293214-293127)  Trp (CCA) 88 bp  Sc: 65.57 
GGAGCTGTAGTTCAATTGGTAGAATAACGGATTCCAACTACTTCTGGTTGATATCCGTCG 
GTCGCAGGTTCGATTCCTGTCAGCTTCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna7-TrpCCA (593521-593603)  Trp (CCA) 83 bp  Sc: 62.30 
GGAGTCGTAGTTCAGTGGTAGAATATCGGATTCCAATTACTGGAAGCATCCGCCGGTCGC 
AGGTTCAATCCCTGTCGACTTCA 
>Cryptococcus_neoformans_var_JEC21_chr13.trna1-TyrGTA (679249-679341)  Tyr (GTA) 93 bp  Sc: 56.83 
CTCTCCGTAGTTTAGTGTGGTTTAGAGCGTCAGACTGTAATTGGTTTCCAAAATCACATC 
TGAAAGTCGTGCGTTCGACTCGCACCGGGGAGA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna12-TyrGTA (752920-752829)  Tyr (GTA) 92 bp  Sc: 57.34 
CTCTCCGTAGTTTAGTGTGGTTTAGAGCGTCAGACTGTAATTGGTTACAATATCACATCT 
GAAAGTCGTGCGTTCGACTCGCACCGGGGAGA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna4-TyrGTA (772440-772532)  Tyr (GTA) 93 bp  Sc: 56.83 
CTCTCCGTAGTTTAGTGTGGTTTAGAGCGTCAGACTGTAATTGGTTAACAACTTCACATC 
TGAAAGTCGTGCGTTCGACTCGCACCGGGGAGA 
>Cryptococcus_neoformans_var_JEC21_chr11.trna6-TyrGTA (95282-95190)  Tyr (GTA) 93 bp  Sc: 56.83 
CTCTCCGTAGTTTAGTGTGGTTTAGAGCGTCAGACTGTAATTGGTTAACAATCTCACATC 
TGAAAGTCGTGCGTTCGACTCGCACCGGGGAGA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna12-ValAAC (1955472-1955384)  Val (AAC) 89 bp  Sc: 55.49 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCATCGAATGTCTTCACAGGA 
GGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna3-ValAAC (497760-497849)  Val (AAC) 90 bp  Sc: 54.98 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCACCTGAATGTCTTCACAGG 
AGGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna4-ValAAC (511669-511757)  Val (AAC) 89 bp  Sc: 55.85 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCCTTTAATGTCTTCACAGGA 
GGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna10-ValAAC (512524-512436)  Val (AAC) 89 bp  Sc: 55.35 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCCTTGAATGTCTTCACAGGA 
GGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna5-ValAAC (529453-529543)  Val (AAC) 91 bp  Sc: 55.88 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCTTTGGAAATGTCTTCACAG 
GAGGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr12.trna6-ValAAC (580145-580234)  Val (AAC) 90 bp  Sc: 55.48 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCCTTTGAATGTCTTCACAGG 
AGGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr8.trna2-ValAAC (995349-995438)  Val (AAC) 90 bp  Sc: 55.26 
GGTCACGTGATGGAGTTGGTCACCATACCTGTCTAACATTCAACGGAATGTCTTCACAGG 
AGGTCGGCGGTTCGATCCCGCCCGGGATCA 
>Cryptococcus_neoformans_var_JEC21_chr1.trna11-ValCAC (2211873-2211771)  Val (CAC) 103 bp  Sc: 73.69 
ATCTCATTGGCTCAGTTGGTTAGAGTGTTCGCTTCACATTAAAAGACAGGTCACCCGATC 
TGGTGATCGCGAAAGGTCCCCGGTTCGATCCCGGGATGGGATA 
>Cryptococcus_neoformans_var_JEC21_chr4.trna1-ValCAC (82130-82234)  Val (CAC) 105 bp  Sc: 73.79 



ATCTCATTGGCTCAGTTGGTTAGAGTGTTCGCTTCACATGATTACGGATTTTAACTCGTG 
GCTGCTGAACGCGAAAGGTCCCCGGTTCGATCCCGGGATGGGATA 
>Cyanothece_ATCC_51142_chrcircular.trna8-AlaCGC (1296226-1296298)  Ala (CGC) 73 bp  Sc: 74.91 
GGGGAATTAGCTCAGTTGGTAGAGCGCTGCGATCGCACCGCAGAGGTCAGGGGTTCGAGT 
CTCCTATTCTCCA 
>Cyanothece_ATCC_51142_chrcircular.trna24-AlaGGC (2395755-2395683)  Ala (GGC) 73 bp  Sc: 73.22 
GGGGCTATAACTCAGTTGGTAGAGTGTCACAATGGCATTGTGAAAGTCAGCGGTTCGAGT 
CCGCTTAGCTCCA 
>Cyanothece_ATCC_51142_chrcircular.trna27-AlaTGC (2010186-2010114)  Ala (TGC) 73 bp  Sc: 89.02 
GGGGAATTAGCTCAGTTGGTAGAGCGCCTGCTTTGCAAGCAGGATGTCAGCGGTTCAAGT 
CCGCTATTCTCCA 
>Cyanothece_ATCC_51142_chrcircular.trna10-ArgACG (1554004-1554080)  Arg (ACG) 77 bp  Sc: 71.17 
GGGCTTGTAGCTTAGTGGATTAGAGCGTGTGGCTACGGACCACAAGGTCGGGGGTTCGAG 
TCCCTCCAAGCCCGTCA 
>Cyanothece_ATCC_51142_chrcircular.trna35-ArgCCG (925771-925699)  Arg (CCG) 73 bp  Sc: 71.75 
GGACACGTAGCTCAGTGGATAGAGCACCAGGTTCCGGTCCTGGGTGTCGGGGGTTCAAAT 
CCCTCCGTGTTCG 
>Cyanothece_ATCC_51142_chrcircular.trna9-ArgTCT (1436795-1436867)  Arg (TCT) 73 bp  Sc: 82.59 
GGGTGTGTAGCTCAATGGATAGAGCAACAGCCTTCTAAGCTGTCGGTTACAGGTTCGAGT 
CCTGTCACACCCG 
>Cyanothece_ATCC_51142_chrcircular.trna12-AsnGTT (3341408-3341479)  Asn (GTT) 72 bp  Sc: 76.39 
TCCTCAGTAGCTCAGCGGTAGAGCGGTCGGCTGTTAACCGATTGGTCGTAGGTTCGAATC 
CTACCTGGGGAG 
>Cyanothece_ATCC_51142_chrcircular.trna26-AspGTC (2032002-2031929)  Asp (GTC) 74 bp  Sc: 77.53 
GGGACTGTAGTTCAACTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCAGTCCCG 
>Cyanothece_ATCC_51142_chrcircular.trna23-CysGCA (2649630-2649560)  Cys (GCA) 71 bp  Sc: 62.07 
GGCGGCATAGCCAAGTGGTAAGGCAGGGGTCTGCAAAATCCTTATCCCCAGTTCGAGTCT 
GGGTGCCGCCT 
>Cyanothece_ATCC_51142_chrcircular.trna17-GlnTTG (4456694-4456620)  Gln (TTG) 75 bp  Sc: 58.43 
TGGGGTGTCGCCAAGCGGTAAGGCAGCGGGTTTTGGTCTCGCCATTCCTAGGTTCGAATC 
CTAGCACCCCAGTCA 
>Cyanothece_ATCC_51142_chrcircular.trna19-GluTTC (3744620-3744548)  Glu (TTC) 73 bp  Sc: 53.30 
GCCCCCATCGTCTAGTGGCCTAGGACACCTCCCTTTCACGGAGGCGACAGGGATTCAAAT 
TCCCTTGGGGGTA 
>Cyanothece_ATCC_51142_chrcircular.trna32-GlyCCC (1462375-1462304)  Gly (CCC) 72 bp  Sc: 80.67 
GCGGATGTAGTTCAGTGGTAGAACGTCACCTTCCCAAGGTGAATGTCGTGGGTTCGAGTC 
CCATCATCCGCT 
>Cyanothece_ATCC_51142_chrcircular.trna31-GlyGCC (1493541-1493470)  Gly (GCC) 72 bp  Sc: 78.77 
GCGGGTGTAGCTCAGTGGTAGAGCGTCACCTTGCCAAGGTGAATGTCGCGCGTTCGAATC 
GCGTCACCCGCT 
>Cyanothece_ATCC_51142_chrcircular.trna2-GlyTCC (43196-43266)  Gly (TCC) 71 bp  Sc: 68.07 
GCGGGTGTAGTTTAGTGGTAAAACCTTAGCCTTCCAAGCTAATGATGGGGGTTCGATTCC 
CCCCACCCGCT 
>Cyanothece_ATCC_51142_chrcircular.trna20-HisGTG (3240895-3240820)  His (GTG) 76 bp  Sc: 67.64 
GCGAGCGTAGCCAAGTGGTTAAGGCACCGGATTGTGGTTCCGGCATTCGTGGGTTCAAGT 
CCCATCGTTCGCCCTA 
>Cyanothece_ATCC_51142_chrcircular.trna15-IleGAT (3952535-3952611)  Ile (GAT) 77 bp  Sc: 83.05 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCAAG 
TCCAGGATGGCCCACCT 
>Cyanothece_ATCC_51142_chrcircular.trna16-IleGAT (4104482-4104558)  Ile (GAT) 77 bp  Sc: 83.05 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCAAG 
TCCAGGATGGCCCACCT 
>Cyanothece_ATCC_51142_chrcircular.trna1-LeuCAA (19689-19770)  Leu (CAA) 82 bp  Sc: 64.48 
GGGCGGATGGCGAAATTGGTAGACGCACCACACTCAAAATGTGGCGGCTTCGGTCATGGG 
GGTTCGAGTCCCCCTCTGCCCA 
>Cyanothece_ATCC_51142_chrcircular.trna4-LeuCAG (406277-406363)  Leu (CAG) 87 bp  Sc: 62.05 
GCGGAACTGGCGGAATTGGTAGACGCGCTAGATTCAGGTTCTAGTGTCCCTTGGGACTTT 
CGGGTTCAAGTCCCGAGTTCCGCATCA 
>Cyanothece_ATCC_51142_chrcircular.trna3-LeuGAG (315216-315297)  Leu (GAG) 82 bp  Sc: 56.53 
GCGGATGTGGTGGAATCGGTAGACACGCACGCTTGAGGGGCGTGTGGCTCACGCCATGCG 
AGTTCAAGTCTCGCCATCCGCA 
>Cyanothece_ATCC_51142_chrcircular.trna41-LeuTAG (290688-290608)  Leu (TAG) 81 bp  Sc: 63.59 
GCGGACGTGGCGGAATTGGTAGACGCGCTAGATTTAGGTTCTAGTGTCTTTGGCGTGAGA 
GTTCGAGTCTCTCCGTCCGCA 
>Cyanothece_ATCC_51142_chrcircular.trna25-LysTTT (2102635-2102564)  Lys (TTT) 72 bp  Sc: 73.01 
GGGTCGCTAGCTCAGCGGTAGAGCACTCGGCTTTTAACCGATTGGTCTTGGGTTCGAATC 



CCAGGCGACCCA 
>Cyanothece_ATCC_51142_chrcircular.trna33-MetCAT (1425747-1425675)  Met (CAT) 73 bp  Sc: 47.51 
CCAGGGTTGGCCGAGCGGTTTAGGCAACGAACTCATAATTCGTGCTAGGCAGGTTCAACT 
CCTGCACCCTGGA 
>Cyanothece_ATCC_51142_chrcircular.trna34-MetCAT (1052188-1052115)  Met (CAT) 74 bp  Sc: 75.22 
CGCGGGATAGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGGTGGTTCAAA 
TCCGCCTCCCGCTA 
>Cyanothece_ATCC_51142_chrcircular.trna5-MetCAT (734293-734366)  Met (CAT) 74 bp  Sc: 78.01 
GGCTCGGTAGCTCAGTTGGTTAGAGCAGGGGACTCATAAGCCCAAGGTCGGCAGTTCAAA 
TCTGCCCCGAGCCA 
>Cyanothece_ATCC_51142_chrcircular.trna6-MetCAT (745885-745958)  Met (CAT) 74 bp  Sc: 78.01 
GGCTCGGTAGCTCAGTTGGTTAGAGCAGGGGACTCATAAGCCCAAGGTCGGCAGTTCAAA 
TCTGCCCCGAGCCA 
>Cyanothece_ATCC_51142_chrcircular.trna21-PheGAA (3068815-3068743)  Phe (GAA) 73 bp  Sc: 83.48 
GCCGGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCAAGT 
CCGCCTCCTGGCA 
>Cyanothece_ATCC_51142_chrcircular.trna30-ProCGG (1589342-1589269)  Pro (CGG) 74 bp  Sc: 77.90 
CGGGATGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGCCGCTGGTTCGAA 
TCCAGTCATCCCGA 
>Cyanothece_ATCC_51142_chrcircular.trna42-ProGGG (215903-215830)  Pro (GGG) 74 bp  Sc: 72.46 
CGGGGCGTAGCGCAGCTTGGTAGCGCACTACTTTGGGGTAGTAGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGA 
>Cyanothece_ATCC_51142_chrcircular.trna22-ProTGG (2991156-2991083)  Pro (TGG) 74 bp  Sc: 82.35 
CGGGATGTAGCGCAGCTTGGTAGCGCGCCTGCTTTGGGAGCAGGATGTCGTAGGTTCAAA 
TCCTGCCATCCCGA 
>Cyanothece_ATCC_51142_chrcircular.trna7-LysTTT (1091808-1091935)  Lys (TTT) 128 bp  Sc: 21.75 
GACGGAGTAGCTCAGTTGGTAGAGCAACTTAACATCCTTATTCACCCCTTGCCTTTTAGG 
CCGAAGAATGAGGGTTATCGACCTAAAAGCGAAGTCTGACACGGGTTCGAGTCCCGTCTC 
CGTCACCA 
>Cyanothece_ATCC_51142_chrcircular.trna18-SerCGA (3749230-3749146)  Ser (CGA) 85 bp  Sc: 64.77 
GGAGAGGTGGCAGAGTGGTTGAATGCGGCAGTCTCGAAAACTGCTTTGTCGCAAGGCAAC 
GAGGGTTCGAATCCCTCCCTCTCCG 
>Cyanothece_ATCC_51142_chrcircular.trna40-SerGCT (404230-404144)  Ser (GCT) 87 bp  Sc: 71.42 
GGAGAGGTGGCTGAGTGGTTGAAAGCGGCTCCCTGCTAAGGAGTTATGGGTTAACGCCCA 
TCGAGGGTTCGAATCCCTCCCTCTCCG 
>Cyanothece_ATCC_51142_chrcircular.trna13-SerGGA (3371069-3371155)  Ser (GGA) 87 bp  Sc: 70.37 
GGAGAGGTGGCCGAGTGGTTGAAGGCGCAGCACTGGAAATGCTGTTTAGGGGTAACTCTA 
ACGAGGGTTCGAATCCCTCCCTCTCCG 
>Cyanothece_ATCC_51142_chrcircular.trna28-SerTGA (1973663-1973578)  Ser (TGA) 86 bp  Sc: 60.03 
GGAGAGGTGGCAGAGTGGTCGAACGCGCCCGACTTGAAATCGGGTTTGGTTAATAGCCAA 
CGTGGGTTCGAATCCCACCCTCTCCG 
>Cyanothece_ATCC_51142_chrcircular.trna29-ThrCGT (1958317-1958245)  Thr (CGT) 73 bp  Sc: 84.74 
GCCACGTTAGCTCAGTTGGTAGAGCACATCACTCGTAATGATGGGGTCATCGGTTCAAGT 
CCGATACGTGGCT 
>Cyanothece_ATCC_51142_chrcircular.trna37-ThrGGT (892121-892050)  Thr (GGT) 72 bp  Sc: 79.24 
GCCCGTGTGGCTCAGTGGTAGAGCACACCCTTGGTAAGGGTGAGGTCACGAGTTCAATCC 
TCGTCACGGGCT 
>Cyanothece_ATCC_51142_chrcircular.trna39-ThrTGT (682385-682313)  Thr (TGT) 73 bp  Sc: 83.40 
GCTTCCTTAGCTCAGTTGGTAGAGCAACTCACTTGTAATGAGTAGGTCGTCGGTTCAAGT 
CCGACAGGGAGCT 
>Cyanothece_ATCC_51142_chrcircular.trna38-TrpCCA (820837-820765)  Trp (CCA) 73 bp  Sc: 77.93 
GCGCTCTTAGTTCAGTTGGTAGAACGCAGGTCTCCAAAACCTGATGTCGGGGGTTCAAGT 
CCTCCAGGGCGCG 
>Cyanothece_ATCC_51142_chrcircular.trna36-TyrGTA (892218-892134)  Tyr (GTA) 85 bp  Sc: 65.49 
GGGTCGATGCCCGAGTGGTTAATGGGGGCGGACTGTAAATCCGCTGGCTATGCCTACGCT 
GGTTCAAATCCAGCTCGGCCCACCA 
>Cyanothece_ATCC_51142_chrcircular.trna14-ValGAC (3921229-3921302)  Val (GAC) 74 bp  Sc: 83.06 
GGACGTATAGCTCAGTTGGTTAGAGTACATCGTTGACATCGATGGGGTCACTGGTTCGAG 
TCCAGTTACGTCCA 
>Cyanothece_ATCC_51142_chrcircular.trna11-ValTAC (1912585-1912656)  Val (TAC) 72 bp  Sc: 84.62 
GGGCGATTAGCTCAGCGGTAGAGCTCCTGCCTTACAAGCAGGCTGTCACTGGTTCAAATC 
CAGTATCGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna36-AlaCGC (1430510-1430438)  Ala (CGC) 73 bp  Sc: 75.86 
GGGGAGTTAGCTCAGTTGGTAGAGCGCTGCGATCGCACCGCAGAGGTCAGGGATTCGAGT 
TCCCTACTCTCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna11-AlaGGC (1470167-1470239)  Ala (GGC) 73 bp  Sc: 83.38 
GGGGCTTTAGCTCAGTTGGTAGAGCACTTCAATGGCATTGAAGGGGTCAGCGGTTCGAGT 



CCGCTAAGCTCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna19-AlaTGC (2312076-2312151)  Ala (TGC) 76 bp  Sc: 90.02 
GGGGGTATAGCTCAGTGGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna43-AlaTGC (1109771-1109696)  Ala (TGC) 76 bp  Sc: 90.02 
GGGGGTATAGCTCAGTGGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna3-ArgACG (664036-664109)  Arg (ACG) 74 bp  Sc: 69.10 
GCGCCTGTAGCTCAGTGGACTAGAGCACGTGGCTACGGACCACGGTGTCGGGAGTTCAAA 
TCTCTCCAGGCGCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna6-ArgCCG (837478-837551)  Arg (CCG) 74 bp  Sc: 73.23 
GCCCACGTAGCTCAGCGGACTAGAGCACTGGGTTCCGGTCCCAGGGGTCGGAGGTTCGAA 
TCCTTTCGTGGGCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna46-ArgCCT (167083-167006)  Arg (CCT) 78 bp  Sc: 79.54 
GGGGCTGTAGCTCAGCCTGGATAGAGCAAGCGCCTCCTAAGCGCTAGGTCGGCGGTTCAA 
ATCCGCCCAGTCCCGCTA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna37-ArgTCT (1361736-1361661)  Arg (TCT) 76 bp  Sc: 67.95 
GCCTTGCTAGCTCAATGGATAGAGCACCGACCTTCTAAGTCGATGGTTGCAGGTTCGAGT 
CCTGCGCAAGGCGCTA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna1-AsnGTT (253975-254046)  Asn (GTT) 72 bp  Sc: 77.50 
TCCTCGGTAGCTCAGCGGTAGAGCGGTCGGCTGTTAACCGATTGGTCGCAAGTTCGAATC 
TTGCCCGAGGAG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna14-AspGTC (1890240-1890313)  Asp (GTC) 74 bp  Sc: 81.26 
GGGGCTGTAGTTCAATTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCAGCCCCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna12-CysGCA (1607074-1607145)  Cys (GCA) 72 bp  Sc: 67.25 
GGTGGCGTAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATGCGCCAGTTCGAATC 
TGGCCGCCACCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna21-GlnTTG (2693023-2693094)  Gln (TTG) 72 bp  Sc: 62.67 
TGGGGCATCGCCAAGCGGTAAGGCAGCGGGTTTTGGTCCCGCCATTCGGTGGTTCGAATC 
CATCTGCCCCAG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna41-GluTTC (1205766-1205694)  Glu (TTC) 73 bp  Sc: 55.71 
GCCCCCATCGTCTAGAGGCCTAGGACACATCCCTTTCACGGATGCGACAGGGGTTCGAAT 
CCCCTTGGGGGTA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna45-GlyCCC (369913-369842)  Gly (CCC) 72 bp  Sc: 76.15 
GCGGGCGTAGTTCAGTGGTAGAACGCTAGCTTCCCAAGCTGGATGTCGTGAGTTCGAATC 
TCATCGCCCGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna4-GlyGCC (679734-679805)  Gly (GCC) 72 bp  Sc: 76.13 
GCGGATGTAGCTCAGTGGTAGAGCTTCTCGTTGCCAACGAGACGGTCGCGCGTTCGAATC 
GCGTCATCCGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna27-GlyTCC (2792466-2792396)  Gly (TCC) 71 bp  Sc: 65.32 
GCGGGCGTAGTTTAATGGTAAAACCGCAGTCTTCCAAACTGCTGTTGACGGTTCGATTCC 
GTTCGCCCGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna13-HisGTG (1790745-1790817)  His (GTG) 73 bp  Sc: 65.59 
GCGGGCGTAGCCAAGCGGTTAAGGCAGAGGATTGTGGTTCCTCCATTCGTGGGTTCGAGT 
CCCATCGTCCGCC 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna18-IleGAT (2311966-2312039)  Ile (GAT) 74 bp  Sc: 83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna42-IleGAT (1109881-1109808)  Ile (GAT) 74 bp  Sc: 83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna5-LeuCAA (760753-760832)  Leu (CAA) 80 bp  Sc: 67.49 
GGGCGAGTGGCGGAACTGGTAGACGCACCGCACTCAAAATGCGGCGGGAAACCGTGTCGG 
TTCGAATCCGACCTTGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna26-LeuCAG (2858884-2858802)  Leu (CAG) 83 bp  Sc: 58.70 
GCGGAACTGGCGGAATGGTAGACGCGCTAGATTCAGGTTCTAGTGGCAGCAATGCCATCG 
GGGTTCAAGTCCCCGGTTCCGCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna8-LeuGAG (1217328-1217408)  Leu (GAG) 81 bp  Sc: 49.92 
GCGGATGTGGCGGAACTGGTATACGCGCACGTTTGAGGGGCGTGTGGCTTTGCCATGCGA 
GTTCGAGTCTCGCCATCCGCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna32-LeuTAA (1857695-1857612)  Leu (TAA) 84 bp  Sc: 64.17 
GGGATCGTGGCGGAATGGTAGACGCTACGGACTTAAAATCCGTTGTTCCTCAAGAACGTG 
AGGGTTCGAGTCCCTCCGATCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna33-LeuTAA (1822383-1822297)  Leu (TAA) 87 bp  Sc: 64.79 
GGGATCGTGGCGGAATGGTAGACGCTACGGACTTAAAATCCGTTGTTCCTCAAGAACGTG 
AGGGTTCGAGTCCCTCCGATCCCATCA 



>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna30-LeuTAG (2277957-2277877)  Leu (TAG) 81 bp  Sc: 68.98 
GCGGACGTGGCGGAATGGCAGACGCGCTAGACTTAGGATCTAGTGCCGCAAGGCGTAAGG 
GTTCAAGTCCCTTCGTCCGCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna38-LysTTT (1355523-1355452)  Lys (TTT) 72 bp  Sc: 77.06 
GGGTCGGTAGCTCAGCGGTAGAGCACTCGGCTTTTAACCGATTGGCCCAGGGTTCGAATC 
CCTGCCGACCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna7-LysTTT (1036257-1036328)  Lys (TTT) 72 bp  Sc: 77.06 
GGGTCGGTAGCTCAGCGGTAGAGCACTCGGCTTTTAACCGATTGGCCCAGGGTTCGAATC 
CCTGCCGACCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna47-MetCAT (32458-32386)  Met (CAT) 73 bp  Sc: 61.46 
GGGGCGTTGGCCGAGCGGTTTAGGCAGCAAACTCATAATTTGCCTTACACAGGTTCGATT 
CCTGTACGCCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna2-MetCAT (470364-470435)  Met (CAT) 72 bp  Sc: 71.57 
GGCTCAGTAGCTCAGCGGTAGAGCAGGGGACTCATAAGCCCTGGGTCGCGTGTTCAAATC 
ACGCCTGAGCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna44-MetCAT (994075-994002)  Met (CAT) 74 bp  Sc: 78.44 
CGCGGGGTAGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCACTGGTTCAAA 
TCCAGTCCCCGCTA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna39-PheGAA (1345192-1345120)  Phe (GAA) 73 bp  Sc: 81.85 
GCCGGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCAGTTCGAGT 
CTGGTTCCTGGCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna16-ProCGG (1989763-1989836)  Pro (CGG) 74 bp  Sc: 83.53 
CGGGATGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGCAGGTTCGAA 
TCCTGTCATCCCGA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna34-ProGGG (1638166-1638093)  Pro (GGG) 74 bp  Sc: 74.01 
CGGGGCGTAGCGCAGCTTGGTAGCGCACCACTTTGGGGTAGTGGGGGTCGAAGGTTCAAA 
TCCTTTCGCTCCGA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna9-ProTGG (1363175-1363248)  Pro (TGG) 74 bp  Sc: 80.92 
CGGGATGTAGCGCAGCTTGGTAGCGCATCTGCTTTGGGAGCAGAGGGCCGCAGGTTCAAA 
TCCTGTCATCCCGA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna20-SerCGA (2500377-2500463)  Ser (CGA) 87 bp  Sc: 49.43 
GGAAGGGTGACAGAGTGGTTGATTGTGACGCTCTCGAAAAGCGTTGTGGCCGCAAGGTCA 
CCGTGGGTTCGAATCCCACCCCTTCCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna40-SerGCT (1210602-1210512)  Ser (GCT) 91 bp  Sc: 60.73 
GGAGAGGTGGCTGAGTGGTCGAAAGCGGCTTCCTGCTAAGAAGTTACGGGGCCCAAAAGC 
TCCGTCGAGGGTTCGAATCCCTCCCTCTCCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna31-SerGGA (2255590-2255503)  Ser (GGA) 88 bp  Sc: 66.16 
GGAGAGATGGCCGAGTGGTCGAAGGCGCAGCACTGGAAATGCTGTGTGGGGCAACTCACC 
GTGGGTTCGAATCCCACTCTCTCCGTCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna25-SerTGA (2863639-2863555)  Ser (TGA) 85 bp  Sc: 55.31 
GGAGAGGTGTCCGAGCGGTTTAAGGAAGCAGTCTTGAAAACTGCCGTGGTTCACGCCACC 
GTCGGTTCGAATCCCACCCTCTCCG 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna15-SerTGA (1964028-1964115)  Ser (TGA) 88 bp  Sc: 65.40 
GGAGAGGTGTCCGAGTGGTTTAAGGAAGCAGTCTTGAAAACTGTCGTGGCGCAAGCCACC 
GTGGGTTCGAATCCCACCCTCTCCGTCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna22-ThrCGT (2766302-2766374)  Thr (CGT) 73 bp  Sc: 84.22 
GCTGATGTAGCTCAGTCGGTAGAGCAGCTCACTCGTAATGAGCAGGTCATCGGTTCGAGT 
CCGATCATCAGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna24-ThrGGT (2921547-2921618)  Thr (GGT) 72 bp  Sc: 79.61 
GCCCACGTAGCTCAGTGGCAGAGCACCCCCTTGGTAAGGGGGAGGTCACGAGTTCAATCC 
TCGTCGTGGGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna28-ThrTGT (2409127-2409055)  Thr (TGT) 73 bp  Sc: 86.78 
GCTGATGTAGCTCAGTTGGTAGAGCACTCGACTTGTAATCGAGCGGTCGTCAGTTCGAGT 
CTGACCATCAGCT 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna35-TrpCCA (1622435-1622360)  Trp (CCA) 76 bp  Sc: 78.93 
GCGTCCTTAGTTCAGTTGGTAGAACGTCGGTCTCCAAAACCGGATGTCGGGGGTTCGAGT 
CCTCCAGGACGCGTCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna23-TyrGTA (2921457-2921542)  Tyr (GTA) 86 bp  Sc: 71.57 
GGGTCGATGCCCGAGTGGTTAAAGGGGGCGGACTGTAAATCCGCTGGCTTATGCCTACGT 
TGGTTCGAATCCAACTCGGCCCACCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna17-ValCAC (2305106-2305177)  Val (CAC) 72 bp  Sc: 78.11 
GGGCGGTTAGCACAGTGGTAGCGCACTTCCTTCACACGGAAGGGGTCACAAGTTCGAATC 
TTGTACCGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna29-ValGAC (2291522-2291451)  Val (GAC) 72 bp  Sc: 67.63 
GGGCTGTTAACTCAGAGGTAGAGTACCACCTTGACACGGTGGGAGCCGCTGGTTCGATTC 
CAGCACAGCCCA 
>Cyanobacteria_bacterium_Yellowstone_A-Prime_chr.trna10-ValTAC (1415958-1416029)  Val (TAC) 72 bp  Sc: 86.84 



GGGCGGTTAGCTCAGCGGTAGAGCGCCTGCCTTACAAGCAGGATGTCACTGGTTCGAGTC 
CGGTACCGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna11-AlaCGC (1675169-1675241)  Ala (CGC) 73 bp  Sc: 
75.86 
GGGGAGTTAGCTCAGTTGGTAGAGCGCTGCGATCGCACCGCAGAGGTCAGGGATTCGAGT 
TCCCTACTCTCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna5-AlaGGC (672186-672258)  Ala (GGC) 73 bp  Sc: 
82.25 
GGGGCTTTAGCTCAGTTGGTAGAGCACTTCAATGGCATTGAAGGGGTCAGCGGTTCAAGT 
CCGCTAAGCTCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna32-AlaTGC (2052185-2052110)  Ala (TGC) 76 bp  Sc: 
93.89 
GGGGGTATAGCTCAGCTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna9-AlaTGC (1449316-1449391)  Ala (TGC) 76 bp  Sc: 
93.89 
GGGGGTATAGCTCAGCTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGT 
CCGCTTACCTCCACCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna4-ArgACG (617440-617513)  Arg (ACG) 74 bp  Sc: 
69.10 
GCGCCTGTAGCTCAGTGGACTAGAGCACGTGGCTACGGACCACGGTGTCGGGAGTTCAAA 
TCTCTCCAGGCGCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna13-ArgCCG (1917116-1917189)  Arg (CCG) 74 bp  Sc: 
71.72 
GCCCACGTAGCTCAGTGGACTAGAGCACTGGGTTCCGGTCCCAGGTGTCGGAGGTTCGAA 
TCCTTTCGTGGGCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna39-ArgCCT (1331308-1331235)  Arg (CCT) 74 bp  Sc: 
79.09 
GGGGCTGTAGCTCAGATGGATAGAGCAAGCGCCTCCTAAGCGCTAGGTCGGCGGTTCAAG 
TCCGCCCAGTCCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna24-ArgTCT (2896058-2895986)  Arg (TCT) 73 bp  Sc: 
67.33 
GCCTTGCTAGCTCAATGGATAGAGCACCGACCTTCTAAGTCGATGGTTGCAGGTTCGAGT 
CCTGCGCAAGGCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna17-AsnGTT (2348039-2348110)  Asn (GTT) 72 bp  Sc: 
75.33 
TCCTCGGTAGCTCAGCGGTAGAGCGGTCGGCTGTTAACCGATTGGTCGCAAGTTCGAATC 
TTGCCCGGGGAG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna10-AspGTC (1603503-1603576)  Asp (GTC) 74 bp  Sc: 
81.26 
GGGGCTGTAGTTCAATTGGTTAGAGCACCGCCCTGTCACGGCGGAAGTTGCGGGTTCGAG 
CCCCGTCAGCCCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna33-CysGCA (1893537-1893466)  Cys (GCA) 72 bp  Sc: 
67.25 
GGTGGCGTAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCTATGCGCCAGTTCGAATC 
TGGCCGCCACCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna16-GlnTTG (2275447-2275518)  Gln (TTG) 72 bp  Sc: 
62.67 
TGGGGCATCGCCAAGCGGTAAGGCAGCGGGTTTTGGTCCCGCCATTCGGTGGTTCGAATC 
CATCTGCCCCAG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna22-GluTTC (2685265-2685337)  Glu (TTC) 73 bp  Sc: 
55.71 
GCCCCCATCGTCTAGAGGCCTAGGACACATCCCTTTCACGGATGCGACAGGGGTTCGAAT 
CCCCTTGGGGGTA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna15-GlyCCC (2192737-2192808)  Gly (CCC) 72 bp  Sc: 
76.15 
GCGGGCGTAGTTCAGTGGTAGAACGCTAGCTTCCCAAGCTGGATGTCGTGAGTTCGAGTC 
TCATCGCCCGCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna41-GlyGCC (1097458-1097387)  Gly (GCC) 72 bp  Sc: 
76.13 
GCGGATGTAGCTCAGTGGTAGAGCTTCTCGTTGCCAACGAGACGGTCGCGCGTTCGAATC 
GCGTCATCCGCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna21-GlyTCC (2570864-2570934)  Gly (TCC) 71 bp  Sc: 
61.53 
GCGGGCGTAGTTTAATGGTAAAACCGCAGTCTTCCAAACTGCtgttgtCGGTTCGATTCC 
GTCCGCCCGCT 



>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna28-HisGTG (2343246-2343174)  His (GTG) 73 bp  Sc: 
68.34 
GCGGGCGTAGCCAAGCGGTTAAGGCAGAGGATTGTGGATCCTCCATTCGTGGGTTCGAGT 
CCCATCGTCCGCC 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna31-IleGAT (2052348-2052275)  Ile (GAT) 74 bp  Sc: 
83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna8-IleGAT (1449153-1449226)  Ile (GAT) 74 bp  Sc: 
83.56 
GGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAG 
TCCAGGATGGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna6-LeuCAA (908788-908867)  Leu (CAA) 80 bp  Sc: 
67.61 
GGGCGAGTGGCGAAACTGGTAGACGCACCGCACTCAAAATGCGGCGGGAAACCGTGTCGG 
TTCGAATCCGACCTTGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna44-LeuCAG (524064-523982)  Leu (CAG) 83 bp  Sc: 
58.70 
GCGGAACTGGCGGAATGGTAGACGCGCTAGATTCAGGTTCTAGTGGCAGCAATGCCATCG 
GGGTTCAAGTCCCCGGTTCCGCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna19-LeuGAG (2484178-2484258)  Leu (GAG) 81 bp  
Sc: 50.97 
GCGGATGTGGCGGAATTGGTATACGCGCACGTTTGAGGGGCGTGTGGCTTTGCCTTGCGA 
GTTCGAGTCTCGCCATCCGCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna1-LeuTAA (437444-437527)  Leu (TAA) 84 bp  Sc: 
64.17 
GGGATCGTGGCGGAATGGTAGACGCTACGGACTTAAAATCCGTTGTTCCTCAAGAACGTG 
AGGGTTCGAGTCCCTCCGATCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna30-LeuTAG (2081730-2081649)  Leu (TAG) 82 bp  Sc: 
51.12 
GAGTGACGTGGCGGAACGGCAGACGCGCTAGACTTAGGATCTAGTGCCGCAAGGCGTAAG 
GGTTCAAGTCCCTTCGTCCGCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna3-LeuTAG (464034-464114)  Leu (TAG) 81 bp  Sc: 
68.13 
GCGGACGTGGCGGAACGGCAGACGCGCTAGACTTAGGATCTAGTGCCGCAAGGCGTAAGG 
GTTCAAGTCCCTTCGTCCGCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna29-LysTTT (2325017-2324946)  Lys (TTT) 72 bp  Sc: 
77.06 
GGGTCGGTAGCTCAGCGGTAGAGCACTCGGCTTTTAACCGATTGGCCCAGGGTTCGAATC 
CCTGCCGACCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna27-MetCAT (2395174-2395102)  Met (CAT) 73 bp  Sc: 
59.09 
GGGGCGTTGGCCGAGCGGTTTAGGCAGCAAACTCATAATTTGCCTTACACAGGTTCGATC 
CCTGTACGCCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna42-MetCAT (828756-828685)  Met (CAT) 72 bp  Sc: 
71.30 
GGCTCAGTAGCTCAGCGGTAGAGCAGGGGACTCATAAGCCCTTGGTCGCGTGTTCAAATC 
ACGCCTGAGCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna45-MetCAT (345549-345476)  Met (CAT) 74 bp  Sc: 
78.44 
CGCGGGGTAGAGCAGCCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCACTGGTTCAAA 
TCCAGTCCCCGCTA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna26-PheGAA (2740711-2740639)  Phe (GAA) 73 bp  Sc: 
80.73 
GCCGGGATAGCTCAGTTGGTAGAGCAGAGGACTGAAAATCCTCGTGTCACCAGTTCAAGT 
CTGGTTCCTGGCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna40-ProCGG (1188860-1188787)  Pro (CGG) 74 bp  Sc: 
83.53 
CGGGATGTAGCGCAGCTTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGCAGGTTCGAA 
TCCTGTCATCCCGA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna37-ProGGG (1609071-1608998)  Pro (GGG) 74 bp  Sc: 
73.77 
CGGGGCGTAGCGCAGCTTGGTAGCGCACCACTTTGGGGTAGTGGGGGTCGTGGGTTCAAA 
TCCCGCCGCTCCGA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna14-ProTGG (2129454-2129527)  Pro (TGG) 74 bp  Sc: 
80.92 
CGGGATGTAGCGCAGCTTGGTAGCGCATCTGCTTTGGGAGCAGAGGGCCGCAGGTTCAAA 



TCCTGTCATCCCGA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna43-SerCGA (717331-717245)  Ser (CGA) 87 bp  Sc: 
50.61 
GGAAGGGTGACAGAGTGGTTGATTGTGACGCTCTCGAAAAGCGTTGTGACTGCAAGGTCA 
CCGTGGGTTCGAATCCCACCCCTTCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna18-SerGCT (2432801-2432891)  Ser (GCT) 91 bp  Sc: 
60.73 
GGAGAGGTGGCTGAGTGGTCGAAAGCGGCTTCCTGCTAAGAAGTTACGGGGCCCAAAAGC 
TCCGTCGAGGGTTCGAATCCCTCCCTCTCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna20-SerGGA (2510766-2510850)  Ser (GGA) 85 bp  Sc: 
65.54 
GGAGAGATGGCCGAGTGGTCGAAGGCGCAGCACTGGAAATGCTGTGTGGGGCAACTCACC 
GTGGGTTCGAATCCCACTCTCTCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna12-SerTGA (1798295-1798379)  Ser (TGA) 85 bp  Sc: 
59.94 
GGAGAGGTGTCCGAGCGGTTTAAGGAAGCAGTCTTGAAAACTGCCGTGGTTGACGCCACC 
GTGGGTTCGAATCCCACCCTCTCCG 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna38-ThrCGT (1482190-1482118)  Thr (CGT) 73 bp  Sc: 
86.69 
GCTGATGTAGCTCAGTTGGTAGAGCAGCTCACTCGTAATGAGCAGGTCGTCGGTTCGAGT 
CCGATCATCAGCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna35-ThrGGT (1715645-1715574)  Thr (GGT) 72 bp  Sc: 
81.26 
GCCCACGTGGCTCAGTGGTAGAGCACCCCCTTGGTAAGGGGGAGGTCACGAGTTCGATCC 
TCGTCGTGGGCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna25-ThrTGT (2781144-2781072)  Thr (TGT) 73 bp  Sc: 
83.67 
GCTGGTGTAGCTCAGTTGGTAGAGCACTCGACTTGTAATCGAGCGGTCGTCAGTTCGAAT 
CTGACCATCAGCT 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna23-TrpCCA (2987465-2987390)  Trp (CCA) 76 bp  Sc: 
76.76 
GCGTCCTTAGTTCAGTTGGTAGAACGTCGGTCTCCAAAACCGGATGTCGGGGGTTCGAGT 
CCTCCAGGGCGCGCTA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna34-TyrGTA (1715739-1715654)  Tyr (GTA) 86 bp  Sc: 
67.76 
GGGTCGATGCCCGAGGGGTTAAAGGGGGCGGACTGTAAATCCGCTGGCTTACGCCTACGT 
TGGTTCGAATCCAACTCGGCCCACCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna7-ValCAC (1195166-1195237)  Val (CAC) 72 bp  Sc: 
78.11 
GGGCGGTTAGCACAGTGGTAGCGCACTTCCTTCACACGGAAGGGGTCACAAGTTCGAATC 
TTGTACCGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna2-ValGAC (449535-449606)  Val (GAC) 72 bp  Sc: 
70.41 
GGGCTGTTAACTCAGTGGTAGAGTACCACCTTGACACGGTGGGAGCCGCTGGTTCAATTC 
CAGCACAGCCCA 
>Cyanobacteria_bacterium_Yellowstone_B-Prime_NC_007776.trna36-ValTAC (1688090-1688019)  Val (TAC) 72 bp  Sc: 
86.84 
GGGCGGTTAGCTCAGCGGTAGAGCGCCTGCCTTACAAGCAGGATGTCACTGGTTCGAGTC 
CGGTACCGCCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna38-AlaGGC (69647-69571)  Ala (GGC) 77 bp  Sc: 72.39 
GGGGGATTAGCTCAGCTGGCTAGAGCGCTTGGCTGGCAGTCAAGAGGTCATCGGTTCGAA 
CCCGATATTCTCCACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna4-AlaTGC (184945-185018)  Ala (TGC) 74 bp  Sc: 86.32 
GGGGGATTAGCTCAGCTGGCTAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCGAA 
TCCGTTATTCTCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna6-ArgACG (724579-724655)  Arg (ACG) 77 bp  Sc: 50.14 
GGCTTCGTAGCTCAATTGAATAGAGCACCTGATTACGGCTCAGGAGGTTTTAGGTTTGAA 
TCCTAACGAGGTCACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna12-ArgCCG (2611557-2611628)  Arg (CCG) 72 bp  Sc: 48.24 
GCATCCGTAGTATAATGGATAGTATATCAGATTCCGATTCTGACGATATGGGTTCGACTC 
CCGTCGGGTGCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna13-ArgCCT (4426539-4426465)  Arg (CCT) 75 bp  Sc: 55.05 
GGCATCGTAGTTCAATGGATAGAATAGGCGTTTCCTAAACGCTAGATGCAGGTTCGATTC 
CTGCCGGAGCCACTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna32-ArgTCT (2239372-2239299)  Arg (TCT) 74 bp  Sc: 78.90 
GATCCCGTAGCTCAGCTGGATAGAGCAACTGCCTTCTAAGCAGTAGGTCAAGCGTTCGAA 
TCGCTTCGGGATCA 



>Cytophaga_hutchinsonii_ATCC_33406_chr.trna39-AsnGTT (63435-63359)  Asn (GTT) 77 bp  Sc: 79.28 
TCCTCCTTAGCTCAGCTGGTTAGAGCACATGACTGTTAATCATGGGGTCCTTGGTTCGAG 
CCCAAGAGGGGGAGCCT 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna35-AspGTC (1751779-1751706)  Asp (GTC) 74 bp  Sc: 85.04 
GGAGTTGTAGTTCAGCTGGTTAGAACGCCTGCCTGTCACGCAGGAGGTCGCGGGTTCGAG 
TCCCGTCAATTCCG 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna29-CysGCA (2278120-2278050)  Cys (GCA) 71 bp  Sc: 51.70 
GGTTTCGTGGCCGAGTGGCTAGGCAGAGGTCTGCAAAACCTTCTACACCAGTTCGAATCT 
GGTCGAAACCT 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna27-GlnTTG (3009031-3008956)  Gln (TTG) 76 bp  Sc: 51.64 
TGTCCGATGGTGTAACTGGCAACACGTCTGATTTTGGTTCAGAAGAGTCCAGGTTCGAAA 
CCTGGTCGGACAACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna19-GluTTC (3423026-3422952)  Glu (TTC) 75 bp  Sc: 64.30 
GGCCTGTTCGTCTAGGGGTTAGGACGCGTCCCTTTCACGGACGAAACACGGGTTCGATTC 
CCGTACAGGCTACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna20-GluTTC (3422847-3422773)  Glu (TTC) 75 bp  Sc: 64.30 
GGCCTGTTCGTCTAGGGGTTAGGACGCGTCCCTTTCACGGACGAAACACGGGTTCGATTC 
CCGTACAGGCTACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna1-GlyGCC (178917-178989)  Gly (GCC) 73 bp  Sc: 82.63 
GCGAAAGTAGCTCAGTTGGTAGAGCACGACCTTGCCAAGGTCGGGGTCGCGAGTTCGAAT 
CTCGTCTTTCGCT 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna16-GlyTCC (3615655-3615580)  Gly (TCC) 76 bp  Sc: 77.86 
GCGAAAGTAGCTCAGCTGGTAGAGCGATAGCCTTCCAAGCTATAGGTCGCGGGTTCGAAC 
CTCGTCTTTCGCTCTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna7-HisGTG (1157965-1158041)  His (GTG) 77 bp  Sc: 79.06 
GTAGATGTAGCTCAGCTGGTTAGAGCATCGGTTTGTGGTACCGAGGGTCGTGGGTTCGAA 
CCCCATCATTTACCCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna3-IleGAT (184777-184850)  Ile (GAT) 74 bp  Sc: 85.04 
GGGCTTGTAGCTCAGGTGGTTAGAGCGCTACACTGATAATGTAGAGGTCCCTGGTTCGAG 
TCCAGGCAAGCCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna21-LeuCAA (3400118-3400037)  Leu (CAA) 82 bp  Sc: 61.00 
GCCTGGATGGCGGAACTGGTAGACGCGCACGACTCAAAATCGTGTACCGTGAGGTGTGTC 
GGTTCGATTCCGACTCTAGGTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna26-LeuGAG (3197506-3197423)  Leu (GAG) 84 bp  Sc: 46.73 
GCCCATATGGTGAAATTGGTAGACATGCCATCTTGAGGGGGTGGTGCCTTAAGTGGTGTG 
GGGGTTCGAATCCCCCTGTGGGCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna2-LeuTAA (179045-179133)  Leu (TAA) 89 bp  Sc: 60.46 
GCTCGGATGGTGGAATCGGTAGACACGCAGGACTTAAAATCCTGTGAACCTTAAAGTTCG 
TGTGGGTTCAAGTCCCACTCTGAGTACTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna11-LeuTAG (2005947-2006028)  Leu (TAG) 82 bp  Sc: 69.20 
GCGGATGTGGCGAAATTGGTAGACGCACTAGACTTAGGATCTAGCGCCGCGAGGCATGGG 
GGTTCGAGTCCCTCCATCCGCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna24-LysTTT (3199809-3199737)  Lys (TTT) 73 bp  Sc: 73.92 
GATTCTGTAGCTCAGCCGGTAGAGCATAACACTTTTAATGTTAGGGTCCTGGGTTCGAAT 
CCCAGCGGGATCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna25-LysTTT (3198849-3198777)  Lys (TTT) 73 bp  Sc: 73.92 
GATTCTGTAGCTCAGCCGGTAGAGCATAACACTTTTAATGTTAGGGTCCTGGGTTCGAAT 
CCCAGCGGGATCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna34-MetCAT (1932457-1932381)  Met (CAT) 77 bp  Sc: 73.29 
GGCGAGGTAGCTCAGCTGGTTAGAGCACAGGATTCATAACCCTGAGGTCTCGGGTTCGAG 
TCCCGATTTCGCTACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna36-MetCAT (1040532-1040459)  Met (CAT) 74 bp  Sc: 81.52 
GGGCCCTTAGCTCAGACGGTTAGAGCATCTGACTCATAATCAGGGGGTCGTTGGTTCGAT 
CCCAACAGGGCCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna14-MetCAT (3836085-3836010)  Met (CAT) 76 bp  Sc: 90.84 
CGCGGGATGGAGCAGTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCACAGGTTCGAGT 
CCTGTTCCCGCTACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna23-PheGAA (3325731-3325656)  Phe (GAA) 76 bp  Sc: 65.40 
GGAAATGTAGCAAAGATGGTCAATGCAGCGGACTGAAAATCCGATGATGCAGGTTCGAGT 
CCTGCCGTTTCCACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna37-PheGAA (145857-145785)  Phe (GAA) 73 bp  Sc: 82.52 
GGTGATGTAGCTCAGTCGGTAGAGCAAAGGACTGAAAATCCTTGTGTCGGTGGTTCGATC 
CCACTCATCACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna31-ProTGG (2239532-2239458)  Pro (TGG) 75 bp  Sc: 75.03 
CGGGGTGTAGCGTAGTCCGGTCATCGCGCCTGGTTTGGGACCAGGAGGTCGCAAGTTCGA 
ATCTTGCCACCCCGA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna33-ProTGG (2239224-2239150)  Pro (TGG) 75 bp  Sc: 75.03 



CGGGGTGTAGCGTAGTCCGGTCATCGCGCCTGGTTTGGGACCAGGAGGTCGCAAGTTCGA 
ATCTTGCCACCCCGA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna22-TyrGTA (3325849-3325766)  Tyr (GTA) 84 bp  Sc: 22.15 
GAAAGCGCCAACGATGGCGGGTTGGGACGGACTGTAAATCCGTTGCGTATCGCTTAGCAG 
GTTCGAATCCTGCCTTTCCCACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna30-SerGCT (2239717-2239629)  Ser (GCT) 89 bp  Sc: 54.50 
GGAGAGGTGACTGAGAGGCCGAAAGTAGCCGTTTGCTAAACTGCCGTACGTGTTAAAGCG 
TACCGAGGGTTCGAATCCCTCCCTCTCCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna28-SerGGA (2526690-2526601)  Ser (GGA) 90 bp  Sc: 59.41 
AGAGAGGTGTCCGAGTGGCTTAAGGAGCACGCTTGGAAAGCGTGTGTGCGGGTGACTGTA 
CCGAGAGTTCGAATCTCTTCCTCTCTACAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna8-SerTGA (1210249-1210333)  Ser (TGA) 85 bp  Sc: 55.22 
AGAGAGATGGCAGAGCGGTCGAATGCGGCGGTCTTGAAAACCGTTGAACTGCGAGGTTCC 
GGGGGTTCGAATCCCTCTCTCTCTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna17-ThrGGT (3615566-3615491)  Thr (GGT) 76 bp  Sc: 77.91 
GCCGATGTAGCTCAGCTGGTAGAGTACTTCCATGGTAAGGAAGGGGTCACGGGTTCGAGT 
CCCGTCATTGGCTCTA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna10-ThrTGT (1973775-1973847)  Thr (TGT) 73 bp  Sc: 81.63 
GCCTCCTTAGCTCAGCTGGTAGAGCAACTGACTTGTAATCAGTAGGTCGTTGGTTCGATC 
CCGACAGGAGGCT 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna9-ThrTGT (1973455-1973530)  Thr (TGT) 76 bp  Sc: 82.25 
GCCTCCTTAGCTCAGCTGGTAGAGCAACTGACTTGTAATCAGTAGGTCGTTGGTTCGATC 
CCGACAGGAGGCTCAA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna18-TrpCCA (3614131-3614061)  Trp (CCA) 71 bp  Sc: 54.66 
ACGGGTGTAGTTCAAGGGTAGAATGTCGGTCTCCAAAACCGCTGATGGGAGTTCGAATCT 
CTCCACCCGTG 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna15-TyrGTA (3615820-3615735)  Tyr (GTA) 86 bp  Sc: 62.90 
GGGGGAGTACCAAAGCGGCCAACTGGGGCAGACTGTAAATCTGCTGACTTATGTCTTCCA 
AGGTTCGAATCCTTGTTCCCCCACCA 
>Cytophaga_hutchinsonii_ATCC_33406_chr.trna5-ValTAC (256242-256319)  Val (TAC) 78 bp  Sc: 95.70 
GGGAGATTAGCTCAGCTGGTTCAGAGCACCTGCCTTACAAGCAGGGGGTCACTGGTTCGA 
ACCCAGTATCTCCCACCA 
>Debaryomyces_hansenii_CBS767_chrB.trna5-AlaAGC (428412-428484)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrC.trna10-AlaAGC (1377783-1377855)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrC.trna8-AlaAGC (925299-925371)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrD.trna6-AlaAGC (407333-407405)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrE.trna33-AlaAGC (1476224-1476152)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrF.trna2-AlaAGC (201398-201470)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrG.trna5-AlaAGC (247263-247335)  Ala (AGC) 73 bp  Sc: 72.43 
GGGCGTGTGGCGTAGTTGGTAGCGCGCTCCCTTAGCATGGGAGAGGTCTCCGGTTCGACT 
CCGGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrA.trna6-AlaCGC (992249-992177)  Ala (CGC) 73 bp  Sc: 76.18 
GGGCGTGTGGCGTAGTTGGTAGCGCGTTTGCTTCGCAAGCGAAAGGTCTCGGGTTCGATT 
CCCGACTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna1-AlaTGC (2480-2551)  Ala (TGC) 72 bp  Sc: 50.88 
GGGATCATAGATTAATTGGTAAATCTTTCGCTTTGCATGCGAACAATATCGGTTCAATTC 
CGATTGATTCCA 
>Debaryomyces_hansenii_CBS767_chrC.trna17-AlaTGC (663845-663773)  Ala (TGC) 73 bp  Sc: 80.01 
GGGCGTGTGGCGTAGTTGGTAGCGCGTCTGCCTTGCAAGCAGAAGGTCACTGGTTCGATT 
CCTGTCTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrE.trna10-AlaTGC (803889-803961)  Ala (TGC) 73 bp  Sc: 80.01 
GGGCGTGTGGCGTAGTTGGTAGCGCGTCTGCCTTGCAAGCAGAAGGTCACTGGTTCGATT 
CCTGTCTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrF.trna12-AlaTGC (891089-891161)  Ala (TGC) 73 bp  Sc: 80.01 
GGGCGTGTGGCGTAGTTGGTAGCGCGTCTGCCTTGCAAGCAGAAGGTCACTGGTTCGATT 



CCTGTCTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrF.trna14-AlaTGC (1059455-1059527)  Ala (TGC) 73 bp  Sc: 80.01 
GGGCGTGTGGCGTAGTTGGTAGCGCGTCTGCCTTGCAAGCAGAAGGTCACTGGTTCGATT 
CCTGTCTCGTCCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna10-ArgACG (14799-14870)  Arg (ACG) 72 bp  Sc: 49.90 
TGGTATATAGCATAATGGTTAGTGCACATTATTACGGATGATGTTATGTAAGTTCGATTC 
TTACTATGCCAT 
>Debaryomyces_hansenii_CBS767_chrG.trna26-ArgACG (1863796-1863892)  Arg (ACG) 97 bp  Sc: 63.91 
TTCCTCATGGCCCAATGGTCAAGGCGTCTGGCTACGATTTCGTATCCACTTCTCGGTTGG 
AACCAGAAGATTCCAGGTTCGACTCCTGGTGGGGAAG 
>Debaryomyces_hansenii_CBS767_chrC.trna25-ArgACG (222127-222031)  Arg (ACG) 97 bp  Sc: 63.91 
TTCCTCATGGCCCAATGGTCAAGGCGTCTGGCTACGATTTCGTATCCACTTCTCGGTTGG 
AACCAGAAGATTCCAGGTTCGACTCCTGGTGGGGAAG 
>Debaryomyces_hansenii_CBS767_chrC.trna24-ArgACG (223894-223798)  Arg (ACG) 97 bp  Sc: 63.91 
TTCCTCATGGCCCAATGGTCAAGGCGTCTGGCTACGATTTCGTATCCACTTCTCGGTTGG 
AACCAGAAGATTCCAGGTTCGACTCCTGGTGGGGAAG 
>Debaryomyces_hansenii_CBS767_chrC.trna5-ArgACG (620791-620887)  Arg (ACG) 97 bp  Sc: 63.91 
TTCCTCATGGCCCAATGGTCAAGGCGTCTGGCTACGATTTCGTATCCACTTCTCGGTTGG 
AACCAGAAGATTCCAGGTTCGACTCCTGGTGGGGAAG 
>Debaryomyces_hansenii_CBS767_chrA.trna14-ArgACG (78030-77934)  Arg (ACG) 97 bp  Sc: 63.91 
TTCCTCATGGCCCAATGGTCAAGGCGTCTGGCTACGATTTCGTATCCACTTCTCGGTTGG 
AACCAGAAGATTCCAGGTTCGACTCCTGGTGGGGAAG 
>Debaryomyces_hansenii_CBS767_chrC.trna1-ArgCCG (194069-194153)  Arg (CCG) 85 bp  Sc: 56.96 
GCCCTTGTGGCCTAATTGGTTAAGGTGTTATCCTCCGGTTAACGAGTTAAGATAATGATT 
GCGGGTTCGAGTCCCGCCTCGGGCT 
>Debaryomyces_hansenii_CBS767_chrA.trna8-ArgCCT (753617-753545)  Arg (CCT) 73 bp  Sc: 66.21 
GCCCTGCTGGCCAAACGGTTAAGGCATCCGCCTCCTAAGCGGAAGACTCCGGGTTCGAGT 
CCCGGGTAGGGTT 
>Debaryomyces_hansenii_CBS767_chrMT.trna3-ArgTCT (12797-12867)  Arg (TCT) 71 bp  Sc: 49.27 
TGTCTTGTAGTTTAAAGGTAGAACTTCACTCTTCTAAAGTGACTATTTGGGTTCGACTCC 
CAACGAGACAG 
>Debaryomyces_hansenii_CBS767_chrG.trna1-ArgTCT (152009-152082)  Arg (TCT) 74 bp  Sc: 65.86 
GCCTGCGTAGCGTACATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGAC 
TCCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna3-ArgTCT (390006-390078)  Arg (TCT) 73 bp  Sc: 72.29 
GCCCGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGTGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrD.trna2-ArgTCT (382567-382639)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrD.trna9-ArgTCT (614291-614363)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrE.trna38-ArgTCT (1240648-1240576)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrE.trna9-ArgTCT (781524-781596)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrF.trna6-ArgTCT (566311-566383)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrF.trna8-ArgTCT (618222-618294)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrG.trna16-ArgTCT (1370896-1370968)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrG.trna2-ArgTCT (154726-154798)  Arg (TCT) 73 bp  Sc: 75.37 
GCCTGCGTAGCGTAATGGTTAACGCGTTTGACTTCTAATCAAAAGATTGCGGGTTCGACT 
CCCGCCGTGGGTT 
>Debaryomyces_hansenii_CBS767_chrMT.trna2-AsnGTT (3329-3399)  Asn (GTT) 71 bp  Sc: 47.03 
GTTTATGTAGCTTAAAGGCAAAGCAGTGTACTGTTAATACATCGATTCTGGTTCGACTCC 
AGACTTAAACG 
>Debaryomyces_hansenii_CBS767_chrA.trna10-AsnGTT (366307-366234)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 



>Debaryomyces_hansenii_CBS767_chrB.trna6-AsnGTT (434427-434500)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrC.trna23-AsnGTT (330945-330872)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrC.trna6-AsnGTT (736565-736638)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna43-AsnGTT (443237-443164)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna47-AsnGTT (269465-269392)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna5-AsnGTT (390561-390634)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrG.trna32-AsnGTT (1518513-1518440)  Asn (GTT) 74 bp  Sc: 74.40 
GACTTCGTGGCCAAGTTGGCTAAGGCGTGAGACTGTTAATCTCAAGATCGTGAGTTCGAC 
CCTCACCGAGGTCG 
>Debaryomyces_hansenii_CBS767_chrMT.trna9-AspGTC (14642-14714)  Asp (GTC) 73 bp  Sc: 34.28 
GTCCTAGTAGCTTAATTGGTAAAGCCTTATAATGTCGCTATAAGAAATGACGGTTCGATC 
CCGTTCTAGGTCG 
>Debaryomyces_hansenii_CBS767_chrC.trna19-AspGTC (612928-612857)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrD.trna1-AspGTC (174792-174863)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrD.trna12-AspGTC (1516831-1516902)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrE.trna2-AspGTC (243379-243450)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrE.trna45-AspGTC (274017-273946)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrE.trna49-AspGTC (214155-214084)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrG.trna10-AspGTC (942461-942532)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrG.trna21-AspGTC (1669625-1669696)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrG.trna9-AspGTC (713305-713376)  Asp (GTC) 72 bp  Sc: 60.37 
TCCGTGATAGTTTAGTGGCTAGAATTACCGTTTGTCGCATGGTAGACCGGGGTTCAATTC 
CCCGTCGCGGAG 
>Debaryomyces_hansenii_CBS767_chrB.trna21-CysGCA (880760-880831)  Cys (GCA) 72 bp  Sc: 75.04 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGATCC 
TGAGTGCGAGCT 
>Debaryomyces_hansenii_CBS767_chrF.trna11-CysGCA (804359-804430)  Cys (GCA) 72 bp  Sc: 75.04 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGATCC 
TGAGTGCGAGCT 
>Debaryomyces_hansenii_CBS767_chrF.trna21-CysGCA (1843547-1843476)  Cys (GCA) 72 bp  Sc: 75.04 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGATCC 
TGAGTGCGAGCT 
>Debaryomyces_hansenii_CBS767_chrG.trna30-CysGCA (1890473-1890402)  Cys (GCA) 72 bp  Sc: 75.04 
GCTCGTATGGCGCAGTGGTAGCGCAGCAGATTGCAAATCTGTTGGTCCTTAGTTCGATCC 
TGAGTGCGAGCT 
>Debaryomyces_hansenii_CBS767_chrF.trna18-GlnCTG (2042649-2042578)  Gln (CTG) 72 bp  Sc: 70.01 
GGTCTTGTAGTGTAGTGGTTATCACACTAGTTTCTGATACTGGTGACCTGGGTTCGATTC 
CCAGCAGGACCT 
>Debaryomyces_hansenii_CBS767_chrG.trna33-GlnTTG (1418617-1418546)  Gln (TTG) 72 bp  Sc: 59.60 



GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCAGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrB.trna10-GlnTTG (683339-683410)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrC.trna22-GlnTTG (578054-577983)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrE.trna13-GlnTTG (982600-982671)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrE.trna44-GlnTTG (297093-297022)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrE.trna8-GlnTTG (643885-643956)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrG.trna23-GlnTTG (1722288-1722359)  Gln (TTG) 72 bp  Sc: 66.25 
GGTTGTATAGTGTAGTGGTTATCACTTTCGGTTTTGATCCGGACAACCCCGGTTCGAATC 
CGGGTACGACCT 
>Debaryomyces_hansenii_CBS767_chrD.trna22-GluCTC (366806-366735)  Glu (CTC) 72 bp  Sc: 64.26 
TCCGATATAGTGTAATGGCTATCACATGGCACTCTCCATGCCATGATCCGGGTTCGATTC 
CCGGTATCGGAG 
>Debaryomyces_hansenii_CBS767_chrMT.trna19-GluTTC (18917-18847)  Glu (TTC) 71 bp  Sc: 40.77 
GACCACATGATCTAATGGTATGATACTACTACTTCACAGTATATATGCGGGTTCGATTCC 
CGCTGTGGTTA 
>Debaryomyces_hansenii_CBS767_chrE.trna6-GluTTC (403439-403510)  Glu (TTC) 72 bp  Sc: 57.78 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAATCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrC.trna13-GluTTC (1271603-1271532)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrD.trna15-GluTTC (1451481-1451410)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrD.trna20-GluTTC (629187-629116)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrD.trna8-GluTTC (587869-587940)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrE.trna27-GluTTC (1886713-1886642)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrE.trna48-GluTTC (227856-227785)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrF.trna20-GluTTC (1943103-1943032)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrG.trna6-GluTTC (634869-634940)  Glu (TTC) 72 bp  Sc: 60.44 
TCCGATATAGTGTAACGGCTAGCACGGTTCGCTTTCACCGAGCAAACCCGGGTTCGACTC 
CCGGTATCGGAA 
>Debaryomyces_hansenii_CBS767_chrF.trna4-GlyCCC (500946-501016)  Gly (CCC) 71 bp  Sc: 60.42 
GCGCGGGTAGTTTAGTGGTAAAATCCAGCGTTCCCATTGCTGGGCCCCGGGTTCGATTCC 
CGGCTCGCGCA 
>Debaryomyces_hansenii_CBS767_chrA.trna2-GlyGCC (387250-387320)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna20-GlyGCC (877585-877655)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrC.trna12-GlyGCC (1509851-1509921)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrC.trna20-GlyGCC (612844-612774)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 



GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrD.trna11-GlyGCC (880697-880767)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrD.trna13-GlyGCC (1531247-1531317)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna3-GlyGCC (243459-243529)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna46-GlyGCC (273937-273867)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna11-GlyGCC (942545-942615)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna22-GlyGCC (1669709-1669779)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna35-GlyGCC (1190051-1189981)  Gly (GCC) 71 bp  Sc: 62.33 
GCGCAAATGGTTTAGTGGTAAAATCCAACGTTGCCATCGTTGGGCCCCCGGTTCGATTCC 
GGGTTTGCGCA 
>Debaryomyces_hansenii_CBS767_chrA.trna4-GlyTCC (992713-992642)  Gly (TCC) 72 bp  Sc: 66.01 
GGGCGGTTGGTGTAGTGGTTAACATATTTGCCTTCCAAGCAGGTGACATGGGTTCGATTC 
CCGTACCGCTCA 
>Debaryomyces_hansenii_CBS767_chrA.trna5-GlyTCC (992394-992323)  Gly (TCC) 72 bp  Sc: 66.01 
GGGCGGTTGGTGTAGTGGTTAACATATTTGCCTTCCAAGCAGGTGACATGGGTTCGATTC 
CCGTACCGCTCA 
>Debaryomyces_hansenii_CBS767_chrG.trna15-GlyTCC (1341956-1342027)  Gly (TCC) 72 bp  Sc: 66.01 
GGGCGGTTGGTGTAGTGGTTAACATATTTGCCTTCCAAGCAGGTGACATGGGTTCGATTC 
CCGTACCGCTCA 
>Debaryomyces_hansenii_CBS767_chrD.trna14-GlyTCC (1471902-1471831)  Gly (TCC) 72 bp  Sc: 67.82 
GGGCGATTGGTGTAGTGGTTAACATATCTGCCTTCCAAGCAGGTGACATGGGTTCGATTC 
CCGTATCGCTCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna16-HisGTG (19139-19069)  His (GTG) 71 bp  Sc: 39.89 
GTAGCCATAGTTCAATGGTAGAACACTCGCATGTGGCGCGATTTATCTGAGTTCAACTCT 
CAGTGGTTATC 
>Debaryomyces_hansenii_CBS767_chrA.trna7-HisGTG (905338-905267)  His (GTG) 72 bp  Sc: 61.27 
GCCGGTCTAGTATAGTGGTCAGTACACATCGTTGTGGCCGATGAAACCCAAGTTCGATTC 
CTGGGACCGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna35-HisGTG (1309190-1309119)  His (GTG) 72 bp  Sc: 61.27 
GCCGGTCTAGTATAGTGGTCAGTACACATCGTTGTGGCCGATGAAACCCAAGTTCGATTC 
CTGGGACCGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna40-HisGTG (796577-796506)  His (GTG) 72 bp  Sc: 61.27 
GCCGGTCTAGTATAGTGGTCAGTACACATCGTTGTGGCCGATGAAACCCAAGTTCGATTC 
CTGGGACCGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna7-HisGTG (568774-568845)  His (GTG) 72 bp  Sc: 61.27 
GCCGGTCTAGTATAGTGGTCAGTACACATCGTTGTGGCCGATGAAACCCAAGTTCGATTC 
CTGGGACCGGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna19-HisGTG (1555824-1555895)  His (GTG) 72 bp  Sc: 61.27 
GCCGGTCTAGTATAGTGGTCAGTACACATCGTTGTGGCCGATGAAACCCAAGTTCGATTC 
CTGGGACCGGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna1-IleAAT (70427-70500)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrB.trna4-IleAAT (428320-428393)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrC.trna7-IleAAT (925207-925280)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrC.trna9-IleAAT (1377691-1377764)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrD.trna5-IleAAT (407241-407314)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 



>Debaryomyces_hansenii_CBS767_chrE.trna26-IleAAT (1907725-1907652)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrF.trna1-IleAAT (201306-201379)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrG.trna36-IleAAT (1074936-1074863)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrG.trna4-IleAAT (247171-247244)  Ile (AAT) 74 bp  Sc: 72.18 
GGTCCCTTGGCCCAGTTGGTTAAGGCGTGGTGCTAATAACGCCAAGATCAGCAGTTCGAT 
CCTGCTAGGGACCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna8-IleGAT (14490-14560)  Ile (GAT) 71 bp  Sc: 57.84 
TAGTCTATATCTCAAAGGTAGAGAGATCGATTGATAATCGATAGATGTGAGTTCGATTCT 
CGCTAGACTAA 
>Debaryomyces_hansenii_CBS767_chrG.trna14-IleTAT (1176129-1176250)  Ile (TAT) 122 bp  Sc: 61.11 
GCTCCAGTGGCGCAGAGGTTAGCGCTTCGTGCTTATAGCTGTATTACGACGATTTGGTTA 
TACCATAAGTCACGGTCGTGTGAGGAACGCGACGGTCGTGGGTTCAAACCCCTCCTGGAG 
CA 
>Debaryomyces_hansenii_CBS767_chrF.trna22-IleTAT (1556706-1556585)  Ile (TAT) 122 bp  Sc: 57.85 
GCTCTAGTGGCGCAGAGGTTAGCGCTTCGTGCTTATAGCCGTATTACGACGATTTGGTTA 
TACCATAAGTCACGGTCGTGTGAGGAACGCGACGGTCGTGGGTTCAAACCCCTCCTGGAG 
CA 
>Debaryomyces_hansenii_CBS767_chrC.trna11-LeuAAG (1457767-1457849)  Leu (AAG) 83 bp  Sc: 63.30 
GGTACTCTGGCCGAGTTGGTCTAAGGCGCCAGGGTAAGGTCCTGGTCTCTTCGGAGGCGC 
GAGTTCGAATCTCGCGGGTATCA 
>Debaryomyces_hansenii_CBS767_chrC.trna2-LeuAAG (312472-312554)  Leu (AAG) 83 bp  Sc: 64.41 
GGCACTCTGGCCGAGTTGGTCTAAGGCGCCAGGGTAAGGTCCTGGTCTCTCCGGAGGCGC 
GAGTTCGAATCTCGCGGGTGTCA 
>Debaryomyces_hansenii_CBS767_chrA.trna11-LeuCAA (330445-330364)  Leu (CAA) 82 bp  Sc: 68.15 
GGCTCTGTGGCCGAGTGGTTAAGGCGGTAGACTCAAGTTCTACTATCGTAAAGATGCACG 
AGTTCGAACCTCGTCGGAGTCA 
>Debaryomyces_hansenii_CBS767_chrA.trna13-LeuCAA (88285-88204)  Leu (CAA) 82 bp  Sc: 68.15 
GGCTCTGTGGCCGAGTGGTTAAGGCGGTAGACTCAAGTTCTACTATCGTAAAGATGCACG 
AGTTCGAACCTCGTCGGAGTCA 
>Debaryomyces_hansenii_CBS767_chrD.trna23-LeuCAA (355967-355886)  Leu (CAA) 82 bp  Sc: 68.15 
GGCTCTGTGGCCGAGTGGTTAAGGCGGTAGACTCAAGTTCTACTATCGTAAAGATGCACG 
AGTTCGAACCTCGTCGGAGTCA 
>Debaryomyces_hansenii_CBS767_chrG.trna29-LeuCAA (1930153-1930072)  Leu (CAA) 82 bp  Sc: 68.15 
GGCTCTGTGGCCGAGTGGTTAAGGCGGTAGACTCAAGTTCTACTATCGTAAAGATGCACG 
AGTTCGAACCTCGTCGGAGTCA 
>Debaryomyces_hansenii_CBS767_chrB.trna9-LeuCAG (607938-608019)  Leu (CAG) 82 bp  Sc: 70.38 
GATACGATGGCCGAGTGGTTAAGGCGGAGGATGCAGGTTCCTTTGGGCTCTGCCCGCGCA 
GGTTCGAACCCTGCTCGTGTCG 
>Debaryomyces_hansenii_CBS767_chrA.trna12-LeuTAA (169297-169214)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrB.trna22-LeuTAA (872783-872700)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrB.trna24-LeuTAA (518574-518491)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrC.trna18-LeuTAA (628561-628478)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrD.trna24-LeuTAA (161020-160937)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrE.trna16-LeuTAA (1417174-1417257)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrF.trna16-LeuTAA (2016770-2016853)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrF.trna19-LeuTAA (1943353-1943270)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 



CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrG.trna27-LeuTAA (1894265-1894348)  Leu (TAA) 84 bp  Sc: 67.29 
GGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGCTGGACAGTTGTCCGCG 
CGAGTTCGAACCTCGCATCCTTCA 
>Debaryomyces_hansenii_CBS767_chrG.trna3-LysCTT (184810-184895)  Lys (CTT) 86 bp  Sc: 71.94 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTAACTAAAAGAAGCAATCAAAAGGT 
TGCGGGTTCGATCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrC.trna3-LysCTT (333684-333769)  Lys (CTT) 86 bp  Sc: 71.01 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATACAAGAGTAGCTATCAAAAGGT 
TGCGGGTTCGATCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrG.trna7-LysCTT (705002-705086)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrG.trna8-LysCTT (707109-707193)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna11-LysCTT (724238-724322)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna12-LysCTT (726177-726261)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna13-LysCTT (726560-726644)  Lys (CTT) 85 bp  Sc: 68.06 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAGAGGTT 
GCGGGTTCGATCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna14-LysCTT (727465-727549)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna15-LysCTT (727848-727932)  Lys (CTT) 85 bp  Sc: 71.02 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGATCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna16-LysCTT (728759-728843)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna17-LysCTT (729031-729115)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrB.trna18-LysCTT (729902-729986)  Lys (CTT) 85 bp  Sc: 68.32 
GCCTGGCTAGCTCAATCGGTAGAGCGTTTGACTCTTATTAAGAGAAGCGATCAAAAGGTT 
GCGGGTTCGACCCCCGCGTCGGGTT 
>Debaryomyces_hansenii_CBS767_chrMT.trna7-LysTTT (13447-13518)  Lys (TTT) 72 bp  Sc: 50.55 
GAGTTAGTCGTCTAATGGTTAAGACTATTGCCTTTTAAGCAATCTATACTGGTTCGATCC 
CAGTCTTACTCA 
>Debaryomyces_hansenii_CBS767_chrE.trna37-LysTTT (1264875-1264775)  Lys (TTT) 101 bp  Sc: 72.39 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCGTCAAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrD.trna17-LysTTT (1423043-1422943)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrG.trna25-LysTTT (1809417-1809517)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrE.trna1-LysTTT (223765-223865)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrA.trna9-LysTTT (528050-527950)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrC.trna4-LysTTT (597290-597390)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrG.trna38-LysTTT (887852-887752)  Lys (TTT) 101 bp  Sc: 72.25 
TCCTTATTAGCTCAGTTGGTAGAGCGTTCGGCTTTTAAGGATTAAAGATTTCTGTCAAAG 
AGTCGACCGAAATGTCCAGGGTTCGAGCCCCTGATGAGGAG 
>Debaryomyces_hansenii_CBS767_chrMT.trna13-MetCAT (27648-27719)  Met (CAT) 72 bp  Sc: 42.85 
AGCAGTATAATGTAATGGTAACATGCAATGCTCATAACCTTGTAATTGGTAGTTCGAATC 
TATCTACTGCAC 



>Debaryomyces_hansenii_CBS767_chrMT.trna14-MetCAT (27763-27833)  Met (CAT) 71 bp  Sc: 57.83 
TGAATTATAGCTCAATGGTAGAGCAGTCCACTCATAATGGATGTATCTCAGTTCAATTCT 
GAGTAATTCAA 
>Debaryomyces_hansenii_CBS767_chrMT.trna17-MetCAT (19066-18995)  Met (CAT) 72 bp  Sc: 58.05 
GCTTAGGTAGTTCAATGGTTAGAACAGATGCCTCATATGCATCTAATGTAGGTTCAATCC 
CTGCCTTAGGCA 
>Debaryomyces_hansenii_CBS767_chrF.trna15-MetCAT (1838918-1838989)  Met (CAT) 72 bp  Sc: 75.00 
AGCGTCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCCGGATCGAAAC 
CGGGCGACGCTA 
>Debaryomyces_hansenii_CBS767_chrC.trna16-MetCAT (906886-906815)  Met (CAT) 72 bp  Sc: 76.46 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCCGGATCGAAAC 
CGGGCGGCGCTA 
>Debaryomyces_hansenii_CBS767_chrD.trna21-MetCAT (499525-499454)  Met (CAT) 72 bp  Sc: 76.46 
AGCGCCGTGGCGCAGTGGAAGCGCGCAGGGCTCATAACCCTGATGTCCCCGGATCGAAAC 
CGGGCGGCGCTA 
>Debaryomyces_hansenii_CBS767_chrF.trna26-MetCAT (1047120-1047032)  Met (CAT) 89 bp  Sc: 62.03 
GCTTCACTAGCTCAGTTGGCAGAGCGTCAGTCTCATAATTATCTAATTGTGTCATCTGAA 
GGTCGACAGTTCGAACCTGCCGTGGAGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna24-MetCAT (1856727-1856815)  Met (CAT) 89 bp  Sc: 62.03 
GCTTCACTAGCTCAGTTGGCAGAGCGTCAGTCTCATAATTATTTGATTGTGTCATCTGAA 
GGTCGACAGTTCGAACCTGCCGTGGAGCA 
>Debaryomyces_hansenii_CBS767_chrF.trna3-MetCAT (474733-474821)  Met (CAT) 89 bp  Sc: 62.03 
GCTTCACTAGCTCAGTTGGCAGAGCGTCAGTCTCATAATTATTCAATTGTGTCATCTGAA 
GGTCGACAGTTCGAACCTGCCGTGGAGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna7-MetCAT (507661-507749)  Met (CAT) 89 bp  Sc: 61.54 
GCTTCACTAGCTCAGTTGGCAGAGCGTCAGTCTCATAGTTAATTAACTGTGTCATCTGAA 
GGTCGACAGTTCGAACCTGCCGTGGAGCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna6-PheGAA (13310-13381)  Phe (GAA) 72 bp  Sc: 52.32 
GCCTCTGTAGCTTAATTGGTAAAGCATTCGCTTGAAGCGCGATTGATGCGAGTTCGATTC 
TCGACGTAGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna14-PheGAA (1031301-1031391)  Phe (GAA) 91 bp  Sc: 68.08 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCAGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna37-PheGAA (1044008-1043918)  Phe (GAA) 91 bp  Sc: 67.44 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCGGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna39-PheGAA (1240568-1240478)  Phe (GAA) 91 bp  Sc: 68.08 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCAGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna17-PheGAA (1370977-1371067)  Phe (GAA) 91 bp  Sc: 68.72 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTTAGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrF.trna7-PheGAA (566391-566481)  Phe (GAA) 91 bp  Sc: 68.08 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCAGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrF.trna9-PheGAA (618302-618392)  Phe (GAA) 91 bp  Sc: 68.08 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCAGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna23-PheGAA (699170-699080)  Phe (GAA) 91 bp  Sc: 67.44 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCGGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna11-PheGAA (909126-909216)  Phe (GAA) 91 bp  Sc: 67.44 
GCGGATTTAGCTCAGTTGGGAGAGCGTCAGACTGAAGTCAACTTCGGTCCAGTTAATCTG 
AAGGTCCTGTGTTCGATCCACAGAATTCGCA 
>Debaryomyces_hansenii_CBS767_chrF.trna17-ProAGG (2072802-2072873)  Pro (AGG) 72 bp  Sc: 69.10 
GGGCATGTGGTCTAGTGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCTGGGTTCAATTC 
CCAGCTTGCCCC 
>Debaryomyces_hansenii_CBS767_chrE.trna21-ProTGG (1688996-1689103)  Pro (TGG) 108 bp  Sc: 62.05 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACAGTTTAGGAAACTAAATTGA 
TTACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrG.trna24-ProTGG (1807553-1807660)  Pro (TGG) 108 bp  Sc: 62.05 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACAGTTTAGGAAACTAAATTGA 
TTACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrE.trna42-ProTGG (604662-604555)  Pro (TGG) 108 bp  Sc: 61.90 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACGATTTAGGAAACTAAATTGA 
TTTCTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrF.trna10-ProTGG (637970-638077)  Pro (TGG) 108 bp  Sc: 61.41 



GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACGATTTAGGAAACTGAATTGA 
TTACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrE.trna41-ProTGG (687355-687248)  Pro (TGG) 108 bp  Sc: 61.55 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACGATTTAGGAGACTAAATTGA 
TAACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrD.trna19-ProTGG (692895-692788)  Pro (TGG) 108 bp  Sc: 62.05 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACAATCTAGGAAACTAGATTAT 
TAACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrG.trna39-ProTGG (802978-802871)  Pro (TGG) 108 bp  Sc: 62.05 
GGGCGTGTGGTCTAGTGGTATGATTCTCGCTTTGGGCGACAGTTTAGGAAACTAAATTGA 
TTACTACAAGCATGCGAGAGGCCCTGGGTTCAATTCCCAGCTCGCCCC 
>Debaryomyces_hansenii_CBS767_chrMT.trna15-LeuTAA (19308-19228)  Leu (TAA) 81 bp  Sc: 34.16 
GCGGTTATGATGAAATGGTAGACATAGGACACTTAAGTTGTCCGGGCTTAGACCGTGTAG 
GTTCGACTCCTACTAACCGTA 
>Debaryomyces_hansenii_CBS767_chrMT.trna4-ValTAC (13006-13077)  Val (TAC) 72 bp  Sc: 43.26 
AGGCTATTCGATTAGCGGTGAAATCGCGGATCTTACACATCCGAGCCGTAGGTTCGATTC 
CTACATGGCCTA 
>Debaryomyces_hansenii_CBS767_chrMT.trna12-LeuTAG (26058-26137)  Leu (TAG) 80 bp  Sc: 35.92 
ATGACTATGGCGAAATTGGTAGACGCGATTAGTTTAGGTCTAATTATTTAAATATAAGGG 
TTCAAGTCCCTTTAGTCATA 
>Debaryomyces_hansenii_CBS767_chrMT.trna20-GlyTCC (18843-18772)  Gly (TCC) 72 bp  Sc: 41.24 
GTGACAATAGGTTAACTGGTAAACCCTGGCACTTCCAATGCTACTTTGCGTGTTCGATCC 
ACGCTTGTCATA 
>Debaryomyces_hansenii_CBS767_chrMT.trna21-ProTGG (18570-18498)  Pro (TGG) 73 bp  Sc: 22.18 
CAGATTGTTGCGTAATTGGTAACGTATCTACATTGGGTGTAGGGATATGGGGGTTCAAGT 
CCCTCCAATCTGA 
>Debaryomyces_hansenii_CBS767_chrMT.trna5-SeCTCA (13238-13308)  SeC (TCA) 71 bp  Sc: 42.71 
AAGAGTATAGCTTAATGGTAAAGCCCGTGTCTTCAACACATGTAATAGTAGTTCGATTCT 
GCTTACTCTTG 
>Debaryomyces_hansenii_CBS767_chrE.trna17-SerAGA (1477365-1477446)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna20-SerAGA (1677404-1677485)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna22-SerAGA (1781406-1781487)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna28-SerAGA (1773268-1773187)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna29-SerAGA (1771501-1771420)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna32-SerAGA (1684803-1684722)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrG.trna13-SerAGA (1026813-1026894)  Ser (AGA) 82 bp  Sc: 82.48 
GGCAGCTTGTCCGAGTGGTTAAGGAGAAAGATTAGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAATCCTGCAGCTGTCG 
>Debaryomyces_hansenii_CBS767_chrF.trna13-SerCGA (984389-984480)  Ser (CGA) 92 bp  Sc: 71.33 
GACAATGTGGCCGAGTGGTTAAGGCGACGCACTCGAATAATTAGAGTGATGCGTTGGGAT 
TTCCCGCGCAGGTTCGAATCCTGCtgttgtCG 
>Debaryomyces_hansenii_CBS767_chrC.trna14-SerGCT (1041553-1041462)  Ser (GCT) 92 bp  Sc: 67.51 
GTTACAGTGGCCGAGTGGTTAAGGCGACGCCCTGCTATCAGCAGTTTAGGCGTTGGGTTT 
TACCTGCGCAGGTTCGAATCCTGTCTGTGACG 
>Debaryomyces_hansenii_CBS767_chrG.trna20-SerGCT (1635410-1635501)  Ser (GCT) 92 bp  Sc: 67.51 
GTTACAGTGGCCGAGTGGTTAAGGCGACGCCCTGCTATCAGCAGTTTAGGCGTTGGGTTT 
TACCTGCGCAGGTTCGAATCCTGTCTGTGACG 
>Debaryomyces_hansenii_CBS767_chrMT.trna11-SerTGA (25973-26055)  Ser (TGA) 83 bp  Sc: 56.15 
GGATGTATGGCTGAGTGGTTTAAAGCGTAATACTTGAGTTATTAAGACATAACTGTCCAC 
GTGTTCGAATCACGTTGCATCCG 
>Debaryomyces_hansenii_CBS767_chrE.trna23-SerTGA (1794023-1794104)  Ser (TGA) 82 bp  Sc: 79.82 
GGCAACTTGTCCGAGCGGTTAAGGAGAAAGACTTGAAATCTTTTGGGCTTTGCCCGCGCA 
GGTTCGAGTCCTGCAGTTGTCG 
>Debaryomyces_hansenii_CBS767_chrE.trna30-SerTGA (1696475-1696394)  Ser (TGA) 82 bp  Sc: 79.82 
GGCAACTTGTCCGAGCGGTTAAGGAGAAAGACTTGAAATCTTTTGGGCTTTGCCCGCGCA 



GGTTCGAGTCCTGCAGTTGTCG 
>Debaryomyces_hansenii_CBS767_chrD.trna10-SerTGA (855787-855868)  Ser (TGA) 82 bp  Sc: 80.90 
GGCACAATGGCCGAGCGGTTAAGGCGAAAGACTTGAAATCTTTTGGGATTTTCCCGCGCA 
GGTTCGAGTCCTGCTTGTGTCG 
>Debaryomyces_hansenii_CBS767_chrA.trna3-ThrAGT (587348-587420)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna2-ThrAGT (256845-256917)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrC.trna21-ThrAGT (602489-602417)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrD.trna4-ThrAGT (403283-403355)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrD.trna7-ThrAGT (581913-581985)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna34-ThrAGT (1401261-1401189)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna36-ThrAGT (1307363-1307291)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna4-ThrAGT (351311-351383)  Thr (AGT) 73 bp  Sc: 74.95 
GCCTTTATGGCCAAGTTGGTAAGGCACCTCACTAGTAATGAGGAGATCGTCAGTTCGAAT 
CTGGCTGAAGGCA 
>Debaryomyces_hansenii_CBS767_chrB.trna8-ThrCGT (534070-534141)  Thr (CGT) 72 bp  Sc: 83.53 
GCCCCTTTGGCCAAGTGGTAAGGCGCTCCACTCGTAATGGAGCGATCGCCGGTTCGATTC 
CGGCAGGGGGCA 
>Debaryomyces_hansenii_CBS767_chrMT.trna18-ThrTGT (18994-18922)  Thr (TGT) 73 bp  Sc: 34.53 
GTCGTATAAGCTGACCAGGCACAGCGTCCGTTTTGTAATCGGAAGGTGTGGGGTTCGATT 
CCTCAATACGACA 
>Debaryomyces_hansenii_CBS767_chrG.trna31-ThrTGT (1552436-1552365)  Thr (TGT) 72 bp  Sc: 82.34 
GCCTTCTTAGCTTAGTGGTAGAGCGTTGCACTTGTAATGCAAAGGTCGCTAGTTCAATTC 
TGGCAGGAGGCA 
>Debaryomyces_hansenii_CBS767_chrG.trna28-ThrTGT (1950795-1950866)  Thr (TGT) 72 bp  Sc: 84.97 
GCCTCCTTAGCTTAGTGGTAGAGCGTTGCACTTGTAATGCAAAGGTCGCTAGTTCAATTC 
TGGCAGGAGGCA 
>Debaryomyces_hansenii_CBS767_chrE.trna15-TrpCCA (1369579-1369650)  Trp (CCA) 72 bp  Sc: 70.45 
GATGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGATCGAAGGGTTGCAGGTTCAATTC 
CTGTCCGTGTCA 
>Debaryomyces_hansenii_CBS767_chrF.trna24-TrpCCA (1233962-1233891)  Trp (CCA) 72 bp  Sc: 70.45 
GATGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGATCGAAGGGTTGCAGGTTCAATTC 
CTGTCCGTGTCA 
>Debaryomyces_hansenii_CBS767_chrF.trna29-TrpCCA (436378-436307)  Trp (CCA) 72 bp  Sc: 70.45 
GATGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGATCGAAGGGTTGCAGGTTCAATTC 
CTGTCCGTGTCA 
>Debaryomyces_hansenii_CBS767_chrG.trna18-TrpCCA (1472471-1472542)  Trp (CCA) 72 bp  Sc: 70.45 
GATGCGGTGGCTCAATGGTAGAGCTTTCGACTCCAGATCGAAGGGTTGCAGGTTCAATTC 
CTGTCCGTGTCA 
>Debaryomyces_hansenii_CBS767_chrF.trna25-TyrGTA (1183830-1183741)  Tyr (GTA) 90 bp  Sc: 59.13 
CTCTTGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCAAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCAGGAGA 
>Debaryomyces_hansenii_CBS767_chrD.trna16-TyrGTA (1431725-1431636)  Tyr (GTA) 90 bp  Sc: 60.58 
CTCTCGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCAAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCGGGAGA 
>Debaryomyces_hansenii_CBS767_chrD.trna3-TyrGTA (403175-403264)  Tyr (GTA) 90 bp  Sc: 60.58 
CTCTCGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCAAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCGGGAGA 
>Debaryomyces_hansenii_CBS767_chrF.trna28-TyrGTA (453565-453476)  Tyr (GTA) 90 bp  Sc: 60.58 
CTCTCGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCAAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCGGGAGA 
>Debaryomyces_hansenii_CBS767_chrF.trna5-TyrGTA (537362-537451)  Tyr (GTA) 90 bp  Sc: 60.44 
CTCTCGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCTAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCGGGAGA 



>Debaryomyces_hansenii_CBS767_chrG.trna40-TyrGTA (796853-796764)  Tyr (GTA) 90 bp  Sc: 60.58 
CTCTCGGTGGCCAAGCTGGCTAAGGCGCGAGACTGTAATGAGTACCTCAAAGTAATCTTG 
AGATCGGGTGTTCGACTCACCCCCGGGAGA 
>Debaryomyces_hansenii_CBS767_chrG.trna34-ValAAC (1413752-1413679)  Val (AAC) 74 bp  Sc: 67.81 
GGTTTTGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCAAAATCA 
>Debaryomyces_hansenii_CBS767_chrE.trna19-ValAAC (1548747-1548820)  Val (AAC) 74 bp  Sc: 68.33 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAGATCA 
>Debaryomyces_hansenii_CBS767_chrB.trna19-ValAAC (877503-877576)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrC.trna15-ValAAC (972015-971942)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrD.trna18-ValAAC (1420603-1420530)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrE.trna12-ValAAC (941037-941110)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrE.trna18-ValAAC (1545962-1546035)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrE.trna25-ValAAC (1899413-1899486)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrE.trna31-ValAAC (1686617-1686544)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrF.trna23-ValAAC (1550053-1549980)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrG.trna12-ValAAC (971707-971780)  Val (AAC) 74 bp  Sc: 69.07 
GGTTTCGTGGTCTAGTTGGTTATGGCATCTGCTTAACACGCAGAACGTCCCCAGTTCGAT 
CCTGGGCGAAATCA 
>Debaryomyces_hansenii_CBS767_chrA.trna1-ValCAC (83377-83448)  Val (CAC) 72 bp  Sc: 64.96 
GGTTCTATGGTCTAGCGGTATGACGTCTCTCTCACCCAGAGAAGGTCTCGAGTTCGATCC 
TCGATGGAATCA 
>Debaryomyces_hansenii_CBS767_chrF.trna27-ValTAC (788396-788305)  Val (TAC) 92 bp  Sc: 62.13 
GGTTTAGTGGTGTAGCGGCTATCACGTTTCGTTTACAAGTGTTTTCACAGTAAATACCGA 
AAAGGCCCCGAGTTCGATCCTCGGCTAGATCA 
>Dechloromonas_aromatica_RCB_chr.trna9-AlaCGC (496667-496742)  Ala (CGC) 76 bp  Sc: 81.90 
GGGGGGGTAGCTCAGCTGGGAGAGCGCCGCGTTCGCAATGCGGAGGTCGGGAGTTCGATC 
CTCCTCCTCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna54-AlaGGC (1438536-1438461)  Ala (GGC) 76 bp  Sc: 84.98 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTACCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna57-AlaGGC (1438172-1438097)  Ala (GGC) 76 bp  Sc: 84.98 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCCGCGGTTCGATC 
CCGCGTACCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna11-AlaTGC (716952-717027)  Ala (TGC) 76 bp  Sc: 94.34 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAACGGTTCGATC 
CCGTTATCCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna17-AlaTGC (872297-872372)  Ala (TGC) 76 bp  Sc: 94.34 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAACGGTTCGATC 
CCGTTATCCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna24-AlaTGC (1229453-1229528)  Ala (TGC) 76 bp  Sc: 94.34 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAACGGTTCGATC 
CCGTTATCCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna3-AlaTGC (78529-78604)  Ala (TGC) 76 bp  Sc: 94.34 
GGGGGATTAGCTCAGCTGGGAGAGCACCTGCTTTGCAAGCAGGGGGTCAACGGTTCGATC 
CCGTTATCCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna29-ArgACG (1943197-1943273)  Arg (ACG) 77 bp  Sc: 83.74 
GCGCCCGTAGCTCAGCTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGGGCGTTCGAA 
TCGCTCCGGGCGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna30-ArgACG (1943321-1943397)  Arg (ACG) 77 bp  Sc: 83.74 



GCGCCCGTAGCTCAGCTGGATAGAGTACTTGGCTACGAACCAAGGGGTCGGGCGTTCGAA 
TCGCTCCGGGCGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna41-ArgCCG (4026942-4026866)  Arg (CCG) 77 bp  Sc: 85.13 
GCGCCCGTAGCTCAGCTGGATAGAGTACTGCCCTCCGAAGGCAGGGGTCACTGATTCGAA 
TTCAGTCGGGCGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna60-ArgCCT (908540-908466)  Arg (CCT) 75 bp  Sc: 63.84 
GTCTCCATAGTTAAATGGATATAACGGCTCCCTCCTAAGGAGCAGTTCCTGGTTCGATTC 
CGGGTGGGGACGCCA 
>Dechloromonas_aromatica_RCB_chr.trna49-ArgTCT (2647054-2646978)  Arg (TCT) 77 bp  Sc: 93.75 
GTGCCCGTAGCTCAACTGGATAGAGCAGCTGCCTTCTAAGCAGCAGGTCGGGGGTTCGAG 
TCCCTCCGGGCACACCA 
>Dechloromonas_aromatica_RCB_chr.trna20-AsnGTT (1137633-1137708)  Asn (GTT) 76 bp  Sc: 82.23 
TCCTCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Dechloromonas_aromatica_RCB_chr.trna51-AsnGTT (2154362-2154287)  Asn (GTT) 76 bp  Sc: 82.23 
TCCTCGATAGCTCAGTCGGTAGAGCGCCGGACTGTTAATCCGTAGGTCCCTGGTTCGAGC 
CCAGGTCGGGGAGCCA 
>Dechloromonas_aromatica_RCB_chr.trna50-AspGTC (2525037-2524961)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna56-AspGTC (1438334-1438258)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna59-AspGTC (1437955-1437879)  Asp (GTC) 77 bp  Sc: 94.55 
GGAGTGGTAGTTCAGTTGGTTAGAATACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
TCCCGTCCACTCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna32-CysGCA (2190806-2190879)  Cys (GCA) 74 bp  Sc: 59.31 
GGCGCGGTAGCAAAGCGGTTATGCACCGGATTGCAAATCCGTGTAGGTCGGTTCGACTCC 
GGCCCGCGCCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna40-GlnTTG (4008786-4008862)  Gln (TTG) 77 bp  Sc: 77.07 
TGGGGAGTCGCCAAGTTGGTCAAGGCACCGGATTTTGATTCCGGCATTCGAAGGTTCGAA 
TCCTTCTTCCCCAGCCA 
>Dechloromonas_aromatica_RCB_chr.trna55-GluTTC (1438437-1438362)  Glu (TTC) 76 bp  Sc: 60.94 
GTCCCCATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Dechloromonas_aromatica_RCB_chr.trna58-GluTTC (1438058-1437983)  Glu (TTC) 76 bp  Sc: 60.94 
GTCCCCATCGTCTAGAGGCCTAGGACACCGCCCTTTCACGGCGGTAACCGGGGTTCGAAT 
CCCCGTGGGGACGCCA 
>Dechloromonas_aromatica_RCB_chr.trna1-GlyCCC (76243-76316)  Gly (CCC) 74 bp  Sc: 65.64 
GCGGGCGTCGTATAATGGTAATACCCTTGCTTCCCAAGCAAGAGCCGACGGTTCGATTCC 
GTTCGCCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna21-GlyGCC (1137715-1137790)  Gly (GCC) 76 bp  Sc: 87.81 
GCGGCAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGAGAGTTCGAGA 
CTCTTCTGCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna22-GlyGCC (1142712-1142787)  Gly (GCC) 76 bp  Sc: 87.81 
GCGGCAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGAGAGTTCGAGA 
CTCTTCTGCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna31-GlyGCC (2190666-2190741)  Gly (GCC) 76 bp  Sc: 87.81 
GCGGCAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGAGAGTTCGAGA 
CTCTTCTGCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna33-GlyGCC (2190886-2190961)  Gly (GCC) 76 bp  Sc: 87.81 
GCGGCAGTAGCTCAGTTGGTAGAGCGCAACCTTGCCAAGGTTGAGGTCGAGAGTTCGAGA 
CTCTTCTGCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna5-GlyTCC (347506-347579)  Gly (TCC) 74 bp  Sc: 79.01 
GCGGGTGTAGCTCAATGGTAGAGCTGAAGCCTTCCAAGCTTAAGACGAGGGTTCGATTCC 
CTTCACCCGCTCCA 
>Dechloromonas_aromatica_RCB_chr.trna28-HisGTG (1848603-1848678)  His (GTG) 76 bp  Sc: 78.91 
GCGGCTGTAGCTCAGTTGGTAGAGTCCCGGATTGTGATTCCGGTTGTCGTGGGTTCGAGC 
CCCATCAGTCGCCCCA 
>Dechloromonas_aromatica_RCB_chr.trna10-IleGAT (716864-716940)  Ile (GAT) 77 bp  Sc: 92.35 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAT 
TCCAACCAGACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna16-IleGAT (872209-872285)  Ile (GAT) 77 bp  Sc: 92.35 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAT 
TCCAACCAGACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna2-IleGAT (78441-78517)  Ile (GAT) 77 bp  Sc: 92.35 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAT 



TCCAACCAGACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna23-IleGAT (1229365-1229441)  Ile (GAT) 77 bp  Sc: 92.35 
GGGTCTGTAGCTCAGTCGGTTAGAGCACCGTCTTGATAAGGCGGGGGTCGTTGGTTCGAT 
TCCAACCAGACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna39-LeuCAA (3527925-3528009)  Leu (CAA) 85 bp  Sc: 78.16 
GCCCCGGTGGCGGAATCGGTAGACGCAGCGGATTCAAAATCCGCCGCCGAAAGGTGTGCC 
AGTTCGAGTCTGGCCCGGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna37-LeuCAG (3211321-3211405)  Leu (CAG) 85 bp  Sc: 67.54 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGGGTAACTCCGTGGG 
GGTTCGAGTCCCTTTCTGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna38-LeuCAG (3211576-3211660)  Leu (CAG) 85 bp  Sc: 71.14 
GCCCAGGTGGCGGAATTGGTAGACGCACTAGTTTCAGGTACTAGCGGGTAACTCCGTGGG 
GGTTCGAGTCCCTTCCTGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna43-LeuGAG (3503909-3503826)  Leu (GAG) 84 bp  Sc: 46.60 
GCCTTGGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGCAAGCTGTGCG 
AGTTCGAGTCTCGCCCAAGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna19-LeuGAG (1029310-1029394)  Leu (GAG) 85 bp  Sc: 63.56 
GCCGACGTGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCGCAAGCTGTGCG 
AGTTCGAGTCTCGCCGTCGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna34-LeuTAA (2191033-2191118)  Leu (TAA) 86 bp  Sc: 74.51 
GCCCGGGTGGTGAAATTGGTAGACACAAGAGACTTAAAATCTCTCGCTCTTCGAGTGTAC 
GGGTTCGATTCCCGTCCCGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna44-LeuTAG (2897985-2897901)  Leu (TAG) 85 bp  Sc: 78.45 
GCCCAGGTGGCGAAATTGGTAGACGCACCAGATTTAGGTTCTGGCGCCGAAAGGTGTGGG 
GGTTCGAGTCCCTTCCTGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna63-LysCTT (201229-201154)  Lys (CTT) 76 bp  Sc: 95.78 
GGGGCGCTAGCTCAGTTGGTAGAGCAGCGGACTCTTAATCCGTAGGTCGACAGTTCGAAT 
CTGTCGCGCCCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna62-LysTTT (201323-201248)  Lys (TTT) 76 bp  Sc: 94.95 
GGGTCGGTAGCTCAGTCGGTAGAGCAGCGGACTTTTAATCCGTTGGTCCCGAGTTCGAAT 
CTCGGCCGACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna42-MetCAT (3778324-3778248)  Met (CAT) 77 bp  Sc: 85.21 
GGTGATGTAGCTCAGACGGTTAGAGCGATGGATTCATAACCCATAGGTCGGCAGTTCGAT 
TCTGCCCATCACCACCA 
>Dechloromonas_aromatica_RCB_chr.trna15-MetCAT (870227-870302)  Met (CAT) 76 bp  Sc: 90.87 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Dechloromonas_aromatica_RCB_chr.trna64-MetCAT (201061-200986)  Met (CAT) 76 bp  Sc: 90.87 
CGCGGGGTGGAGCAGTTGGCAGCTCGTCGGGCTCATAACCCGAAGGTCGCAGGTTCAAGT 
CCTGCCCCCGCAACCA 
>Dechloromonas_aromatica_RCB_chr.trna61-MetCAT (586113-586037)  Met (CAT) 77 bp  Sc: 97.03 
GGGCCTGTAGCTCAGTTGGTTAGAGCAGAGGACTCATAATCCTTTGGTCCACGGTTCAAG 
TCCGTGCAGGCCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna8-PheGAA (475156-475231)  Phe (GAA) 76 bp  Sc: 89.90 
GGCCAATTAGCTCAGTTGGTAGAGCAGCGGATTGAAAATCCGCGTGTCCGTGGTTCGATT 
CCGCGATTGGCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna12-ProCGG (724805-724881)  Pro (CGG) 77 bp  Sc: 81.96 
CGGAGTGTAGCTCAGCCTGGTAGAGCACTGCGTTCGGGACGCAGGGGTCGCAAGTTCGAA 
TCCTGTCACTCCGACCA 
>Dechloromonas_aromatica_RCB_chr.trna46-ProGGG (2867267-2867191)  Pro (GGG) 77 bp  Sc: 81.03 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCGAGTTCGAA 
TCCCGCCGCCCCGACCA 
>Dechloromonas_aromatica_RCB_chr.trna48-ProTGG (2647154-2647078)  Pro (TGG) 77 bp  Sc: 86.99 
CGGGGCGTAGCGCAGTCTGGTAGCGCATCTGCTTTGGGAGCAGAGGGTCGTGAGTTCGAA 
TCCCACCGCCCCGACCA 
>Dechloromonas_aromatica_RCB_chr.trna52-SeC(p)TCA (1945019-1944928)  SeC(p) (TCA) 92 bp  Sc: 37.41 
GGAAGAGATCGTTCCCCGGTGGGACGGCCGGTCTTCAAAACCGGCAGGGCCTGTCAAACA 
GGCTTGGGTAGGTTCGACTCCTGCTCTCTTCC 
>Dechloromonas_aromatica_RCB_chr.trna25-SerCGA (1413291-1413378)  Ser (CGA) 88 bp  Sc: 72.12 
GGAGAGGTGGCAGAGTGGTCGAATGTACCTGACTCGAAATCAGGCGTACTGCAAGGTACC 
GTGGGTTCGAATCCCACCCTCTCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna47-SerGCT (2711749-2711657)  Ser (GCT) 93 bp  Sc: 73.77 
GGAGACGTGGCCGAGAGGTCGAAGGCACTCCCCTGCTAAGGGAGCATGCGGGCAAAACCT 
GCATCGAGGGTTCGAATCCCTCCGTCTCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna27-SerGGA (1763155-1763245)  Ser (GGA) 91 bp  Sc: 69.33 
GGAGGGGTGGATGAGTGGTTTAAGTCGCACGCCTGGAAAGCGTGTGTAGGGTAATCCCCT 
ACCGCGGGTTCGAATCCCGCCTCCTCCGCCA 



>Dechloromonas_aromatica_RCB_chr.trna18-SerTGA (925627-925714)  Ser (TGA) 88 bp  Sc: 73.71 
GGGTCTGTGGCAGAGCGGTTGAATGCACCGGTCTTGAAAACCGGCGTGGGGAAACCCATC 
GTGAGTTCGAATCTCACCGGACCCGCCA 
>Dechloromonas_aromatica_RCB_chr.trna13-ThrCGT (778283-778358)  Thr (CGT) 76 bp  Sc: 88.73 
GCCGCTTTAGCTCAGTTGGTAGAGCAGTTCATTCGTAATGAAAAGGTCGCCAGTTCGATT 
CCGGCAAGCGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna36-ThrGGT (2986099-2986173)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna6-ThrGGT (347610-347684)  Thr (GGT) 75 bp  Sc: 90.12 
GCCCATGTGGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGGCAGTTCGATCC 
TGCCCATGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna14-ThrTGT (855858-855931)  Thr (TGT) 74 bp  Sc: 56.29 
GCCCCCGTAGCATGAAGGTCGTGCAGTTGATTTGTAATCATCAGGTAGCGGTTCGATTCC 
GTTCGGGGGCACCA 
>Dechloromonas_aromatica_RCB_chr.trna7-TrpCCA (348992-349067)  Trp (CCA) 76 bp  Sc: 89.68 
AGGGGTGTAGCTCAATTGGTAGAGCAACGGTTTCCAAAACCGTAGGTCGGGGGTTCGATT 
CCCTCCGCCCCTGCCA 
>Dechloromonas_aromatica_RCB_chr.trna4-TyrGTA (347382-347466)  Tyr (GTA) 85 bp  Sc: 71.96 
GGAGGGGTACCCAAGCGGTCAACGGGAACAGACTGTAAATCTGTCGGCTCTGCCTTCGAA 
GGTTCGAATCCTTCCCCCTCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna26-ValCAC (1440091-1440165)  Val (CAC) 75 bp  Sc: 91.15 
GGGCGGTTAGCTCAGCGGTAGAGCACTGCCTTCACACGGCAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna45-ValGAC (2874857-2874781)  Val (GAC) 77 bp  Sc: 91.24 
AGGCGGTTAGCTCAGTTGGTTAGAGCGCCACGTTGACATCGTGGAGGTCGTTGGTTCGAT 
TCCAATACCGCCTACCA 
>Dechloromonas_aromatica_RCB_chr.trna53-ValTAC (1842196-1842121)  Val (TAC) 76 bp  Sc: 89.65 
GGGTGCTTAGCTCAGTTGGCAGAGCGTCTGCCTTACACGCAGAATGTCGGCGGTTCGACC 
CCGTCAGCACCCACCA 
>Dechloromonas_aromatica_RCB_chr.trna35-ValTAC (2954257-2954332)  Val (TAC) 76 bp  Sc: 90.52 
GCGTTCTTAGCTCAGTTGGTAGAGCGTCTGCCTTACACGCAGAATGTCGGCGGTTCGAGC 
CCGTCAGGACGCACCA 
>Dehalococcoides_BAV1_chr.trna23-AlaCGC (1276021-1276093)  Ala (CGC) 73 bp  Sc: 76.01 
GGGGCTGTAGCTTAGTTGGGAGAGCGCTGCGTTCGCAACGCAGAGGTCAGGGGTTCGAAG 
CCCCTCAGCTCCA 
>Dehalococcoides_BAV1_chr.trna1-AlaGGC (57444-57519)  Ala (GGC) 76 bp  Sc: 77.33 
GGGGCCGTAGTTCACTTGGGAGAACGTTTGACTGGCAGTCAAAAGGTAGAGGGTTCGAAT 
CCCTCCGGCTCCACCA 
>Dehalococcoides_BAV1_chr.trna45-AlaTGC (312251-312176)  Ala (TGC) 76 bp  Sc: 92.88 
GGGGCTGTAGCTTAGTCGGGAGAGCGCCTCCTTTGCAAGGAGGAGGTCAGGGGTTCGAAT 
CCCCTCAGCTCCACCA 
>Dehalococcoides_BAV1_chr.trna3-ArgCCG (646274-646345)  Arg (CCG) 72 bp  Sc: 79.06 
GCCTCTGTAGCTCAGTGGATAGAGCACCAGCCTCCGAAGCTGGTGGCGAGAGTTCGAGTC 
TCTCCAGGGGCA 
>Dehalococcoides_BAV1_chr.trna24-ArgCCT (1295758-1295834)  Arg (CCT) 77 bp  Sc: 80.13 
GCCCCTGTAGCTCAGTAGGATAGAGCAGCGGTTTCCTAAACCGCGTGTCGGGCGTTCGAA 
TCGCCCCAGGGGTACCA 
>Dehalococcoides_BAV1_chr.trna21-ArgGCG (1243391-1243468)  Arg (GCG) 78 bp  Sc: 92.53 
GCGCTTGTAGCTCAGTTGGATTAGAGCGCAGCCCTGCGAAGGCTGAGGTCGTGGGTTCGA 
GTCCCACCAAGCGCGCCA 
>Dehalococcoides_BAV1_chr.trna36-ArgTCG (839148-839073)  Arg (TCG) 76 bp  Sc: 87.08 
GCGCCTATAGCTCAGTGGATAGAGCATCGGTCTTCGGAACCGAGGGTCGTGGGTTCGAAT 
CCCTCTAGGCGCGCCA 
>Dehalococcoides_BAV1_chr.trna6-ArgTCT (667738-667814)  Arg (TCT) 77 bp  Sc: 83.94 
GTCCCCGTAGCTCAGTTGGATAGAGCAACTGCCTTCTAAGTAGTGGGCCGAGAGTTCGAA 
TCTCTCCGGGGACGCCA 
>Dehalococcoides_BAV1_chr.trna11-AsnGTT (719856-719930)  Asn (GTT) 75 bp  Sc: 87.38 
TCCCGAGTAGCTCAGTGGTAGAGCGGGCGGCTGTTAACCGCTTGGTCGTAGGTTCGAGTC 
CTACCTCGGGAGCCA 
>Dehalococcoides_BAV1_chr.trna13-AspGTC (914980-915056)  Asp (GTC) 77 bp  Sc: 71.29 
GGCCCCATGGTGTAGCGGTCTAACATGCCACCCTGTCACGGTGGAGATCGGGGGTTCGAA 
TCCCCCTGGGGTCGCCA 
>Dehalococcoides_BAV1_chr.trna18-CysGCA (1226419-1226493)  Cys (GCA) 75 bp  Sc: 79.24 
GGCGACGTAGCCAAGTGGCAAGGCAGGGGTCTGCAAAACCCCTATTCAGCGGTTCGAATC 
CGCTCGTCGCCTCCA 
>Dehalococcoides_BAV1_chr.trna29-GlnCTG (895295-895222)  Gln (CTG) 74 bp  Sc: 67.95 



TGGGGAATCGTCTAGCGGTAGGACAGCGGACTCTGAATCCGTATGGGAAGGTTCGAATCC 
TTCTTCCCCAGCCA 
>Dehalococcoides_BAV1_chr.trna10-GlnTTG (719772-719845)  Gln (TTG) 74 bp  Sc: 72.97 
TGGCGAGTTGTGTAGTGGTAGCACAGAGGACTTTGAATCCTTATGCCCAGGTTCGAATCC 
TGGCTCGCCAGCCA 
>Dehalococcoides_BAV1_chr.trna30-GluCTC (895209-895133)  Glu (CTC) 77 bp  Sc: 69.78 
GGCGCATTCGTCTAGCGGCCCAGGACGCGTCCCTCTCAAGGACGAGATCACCGGTTCGAA 
TCCGGTATGCGCTACCA 
>Dehalococcoides_BAV1_chr.trna26-GluTTC (1325210-1325135)  Glu (TTC) 76 bp  Sc: 59.05 
GCCCCCATCGTCTAGAGGCCCAGGACAGCGGCCTTTCACGCCGTCAACAGGGGTTCGAAT 
CCCCTTGGGGGTACCA 
>Dehalococcoides_BAV1_chr.trna12-GlyCCC (760830-760904)  Gly (CCC) 75 bp  Sc: 81.28 
GCGGGTGTAACTCAGCGGTAGAGTGCTTGCTTCCCAAGTAAGACGTCGCGGGTTCGAATC 
CCGTCACCCGCTCCA 
>Dehalococcoides_BAV1_chr.trna17-GlyGCC (1226307-1226381)  Gly (GCC) 75 bp  Sc: 87.73 
GCGGAAGTAGTTCAGCGGTAGAATGCCTCCTTGCCAAGGAGGAGGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Dehalococcoides_BAV1_chr.trna40-GlyTCC (655065-654991)  Gly (TCC) 75 bp  Sc: 85.54 
GCGGGAGTAACTCAGTGGTAGAGTTCCTGCCTTCCAAGCAGGCTGTCGCGGGTTCGAGCC 
CCGTCTCCCGCTCCA 
>Dehalococcoides_BAV1_chr.trna35-HisGTG (839239-839164)  His (GTG) 76 bp  Sc: 72.92 
GTGAGTGTGGCCTAGCGGTTAAGGCACCAGGTTGTGGCCCTGGAGATCGTGGGTTCAAGT 
CCCATCACTCACCCCA 
>Dehalococcoides_BAV1_chr.trna31-IleGAT (891944-891868)  Ile (GAT) 77 bp  Sc: 86.11 
GGGCCATTAGCTCAGTTGGTTAGAGCGCAGTCCTGATAAGACTGAGGTCCTTGGTTCGAG 
ACCAAGATGGCCCACCA 
>Dehalococcoides_BAV1_chr.trna9-LeuCAA (719655-719741)  Leu (CAA) 87 bp  Sc: 73.28 
GCCGAAGTGGCGGAATGGCAGACGCGGCAGTCTCAAACACTGCTGGGGGTAAACCTCGTG 
TCGGTTCGAGTCCGACCTTCGGCACCA 
>Dehalococcoides_BAV1_chr.trna20-LeuCAG (1243299-1243385)  Leu (CAG) 87 bp  Sc: 61.87 
GCCGAAGTGGCGGAACGGCAGACGCGCTACGTTCAGGGCGTAGTACCTGTAATAGGTGTG 
AGAGTTCAAATCTCTCCTTCGGCACCA 
>Dehalococcoides_BAV1_chr.trna16-LeuGAG (1226207-1226293)  Leu (GAG) 87 bp  Sc: 55.85 
GCCGAGATGGTGGAATGGCAGACACGCTAGCTTGAGGGGCTAGTGAGTGATGAGCTCGTG 
GGAGTTCAAATCTCCCTCTCGGCACCA 
>Dehalococcoides_BAV1_chr.trna19-LeuTAA (1227433-1227517)  Leu (TAA) 85 bp  Sc: 71.19 
GCCGGGGTGGCGGAATCGGCAGACGCAGCGGACTTAAAATCCGCCGGAGCAATCCTTGTG 
GGTTCGACCCCCACCCCCGGCACCA 
>Dehalococcoides_BAV1_chr.trna39-LeuTAG (677460-677376)  Leu (TAG) 85 bp  Sc: 70.38 
GGGGGAGTGCCGGAATTGGCAGACGGGCATGACTTAGGATCATGTGTCGAAAGGCGTCGG 
GGTTCGAGTCCCCGCTTCCCCACCA 
>Dehalococcoides_BAV1_chr.trna38-LysCTT (726898-726826)  Lys (CTT) 73 bp  Sc: 83.21 
GGGCCGATAGCTCAATTGGCAGAGCAATTGACTCTTAATCAATTGGTTGGAGGTTCGAGT 
CCTCCTCGGCTCA 
>Dehalococcoides_BAV1_chr.trna37-LysTTT (782195-782120)  Lys (TTT) 76 bp  Sc: 95.29 
GGGCCGTTAGCTCAGCTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGTGGGTTCGAAC 
CCCGCACGGCTCACCA 
>Dehalococcoides_BAV1_chr.trna5-MetCAT (655617-655691)  Met (CAT) 75 bp  Sc: 77.67 
GGGCTCGTAGCTCAGGGGCAGAGCGGGCGGCTCATAACCGCTTGGTCGTAGGTTCGAAAC 
CTACCGAGCCCACCA 
>Dehalococcoides_BAV1_chr.trna44-MetCAT (403922-403848)  Met (CAT) 75 bp  Sc: 80.22 
GGCAGCGTAGCTCAGTGGCAGAGCAGGGGACTCATAAGCCCTTGGTCGGTAGTTCAAATC 
TACCCGCTGCCACCA 
>Dehalococcoides_BAV1_chr.trna14-MetCAT (1112963-1113037)  Met (CAT) 75 bp  Sc: 82.68 
CGCGGGGTGGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGCCATAGGTTCGAATC 
CTATCCCCGCTACCA 
>Dehalococcoides_BAV1_chr.trna8-PheGAA (719505-719580)  Phe (GAA) 76 bp  Sc: 88.85 
GCCGAGGTAGCTCAGCCGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCCCAGTTCGATC 
CTGGGCCTCGGCACCA 
>Dehalococcoides_BAV1_chr.trna25-ProCGG (1337474-1337551)  Pro (CGG) 78 bp  Sc: 82.22 
CGGGGCGTAGCGCAGCCTGGTTAGCGCGCAGCGTTCGGGACGCTGAGGCCGGAAGTTCGA 
ATCTTCTCGCCCCGACCA 
>Dehalococcoides_BAV1_chr.trna7-ProGGG (679908-679984)  Pro (GGG) 77 bp  Sc: 85.57 
CGGGGTGTAGCGCAGCCTGGTAGCGCACCTGAATGGGGTTCAGGTGGTCGGAGGTTCAAA 
TCCTCTCACCCCGACCA 
>Dehalococcoides_BAV1_chr.trna4-ProTGG (652466-652543)  Pro (TGG) 78 bp  Sc: 89.13 
CGGGGTGTAGCGCAGTCTGGTTAGCGCGCAGCGTTTGGGACGCTGAAGTCGGAGGTTCGA 



ATCCTCTCACCCCGACCA 
>Dehalococcoides_BAV1_chr.trna41-SerCGA (644539-644450)  Ser (CGA) 90 bp  Sc: 60.51 
GGAGAGGTGTCCGAGTGGTTGATGGTGCTGCTCTCGAAAAGCGGTCTCCGTGAACGCGGA 
GCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Dehalococcoides_BAV1_chr.trna27-SerGCT (1172021-1171930)  Ser (GCT) 92 bp  Sc: 75.63 
GGGGGGGTCGCATAGTGGTCTAGTGCGGGCGCCTGCTAAGCGCTTGCCCCGGGAAACCGG 
GGTCGAGGGTTCGAATCCCTCCCCCTCCGCCA 
>Dehalococcoides_BAV1_chr.trna42-SerGGA (644413-644324)  Ser (GGA) 90 bp  Sc: 61.57 
GGAGAGGTGCTGGAGTGGTCTATCAGGCACGCCTGGAAAGCGTGTGTCGCCGCAAGGTGA 
CCGTGGGTTCGAATCCCACCTTCTCCGCCA 
>Dehalococcoides_BAV1_chr.trna43-SerTGA (535260-535171)  Ser (TGA) 90 bp  Sc: 66.57 
GGAGGGGTGTCCGAGCGGTCTATGGTGACGGTCTTGAAAACCGTTGTTCCTGAAAGGGAA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Dehalococcoides_BAV1_chr.trna2-ThrCGT (372125-372199)  Thr (CGT) 75 bp  Sc: 85.07 
GCCAGCGTGGCTCAGAGGTAGAGCAGCGGTTTCGTAAACCGCCGGTCGGAGGTTCGAATC 
CTCTCGCTGGCTCCA 
>Dehalococcoides_BAV1_chr.trna34-ThrGGT (874961-874886)  Thr (GGT) 76 bp  Sc: 81.62 
GCCCACATAGCTCAGTAGGTAGAGCACGTTCTTGGTAAGAACGGGGTCATCAGTTCGAAT 
CTGATTGTGGGCTCCA 
>Dehalococcoides_BAV1_chr.trna32-ThrTGT (875219-875147)  Thr (TGT) 73 bp  Sc: 65.26 
GCCCGAGTGGCGCAAAGGAAGCGCAACCGACTTGTAATCGGTAGGTTAGCGGGTTCGAAT 
CCCCTCTCGGGCT 
>Dehalococcoides_BAV1_chr.trna15-TrpCCA (1226125-1226201)  Trp (CCA) 77 bp  Sc: 84.12 
AGGAGTGTAGCTCAGTCCGGTAGAGCAGCGGTCTCCAAAACCGCCGGTCGAGGGTTCGAA 
TCCTTCCACTCCTGCCA 
>Dehalococcoides_BAV1_chr.trna33-TyrGTA (875107-875024)  Tyr (GTA) 84 bp  Sc: 62.07 
GGAGAGGTGCCGGAGTGGTTAATCGGAGCAGACTGTAAATCTGCCGCCCTAAGGGCTACG 
CAGGTTCGAACCCTGCCCTCTCCA 
>Dehalococcoides_BAV1_chr.trna46-ValCAC (223859-223784)  Val (CAC) 76 bp  Sc: 93.20 
GGGCGGTTAGCTCAGTGGTTAGAGCACCTGCTTCACACGCAGGGGGTCAGTGGTTCAAAT 
CCACTACTGCCCACCA 
>Dehalococcoides_BAV1_chr.trna28-ValGAC (985210-985134)  Val (GAC) 77 bp  Sc: 89.50 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCAGCGTTGACATCGCTGAGGTCATTGGTTCGAC 
CCCAATACCGCCCACCA 
>Dehalococcoides_BAV1_chr.trna22-ValTAC (1243479-1243555)  Val (TAC) 77 bp  Sc: 100.99 
GGGCGGTTAGCTCAGCTGGTTAGAGCACCTGCTTTACACGCAGGGGGTCATAGGTTCGAA 
TCCTATACCGCCCACCA 
>Dehalococcoides_CBDB1_chr.trna24-AlaCGC (1330950-1331022)  Ala (CGC) 73 bp  Sc: 76.01 
GGGGCTGTAGCTTAGTTGGGAGAGCGCTGCGTTCGCAACGCAGAGGTCAGGGGTTCGAAG 
CCCCTCAGCTCCA 
>Dehalococcoides_CBDB1_chr.trna1-AlaGGC (58025-58100)  Ala (GGC) 76 bp  Sc: 77.33 
GGGGCCGTAGTTCACTTGGGAGAACGTTTGACTGGCAGTCAAAAGGTAGAGGGTTCGAAT 
CCCTCCGGCTCCACCA 
>Dehalococcoides_CBDB1_chr.trna47-AlaTGC (231274-231199)  Ala (TGC) 76 bp  Sc: 92.88 
GGGGCTGTAGCTTAGTCGGGAGAGCGCCTCCTTTGCAAGGAGGAGGTCAGGGGTTCGAAT 
CCCCTCAGCTCCACCA 
>Dehalococcoides_CBDB1_chr.trna4-ArgCCG (558994-559065)  Arg (CCG) 72 bp  Sc: 79.06 
GCCTCTGTAGCTCAGTGGATAGAGCACCAGCCTCCGAAGCTGGTGGCGAGAGTTCGAGTC 
TCTCCAGGGGCA 
>Dehalococcoides_CBDB1_chr.trna25-ArgCCT (1349381-1349456)  Arg (CCT) 76 bp  Sc: 68.02 
GCCCCTGTAGCTCAGTAGGATAGAGCAGCGGTTTCCTAAACCGCGTGTCGGCGTTCGAAT 
CGCCCCAGGGGTACCA 
>Dehalococcoides_CBDB1_chr.trna22-ArgGCG (1137254-1137331)  Arg (GCG) 78 bp  Sc: 92.53 
GCGCTTGTAGCTCAGTTGGATTAGAGCGCAGCCCTGCGAAGGCTGAGGTCGTGGGTTCGA 
GTCCCACCAAGCGCGCCA 
>Dehalococcoides_CBDB1_chr.trna38-ArgTCG (749532-749457)  Arg (TCG) 76 bp  Sc: 87.08 
GCGCCTATAGCTCAGTGGATAGAGCATCGGTCTTCGGAACCGAGGGTCGTGGGTTCGAAT 
CCCTCTAGGCGCGCCA 
>Dehalococcoides_CBDB1_chr.trna7-ArgTCT (588635-588711)  Arg (TCT) 77 bp  Sc: 83.94 
GTCCCCGTAGCTCAGTTGGATAGAGCAACTGCCTTCTAAGTAGTGGGCCGAGAGTTCGAA 
TCTCTCCGGGGACGCCA 
>Dehalococcoides_CBDB1_chr.trna12-AsnGTT (640755-640829)  Asn (GTT) 75 bp  Sc: 87.38 
TCCCGAGTAGCTCAGTGGTAGAGCGGGCGGCTGTTAACCGCTTGGTCGTAGGTTCGAGTC 
CTACCTCGGGAGCCA 
>Dehalococcoides_CBDB1_chr.trna14-AspGTC (826263-826339)  Asp (GTC) 77 bp  Sc: 71.29 
GGCCCCATGGTGTAGCGGTCTAACATGCCACCCTGTCACGGTGGAGATCGGGGGTTCGAA 
TCCCCCTGGGGTCGCCA 



>Dehalococcoides_CBDB1_chr.trna19-CysGCA (1120286-1120360)  Cys (GCA) 75 bp  Sc: 79.24 
GGCGACGTAGCCAAGTGGCAAGGCAGGGGTCTGCAAAACCCCTATTCAGCGGTTCGAATC 
CGCTCGTCGCCTCCA 
>Dehalococcoides_CBDB1_chr.trna31-GlnCTG (806579-806506)  Gln (CTG) 74 bp  Sc: 67.95 
TGGGGAATCGTCTAGCGGTAGGACAGCGGACTCTGAATCCGTATGGGAAGGTTCGAATCC 
TTCTTCCCCAGCCA 
>Dehalococcoides_CBDB1_chr.trna11-GlnTTG (640671-640744)  Gln (TTG) 74 bp  Sc: 72.97 
TGGCGAGTTGTGTAGTGGTAGCACAGAGGACTTTGAATCCTTATGCCCAGGTTCGAATCC 
TGGCTCGCCAGCCA 
>Dehalococcoides_CBDB1_chr.trna32-GluCTC (806493-806417)  Glu (CTC) 77 bp  Sc: 69.78 
GGCGCATTCGTCTAGCGGCCCAGGACGCGTCCCTCTCAAGGACGAGATCACCGGTTCGAA 
TCCGGTATGCGCTACCA 
>Dehalococcoides_CBDB1_chr.trna27-GluTTC (1378835-1378760)  Glu (TTC) 76 bp  Sc: 59.05 
GCCCCCATCGTCTAGAGGCCCAGGACAGCGGCCTTTCACGCCGTCAACAGGGGTTCGAAT 
CCCCTTGGGGGTACCA 
>Dehalococcoides_CBDB1_chr.trna13-GlyCCC (681729-681803)  Gly (CCC) 75 bp  Sc: 81.28 
GCGGGTGTAACTCAGCGGTAGAGTGCTTGCTTCCCAAGTAAGACGTCGCGGGTTCGAATC 
CCGTCACCCGCTCCA 
>Dehalococcoides_CBDB1_chr.trna18-GlyGCC (1120174-1120248)  Gly (GCC) 75 bp  Sc: 87.73 
GCGGAAGTAGTTCAGCGGTAGAATGCCTCCTTGCCAAGGAGGAGGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Dehalococcoides_CBDB1_chr.trna42-GlyTCC (567784-567710)  Gly (TCC) 75 bp  Sc: 85.54 
GCGGGAGTAACTCAGTGGTAGAGTTCCTGCCTTCCAAGCAGGCTGTCGCGGGTTCGAGCC 
CCGTCTCCCGCTCCA 
>Dehalococcoides_CBDB1_chr.trna37-HisGTG (749623-749548)  His (GTG) 76 bp  Sc: 72.92 
GTGAGTGTGGCCTAGCGGTTAAGGCACCAGGTTGTGGCCCTGGAGATCGTGGGTTCAAGT 
CCCATCACTCACCCCA 
>Dehalococcoides_CBDB1_chr.trna33-IleGAT (803229-803153)  Ile (GAT) 77 bp  Sc: 86.11 
GGGCCATTAGCTCAGTTGGTTAGAGCGCAGTCCTGATAAGACTGAGGTCCTTGGTTCGAG 
ACCAAGATGGCCCACCA 
>Dehalococcoides_CBDB1_chr.trna10-LeuCAA (640554-640640)  Leu (CAA) 87 bp  Sc: 73.28 
GCCGAAGTGGCGGAATGGCAGACGCGGCAGTCTCAAACACTGCTGGGGGTAAACCTCGTG 
TCGGTTCGAGTCCGACCTTCGGCACCA 
>Dehalococcoides_CBDB1_chr.trna21-LeuCAG (1137162-1137248)  Leu (CAG) 87 bp  Sc: 61.87 
GCCGAAGTGGCGGAACGGCAGACGCGCTACGTTCAGGGCGTAGTACCTGTAATAGGTGTG 
AGAGTTCAAATCTCTCCTTCGGCACCA 
>Dehalococcoides_CBDB1_chr.trna17-LeuGAG (1120074-1120160)  Leu (GAG) 87 bp  Sc: 55.85 
GCCGAGATGGTGGAATGGCAGACACGCTAGCTTGAGGGGCTAGTGAGTGATGAGCTCGTG 
GGAGTTCAAATCTCCCTCTCGGCACCA 
>Dehalococcoides_CBDB1_chr.trna20-LeuTAA (1121299-1121383)  Leu (TAA) 85 bp  Sc: 71.19 
GCCGGGGTGGCGGAATCGGCAGACGCAGCGGACTTAAAATCCGCCGGAGCAATCCTTGTG 
GGTTCGACCCCCACCCCCGGCACCA 
>Dehalococcoides_CBDB1_chr.trna41-LeuTAG (598358-598274)  Leu (TAG) 85 bp  Sc: 70.38 
GGGGGAGTGCCGGAATTGGCAGACGGGCATGACTTAGGATCATGTGTCGAAAGGCGTCGG 
GGTTCGAGTCCCCGCTTCCCCACCA 
>Dehalococcoides_CBDB1_chr.trna40-LysCTT (647798-647726)  Lys (CTT) 73 bp  Sc: 83.21 
GGGCCGATAGCTCAATTGGCAGAGCAATTGACTCTTAATCAATTGGTTGGAGGTTCGAGT 
CCTCCTCGGCTCA 
>Dehalococcoides_CBDB1_chr.trna39-LysTTT (703093-703018)  Lys (TTT) 76 bp  Sc: 95.29 
GGGCCGTTAGCTCAGCTGGTAGAGCATCTGACTTTTAATCAGAGGGTCGTGGGTTCGAAC 
CCCGCACGGCTCACCA 
>Dehalococcoides_CBDB1_chr.trna6-MetCAT (568336-568410)  Met (CAT) 75 bp  Sc: 77.67 
GGGCTCGTAGCTCAGGGGCAGAGCGGGCGGCTCATAACCGCTTGGTCGTAGGTTCGAAAC 
CTACCGAGCCCACCA 
>Dehalococcoides_CBDB1_chr.trna46-MetCAT (316620-316546)  Met (CAT) 75 bp  Sc: 80.22 
GGCAGCGTAGCTCAGTGGCAGAGCAGGGGACTCATAAGCCCTTGGTCGGTAGTTCAAATC 
TACCCGCTGCCACCA 
>Dehalococcoides_CBDB1_chr.trna15-MetCAT (1006848-1006922)  Met (CAT) 75 bp  Sc: 82.68 
CGCGGGGTGGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGCCATAGGTTCGAATC 
CTATCCCCGCTACCA 
>Dehalococcoides_CBDB1_chr.trna9-PheGAA (640404-640479)  Phe (GAA) 76 bp  Sc: 88.85 
GCCGAGGTAGCTCAGCCGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCCCAGTTCGATC 
CTGGGCCTCGGCACCA 
>Dehalococcoides_CBDB1_chr.trna26-ProCGG (1391100-1391177)  Pro (CGG) 78 bp  Sc: 82.22 
CGGGGCGTAGCGCAGCCTGGTTAGCGCGCAGCGTTCGGGACGCTGAGGCCGGAAGTTCGA 
ATCTTCTCGCCCCGACCA 
>Dehalococcoides_CBDB1_chr.trna8-ProGGG (600806-600882)  Pro (GGG) 77 bp  Sc: 85.57 



CGGGGTGTAGCGCAGCCTGGTAGCGCACCTGAATGGGGTTCAGGTGGTCGGAGGTTCAAA 
TCCTCTCACCCCGACCA 
>Dehalococcoides_CBDB1_chr.trna5-ProTGG (565185-565262)  Pro (TGG) 78 bp  Sc: 89.13 
CGGGGTGTAGCGCAGTCTGGTTAGCGCGCAGCGTTTGGGACGCTGAAGTCGGAGGTTCGA 
ATCCTCTCACCCCGACCA 
>Dehalococcoides_CBDB1_chr.trna28-GlyTCC (1170231-1170156)  Gly (TCC) 76 bp  Sc: 35.20 
GCGCCGCTAGTGTAATGGTAAGCACGCCACTCATCCAGAGTGAAGGTCGGGGTCCGATTC 
CCACGGCGGCGCTCCA 
>Dehalococcoides_CBDB1_chr.trna43-SerCGA (557248-557159)  Ser (CGA) 90 bp  Sc: 62.10 
GGAGAGGTGTCCGAGTGGTTGATGGTGCTGCTCTCGAAAAGCGGTCTCCGTGAAAGCGGA 
GCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Dehalococcoides_CBDB1_chr.trna29-SerGCT (1065926-1065835)  Ser (GCT) 92 bp  Sc: 75.63 
GGGGGGGTCGCATAGTGGTCTAGTGCGGGCGCCTGCTAAGCGCTTGCCCCGGGAAACCGG 
GGTCGAGGGTTCGAATCCCTCCCCCTCCGCCA 
>Dehalococcoides_CBDB1_chr.trna44-SerGGA (557122-557033)  Ser (GGA) 90 bp  Sc: 61.57 
GGAGAGGTGCTGGAGTGGTCTATCAGGCACGCCTGGAAAGCGTGTGTCGCCGCAAGGTGA 
CCGTGGGTTCGAATCCCACCTTCTCCGCCA 
>Dehalococcoides_CBDB1_chr.trna45-SerTGA (447957-447868)  Ser (TGA) 90 bp  Sc: 66.57 
GGAGGGGTGTCCGAGCGGTCTATGGTGACGGTCTTGAAAACCGTTGTTCCTGAAAGGGAA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Dehalococcoides_CBDB1_chr.trna3-ThrCGT (284708-284782)  Thr (CGT) 75 bp  Sc: 85.07 
GCCAGCGTGGCTCAGAGGTAGAGCAGCGGTTTCGTAAACCGCCGGTCGGAGGTTCGAATC 
CTCTCGCTGGCTCCA 
>Dehalococcoides_CBDB1_chr.trna36-ThrGGT (785345-785270)  Thr (GGT) 76 bp  Sc: 81.62 
GCCCACATAGCTCAGTAGGTAGAGCACGTTCTTGGTAAGAACGGGGTCATCAGTTCGAAT 
CTGATTGTGGGCTCCA 
>Dehalococcoides_CBDB1_chr.trna34-ThrTGT (785604-785532)  Thr (TGT) 73 bp  Sc: 65.26 
GCCCGAGTGGCGCAAAGGAAGCGCAACCGACTTGTAATCGGTAGGTTAGCGGGTTCGAAT 
CCCCTCTCGGGCT 
>Dehalococcoides_CBDB1_chr.trna16-TrpCCA (1119992-1120068)  Trp (CCA) 77 bp  Sc: 84.12 
AGGAGTGTAGCTCAGTCCGGTAGAGCAGCGGTCTCCAAAACCGCCGGTCGAGGGTTCGAA 
TCCTTCCACTCCTGCCA 
>Dehalococcoides_CBDB1_chr.trna35-TyrGTA (785491-785408)  Tyr (GTA) 84 bp  Sc: 62.07 
GGAGAGGTGCCGGAGTGGTTAATCGGAGCAGACTGTAAATCTGCCGCCCTAAGGGCTACG 
CAGGTTCGAACCCTGCCCTCTCCA 
>Dehalococcoides_CBDB1_chr.trna2-ValCAC (165392-165467)  Val (CAC) 76 bp  Sc: 93.20 
GGGCGGTTAGCTCAGTGGTTAGAGCACCTGCTTCACACGCAGGGGGTCAGTGGTTCAAAT 
CCACTACTGCCCACCA 
>Dehalococcoides_CBDB1_chr.trna30-ValGAC (889786-889710)  Val (GAC) 77 bp  Sc: 89.50 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCAGCGTTGACATCGCTGAGGTCATTGGTTCGAC 
CCCAATACCGCCCACCA 
>Dehalococcoides_CBDB1_chr.trna23-ValTAC (1137342-1137418)  Val (TAC) 77 bp  Sc: 100.99 
GGGCGGTTAGCTCAGCTGGTTAGAGCACCTGCTTTACACGCAGGGGGTCATAGGTTCGAA 
TCCTATACCGCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna24-AlaCGC (1398120-1398195)  Ala (CGC) 76 bp  Sc: 89.26 
GGGGCTGTAGCTTAGTTGGGAGAGCGCTGCGTTCGCATCGCAGAGGTCAGGGGTTCGAAT 
CCCCTCAGCTCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna1-AlaGGC (57782-57857)  Ala (GGC) 76 bp  Sc: 77.33 
GGGGCCGTAGTTCACTTGGGAGAACGTTTGACTGGCAGTCAAAAGGTAGAGGGTTCGAAT 
CCCTCCGGCTCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna46-AlaTGC (309039-308964)  Ala (TGC) 76 bp  Sc: 92.88 
GGGGCTGTAGCTTAGTCGGGAGAGCGCCTCCTTTGCAAGGAGGAGGTCAGGGGTTCGAAT 
CCCCTCAGCTCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna4-ArgCCG (668207-668278)  Arg (CCG) 72 bp  Sc: 79.06 
GCCTCTGTAGCTCAGTGGATAGAGCACCAGCCTCCGAAGCTGGTGGCGAGAGTTCGAGTC 
TCTCCAGGGGCA 
>Dehalococcoides_ethenogenes_195_chr.trna25-ArgCCT (1423580-1423656)  Arg (CCT) 77 bp  Sc: 79.28 
GCCCCTGTAGCTCAGCAGGATAGAGCAGCGGTTTCCTAAACCGCGTGTCGGGCGTTCGAA 
TCGCCCCAGGGGTACCA 
>Dehalococcoides_ethenogenes_195_chr.trna22-ArgGCG (1325295-1325372)  Arg (GCG) 78 bp  Sc: 92.53 
GCGCTTGTAGCTCAGTTGGATTAGAGCGCAGCCCTGCGAAGGCTGAGGTCGTGGGTTCGA 
GTCCCACCAAGCGCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna37-ArgTCG (877717-877642)  Arg (TCG) 76 bp  Sc: 87.08 
GCGCCTATAGCTCAGTGGATAGAGCATCGGTCTTCGGAACCGAGGGTCGTGGGTTCGAAT 
CCCTCTAGGCGCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna7-ArgTCT (689105-689181)  Arg (TCT) 77 bp  Sc: 87.67 
GTCCCCGTAGCTCAGCTGGATAGAGCAACTGCCTTCTAAGTAGTGGGTCGAGAGTTCGAA 



TCTCTCCGGGGACGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna12-AsnGTT (741036-741110)  Asn (GTT) 75 bp  Sc: 87.38 
TCCCGAGTAGCTCAGTGGTAGAGCGGGCGGCTGTTAACCGCTTGGTCGTAGGTTCGAATC 
CTACCTCGGGAGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna14-AspGTC (950330-950406)  Asp (GTC) 77 bp  Sc: 71.29 
GGCCCCATGGTGTAGCGGTCTAACATGCCACCCTGTCACGGTGGAGATCGGGGGTTCGAA 
TCCCCCTGGGGTCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna19-CysGCA (1308549-1308623)  Cys (GCA) 75 bp  Sc: 79.24 
GGCGACGTAGCCAAGTGGCAAGGCAGGGGTCTGCAAAACCCCTATTCAGCGGTTCGAATC 
CGCTCGTCGCCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna30-GlnCTG (930663-930590)  Gln (CTG) 74 bp  Sc: 67.95 
TGGGGAATCGTCTAGCGGTAGGACAGCGGACTCTGAATCCGTATGGGAAGGTTCGAATCC 
TTCTTCCCCAGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna11-GlnTTG (740952-741025)  Gln (TTG) 74 bp  Sc: 72.97 
TGGCGAGTTGTGTAGTGGTAGCACAGAGGACTTTGAATCCTTATGCCCAGGTTCGAATCC 
TGGCTCGCCAGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna31-GluCTC (930576-930500)  Glu (CTC) 77 bp  Sc: 69.78 
GGCGCATTCGTCTAGCGGCCCAGGACGCGTCCCTCTCAAGGACGAGATCACCGGTTCGAA 
TCCGGTATGCGCTACCA 
>Dehalococcoides_ethenogenes_195_chr.trna27-GluTTC (1453055-1452980)  Glu (TTC) 76 bp  Sc: 59.05 
GCCCCCATCGTCTAGAGGCCCAGGACAGCGGCCTTTCACGCCGTCAACAGGGGTTCGAAT 
CCCCTTGGGGGTACCA 
>Dehalococcoides_ethenogenes_195_chr.trna13-GlyCCC (781966-782040)  Gly (CCC) 75 bp  Sc: 85.99 
GCGGGTGTAACTCAGCGGTAGAGTGCTTGCTTCCCAAGCAAGACGTCGCGGGTTCGAATC 
CCGTCACCCGCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna18-GlyGCC (1308437-1308511)  Gly (GCC) 75 bp  Sc: 87.73 
GCGGAAGTAGTTCAGCGGTAGAATGCCTCCTTGCCAAGGAGGAGGTCGCGAGTTCGAATC 
TCGTCTTCCGCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna41-GlyTCC (676463-676389)  Gly (TCC) 75 bp  Sc: 85.54 
GCGGGAGTAACTCAGTGGTAGAGTTCCTGCCTTCCAAGCAGGCTGTCGCGGGTTCGAGCC 
CCGTCTCCCGCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna36-HisGTG (877809-877734)  His (GTG) 76 bp  Sc: 72.92 
GTGAGTGTGGCCTAGCGGTTAAGGCACCAGGTTGTGGCCCTGGAGATCGTGGGTTCAAGT 
CCCATCACTCACCCCA 
>Dehalococcoides_ethenogenes_195_chr.trna32-IleGAT (928116-928040)  Ile (GAT) 77 bp  Sc: 85.25 
GGGCCATTAGCTCAGCTGGTTAGAGCGCAGTCCTGATAAGACTGAGGTCCTTGGTTCGAG 
ACCAAGATGGCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna10-LeuCAA (740836-740922)  Leu (CAA) 87 bp  Sc: 73.28 
GCCGAAGTGGCGGAATGGCAGACGCGGCAGTCTCAAACACTGCTGGGGGTAAACCTCGTG 
TCGGTTCGAGTCCGACCTTCGGCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna21-LeuCAG (1325203-1325289)  Leu (CAG) 87 bp  Sc: 61.87 
GCCGAAGTGGCGGAACGGCAGACGCGCTACGTTCAGGGCGTAGTACCTGTAATAGGTGTG 
AGAGTTCAAATCTCTCCTTCGGCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna17-LeuGAG (1308337-1308423)  Leu (GAG) 87 bp  Sc: 55.85 
GCCGAGATGGTGGAATGGCAGACACGCTAGCTTGAGGGGCTAGTGAGTGATGAGCTCGTG 
GGAGTTCAAATCTCCCTCTCGGCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna20-LeuTAA (1309338-1309422)  Leu (TAA) 85 bp  Sc: 71.19 
GCCGGGGTGGCGGAATCGGCAGACGCAGCGGACTTAAAATCCGCCGGAGCAATCCTTGTG 
GGTTCGACCCCCACCCCCGGCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna40-LeuTAG (698745-698661)  Leu (TAG) 85 bp  Sc: 70.38 
GGGGGAGTGCCGGAATTGGCAGACGGGCATGACTTAGGATCATGTGTCGAAAGGCGTCGG 
GGTTCGAGTCCCCGCTTCCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna39-LysCTT (748083-748011)  Lys (CTT) 73 bp  Sc: 83.21 
GGGCCGATAGCTCAATTGGCAGAGCAATTGACTCTTAATCAATTGGTTGGAGGTTCGAGT 
CCTCCTCGGCTCA 
>Dehalococcoides_ethenogenes_195_chr.trna38-LysTTT (832929-832857)  Lys (TTT) 73 bp  Sc: 85.28 
GGGCCGTTAGCTCAGTTGGTAGAGCATCTGACTTTTAATCAGAGGGTCACAGGTTCGAGA 
CCTGTACGGCCTA 
>Dehalococcoides_ethenogenes_195_chr.trna45-MetCAT (396522-396447)  Met (CAT) 76 bp  Sc: 71.27 
GGCAGCGTAGCTCAGTGGCAGAGCAGGGGACTCATAAGCCCTTGGTCGGTAGTTCAAATT 
CTACCCGCTGCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna6-MetCAT (677016-677090)  Met (CAT) 75 bp  Sc: 75.76 
GGGCTCGTAGCTCAAGGGCAGAGCGGGCGGCTCATAACCGCTTGGTCGTAGGTTCGAAAC 
CTACCGAGCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna15-MetCAT (1197631-1197705)  Met (CAT) 75 bp  Sc: 82.68 
CGCGGGGTGGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGCCATAGGTTCGAATC 
CTATCCCCGCTACCA 



>Dehalococcoides_ethenogenes_195_chr.trna9-PheGAA (740686-740761)  Phe (GAA) 76 bp  Sc: 88.85 
GCCGAGGTAGCTCAGCCGGTAGAGCAGCGGACTGAAAATCCGCGTGTCCCCAGTTCGATC 
CTGGGCCTCGGCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna26-ProCGG (1465309-1465386)  Pro (CGG) 78 bp  Sc: 82.22 
CGGGGCGTAGCGCAGCCTGGTTAGCGCGCAGCGTTCGGGACGCTGAGGCCGGAAGTTCGA 
ATCTTCTCGCCCCGACCA 
>Dehalococcoides_ethenogenes_195_chr.trna8-ProGGG (701192-701268)  Pro (GGG) 77 bp  Sc: 85.57 
CGGGGTGTAGCGCAGCCTGGTAGCGCACCTGAATGGGGTTCAGGTGGTCGGAGGTTCAAA 
TCCTCTCACCCCGACCA 
>Dehalococcoides_ethenogenes_195_chr.trna5-ProTGG (674395-674472)  Pro (TGG) 78 bp  Sc: 89.13 
CGGGGTGTAGCGCAGTCTGGTTAGCGCGCAGCGTTTGGGACGCTGAAGTCGGAGGTTCGA 
ATCCTCTCACCCCGACCA 
>Dehalococcoides_ethenogenes_195_chr.trna42-SerCGA (666525-666436)  Ser (CGA) 90 bp  Sc: 62.10 
GGAGAGGTGTCCGAGTGGTTGATGGTGCTGCTCTCGAAAAGCGGTCTCCGTGAAAGCGGA 
GCGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna28-SerGCT (1254974-1254883)  Ser (GCT) 92 bp  Sc: 72.94 
GGGGGGGTCGCATAGTGGTCTAGTGCGGGCGCCTGCTAAGCGCTTGCCCTGGGAAACCGG 
GGTCGAGGGTTCGAATCCCTCCCCCTCCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna43-SerGGA (666401-666312)  Ser (GGA) 90 bp  Sc: 61.57 
GGAGAGGTGCTGGAGTGGTCTATCAGGCACGCCTGGAAAGCGTGTGTCGCCGCAAGGTGA 
CCGTGGGTTCGAATCCCACCTTCTCCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna44-SerTGA (527379-527290)  Ser (TGA) 90 bp  Sc: 64.81 
GGAGGGGTGTCCGAGCGGTCTATGGTGACGGTCTTGAAAACCGTTGTTCCCGAAAGAGAA 
CCGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna3-ThrCGT (364688-364762)  Thr (CGT) 75 bp  Sc: 85.07 
GCCAGCGTGGCTCAGAGGTAGAGCAGCGGTTTCGTAAACCGCCGGTCGGAGGTTCGAATC 
CTCTCGCTGGCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna35-ThrGGT (913416-913341)  Thr (GGT) 76 bp  Sc: 81.62 
GCCCACATAGCTCAGTAGGTAGAGCACGTTCTTGGTAAGAACGGGGTCATCAGTTCGAAT 
CTGATTGTGGGCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna33-ThrTGT (913675-913603)  Thr (TGT) 73 bp  Sc: 65.26 
GCCCGAGTGGCGCAAAGGAAGCGCAACCGACTTGTAATCGGTAGGTTAGCGGGTTCGAAT 
CCCCTCTCGGGCT 
>Dehalococcoides_ethenogenes_195_chr.trna16-TrpCCA (1308255-1308331)  Trp (CCA) 77 bp  Sc: 84.12 
AGGAGTGTAGCTCAGTCCGGTAGAGCAGCGGTCTCCAAAACCGCCGGTCGAGGGTTCGAA 
TCCTTCCACTCCTGCCA 
>Dehalococcoides_ethenogenes_195_chr.trna34-TyrGTA (913562-913479)  Tyr (GTA) 84 bp  Sc: 62.07 
GGAGAGGTGCCGGAGTGGTTAATCGGAGCAGACTGTAAATCTGCCGCCCTAAGGGCTACG 
CAGGTTCGAACCCTGCCCTCTCCA 
>Dehalococcoides_ethenogenes_195_chr.trna2-ValCAC (149037-149112)  Val (CAC) 76 bp  Sc: 93.40 
GGGTGGTTAGCTCAGTGGTTAGAGCACCTGCTTCACACGCAGGGGGTCAGTGGTTCAAAT 
CCACTACCGCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna29-ValGAC (1081725-1081649)  Val (GAC) 77 bp  Sc: 90.24 
GGGCGGTTAGCTCAGTTGGTTAGAGCGCAGCGTTGACATCGCTGAGGTCAGTGGTTCGAC 
CCCACTACCGCCCACCA 
>Dehalococcoides_ethenogenes_195_chr.trna23-ValTAC (1325383-1325459)  Val (TAC) 77 bp  Sc: 100.99 
GGGCGGTTAGCTCAGCTGGTTAGAGCACCTGCTTTACACGCAGGGGGTCATAGGTTCGAA 
TCCTATACCGCCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna44-AlaCGC (582478-582403)  Ala (CGC) 76 bp  Sc: 82.20 
GGGGTCGTAGCTCAGCTGGGAGAGCGCGTCGTTCGCAATGACGAGGTCAGGGGTTCGATC 
CCCCTCGACTCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna25-AlaGGC (2087918-2087843)  Ala (GGC) 76 bp  Sc: 89.10 
GGGGCTGTGGCGCAGTTGGGAGCGCGTCTGAATGGCATTCAGAAGGTCAGGGGTTCGAAT 
CCCCTCAGCTCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna9-AlaTGC (655453-655527)  Ala (TGC) 75 bp  Sc: 90.61 
GGGGGCATAGCTCAGCGGGAGAGCATCCGCTTTGCAAGCGGAGGGTCAAGAGTTCGAATC 
TCTTTGCCTCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna30-ArgACG (1916743-1916667)  Arg (ACG) 77 bp  Sc: 83.68 
GTGCCCGTAGCTCAGCTGGATAGAGCGTCTGACTACGGATCAGAAGGTCGGGAGTTCGAA 
TCTTCCCGGGCACGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna32-ArgCCG (1702190-1702114)  Arg (CCG) 77 bp  Sc: 86.55 
GCGCTCGTAGCTCAGGTGGATAGAGCGTTGGCCTCCGGAGCCAAAGGTCACTGGTTCGAG 
TCCAGTCGAGCGCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna16-ArgCCT (2441660-2441584)  Arg (CCT) 77 bp  Sc: 83.13 
GCGCTCGTAGCTCAGCTGGATAGAGCGGCCCCCTCCTAAGGGGCAGGTCCCGCGTTCGAA 
TCGCGGCGAGTGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna20-ArgTCT (2353629-2353553)  Arg (TCT) 77 bp  Sc: 94.92 



GCACCCTTAGCTCAGCTGGATAGAGCAACCGCCTTCTAAGCGGTCGGTCGTAGGTTCGAG 
TCCTACAGGGTGCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna45-AsnGTT (435427-435353)  Asn (GTT) 75 bp  Sc: 86.16 
TCGGCAGTAGCTCAGTGGCAGAGCATCCGACTGTTAATCGGACGGTCGTTGGTTCGACCC 
CAACCTGCCGAGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna12-AspGTC (1886401-1886476)  Asp (GTC) 76 bp  Sc: 82.87 
GGTCCGGTAGTGTAGCGGTGAGCATAACTGCCTGTCACGCAGTAGGTCGCGGGTTCAAAT 
CCCGTCCGGACCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna2-AspGTC (177593-177668)  Asp (GTC) 76 bp  Sc: 85.09 
GGTCCGGTAGTGTAGCGGTTAGCATAACTGCCTGTCACGCAGTAGGTCGCGGGTTCAAAT 
CCCGTCCGGACCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna35-CysGCA (1599719-1599646)  Cys (GCA) 74 bp  Sc: 78.53 
GGCGCTGTAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCCACCACCGGTTCGAGTCC 
GGTCAGCGCCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna33-GlnCTG (1676485-1676412)  Gln (CTG) 74 bp  Sc: 57.81 
TGGGGCATCGTCTAATGGCAGGACGACGGTTTCTGGCACCGTTAATCAAGGTTCGAGTCC 
TTGTGCCCCAGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna5-GlnTTG (397070-397143)  Gln (TTG) 74 bp  Sc: 66.08 
TGGGGCATGGTGTAATGGCAGCACAGCAGTCTTTGGAACTGTTAGTCAAGGTTCGAGTCC 
TTGTGCCCCAGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna8-GluCTC (504686-504760)  Glu (CTC) 75 bp  Sc: 70.88 
GGCCCCATCGTCTAGCGGTCAGGACAGCGCCCTCTCAAGGCGCAGACACGGGTTCAAGTC 
CCGTTGGGGTCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna46-GluTTC (355301-355227)  Glu (TTC) 75 bp  Sc: 71.40 
GGCCCCATCGTCTAACGGTTAGGACACTACCCTTTCAAGGTAGCGATACGGGTTCGAATC 
CCGTTGGGGTCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna42-GlyCCC (700106-700034)  Gly (CCC) 73 bp  Sc: 85.69 
GCGGGAATAGCTCAGTTGGTAGAGCGTCAGCTTCCCAAGCTGAATGTCGCGAGTTCGAGT 
CTCGTTTCCCGCT 
>Deinococcus_geothermalis_DSM_11300_chr.trna17-GlyGCC (2372646-2372571)  Gly (GCC) 76 bp  Sc: 93.49 
GCGGGAGTAGCTCAGCTGGTAGAGCACTACCTTGCCAAGGTAGATGTCGCGAGTTCGAAT 
CTCGTCTCCCGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna27-GlyGCC (2010562-2010487)  Gly (GCC) 76 bp  Sc: 93.49 
GCGGGAGTAGCTCAGCTGGTAGAGCACTACCTTGCCAAGGTAGATGTCGCGAGTTCGAAT 
CTCGTCTCCCGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna4-GlyGCC (328951-329026)  Gly (GCC) 76 bp  Sc: 93.49 
GCGGGAGTAGCTCAGCTGGTAGAGCACTACCTTGCCAAGGTAGATGTCGCGAGTTCGAAT 
CTCGTCTCCCGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna19-GlyTCC (2353738-2353665)  Gly (TCC) 74 bp  Sc: 69.64 
GCGGGATTGGTGTAGTGGTAGCACAGCAGCCTTCCAAGCTTCTGGCCTCGGTTCGAATCC 
GTGATCCCGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna6-HisGTG (440201-440277)  His (GTG) 77 bp  Sc: 85.01 
GTGGGTTTAGCTCAGCTGGTTAGAGCGCCGCTCTGTGGAAGCGGAGGCCGTGGGTTCAAA 
TCCCATAACCCACCCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna31-IleGAT (1850828-1850752)  Ile (GAT) 77 bp  Sc: 96.02 
GCGGGAGTAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGCAGTTCAAG 
TCTGCCCTTCCGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna38-LeuCAA (1435090-1435008)  Leu (CAA) 83 bp  Sc: 80.75 
GCCGGTGTGGCGGAATTGGTAGACGCACTCGACTCAAAATCGAGCGGGAAACCGTAGGGG 
TTCGAGTCCCCTCACCGGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna21-LeuCAG (2277386-2277302)  Leu (CAG) 85 bp  Sc: 68.84 
GCCGAGGTGGCGGAATTGGTAGACGCACTAGTTTCAGGGACTAGCGCCGCGAGGCGTGTG 
GGTTCAAATCCCATCCTCGGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna15-LeuGAG (2311081-2311164)  Leu (GAG) 84 bp  Sc: 59.95 
GCTCGGGTGGCGGAATTGGTAGACGCGCACGTTTGAGGGGCGTGTAGGTTTCCTGTGTGG 
GTTCAAGTCCCATCCCGAGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna14-LeuTAA (2129216-2129302)  Leu (TAA) 87 bp  Sc: 73.98 
GCCGGGATGGCGGAAGCGGTAGACGCATTCGACTTAAAATCGAACGCCCGCAAGGGCATG 
CGGGTTCAAGTCCCGCTCTCGGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna7-LeuTAG (440331-440416)  Leu (TAG) 86 bp  Sc: 78.48 
GCGAGGATGGCGGAATTGGTAGACGCACCAGACTTAGGATCTGGTTCCCGTAGGGAGTGA 
GGGTTCAAGTCCCTTTCCTCGCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna1-LysCTT (78888-78963)  Lys (CTT) 76 bp  Sc: 92.95 
GGGTCGTTAGCTCAATTGGCAGAGCAGCTGACTCTTAATCAGCGGGTTGTAGGTTCGATT 
CCTACACGACCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna37-LysTTT (1530105-1530030)  Lys (TTT) 76 bp  Sc: 88.22 
GGGTCGTTAGCTCAATCGGTAGAGCAGCTGACTTTTAATCAGCGGGTTCCGGGTTCGAGT 



CCCGGGCGACCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna10-MetCAT (1463818-1463894)  Met (CAT) 77 bp  Sc: 84.01 
CGCAGGGTAGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGGAGGTCACAGGTTCAAA 
TCCTGTCCCTGCAACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna23-MetCAT (2090573-2090498)  Met (CAT) 76 bp  Sc: 85.21 
GGGCTCTTAGCTCAACGGTCAGAGCAGTCGGCTCATAACCGATTGGTTGCCGGTTCAAAT 
CCGGCAGGGCCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna26-MetCAT (2087804-2087728)  Met (CAT) 77 bp  Sc: 96.84 
GGCGATGTAGCTCAGCTGGTTAGAGCGAACGACTCATAATCGTTAGGTCCGCGGTTCAAG 
TCCGTGCATCGCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna3-PheGAA (177691-177766)  Phe (GAA) 76 bp  Sc: 96.07 
GGCTAGGTAGCTCAGCTGGTAGAGCAAACGACTGAAAATCGTTGGGTCGGCGGTTCGAGT 
CCGCCCCTGGCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna11-ProCGG (1521063-1521139)  Pro (CGG) 77 bp  Sc: 89.44 
CGGGGCGTAGCGCAGCCTGGTAGCGCACTTCGTTCGGGACGAAGGGGTCGGAGGTTCGAA 
TCCTCTCGCCCCGACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna48-ProGGG (227407-227331)  Pro (GGG) 77 bp  Sc: 81.53 
CGAGGCGTAGCGCAGCCTGGTAGCGCACTACCTTGGGGTGGTAGGGGTCGTGAGTTCAAA 
TCTCGCCGCCTCGACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna18-ProTGG (2353842-2353766)  Pro (TGG) 77 bp  Sc: 85.56 
CGAGGCGTAGCGCAGGCCGGTAGCGCACTTGGTTTGGGACCAAGGGGTCGCTGGTTCGAA 
TCCAGTCGCCTCGACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna13-SerCGA (2111082-2111171)  Ser (CGA) 90 bp  Sc: 67.02 
GGAGAGGTGCCAGAGTGGTTGAATGGGTCGGTCTCGAAAACCGAAGTAGTCGCAAGGCTA 
CCGTGGGTTCGAATCCCACCCTCTTCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna29-SerGCT (1916854-1916762)  Ser (GCT) 93 bp  Sc: 74.16 
GGAGAGGTGGGTGAGCGGCTTAAACCAAGCGTTTGCTAAACGCTCGTACGCCTTAAAAGT 
GTACCGCGGGTTCGAATCCCGCCCTCTCCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna34-SerGGA (1647261-1647172)  Ser (GGA) 90 bp  Sc: 77.07 
GGAACGGTGCCCGAGTGGTTGAAGGGGCACGCCTGGAAAGCGTGTATACGGGCAACCGTA 
TCGAGGGTTCGAATCCCTCCCGTTCCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna28-SerTGA (1916967-1916880)  Ser (TGA) 88 bp  Sc: 78.17 
GGGGGGTTGGCCGAGTGGTTGAAGGCAACGGTCTTGAAAACCGTAGTAGGGCAACCTACC 
GGGGGTTCGAATCCCTCACCCCTCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna22-ThrCGT (2216226-2216152)  Thr (CGT) 75 bp  Sc: 87.22 
GCCAGTGTAGCTCAGCGGTAGAGCAACTGATTCGTAATCAGTAGGTCGTCGGTTCAAATC 
CGACCCCTGGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna43-ThrGGT (700024-699950)  Thr (GGT) 75 bp  Sc: 83.32 
GCTCTTGTAGCTCAGTGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGTCAGTTCAATCC 
TGACCAAGAGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna40-ThrTGT (700331-700256)  Thr (TGT) 76 bp  Sc: 82.64 
GCCACCCTAGCTCAACTGGTAGAGCACCCGACTTGTAATCGGAAGGTTGGGAGTTCGATT 
CTCCTGGGTGGCTCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna47-TrpCCA (232019-231944)  Trp (CCA) 76 bp  Sc: 88.78 
GGGTCCTTAGCTCAGTTGGTAGAGCGGCGGTCTCCAAAACCGTAGGTCGTGGGTTCAAGT 
CCTACAGGGCCCGCCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna41-TyrGTA (700195-700110)  Tyr (GTA) 86 bp  Sc: 72.27 
GGGTAGGTGGCCGAGTGGTTAAAGGCGACAGACTGTAAATCTGTTCTCTTCGGAGTACGG 
TGGTTCGAATCCACCCCTGCCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna24-ValCAC (2090471-2090397)  Val (CAC) 75 bp  Sc: 92.69 
GGGCGGTTAGCTCAGCGGTAGAGCACTCGCTTCACACGCGAGGGGTCACAAGTTCAAATC 
TTGTACCGCCCACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna36-ValGAC (1599632-1599558)  Val (GAC) 75 bp  Sc: 83.53 
AGAACCGTAGCTCAGGGGTAGAGCACTACCTTGACACGGTAGGGGTCAGGGGTTCAAATC 
CCCTCGGTTCTACCA 
>Deinococcus_geothermalis_DSM_11300_chr.trna39-ValTAC (1416345-1416271)  Val (TAC) 75 bp  Sc: 97.80 
GGGCGGTTAGCTCAGCGGTAGAGCGTCCGCCTTACAAGCGGAGGGTCGGGGGTTCAAATC 
CCTCACCGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna30-AlaGGC (3713115-3713040)  Ala (GGC) 76 bp  Sc: 85.97 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCGTGGGTTCAATT 
CCCTCCAGCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna35-AlaGGC (3405274-3405199)  Ala (GGC) 76 bp  Sc: 86.96 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCAGGAGTTCAATT 
CTCCTCAGCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna2-AlaTGC (71551-71626)  Ala (TGC) 76 bp  Sc: 94.01 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATCGGTTCAAAT 
CCGTTCGCCTCCACCA 



>Desulfovibrio_desulfuricans_G20_chr.trna33-AlaTGC (3537062-3536987)  Ala (TGC) 76 bp  Sc: 94.01 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATCGGTTCAAAT 
CCGTTCGCCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna43-AlaTGC (2607490-2607415)  Ala (TGC) 76 bp  Sc: 94.01 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATCGGTTCAAAT 
CCGTTCGCCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna7-AlaTGC (1311142-1311217)  Ala (TGC) 76 bp  Sc: 94.01 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCATCGGTTCAAAT 
CCGTTCGCCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna48-ArgACG (1840384-1840308)  Arg (ACG) 77 bp  Sc: 92.28 
GCGCCCGTAGCTCAGTTGGATAGAGCACATGGCTACGAACCATGCGGTCGGAGGTTCGAA 
TCCTTTCGGGCGCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna49-ArgACG (1840285-1840209)  Arg (ACG) 77 bp  Sc: 92.28 
GCGCCCGTAGCTCAGTTGGATAGAGCACATGGCTACGAACCATGCGGTCGGAGGTTCGAA 
TCCTTTCGGGCGCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna50-ArgACG (1840181-1840105)  Arg (ACG) 77 bp  Sc: 92.28 
GCGCCCGTAGCTCAGTTGGATAGAGCACATGGCTACGAACCATGCGGTCGGAGGTTCGAA 
TCCTTTCGGGCGCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna66-ArgCCG (137107-137031)  Arg (CCG) 77 bp  Sc: 88.41 
GGGCAATTAGCTCAGTTGGATAGAGCGTCAGCCTCCGGAGCTGAAGGCCACAAGTTCGAA 
TCTTGTATTGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna11-ArgCCT (2047102-2047178)  Arg (CCT) 77 bp  Sc: 89.64 
GCGCTCGTAGCTCAGTCGGATAGAGCGACGGCCTCCTAAGCCGTAGGCCACAGGTTCGAT 
TCCTGTCGAGCGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna36-ArgTCT (3048476-3048400)  Arg (TCT) 77 bp  Sc: 89.44 
GCGCCTGTAGCTCAGTCGGATAGAGCAACTGCCTTCTAAGCAGTCGGCCAGGGGTTCGAA 
TCCTCTCAGGCGCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna54-AsnGTT (1383209-1383134)  Asn (GTT) 76 bp  Sc: 79.55 
TCCCTGGTAGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna55-AsnGTT (1382598-1382523)  Asn (GTT) 76 bp  Sc: 79.55 
TCCCTGGTAGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna37-AspGTC (3025378-3025302)  Asp (GTC) 77 bp  Sc: 90.01 
GGAGCGGTAGTTAAGTCGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna39-AspGTC (3012197-3012121)  Asp (GTC) 77 bp  Sc: 90.01 
GGAGCGGTAGTTAAGTCGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGCGGGTTCGAG 
TCCCGTCCGCTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna15-CysGCA (2366060-2366134)  Cys (GCA) 75 bp  Sc: 74.19 
GGCGGCATAGCCAAGCGGTAAGGCAGAGGTCTGCAAAACCTCCATTCTCCAGTTCAAATC 
TGGATGCCGCCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna62-GlnCTG (640811-640737)  Gln (CTG) 75 bp  Sc: 63.09 
TGGGCTGTCGTTCAATTGGCAGGACGACGGATTCTGGCTCCGTTAATCAAGGTTCGAGTC 
CTTGCAGCCCAGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna12-GlnTTG (2175143-2175218)  Gln (TTG) 76 bp  Sc: 72.00 
AGGGGTGTCGCCAAGTTGGTAAGGCAACGGGTTTTGGTCCCGTCATTCGAGGGTTCAAGT 
CCTTCCGCCCCTGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna4-GluTTC (703376-703453)  Glu (TTC) 78 bp  Sc: 64.88 
GTCCCCATCGTCTAGCCTGGCCCAGGACACCTGCCTTTCACGCAGGCGACAGGGGTTCAA 
ATCCCCTTGGGGACGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna25-GluTTC (3128059-3128136)  Glu (TTC) 78 bp  Sc: 67.57 
GTCCCCATCGTCTAGCCTGGCCTAGGACACCTGCCTTTCACGCAGGCGACAGGGGTTCAA 
ATCCCCTTGGGGACGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna63-GluTTC (640722-640645)  Glu (TTC) 78 bp  Sc: 67.57 
GTCCCCATCGTCTAGCCTGGCCTAGGACACCTGCCTTTCACGCAGGCGACAGGGGTTCAA 
ATCCCCTTGGGGACGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna17-GlyCCC (2366288-2366363)  Gly (CCC) 76 bp  Sc: 92.39 
GCGGGAATAACTCAGTTGGTAGAGTGTCAGCTTCCCAAGCTGAAGGTCGCGGGTTCGAGT 
CCCGTTTCCCGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna14-GlyGCC (2365963-2366037)  Gly (GCC) 75 bp  Sc: 85.03 
GCGGGAATAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTTTCCCGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna16-GlyGCC (2366142-2366216)  Gly (GCC) 75 bp  Sc: 85.03 
GCGGGAATAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTTTCCCGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna18-GlyGCC (2366407-2366481)  Gly (GCC) 75 bp  Sc: 85.03 



GCGGGAATAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTTTCCCGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna22-GlyTCC (2969352-2969428)  Gly (TCC) 77 bp  Sc: 93.14 
GCGGGAATAGCTCAATTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTTGCGAGTTCGAG 
TCTCGTTTCCCGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna64-HisGTG (560373-560298)  His (GTG) 76 bp  Sc: 84.84 
GCGAATGTAGCTCAGTTGGTAGAGCACACGGTTGTGGCCCGTGTGGCCGCGGGTTCAAGT 
CCCGTCATTCGCCCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna1-IleGAT (71460-71536)  Ile (GAT) 77 bp  Sc: 99.17 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCTAGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna32-IleGAT (3537153-3537077)  Ile (GAT) 77 bp  Sc: 99.17 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCTAGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna42-IleGAT (2607581-2607505)  Ile (GAT) 77 bp  Sc: 99.17 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCTAGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna6-IleGAT (1311051-1311127)  Ile (GAT) 77 bp  Sc: 99.17 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCTAGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna19-LeuCAA (2509400-2509486)  Leu (CAA) 87 bp  Sc: 74.56 
GCCGGGATGGTGGAATTGGTAGACGCAGCGGACTCAAAATCCGCCGGTGGCAACACCTTG 
CGAGTTCGAGTCTCGCTCCCGGTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna61-LeuCAG (903983-903897)  Leu (CAG) 87 bp  Sc: 61.00 
GCCGAGGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTGGGGGTTCCCCCGTG 
GGAGTTCGAGTCTCCCCCCCGGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna28-LeuCAG (3465584-3465670)  Leu (CAG) 87 bp  Sc: 65.11 
GCCGAGGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTGGGGGTTCCCCCGTG 
GGAGTTCGAGTCTCCCCCTCGGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna45-LeuGAG (2031984-2031899)  Leu (GAG) 86 bp  Sc: 59.85 
GCCGAGGTGGTGGAACTGGTAGACACGCTATCTTGAGGGGGTAGTGGATTACGTCCGTGC 
GGGTTCGAGTCCCGCCCTCGGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna60-LeuGAG (917678-917593)  Leu (GAG) 86 bp  Sc: 59.85 
GCCGAGGTGGTGGAACTGGTAGACACGCTATCTTGAGGGGGTAGTGGATTACGTCCGTGC 
GGGTTCGAGTCCCGCCCTCGGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna34-LeuTAA (3531997-3531911)  Leu (TAA) 87 bp  Sc: 68.33 
GCCCGAGTGGTGGAAGTGGTAGACACAAGGGATTTAAAATCCCTCGGCTTACGAGCTGTG 
CCGGTTCAAGTCCGGCCTCGGGTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna44-LeuTAG (2265146-2265062)  Leu (TAG) 85 bp  Sc: 72.42 
GCGAGAGTGGCGGAATTGGTAGACGCACTGGACTTAGGATCCAGCGCCTTTGTGCGTAGG 
AGTTCGAGTCTCCTCTCTCGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna56-LysCTT (1319680-1319605)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna8-LysCTT (1321766-1321841)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna65-LysTTT (179836-179761)  Lys (TTT) 76 bp  Sc: 84.25 
GGGGCGTTAACTCAGCCGGTAGAGTACCTGCCTTTTAAGCAGAGAGCCGCTGGTTCGAAT 
CCAGCACGCCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna9-MetCAT (1626556-1626632)  Met (CAT) 77 bp  Sc: 81.76 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna31-MetCAT (3576057-3575981)  Met (CAT) 77 bp  Sc: 85.27 
CGCGGGGTGGAGCAGCTCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna46-MetCAT (1997294-1997218)  Met (CAT) 77 bp  Sc: 89.22 
GGCGAGGTAGCTCAGTTGGTTAGAGCATGCGGCTCATATCCGCAGTGTCGGGGGTTCAAT 
TCCCTCCCTCGCTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna47-MetCAT (1997078-1997002)  Met (CAT) 77 bp  Sc: 89.22 
GGCGAGGTAGCTCAGTTGGTTAGAGCATGCGGCTCATATCCGCAGTGTCGGGGGTTCAAT 
TCCCTCCCTCGCTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna13-MetCAT (2197430-2197505)  Met (CAT) 76 bp  Sc: 89.38 
GGGCCTATAGCTCAGTTGGCAGAGCCTCCGGCTCATAACCGGCAGGTCGCAGGTTCAAAT 
CCTGCTGGGCCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna29-PheGAA (3514674-3514749)  Phe (GAA) 76 bp  Sc: 90.30 
GCCGAGATAGCTCAGTTGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGGAGTTCAATT 



CTCTCTCTCGGCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna52-ProCGG (1594652-1594575)  Pro (CGG) 78 bp  Sc: 84.91 
CGGGATGTGGCTCAGTTTGGCTAGAGCGCAGCGTTCGGGACGCTGAGGCCGAAGGTTCGA 
ATCCTTTCATCCCGACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna26-ProGGG (3247201-3247277)  Pro (GGG) 77 bp  Sc: 83.62 
CGGGATGTAGCGCAGTTTGGGAGCGCACTTGAATGGGGTTCAAGGGGTCGAAGGTTCAAA 
TCCTTTCATCCCGACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna51-ProTGG (1722208-1722132)  Pro (TGG) 77 bp  Sc: 90.12 
CGGGGCGTAGCGCAGCTTGGTAGCGCACCTGCCTTGGGAGCAGGGGGTCGCACGTTCAAA 
TCGTGTCGCCCCGACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna53-SeC(p)TCA (1531804-1531715)  SeC(p) (TCA) 90 bp  Sc: 65.06 
GGAAGCGTATCGTCACCGGTGTGGCGCCCGGTCTTCAAAACCGGTGGACGGCTGAGAGGT 
CGTCGGTAGGTTCGACTCCTATACGCTTCC 
>Desulfovibrio_desulfuricans_G20_chr.trna10-SerCGA (1787650-1787745)  Ser (CGA) 96 bp  Sc: 75.14 
GGAGAGGTAGCGAAGTCCGGCCGTAACGCGCTCGACTCGAAATCGAGTTACGGGTTAATA 
GCCCGTACGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna57-SerGCT (1109721-1109628)  Ser (GCT) 94 bp  Sc: 73.53 
GGTGAGGTGTCCGAGTTGGCCGAAGGAGCTCGCCTGCTAAGCGAGTATACGGTGTAGAGC 
CGTATCGAGAGTTCAAATCTCTCCCTCACCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna58-SerGGA (1028620-1028529)  Ser (GGA) 92 bp  Sc: 65.11 
GGAGAGGTGTCCGAGCTGGCCGAAGGAGCACGATTGGAAATCGTGTGTACCTTAACAGGG 
TACCGAGAGTTCGAATCTCTCCCTCTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna59-SerGGA (1028258-1028167)  Ser (GGA) 92 bp  Sc: 65.11 
GGAGAGGTGTCCGAGCTGGCCGAAGGAGCACGATTGGAAATCGTGTGTACCTTAACAGGG 
TACCGAGAGTTCGAATCTCTCCCTCTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna40-SerTGA (2908486-2908395)  Ser (TGA) 92 bp  Sc: 67.13 
GGAAGGGTGGCAGAGTCCGGTTTAATGCGGCGGTCTTGAAAACCGTTGAGGGTTTGCGCT 
CTCCGGGGGTTCGAATCCCTCCCCTTCCGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna5-ThrCGT (1248668-1248743)  Thr (CGT) 76 bp  Sc: 89.43 
GCCAGCATAGCTCAGTTGGTAGAGCAGCTGATTCGTAATCAGCAGGTCAACAGTTCAATT 
CTGTTTGCTGGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna27-ThrGGT (3247482-3247557)  Thr (GGT) 76 bp  Sc: 83.51 
GCTCTCATAGCTCAGTAGGTAGAGCGCATCCTTGGTAAGGATGAGGTCAGCAGTTCAATT 
CTGCTTGAGAGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna23-ThrGGT (2969465-2969540)  Thr (GGT) 76 bp  Sc: 86.84 
GCCCACGTAGCTCAGTAGGTAGAGCGCGTCCTTGGTAAGGACGAGGTCAGCAGTTCAATT 
CTGCTCGTGGGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna20-ThrTGT (2969133-2969208)  Thr (TGT) 76 bp  Sc: 85.30 
GCTGGCGTAGCTCAACTGGCAGAGCAGCTGATTTGTAATCAGCCGGTTGCGGGTTCGAGT 
CCCATCGCCAGCTCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna24-TrpCCA (2970953-2971029)  Trp (CCA) 77 bp  Sc: 73.83 
AGGGCAGTAGCTCCAACGGCTAGAGCGGCGGTCTCCAAAACCGCATGTTGGGGGTTCGAA 
TCCCTCCTGCCCTGCCA 
>Desulfovibrio_desulfuricans_G20_chr.trna21-TyrGTA (2969214-2969299)  Tyr (GTA) 86 bp  Sc: 72.62 
GGAGGGGTTCCCGAGTGGCCAAAGGGAACAGACTGTAAATCTGTCGTCGGAAGACTTCGG 
AGGTTCAAATCCTCCCCCCTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna38-ValCAC (3012278-3012203)  Val (CAC) 76 bp  Sc: 91.35 
GGACGGTTAGCTCAGCTGGTAGAGCACTGCCTTCACACGGCAGGGGCCACAGGTTCAAGT 
CCTGTACCGTCCACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna41-ValGAC (2657309-2657235)  Val (GAC) 75 bp  Sc: 79.45 
AGGCGCGTAGCTCAGTGGGAGAGCACTTCCTTGACACGGAAGGGGTCGGCAGTTCAATCC 
TGCCCGTGCCTACCA 
>Desulfovibrio_desulfuricans_G20_chr.trna3-ValTAC (677828-677903)  Val (TAC) 76 bp  Sc: 97.97 
GGGCGGTTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCGAGC 
CCTGTACCGCCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna45-AlaCGC (4795877-4795797)  Ala (CGC) 81 bp  Sc: 44.51 
GGGGATGTAGCTCTAGCACTGTGGGAAAGCGCTTGCCTCGCATGTAAGAAGTCGTGGGTT 
CGAATCCTATCATCTCTATCA 
>Desulfitobacterium_hafniense_Y51_chr.trna19-AlaCGC (1536427-1536502)  Ala (CGC) 76 bp  Sc: 85.07 
GGGGGTGTAGCTCAGCTGGGAGAGCGCCTGCTTCGCATGTAGGAAGTCGTGGGTTCGAGT 
CCCATCATCTCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna13-AlaGGC (342446-342521)  Ala (GGC) 76 bp  Sc: 81.62 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGAATGGCATTCAAGAGGCCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna5-AlaGGC (238891-238966)  Ala (GGC) 76 bp  Sc: 81.62 
GGGGGTATAGCTCAGCTGGGAGAGCGCTTGAATGGCATTCAAGAGGCCAGCGGTTCGATC 
CCGCTTACCTCCACCA 



>Desulfitobacterium_hafniense_Y51_chr.trna38-AlaTGC (1740551-1740626)  Ala (TGC) 76 bp  Sc: 95.80 
GGGGGTATAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna57-AlaTGC (2314781-2314706)  Ala (TGC) 76 bp  Sc: 95.80 
GGGGGTATAGCTCAGCTGGGAGAGCACCTGCCTTGCAAGCAGGGGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna29-ArgACG (1723530-1723606)  Arg (ACG) 77 bp  Sc: 86.97 
GCGCTCGTAGCTCAGCTGGATAGAGCGTCTGACTACGAATCAGAAGGCCAGGGGTTCGAA 
TCCCTTCGAGCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna55-ArgACG (2317580-2317504)  Arg (ACG) 77 bp  Sc: 86.97 
GCGCTCGTAGCTCAGCTGGATAGAGCGTCTGACTACGAATCAGAAGGCCAGGGGTTCGAA 
TCCCTTCGAGCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna58-ArgCCG (2151299-2151224)  Arg (CCG) 76 bp  Sc: 65.89 
GCGCTCGTAGCTCAGGGGATAGAGTGACGGTTTCCGAGGCCGGAGGTCGCAGGTTCAAAT 
CCTGCCGGGCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna2-ArgCCT (11032-11110)  Arg (CCT) 79 bp  Sc: 70.50 
GGCCTCGTAGCTCAGGTGGATAGAGCGGGGGTTTCCTAAACCCTGTCTTGCGGGGGTTCG 
AGTCCTCCCGGGGCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna47-ArgTCT (3646998-3646922)  Arg (TCT) 77 bp  Sc: 92.20 
GCGCCTGTAGCTCAGTTGGATAGAGCATCTGCCTTCTAAGCAGGTTGTCGGGAGTTCGAA 
TCTCTCCAGGCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna33-AsnGTT (1723920-1723994)  Asn (GTT) 75 bp  Sc: 84.11 
TCCTCGATAGCTCAATGGTGGAGCAACCGGCTGTTAACCGGTAGGTTGCAGGTTCGAGTC 
CTGCTCGGGGAGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna50-AsnGTT (3445818-3445744)  Asn (GTT) 75 bp  Sc: 84.11 
TCCTCGATAGCTCAATGGTGGAGCAACCGGCTGTTAACCGGTAGGTTGCAGGTTCGAGTC 
CTGCTCGGGGAGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna23-AspGTC (1722961-1723036)  Asp (GTC) 76 bp  Sc: 76.55 
GGCCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGTCGGTTCAAGT 
CCGATCGGGGTCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna7-AspGTC (261755-261830)  Asp (GTC) 76 bp  Sc: 76.55 
GGCCCCGTGGTGTAGTGGTTAACATGCCTGCCTGTCACGCAGGAGATCGTCGGTTCAAGT 
CCGATCGGGGTCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna10-CysGCA (261997-262070)  Cys (GCA) 74 bp  Sc: 75.27 
GGCGGCATAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTTTATCCCCAGTTCAAATCT 
GGGTGCCGCCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna26-GlnTTG (1723267-1723341)  Gln (TTG) 75 bp  Sc: 77.60 
AGGGATGTCGCCAAGCGGTAAGGCACCAGACTTTGACTCTGGCATTCGTAGGTTCGAATC 
CTGCCATCCCTGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna21-GluTTC (1722797-1722872)  Glu (TTC) 76 bp  Sc: 72.45 
GGCCCATTGGTCAAGCGGCCTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAAT 
CCCGTATGGGTCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna42-GluTTC (5693598-5693523)  Glu (TTC) 76 bp  Sc: 72.45 
GGCCCATTGGTCAAGCGGCCTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAAT 
CCCGTATGGGTCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna52-GluTTC (3445612-3445537)  Glu (TTC) 76 bp  Sc: 72.57 
GGCCCGTTGGTCAAGCGGCCTAAGACACCGCCCTTTCACGGCGGTAACACGGGTTCGAAT 
CCCGTACGGGTCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna36-GlyCCC (1727991-1728065)  Gly (CCC) 75 bp  Sc: 86.06 
GCGGAAGTGGCTCAGTGGTAGAGCATTGGCTTCCCAAGCCGAGGGCCGCGGGTTCGAATC 
CCGTCTTCCGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna28-GlyGCC (1723449-1723523)  Gly (GCC) 75 bp  Sc: 84.51 
GCGGGTGTAACTCAGTGGTAGAGTGTCACCTTGCCAAGGTGAAAGTCGCGAGTTCGAATC 
TCGTCACCCGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna9-GlyGCC (261915-261989)  Gly (GCC) 75 bp  Sc: 84.51 
GCGGGTGTAACTCAGTGGTAGAGTGTCACCTTGCCAAGGTGAAAGTCGCGAGTTCGAATC 
TCGTCACCCGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna35-GlyTCC (1724078-1724151)  Gly (TCC) 74 bp  Sc: 85.31 
GCGGGTGTAGCTCAATGGTAGAGCACTAGCCTTCCAAGCTAGCTACGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna56-GlyTCC (2317493-2317420)  Gly (TCC) 74 bp  Sc: 85.31 
GCGGGTGTAGCTCAATGGTAGAGCACTAGCCTTCCAAGCTAGCTACGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna48-HisGTG (3646906-3646831)  His (GTG) 76 bp  Sc: 71.70 
GTGGTTGTGGCGAAGTGGTTAACGCACCGGATTGTGGCTCCGGCACTCGGGGGTTCAAGT 
CCCCTCATCCACCCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna37-IleGAT (1740368-1740444)  Ile (GAT) 77 bp  Sc: 98.39 



GGGCTTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCGAG 
TCCACCTAGGCCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna20-LeuCAA (1553914-1554000)  Leu (CAA) 87 bp  Sc: 68.95 
GCGAGTGTGGCGGAACAGGCAGACGCGACGGTCTCAAAAACCGTTATCTTTACGGATGTG 
TCGGTTCGACTCCGACCACTCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna54-LeuCAG (2558691-2558605)  Leu (CAG) 87 bp  Sc: 66.06 
GCGGACGTGGCGGAACTGGCAGACGCGCTAGTTTCAGGTACTAGTGAGTGTACGCTCATG 
GAGGTTCAAGTCCTCTCGTCCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna31-LeuGAG (1723715-1723799)  Leu (GAG) 85 bp  Sc: 57.73 
GCGGGAGTGGCGGAACTGGCAGACGCGCACGTTTGAGGGGCGTGTGGGTAACACCGTATG 
GGTTCAAGTCCCATCTTCCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna11-LeuTAA (262088-262176)  Leu (TAA) 89 bp  Sc: 83.27 
GCCGATGTGGCGGAACTGGCAGACGCACGGGACTTAAAATCCCGCGGGCCTTAAAGCCCG 
TACCGGTTCGATTCCGGTCATCGGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna40-LeuTAG (3632327-3632409)  Leu (TAG) 83 bp  Sc: 68.87 
GCGAGAGTGGCGGAACTGGCAGACGCACTGGATTTAGGTTCCAGCGGGAAACCGTGGGGG 
TTCAAGTCCCTTCTCTCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna44-LysCTT (4836934-4836859)  Lys (CTT) 76 bp  Sc: 90.89 
GCGCCACTAGCTCAGCTGGTAGAGCATCCGACTCTTAATCGGCAGGTCCACGGTTCGAAT 
CCGTGGTGGCGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna27-LysTTT (1723347-1723422)  Lys (TTT) 76 bp  Sc: 88.56 
GAGCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna41-LysTTT (5698859-5698784)  Lys (TTT) 76 bp  Sc: 88.56 
GAGCCATTAGCTCAGTCGGTAGAGCACCTGACTTTTAATCAGGGTGTCCCGCGTTCGAGT 
CGCGGATGGCTCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna34-MetCAT (1723996-1724072)  Met (CAT) 77 bp  Sc: 65.94 
GGCAGGGTAGCCAAGTGGTCTAAGGCAAGTGGTTCATACCCGCTCATTCGAGAGTTCAAA 
TCTCTCCCCTGCTACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna15-MetCAT (518994-519068)  Met (CAT) 75 bp  Sc: 85.77 
CGCGGGATGGAGCAGCGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAATC 
CGGCTCCCGCAACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna25-MetCAT (1723155-1723229)  Met (CAT) 75 bp  Sc: 87.30 
CGCGGAGTGGAGCAGTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTCGGTTCAAATC 
CGGCCTCCGCAACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna51-MetCAT (3445733-3445659)  Met (CAT) 75 bp  Sc: 90.20 
GGGCCTATAGCTCAGCGGTAGAGCGGCCGGCTCATAACCGGTTGGTCCTAGGTTCGAATC 
CTAGTGGGCCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna8-PheGAA (261838-261913)  Phe (GAA) 76 bp  Sc: 83.35 
GCCTTGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGTCCTAAGGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna43-PheGAA (5693517-5693442)  Phe (GAA) 76 bp  Sc: 87.18 
GCCTCGGTAGCTCAGTCGGTAGAGCAGAGGACTGAAAATCCTCGTGTCGGCGGTTCGATT 
CCGCCCTGAGGCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna39-ProCGG (1926457-1926533)  Pro (CGG) 77 bp  Sc: 87.38 
CGGGGTGTGGCTCAGTTTGGTAGAGCGCTGCGTTCGGGACGCAGAGGCCGCAGGTTCAAA 
TCCTGTCACCCCGACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna53-ProGGG (2596789-2596713)  Pro (GGG) 77 bp  Sc: 77.45 
CGGGGCGTGGCTCAGCTTGGTAGAGCGCTACCTTGGGGTGGTAGAGGTCGCACGTTCAAA 
TCGTGTCGCTCCGACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna46-ProTGG (3647127-3647051)  Pro (TGG) 77 bp  Sc: 89.26 
CGGGGTATAGCGCAGTTTGGTAGCGCGCCTGCCTTGGGAGCAGGAGGCCGGGGGTTCAAA 
TCCCTCTGCCCCGACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna16-SeC(p)TCA (634648-634740)  SeC(p) (TCA) 93 bp  Sc: 27.54 
GGGGACGAATGGATTCCGGTGGATCCTGCGGACTTCAAATCCGTTATCGGGTGGGTGATC 
CGGCCGAGGTAGGTTCGACTCCTACACGTTCCC 
>Desulfitobacterium_hafniense_Y51_chr.trna49-SeC(p)TCA (3504173-3504081)  SeC(p) (TCA) 93 bp  Sc: 28.90 
GGGAATGGATGGATCCCGGTGGGTTCCGCGGACTTCAAATCCGTTGTCGGGTGGGTGATC 
CGGCCGAGGTAGGTTCGACTCCTACACATTCCC 
>Desulfitobacterium_hafniense_Y51_chr.trna3-SerCGA (11822-11910)  Ser (CGA) 89 bp  Sc: 71.85 
GGAGGCGTATCGAAGTGGTCATAACGAGCCTGACTCGAAATCAGGTTGTCCTCACGGGCA 
CGTGAGTTCGAATCTCACCGCCTCCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna32-SerGCT (1723814-1723904)  Ser (GCT) 91 bp  Sc: 70.09 
GGAGAAGTACTCAAGTGGCTGAAGAGGACGGTTTGCTAAACCGTTAGAGTGGGTAACTGC 
TGCGAGGGTTCGAATCCCTCCTTCTCCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna4-SerGGA (113585-113674)  Ser (GGA) 90 bp  Sc: 67.14 
GGAGAGGTGGCTGAGTGGTCGAAGGCGCTCGCCTGGAAAGCGAGTACATGGGCAACTGTG 



TCGAGGGTTCAAATCCCTCTCTCTCCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna1-SerTGA (10747-10835)  Ser (TGA) 89 bp  Sc: 78.39 
GGAGGGGTGTCCGAGTGGTTTAAGGAGCCGGTCTTGAAAACCGGTGACTCCGCAAGGGGC 
CGTGGGTTCGAATCCCACCCCCTCCGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna17-ThrCGT (966084-966158)  Thr (CGT) 75 bp  Sc: 88.25 
GCCGATGTGGCTCAGAGGTAGAGCAGCTCACTCGTAATGAGCAGGTCGTCGGTTCGATTC 
CGACCATCGGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna30-ThrGGT (1723631-1723706)  Thr (GGT) 76 bp  Sc: 94.27 
GCCGTTATAGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCACCGGTTCAAAT 
CCGGTTAACGGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna18-ThrTGT (968439-968514)  Thr (TGT) 76 bp  Sc: 89.67 
GCCGATGTAGCTCAATTGGTAGAGCAGCTGATTTGTAATCAGCAGGTTACAGGTTCGAGT 
CCTGCCATCGGCTCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna59-TrpCCA (2104552-2104479)  Trp (CCA) 74 bp  Sc: 66.49 
AGGGGATTAGTTTAATGGTAGAACAGCGGTCTCCAAAACCGTTAGTGTGGGTTCAACTCC 
TGCATCCCCTGCCA 
>Desulfitobacterium_hafniense_Y51_chr.trna14-TyrGTA (518902-518985)  Tyr (GTA) 84 bp  Sc: 66.42 
GGGTAGGTGGCCGAGTGGTTAAAGGCGGCAGACTGTAAATCTGTTCCGAAAGGTACGGTG 
GTTCGAATCCATTCCTGCCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna24-TyrGTA (1723063-1723146)  Tyr (GTA) 84 bp  Sc: 68.25 
GGGTAGATGGCCGAGTGGTTAAAGGCGGCAGACTGTAAATCTGTTCCGAAAGGTACGGTG 
GTTCGAATCCATCTCTACCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna12-ValGAC (262182-262258)  Val (GAC) 77 bp  Sc: 90.41 
GGGTTTGTAGCTCAGCTGGTTAGAGTACCGCGTTGACATCGCGGGGGTCGGAGGTTCGAG 
TCCTCTCAAACCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna22-ValTAC (1722879-1722954)  Val (TAC) 76 bp  Sc: 92.18 
GGGCGATTAGCTCAGCTGGGAGAGCGCCTGCCTTACAAGCAGGATGTCGGCAGTTCGATC 
CTGTCATCGCCCACCA 
>Desulfitobacterium_hafniense_Y51_chr.trna6-ValTAC (261673-261748)  Val (TAC) 76 bp  Sc: 92.18 
GGGCGATTAGCTCAGCTGGGAGAGCGCCTGCCTTACAAGCAGGATGTCGGCAGTTCGATC 
CTGTCATCGCCCACCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna1-AlaCGC (1-73)  Ala (CGC) 73 bp  Sc: 87.28 
GGGCCGGTAGCTCAGCTGGAAGAGCGCCGCCCTCGCAAGGCGGAGGTCCCGGGTTCAAGT 
CCCGGCCGGTCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna22-AlaGGC (1-74)  Ala (GGC) 74 bp  Sc: 83.15 
GGGCCGGTAGCTCAGCCTGGAAGAGCGCTCGGTTGGCATCCGAGAGGTCCCGGGTTCAAG 
TCCCGGCCGGTCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna27-AlaTGC (1-104)  Ala (TGC) 104 bp  Sc: 82.73 
GGGCCGGTAGCTCAGCCTGGAAGAGCGCCGCCCTTGCATGGCTTCCAGGCTGCACCGAGG 
TCGAGGAAAGGCGGAGGTCCCGGGTTCAAGTCCCGGCCGGTCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna44-ArgCCG (1-75)  Arg (CCG) 75 bp  Sc: 81.81 
GGGCCCGTTGCCTAGCCAGGATAGGGCGCCGGCCTCCGGAGCCGGAGGACCCGGGTTCAA 
ATCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna38-ArgCCT (1-75)  Arg (CCT) 75 bp  Sc: 84.18 
GGGCCCGTCGCCTAGCCAGGATAGGGCGCCGGCCTCCTAAGCCGGAGGCCCGGGGTTCGA 
ATCCCCGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna12-ArgGCG (1-75)  Arg (GCG) 75 bp  Sc: 78.10 
GGACCCGTCGCCTAGCCAGGATAGGGCGCCGGCCTGCGGAGCCGGAGGCCCCGGGTTCAA 
GTCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna13-ArgGCG (1-75)  Arg (GCG) 75 bp  Sc: 82.42 
GGGCCCGTCGCCTAGCCAGGATAGGGCGCCGGCCTGCGGAGCCGGAGGCCCCGGGTTCAA 
GTCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna4-ArgTCG (1-75)  Arg (TCG) 75 bp  Sc: 86.28 
GGGCCCGTCGCCTAGCCAGGATAGGGCGCCGGCCTTCGGAGCCGGAGGCCCCGGGTTCAA 
ATCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna32-ArgTCT (1-75)  Arg (TCT) 75 bp  Sc: 84.74 
GGGCCCGTCGCCTAGCCAGGATAGGGCGCCGGCCTTCTAAGCCGGAGGCCCGGGGTTCGA 
ATCCCCGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna24-AsnGTT (1-103)  Asn (GTT) 103 bp  Sc: 77.09 
GCCGGGGTAGCTCAGCTCGGTAGAGCGCCGGGCTGTTAACCGCTTAAGCGAGAAGCCTGG 
TGCGGAAACCCGGTGGTCCGGGGTTCGAGTCCCCGCCCCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna19-AspGTC (1-75)  Asp (GTC) 75 bp  Sc: 79.76 
GCCGCCGTAGTATAGCCCGGCCTAGTATGCGGGCCTGTCGAGCCCGTGACCCGGGTTCAA 
ATCCCGGCGGCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna39-CysGCA (1-103)  Cys (GCA) 103 bp  Sc: 61.65 
GCCGGGGTGGCCGAGCGGTCTAAGGCGGCGGGCTGCAGGGCTAACCTTGGCAAGGGGTTC 
ACGGAAACCCGTTTACTCGCGGGTTCGAATCCCGCCCCCGGCT 



>Desulfurococcus_kamchatkensis_1221n_chr.trna16-GlnCTG (1-73)  Gln (CTG) 73 bp  Sc: 68.04 
AGCCGGGTCGTCTAGCGGCCAAGGATGCGGGGCTCTGGCCCCCGTGACCGGGGTTCGAAT 
CCCCGCCCGGCTA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna45-GlnTTG (1-89)  Gln (TTG) 89 bp  Sc: 62.32 
AGCCGGGTCGTCTAGCGGCCAAGGATGCGGGGCTTTGGTCCCACACGGGAGGAAACCCCG 
TGACCGGGGTTCGAATCCCCGCCCGGCTA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna10-GluCTC (1-75)  Glu (CTC) 110 bp  Sc: 82.23 
GCCGCCGTAGTATAGCCCGGTCAAGTATGCGGGCCTCTCGAGCCCGTGACACCCTAAGGC 
CCGTTGAGGAGAGGGTGCGGGAGACCCGGGTTCAAATCCCGGCGGCGGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna17-GluTTC (1-75)  Glu (TTC) 75 bp  Sc: 82.79 
GCCGCCGTAGTATAGCCCGGTCAAGTATGCGGGCCTTTCGAGCCCGTGACCCGGGTTCAA 
ATCCCGGCGGCGGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna37-GlyCCC (1-76)  Gly (CCC) 76 bp  Sc: 83.19 
GCGGCGGTCGTCTAGCCTGGACTAGGACGCCGGCCCCCCAAGCCGGAGATCCCGGGTTCA 
AATCCCGGCCGCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna18-GlyGCC (1-76)  Gly (GCC) 76 bp  Sc: 83.80 
GCGGCGGTCGTCTAGCCTGGACTAGGACGCCGGCCTGCCACGCCGGAAATCCCGGGTTCA 
AATCCCGGCCGCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna30-GlyTCC (1-76)  Gly (TCC) 76 bp  Sc: 83.75 
GCGGCGGTCGTCTAGCCTGGACTAGGACGCCGGCCCTCCAAGCCGGAGATCCCGGGTTCA 
AATCCCGGCCGCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna36-HisGTG (1-100)  His (GTG) 100 bp  Sc: 81.44 
GCCCGGGTAGCTCAGCCTGGATAGAGCGCCGGGCTGTGGACCCCTCGAGATGAGGAGGGT 
GGAAACCCGGAGGTCCCGGGTTCAAATCCCGGCCCGGGCC 
>Desulfurococcus_kamchatkensis_1221n_chr.trna7-IleGAT (1-74)  Ile (GAT) 74 bp  Sc: 86.56 
GGGCCCGTAGCTCAGCTTGGTGGAGCGCCCGGCTGATAACCGGGAGGACGCGGGTTCAAA 
TCCCGCCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna20-LeuCAA (1-101)  Leu (CAA) 101 bp  Sc: 68.65 
GCGGGGGTGCCCGAGCTTGGCCAAAGGGGGCGGACTCAAGACGAGCCCAGGGAGAGATCC 
GCTGGCGTAGGCCTGCGTGGGTTCAAATCCCACCCCCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna42-LeuCAG (1-85)  Leu (CAG) 85 bp  Sc: 77.76 
GCGGGGGTGCCCGAGCTTGGTCAAAGGGGTCGGGCTCAGGACCCGATGGCGTAGGCCTGC 
GTGGGTTCAAATCCCACCCCCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna34-LeuGAG (1-85)  Leu (GAG) 85 bp  Sc: 74.71 
GCGGGGGTGCCCGAGCTTGGCCAAAGGGGTCGGGTTGAGGACCCGGTGGCGTAGGCCTGC 
GTGGGTTCAAATCCCACCCCCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna15-LeuTAA (1-85)  Leu (TAA) 85 bp  Sc: 77.14 
GCGGGGGTGCCCGAGCTTGGCCAAAGGGGGCGGACTTAAGATCCGCTGGCGTAGGCCTGC 
GTGGGTTCAAATCCCACCCCCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna47-LeuTAG (1-85)  Leu (TAG) 85 bp  Sc: 78.32 
GCGGGGGTGCCCGAGCTTGGTCAAAGGGGTCGGGCTTAGGACCCGATGGCGTAGGCCTGC 
GTGGGTTCAAATCCCACCCCCCGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna43-LysCTT (1-74)  Lys (CTT) 74 bp  Sc: 91.52 
GGGCCCGTAGCTCAGCCTGGTAGAGCGGCGGGCTCTTAACCCGTAGGTCCCGGGTTCAAA 
TCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna21-LysTTT (1-74)  Lys (TTT) 74 bp  Sc: 90.57 
GGGCCCGTAGCTCAGCTTGGTAGAGCGGCGGGCTTTTAACCCGTAGGTCCCGGGTTCAAA 
TCCCGGCGGGCCCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna5-MetCAT (1-74)  Met (CAT) 74 bp  Sc: 80.55 
AGCGGGGTAGGGCAGCCTGGTAGCCCGCGGGGCTCATAACCCCGAGGTCGGTGGTTCAAA 
TCCACCCCCCGCTA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna25-MetCAT (1-74)  Met (CAT) 74 bp  Sc: 93.75 
GGGCCCGTAGCTCAGCCTGGTAGAGCGCCCGGCTCATAACCGGGTGGTCCGGGGTTCGAA 
TCCCCGCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna6-MetCAT (1-113)  Met (CAT) 113 bp  Sc: 80.99 
GCCGCCGTAGCTCAGCCTGGTTAGAGCGCCGGACTCATACGGGTTCACGGGTCCGTACCG 
AGGTCTGCCCAGGGGAGATCCGGTTGTCCCGGGTTCAAGTCCCGGCGGCGGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna11-PheGAA (1-73)  Phe (GAA) 73 bp  Sc: 80.61 
GCCGCCGTAGCTCAGCTGGGAGAGCGCCCGGCTGAAGACCGGGATGTCCGGGGTTCAAGT 
CCCCGCGGCGGCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna28-ProCGG (1-102)  Pro (CGG) 102 bp  Sc: 65.15 
GGGCCCGTCGTCTAGCCTGGACTAGGATGCGGGGTTCGGGACCTCGAGCCGCTGAAGAGG 
CGGAACTCCCCGTGACCCGGGGTTCAAATCCCCGCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna2-ProGGG (1-106)  Pro (GGG) 106 bp  Sc: 74.89 
GGGGCCGTCGTCTAGCCTGGCTAGGATGCCGGCCTGGGGGGAGTACCCCCGTGGCCCAGG 
ACTCCCGGAGCGCCGGTGGTCCCGGGTTCAAATCCCGGCGGCCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna8-ProTGG (1-75)  Pro (TGG) 75 bp  Sc: 83.85 



GGGGCCGTAGTCTAGCCTGGCTAGGATGCGGGGCTTGGGCCCCCGTGACCCGGGGTTCAA 
ATCCCCGCGGCCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna46-SerCGA (1-110)  Ser (CGA) 110 bp  Sc: 56.91 
GCCGGGGTGCCCGAGCGGTCTAAGGGGGTGGGCTCGAGACCTTTCCGGCTACACGTGGGA 
GACCCACTGCCCCTTCACGGGGCGCGCGGGTTCAAATCCCGCCCCCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna14-SerGCT (1-84)  Ser (GCT) 84 bp  Sc: 80.78 
GCCGGGGTCGCCTAGCCTGGTAGGGCGCCGGCCTGCTAAGCCGGTGGGGGATTCCCCGCG 
CGGGTTCAAATCCCGCCCCCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna23-SerGGA (1-86)  Ser (GGA) 86 bp  Sc: 72.36 
GCCGGGGTGCCCGAGCGGTCTAAGGGGCTGGCCTGGAGAGCCAGTGCCCCGAAAGGGGCG 
CGCGGGTTCAAATCCCGCCCCCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna29-SerTGA (1-84)  Ser (TGA) 84 bp  Sc: 75.42 
GCCGGGGTGCCCGAGCGGTCTAAGGGGCTGGCCTTGAGAGCCAGTGGGCTCGCGCCCGCG 
CGGGTTCAAATCCCGCCCCCGGCG 
>Desulfurococcus_kamchatkensis_1221n_chr.trna26-ThrCGT (1-102)  Thr (CGT) 102 bp  Sc: 77.29 
GCCGCCGTAGCTCAGCCCGGTGGAGCGCCGGCCTCGTATCGGCTTATTTAACCGGAGTCG 
TTGGAAAGCCGGTGGACGCGGGTTCAAATCCCGCCGGCGGCT 
>Desulfurococcus_kamchatkensis_1221n_chr.trna41-ThrGGT (1-74)  Thr (GGT) 74 bp  Sc: 88.07 
GCCGCCGTAGCTCAGCCTGGTGGAGCGCTGCCCTGGTAAGGCAGAGGTCCCGGGTTCGAA 
TCCCGGCGGCGGCT 
>Desulfurococcus_kamchatkensis_1221n_chr.trna3-ThrTGT (1-102)  Thr (TGT) 102 bp  Sc: 78.22 
GCCGCCGTAGCTCAGCCCGGTGGAGCGCCGGCCTTGTAAGCAAGTACTAGGTAGGCCCGT 
CGAGAAAGCCGGTGGACGCGGGTTCAAATCCCGCCGGCGGCT 
>Desulfurococcus_kamchatkensis_1221n_chr.trna33-TrpCCA (1-126)  Trp (CCA) 144 bp  Sc: 73.83 
GGGCCCGTAGCTCAGCCAGGCAGAGCGGCGGACGCCTCTGGCGGCCGATGCTCCAGATCA 
CTATGGGTCAGAGCGACCGTTTGGGATGACTGAGGTCTGGAGGGAGTGACCCGTAGGTCA 
GGGGTTCGAATCCCCTCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna48-TyrGTA (1-85)  Tyr (GTA) 85 bp  Sc: 74.50 
CCCGCCGTAGCTCAGCGGCAGAGCGCCCGGCTGTAGTGAGGGCATAGACACCGGGTGGCC 
GGGGGTTCAAATCCCCCCGGCGGGA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna35-ValCAC (1-75)  Val (CAC) 75 bp  Sc: 81.00 
GGGCCCGTCGTCTAGCTTGGTTAGGACGCCGCCCTCACACGGCGGAGGCCCGGGGTTCAA 
GTCCCCGCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna9-ValGAC (1-75)  Val (GAC) 75 bp  Sc: 80.92 
GGGCCCGTCGTCTAGCTTGGTTAGGACGCCGCCCTGACACGGCGGAGGCCCGGGGTTCAA 
GTCCCCGCGGGCCCA 
>Desulfurococcus_kamchatkensis_1221n_chr.trna40-ValTAC (1-90)  Val (TAC) 90 bp  Sc: 77.61 
GGGCCCGTCGTCTAGCCTGGTTAGGACGCCGCCCTTACAAGCCCGGTTTGAGAGAGGCGG 
AGGCCCGGGGTTCAAGTCCCCGCGGGCCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna51-AlaGGC (1217809-1217734)  Ala (GGC) 76 bp  Sc: 85.79 
GGGGGTATAGCTCAGCTGGGAGAGCGCGTGACTGGCAGTCACGAGGTCAGCGGTTCGATC 
CCGCTTACCTCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna48-AlaTGC (1462073-1461998)  Ala (TGC) 76 bp  Sc: 93.84 
GGGGGATTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATCCTCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna5-AlaTGC (808012-808087)  Ala (TGC) 76 bp  Sc: 93.84 
GGGGGATTAGCTCAGCTGGGAGAGCGCCTGCCTTGCACGCAGGAGGTCAGCGGTTCGATC 
CCGCTATCCTCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna22-ArgACG (3403959-3403883)  Arg (ACG) 77 bp  Sc: 89.14 
GCACCAGTAGCTCAGCTGGATAGAGTACTTGACTACGAATCAAGGAGTCGCAGGTTCGAA 
TCCTGCCTGGTGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna23-ArgACG (3396342-3396266)  Arg (ACG) 77 bp  Sc: 89.14 
GCACCAGTAGCTCAGCTGGATAGAGTACTTGACTACGAATCAAGGAGTCGCAGGTTCGAA 
TCCTGCCTGGTGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna12-ArgCCT (1305273-1305349)  Arg (CCT) 77 bp  Sc: 87.09 
GGTCCCGTAGCTCAGCTGGATAGAGCATCTGCCTCCTAAGCAGAGGGTCAGGCGTTCGAA 
TCGCCTCGGGATCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna52-ArgTCG (1172018-1171942)  Arg (TCG) 77 bp  Sc: 90.76 
GCACTCGTAGCTCAGCTGGATAGAGCACCAGGCTTCGAACCTGGGTGTCAGGGGTTCGAA 
TCCCTTCGGGTGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna6-ArgTCT (1046821-1046897)  Arg (TCT) 77 bp  Sc: 95.41 
GCGCCCGTAGCTCAGCTGGATAGAGCAACGGACTTCTAATCCGTAGGCCGCTGGTTCGAA 
TCCAGCCGGGCGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna57-AsnGTT (721424-721349)  Asn (GTT) 76 bp  Sc: 86.12 
TCCTCGGTAGCTCAGTTGGTAGAGCGGGTGACTGTTAATCACCTTGTCGGCGGTTCGAAT 
CCGTCCCGGGGAGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna35-AspGTC (2888511-2888435)  Asp (GTC) 77 bp  Sc: 90.44 



GGAGTGGTAGTTCAGCTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna27-AspGTC (2889417-2889341)  Asp (GTC) 77 bp  Sc: 91.30 
GGAGTGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna29-AspGTC (2889191-2889115)  Asp (GTC) 77 bp  Sc: 91.30 
GGAGTGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna31-AspGTC (2888964-2888888)  Asp (GTC) 77 bp  Sc: 91.30 
GGAGTGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna33-AspGTC (2888738-2888662)  Asp (GTC) 77 bp  Sc: 91.30 
GGAGTGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna37-AspGTC (2888283-2888207)  Asp (GTC) 77 bp  Sc: 91.30 
GGAGTGGTAGTTCAGTTGGTTAGAATGCCGGCCTGTCACGCCGGAGGTCGCGGGTTCGAA 
CCCCGTCCGCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna49-CysGCA (1389600-1389526)  Cys (GCA) 75 bp  Sc: 77.50 
GGCGACGTGGCCAAGTGGTAAGGCACTGGTCTGCAAAACCATGATTCAGCGGTTCAAATC 
CGCTCGTCGCCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna24-GlnTTG (3096676-3096602)  Gln (TTG) 75 bp  Sc: 71.29 
TGGGGCGTCGCCAAGCGGTAAGGCACCAGGTTTTGATCCTGGCATGCGTAGGTTCGAATC 
CTGCCGCCCCAGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna25-GlnTTG (3096416-3096342)  Gln (TTG) 75 bp  Sc: 71.29 
TGGGGCGTCGCCAAGCGGTAAGGCACCAGGTTTTGATCCTGGCATGCGTAGGTTCGAATC 
CTGCCGCCCCAGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna18-GluCTC (2853780-2853854)  Glu (CTC) 75 bp  Sc: 69.11 
GGCCCCATCGTCTAGCGGTTAGGACGTTGGCCTCTCACGCCGAAAGCAGGGGTTCGATTC 
CCCTTGGGGTCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna19-GluCTC (2874486-2874560)  Glu (CTC) 75 bp  Sc: 69.11 
GGCCCCATCGTCTAGCGGTTAGGACGTTGGCCTCTCACGCCGAAAGCAGGGGTTCGATTC 
CCCTTGGGGTCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna54-GluTTC (766622-766545)  Glu (TTC) 78 bp  Sc: 58.23 
GTCCCTATCGTCTAGTCAGGTCCAGGACACCGCCCTTTCACGGCGGCAACAGGGGTTCGA 
ATCCCCTTGGGGACGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna56-GluTTC (763192-763115)  Glu (TTC) 78 bp  Sc: 59.52 
GTCCTCATCGTCTAGTCAGGTCTAGGACACCGCCCTTTCACGGCGGCAACAGGGGTTCGA 
ATCCCCTTGGGGACGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna46-GlyGCC (1483010-1482936)  Gly (GCC) 75 bp  Sc: 73.41 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGACGTCGCGAGTCCGAATC 
TCGTCTCCCGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna60-GlyGCC (671952-671878)  Gly (GCC) 75 bp  Sc: 73.41 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGACGTCGCGAGTCCGAATC 
TCGTCTCCCGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna9-GlyTCC (1254007-1254082)  Gly (TCC) 76 bp  Sc: 86.33 
GCGGGAATAGCTCAATTGGTAGAGCATCAGCCTTCCAAGCTGAGGGTTGCGAGTCCGAGT 
CTCGTTTCCCGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna38-HisGTG (2607832-2607756)  His (GTG) 77 bp  Sc: 85.72 
GTGGGCGTGGCTCAATTGGTTAGAGCACCTGGTTGTGACCCAGGAAGTCGGGGGTTCGAG 
TCCCCTCGCTCACCCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna17-HisGTG (2426698-2426774)  His (GTG) 77 bp  Sc: 87.64 
GTGGGCGTGGCTCAGTTGGTTAGAGCACCTGGTTGTGACCCAGGAAGTCGGGGGTTCGAG 
TCCCCTCGCTCACCCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna4-IleGAT (807931-808007)  Ile (GAT) 77 bp  Sc: 100.93 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCAAA 
TCCACCTAGGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna47-IleGAT (1462154-1462078)  Ile (GAT) 77 bp  Sc: 100.93 
GGGCCTATAGCTCAGCTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGTGGTTCAAA 
TCCACCTAGGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna61-LeuCAA (455538-455452)  Leu (CAA) 87 bp  Sc: 73.76 
GCCGGAGTGGTGAAATAGGTAGACGCACGGGATTCAAAATCCCGCGGGGGTAACCCCGTG 
TCGGTTCGATTCCGACCTCCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna50-LeuCAG (1236485-1236399)  Leu (CAG) 87 bp  Sc: 67.26 
GCCGAAGTGGCGGAATTGGTAGACGCGCTAGGTTCAGGGTCTAGTGGGGGTAACCCCGTG 
GAAGTTCGAGTCTTCTCTTCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna63-LeuGAG (109530-109446)  Leu (GAG) 85 bp  Sc: 58.20 
GCCGAAGTGGTGGAATTGGTAGACGCGCACGATTGAGGGTCGTGTGGGGCAACCCATGTC 



GGTTCGACCCCGACCTTCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna64-LeuGAG (109206-109122)  Leu (GAG) 85 bp  Sc: 58.20 
GCCGAAGTGGTGGAATTGGTAGACGCGCACGATTGAGGGTCGTGTGGGGCAACCCATGTC 
GGTTCGACCCCGACCTTCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna43-LeuTAA (1787980-1787894)  Leu (TAA) 87 bp  Sc: 66.58 
GCCTGGATGGTGGAACTGGTAGACACCCGAGACTTAAAATCTCGTGGGCTTCGGCCCGTG 
CGAGTTCGATTCTCGCTCTAGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna14-LeuTAG (1791402-1791486)  Leu (TAG) 85 bp  Sc: 71.50 
GCGAGGGTGGCGGAACTGGTAGACGCACCAGACTTAGGATCTGGCGCCTTACGGTGTGGG 
GGTTCGACTCCCCCCTCTCGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna53-LysTTT (766714-766639)  Lys (TTT) 76 bp  Sc: 87.14 
GGGGCGTTAACTCAGCTGGTAGAGTATCTGACTTTTAATCAGAGAGTCGCGCGTTCGAGC 
CGCGCACGCCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna55-LysTTT (763275-763200)  Lys (TTT) 76 bp  Sc: 87.14 
GGGGCGTTAACTCAGCTGGTAGAGTATCTGACTTTTAATCAGAGAGTCGCGCGTTCGAGC 
CGCGCACGCCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna15-MetCAT (2106124-2106200)  Met (CAT) 77 bp  Sc: 86.53 
CGCGGGGTGGAGCAGTTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCCCCCGCTACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna41-MetCAT (1947022-1946946)  Met (CAT) 77 bp  Sc: 86.53 
CGCGGGGTGGAGCAGTTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCCCCCGCTACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna42-MetCAT (1946920-1946844)  Met (CAT) 77 bp  Sc: 86.53 
CGCGGGGTGGAGCAGTTTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCAAA 
TCCAGCCCCCGCTACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna62-MetCAT (204950-204874)  Met (CAT) 77 bp  Sc: 87.19 
GGCGATGTAGCTCAGTCGGTTAGAGCATACGGCTCATATCCGTAGTGTCCGGGGTTCGAT 
TCCCTGTATCGCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna59-MetCAT (694797-694721)  Met (CAT) 77 bp  Sc: 94.61 
GGGCGCATAGCTCAGTTGGTCAGAGCCACCGGCTCATAACCGGTCGGTCGTAGGTTCGAA 
TCCTACTGCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna39-PheGAA (2024869-2024794)  Phe (GAA) 76 bp  Sc: 90.13 
GCCGGGATAGCTCAGTCGGTAGAGCAACGGACTGAAAATCCGTGTGTCCCTGGTTCGATT 
CCTGGTCCCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna40-PheGAA (2009564-2009489)  Phe (GAA) 76 bp  Sc: 90.13 
GCCGGGATAGCTCAGTCGGTAGAGCAACGGACTGAAAATCCGTGTGTCCCTGGTTCGATT 
CCTGGTCCCGGCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna45-ProGGG (1586641-1586564)  Pro (GGG) 78 bp  Sc: 77.59 
CGGAATGTAGCGCAGCCTGGTTAGCGCACTTGTCTGGGGGACAAGGGGCCGGAGGTTCGA 
ATCCTCTCATTCCGACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna58-ProTGG (721311-721234)  Pro (TGG) 78 bp  Sc: 90.80 
CGGGGCGTAGCGCAGCCTGGTTAGCGCGCCTGCCTTGGGAGCAGGAGGCCGTAGGTTCGA 
ATCCTACCGCCCCGACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna1-SeC(p)TCA (363837-363930)  SeC(p) (TCA) 94 bp  Sc: 28.39 
GGAAGTGGACGGAGCACTGGTGGCTCCCCCGGATTTCAAATCCGGTGTAACGGGTTAATA 
GCTCGTTAGGTGGGTTCGATTCCCATGCACTTCC 
>Desulfotalea_psychrophila_LSv54_chr.trna3-SerGCT (785913-786004)  Ser (GCT) 92 bp  Sc: 55.10 
GGAGGGGTGACCGAGAGGCCGATGGTGCTCGCCTGCTAAGCGAGTGTGGGGGTCAGACTC 
CACCGAGGGTTCGAATCCCTCCTCCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna13-SerGGA (1606558-1606643)  Ser (GGA) 86 bp  Sc: 61.30 
GGAGAGGTGACCGAGTGGCTTAAGGTGCACGCCTGGAAAGCGTGTGTACGCAAGTACCGA 
GAGTTCGAATCTCTCCTTTTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna2-SerTGA (785819-785904)  Ser (TGA) 86 bp  Sc: 74.62 
GGAGGAATGGCCGAGTGGTTGAAGGCGGCGGTCTTGAAAACCGTTGTACGAAAGTACCGT 
GGGTTCGAATCCTACTTCCTCCGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna16-ThrCGT (2262518-2262593)  Thr (CGT) 76 bp  Sc: 84.06 
GCCAACATAGCTCAGTTGGTAGAGCGACGCTCTCGTAAAGCGTAGGCCAGCGGTTCGATC 
CCGCTTGTTGGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna10-ThrGGT (1254102-1254177)  Thr (GGT) 76 bp  Sc: 92.27 
GCCCACATAGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCACCGGTTCAACT 
CCGGTTGTGGGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna21-ThrGGT (3358582-3358657)  Thr (GGT) 76 bp  Sc: 93.39 
GCCCACATAGCTCAGTTGGTAGAGCGCATCCTTGGTAAGGATGAGGTCACCGGTTCGACT 
CCGGTTGTGGGCTCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna7-ThrTGT (1253753-1253828)  Thr (TGT) 76 bp  Sc: 83.47 
GCTGGCGTAGCTCAACTGGAAGAGCAGCTGATTTGTAATCAGCAGGTTGCGGGTTCAAGT 
CCCATCGCCAGCTCCA 



>Desulfotalea_psychrophila_LSv54_chr.trna11-TrpCCA (1255658-1255734)  Trp (CCA) 77 bp  Sc: 76.45 
AGGCCAGTAGCTCTAATTGGTAGAGCGCCGGATTCCAAATCCGGATGCTGGGGGTTCGAG 
TCCCTCCTGGCCTGCCA 
>Desulfotalea_psychrophila_LSv54_chr.trna20-TyrGTA (3358386-3358470)  Tyr (GTA) 85 bp  Sc: 77.12 
GGAGGGGTTCCCGAGTGGTTAAAGGGATCAGACTGTAAATCTGACGGCTCAGCCTTCGAA 
GGTTCGAATCCTTCCCCCTCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna8-TyrGTA (1253904-1253988)  Tyr (GTA) 85 bp  Sc: 77.12 
GGAGGGGTTCCCGAGTGGTTAAAGGGATCAGACTGTAAATCTGACGGCTCAGCCTTCGAA 
GGTTCGAATCCTTCCCCCTCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna44-ValGAC (1594939-1594865)  Val (GAC) 75 bp  Sc: 80.94 
AGGCGCGTAGCTCAGTGGGAGAGCGCCACCTTGACGTGGTGGATGTCGGCGGTTCAATCC 
CGCCCGCGCCTACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna26-ValTAC (2889552-2889477)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna28-ValTAC (2889322-2889247)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna30-ValTAC (2889095-2889020)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna32-ValTAC (2888869-2888794)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna34-ValTAC (2888642-2888567)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfotalea_psychrophila_LSv54_chr.trna36-ValTAC (2888414-2888339)  Val (TAC) 76 bp  Sc: 93.49 
GGGCGACTAGCTCAGCTGGGAGAGCATCGGCCTTACAAGCCGAGGGTCACAGGTTCAAGC 
CCTGTGTCGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna57-AlaCGC (1210675-1210600)  Ala (CGC) 76 bp  Sc: 82.51 
GGGGATGTAGCTCAGCTGGGAGAGCGCAGCGTTCGCAATGCTGAAGTCAGGGGTTCAATC 
CCCCTCATCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna34-AlaGGC (3454265-3454190)  Ala (GGC) 76 bp  Sc: 86.96 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCAGGAGTTCAATT 
CTCCTCAGCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna35-AlaGGC (3444115-3444040)  Ala (GGC) 76 bp  Sc: 86.96 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCAGGAGTTCAATT 
CTCCTCAGCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna13-AlaTGC (961086-961161)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna37-AlaTGC (3358574-3358499)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna39-AlaTGC (3171980-3171905)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna5-AlaTGC (341892-341967)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna9-AlaTGC (827790-827865)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna20-ArgACG (1858063-1858139)  Arg (ACG) 77 bp  Sc: 84.77 
GCGCCGGTAGCCCAGCTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCGGCGCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna21-ArgACG (1858159-1858235)  Arg (ACG) 77 bp  Sc: 89.92 
GCGCTGGTAGCTCAGTTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCAGCGCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna19-ArgACG (1857954-1858030)  Arg (ACG) 77 bp  Sc: 94.32 
GCGCCGGTAGCTCAGTTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCGGCGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna1-ArgCCG (99713-99789)  Arg (CCG) 77 bp  Sc: 84.91 
GGGCAATTAGCTCAGATGGATAGAGCGTTGGCCTCCGGAGCCAAAGGCCGCAAGTTCGAA 
TCTTGCATTGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna48-ArgCCT (1697561-1697485)  Arg (CCT) 77 bp  Sc: 88.33 



GCGCCTGTAGCTCAGTTGGATAGAGCGAGCGCCTCCTAAGCGCTAGGCCACAAGTTCGAT 
TCTTGTCAGGCGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna6-ArgTCT (614527-614603)  Arg (TCT) 77 bp  Sc: 85.08 
GCGCCCGTAGCTCAGTTGGAAAGAGCAGGAGCCTTCTAAGCTCTTGGCCGGGGGTTCGAA 
TCCTCCCGGGCGCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna58-AsnGTT (1093484-1093409)  Asn (GTT) 76 bp  Sc: 81.86 
TCCCCGGTGGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna59-AsnGTT (1030102-1030027)  Asn (GTT) 76 bp  Sc: 81.86 
TCCCCGGTGGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna41-AspGTC (3149718-3149642)  Asp (GTC) 77 bp  Sc: 84.72 
GGAGCCGTAGTTAAGACGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGAGGGTTCGAG 
TCCCTTCGGCTCCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna42-AspGTC (3149570-3149494)  Asp (GTC) 77 bp  Sc: 84.81 
GGAGCGGTAGTTAAGACGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGAGGGTTCGAG 
TCCCTTCCGCTCCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna52-CysGCA (1316325-1316251)  Cys (GCA) 75 bp  Sc: 78.64 
GGCGGCGTAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCCATTCTCCGGTTCAAATC 
CGGACGCCGCCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna65-GlnCTG (530367-530293)  Gln (CTG) 75 bp  Sc: 62.75 
TGGGCTGTCGTTCAATTGGCAGGACGACGGATTCTGGCTCCGTTAATCTAGGTTCGAGTC 
CTAGCAGCCCAGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna18-GlnTTG (1848102-1848177)  Gln (TTG) 76 bp  Sc: 73.71 
TGGGGTGTCGCCAAGTTGGTAAGGCAACGGGTTTTGGTCCCGTCATTCGAGGGTTCGAGT 
CCTTCCGCCCCAGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna66-GluTTC (530275-530198)  Glu (TTC) 78 bp  Sc: 59.47 
GTCCCTATCGTCTAGCCCGGCCCAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCAA 
ATCCCCTTGGGGACGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna29-GluTTC (2741825-2741901)  Glu (TTC) 77 bp  Sc: 66.39 
GTTCCCATCGTCTAGCCGGCCTAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCGAA 
TCCCCTTGGGAACGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna44-GluTTC (2705284-2705208)  Glu (TTC) 77 bp  Sc: 66.39 
GTTCCCATCGTCTAGCCGGCCTAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCGAA 
TCCCCTTGGGAACGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna54-GlyCCC (1316136-1316062)  Gly (CCC) 75 bp  Sc: 87.68 
GCGGGAATAACTCAGCGGTAGAGTGTCAGCTTCCCAAGCTGAAGGTCGCGGGTTCAAATC 
CCGTTTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna51-GlyGCC (1316411-1316337)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna53-GlyGCC (1316243-1316169)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna56-GlyGCC (1262851-1262777)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna62-GlyTCC (573021-572945)  Gly (TCC) 77 bp  Sc: 88.91 
GCGGGAATAGCTCAAGTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTTGCGAGTTCGAG 
TCTCGTTTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna68-HisGTG (158298-158223)  His (GTG) 76 bp  Sc: 79.40 
GCGGATGTAGCTCAGCAGGTAGAGCACCTGGTTGTGGCCCAGGTGGCCGTGGGTTCAAGT 
CCCATCATTCGCCCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna12-IleGAT (960987-961063)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna36-IleGAT (3358673-3358597)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna38-IleGAT (3172079-3172003)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna4-IleGAT (341793-341869)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna8-IleGAT (827691-827767)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 



TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna49-LeuCAA (1450500-1450414)  Leu (CAA) 87 bp  Sc: 72.18 
GCCGGAATGGTGGAATTGGTAGACGCAGCGGACTCAAAATCCGCCGGTGGCAACACCTTG 
TCAGTTCGAGTCTGACTTCCGGTACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna10-LeuCAG (832606-832692)  Leu (CAG) 87 bp  Sc: 61.99 
GCCGAAGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTTGGGGTTCCCCAGTG 
GGAGTTCGAGTCTCCCCTTCGGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna30-LeuCAG (2897373-2897459)  Leu (CAG) 87 bp  Sc: 61.99 
GCCGAAGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTTGGGGTTCCCCAGTG 
GGAGTTCGAGTCTCCCCTTCGGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna15-LeuGAG (1712385-1712471)  Leu (GAG) 87 bp  Sc: 59.40 
GCCGAGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGGAGAAATCCCGTG 
AGGGTTCGAGTCCCTCCTTCGGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna7-LeuGAG (724000-724086)  Leu (GAG) 87 bp  Sc: 65.36 
GCCGAGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGGAGAAATCCCGTG 
AGGGTTCGAGTCCCTCCCTCGGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna33-LeuTAA (3276288-3276374)  Leu (TAA) 87 bp  Sc: 67.67 
GCCCGGATGGCGGAACTGGCAGACGCAAGGGACTTAAAATCCCTCGGCCTTCGGGCTGTA 
CGAGTTCAATCCTCGTTCCGGGTACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna47-LeuTAG (2048022-2047938)  Leu (TAG) 85 bp  Sc: 71.86 
GCGAGAGTGGCGGAATAGGTAGACGCACTGGACTTAGAATCCAGCGCCTTTGTGCGTGGG 
AGTTCGAGTCTCCCCTCTCGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna25-LysCTT (2322537-2322612)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna26-LysCTT (2322804-2322879)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna32-LysTTT (3197980-3198055)  Lys (TTT) 76 bp  Sc: 88.53 
GGGTCGTTAACTCAGTCGGTAGAGTACCTGCCTTTTAAGCAGAGAGTCGCAGGTTCGAAT 
CCTGCACGACCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna14-MetCAT (1437492-1437568)  Met (CAT) 77 bp  Sc: 83.17 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna43-MetCAT (3051325-3051249)  Met (CAT) 77 bp  Sc: 83.17 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna23-MetCAT (1922798-1922873)  Met (CAT) 76 bp  Sc: 84.60 
GGGCCCATAGCTCAATTGGCAGAGCCCTCGGCTCATAACCGATTTGTTGCAGGTTCGAGT 
CCTGCTGGGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna16-MetCAT (1728025-1728101)  Met (CAT) 77 bp  Sc: 86.53 
GGCGAGGTAGCTCAGTTGGTCAGAGCATGCGGCTCATATCCGCAGTGTCGGGGGTTCAAT 
TCCCTCCCTCGCTACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna2-PheGAA (169323-169398)  Phe (GAA) 76 bp  Sc: 91.09 
GCCGAGGTAGCTCAGTTGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGGAGTTCAATT 
CTCTCCCTCGGCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna50-ProCGG (1403234-1403157)  Pro (CGG) 78 bp  Sc: 85.31 
CGGGATGTGGCTCAGTTTGGCTAGAGCGCAGCGTTCGGGACGCTGAGGCCGGAGGTTCGA 
ATCCTCTCATCCCGACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna67-ProGGG (428452-428376)  Pro (GGG) 77 bp  Sc: 80.67 
CGGGATGTAGCGCAGCCTGGGAGCGCACTTGAATGGGGTTCAAGGGGTCGAAGGTTCAAA 
TCCTTTCATCCCGACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna17-ProTGG (1744636-1744712)  Pro (TGG) 77 bp  Sc: 91.26 
CGGAACGTAGCGCAGCCTGGTAGCGCACCTGCCTTGGGAGCAGGGGGTCGCTGGTTCGAA 
TCCAGTCGTTCCGACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna55-GlyCCC (1272857-1272781)  Gly (CCC) 77 bp  Sc: 20.59 
GCGAAAACACAAATCATCTGCCGATATGCCGCTTCCCAAGCTGAAGGTCGCGGGTTCAAA 
TCCCGTTTCCCGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna24-SeC(p)TCA (2088048-2088137)  SeC(p) (TCA) 90 bp  Sc: 47.58 
GGAAGCGTTTTCTATCCGGTGATAGGCCCGGTCTTCAAAACCGGTGGTAGGTCGAGAGGT 
CTACGGTAGGTTCGACTCCTATACGCTTCC 
>Desulfovibrio_vulgaris_DP4_chr.trna22-SerCGA (1902414-1902508)  Ser (CGA) 95 bp  Sc: 78.97 
GGAGAGGTAGCGAAGCTGGCCGTAACGCGCTCGACTCGAAATCGAGTTACGGGTTAATAG 
CCCGTACGTGGGTTCGAATCCCACCCTCTCCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna27-SerGCT (2504953-2505047)  Ser (GCT) 95 bp  Sc: 63.71 
GGAGAGGTGTCCGAGTCGGCCGAAGGAGCTCGCCTGCTAAGCGGGTATAGGGGCATAAAC 
CTCTATCGAGGGTTCGAATCCCTCCCTCTCCGCCA 



>Desulfovibrio_vulgaris_DP4_chr.trna28-SerGGA (2536797-2536888)  Ser (GGA) 92 bp  Sc: 58.88 
GGAGAGGTGTCCGAGATGGCCGAAGGAGCACGATTGGAAATCGTGTGTACCCTAACCCGG 
TACCGAGAGTTCGAATCTCTCCCTCTCCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna45-SerTGA (2638838-2638747)  Ser (TGA) 92 bp  Sc: 67.95 
GGAAGGGTGGCAGAGTCCGGTTTATTGCGGCGGTCTTGAAAACCGTTGTGGGGGGAACCC 
CACCGGGGGTTCGAATCCCTCCCCTTCCGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna46-ThrCGT (2212273-2212198)  Thr (CGT) 76 bp  Sc: 88.64 
GCCAGCTTAGCTCAGATGGTAGAGCAACTGATTCGTAATCAGTAGGTCGGGAGTTCAATT 
CTCCCAGCTGGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna63-ThrGGT (572908-572833)  Thr (GGT) 76 bp  Sc: 86.35 
GCCCACATAGCTCAGGCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCATGAGTTCAAGT 
CTCATTGTGGGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna31-ThrGGT (3061254-3061329)  Thr (GGT) 76 bp  Sc: 88.87 
GCCCATGTGGCTCAGTCGGTAGAGCACATCCTTGGTAAGGATGAGGTCAGCAGTTCAATT 
CTGCTCATGGGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna60-ThrTGT (573246-573171)  Thr (TGT) 76 bp  Sc: 85.30 
GCTGGCGTAGCTCAACTGGCAGAGCAGCTGATTTGTAATCAGCCGGTTGCGGGTTCGAGT 
CCCATCGCCAGCTCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna64-TrpCCA (571414-571338)  Trp (CCA) 77 bp  Sc: 76.66 
AGGGCAGTAGCTCTAACGGCTAGAGCGCCGGTCTCCAAAACCGGATGTTGGGGGTTCGAA 
TCCCTCCTGCCCTGCCA 
>Desulfovibrio_vulgaris_DP4_chr.trna61-TyrGTA (573164-573079)  Tyr (GTA) 86 bp  Sc: 74.54 
GGTGGGGTTCCCGAGTGGCCAAAGGGAACAGACTGTAAATCTGTCGTCGTAAGACTTCGG 
TGGTTCAAATCCACCCCCCACCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna40-ValCAC (3149797-3149722)  Val (CAC) 76 bp  Sc: 89.80 
GGGCAGTTAGCTCAGCTGGAAGAGCACCGCCTTCACACGGCGGGGGTCGCAGGTTCGAGC 
CCTGCACCGCCCACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna11-ValGAC (872408-872482)  Val (GAC) 75 bp  Sc: 77.70 
AGGCGCGTAGCTCAGGGGGAGAGCACTTCCTTGACACGGAAGGGGTCAGCAGTTCAAATC 
TGCTCGTGCCTACCA 
>Desulfovibrio_vulgaris_DP4_chr.trna3-ValTAC (304756-304831)  Val (TAC) 76 bp  Sc: 92.36 
GGGCGGTTAGCTCAGCTGGTAGAGCGTCGGCCTTACAAGCCGAATGCCGGGGGTTCGATC 
CCCTCACCGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna23-AlaCGC (2356165-2356240)  Ala (CGC) 76 bp  Sc: 82.51 
GGGGATGTAGCTCAGCTGGGAGAGCGCAGCGTTCGCAATGCTGAAGTCAGGGGTTCAATC 
CCCCTCATCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna1-AlaGGC (19895-19970)  Ala (GGC) 76 bp  Sc: 86.96 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCAGGAGTTCAATT 
CTCCTCAGCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna2-AlaGGC (30047-30122)  Ala (GGC) 76 bp  Sc: 86.96 
GGGGCTGTAGCTCAGTTGGGAGAGCGCTTGAATGGCATTCAAGAGGTCAGGAGTTCAATT 
CTCCTCAGCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna39-AlaTGC (3250435-3250360)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna4-AlaTGC (107614-107689)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna43-AlaTGC (2696041-2695966)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna47-AlaTGC (2562642-2562567)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna6-AlaTGC (296610-296685)  Ala (TGC) 76 bp  Sc: 93.18 
GGGGGCGTAGCTCAGCTGGGAGAGCACCTGCCTTGCACGCAGGGGGTCAACGGTTCAATC 
CCGTTCGCCTCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna54-ArgACG (1648393-1648317)  Arg (ACG) 77 bp  Sc: 84.77 
GCGCCGGTAGCCCAGCTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCGGCGCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna55-ArgACG (1648297-1648221)  Arg (ACG) 77 bp  Sc: 89.92 
GCGCTGGTAGCTCAGTTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCAGCGCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna53-ArgACG (1648502-1648426)  Arg (ACG) 77 bp  Sc: 94.32 
GCGCCGGTAGCTCAGTTGGATAGAGCAACAGGCTACGAACCTGTAGGTCGGAGGTTCGAA 
TCCTTCCCGGCGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna35-ArgCCG (3484609-3484533)  Arg (CCG) 77 bp  Sc: 84.91 



GGGCAATTAGCTCAGATGGATAGAGCGTTGGCCTCCGGAGCCAAAGGCCGCAAGTTCGAA 
TCTTGCATTGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna15-ArgCCT (1770704-1770780)  Arg (CCT) 77 bp  Sc: 88.33 
GCGCCTGTAGCTCAGTTGGATAGAGCGAGCGCCTCCTAAGCGCTAGGCCACAAGTTCGAT 
TCTTGTCAGGCGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna40-ArgTCT (2977734-2977658)  Arg (TCT) 77 bp  Sc: 85.08 
GCGCCCGTAGCTCAGTTGGAAAGAGCAGGAGCCTTCTAAGCTCTTGGCCGGGGGTTCGAA 
TCCTCCCGGGCGCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna24-AsnGTT (2474950-2475025)  Asn (GTT) 76 bp  Sc: 81.86 
TCCCCGGTGGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna25-AsnGTT (2493503-2493578)  Asn (GTT) 76 bp  Sc: 81.86 
TCCCCGGTGGCTCAATCGGCAGAGCGGGTGACTGTTAATCACTAGGTTGGCGGTTCAAGT 
CCGTCCCGGGGAGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna8-AspGTC (318914-318990)  Asp (GTC) 77 bp  Sc: 84.72 
GGAGCCGTAGTTAAGACGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGAGGGTTCGAG 
TCCCTTCGGCTCCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna9-AspGTC (319062-319138)  Asp (GTC) 77 bp  Sc: 84.81 
GGAGCGGTAGTTAAGACGGTTATAACGCCGGCCTGTCACGCCGGAGGCCGAGGGTTCGAG 
TCCCTTCCGCTCCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna19-CysGCA (2250471-2250545)  Cys (GCA) 75 bp  Sc: 78.64 
GGCGGCGTAGCCAAGTGGTAAGGCAGAGGTCTGCAAAACCTCCATTCTCCGGTTCAAATC 
CGGACGCCGCCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna31-GlnCTG (3061754-3061828)  Gln (CTG) 75 bp  Sc: 62.75 
TGGGCTGTCGTTCAATTGGCAGGACGACGGATTCTGGCTCCGTTAATCTAGGTTCGAGTC 
CTAGCAGCCCAGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna52-GlnTTG (1658353-1658278)  Gln (TTG) 76 bp  Sc: 73.71 
TGGGGTGTCGCCAAGTTGGTAAGGCAACGGGTTTTGGTCCCGTCATTCGAGGGTTCGAGT 
CCTTCCGCCCCAGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna32-GluTTC (3061846-3061923)  Glu (TTC) 78 bp  Sc: 59.47 
GTCCCTATCGTCTAGCCCGGCCCAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCAA 
ATCCCCTTGGGGACGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna11-GluTTC (709268-709344)  Glu (TTC) 77 bp  Sc: 66.39 
GTTCCCATCGTCTAGCCGGCCTAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCGAA 
TCCCCTTGGGAACGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna63-GluTTC (672752-672676)  Glu (TTC) 77 bp  Sc: 66.39 
GTTCCCATCGTCTAGCCGGCCTAGGACAACGGCCTTTCACGCCGTCGACAGGGGTTCGAA 
TCCCCTTGGGAACGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna21-GlyCCC (2250660-2250734)  Gly (CCC) 75 bp  Sc: 87.68 
GCGGGAATAACTCAGCGGTAGAGTGTCAGCTTCCCAAGCTGAAGGTCGCGGGTTCAAATC 
CCGTTTCCCGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna18-GlyGCC (2250385-2250459)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna20-GlyGCC (2250553-2250627)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna22-GlyGCC (2303987-2304061)  Gly (GCC) 75 bp  Sc: 85.83 
GCGGGAGTAACTCAGTGGTAGAGTGCAACCTTGCCAAGGTTGAAGTCGCGGGTTCAAATC 
CCGTCTCCCGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna28-GlyTCC (3019262-3019338)  Gly (TCC) 77 bp  Sc: 88.91 
GCGGGAATAGCTCAAGTGGCTAGAGCATCAGCCTTCCAAGCTGAGGGTTGCGAGTTCGAG 
TCTCGTTTCCCGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna34-HisGTG (3433963-3434038)  His (GTG) 76 bp  Sc: 79.40 
GCGGATGTAGCTCAGCAGGTAGAGCACCTGGTTGTGGCCCAGGTGGCCGTGGGTTCAAGT 
CCCATCATTCGCCCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna3-IleGAT (107515-107591)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna38-IleGAT (3250534-3250458)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna42-IleGAT (2696140-2696064)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna46-IleGAT (2562741-2562665)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 



TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna5-IleGAT (296511-296587)  Ile (GAT) 77 bp  Sc: 94.70 
GGGCCTGTAGCTCAGGTGGCTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAAGTTCAAG 
TCTTCCCAGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna16-LeuCAA (2069693-2069779)  Leu (CAA) 87 bp  Sc: 72.18 
GCCGGAATGGTGGAATTGGTAGACGCAGCGGACTCAAAATCCGCCGGTGGCAACACCTTG 
TCAGTTCGAGTCTGACTTCCGGTACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna44-LeuCAG (2691224-2691138)  Leu (CAG) 87 bp  Sc: 61.99 
GCCGAAGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTTGGGGTTCCCCAGTG 
GGAGTTCGAGTCTCCCCTTCGGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna64-LeuCAG (514333-514247)  Leu (CAG) 87 bp  Sc: 61.99 
GCCGAAGTGGTGGAATTGGTAGACACGCTAGGTTCAGGGTCTAGTTGGGGTTCCCCAGTG 
GGAGTTCGAGTCTCCCCTTCGGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna49-LeuGAG (1755880-1755794)  Leu (GAG) 87 bp  Sc: 59.40 
GCCGAGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGGAGAAATCCCGTG 
AGGGTTCGAGTCCCTCCTTCGGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna41-LeuGAG (2834706-2834620)  Leu (GAG) 87 bp  Sc: 65.36 
GCCGAGGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGGAGAAATCCCGTG 
AGGGTTCGAGTCCCTCCCTCGGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna68-LeuTAA (189812-189726)  Leu (TAA) 87 bp  Sc: 67.67 
GCCCGGATGGCGGAACTGGCAGACGCAAGGGACTTAAAATCCCTCGGCCTTCGGGCTGTA 
CGAGTTCAATCCTCGTTCCGGGTACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna14-LeuTAG (1409622-1409706)  Leu (TAG) 85 bp  Sc: 71.86 
GCGAGAGTGGCGGAATAGGTAGACGCACTGGACTTAGAATCCAGCGCCTTTGTGCGTGGG 
AGTTCGAGTCTCCCCTCTCGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna59-LysCTT (1093696-1093621)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna60-LysCTT (1093429-1093354)  Lys (CTT) 76 bp  Sc: 90.63 
GGGTCATTAGCTCAATTGGTAGAGCAGCTGACTCTTAATCAGTTGGTTCGGGGTTCGAGT 
CCCTGATGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna66-LysTTT (270607-270532)  Lys (TTT) 76 bp  Sc: 88.53 
GGGTCGTTAACTCAGTCGGTAGAGTACCTGCCTTTTAAGCAGAGAGTCGCAGGTTCGAAT 
CCTGCACGACCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna10-MetCAT (417073-417149)  Met (CAT) 77 bp  Sc: 83.17 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna48-MetCAT (2129238-2129162)  Met (CAT) 77 bp  Sc: 83.17 
CGCGGGGTGGAGCAGCACGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTAGGTTCAAA 
TCCTGCCCCCGCAACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna57-MetCAT (1536198-1536123)  Met (CAT) 76 bp  Sc: 84.60 
GGGCCCATAGCTCAATTGGCAGAGCCCTCGGCTCATAACCGATTTGTTGCAGGTTCGAGT 
CCTGCTGGGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna50-MetCAT (1740229-1740153)  Met (CAT) 77 bp  Sc: 86.53 
GGCGAGGTAGCTCAGTTGGTCAGAGCATGCGGCTCATATCCGCAGTGTCGGGGGTTCAAT 
TCCCTCCCTCGCTACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna36-PheGAA (3422970-3422895)  Phe (GAA) 76 bp  Sc: 91.09 
GCCGAGGTAGCTCAGTTGGTAGAGCAGGGGACTGAAAATCCCCGTGTCGGGAGTTCAATT 
CTCTCCCTCGGCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna17-ProCGG (2163497-2163574)  Pro (CGG) 78 bp  Sc: 85.31 
CGGGATGTGGCTCAGTTTGGCTAGAGCGCAGCGTTCGGGACGCTGAGGCCGGAGGTTCGA 
ATCCTCTCATCCCGACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna33-ProGGG (3163832-3163908)  Pro (GGG) 77 bp  Sc: 80.67 
CGGGATGTAGCGCAGCCTGGGAGCGCACTTGAATGGGGTTCAAGGGGTCGAAGGTTCAAA 
TCCTTTCATCCCGACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna51-ProTGG (1723622-1723546)  Pro (TGG) 77 bp  Sc: 91.26 
CGGAACGTAGCGCAGCCTGGTAGCGCACCTGCCTTGGGAGCAGGGGGTCGCTGGTTCGAA 
TCCAGTCGTTCCGACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna67-LysTTT (233215-233143)  Lys (TTT) 73 bp  Sc: 22.50 
GTTACTTTACCGTGTTCATCGCGTGGGCCTTTTAAGCAGAGAGTCGCAGGTTCGAATCCT 
GCACGACCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna58-SeC(p)TCA (1369596-1369507)  SeC(p) (TCA) 90 bp  Sc: 47.58 
GGAAGCGTTTTCTATCCGGTGATAGGCCCGGTCTTCAAAACCGGTGGTAGGTCGAGAGGT 
CTACGGTAGGTTCGACTCCTATACGCTTCC 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna56-SerCGA (1596173-1596079)  Ser (CGA) 95 bp  Sc: 78.97 
GGAGAGGTAGCGAAGCTGGCCGTAACGCGCTCGACTCGAAATCGAGTTACGGGTTAATAG 
CCCGTACGTGGGTTCGAATCCCACCCTCTCCGCCA 



>Desulfovibrio_vulgaris_Hildenborough_chr.trna61-SerGCT (911428-911334)  Ser (GCT) 95 bp  Sc: 63.71 
GGAGAGGTGTCCGAGTCGGCCGAAGGAGCTCGCCTGCTAAGCGGGTATAGGGGCATAAAC 
CTCTATCGAGGGTTCGAATCCCTCCCTCTCCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna62-SerGGA (879067-878976)  Ser (GGA) 92 bp  Sc: 58.88 
GGAGAGGTGTCCGAGATGGCCGAAGGAGCACGATTGGAAATCGTGTGTACCCTAACCCGG 
TACCGAGAGTTCGAATCTCTCCCTCTCCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna12-SerTGA (775707-775798)  Ser (TGA) 92 bp  Sc: 67.95 
GGAAGGGTGGCAGAGTCCGGTTTATTGCGGCGGTCTTGAAAACCGTTGTGGGGGGAACCC 
CACCGGGGGTTCGAATCCCTCCCCTTCCGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna13-ThrCGT (1203891-1203966)  Thr (CGT) 76 bp  Sc: 88.64 
GCCAGCTTAGCTCAGATGGTAGAGCAACTGATTCGTAATCAGTAGGTCGGGAGTTCAATT 
CTCCCAGCTGGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna29-ThrGGT (3019375-3019450)  Thr (GGT) 76 bp  Sc: 86.35 
GCCCACATAGCTCAGGCGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCATGAGTTCAAGT 
CTCATTGTGGGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna65-ThrGGT (407127-407052)  Thr (GGT) 76 bp  Sc: 88.87 
GCCCATGTGGCTCAGTCGGTAGAGCACATCCTTGGTAAGGATGAGGTCAGCAGTTCAATT 
CTGCTCATGGGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna26-ThrTGT (3019037-3019112)  Thr (TGT) 76 bp  Sc: 85.30 
GCTGGCGTAGCTCAACTGGCAGAGCAGCTGATTTGTAATCAGCCGGTTGCGGGTTCGAGT 
CCCATCGCCAGCTCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna30-TrpCCA (3020869-3020945)  Trp (CCA) 77 bp  Sc: 76.66 
AGGGCAGTAGCTCTAACGGCTAGAGCGCCGGTCTCCAAAACCGGATGTTGGGGGTTCGAA 
TCCCTCCTGCCCTGCCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna27-TyrGTA (3019119-3019204)  Tyr (GTA) 86 bp  Sc: 74.54 
GGTGGGGTTCCCGAGTGGCCAAAGGGAACAGACTGTAAATCTGTCGTCGTAAGACTTCGG 
TGGTTCAAATCCACCCCCCACCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna7-ValCAC (318835-318910)  Val (CAC) 76 bp  Sc: 89.80 
GGGCAGTTAGCTCAGCTGGAAGAGCACCGCCTTCACACGGCGGGGGTCGCAGGTTCGAGC 
CCTGCACCGCCCACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna45-ValGAC (2651339-2651265)  Val (GAC) 75 bp  Sc: 77.70 
AGGCGCGTAGCTCAGGGGGAGAGCACTTCCTTGACACGGAAGGGGTCAGCAGTTCAAATC 
TGCTCGTGCCTACCA 
>Desulfovibrio_vulgaris_Hildenborough_chr.trna37-ValTAC (3287544-3287469)  Val (TAC) 76 bp  Sc: 92.36 
GGGCGGTTAGCTCAGCTGGTAGAGCGTCGGCCTTACAAGCCGAATGCCGGGGGTTCGATC 
CCCTCACCGCCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna33-AlaGGC (784491-784416)  Ala (GGC) 76 bp  Sc: 86.51 
GGGGCTATAGCTCAGCTGGGAGAGCGCTTGCATGGCATGCAAGAGGTCAGCGGTTCGATC 
CCGCTTAGCTCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna15-AlaTGC (1335865-1335790)  Ala (TGC) 76 bp  Sc: 85.07 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGTTTTGCACGCAGGAGGTCAGGAGTTCGATC 
CTCCTTGGCTCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna21-AlaTGC (1275895-1275820)  Ala (TGC) 76 bp  Sc: 85.07 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGTTTTGCACGCAGGAGGTCAGGAGTTCGATC 
CTCCTTGGCTCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna30-AlaTGC (927468-927393)  Ala (TGC) 76 bp  Sc: 85.07 
GGGGCCATAGCTCAGCTGGGAGAGCGCCTGTTTTGCACGCAGGAGGTCAGGAGTTCGATC 
CTCCTTGGCTCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna25-ArgACG (1127895-1127819)  Arg (ACG) 77 bp  Sc: 88.84 
GCGCCCGTAGCTCAGTTGGATAGAGTACTTGGCTACGAACCAAGCGGTCGGAGGTTCGAA 
TCCTTCCGGGCGCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna44-ArgCCG (18898-18822)  Arg (CCG) 77 bp  Sc: 84.56 
CCGCCCGTAGCTCAGATGGATAGAGCGCAGCCCTCCGGAGGCTGAGGTCAGGGGTTCAAA 
TCCCTTCGGGCGGGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna32-ArgCCT (836101-836029)  Arg (CCT) 73 bp  Sc: 60.73 
GCCCTTGTAGCTCAATGGATAGAGCAGTCCCCTCCTAAGGGAAAGGTTACCAGTTCGATT 
CTGGTCTCGGGCG 
>Dichelobacter_nodosus_VCS1703A_chr.trna2-ArgTCT (59891-59967)  Arg (TCT) 77 bp  Sc: 88.61 
GCGCCTGTAGCTCAACTGGATAGAGCAACGGCCTTCTAAGCCGTAGGTTGCAGGTTCGAG 
CCCTGTCGGGTGCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna27-AsnGTT (988485-988410)  Asn (GTT) 76 bp  Sc: 90.19 
TCCCCGATAGCTCAGTCGGTAGAGCAAATGACTGTTAATCATTGGGTCGGCGGTTCGAGC 
CCGTCTCGGGGAGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna28-AsnGTT (988371-988296)  Asn (GTT) 76 bp  Sc: 90.19 
TCCCCGATAGCTCAGTCGGTAGAGCAAATGACTGTTAATCATTGGGTCGGCGGTTCGAGC 
CCGTCTCGGGGAGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna7-AspGTC (452722-452798)  Asp (GTC) 77 bp  Sc: 89.09 



GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna8-AspGTC (452851-452927)  Asp (GTC) 77 bp  Sc: 89.09 
GGAGTGGTAGTTCAGCTGGTTAGAATACCTGCCTGTCACGCAGGGGGTCGCGGGTTCGAG 
TCCCGTCCATTCCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna23-CysGCA (1264724-1264651)  Cys (GCA) 74 bp  Sc: 65.28 
GGCTGGGTAGCAAAGTGGCTATGCAGCGGATTGCAAATCCGTGGACGCCGGTTCGATTCC 
GACCCCAGCCTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna41-GlnTTG (65041-64967)  Gln (TTG) 75 bp  Sc: 71.63 
TGGGGTGTCGCCAAGTGGTAAGGCATCGGGTTTTGATCCCGACATGCGTAGGTTCGAATC 
CTGCCACCCCAGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna34-GluTTC (784399-784324)  Glu (TTC) 76 bp  Sc: 55.37 
GTCCCCTTCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGCAACAGGGGTTCGAAC 
CCCCTAGGGGACGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna35-GluTTC (784292-784217)  Glu (TTC) 76 bp  Sc: 55.37 
GTCCCCTTCGTCTAGAGGCCTAGGACATCGCCCTTTCACGGCGGCAACAGGGGTTCGAAC 
CCCCTAGGGGACGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna22-GlyGCC (1264841-1264767)  Gly (GCC) 75 bp  Sc: 89.96 
GCGGGAATAGCTCAGTGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGCGAGTTCGAGCC 
TCGTTTCCCGCTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna17-GlyTCC (1321914-1321841)  Gly (TCC) 74 bp  Sc: 82.69 
GCGGGTGTAGTTCAATGGTAGAACCTCAGCCTTCCAAGCTGATGGTGTGGGTTCGATTCC 
CATCACCCGCTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna3-HisGTG (59993-60069)  His (GTG) 77 bp  Sc: 81.75 
GTGGATGTAGTTCAGTTGGTTAGAATGCTGGATTGTGATTCCGGAGGTCGTGGGTTCGAA 
TCCCATCATCCACCCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna14-IleGAT (1335959-1335883)  Ile (GAT) 77 bp  Sc: 99.66 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCAGAGGTTCAAG 
TCCTCTCAGACCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna20-IleGAT (1275989-1275913)  Ile (GAT) 77 bp  Sc: 99.66 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCAGAGGTTCAAG 
TCCTCTCAGACCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna29-IleGAT (927562-927486)  Ile (GAT) 77 bp  Sc: 99.66 
GGGTCTGTAGCTCAGTTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCAGAGGTTCAAG 
TCCTCTCAGACCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna42-LeuCAA (60578-60492)  Leu (CAA) 87 bp  Sc: 65.99 
GCCTGAGTGGCGGAATTGGTAGACGCAGCGGATTCAAAATCCGCCGGTGGTGACACCATA 
AGAGTTCGACTCTCTTCTTAGGCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna13-LeuCAG (1129044-1129129)  Leu (CAG) 86 bp  Sc: 68.87 
GCCCAAATGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTGACCCAAGGTCGTGA 
AAGTTCGAGTCTTTTTTTGGGCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna31-LeuGAG (855111-855026)  Leu (GAG) 86 bp  Sc: 55.63 
GCCGATGTGGTGGAATTGGTAGACACGCTATCTTGAGGGGGTAGTGAGCCTAGCTCGTGC 
GAGTTCGACTCTCGCCATCGGCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna24-LeuTAA (1242972-1242886)  Leu (TAA) 87 bp  Sc: 67.38 
GCCCAGGTGGCGGAATAGGTAGACGCAAGGGACTTAAAATCCCTCGGTAGCAATACCGTG 
CCGGTTCGACTCCGGCTCCGGGCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna40-LeuTAG (251686-251602)  Leu (TAG) 85 bp  Sc: 70.59 
GCGAGAGTGGCGGAATTGGTAGACGCACTGGATTTAGATTCCAGCGGGGTGACCCGTGAG 
AGTTCGAGTCTCTCCTTTCGCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna10-LysCTT (886435-886509)  Lys (CTT) 75 bp  Sc: 91.66 
GGGTCGTTAGCTCAGCGGTAGAGCAGTTGACTCTTAATCAATTGGTCGAAGGTTCGAACC 
CTTCACGACCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna9-LysTTT (886311-886385)  Lys (TTT) 75 bp  Sc: 90.81 
GGGTCGTTAGCTCAGCGGTAGAGCAGTTGGCTTTTAACCAATTGGTCGAAGGTTCGATTC 
CTTCACGGCCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna43-MetCAT (38355-38279)  Met (CAT) 77 bp  Sc: 81.53 
TGCGGGGTGGAGCAGTCTGGTAGCTCGTCGGGCTCATAACCCGAAGGTCGTTGGTTCGAA 
TCCAGCCCCCGCTTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna5-MetCAT (173433-173509)  Met (CAT) 77 bp  Sc: 91.34 
GGCTATGTAGCTCAGTTGGTTAGAGCACATCACTCATAATGATGGGGTCCCCTGTTCGAA 
TCAGGGCATAGCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna36-MetCAT (657178-657102)  Met (CAT) 77 bp  Sc: 92.29 
GGGCCTATAGCTCAGTCGGTTAGAGCAGGCGACTCATAATCGCTTGGTCGGGGGTTCAAG 
TCCCTCTGGGCCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna4-PheGAA (60862-60937)  Phe (GAA) 76 bp  Sc: 91.83 
GGCCAAGTAGCTCAGTCGGTAGAGCAGCGGACTGAAAATCCGCGTGTCGGTGGTTCGATT 



CCGCCCTTGGCCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna45-ProCGG (9494-9418)  Pro (CGG) 77 bp  Sc: 81.32 
CGGGGTGTAGCGCAGACTGGTAGCGCGCTTCGTTCGGGACGAAGAGGTCGCAGGTTCGAA 
TCCTGTCTCCCCGACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna11-ProGGG (986200-986276)  Pro (GGG) 77 bp  Sc: 85.75 
CGGGGTATAGCGCAGTCTGGTAGCGCACTTGCATGGGGTGCAAGGGGTCGCAGGTTCAAA 
TCCTGTTACCCCGACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna1-ProTGG (59791-59867)  Pro (TGG) 77 bp  Sc: 83.46 
CGGAGTATAGCGCAGGCTGGTAGCGCATTTGGTTTGGGACCAAAGGGTCGGGGGTTCGAA 
TCCCTCTACTCCGACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna38-SerGCT (301490-301398)  Ser (GCT) 93 bp  Sc: 76.64 
GGAGAGGTGGCCGAGTGGCTGAAGGCACTCCCCTGCTAAGGGAGCATAGGGTTTATAGCT 
CTATCGAGAGTTCGAATCTCTTCCTCTCCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna26-SerGGA (1082571-1082481)  Ser (GGA) 91 bp  Sc: 74.56 
GGACAGGTGGCGGAGTGGTTGAACGCGCACGCCTGGAAAGTGTGTATACGTTAATAGCGT 
ATCGGGGGTTCGAATCCCCCCCTGTCCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna37-SerTGA (502859-502770)  Ser (TGA) 90 bp  Sc: 65.82 
GGAGGGATGGCAGAGCGGTTGATTGCACCGGTCTTGAAAACCGGCAAGGGTTCACGCCCT 
TCCAGAGTTCGAATCTCTGTCCCTCCGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna18-ThrGGT (1321823-1321748)  Thr (GGT) 76 bp  Sc: 86.54 
GTCCATATAGCTCAGTAGGTAGAGCACTTCCTTGGTAAGGAAGAGGTCACCAGTTCGAAT 
CTGGTTATGGGCTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna12-ThrTGT (1128960-1129035)  Thr (TGT) 76 bp  Sc: 90.84 
GCCGGAATAGCTCAGCAGGTAGAGCGCCTCACTTGTAATGAGGATGTCACGGGTTCGATT 
CCTGTTTCCGGCTCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna19-TrpCCA (1320444-1320369)  Trp (CCA) 76 bp  Sc: 77.41 
AGGCGAGTAGCTCAATTGGCAGAGTTGCGGTTTCCAAAACCGTCGGTTGGGGGTTCGAGT 
CCCTCCTCGCCTGCCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna16-TyrGTA (1322002-1321918)  Tyr (GTA) 85 bp  Sc: 71.43 
GGTGGGGTACCCAAGCGGTCAACGGGAGCAGACTGTAAATCTGCCGGCTCAGCCTTCGAA 
GGTTCGAATCCTTCCCCCACCACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna39-ValGAC (252050-251974)  Val (GAC) 77 bp  Sc: 92.52 
AGGCATATAGCTCAGTTGGTTAGAGCACCACCTTGACATGGTGGGGGTCGTTGGTTCGAG 
TCCAATTATGCCTACCA 
>Dichelobacter_nodosus_VCS1703A_chr.trna6-ValTAC (452642-452717)  Val (TAC) 76 bp  Sc: 97.76 
GGATGCTTAGCTCAGTTGGTAGAGCAACGCCCTTACAAGGCGTGGGTCATAGGTTCGAGT 
CCTATAGCATCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna23-AlaGGC (3153418-3153493)  Ala (GGC) 76 bp  Sc: 87.77 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGCATGGCATGCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna5-AlaTGC (375472-375547)  Ala (TGC) 76 bp  Sc: 91.71 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGATTTGCATTCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna8-AlaTGC (619237-619312)  Ala (TGC) 76 bp  Sc: 91.71 
GGGGCCTTAGCTCAGCTGGGAGAGCGCCTGATTTGCATTCAGGAGGTCAGCGGTTCGATC 
CCGCTAGGCTCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna43-ArgACG (320846-320770)  Arg (ACG) 77 bp  Sc: 86.67 
GGACCGATAGCTCAGCTGGATAGAGTACTTGACTACGAATCAAGGGGTCGGGGGTTCGAA 
TCCTCCTCGGTCCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna38-ArgCCG (1688763-1688687)  Arg (CCG) 77 bp  Sc: 89.29 
GCACCTGTAGCTCAGCTGGATAGAGCGCTGCCCTCCGAAGGCAGAGGCCAGAGGTTCGAA 
TCCTCTCAGGTGCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna24-ArgCCT (3495494-3495570)  Arg (CCT) 77 bp  Sc: 87.16 
GGCCCCGTGGCTCAACTGGATAGAGCAATCCCCTCCTAAGGGATAGGTTGCAGGTTCAAG 
TCCTGCCGGGGTCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna19-ArgTCT (2104580-2104656)  Arg (TCT) 77 bp  Sc: 91.63 
GGTCCCTTAGCTCAGCTGGATAGAGCAATCGCCTTCTAAGCGATCGGTCGAGGGTTCGAA 
TCCTTCAGGGACCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna31-AsnGTT (2005006-2004932)  Asn (GTT) 75 bp  Sc: 87.59 
TCCGGCGTAGCTCAGCGGTAGAGCAGTTGACTGTTAATCAATTGGTCGTAGGTTCGATCC 
CTACCGCCGGAGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna34-AspGTC (1891361-1891285)  Asp (GTC) 77 bp  Sc: 94.74 
GCGGTTGTAGCTCAGTTGGTTAGAGTACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCAACCGCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna35-AspGTC (1891178-1891102)  Asp (GTC) 77 bp  Sc: 94.74 
GCGGTTGTAGCTCAGTTGGTTAGAGTACCGGCCTGTCACGCCGGGGGTCGCGGGTTCGAG 
CCCCGTCAACCGCGCCA 



>Dinoroseobacter_shibae_DFL_12_chr.trna20-CysGCA (2223733-2223806)  Cys (GCA) 74 bp  Sc: 76.36 
GGCGAGTTGGCGGAGTGGTGACGCAGCGGATTGCAAATCCGTGTACACCGGTTCGATTCC 
GGTACTCGCCTCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna42-GlnTTG (573937-573863)  Gln (TTG) 75 bp  Sc: 70.93 
TGGGGTGTAGCCAAGCGGTAAGGCAGCGGTTTTTGGTACCGTGTACCGTAGGTTCGAATC 
CTACCACCCCAGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna21-GluTTC (2399989-2400063)  Glu (TTC) 75 bp  Sc: 59.12 
GGCCCGTTCGTCTATCGGTTAGGACGCCAGGTTTTCAACCTGGAAAGAGGGGTTCGATTC 
CCCTACGGGCTGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna16-GlyCCC (1750240-1750313)  Gly (CCC) 74 bp  Sc: 65.86 
GCGGGTATGGTGAAAAGGTATCACGCGAGCTTCCCAAGCTTAAGTTACGGGTTCGATTCC 
CGTTACCCGCTCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna22-GlyGCC (2643515-2643589)  Gly (GCC) 75 bp  Sc: 87.28 
GCGGGCGTAGCTCAGGGGTAGAGCACAACCTTGCCAAGGTTGGGGTCGTGAGTTCGAATC 
TCATCGCCCGCTCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna10-GlyTCC (862900-862973)  Gly (TCC) 74 bp  Sc: 71.69 
GCGGGTATAGCTTAATGGTAAAGCCCCTGCCTTCCAAGCAGGCTATGTCGGTTCGATTCC 
GTCTACCCGCTCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna9-HisGTG (785598-785674)  His (GTG) 77 bp  Sc: 83.73 
GCCGCCGTAGCTCAGTTGGTTAGAGCGCCTGATTGTGGATCAGGAGGTCCCCCGTTCGAG 
CCGGGGCGGTGGTACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna4-IleGAT (375220-375296)  Ile (GAT) 77 bp  Sc: 94.31 
GGGTCGGTAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCTCGACCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna7-IleGAT (618985-619061)  Ile (GAT) 77 bp  Sc: 94.31 
GGGTCGGTAGCTCAGGTGGTTAGAGCGCACGCCTGATAAGCGTGAGGTCGGAGGTTCAAG 
TCCTCCTCGACCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna15-LeuCAA (1538245-1538331)  Leu (CAA) 87 bp  Sc: 75.83 
GCCCGAGTGGCGGAATTGGTAGACGCAGGGGATTCAAAATCCCCCGATGGCAACATCTTG 
TCGGTTCGAGTCCGACCTCGGGTACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna25-LeuCAG (3779743-3779657)  Leu (CAG) 87 bp  Sc: 79.62 
GCCCAGGTGGCGGAATTGGTAGACGCGCTAGCTTCAGGTGCTAGTGTCCGTATGGACGTG 
GAGGTTCGAGTCCTCTCCTGGGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna29-LeuGAG (2515292-2515206)  Leu (GAG) 87 bp  Sc: 71.14 
GCGGTCGTGGCGGAATTGGTAGACGCGCAGCGTTGAGGTCGCTGTGGGGTAACACCCGTG 
GAAGTTCGAGTCTTCTCGACCGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna13-LeuTAA (1242383-1242468)  Leu (TAA) 86 bp  Sc: 68.61 
GCGGGCGTGATGGAATGGTAGACATATCGGACTTAAAATCCGAAGGCCCTAGTGCCGTGT 
GGGTTCGAGTCCCACCGCCCGTACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna32-LeuTAG (1916700-1916616)  Leu (TAG) 85 bp  Sc: 80.89 
GCGGGTGTGGCGGAACTGGTAGACGCACCAGATTTAGGTTCTGGCGCCGCAAGGCGTGGG 
GGTTCGAGTCCCTTCACCCGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna26-LysTTT (3396990-3396915)  Lys (TTT) 76 bp  Sc: 100.36 
GGGCCGTTAGCTCAGTTGGTAGAGCAACTGACTTTTAATCAGTGGGTCGCAGGTTCGAAT 
CCTGCACGGCTCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna6-MetCAT (379296-379372)  Met (CAT) 77 bp  Sc: 83.92 
CGCGGGATGGAGCAGCCCGGTAGCTCGTCAGGCTCATAACCTGAAGGTCGTAGGTTCAAA 
TCCTACTCCCGCAACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna18-MetCAT (1967401-1967477)  Met (CAT) 77 bp  Sc: 86.35 
GGGCCTGTAGCTCAATTGGTTAGAGCAGAGCGCTCATAACGCTTTGGTTGCGGGTTCAAG 
TCCTGCCGGGCCTACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna27-MetCAT (2854148-2854072)  Met (CAT) 77 bp  Sc: 97.02 
GGCGTGGTAGCTCAGCTGGTTAGAGCGCACGACTCATAATCGTGAGGTCGAGAGTTCAAG 
TCTCTCCCACGCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna12-PheGAA (1005076-1005150)  Phe (GAA) 75 bp  Sc: 80.69 
GCCCGGGTAGCTCAGGGGTAGAGCAGTGGATTGAAAATCCTCGTGTCGGTGGTTCGATTC 
CGCCCCCGGGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna44-ProCGG (77943-77867)  Pro (CGG) 77 bp  Sc: 93.58 
CGGGCTGTAGCGCAGCCTGGTAGCGCACCTGCTTCGGGAGCAGGGGGTCGGAGGTTCGAA 
TCCTCTCAGCCCGACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna17-ProGGG (1789492-1789568)  Pro (GGG) 77 bp  Sc: 83.39 
CGGGCTATGGCGCAGCCTGGTAGCGCGTCCGTCTGGGGGACGGAAGGTCGCAGGTTCGAG 
TCCTGCTAGCCCGACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna36-ProTGG (1859338-1859262)  Pro (TGG) 77 bp  Sc: 81.99 
CGGGGCGTAGCGCAGCCTGGTAGCGCGACGGTTTTGGGTACCGTAGGTCGCAAGTTCGAA 
TCTTGCCGTCCCGACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna28-TyrGTA (2738622-2738539)  Tyr (GTA) 84 bp  Sc: 32.27 



GGGCGACAGGCCGCAAGGTGTGGCAGGGGACTGTAACTCCCTCGCGGAGACGCACGCCTG 
GTTCGATTCCAGGGTCGCCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna39-SerCGA (1516525-1516436)  Ser (CGA) 90 bp  Sc: 67.63 
GGAGAGGTGCCGGAGTGGTCGAACGGGGCGGTCTCGAAAACCGTTGTGGGTGCAAGCCCA 
CCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna40-SerGCT (1021821-1021732)  Ser (GCT) 90 bp  Sc: 77.94 
GGAGACGTGGCCGAGTGGTCGAAGGCGCTCCCCTGCTAAGGGAGTAGGCGGGAAACCGTC 
TCGTGGGTTCGAATCCCATCGTCTCCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna30-SerGGA (2444653-2444564)  Ser (GGA) 90 bp  Sc: 69.16 
GGAGAGGTGGCCGAGTGGTCGAAGGCGCACGCCTGGAAAGTGTGTAGGCGGGAAACCGTC 
TCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna11-SerTGA (949041-949130)  Ser (TGA) 90 bp  Sc: 66.04 
GGAGAGGTGGCAGAGTGGTCGAATGCGGCGGTCTTGAAAACCGTTGAGCGTGAAAGCGTT 
CCCAGGGTTCGAATCCCTGTCTCTCCGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna2-ThrCGT (319728-319803)  Thr (CGT) 76 bp  Sc: 90.45 
GCCTCAATAGCTCAGCTGGTAGAGCAGGTCCTTCGTAAGGACAAGGTCGGGGGTTCGAGT 
CCCTCTTGAGGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna41-ThrGGT (998440-998366)  Thr (GGT) 75 bp  Sc: 88.81 
GCTGCTGTAGCTCAGAGGTAGAGCACTCCCTTGGTAAGGGAGAGGTCGAGAGTTCAATTC 
TCTCCAGCAGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna14-ThrTGT (1473081-1473156)  Thr (TGT) 76 bp  Sc: 95.59 
GCCCCTATAGCTCAGCTGGTAGAGCAACTGATTTGTAATCAGTAGGTCCGCGGTTCGAGT 
CCGTGTGGGGGCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna1-TrpCCA (223158-223233)  Trp (CCA) 76 bp  Sc: 90.85 
AGGGGTGTAGCTCAGTTGGTAGAGCATCGGTCTCCAAAACCGAGGGTCGGGGGTTCGAGC 
CCCTCCGCCCCTGCCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna37-ValCAC (1844033-1843959)  Val (CAC) 75 bp  Sc: 86.35 
GGGTGATTAGCTCAGTGGTAGAGCGCTTCGTTCACATCGAAGATGTCAGGAGTTCGAATC 
TCTTATCACCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna3-ValGAC (369290-369364)  Val (GAC) 75 bp  Sc: 89.70 
GGGCGGTTAGCTCAGCGGTAGAGCACTTCGTTGACATCGAAGGGGTCACTGGTTCGATCC 
CAGTACCGCCCACCA 
>Dinoroseobacter_shibae_DFL_12_chr.trna33-ValTAC (1898050-1897975)  Val (TAC) 76 bp  Sc: 92.50 
GGGTGATTAGCTCAGTTGGTAGAGCGCTTCGCTTACACCGAAGATGTCGGGAGTTCGAGT 
CTCTCATCACCCACCA 
>Drosophila_melanogaster_chr3L.trna45-AlaAGC (8021718-8021646)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna16-AlaAGC (13445460-13445532)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna18-AlaAGC (13448268-13448340)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna21-AlaAGC (13472090-13472162)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna23-AlaAGC (13493909-13493981)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna27-AlaAGC (15616694-15616766)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna49-AlaAGC (13484175-13484103)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna50-AlaAGC (13472477-13472405)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna51-AlaAGC (13471101-13471029)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna52-AlaAGC (13456836-13456764)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna56-AlaAGC (13445938-13445866)  Ala (AGC) 73 bp  Sc: 59.84 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATG 



CCCCGCATCTCCA 
>Drosophila_melanogaster_chr3R.trna22-AlaAGC (13482867-13482939)  Ala (AGC) 73 bp  Sc: 63.54 
GGGGATGTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGTGAGAGGTACGGGGATCGATA 
CCCCGCATCTCCA 
>Drosophila_melanogaster_chr2R.trna50-AlaCGC (20963528-20963599)  Ala (CGC) 72 bp  Sc: 76.51 
GGGGACGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAAACC 
CCGGCGTCTCCA 
>Drosophila_melanogaster_chr2R.trna51-AlaCGC (20964288-20964359)  Ala (CGC) 72 bp  Sc: 76.51 
GGGGACGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAAACC 
CCGGCGTCTCCA 
>Drosophila_melanogaster_chr2R.trna52-AlaCGC (20964571-20964642)  Ala (CGC) 72 bp  Sc: 76.51 
GGGGACGTAGCTCAGTGGTAGAGCGCTCGCTTCGCATGTGAGAAGTCCCGGGTTCAAACC 
CCGGCGTCTCCA 
>Drosophila_melanogaster_chr2R.trna29-AlaTGC (13279720-13279791)  Ala (TGC) 72 bp  Sc: 74.19 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTTGCATGTGAGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Drosophila_melanogaster_chr2R.trna70-AlaTGC (13279350-13279279)  Ala (TGC) 72 bp  Sc: 75.92 
GGGGATGTAGCTCAGTGGTAGAGCGCTCGCTTTGCATGTGAGAGGCCCCGGGTTCGATCC 
CCGGCATCTCCA 
>Drosophila_melanogaster_chr2R.trna1-ArgACG (2029670-2029742)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr2R.trna3-ArgACG (2049040-2049112)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr2R.trna8-ArgACG (2057112-2057184)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr2R.trna9-ArgACG (2059192-2059264)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr2R.trna93-ArgACG (2066161-2066089)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr3R.trna68-ArgACG (3966764-3966692)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr3R.trna69-ArgACG (3966521-3966449)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr3R.trna70-ArgACG (3966270-3966198)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr3R.trna71-ArgACG (3966017-3965945)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr3R.trna72-ArgACG (3965745-3965673)  Arg (ACG) 73 bp  Sc: 73.12 
GGTCCTGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCCAGGTTCGACT 
CCTGGCAGGATCG 
>Drosophila_melanogaster_chr2L.trna9-ArgCCT (6799744-6799816)  Arg (CCT) 73 bp  Sc: 67.50 
GCCCCAGTGGCCTAATGGATAAGGCATCGGCCTCCTAAGCCGGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTA 
>Drosophila_melanogaster_chr2R.trna41-ArgCCT (15888324-15888396)  Arg (CCT) 73 bp  Sc: 67.50 
GCCCCAGTGGCCTAATGGATAAGGCATCGGCCTCCTAAGCCGGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTA 
>Drosophila_melanogaster_chr2R.trna60-ArgCCT (15887873-15887801)  Arg (CCT) 73 bp  Sc: 67.50 
GCCCCAGTGGCCTAATGGATAAGGCATCGGCCTCCTAAGCCGGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTA 
>Drosophila_melanogaster_chr3R.trna1-ArgTCG (1213950-1214022)  Arg (TCG) 73 bp  Sc: 69.30 
GACCGTGTGGCCTAAAGGATAAGGCGTCGGACTTCGAATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna10-ArgTCG (13911043-13911115)  Arg (TCG) 73 bp  Sc: 72.12 
GACCGTGTGGCCCAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna11-ArgTCG (13911245-13911317)  Arg (TCG) 73 bp  Sc: 72.12 
GACCGTGTGGCCCAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 



>Drosophila_melanogaster_chrX.trna8-ArgTCG (13910236-13910308)  Arg (TCG) 73 bp  Sc: 72.12 
GACCGTGTGGCCCAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna9-ArgTCG (13910841-13910913)  Arg (TCG) 73 bp  Sc: 72.12 
GACCGTGTGGCCCAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chr3R.trna7-ArgTCG (4687602-4687674)  Arg (TCG) 73 bp  Sc: 72.45 
GACCGTGTGGCCTAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chr3R.trna8-ArgTCG (4688655-4688727)  Arg (TCG) 73 bp  Sc: 72.45 
GACCGTGTGGCCTAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna16-ArgTCG (21103118-21103190)  Arg (TCG) 73 bp  Sc: 72.45 
GACCGTGTGGCCTAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna5-ArgTCG (13908847-13908919)  Arg (TCG) 73 bp  Sc: 72.45 
GACCGTGTGGCCTAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAGT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chrX.trna21-ArgTCG (13997824-13997752)  Arg (TCG) 73 bp  Sc: 74.10 
GACCGTGTGGCCTAATGGATAAGGCGTCGGACTTCGGATCCGAAGATTGCAGGTTCGAAT 
CCTGTCACGGTCG 
>Drosophila_melanogaster_chr2L.trna5-ArgTCT (2187007-2187079)  Arg (TCT) 73 bp  Sc: 66.34 
GGCCGTGTAGCCTAATGGATAAGGCGTCGGATTTCTGATCCGAAAATTGCGGGTTCAAGT 
CCCGTCATGGTCG 
>Drosophila_melanogaster_chr2L.trna1-ArgTCT (1965426-1965498)  Arg (TCT) 73 bp  Sc: 74.52 
GACCCTTTAGCGCATTGGATAGCGCGTTGGACTTCTAATCCAAAGGTGGCGGGTTCGATT 
CCCGCAAGGGTTG 
>Drosophila_melanogaster_chr2R.trna82-ArgTCT (7539944-7539872)  Arg (TCT) 73 bp  Sc: 82.67 
GTCCCTTTGGCGCAGAGGATAGCGCGTTGGACTTCTAATCCAAAGGTCGCGGGTTCGATC 
CCCGCAAGGGATG 
>Drosophila_melanogaster_chr2R.trna10-AsnGTT (2077877-2077950)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna2-AsnGTT (2040691-2040764)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna4-AsnGTT (2049702-2049775)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna49-AsnGTT (20261586-20261659)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna5-AsnGTT (2050024-2050097)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna92-AsnGTT (2077707-2077634)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna97-AsnGTT (2049601-2049528)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna98-AsnGTT (2041084-2041011)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2R.trna99-AsnGTT (2040181-2040108)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr3R.trna73-AsnGTT (3965328-3965255)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chrUextra.trna1-AsnGTT (3068446-3068519)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chrUextra.trna9-AsnGTT (3068839-3068766)  Asn (GTT) 74 bp  Sc: 86.74 
GCCTCCGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
TCCACCCGGGGGCG 
>Drosophila_melanogaster_chr2L.trna8-AspGTC (5240766-5240837)  Asp (GTC) 72 bp  Sc: 68.69 



TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGTGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr3R.trna42-AspGTC (20740853-20740782)  Asp (GTC) 72 bp  Sc: 68.81 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCTGGGAG 
>Drosophila_melanogaster_chr2L.trna12-AspGTC (8481777-8481848)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna13-AspGTC (8541761-8541832)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna15-AspGTC (8620028-8620099)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna16-AspGTC (8679116-8679187)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna17-AspGTC (8683451-8683522)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna30-AspGTC (8683877-8683806)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna31-AspGTC (8541623-8541552)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna32-AspGTC (8482155-8482084)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr2L.trna33-AspGTC (5241177-5241106)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr3L.trna26-AspGTC (13242647-13242718)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr3R.trna36-AspGTC (20381024-20381095)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr3R.trna37-AspGTC (20740556-20740627)  Asp (GTC) 72 bp  Sc: 75.34 
TCCTCGATAGTATAGTGGTTAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCAATTC 
CCCGTCGGGGAG 
>Drosophila_melanogaster_chr3L.trna34-CysGCA (21847265-21847194)  Cys (GCA) 72 bp  Sc: 70.54 
GGGGGTATAGCTCAGGGGCAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Drosophila_melanogaster_chr3L.trna13-CysGCA (2273744-2273815)  Cys (GCA) 72 bp  Sc: 74.46 
GGGGGTATAGCTCAGGGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Drosophila_melanogaster_chr3L.trna12-CysGCA (1925641-1925712)  Cys (GCA) 72 bp  Sc: 75.79 
GGGGGCATAGCTCAGGGGTAGAGCGTTCGACTGCAGATCGACAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Drosophila_melanogaster_chr3L.trna14-CysGCA (3095737-3095808)  Cys (GCA) 72 bp  Sc: 75.91 
GGGGATATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGTCCCCT 
>Drosophila_melanogaster_chr3L.trna15-CysGCA (3095991-3096062)  Cys (GCA) 72 bp  Sc: 75.91 
GGGGATATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGTCCCCT 
>Drosophila_melanogaster_chr3L.trna16-CysGCA (3096369-3096440)  Cys (GCA) 72 bp  Sc: 75.91 
GGGGATATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGTCCCCT 
>Drosophila_melanogaster_chr3L.trna18-CysGCA (3097519-3097590)  Cys (GCA) 72 bp  Sc: 75.91 
GGGGATATAGCTCAGTGGTAGAGCATTCGACTGCAGATCGAGAGGTCCCCGGTTCAAACC 
CGGGTGTCCCCT 
>Drosophila_melanogaster_chr2L.trna28-GlnCTG (14010636-14010565)  Gln (CTG) 72 bp  Sc: 69.04 
GGTTCTATGGTGTAATGGTTAGCACTTTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Drosophila_melanogaster_chr2L.trna38-GlnCTG (2010940-2010869)  Gln (CTG) 72 bp  Sc: 71.12 
GGTTCTATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 



TCGGTAGAACCT 
>Drosophila_melanogaster_chr2L.trna2-GlnCTG (2009155-2009226)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chr2L.trna3-GlnCTG (2009538-2009609)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chr2L.trna37-GlnCTG (2013250-2013179)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chr2L.trna39-GlnCTG (2010717-2010646)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chrX.trna1-GlnCTG (3713732-3713803)  Gln (CTG) 72 bp  Sc: 72.37 
GGTTCCATGGTGTAATGGTTAGCACTCAGGACTCTGAATCCTGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chr2R.trna73-GlnCTG (12095211-12095140)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Drosophila_melanogaster_chrX.trna26-GlnTTG (3321556-3321485)  Gln (TTG) 72 bp  Sc: 69.58 
GGTTCTATGGTGTAACGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Drosophila_melanogaster_chr3L.trna38-GlnTTG (11794642-11794571)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Drosophila_melanogaster_chr3R.trna40-GlnTTG (22773305-22773234)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Drosophila_melanogaster_chr3R.trna41-GlnTTG (22773056-22772985)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Drosophila_melanogaster_chr2R.trna39-GluCTC (15616787-15616858)  Glu (CTC) 72 bp  Sc: 45.43 
TCCCATATTGTCTAGTGGTTAGGCTACCCGGCTCTCACCCGGGAGGCCCAGGTTCAGTTC 
CCTGTATAGGAA 
>Drosophila_melanogaster_chr3L.trna10-GluCTC (1401440-1401511)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna11-GluCTC (1401781-1401852)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna3-GluCTC (1379934-1380005)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna4-GluCTC (1380238-1380309)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna5-GluCTC (1380529-1380600)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna6-GluCTC (1397695-1397766)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna7-GluCTC (1397932-1398003)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna8-GluCTC (1398169-1398240)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna9-GluCTC (1398406-1398477)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chrUextra.trna4-GluCTC (23865481-23865410)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chrUextra.trna5-GluCTC (23865244-23865173)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 



>Drosophila_melanogaster_chrUextra.trna6-GluCTC (3093371-3093300)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chrUextra.trna7-GluCTC (3093134-3093063)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chrUextra.trna8-GluCTC (3092897-3092826)  Glu (CTC) 72 bp  Sc: 77.51 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna38-GluCTC (15616392-15616463)  Glu (CTC) 72 bp  Sc: 77.90 
TCCCATATTGTCTAGTGGTTAGGATACCCGGCTCTCACCCGGGAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna61-GluCTC (15615764-15615693)  Glu (CTC) 72 bp  Sc: 77.90 
TCCCATATTGTCTAGTGGTTAGGATACCCGGCTCTCACCCGGGAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr3L.trna33-GluCTC (22840896-22840825)  Glu (CTC) 72 bp  Sc: 77.90 
TCCCATATTGTCTAGTGGTTAGGATACCCGGCTCTCACCCGGGAGGCCCGGGTTCAATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna25-GluCTC (12107143-12107214)  Glu (CTC) 72 bp  Sc: 79.25 
TCCCATATTGTCTAGTGGTTAGGATATCCGGCTCTCACCCGGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna26-GluTTC (12107557-12107628)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna62-GluTTC (15615557-15615486)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna63-GluTTC (15615036-15614965)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna64-GluTTC (15613718-15613647)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna66-GluTTC (15452449-15452378)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2R.trna72-GluTTC (12106950-12106879)  Glu (TTC) 72 bp  Sc: 80.27 
TCCCATATGGTCTAGTGGCTAGGATATCTGGCTTTCACCCAGAAGGCCCGGGTTCGATTC 
CCGGTATGGGAA 
>Drosophila_melanogaster_chr2L.trna24-GlyGCC (14530924-14530854)  Gly (GCC) 71 bp  Sc: 77.95 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCTGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna10-GlyGCC (7872849-7872919)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna19-GlyGCC (14518091-14518161)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna25-GlyGCC (14530616-14530546)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna26-GlyGCC (14518691-14518621)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna27-GlyGCC (14518377-14518307)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna4-GlyGCC (2031692-2031762)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2L.trna40-GlyGCC (1938159-1938089)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna27-GlyGCC (12855513-12855583)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna42-GlyGCC (16116986-16117056)  Gly (GCC) 71 bp  Sc: 82.25 



GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna43-GlyGCC (16120302-16120372)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna47-GlyGCC (17070361-17070431)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna57-GlyGCC (17048931-17048861)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna68-GlyGCC (14527301-14527231)  Gly (GCC) 71 bp  Sc: 82.25 
GCATCGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGCGGCCCGGGTTCGATTCC 
CGGCCGATGCA 
>Drosophila_melanogaster_chr2R.trna54-GlyTCC (17735983-17735912)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr2R.trna55-GlyTCC (17730673-17730602)  Gly (TCC) 72 bp  Sc: 72.21 
GCGTCGGTGGTGTAATGGTCAGCATAGTTGCCTTCCAAGCAGTTGATCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr3R.trna24-GlyTCC (13934359-13934430)  Gly (TCC) 72 bp  Sc: 76.96 
GCGTCGGTGGTGTAATGGTTAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr3R.trna25-GlyTCC (13934715-13934786)  Gly (TCC) 72 bp  Sc: 76.96 
GCGTCGGTGGTGTAATGGTTAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr3R.trna4-GlyTCC (2955586-2955657)  Gly (TCC) 72 bp  Sc: 76.96 
GCGTCGGTGGTGTAATGGTTAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr3R.trna76-GlyTCC (2956740-2956669)  Gly (TCC) 72 bp  Sc: 76.96 
GCGTCGGTGGTGTAATGGTTAGCATAGTTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCGACGCA 
>Drosophila_melanogaster_chr2R.trna17-HisGTG (8223923-8223994)  His (GTG) 72 bp  Sc: 67.15 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGCCGTGGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna67-HisGTG (15393915-15393844)  His (GTG) 72 bp  Sc: 67.15 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGCCGTGGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna78-HisGTG (8222571-8222500)  His (GTG) 72 bp  Sc: 67.15 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGCCGTGGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna79-HisGTG (8221810-8221739)  His (GTG) 72 bp  Sc: 67.15 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGCCGTGGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna80-HisGTG (8221502-8221431)  His (GTG) 72 bp  Sc: 67.15 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGCCGTGGTAACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna11-IleAAT (4045960-4046033)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna19-IleAAT (9318489-9318562)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna20-IleAAT (9318790-9318863)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna21-IleAAT (9319282-9319355)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna22-IleAAT (9319598-9319671)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna24-IleAAT (9325371-9325444)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna36-IleAAT (15603070-15603143)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 



CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna7-IleAAT (2053656-2053729)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr2R.trna77-IleAAT (9317860-9317787)  Ile (AAT) 74 bp  Sc: 82.79 
GGCCCATTAGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCGAT 
CCCCTCATGGGCCA 
>Drosophila_melanogaster_chr3L.trna1-IleTAT (769503-769600)  Ile (TAT) 98 bp  Sc: 65.59 
GCTCCAGTGGCGCAATTGGTTAGCGCACGGTACTTATAATCAGTATTCTGTGTGTATGAG 
CTATGCCGGGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Drosophila_melanogaster_chr3L.trna2-IleTAT (770363-770462)  Ile (TAT) 100 bp  Sc: 65.99 
GCTCCAGTGGCGCAATTGGTTAGCGCACGGTACTTATAATCAGTATTCTGTGTGTATATG 
AGCTATGCCGGGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Drosophila_melanogaster_chrUextra.trna2-LeuAAG (22170420-22170502)  Leu (AAG) 83 bp  Sc: 68.04 
GGTAGCGTGGCCGAGCGGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Drosophila_melanogaster_chr2R.trna28-LeuAAG (13032805-13032886)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Drosophila_melanogaster_chr2R.trna32-LeuAAG (14657636-14657717)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Drosophila_melanogaster_chr2R.trna71-LeuAAG (13031551-13031470)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Drosophila_melanogaster_chr2R.trna74-LeuAAG (10871913-10871832)  Leu (AAG) 82 bp  Sc: 71.48 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTAAGGCACCAGTCTCCTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Drosophila_melanogaster_chr3L.trna25-LeuCAA (13207209-13207333)  Leu (CAA) 125 bp  Sc: 68.33 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGAGCGAAAGTCTCTTACCTTTCA 
CAGCAAGGTTCGATTGAGCGTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTC 
TGACA 
>Drosophila_melanogaster_chr3R.trna43-LeuCAA (19427177-19427055)  Leu (CAA) 123 bp  Sc: 65.38 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGGCATTCAGTCTTGCCCTTCGCA 
GAAGGGCGTGTACGAGCGTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTCTG 
ACA 
>Drosophila_melanogaster_chr2R.trna76-LeuCAA (9318320-9318200)  Leu (CAA) 121 bp  Sc: 72.14 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGATTTAAAATCTTACTTTCTGAA 
CGAAAGCGTATGAGCGTTCTGGTCCTCTCTGAGGGCGTGGGTTCGAATCCCACTTCTGAC 
A 
>Drosophila_melanogaster_chr2R.trna23-LeuCAA (9320173-9320299)  Leu (CAA) 127 bp  Sc: 72.67 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGATTGAAAATCTTACTTTCTGAA 
CGAAAGTGTTTGTGAATGAGCGTTCTGGTCCTCTTTGAGGGCGTGGGTTCGAATCCCACT 
TCTGACA 
>Drosophila_melanogaster_chr2R.trna12-LeuCAG (4570720-4570802)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna32-LeuCAG (22836364-22836446)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna39-LeuCAG (8061390-8061308)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna40-LeuCAG (8059176-8059094)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna41-LeuCAG (8058825-8058743)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna42-LeuCAG (8053856-8053774)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna43-LeuCAG (8053633-8053551)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3L.trna44-LeuCAG (8053396-8053314)  Leu (CAG) 83 bp  Sc: 77.88 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTACTCTGTAGGCGT 



GGGTTCGAATCCCACTTCTGACA 
>Drosophila_melanogaster_chr3R.trna35-LeuTAA (20090981-20091064)  Leu (TAA) 84 bp  Sc: 68.33 
GTCAGGTTGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCTCGAGAGGGAGCG 
TGGGTTCGAACCCCACACCTGACA 
>Drosophila_melanogaster_chr2L.trna22-LeuTAA (15132389-15132306)  Leu (TAA) 84 bp  Sc: 68.86 
GCCAGGTTGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCTCGAGAGAGAGCG 
TGGGTTCGAGTCCCACACCTGGCA 
>Drosophila_melanogaster_chr3R.trna34-LeuTAA (19938686-19938769)  Leu (TAA) 84 bp  Sc: 69.13 
GCCAGGTTGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCTCGAGAGAGAGCG 
TGGGTTCGAACCCCACACCTGGCA 
>Drosophila_melanogaster_chr3R.trna46-LeuTAA (16430554-16430471)  Leu (TAA) 84 bp  Sc: 70.06 
GCCAGGTTGGCCGAGCGGTCTAAGGCGCCAGATTTAAGCTCTGGTTCTCGTGAGAGAGCG 
TGGGTTCGAACCCCACACCTGGCA 
>Drosophila_melanogaster_chr3R.trna38-LeuTAG (26074417-26074338)  Leu (TAG) 80 bp  Sc: 69.19 
GGCAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCGAAAGGGCGTGGG 
TTCGAATCCCACCGCTGTCA 
>Drosophila_melanogaster_chr3R.trna39-LeuTAG (26073765-26073686)  Leu (TAG) 80 bp  Sc: 69.19 
GGCAGCGTGGCCGAGCGGTCTAAGGCGCTGGTTTTAGGCACCAGTCCGAAAGGGCGTGGG 
TTCGAATCCCACCGCTGTCA 
>Drosophila_melanogaster_chr2R.trna100-LysCTT (2029949-2029877)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna40-LysCTT (15690096-15690168)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna6-LysCTT (2053489-2053561)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna75-LysCTT (9423622-9423550)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna88-LysCTT (2836710-2836638)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna89-LysCTT (2835861-2835789)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna90-LysCTT (2835315-2835243)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna91-LysCTT (2834385-2834313)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna94-LysCTT (2059073-2059001)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna95-LysCTT (2052453-2052381)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr2R.trna96-LysCTT (2050258-2050186)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr3L.trna17-LysCTT (3096604-3096676)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr3L.trna48-LysCTT (3096963-3096891)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Drosophila_melanogaster_chr3R.trna2-LysTTT (2645616-2645688)  Lys (TTT) 73 bp  Sc: 84.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Drosophila_melanogaster_chr3R.trna3-LysTTT (2647511-2647583)  Lys (TTT) 73 bp  Sc: 84.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Drosophila_melanogaster_chr3R.trna77-LysTTT (2648757-2648685)  Lys (TTT) 73 bp  Sc: 84.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 



>Drosophila_melanogaster_chr3R.trna78-LysTTT (2646862-2646790)  Lys (TTT) 73 bp  Sc: 84.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Drosophila_melanogaster_chr3R.trna9-LysTTT (7957077-7957149)  Lys (TTT) 73 bp  Sc: 84.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Drosophila_melanogaster_chr2L.trna11-LysTTT (8290727-8290799)  Lys (TTT) 73 bp  Sc: 84.71 
GCCCGGGTAGCTCAGTCGGTAGAGCATTGGACTTTTAATCCAAGGGTCCAGGGTTCAAGT 
CCCTGCTCGGGCG 
>Drosophila_melanogaster_chr2R.trna13-MetCAT (5548730-5548801)  Met (CAT) 72 bp  Sc: 66.24 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACTCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr2R.trna37-MetCAT (15613410-15613481)  Met (CAT) 72 bp  Sc: 70.82 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr2R.trna65-MetCAT (15613196-15613125)  Met (CAT) 72 bp  Sc: 70.82 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr3L.trna28-MetCAT (14667444-14667515)  Met (CAT) 72 bp  Sc: 70.82 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr3L.trna36-MetCAT (14667113-14667042)  Met (CAT) 72 bp  Sc: 70.82 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr3L.trna49-MetCAT (743794-743723)  Met (CAT) 72 bp  Sc: 70.82 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCCAGAGGTCCGAGGATCGAAAC 
CTTGCTCTGCTA 
>Drosophila_melanogaster_chr3L.trna47-MetCAT (3122014-3121942)  Met (CAT) 73 bp  Sc: 79.03 
GCCTCGATGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACTCGGGGCA 
>Drosophila_melanogaster_chr2R.trna16-MetCAT (7540154-7540226)  Met (CAT) 73 bp  Sc: 79.43 
GCCTCGGTGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Drosophila_melanogaster_chr2R.trna81-MetCAT (7548140-7548068)  Met (CAT) 73 bp  Sc: 79.43 
GCCTCGGTGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Drosophila_melanogaster_chr3L.trna29-MetCAT (16215131-16215203)  Met (CAT) 73 bp  Sc: 79.43 
GCCTCGGTGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Drosophila_melanogaster_chr3L.trna30-MetCAT (16343017-16343089)  Met (CAT) 73 bp  Sc: 79.43 
GCCTCGGTGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Drosophila_melanogaster_chr3R.trna80-MetCAT (2321833-2321761)  Met (CAT) 73 bp  Sc: 79.43 
GCCTCGGTGGCGCAGTTGGCAGCGCGTAAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Drosophila_melanogaster_chr2L.trna14-PheGAA (8570888-8570960)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr2R.trna30-PheGAA (13492276-13492348)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr2R.trna69-PheGAA (13492112-13492040)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr3R.trna11-PheGAA (9623675-9623747)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr3R.trna12-PheGAA (12147125-12147197)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr3R.trna60-PheGAA (9623992-9623920)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chrX.trna25-PheGAA (6638576-6638504)  Phe (GAA) 73 bp  Sc: 82.98 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chrX.trna4-PheGAA (6411007-6411079)  Phe (GAA) 73 bp  Sc: 82.98 



GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCCGGTTCAATC 
CCGGGTTTCGGCA 
>Drosophila_melanogaster_chr2L.trna18-ProAGG (14495878-14495949)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr2L.trna20-ProAGG (14598859-14598930)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr2L.trna21-ProAGG (14599674-14599745)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr2L.trna23-ProAGG (14599467-14599396)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3L.trna22-ProAGG (13204314-13204385)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3L.trna23-ProAGG (13204651-13204722)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3L.trna24-ProAGG (13205465-13205536)  Pro (AGG) 72 bp  Sc: 72.31 
GGCTCGTTGGTCTAGGGGTATGATTTCCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chrX.trna2-ProCGG (3721655-3721726)  Pro (CGG) 72 bp  Sc: 72.94 
GGCTCGTTGGTCTAGGGGTATGATTTTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3L.trna31-ProCGG (18611490-18611561)  Pro (CGG) 72 bp  Sc: 75.20 
GGCTCGTTGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3L.trna35-ProCGG (17333080-17333009)  Pro (CGG) 72 bp  Sc: 75.20 
GGCTCGTTGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chrX.trna14-ProCGG (18459797-18459868)  Pro (CGG) 72 bp  Sc: 75.20 
GGCTCGTTGGTCTAGAGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chrX.trna15-ProCGG (19919132-19919203)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Drosophila_melanogaster_chr3R.trna17-ProTGG (13445683-13445754)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Drosophila_melanogaster_chr3R.trna19-ProTGG (13457401-13457472)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Drosophila_melanogaster_chr3R.trna20-ProTGG (13471332-13471403)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Drosophila_melanogaster_chr3R.trna48-ProTGG (14454260-14454189)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Drosophila_melanogaster_chr3R.trna57-ProTGG (13443903-13443832)  Pro (TGG) 72 bp  Sc: 75.74 
GGCTCAATGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTTGAGCCC 
>Drosophila_melanogaster_chrX.trna19-IleAAT (21102426-21102352)  Ile (AAT) 75 bp  Sc: 44.17 
GACCCATTTGCTCAGTTGGTTAGAGCGTCGTGCTAATAACGCGAAGGTCGCGGGTTCAAA 
ATCCCCTCATTGTCG 
>Drosophila_melanogaster_chr3L.trna21-ThrAGT (8896449-8896522)  Thr (AGT) 74 bp  Sc: 52.51 
GGCGCCGTGGCTTAGTTGGGCAAAGCGCCTGTCTAGTAAACAGGAGATCGTAAGTTCGAA 
TCTCATCGGGGGTT 
>Drosophila_melanogaster_chrX.trna3-GluCTC (5726331-5726401)  Glu (CTC) 71 bp  Sc: 30.14 
CTTTGCGTAGCTTAGGGGTTAGAGCATTCGACTCTCGTTTGAAAGTGAACGGGTTCAAAT 
CCCAGTAGGGT 
>Drosophila_melanogaster_chr3R.trna79-LysCTT (2645060-2644988)  Lys (CTT) 73 bp  Sc: 28.65 
GCTTGAATAGCTTAGTTGGTAAAGCGTTGGATTCTTAAATCATTGGTACACGGTTCAAGT 
TCATGCTCAGATG 
>Drosophila_melanogaster_chr2R.trna85-SeC(e)TCA (7245155-7245070)  SeC(e) (TCA) 86 bp  Sc: 56.66 
GCCCCACTGAACTTCGGTGGTCCGGGGTGCGGACTTCAAATCCGTAGTCGATTTGCGTCG 



AAGTGGTTCGATTCCACCTGGGGGGC 
>Drosophila_melanogaster_chrX.trna13-SerAGA (13998682-13998763)  Ser (AGA) 82 bp  Sc: 83.36 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chrX.trna24-SerAGA (13919223-13919142)  Ser (AGA) 82 bp  Sc: 83.36 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chr2L.trna35-SerAGA (3173084-3173003)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Drosophila_melanogaster_chr2L.trna7-SerAGA (3169582-3169663)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Drosophila_melanogaster_chr3L.trna19-SerAGA (5335184-5335265)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Drosophila_melanogaster_chrX.trna20-SerAGA (14011843-14011762)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Drosophila_melanogaster_chrX.trna23-SerAGA (13919680-13919599)  Ser (AGA) 82 bp  Sc: 84.54 
GCAGTCGTGGCCGAGCGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGACTGCG 
>Drosophila_melanogaster_chrX.trna12-SerAGA (13964674-13964755)  Ser (AGA) 82 bp  Sc: 85.81 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTAGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chr2R.trna33-SerCGA (15302103-15302184)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chrX.trna22-SerCGA (13997477-13997396)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chrX.trna6-SerCGA (13909078-13909159)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chrX.trna7-SerCGA (13909478-13909559)  Ser (CGA) 82 bp  Sc: 86.41 
GCAGTCGTGGCCGAGTGGTTAAGGCGTCTGACTCGAAATCAGATTCCCTCTGGGAGCGTA 
GGTTCGAATCCTACCGGCTGCG 
>Drosophila_melanogaster_chr3R.trna32-SerGCT (18222250-18222331)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr3R.trna33-SerGCT (18223294-18223375)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr3R.trna45-SerGCT (18222602-18222521)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr3R.trna59-SerGCT (9870328-9870247)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr3R.trna62-SerGCT (6103857-6103776)  Ser (GCT) 82 bp  Sc: 82.84 
GACGAGGTGGCCGAGAGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr3R.trna44-SerGCT (18222983-18222902)  Ser (GCT) 82 bp  Sc: 87.38 
GACGAGGTGGCCGAGTGGTTAAGGCGTTGGACTGCTAATCCAATGTGCTCTGCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Drosophila_melanogaster_chr2R.trna48-SerTGA (18960104-18960185)  Ser (TGA) 82 bp  Sc: 76.82 
GTTGCGGTGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGTTCTACCCGCGCA 
GGTTCGAATCCTGTCCGCAGCG 
>Drosophila_melanogaster_chr2R.trna53-SerTGA (18959623-18959542)  Ser (TGA) 82 bp  Sc: 79.78 
GCTGCGGTGTCCGAGTGGTTAAGGAGATGGACTTGAAATCCATTGGGTTCTACCCGCACA 
GGTTCAAGTCCTGTCCGCAGCG 
>Drosophila_melanogaster_chr2R.trna87-ThrAGT (2957548-2957475)  Thr (AGT) 74 bp  Sc: 69.29 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TTTCGCCGGGGCCT 
>Drosophila_melanogaster_chr2L.trna29-ThrAGT (9236594-9236521)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 



>Drosophila_melanogaster_chr2R.trna86-ThrAGT (2958338-2958265)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna14-ThrAGT (12257662-12257735)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna28-ThrAGT (15628412-15628485)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna54-ThrAGT (13450601-13450528)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna55-ThrAGT (13450360-13450287)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna58-ThrAGT (12250782-12250709)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chrUextra.trna3-ThrAGT (25376751-25376678)  Thr (AGT) 74 bp  Sc: 75.61 
GGCGCCGTGGCTTAGTTGGTTAAAGCGCCTGTCTAGTAAACAGGAGATCGTGAGTTCGAA 
TCTCGCCGGGGCCT 
>Drosophila_melanogaster_chr3R.trna29-ThrCGT (16716420-16716491)  Thr (CGT) 72 bp  Sc: 77.47 
GCCTCTTTAGCTCAGTGGTAGAGCGTTGGTCTCGTAAACCAAAGGCCGTGAGTTCAACCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr3R.trna30-ThrCGT (16716844-16716915)  Thr (CGT) 72 bp  Sc: 77.47 
GCCTCTTTAGCTCAGTGGTAGAGCGTTGGTCTCGTAAACCAAAGGCCGTGAGTTCAACCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr3R.trna31-ThrCGT (16717380-16717451)  Thr (CGT) 72 bp  Sc: 77.47 
GCCTCTTTAGCTCAGTGGTAGAGCGTTGGTCTCGTAAACCAAAGGCCGTGAGTTCAACCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr3R.trna10-ThrTGT (8032297-8032368)  Thr (TGT) 72 bp  Sc: 74.00 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGCCGTGAGTTCAATTC 
TCACAAGAGGCA 
>Drosophila_melanogaster_chr2R.trna14-ThrTGT (7281858-7281929)  Thr (TGT) 72 bp  Sc: 76.08 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr2R.trna15-ThrTGT (7292204-7292275)  Thr (TGT) 72 bp  Sc: 76.08 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr2R.trna83-ThrTGT (7292808-7292737)  Thr (TGT) 72 bp  Sc: 76.08 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr2R.trna84-ThrTGT (7287346-7287275)  Thr (TGT) 72 bp  Sc: 76.08 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr3R.trna61-ThrTGT (8148356-8148285)  Thr (TGT) 72 bp  Sc: 76.08 
GCCTCTTTAGCTCAGTGGCAGAGCACTGGTCTTGTAAACCAGGGGTCGTGAGTTCAATCC 
TCACAGGAGGCA 
>Drosophila_melanogaster_chr2R.trna44-TrpCCA (16545396-16545467)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna59-TrpCCA (16545680-16545609)  Trp (CCA) 72 bp  Sc: 75.41 
GACTCCGTGGCGCAACGGTAGCGCGTCTGACTCCAGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2L.trna34-TrpCCA (4419048-4418977)  Trp (CCA) 72 bp  Sc: 75.61 
GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna31-TrpCCA (14527062-14527133)  Trp (CCA) 72 bp  Sc: 75.61 
GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna45-TrpCCA (17049031-17049102)  Trp (CCA) 72 bp  Sc: 75.61 
GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna46-TrpCCA (17068789-17068860)  Trp (CCA) 72 bp  Sc: 75.61 
GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna56-TrpCCA (17070254-17070183)  Trp (CCA) 72 bp  Sc: 75.61 



GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chr2R.trna58-TrpCCA (17048639-17048568)  Trp (CCA) 72 bp  Sc: 75.61 
GACTCCGTGGCGCAACGGTAGCGCGTCCGACTCCAGATCGGAAGGTTGCGTGTTCAAATC 
ACGTCGGGGTCA 
>Drosophila_melanogaster_chrX.trna18-TyrGTA (21175562-21175468)  Tyr (GTA) 95 bp  Sc: 76.98 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGATGGTAAATCGCAATGGCAGAGA 
TCCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chrX.trna17-TyrGTA (21175740-21175847)  Tyr (GTA) 108 bp  Sc: 75.42 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGACGGTTTCATATTGAATGCAGAA 
TACAGAGCAGAGATCCATAGGTCGCTGGTTCAAGTCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr2L.trna36-TyrGTA (2460044-2459924)  Tyr (GTA) 121 bp  Sc: 73.79 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGAAGTTTTCAGATCTGATCACACT 
TTCCAGGTGATCGAATCCAGCAGGCATCCATAGGTCGCTGGTTCAAATCCGGCTCGAAGG 
A 
>Drosophila_melanogaster_chr2L.trna6-TyrGTA (2462593-2462686)  Tyr (GTA) 94 bp  Sc: 77.84 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGATTGGGATTACGAATGTAGACAT 
CCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr3R.trna67-TyrGTA (4468147-4468055)  Tyr (GTA) 93 bp  Sc: 78.51 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGTTGGCAAACAAGCAATAGAAATC 
CATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr3R.trna66-TyrGTA (4468515-4468423)  Tyr (GTA) 93 bp  Sc: 79.28 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGTTGGAAAACAAGCAATAGAAATC 
CATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr3R.trna65-TyrGTA (4493930-4493838)  Tyr (GTA) 93 bp  Sc: 79.14 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGTTGGAAAACATGCAATAGAAATC 
CATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr3R.trna64-TyrGTA (4494427-4494334)  Tyr (GTA) 94 bp  Sc: 79.90 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGTTGGAAAATTATGCAATAGAAAT 
CCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr3R.trna63-TyrGTA (4494896-4494803)  Tyr (GTA) 94 bp  Sc: 79.41 
CCTTCGATAGCTCAGTTGGTAGAGCGGTGGACTGTAGTTGGAAAAACATGCAATAGAAAT 
CCATAGGTCGCTGGTTCAAATCCGGCTCGAAGGA 
>Drosophila_melanogaster_chr2R.trna18-Undet??? (8224238-8224309)  Undet (???) 72 bp  Sc: 37.58 
GCCGTGATCGTCTAGTGGTTAGGACCCCACGTTGTGGGTTACCACACCCAGGTTCGAATC 
CTGGTCACGGCA 
>Drosophila_melanogaster_chr2R.trna34-ValAAC (15302350-15302422)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr2R.trna35-ValAAC (15302776-15302848)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr3L.trna27-ValAAC (13426148-13426220)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr3L.trna37-ValAAC (13426818-13426746)  Val (AAC) 73 bp  Sc: 79.44 
GTTTCCGTGGTGTAGCGGTTATCACATCTGCCTAACACGCAGAAGGCCCCCGGTTCGATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr3R.trna13-ValAAC (12147412-12147484)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr3R.trna53-ValAAC (13454880-13454808)  Val (AAC) 73 bp  Sc: 80.36 
GTTTCCGTGGTGTAGTGGTTATCACATCCGCCTAACACGCGGAAGGCCCCCGGTTCAATC 
CCGGGCGGAAACA 
>Drosophila_melanogaster_chr3R.trna26-ValCAC (15615844-15615916)  Val (CAC) 73 bp  Sc: 81.63 
GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna47-ValCAC (15498071-15497999)  Val (CAC) 73 bp  Sc: 81.63 
GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna5-ValCAC (3277019-3277091)  Val (CAC) 73 bp  Sc: 81.63 
GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna6-ValCAC (3277782-3277854)  Val (CAC) 73 bp  Sc: 81.63 
GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna74-ValCAC (3301697-3301625)  Val (CAC) 73 bp  Sc: 81.63 



GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna75-ValCAC (3297854-3297782)  Val (CAC) 73 bp  Sc: 81.63 
GTTTCCGTAGTGTAGCGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGGGAACA 
>Drosophila_melanogaster_chr3R.trna15-ValCAC (13443483-13443555)  Val (CAC) 73 bp  Sc: 83.37 
GTTTTCGTAGTGTAGTGGTTATCACGTGTGCTTCACACGCACAAGGTCCCCGGTTCGAAC 
CCGGGCGAAAACA 
>Drosophila_melanogaster_chr3L.trna20-ValTAC (5349443-5349515)  Val (TAC) 73 bp  Sc: 79.18 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCTCCGGTTCGATC 
CCGGATGGAACCA 
>Drosophila_melanogaster_chr3L.trna46-ValTAC (5349834-5349762)  Val (TAC) 73 bp  Sc: 79.18 
GGTTCCATAGTGTAGCGGTTATCACGTCTGCTTTACACGCAGAAGGTCTCCGGTTCGATC 
CCGGATGGAACCA 
>Danio_rerio_chr3.trna585-AlaAGC (37610669-37610597)  Ala (AGC) 73 bp  Sc: 54.34 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCAGCATTCTCCA 
>Danio_rerio_chr3.trna590-AlaAGC (37604770-37604698)  Ala (AGC) 73 bp  Sc: 54.34 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCAGCATTCTCCA 
>Danio_rerio_chr25.trna46-AlaAGC (12994126-12994198)  Ala (AGC) 73 bp  Sc: 55.14 
GGGGAATTAGCTCAAATCGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna596-AlaAGC (37597684-37597612)  Ala (AGC) 73 bp  Sc: 55.14 
GGGGAATTAGCTCAAATAGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr4.trna235-AlaAGC (30031741-30031813)  Ala (AGC) 73 bp  Sc: 55.85 
GTTTCTCTAGTGTAGTGGTCATCACGTTTGCCTAGCATGCGAAAGGTCCTTGGTTTGAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr4.trna638-AlaAGC (32801507-32801579)  Ala (AGC) 73 bp  Sc: 55.85 
GTTTCTCTAGTGTAGTGGTCATCACGTTTGCCTAGCATGCGAAAGGTCCTTGGTTTGAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr3.trna586-AlaAGC (37609485-37609413)  Ala (AGC) 73 bp  Sc: 56.08 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCTGCATTCTCCA 
>Danio_rerio_chr3.trna593-AlaAGC (37601227-37601155)  Ala (AGC) 73 bp  Sc: 56.08 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCTGCATTCTCCA 
>Danio_rerio_Zv9_scaffold3482.trna21-AlaAGC (131874-131802)  Ala (AGC) 73 bp  Sc: 56.16 
GTTTCTGTAGTGTAGTGGTCATCACGTTTGCCTAGCATGTGAAAGGTCCTTGGTTTAAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr3.trna559-AlaAGC (39041457-39041385)  Ala (AGC) 73 bp  Sc: 56.23 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGTTG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna592-AlaAGC (37602412-37602340)  Ala (AGC) 73 bp  Sc: 56.91 
GGGGAATTAGCTCAAATGGTAGCGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna79-AlaAGC (26007875-26007947)  Ala (AGC) 73 bp  Sc: 57.11 
GGGGAATTAGCTCAAATGGTAGAGCGCTTGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna598-AlaAGC (37595314-37595242)  Ala (AGC) 73 bp  Sc: 57.11 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCTAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna543-AlaAGC (39071651-39071579)  Ala (AGC) 73 bp  Sc: 57.24 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATTGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr4.trna874-AlaAGC (33835425-33835497)  Ala (AGC) 73 bp  Sc: 57.90 
GTTTCTGTAGTGTAGTGGTCATCACGTTTGCCTAGCATGTGAAAGGTCCTTGGTTTGAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr4.trna2629-AlaAGC (45924813-45924885)  Ala (AGC) 73 bp  Sc: 58.97 
GTTTCTGTAGTGTAGTGGTCATCATGTTTGCCCAGCATGCGAAGGGTCCTTGGTTAGAAA 
CCAAGCAGAAACA 
>Danio_rerio_chr3.trna581-AlaAGC (37615358-37615286)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna582-AlaAGC (37614187-37614115)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 



CCCGCATTCTCCA 
>Danio_rerio_chr3.trna583-AlaAGC (37613014-37612942)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna584-AlaAGC (37611843-37611771)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna589-AlaAGC (37605943-37605871)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna591-AlaAGC (37603597-37603525)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna594-AlaAGC (37600040-37599968)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna595-AlaAGC (37598855-37598783)  Ala (AGC) 73 bp  Sc: 61.32 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCAATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna71-AlaAGC (25965374-25965446)  Ala (AGC) 73 bp  Sc: 61.34 
GGGGAATTAGCTCAAATGGTAGAGCACTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna72-AlaAGC (25967538-25967610)  Ala (AGC) 73 bp  Sc: 61.34 
GGGGAATTAGCTCAAATGGTAGAGCACTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna75-AlaAGC (25973423-25973495)  Ala (AGC) 73 bp  Sc: 61.34 
GGGGAATTAGCTCAAATGGTAGAGCACTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr4.trna7468-AlaAGC (37363291-37363219)  Ala (AGC) 73 bp  Sc: 62.22 
GTTTCTGTAGTGTAGTGGTCACCACGTTTGCTTAGCATGCGAAAGGTCCTTGGTTCGAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr25.trna45-AlaAGC (12993172-12993244)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna47-AlaAGC (13004667-13004739)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna73-AlaAGC (25969094-25969166)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna74-AlaAGC (25971259-25971331)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna76-AlaAGC (25974792-25974864)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna77-AlaAGC (25989129-25989201)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna78-AlaAGC (25991293-25991365)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna80-AlaAGC (26010110-26010182)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna81-AlaAGC (26026132-26026204)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr25.trna82-AlaAGC (26028463-26028535)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna587-AlaAGC (37608299-37608227)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna588-AlaAGC (37607114-37607042)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 



>Danio_rerio_chr3.trna597-AlaAGC (37596499-37596427)  Ala (AGC) 73 bp  Sc: 63.06 
GGGGAATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr14.trna283-AlaAGC (7669560-7669488)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Danio_rerio_chr14.trna286-AlaAGC (7667484-7667412)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Danio_rerio_chr21.trna701-AlaAGC (28937744-28937672)  Ala (AGC) 73 bp  Sc: 63.68 
GGGGGATTAGCTCAAATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Danio_rerio_chr4.trna7486-AlaAGC (36643425-36643353)  Ala (AGC) 73 bp  Sc: 63.98 
GTTTCTGTAGTGTAGTGGTCATCATGTTTGCCTAGCATGCGAAGGGTCATTGGTTCGAAA 
CCGAGCAGAAACA 
>Danio_rerio_Zv9_scaffold3554.trna104-AlaAGC (202177-202105)  Ala (AGC) 73 bp  Sc: 63.98 
GTTTCTGTAGTGTAGTGGTCATCATGTTTGCCTAGCATGCGAAGGGTCATTGGTTCGAAA 
CCGAGCAGAAACA 
>Danio_rerio_chr3.trna544-AlaAGC (39069775-39069703)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna545-AlaAGC (39067887-39067815)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna546-AlaAGC (39065999-39065927)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna547-AlaAGC (39064111-39064039)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna548-AlaAGC (39062223-39062151)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna549-AlaAGC (39060334-39060262)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna550-AlaAGC (39058446-39058374)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna551-AlaAGC (39056560-39056488)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna552-AlaAGC (39054672-39054600)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna553-AlaAGC (39052785-39052713)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna554-AlaAGC (39050897-39050825)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna555-AlaAGC (39049008-39048936)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna556-AlaAGC (39047120-39047048)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna557-AlaAGC (39045233-39045161)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna558-AlaAGC (39043345-39043273)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna560-AlaAGC (39039568-39039496)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna561-AlaAGC (39037680-39037608)  Ala (AGC) 73 bp  Sc: 64.15 



GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna562-AlaAGC (39035792-39035720)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna563-AlaAGC (39033904-39033832)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna564-AlaAGC (39032016-39031944)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna565-AlaAGC (39030128-39030056)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna566-AlaAGC (39028240-39028168)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna567-AlaAGC (39026352-39026280)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna568-AlaAGC (39024463-39024391)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna569-AlaAGC (39022575-39022503)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna570-AlaAGC (39020687-39020615)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna571-AlaAGC (39018799-39018727)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna572-AlaAGC (39016911-39016839)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna573-AlaAGC (39015023-39014951)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna574-AlaAGC (39013135-39013063)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna575-AlaAGC (39011247-39011175)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna576-AlaAGC (39009358-39009286)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna577-AlaAGC (39007471-39007399)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr3.trna578-AlaAGC (39004806-39004734)  Ala (AGC) 73 bp  Sc: 64.15 
GGGGAATTAGCTCAAGTGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr24.trna62-AlaAGC (25436911-25436983)  Ala (AGC) 73 bp  Sc: 65.62 
GGGGAATTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATTCTCCA 
>Danio_rerio_chr4.trna8174-AlaAGC (31312669-31312597)  Ala (AGC) 73 bp  Sc: 66.04 
GTTTCTGTAGTGTAGTGGTCATCATGTTTGCCTAGCATGCGAAAGATCCTTGGTTCGAAA 
CTGAGCAGAAACA 
>Danio_rerio_chr14.trna284-AlaAGC (7669123-7669051)  Ala (AGC) 73 bp  Sc: 66.24 
GGGGGATTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Danio_rerio_chr14.trna285-AlaAGC (7668530-7668458)  Ala (AGC) 73 bp  Sc: 66.24 
GGGGGATTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 
CCCGCATCCTCCA 
>Danio_rerio_chr4.trna8618-AlaAGC (467717-467645)  Ala (AGC) 73 bp  Sc: 66.24 
GGGGGATTAGCTCAGATGGTAGAGCGCTCGCTTAGCATGCGAGAGGTAGCGGGATCGATG 



CCCGCATCCTCCA 
>Danio_rerio_chr21.trna350-AlaAGC (17324165-17324236)  Ala (AGC) 72 bp  Sc: 68.09 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna360-AlaAGC (17327038-17327109)  Ala (AGC) 72 bp  Sc: 68.09 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna365-AlaAGC (17328269-17328340)  Ala (AGC) 72 bp  Sc: 68.09 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna191-AlaAGC (17132975-17133046)  Ala (AGC) 72 bp  Sc: 75.07 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTAGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna1825-AlaAGC (40709430-40709502)  Ala (AGC) 73 bp  Sc: 78.75 
GTTTCTGTAGTGTAGTGGTCATCACATTTGCCTAGCATGCAAAAGGTCCTTGGTTCGAAA 
CCGAGCAGAAACA 
>Danio_rerio_chr21.trna309-AlaCGC (17166610-17166681)  Ala (CGC) 72 bp  Sc: 51.52 
GGGGATGTTGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAATGCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna166-AlaCGC (17125867-17125938)  Ala (CGC) 72 bp  Sc: 51.57 
GGGGATGTTGCTCAGCGGTAGAGCGCATGCTTCGCATGTATGAATTCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna247-AlaCGC (17149123-17149194)  Ala (CGC) 72 bp  Sc: 51.57 
GGGGATGTTGCTCAGCGGTAGAGCGCATGCTTCGCATGTATGAATTCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna308-AlaCGC (17166327-17166398)  Ala (CGC) 72 bp  Sc: 51.57 
GGGGATGTTGCTCAGCGGTAGAGCGCATGCTTCGCATGTATGAATTCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna76-AlaCGC (17099901-17099972)  Ala (CGC) 72 bp  Sc: 51.57 
GGGGATGTTGCTCAGCGGTAGAGCGCATGCTTCGCATGTATGAATTCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna95-AlaCGC (17105349-17105420)  Ala (CGC) 72 bp  Sc: 51.57 
GGGGATGTTGCTCAGCGGTAGAGCGCATGCTTCGCATGTATGAATTCCTCGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna1051-AlaCGC (35343863-35343933)  Ala (CGC) 71 bp  Sc: 54.76 
GCATTGGTGGTTCTGTGGTAGAATTCTCGCCTCGCATGCTGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr21.trna361-AlaCGC (17327337-17327408)  Ala (CGC) 72 bp  Sc: 56.54 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
TCAGCATCTGGG 
>Danio_rerio_chr21.trna108-AlaCGC (17109045-17109116)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna118-AlaCGC (17111910-17111981)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna124-AlaCGC (17113625-17113696)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna141-AlaCGC (17118744-17118815)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna234-AlaCGC (17145388-17145459)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna263-AlaCGC (17153702-17153773)  Ala (CGC) 72 bp  Sc: 58.35 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGCTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr8.trna540-AlaCGC (40577733-40577803)  Ala (CGC) 71 bp  Sc: 58.98 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCGCATGCTGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2894-AlaCGC (47879384-47879455)  Ala (CGC) 72 bp  Sc: 60.62 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTCGCGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGGCC 
>Danio_rerio_chr21.trna345-AlaCGC (17322738-17322809)  Ala (CGC) 72 bp  Sc: 61.37 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTGTAAGATCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna477-AlaCGC (17361305-17361376)  Ala (CGC) 72 bp  Sc: 61.37 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTGTAAGATCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna374-AlaCGC (17331109-17331180)  Ala (CGC) 72 bp  Sc: 62.69 
GGGGATGTAACTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna114-AlaCGC (17110761-17110832)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna132-AlaCGC (17116186-17116257)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna159-AlaCGC (17123852-17123923)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna240-AlaCGC (17147108-17147179)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna259-AlaCGC (17152552-17152623)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna69-AlaCGC (17097886-17097957)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna88-AlaCGC (17103334-17103405)  Ala (CGC) 72 bp  Sc: 65.21 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna527-AlaCGC (17376030-17376101)  Ala (CGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCAGTGGAAGAGTGCATGTTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna537-AlaCGC (17378858-17378929)  Ala (CGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCAGTGGAAGAGTGCATGTTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna535-AlaCGC (17378305-17378376)  Ala (CGC) 72 bp  Sc: 67.75 
GGGGATGTAGCTCAGTTGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna330-AlaCGC (17317911-17317982)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTAAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna323-AlaCGC (17315880-17315951)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna340-AlaCGC (17321308-17321379)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna348-AlaCGC (17323601-17323672)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna358-AlaCGC (17326473-17326544)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna363-AlaCGC (17327705-17327776)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna452-AlaCGC (17354146-17354217)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna455-AlaCGC (17354994-17355065)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna480-AlaCGC (17362168-17362239)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna502-AlaCGC (17368836-17368907)  Ala (CGC) 72 bp  Sc: 67.77 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGATTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna521-AlaCGC (17374334-17374405)  Ala (CGC) 72 bp  Sc: 70.05 



GGGGATATAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna327-AlaCGC (17316871-17316942)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna372-AlaCGC (17330409-17330480)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna384-AlaCGC (17333989-17334060)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna430-AlaCGC (17347559-17347630)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna466-AlaCGC (17358172-17358243)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna489-AlaCGC (17364800-17364871)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna509-AlaCGC (17370876-17370947)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna514-AlaCGC (17372308-17372379)  Ala (CGC) 72 bp  Sc: 70.06 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna396-AlaCGC (17337463-17337534)  Ala (CGC) 72 bp  Sc: 71.01 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCCCCA 
>Danio_rerio_chr21.trna437-AlaCGC (17349550-17349621)  Ala (CGC) 72 bp  Sc: 71.40 
GGGGATGTAGCTCAATGGTAGAGCACATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna472-AlaCGC (17359873-17359944)  Ala (CGC) 72 bp  Sc: 71.40 
GGGGATGTAGCTCAATGGTAGAGCACATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna136-AlaCGC (17117334-17117405)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna144-AlaCGC (17119595-17119666)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna154-AlaCGC (17122418-17122489)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna213-AlaCGC (17139110-17139181)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna229-AlaCGC (17143954-17144025)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna266-AlaCGC (17154553-17154624)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna267-AlaCGC (17154837-17154908)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna271-AlaCGC (17155986-17156057)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna274-AlaCGC (17156837-17156908)  Ala (CGC) 72 bp  Sc: 71.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna218-AlaCGC (17140809-17140880)  Ala (CGC) 72 bp  Sc: 72.05 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna279-AlaCGC (17158271-17158342)  Ala (CGC) 72 bp  Sc: 72.05 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 



CCAGCATCTCCA 
>Danio_rerio_chr21.trna318-AlaCGC (17314435-17314506)  Ala (CGC) 72 bp  Sc: 72.05 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna433-AlaCGC (17348410-17348481)  Ala (CGC) 72 bp  Sc: 72.32 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTCGCATGTATGAGATCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna469-AlaCGC (17359021-17359092)  Ala (CGC) 72 bp  Sc: 72.32 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTCGCATGTATGAGATCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna549-AlaCGC (17382275-17382346)  Ala (CGC) 72 bp  Sc: 73.96 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna130-AlaCGC (17115337-17115408)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna140-AlaCGC (17118460-17118531)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna148-AlaCGC (17120721-17120792)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna162-AlaCGC (17124718-17124789)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna174-AlaCGC (17128149-17128220)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna179-AlaCGC (17129564-17129635)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna181-AlaCGC (17130132-17130203)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna195-AlaCGC (17134098-17134169)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna199-AlaCGC (17135221-17135292)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna210-AlaCGC (17138345-17138416)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna223-AlaCGC (17142236-17142307)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna236-AlaCGC (17145957-17146028)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna243-AlaCGC (17147974-17148045)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna255-AlaCGC (17151405-17151476)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna287-AlaCGC (17160566-17160637)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna296-AlaCGC (17163123-17163194)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna319-AlaCGC (17314719-17314790)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna351-AlaCGC (17324464-17324535)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna355-AlaCGC (17325611-17325682)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna366-AlaCGC (17328568-17328639)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna377-AlaCGC (17331975-17332046)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna389-AlaCGC (17335437-17335508)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna399-AlaCGC (17338327-17338398)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna403-AlaCGC (17339491-17339562)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna412-AlaCGC (17342183-17342254)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna417-AlaCGC (17343665-17343736)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna420-AlaCGC (17344519-17344590)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna424-AlaCGC (17345680-17345751)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna443-AlaCGC (17351281-17351352)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna445-AlaCGC (17352122-17352193)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna448-AlaCGC (17352985-17353056)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna484-AlaCGC (17363336-17363407)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna493-AlaCGC (17366226-17366297)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna499-AlaCGC (17367972-17368043)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna506-AlaCGC (17369997-17370068)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna517-AlaCGC (17373171-17373242)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna525-AlaCGC (17375478-17375549)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna64-AlaCGC (17096451-17096522)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna66-AlaCGC (17097019-17097090)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna72-AlaCGC (17098752-17098823)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna84-AlaCGC (17102183-17102254)  Ala (CGC) 72 bp  Sc: 75.68 



GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna91-AlaCGC (17104200-17104271)  Ala (CGC) 72 bp  Sc: 75.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna607-AlaCGC (29910145-29910216)  Ala (CGC) 72 bp  Sc: 77.17 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr7.trna532-AlaCGC (19816253-19816182)  Ala (CGC) 72 bp  Sc: 77.17 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTCGCATGTATGAGGTCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_Zv9_scaffold3494.trna61-AlaCGC (200462-200390)  Ala (CGC) 73 bp  Sc: 80.65 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCGCACGCGAAAGGTCCCCAGTTCGAAA 
CTGGGTGGAAACA 
>Danio_rerio_Zv9_scaffold3494.trna67-AlaCGC (194997-194925)  Ala (CGC) 73 bp  Sc: 80.65 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCGCACGCGAAAGGTCCCCAGTTCGAAA 
CTGGGTGGAAACA 
>Danio_rerio_chr4.trna7905-AlaGGC (33250361-33250291)  Ala (GGC) 71 bp  Sc: 45.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTCCCTGGCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7914-AlaGGC (33248222-33248152)  Ala (GGC) 71 bp  Sc: 45.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTCCCTGGCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna73-AlaGGC (122421-122351)  Ala (GGC) 71 bp  Sc: 57.86 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGGCTCGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna667-AlaGGC (33134415-33134488)  Ala (GGC) 74 bp  Sc: 61.68 
GTCTCTGTGGAGCAATCGGTTAGCGCGTTTAGCTGGCAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr21.trna126-AlaTGC (17114195-17114266)  Ala (TGC) 72 bp  Sc: 51.76 
GGGGATGTTGCTCATTGGTAGAGCGCATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna293-AlaTGC (17162258-17162329)  Ala (TGC) 72 bp  Sc: 51.76 
GGGGATGTTGCTCATTGGTAGAGCGCATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna197-AlaTGC (17134656-17134727)  Ala (TGC) 72 bp  Sc: 56.32 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTTGCATGTATAAGTTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna211-AlaTGC (17138629-17138701)  Ala (TGC) 73 bp  Sc: 56.49 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAATCGTCACCG 
>Danio_rerio_chr21.trna110-AlaTGC (17109613-17109684)  Ala (TGC) 72 bp  Sc: 56.61 
GGGGATGTAGCTCAGTGGTAGAGCGCATTCTTTGCATGTATGAGGTCCTGGACTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna225-AlaTGC (17142804-17142875)  Ala (TGC) 72 bp  Sc: 56.61 
GGGGATGTAGCTCAGTGGTAGAGCGCATTCTTTGCATGTATGAGGTCCTGGACTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna545-AlaTGC (17381278-17381349)  Ala (TGC) 72 bp  Sc: 56.73 
GGGGATGTAGTTCAGTGGTAGAGGGCATGCTTTGCATGTATGAGGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna528-AlaTGC (17376309-17376380)  Ala (TGC) 72 bp  Sc: 56.95 
GGGCATGTAGCTTAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTACTGTGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr18.trna239-AlaTGC (39177641-39177570)  Ala (TGC) 72 bp  Sc: 58.35 
ATGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna128-AlaTGC (17114778-17114849)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna138-AlaTGC (17117902-17117973)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna146-AlaTGC (17120163-17120234)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna192-AlaTGC (17133259-17133330)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 



CCAGTATCTCCA 
>Danio_rerio_chr21.trna208-AlaTGC (17137786-17137857)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna221-AlaTGC (17141677-17141748)  Ala (TGC) 72 bp  Sc: 58.65 
GGGGATGTATCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna519-AlaTGC (17373735-17373806)  Ala (TGC) 72 bp  Sc: 58.95 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTAGCTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna209-AlaTGC (17138061-17138132)  Ala (TGC) 72 bp  Sc: 59.08 
GAGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCATGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna284-AlaTGC (17159686-17159757)  Ala (TGC) 72 bp  Sc: 60.03 
CGGGATGTAGCTCAGTGGTAGAGCGCATGCTATGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna217-AlaTGC (17140525-17140596)  Ala (TGC) 72 bp  Sc: 60.42 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTAAATCC 
CAAGCATCTCCA 
>Danio_rerio_chr21.trna201-AlaTGC (17135780-17135851)  Ala (TGC) 72 bp  Sc: 60.59 
GGGGATGTAGCTCAGTGGTAAAGCACATGCTTTGCATGTATGAGGTCATGGGTTCAATCC 
CCAGCATCTCCT 
>Danio_rerio_chr21.trna285-AlaTGC (17159985-17160056)  Ala (TGC) 72 bp  Sc: 61.13 
GGGGATGTAGCTCAGTGGTTGAGCGCTTGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna106-AlaTGC (17108478-17108549)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna116-AlaTGC (17111343-17111414)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna122-AlaTGC (17113058-17113129)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna134-AlaTGC (17116767-17116838)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna152-AlaTGC (17121851-17121922)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna165-AlaTGC (17125583-17125654)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna227-AlaTGC (17143387-17143458)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna246-AlaTGC (17148839-17148910)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna261-AlaTGC (17153135-17153206)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna269-AlaTGC (17155419-17155490)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna276-AlaTGC (17157419-17157490)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna75-AlaTGC (17099617-17099688)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna94-AlaTGC (17105065-17105136)  Ala (TGC) 72 bp  Sc: 61.25 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGACGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna306-AlaTGC (17165762-17165833)  Ala (TGC) 72 bp  Sc: 61.37 
GGGGATGTAGTTCAGTGGTAGAGTACATGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCGGCATCTCCA 



>Danio_rerio_chr21.trna546-AlaTGC (17381562-17381633)  Ala (TGC) 72 bp  Sc: 61.56 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCTTGGCTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna547-AlaTGC (17381843-17381914)  Ala (TGC) 72 bp  Sc: 61.73 
GGGGATGTAGCTCAGTAGTAGAGCGCATGCTTTGCATGAATGAGGTTCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna307-AlaTGC (17166043-17166114)  Ala (TGC) 72 bp  Sc: 61.77 
GGGAATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTTGGTTCAATAC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna282-AlaTGC (17159117-17159188)  Ala (TGC) 72 bp  Sc: 61.78 
GGGGATGTAGCTCAGTAGTAGAGCGCATGCTTTGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna163-AlaTGC (17125001-17125072)  Ala (TGC) 72 bp  Sc: 62.01 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CTAGCATCTCCA 
>Danio_rerio_chr21.trna224-AlaTGC (17142520-17142591)  Ala (TGC) 72 bp  Sc: 62.01 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CTAGCATCTCCA 
>Danio_rerio_chr21.trna244-AlaTGC (17148257-17148328)  Ala (TGC) 72 bp  Sc: 62.01 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CTAGCATCTCCA 
>Danio_rerio_chr21.trna73-AlaTGC (17099035-17099106)  Ala (TGC) 72 bp  Sc: 62.01 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CTAGCATCTCCA 
>Danio_rerio_chr21.trna92-AlaTGC (17104483-17104554)  Ala (TGC) 72 bp  Sc: 62.01 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CTAGCATCTCCA 
>Danio_rerio_chr21.trna193-AlaTGC (17133533-17133604)  Ala (TGC) 72 bp  Sc: 62.27 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTTGCATGTATAAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna337-AlaTGC (17320441-17320512)  Ala (TGC) 72 bp  Sc: 62.58 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTGTGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna2812-AlaTGC (47750235-47750308)  Ala (TGC) 74 bp  Sc: 62.62 
GGTGCTGTGGCTTAGCTGGTCAAAGTGCCTGTCTTGCAAACAGGAGATCCTGGGCTCAAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr21.trna316-AlaTGC (17313575-17313646)  Ala (TGC) 72 bp  Sc: 62.72 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCCTGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna441-AlaTGC (17350699-17350770)  Ala (TGC) 72 bp  Sc: 62.72 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCCTGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna100-AlaTGC (17106767-17106838)  Ala (TGC) 72 bp  Sc: 63.16 
GGGGATGTAGCTCAGTGCTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna171-AlaTGC (17127285-17127356)  Ala (TGC) 72 bp  Sc: 63.16 
GGGGATGTAGCTCAGTGCTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna232-AlaTGC (17144806-17144877)  Ala (TGC) 72 bp  Sc: 63.16 
GGGGATGTAGCTCAGTGCTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna252-AlaTGC (17150541-17150612)  Ala (TGC) 72 bp  Sc: 63.16 
GGGGATGTAGCTCAGTGCTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna81-AlaTGC (17101319-17101390)  Ala (TGC) 72 bp  Sc: 63.16 
GGGGATGTAGCTCAGTGCTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna538-AlaTGC (17379137-17379208)  Ala (TGC) 72 bp  Sc: 63.60 
GGGCATGTAGCTTAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTACTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna542-AlaTGC (17380540-17380611)  Ala (TGC) 72 bp  Sc: 63.60 
GGGCATGTAGCTTAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTACTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna290-AlaTGC (17161413-17161484)  Ala (TGC) 72 bp  Sc: 63.60 
GGGGATGTAGCTCAGTGGTAGAGCACGTGCTTTGCATGTGTGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna129-AlaTGC (17115053-17115124)  Ala (TGC) 72 bp  Sc: 63.78 



GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCA 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna139-AlaTGC (17118177-17118248)  Ala (TGC) 72 bp  Sc: 63.78 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCA 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna147-AlaTGC (17120438-17120509)  Ala (TGC) 72 bp  Sc: 63.78 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCA 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna235-AlaTGC (17145673-17145744)  Ala (TGC) 72 bp  Sc: 63.78 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCA 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna498-AlaTGC (17367690-17367761)  Ala (TGC) 72 bp  Sc: 63.93 
GGGGATGTAGCTCAGTGGTAGAGCGCACACTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna450-AlaTGC (17353549-17353620)  Ala (TGC) 72 bp  Sc: 64.41 
GGGGATGTAGCTCAGCGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna6162-AlaTGC (45437598-45437525)  Ala (TGC) 74 bp  Sc: 64.56 
GGCACTGTGGCTTAGCTGGTCAAAGCGCTTGTCTTGCAAACAGGAGATCCTGGGTTCCAA 
TCCCAGCAGCGCCT 
>Danio_rerio_chr21.trna329-AlaTGC (17317627-17317698)  Ala (TGC) 72 bp  Sc: 65.03 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGAGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna226-AlaTGC (17143089-17143160)  Ala (TGC) 72 bp  Sc: 65.05 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATTTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna143-AlaTGC (17119311-17119382)  Ala (TGC) 72 bp  Sc: 65.18 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCATTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna156-AlaTGC (17122985-17123056)  Ala (TGC) 72 bp  Sc: 65.18 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCATTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna265-AlaTGC (17154269-17154340)  Ala (TGC) 72 bp  Sc: 65.18 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCATTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna552-AlaTGC (17383115-17383186)  Ala (TGC) 72 bp  Sc: 65.40 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTTGGTTCAATAC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna177-AlaTGC (17129000-17129071)  Ala (TGC) 72 bp  Sc: 65.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATCTATGAAGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna196-AlaTGC (17134382-17134453)  Ala (TGC) 72 bp  Sc: 66.02 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna200-AlaTGC (17135505-17135576)  Ala (TGC) 72 bp  Sc: 66.02 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna543-AlaTGC (17380824-17380895)  Ala (TGC) 72 bp  Sc: 66.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGATGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna369-AlaTGC (17329416-17329487)  Ala (TGC) 72 bp  Sc: 66.58 
GGGGATGTCGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna382-AlaTGC (17333406-17333477)  Ala (TGC) 72 bp  Sc: 66.58 
GGGGATGTCGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna540-AlaTGC (17379981-17380052)  Ala (TGC) 72 bp  Sc: 66.60 
GCGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCGCCA 
>Danio_rerio_chr21.trna321-AlaTGC (17315283-17315354)  Ala (TGC) 72 bp  Sc: 66.86 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna401-AlaTGC (17338893-17338964)  Ala (TGC) 72 bp  Sc: 66.86 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna428-AlaTGC (17346961-17347032)  Ala (TGC) 72 bp  Sc: 66.86 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 



CCAGCATCTCCA 
>Danio_rerio_chr21.trna102-AlaTGC (17107348-17107419)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna107-AlaTGC (17108761-17108832)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna117-AlaTGC (17111626-17111697)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna135-AlaTGC (17117050-17117121)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna153-AlaTGC (17122134-17122205)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna168-AlaTGC (17126433-17126504)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna173-AlaTGC (17127866-17127937)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna228-AlaTGC (17143670-17143741)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna249-AlaTGC (17149689-17149760)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna254-AlaTGC (17151122-17151193)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna262-AlaTGC (17153418-17153489)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna78-AlaTGC (17100467-17100538)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna83-AlaTGC (17101900-17101971)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna97-AlaTGC (17105915-17105986)  Ala (TGC) 72 bp  Sc: 66.98 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna187-AlaTGC (17131846-17131917)  Ala (TGC) 72 bp  Sc: 66.99 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGGATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna194-AlaTGC (17133814-17133885)  Ala (TGC) 72 bp  Sc: 66.99 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGGATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna198-AlaTGC (17134937-17135008)  Ala (TGC) 72 bp  Sc: 66.99 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGGATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna405-AlaTGC (17340054-17340125)  Ala (TGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATTTCCA 
>Danio_rerio_chr21.trna422-AlaTGC (17345082-17345153)  Ala (TGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATTTCCA 
>Danio_rerio_chr21.trna457-AlaTGC (17355557-17355628)  Ala (TGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATTTCCA 
>Danio_rerio_chr21.trna504-AlaTGC (17369399-17369470)  Ala (TGC) 72 bp  Sc: 67.31 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATTTCCA 
>Danio_rerio_chr21.trna175-AlaTGC (17128433-17128504)  Ala (TGC) 72 bp  Sc: 67.62 
GGGGATGTAGCTCACTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna182-AlaTGC (17130416-17130487)  Ala (TGC) 72 bp  Sc: 67.62 
GGGGATGTAGCTCACTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_Zv9_scaffold3506.trna31-AlaTGC (132669-132740)  Ala (TGC) 72 bp  Sc: 67.74 
TCCCATATGGTCTAGCGGTTAGGATTTCTGGTTTGCACCCAGGCGGCCCGGGATCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr21.trna315-AlaTGC (17313291-17313362)  Ala (TGC) 72 bp  Sc: 67.80 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATTTCCA 
>Danio_rerio_chr21.trna510-AlaTGC (17371158-17371229)  Ala (TGC) 72 bp  Sc: 67.83 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCTA 
>Danio_rerio_chr21.trna298-AlaTGC (17163687-17163758)  Ala (TGC) 72 bp  Sc: 67.88 
AGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna317-AlaTGC (17314151-17314222)  Ala (TGC) 72 bp  Sc: 67.88 
GGCGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna204-AlaTGC (17136625-17136696)  Ala (TGC) 72 bp  Sc: 68.06 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAAGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna533-AlaTGC (17377739-17377810)  Ala (TGC) 72 bp  Sc: 68.17 
GGGGATGTAGCTCAGTGGTAGAGTGAATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna342-AlaTGC (17321872-17321943)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna410-AlaTGC (17341600-17341671)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna414-AlaTGC (17342746-17342817)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna419-AlaTGC (17344220-17344291)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna447-AlaTGC (17352686-17352757)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna460-AlaTGC (17356438-17356509)  Ala (TGC) 72 bp  Sc: 68.33 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTAGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna127-AlaTGC (17114479-17114550)  Ala (TGC) 72 bp  Sc: 68.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna258-AlaTGC (17152253-17152324)  Ala (TGC) 72 bp  Sc: 68.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna294-AlaTGC (17162542-17162613)  Ala (TGC) 72 bp  Sc: 68.40 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTTAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna268-AlaTGC (17155121-17155192)  Ala (TGC) 72 bp  Sc: 68.40 
GGGGATGTAGCTCAGTGGTAGAGCGCTTGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna275-AlaTGC (17157121-17157192)  Ala (TGC) 72 bp  Sc: 68.40 
GGGGATGTAGCTCAGTGGTAGAGCGCTTGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna119-AlaTGC (17112194-17112265)  Ala (TGC) 72 bp  Sc: 68.64 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATCAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna186-AlaTGC (17131565-17131636)  Ala (TGC) 72 bp  Sc: 68.64 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATAAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna212-AlaTGC (17138830-17138901)  Ala (TGC) 72 bp  Sc: 68.66 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGTGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna526-AlaTGC (17375757-17375828)  Ala (TGC) 72 bp  Sc: 68.89 



GGGGGTGTAGCTCAGTGGTAGAGCGAATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna536-AlaTGC (17378585-17378656)  Ala (TGC) 72 bp  Sc: 68.89 
GGGGGTGTAGCTCAGTGGTAGAGCGAATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna109-AlaTGC (17109329-17109400)  Ala (TGC) 72 bp  Sc: 68.99 
GGGGATGTAGCTCGGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna462-AlaTGC (17357021-17357092)  Ala (TGC) 72 bp  Sc: 69.02 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna379-AlaTGC (17332539-17332610)  Ala (TGC) 72 bp  Sc: 69.21 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna391-AlaTGC (17336000-17336071)  Ala (TGC) 72 bp  Sc: 69.21 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna523-AlaTGC (17374897-17374968)  Ala (TGC) 72 bp  Sc: 69.21 
GGGGATGTAGCTCATTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna207-AlaTGC (17137487-17137558)  Ala (TGC) 72 bp  Sc: 69.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATATATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna281-AlaTGC (17158836-17158907)  Ala (TGC) 72 bp  Sc: 69.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATTTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna356-AlaTGC (17325891-17325962)  Ala (TGC) 72 bp  Sc: 69.41 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTACA 
>Danio_rerio_chr21.trna440-AlaTGC (17350415-17350486)  Ala (TGC) 72 bp  Sc: 69.41 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTACA 
>Danio_rerio_chr21.trna283-AlaTGC (17159400-17159471)  Ala (TGC) 72 bp  Sc: 69.56 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTGTGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna515-AlaTGC (17372589-17372660)  Ala (TGC) 72 bp  Sc: 69.65 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna534-AlaTGC (17378025-17378096)  Ala (TGC) 72 bp  Sc: 69.65 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTGCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna387-AlaTGC (17334854-17334925)  Ala (TGC) 72 bp  Sc: 69.70 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCAGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna113-AlaTGC (17110462-17110533)  Ala (TGC) 72 bp  Sc: 69.80 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGGCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna548-AlaTGC (17382001-17382072)  Ala (TGC) 72 bp  Sc: 69.82 
GGGGATGTAGCTCAGTGGTAGAGCGCATGTTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTTCA 
>Danio_rerio_chr21.trna439-AlaTGC (17350116-17350187)  Ala (TGC) 72 bp  Sc: 69.86 
GGGGATGTAGCTCAGCGGTAGAGCGCATGCTTTGCATGAATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna289-AlaTGC (17161130-17161201)  Ala (TGC) 72 bp  Sc: 69.96 
GGGAATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna320-AlaTGC (17314999-17315070)  Ala (TGC) 72 bp  Sc: 69.96 
GGGCATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna167-AlaTGC (17126150-17126221)  Ala (TGC) 72 bp  Sc: 69.98 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna248-AlaTGC (17149406-17149477)  Ala (TGC) 72 bp  Sc: 69.98 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna77-AlaTGC (17100184-17100255)  Ala (TGC) 72 bp  Sc: 69.98 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 



TCAGCATCTCCA 
>Danio_rerio_chr21.trna96-AlaTGC (17105632-17105703)  Ala (TGC) 72 bp  Sc: 69.98 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr21.trna185-AlaTGC (17131281-17131352)  Ala (TGC) 72 bp  Sc: 70.07 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTACGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna378-AlaTGC (17332256-17332327)  Ala (TGC) 72 bp  Sc: 70.36 
GGGGACGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna373-AlaTGC (17330810-17330881)  Ala (TGC) 72 bp  Sc: 70.38 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATTT 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna206-AlaTGC (17137203-17137274)  Ala (TGC) 72 bp  Sc: 70.41 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATGC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna105-AlaTGC (17108195-17108266)  Ala (TGC) 72 bp  Sc: 70.56 
GGGGATGTAGCTCAGTGGTAGAGCGCAAGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna151-AlaTGC (17121568-17121639)  Ala (TGC) 72 bp  Sc: 70.56 
GGGGATGTAGCTCAGTGGTAGAGCGCAAGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna123-AlaTGC (17113341-17113412)  Ala (TGC) 72 bp  Sc: 70.61 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCTTGGGTTCAATTC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna189-AlaTGC (17132414-17132485)  Ala (TGC) 72 bp  Sc: 70.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna273-AlaTGC (17156553-17156624)  Ala (TGC) 72 bp  Sc: 70.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna394-AlaTGC (17336881-17336952)  Ala (TGC) 72 bp  Sc: 70.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna408-AlaTGC (17340934-17341005)  Ala (TGC) 72 bp  Sc: 70.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna487-AlaTGC (17364217-17364288)  Ala (TGC) 72 bp  Sc: 70.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCTTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna115-AlaTGC (17111046-17111117)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna133-AlaTGC (17116470-17116541)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna160-AlaTGC (17124137-17124208)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna164-AlaTGC (17125286-17125357)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna241-AlaTGC (17147393-17147464)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna245-AlaTGC (17148542-17148613)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna260-AlaTGC (17152837-17152908)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna70-AlaTGC (17098171-17098242)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna74-AlaTGC (17099320-17099391)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna89-AlaTGC (17103619-17103690)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna93-AlaTGC (17104768-17104839)  Ala (TGC) 72 bp  Sc: 71.02 
GGGGATGTAGCTCATTGGTAGAGCGCATGCCTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna121-AlaTGC (17112760-17112831)  Ala (TGC) 72 bp  Sc: 71.07 
GGGGATGTAGCTCAGTGGTAGAGCGCTTGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna299-AlaTGC (17163971-17164042)  Ala (TGC) 72 bp  Sc: 71.22 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna364-AlaTGC (17327985-17328056)  Ala (TGC) 72 bp  Sc: 71.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCACCTCCA 
>Danio_rerio_chr21.trna404-AlaTGC (17339771-17339842)  Ala (TGC) 72 bp  Sc: 71.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGTTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna421-AlaTGC (17344799-17344870)  Ala (TGC) 72 bp  Sc: 71.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGTTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna456-AlaTGC (17355274-17355345)  Ala (TGC) 72 bp  Sc: 71.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGTTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna503-AlaTGC (17369116-17369187)  Ala (TGC) 72 bp  Sc: 71.34 
GGGGATGTAGCTCAGTGGTAGAGCGCATGTTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna270-AlaTGC (17155702-17155773)  Ala (TGC) 72 bp  Sc: 71.35 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATTC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna434-AlaTGC (17348694-17348765)  Ala (TGC) 72 bp  Sc: 71.39 
GGGGATGTAGCTCAGTGGCAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna222-AlaTGC (17141952-17142023)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna438-AlaTGC (17349832-17349903)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna473-AlaTGC (17360154-17360225)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAAAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna334-AlaTGC (17319321-17319392)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna339-AlaTGC (17321024-17321095)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna344-AlaTGC (17322454-17322525)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna368-AlaTGC (17329132-17329203)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna381-AlaTGC (17333122-17333193)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna392-AlaTGC (17336299-17336370)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna406-AlaTGC (17340353-17340424)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna416-AlaTGC (17343329-17343400)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna436-AlaTGC (17349266-17349337)  Ala (TGC) 72 bp  Sc: 71.68 



GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna442-AlaTGC (17350997-17351068)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna444-AlaTGC (17351838-17351909)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna454-AlaTGC (17354710-17354781)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna458-AlaTGC (17355856-17355927)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna463-AlaTGC (17357305-17357376)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna471-AlaTGC (17359589-17359660)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna476-AlaTGC (17361021-17361092)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna483-AlaTGC (17363052-17363123)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna485-AlaTGC (17363635-17363706)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna492-AlaTGC (17365942-17366013)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna494-AlaTGC (17366525-17366596)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna511-AlaTGC (17371442-17371513)  Ala (TGC) 72 bp  Sc: 71.68 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGTATCTCCA 
>Danio_rerio_chr21.trna184-AlaTGC (17130983-17131054)  Ala (TGC) 72 bp  Sc: 71.69 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAAGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna202-AlaTGC (17136064-17136135)  Ala (TGC) 72 bp  Sc: 71.69 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAAGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna203-AlaTGC (17136344-17136415)  Ala (TGC) 72 bp  Sc: 71.69 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAAGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna220-AlaTGC (17141393-17141464)  Ala (TGC) 72 bp  Sc: 71.94 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTTTGAGGTCCTGGGTTCAATTC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna474-AlaTGC (17360438-17360509)  Ala (TGC) 72 bp  Sc: 72.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGAATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna432-AlaTGC (17348126-17348197)  Ala (TGC) 72 bp  Sc: 72.62 
GGAGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGATCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna468-AlaTGC (17358737-17358808)  Ala (TGC) 72 bp  Sc: 72.62 
GGAGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGATCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna104-AlaTGC (17107912-17107983)  Ala (TGC) 72 bp  Sc: 72.65 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna150-AlaTGC (17121285-17121356)  Ala (TGC) 72 bp  Sc: 72.65 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna257-AlaTGC (17151969-17152040)  Ala (TGC) 72 bp  Sc: 72.65 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTTCTGGGTTCAATCC 



CCAGCATCTCCA 
>Danio_rerio_chr1.trna171-AlaTGC (53124811-53124882)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr1.trna172-AlaTGC (53125573-53125644)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr1.trna173-AlaTGC (53127183-53127254)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr14.trna166-AlaTGC (52610553-52610482)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr20.trna346-AlaTGC (38861713-38861784)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr21.trna53-AlaTGC (14305841-14305912)  Ala (TGC) 72 bp  Sc: 72.71 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGCCCCGGGTTCAATCC 
CCGGCATCTCCA 
>Danio_rerio_chr21.trna180-AlaTGC (17129848-17129919)  Ala (TGC) 72 bp  Sc: 72.75 
GGGGATGTAGCTCAATGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna65-AlaTGC (17096735-17096806)  Ala (TGC) 72 bp  Sc: 72.75 
GGGGATGTAGCTCAATGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna155-AlaTGC (17122703-17122774)  Ala (TGC) 72 bp  Sc: 73.60 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna297-AlaTGC (17163407-17163478)  Ala (TGC) 72 bp  Sc: 73.60 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna332-AlaTGC (17318753-17318824)  Ala (TGC) 72 bp  Sc: 73.60 
GGGGATGTAGCTCAGTGGTAGAGCACATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna205-AlaTGC (17136906-17136977)  Ala (TGC) 72 bp  Sc: 73.84 
GGGGATGTAGCTCAGTGGTAGAGTGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna120-AlaTGC (17112476-17112547)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna170-AlaTGC (17127001-17127072)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna231-AlaTGC (17144522-17144593)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna251-AlaTGC (17150257-17150328)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna80-AlaTGC (17101035-17101106)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna99-AlaTGC (17106483-17106554)  Ala (TGC) 72 bp  Sc: 73.92 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCGTGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna101-AlaTGC (17107065-17107136)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna103-AlaTGC (17107632-17107703)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna111-AlaTGC (17109894-17109965)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna112-AlaTGC (17110178-17110249)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna125-AlaTGC (17113911-17113982)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna131-AlaTGC (17115902-17115973)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna137-AlaTGC (17117618-17117689)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna142-AlaTGC (17119029-17119100)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna145-AlaTGC (17119879-17119950)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna149-AlaTGC (17121005-17121076)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna157-AlaTGC (17123269-17123340)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna158-AlaTGC (17123553-17123624)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna161-AlaTGC (17124435-17124506)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna169-AlaTGC (17126717-17126788)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna172-AlaTGC (17127583-17127654)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna176-AlaTGC (17128716-17128787)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna178-AlaTGC (17129284-17129355)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna183-AlaTGC (17130698-17130769)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna188-AlaTGC (17132130-17132201)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna190-AlaTGC (17132695-17132766)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna215-AlaTGC (17139676-17139747)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna216-AlaTGC (17139960-17140031)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna219-AlaTGC (17141092-17141163)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna230-AlaTGC (17144238-17144309)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna233-AlaTGC (17145104-17145175)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna237-AlaTGC (17146241-17146312)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna238-AlaTGC (17146525-17146596)  Ala (TGC) 72 bp  Sc: 75.31 



GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna239-AlaTGC (17146809-17146880)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna242-AlaTGC (17147691-17147762)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna250-AlaTGC (17149973-17150044)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna253-AlaTGC (17150839-17150910)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna256-AlaTGC (17151689-17151760)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna264-AlaTGC (17153988-17154059)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna272-AlaTGC (17156271-17156342)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna278-AlaTGC (17157987-17158058)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna280-AlaTGC (17158555-17158626)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna286-AlaTGC (17160283-17160354)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna288-AlaTGC (17160850-17160921)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna295-AlaTGC (17162840-17162911)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna301-AlaTGC (17164537-17164608)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna303-AlaTGC (17165105-17165176)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna322-AlaTGC (17315581-17315652)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna324-AlaTGC (17316160-17316231)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna325-AlaTGC (17316289-17316360)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna326-AlaTGC (17316572-17316643)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna328-AlaTGC (17317343-17317414)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna331-AlaTGC (17318473-17318544)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna333-AlaTGC (17319037-17319108)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna336-AlaTGC (17320157-17320228)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 



CCAGCATCTCCA 
>Danio_rerio_chr21.trna338-AlaTGC (17320740-17320811)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna341-AlaTGC (17321588-17321659)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna343-AlaTGC (17322170-17322241)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna346-AlaTGC (17323019-17323090)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna347-AlaTGC (17323302-17323373)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna349-AlaTGC (17323881-17323952)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna352-AlaTGC (17324744-17324815)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna354-AlaTGC (17325327-17325398)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna357-AlaTGC (17326174-17326245)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna359-AlaTGC (17326754-17326825)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna362-AlaTGC (17327406-17327477)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna367-AlaTGC (17328848-17328919)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna370-AlaTGC (17329700-17329771)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna371-AlaTGC (17329982-17330053)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna375-AlaTGC (17331392-17331463)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna376-AlaTGC (17331676-17331747)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna380-AlaTGC (17332838-17332909)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna383-AlaTGC (17333690-17333761)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna385-AlaTGC (17334271-17334342)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna386-AlaTGC (17334555-17334626)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna388-AlaTGC (17335138-17335209)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna390-AlaTGC (17335717-17335788)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 



>Danio_rerio_chr21.trna395-AlaTGC (17337164-17337235)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna397-AlaTGC (17337744-17337815)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna398-AlaTGC (17338028-17338099)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna400-AlaTGC (17338609-17338680)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna402-AlaTGC (17339192-17339263)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna409-AlaTGC (17341316-17341387)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna411-AlaTGC (17341899-17341970)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna413-AlaTGC (17342462-17342533)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna415-AlaTGC (17343045-17343116)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna418-AlaTGC (17343946-17344017)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna423-AlaTGC (17345381-17345452)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna425-AlaTGC (17345961-17346032)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna426-AlaTGC (17346260-17346331)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna427-AlaTGC (17346677-17346748)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna429-AlaTGC (17347260-17347331)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna431-AlaTGC (17347842-17347913)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna435-AlaTGC (17348982-17349053)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna446-AlaTGC (17352402-17352473)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna449-AlaTGC (17353265-17353336)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna451-AlaTGC (17353847-17353918)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna453-AlaTGC (17354426-17354497)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna461-AlaTGC (17356737-17356808)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna464-AlaTGC (17357589-17357660)  Ala (TGC) 72 bp  Sc: 75.31 



GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna465-AlaTGC (17357873-17357944)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna467-AlaTGC (17358453-17358524)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna470-AlaTGC (17359305-17359376)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna475-AlaTGC (17360737-17360808)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna478-AlaTGC (17361586-17361657)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna479-AlaTGC (17361869-17361940)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna481-AlaTGC (17362448-17362519)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna482-AlaTGC (17362768-17362839)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna488-AlaTGC (17364501-17364572)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna490-AlaTGC (17365359-17365430)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna491-AlaTGC (17365658-17365729)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna496-AlaTGC (17367107-17367178)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna497-AlaTGC (17367406-17367477)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna500-AlaTGC (17368253-17368324)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna501-AlaTGC (17368537-17368608)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna505-AlaTGC (17369698-17369769)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna507-AlaTGC (17370278-17370349)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna508-AlaTGC (17370577-17370648)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna512-AlaTGC (17371726-17371797)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna513-AlaTGC (17372009-17372080)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna516-AlaTGC (17372872-17372943)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna518-AlaTGC (17373451-17373522)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 



CCAGCATCTCCA 
>Danio_rerio_chr21.trna520-AlaTGC (17374035-17374106)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna522-AlaTGC (17374614-17374685)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna530-AlaTGC (17376877-17376948)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna532-AlaTGC (17377458-17377529)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna539-AlaTGC (17379421-17379492)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna541-AlaTGC (17380261-17380332)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna62-AlaTGC (17095887-17095958)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna63-AlaTGC (17096171-17096242)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna67-AlaTGC (17097303-17097374)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna68-AlaTGC (17097587-17097658)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna71-AlaTGC (17098469-17098540)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna79-AlaTGC (17100751-17100822)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna82-AlaTGC (17101617-17101688)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna85-AlaTGC (17102467-17102538)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna86-AlaTGC (17102751-17102822)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna87-AlaTGC (17103035-17103106)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna90-AlaTGC (17103917-17103988)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr21.trna98-AlaTGC (17106199-17106270)  Ala (TGC) 72 bp  Sc: 75.31 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTGCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_Zv9_NA23.trna1-AlaTGC (9080-8990)  Ala (TGC) 91 bp  Sc: 39.11 
GGCTCGTTGGTCTAGGGGTATGATTCGCGCTTTGCTTTTGCGCTTTTGCGCTTTGTGTGA 
AAGGTCCTGGGTTCAAATCCCGGACGAGCCC 
>Danio_rerio_chr4.trna6523-ArgACG (43283206-43283134)  Arg (ACG) 73 bp  Sc: 37.77 
GGCCCAGTGGCGCAATGGATAACGTGTCTAACTACGGATCAGAAAATTCTAGGTTATACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3473.trna17-ArgACG (90260-90332)  Arg (ACG) 73 bp  Sc: 37.77 
GGCCCAGTGGCGCAATGGATAACGTGTCTAACTACGGATCAGAAAATTCTAGGTTATACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA787.trna11-ArgACG (37024-36953)  Arg (ACG) 72 bp  Sc: 45.60 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTACGGTGCGAGAGCTCCCGGGTTCAAATC 
CTGGATGAACCC 



>Danio_rerio_Zv9_scaffold3531.trna11-ArgACG (60685-60613)  Arg (ACG) 73 bp  Sc: 55.57 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATTAGAAGATTCTAGGTTCGGCT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna1005-ArgACG (35037660-35037732)  Arg (ACG) 73 bp  Sc: 55.66 
GGGCCAGGGGCGCAATGGATAACGCATCTGACTACGGATCTGAAGATTCTAGGTTCGACT 
CCTGGCTGGCCCA 
>Danio_rerio_chr4.trna3491-ArgACG (51872572-51872644)  Arg (ACG) 73 bp  Sc: 55.66 
GGGCCAGGGGCGCAATGGATAACGCATCTGACTACGGATCTGAAGATTCTAGGTTCGACT 
CCTGGCTGGCCCA 
>Danio_rerio_chr4.trna6036-ArgACG (46904459-46904387)  Arg (ACG) 73 bp  Sc: 55.84 
GGGCCAGGGGCGCAATGGATAACACGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCCCA 
>Danio_rerio_Zv9_NA564.trna9-ArgACG (6234-6306)  Arg (ACG) 73 bp  Sc: 56.06 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATTAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTGG 
>Danio_rerio_Zv9_scaffold3503.trna247-ArgACG (620547-620475)  Arg (ACG) 73 bp  Sc: 57.65 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna250-ArgACG (618513-618441)  Arg (ACG) 73 bp  Sc: 57.65 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna259-ArgACG (612409-612337)  Arg (ACG) 73 bp  Sc: 57.65 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA828.trna5-ArgACG (44196-44123)  Arg (ACG) 74 bp  Sc: 58.15 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGATTCGAC 
TCCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3811-ArgACG (54055608-54055681)  Arg (ACG) 74 bp  Sc: 58.36 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATATCTAGGTTCGAC 
TCCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3472.trna100-ArgACG (44363-44291)  Arg (ACG) 73 bp  Sc: 58.39 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGACTCTAGGTTCAACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr4.trna6713-ArgACG (42315351-42315279)  Arg (ACG) 73 bp  Sc: 58.45 
GGGCCAGTGGCGCAATGGATAACGCATCTGACTACGGATCAGAAGATTCTAGATTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna244-ArgACG (622587-622515)  Arg (ACG) 73 bp  Sc: 58.45 
GGGCCAGTGGCGCAATGGATAACGCATCTGACTACGGATCAGAAGATTCTAGATTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3531.trna13-ArgACG (56935-56863)  Arg (ACG) 73 bp  Sc: 59.08 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGAGCAGAAGATTCTAGGATCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna672-ArgACG (33189349-33189421)  Arg (ACG) 73 bp  Sc: 59.17 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTAG 
>Danio_rerio_chr4.trna681-ArgACG (33196035-33196107)  Arg (ACG) 73 bp  Sc: 59.17 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTAG 
>Danio_rerio_chr15.trna383-ArgACG (15501262-15501190)  Arg (ACG) 73 bp  Sc: 59.47 
GGACCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr4.trna5721-ArgACG (49595790-49595718)  Arg (ACG) 73 bp  Sc: 59.64 
GGGCCAGTGGCGCAATGGATAACGTGTCAGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCT 
>Danio_rerio_chr4.trna6716-ArgACG (42313311-42313239)  Arg (ACG) 73 bp  Sc: 59.69 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTTGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA385.trna38-ArgACG (4683-4611)  Arg (ACG) 73 bp  Sc: 60.15 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTCCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4268-ArgACG (57035708-57035780)  Arg (ACG) 73 bp  Sc: 60.51 
GGGCCAGTGGCGCAATGGATAACGCGTCTGAATACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA328.trna10-ArgACG (25169-25241)  Arg (ACG) 73 bp  Sc: 60.64 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTGG 
>Danio_rerio_Zv9_NA385.trna35-ArgACG (6962-6890)  Arg (ACG) 73 bp  Sc: 60.64 



GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTGG 
>Danio_rerio_Zv9_NA564.trna12-ArgACG (8491-8563)  Arg (ACG) 73 bp  Sc: 60.64 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTGG 
>Danio_rerio_chr4.trna4094-ArgACG (56299303-56299375)  Arg (ACG) 73 bp  Sc: 60.64 
TGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4100-ArgACG (56303814-56303886)  Arg (ACG) 73 bp  Sc: 60.64 
TGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8419-ArgACG (29762370-29762298)  Arg (ACG) 73 bp  Sc: 60.79 
GGGCCAGTGGCGCAATGGCTAACGCGCCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6552-ArgACG (43157286-43157214)  Arg (ACG) 73 bp  Sc: 61.16 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTTGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna810-ArgACG (33564891-33564963)  Arg (ACG) 73 bp  Sc: 61.16 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTTGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3472.trna97-ArgACG (46616-46544)  Arg (ACG) 73 bp  Sc: 61.16 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTTGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna268-ArgACG (606308-606236)  Arg (ACG) 73 bp  Sc: 61.42 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTACGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6551-ArgACG (43159233-43159161)  Arg (ACG) 73 bp  Sc: 61.45 
GGGCCACTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna314-ArgACG (18935444-18935372)  Arg (ACG) 73 bp  Sc: 61.54 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTTGCTCG 
>Danio_rerio_chr15.trna316-ArgACG (18933281-18933209)  Arg (ACG) 73 bp  Sc: 61.54 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTTGCTCG 
>Danio_rerio_chr4.trna8401-ArgACG (29775745-29775673)  Arg (ACG) 73 bp  Sc: 61.79 
GGGCCAGTGGCGCAATGGATAACGCGCCTGACTACGGATCAGCAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8404-ArgACG (29773516-29773444)  Arg (ACG) 73 bp  Sc: 61.79 
GGGCCAGTGGCGCAATGGATAACGCGCCTGACTACGGATCAGCAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna687-ArgACG (33200275-33200347)  Arg (ACG) 73 bp  Sc: 61.79 
GGGCCAGTGGCGCAATGGATAACGCGCCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8422-ArgACG (29760140-29760068)  Arg (ACG) 73 bp  Sc: 61.79 
GGGCCAGTGGCGCAATGGATAACGCGCCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna5818-ArgACG (48274145-48274073)  Arg (ACG) 73 bp  Sc: 61.81 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAAAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3488.trna33-ArgACG (194330-194258)  Arg (ACG) 73 bp  Sc: 62.03 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna30-ArgACG (131138-131210)  Arg (ACG) 73 bp  Sc: 62.03 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna634-ArgACG (32738823-32738895)  Arg (ACG) 73 bp  Sc: 62.03 
GGGCCAGTGGCGCAATGGATAAAGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna991-ArgACG (34918239-34918311)  Arg (ACG) 73 bp  Sc: 62.13 
GGGCCAGGGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCCCA 
>Danio_rerio_chr4.trna3837-ArgACG (54643567-54643639)  Arg (ACG) 73 bp  Sc: 62.44 
GGGCCAATGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7763-ArgACG (34007431-34007359)  Arg (ACG) 73 bp  Sc: 62.51 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGACTCTAGGTTCGACT 



CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna1133-ArgACG (36482525-36482597)  Arg (ACG) 73 bp  Sc: 62.64 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAACATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3472.trna91-ArgACG (51130-51058)  Arg (ACG) 73 bp  Sc: 62.78 
GGGCCAGTGGTGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna106-ArgACG (691784-691856)  Arg (ACG) 73 bp  Sc: 62.78 
GGGCCAGTGGTGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna675-ArgACG (33191579-33191651)  Arg (ACG) 73 bp  Sc: 63.12 
GGGCGAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna678-ArgACG (33193807-33193879)  Arg (ACG) 73 bp  Sc: 63.12 
GGGCGAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8398-ArgACG (29777975-29777903)  Arg (ACG) 73 bp  Sc: 63.17 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCAGGCTCG 
>Danio_rerio_chr4.trna8407-ArgACG (29771287-29771215)  Arg (ACG) 73 bp  Sc: 63.17 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCAGGCTCG 
>Danio_rerio_Zv9_scaffold3480.trna133-ArgACG (29272-29200)  Arg (ACG) 73 bp  Sc: 63.68 
GTGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna253-ArgACG (616479-616407)  Arg (ACG) 73 bp  Sc: 63.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna256-ArgACG (614444-614372)  Arg (ACG) 73 bp  Sc: 63.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna262-ArgACG (610375-610303)  Arg (ACG) 73 bp  Sc: 63.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3503.trna265-ArgACG (608341-608269)  Arg (ACG) 73 bp  Sc: 63.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3330-ArgACG (50333295-50333367)  Arg (ACG) 73 bp  Sc: 63.85 
GTGCCAGTGGCGAAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7754-ArgACG (34014111-34014039)  Arg (ACG) 73 bp  Sc: 63.98 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGACTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3530.trna316-ArgACG (673188-673116)  Arg (ACG) 73 bp  Sc: 63.98 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGACTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3530.trna319-ArgACG (670957-670885)  Arg (ACG) 73 bp  Sc: 63.98 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGACTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna985-ArgACG (34913795-34913867)  Arg (ACG) 73 bp  Sc: 64.17 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTTTAGGTTCGACT 
CCTGGCTGGCTCA 
>Danio_rerio_chr15.trna324-ArgACG (18924629-18924557)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr15.trna380-ArgACG (15503498-15503426)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr15.trna389-ArgACG (15496571-15496499)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr4.trna3540-ArgACG (52123009-52123081)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr4.trna7757-ArgACG (34011881-34011809)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 



>Danio_rerio_Zv9_scaffold3503.trna270-ArgACG (604309-604237)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_Zv9_scaffold3514.trna64-ArgACG (141700-141628)  Arg (ACG) 73 bp  Sc: 64.22 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_chr4.trna152-ArgACG (29684152-29684224)  Arg (ACG) 73 bp  Sc: 64.49 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTTGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3453.trna50-ArgACG (171560-171488)  Arg (ACG) 73 bp  Sc: 64.49 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTTGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna39-ArgACG (137828-137900)  Arg (ACG) 73 bp  Sc: 64.52 
GGGCCAGTGGCGCAATGGACAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna2412-ArgACG (44817404-44817476)  Arg (ACG) 73 bp  Sc: 65.88 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATACTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna1130-ArgACG (36480269-36480341)  Arg (ACG) 73 bp  Sc: 65.94 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGTTCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna684-ArgACG (33198264-33198336)  Arg (ACG) 73 bp  Sc: 65.99 
GGGCCAGTGGCGCAATGGACAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna320-ArgACG (18928955-18928883)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna632-ArgACG (32736824-32736896)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna925-ArgACG (54144408-54144336)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna926-ArgACG (54142097-54142025)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna33-ArgACG (133368-133440)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna36-ArgACG (135599-135671)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3561.trna23-ArgACG (129482-129410)  Arg (ACG) 73 bp  Sc: 66.60 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4372-ArgACG (58014818-58014746)  Arg (ACG) 73 bp  Sc: 66.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACC 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna45-ArgACG (142287-142359)  Arg (ACG) 73 bp  Sc: 66.69 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACC 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna302-ArgACG (18948418-18948346)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna318-ArgACG (18931118-18931046)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna328-ArgACG (18917072-18917000)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna332-ArgACG (18912743-18912671)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna350-ArgACG (15525859-15525787)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna353-ArgACG (15523623-15523551)  Arg (ACG) 73 bp  Sc: 68.07 



GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna356-ArgACG (15521387-15521315)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna359-ArgACG (15519151-15519079)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna362-ArgACG (15516915-15516843)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna365-ArgACG (15514679-15514607)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna368-ArgACG (15512442-15512370)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna371-ArgACG (15510206-15510134)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna374-ArgACG (15507970-15507898)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna377-ArgACG (15505734-15505662)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna386-ArgACG (15499026-15498954)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna392-ArgACG (15493898-15493826)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr25.trna146-ArgACG (31431972-31431900)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr25.trna93-ArgACG (31423888-31423960)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr25.trna94-ArgACG (31432838-31432910)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna1819-ArgACG (40679967-40680039)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna1822-ArgACG (40682197-40682269)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna2166-ArgACG (43083220-43083292)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna2406-ArgACG (44812944-44813016)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3056-ArgACG (48548915-48548987)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3059-ArgACG (48551148-48551220)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3062-ArgACG (48553387-48553459)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3067-ArgACG (48557225-48557297)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3070-ArgACG (48559459-48559531)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 



CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3073-ArgACG (48561688-48561760)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3076-ArgACG (48563916-48563988)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3537-ArgACG (52120778-52120850)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3543-ArgACG (52125240-52125312)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3839-ArgACG (54645313-54645385)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4085-ArgACG (56292533-56292605)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4088-ArgACG (56294791-56294863)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4091-ArgACG (56297048-56297120)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4097-ArgACG (56301559-56301631)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4271-ArgACG (57037955-57038027)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4274-ArgACG (57040202-57040274)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4277-ArgACG (57042451-57042523)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4280-ArgACG (57044700-57044772)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4283-ArgACG (57046956-57047028)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4366-ArgACG (58019280-58019208)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4369-ArgACG (58017049-58016977)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6033-ArgACG (46906689-46906617)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6718-ArgACG (42311530-42311458)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6803-ArgACG (41454091-41454019)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6806-ArgACG (41451865-41451793)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6812-ArgACG (41447415-41447343)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6819-ArgACG (41258991-41258919)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 



>Danio_rerio_chr4.trna690-ArgACG (33202528-33202600)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7168-ArgACG (39348074-39348002)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7171-ArgACG (39345929-39345857)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7174-ArgACG (39343699-39343627)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7177-ArgACG (39341469-39341397)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7614-ArgACG (35394666-35394594)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna801-ArgACG (33534954-33535026)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna804-ArgACG (33537208-33537280)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna807-ArgACG (33562663-33562735)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8413-ArgACG (29766830-29766758)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8416-ArgACG (29764601-29764529)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna982-ArgACG (34911566-34911638)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna988-ArgACG (34916016-34916088)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna916-ArgACG (54183143-54183071)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna919-ArgACG (54180884-54180812)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna922-ArgACG (54146625-54146553)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr5.trna927-ArgACG (54141510-54141438)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr7.trna49-ArgACG (15267671-15267743)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr8.trna566-ArgACG (40961150-40961222)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr8.trna571-ArgACG (40965370-40965442)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr8.trna72-ArgACG (24525043-24525115)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA28.trna11-ArgACG (34839-34911)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA28.trna14-ArgACG (37095-37167)  Arg (ACG) 73 bp  Sc: 68.07 



GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA28.trna6-ArgACG (31325-31397)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA385.trna44-ArgACG (202-130)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA564.trna6-ArgACG (3978-4050)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA98.trna2-ArgACG (7830-7758)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA98.trna5-ArgACG (5575-5503)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3472.trna88-ArgACG (53392-53320)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3472.trna94-ArgACG (48873-48801)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3473.trna53-ArgACG (306568-306640)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3473.trna56-ArgACG (308793-308865)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3473.trna59-ArgACG (310938-311010)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3488.trna36-ArgACG (192067-191995)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3506.trna42-ArgACG (140059-140131)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna102-ArgACG (115663-115735)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna105-ArgACG (117893-117965)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna108-ArgACG (120123-120195)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna111-ArgACG (122353-122425)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna114-ArgACG (124583-124655)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna117-ArgACG (126813-126885)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna120-ArgACG (129043-129115)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna75-ArgACG (95593-95665)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna78-ArgACG (97823-97895)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna81-ArgACG (100053-100125)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 



CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna84-ArgACG (102283-102355)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna87-ArgACG (104513-104585)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna90-ArgACG (106743-106815)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna93-ArgACG (108973-109045)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna96-ArgACG (111203-111275)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3552.trna99-ArgACG (113433-113505)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3561.trna20-ArgACG (131739-131667)  Arg (ACG) 73 bp  Sc: 68.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr15.trna326-ArgACG (18922466-18922394)  Arg (ACG) 73 bp  Sc: 68.49 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACGGATCAGAAGGTTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_NA375.trna3-ArgACG (896-968)  Arg (ACG) 73 bp  Sc: 68.54 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCA 
>Danio_rerio_chr4.trna1867-ArgCCG (40991818-40991890)  Arg (CCG) 73 bp  Sc: 50.31 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTCGGGATTGTGGGTTTAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1868-ArgCCG (40992577-40992649)  Arg (CCG) 73 bp  Sc: 54.23 
GGCCCAATGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGAATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna293-ArgCCG (22244015-22243943)  Arg (CCG) 73 bp  Sc: 55.09 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAACTAGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr1.trna303-ArgCCG (22238338-22238266)  Arg (CCG) 73 bp  Sc: 55.09 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAACTAGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr13.trna212-ArgCCG (48245355-48245427)  Arg (CCG) 73 bp  Sc: 55.24 
GGCCTAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTTAAGT 
CCCACCTGGGTCC 
>Danio_rerio_Zv9_scaffold3538.trna18-ArgCCG (210264-210336)  Arg (CCG) 73 bp  Sc: 56.57 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTTAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4000-ArgCCG (55439001-55439072)  Arg (CCG) 72 bp  Sc: 56.76 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTCCGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_chr4.trna1118-ArgCCG (36241794-36241866)  Arg (CCG) 73 bp  Sc: 56.86 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACATGGGTTG 
>Danio_rerio_chr4.trna7728-ArgCCG (34429888-34429816)  Arg (CCG) 73 bp  Sc: 56.97 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGAAGCTGGGGATTGTGGGTTAAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna306-ArgCCG (22236685-22236613)  Arg (CCG) 73 bp  Sc: 57.16 
GGCCCAGTGGCCTGATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr8.trna717-ArgCCG (40956163-40956091)  Arg (CCG) 73 bp  Sc: 57.22 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTAGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5073-ArgCCG (54634304-54634232)  Arg (CCG) 73 bp  Sc: 57.51 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAACTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna6558-ArgCCG (43076288-43076216)  Arg (CCG) 73 bp  Sc: 57.51 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAACTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 



>Danio_rerio_Zv9_scaffold3561.trna14-ArgCCG (141159-141231)  Arg (CCG) 73 bp  Sc: 57.51 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAACTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5586-ArgCCG (50566033-50565961)  Arg (CCG) 73 bp  Sc: 57.87 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTTAAGT 
CCCACCTGGGTCC 
>Danio_rerio_chr4.trna475-ArgCCG (30674545-30674618)  Arg (CCG) 74 bp  Sc: 58.91 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGACTTGTGGGTTCAAG 
TCCCACCTGGGTCG 
>Danio_rerio_chr4.trna283-ArgCCG (30315732-30315804)  Arg (CCG) 73 bp  Sc: 58.98 
GGCCTTGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGAATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna5388-ArgCCG (52563996-52563924)  Arg (CCG) 73 bp  Sc: 59.41 
GGCCCAGTGGCCTAATAGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3470.trna129-ArgCCG (298804-298732)  Arg (CCG) 73 bp  Sc: 59.95 
GGCCCAGTGGCCTAATGGATAAAGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna3545-ArgCCG (52245298-52245370)  Arg (CCG) 73 bp  Sc: 60.93 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGAATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna1120-ArgCCG (36243300-36243372)  Arg (CCG) 73 bp  Sc: 61.40 
GGCCCAGTGGCCTAATGGACAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5075-ArgCCG (54632801-54632729)  Arg (CCG) 73 bp  Sc: 61.53 
GGCTCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGTTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna2763-ArgCCG (46913153-46913225)  Arg (CCG) 73 bp  Sc: 61.72 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGCGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3480.trna9-ArgCCG (34519-34591)  Arg (CCG) 73 bp  Sc: 61.72 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGCGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3547.trna15-ArgCCG (231573-231501)  Arg (CCG) 73 bp  Sc: 61.72 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGCGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3470.trna193-ArgCCG (65725-65653)  Arg (CCG) 73 bp  Sc: 62.20 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGTGTCG 
>Danio_rerio_Zv9_scaffold3561.trna16-ArgCCG (142626-142698)  Arg (CCG) 73 bp  Sc: 62.26 
GGCTCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna302-ArgCCG (22239207-22239135)  Arg (CCG) 73 bp  Sc: 62.94 
GTCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna1929-ArgCCG (41410438-41410510)  Arg (CCG) 73 bp  Sc: 63.48 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4682-ArgCCG (56286125-56286053)  Arg (CCG) 73 bp  Sc: 63.48 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7848-ArgCCG (33532305-33532233)  Arg (CCG) 73 bp  Sc: 63.48 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr8.trna719-ArgCCG (40954648-40954576)  Arg (CCG) 73 bp  Sc: 63.48 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3488.trna18-ArgCCG (202978-203050)  Arg (CCG) 73 bp  Sc: 63.48 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5774-ArgCCG (48544371-48544299)  Arg (CCG) 73 bp  Sc: 64.38 
GGCCTGGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr1.trna280-ArgCCG (22256296-22256224)  Arg (CCG) 73 bp  Sc: 64.53 
GGCCCAGTGGCCTAATGGATAAGGCATTAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna3375-ArgCCG (50644464-50644536)  Arg (CCG) 73 bp  Sc: 64.56 



GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna7952-ArgCCG (33129013-33128941)  Arg (CCG) 73 bp  Sc: 64.56 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr1.trna299-ArgCCG (22240793-22240721)  Arg (CCG) 73 bp  Sc: 65.00 
GGCCCAGTGGCCTAATGGATAAGGCATTAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCA 
>Danio_rerio_chr6.trna394-ArgCCG (21590688-21590616)  Arg (CCG) 73 bp  Sc: 65.49 
GACCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCGAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna6560-ArgCCG (43074787-43074715)  Arg (CCG) 73 bp  Sc: 66.11 
GGCTCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna7969-ArgCCG (32730719-32730647)  Arg (CCG) 73 bp  Sc: 66.11 
GGCTCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna1845-ArgCCG (40825691-40825763)  Arg (CCG) 73 bp  Sc: 66.21 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAAT 
CCCATCTGGGTCG 
>Danio_rerio_Zv9_scaffold3464.trna3-ArgCCG (171266-171338)  Arg (CCG) 73 bp  Sc: 67.01 
GGCCCGGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3521.trna2-ArgCCG (139293-139365)  Arg (CCG) 73 bp  Sc: 67.01 
GGCCCGGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna2011-ArgCCG (42321772-42321844)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna3042-ArgCCG (48280538-48280610)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna3831-ArgCCG (54529163-54529235)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna4470-ArgCCG (57028074-57028002)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna6766-ArgCCG (41596554-41596482)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna7160-ArgCCG (39434879-39434807)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr5.trna412-ArgCCG (54152499-54152571)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3503.trna103-ArgCCG (630969-631041)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3531.trna7-ArgCCG (67119-67191)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3547.trna24-ArgCCG (212875-212803)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3554.trna187-ArgCCG (16284-16212)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3555.trna60-ArgCCG (81961-81889)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_Zv9_scaffold3560.trna25-ArgCCG (156181-156253)  Arg (CCG) 73 bp  Sc: 67.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr1.trna286-ArgCCG (22248692-22248620)  Arg (CCG) 73 bp  Sc: 67.80 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 



CCCACCTGGGTCA 
>Danio_rerio_chr1.trna289-ArgCCG (22246787-22246715)  Arg (CCG) 73 bp  Sc: 67.80 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCA 
>Danio_rerio_chr4.trna7580-ArgCCT (36213605-36213535)  Arg (CCT) 71 bp  Sc: 54.03 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCTACGTGGGAGACCAGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna133-ArgCCT (21562085-21562157)  Arg (CCT) 73 bp  Sc: 56.53 
GCCCCAGTGGCATAATGAATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna833-ArgCCT (21562520-21562448)  Arg (CCT) 73 bp  Sc: 56.53 
GCCCCAGTGGCATAATGAATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_Zv9_scaffold3498.trna12-ArgCCT (27990-28062)  Arg (CCT) 73 bp  Sc: 57.55 
GCCCGGCTAACTCAGTCGGTAGAGCATGAGACTCCTAATCTCAGGGTCGTGGGTCCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr9.trna285-ArgCCT (49124568-49124496)  Arg (CCT) 73 bp  Sc: 57.69 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGAGTTCGAGG 
CCCATCTGGGGTG 
>Danio_rerio_chr4.trna3162-ArgCCT (48853968-48854040)  Arg (CCT) 73 bp  Sc: 58.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACCTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3176-ArgCCT (48856941-48857013)  Arg (CCT) 73 bp  Sc: 58.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACCTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3184-ArgCCT (48858643-48858715)  Arg (CCT) 73 bp  Sc: 58.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACCTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr21.trna582-ArgCCT (25216358-25216430)  Arg (CCT) 73 bp  Sc: 58.28 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGCATTGTGGGTTTGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr5.trna730-ArgCCT (54602346-54602276)  Arg (CCT) 71 bp  Sc: 58.75 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCTACGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1302-ArgCCT (37583489-37583559)  Arg (CCT) 71 bp  Sc: 59.62 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTCCTACGTGGGAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1321-ArgCCT (37586670-37586740)  Arg (CCT) 71 bp  Sc: 59.62 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTCCTACGTGGGAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna782-ArgCCT (54591925-54591855)  Arg (CCT) 71 bp  Sc: 59.80 
GCATTGGTGGATCAGTGGTAGAATTCTCGCCTCCTATGCAGGAGTCCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna756-ArgCCT (54596661-54596591)  Arg (CCT) 71 bp  Sc: 60.43 
GCATTGGTGTTTCAGTGGTAGAATTCTCGCCTCCTACGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna783-ArgCCT (54591766-54591696)  Arg (CCT) 71 bp  Sc: 60.51 
GCATTGGTGGATCAGTGGTAGAATTCTCGCCTCCTACGCAGGAGTCCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3981-ArgCCT (55386002-55386074)  Arg (CCT) 73 bp  Sc: 60.69 
GCCTAGCTAGCTCAGTCAGTAGAGCATGAGACTCCTAATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna38-ArgCCT (229435-229507)  Arg (CCT) 73 bp  Sc: 60.69 
GCCTAGCTAGCTCAGTCAGTAGAGCATGAGACTCCTAATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_chr22.trna116-ArgCCT (21555326-21555398)  Arg (CCT) 73 bp  Sc: 61.79 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATATGGGGTT 
>Danio_rerio_chr22.trna106-ArgCCT (21551676-21551748)  Arg (CCT) 73 bp  Sc: 62.37 
GCCCCAGTGGCATAATGGATAAGGCACTGGCCTCCTAAGCCAGAGGTTGTGGGTTCGAGT 
CCCATCTTGGGTG 
>Danio_rerio_chr5.trna789-ArgCCT (54590654-54590584)  Arg (CCT) 71 bp  Sc: 62.70 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCTACGCAGGAAACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr9.trna274-ArgCCT (49157409-49157337)  Arg (CCT) 73 bp  Sc: 62.71 
GCCCCAGCGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 



>Danio_rerio_chr22.trna173-ArgCCT (22249095-22249167)  Arg (CCT) 73 bp  Sc: 63.26 
GCCCCAGTGTCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna161-ArgCCT (22242715-22242787)  Arg (CCT) 73 bp  Sc: 63.72 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTTGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna171-ArgCCT (22248032-22248104)  Arg (CCT) 73 bp  Sc: 65.50 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGTGGTG 
>Danio_rerio_chr22.trna175-ArgCCT (22250158-22250230)  Arg (CCT) 73 bp  Sc: 65.89 
GCTCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna181-ArgCCT (22253347-22253419)  Arg (CCT) 73 bp  Sc: 65.89 
GCTCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna275-ArgCCT (49151471-49151399)  Arg (CCT) 73 bp  Sc: 65.89 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGGTTGTGGGTTCGAGT 
CCCATGTGGGGTG 
>Danio_rerio_chr9.trna277-ArgCCT (49146143-49146071)  Arg (CCT) 73 bp  Sc: 65.89 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGGTTGTGGGTTCGAGT 
CCCATGTGGGGTG 
>Danio_rerio_chr9.trna278-ArgCCT (49144706-49144634)  Arg (CCT) 73 bp  Sc: 65.89 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGGTTGTGGGTTCGAGT 
CCCATGTGGGGTG 
>Danio_rerio_chr9.trna282-ArgCCT (49132323-49132251)  Arg (CCT) 73 bp  Sc: 65.89 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGGTTGTGGGTTCGAGT 
CCCATGTGGGGTG 
>Danio_rerio_chr9.trna284-ArgCCT (49126995-49126923)  Arg (CCT) 73 bp  Sc: 65.89 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGGTTGTGGGTTCGAGT 
CCCATGTGGGGTG 
>Danio_rerio_chr5.trna773-ArgCCT (54593515-54593445)  Arg (CCT) 71 bp  Sc: 66.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCTACGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna165-ArgCCT (22244842-22244914)  Arg (CCT) 73 bp  Sc: 66.83 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTCTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr4.trna5578-ArgCCT (50651375-50651302)  Arg (CCT) 74 bp  Sc: 67.99 
GGCGCTGTGGCTTAGTTGGTCAAAGTGCCTGACTCCTAAACAGGAGATCCTGGGTTCAAA 
TCCCAACAGTGCCC 
>Danio_rerio_chr22.trna841-ArgCCT (21558218-21558146)  Arg (CCT) 73 bp  Sc: 68.31 
GCCCCAGTGGCCTAATGGATAAGGCCCTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna36-ArgCCT (21511569-21511641)  Arg (CCT) 73 bp  Sc: 68.42 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTT 
>Danio_rerio_chr22.trna108-ArgCCT (21552290-21552362)  Arg (CCT) 73 bp  Sc: 68.90 
GCCCCAGTGGCATAATGGATAAGGCACTGGCCTCCTAAGCCAGAGGTTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr12.trna2-ArgCCT (291424-291496)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr12.trna72-ArgCCT (20124688-20124760)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna128-ArgCCT (21560242-21560314)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna130-ArgCCT (21560858-21560930)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna131-ArgCCT (21561473-21561545)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna147-ArgCCT (22235272-22235344)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna149-ArgCCT (22236336-22236408)  Arg (CCT) 73 bp  Sc: 70.63 



GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna151-ArgCCT (22237400-22237472)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna153-ArgCCT (22238463-22238535)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna157-ArgCCT (22240589-22240661)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna159-ArgCCT (22241652-22241724)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna163-ArgCCT (22243778-22243850)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna167-ArgCCT (22245905-22245977)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna169-ArgCCT (22246969-22247041)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna179-ArgCCT (22252284-22252356)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna183-ArgCCT (22254410-22254482)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna828-ArgCCT (21564365-21564293)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna865-ArgCCT (21547723-21547651)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna870-ArgCCT (21545876-21545804)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna875-ArgCCT (21544029-21543957)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna880-ArgCCT (21542182-21542110)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna885-ArgCCT (21540335-21540263)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna890-ArgCCT (21538488-21538416)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna895-ArgCCT (21536641-21536569)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna900-ArgCCT (21534794-21534722)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna905-ArgCCT (21532947-21532875)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna910-ArgCCT (21531100-21531028)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna915-ArgCCT (21529253-21529181)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna920-ArgCCT (21527406-21527334)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 



CCCATCTGGGGTG 
>Danio_rerio_chr22.trna925-ArgCCT (21525559-21525487)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna930-ArgCCT (21523712-21523640)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna935-ArgCCT (21521865-21521793)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna940-ArgCCT (21520018-21519946)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna945-ArgCCT (21518171-21518099)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna950-ArgCCT (21516324-21516252)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna955-ArgCCT (21514477-21514405)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr3.trna13-ArgCCT (4175361-4175433)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr6.trna34-ArgCCT (7628349-7628421)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr8.trna65-ArgCCT (22385960-22386032)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna273-ArgCCT (49159502-49159430)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna276-ArgCCT (49148639-49148567)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna279-ArgCCT (49141874-49141802)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna280-ArgCCT (49137262-49137190)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr9.trna283-ArgCCT (49129491-49129419)  Arg (CCT) 73 bp  Sc: 70.63 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna177-ArgCCT (22251221-22251293)  Arg (CCT) 73 bp  Sc: 70.75 
ACCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna826-ArgCCT (21564979-21564907)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna868-ArgCCT (21546490-21546418)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna873-ArgCCT (21544643-21544571)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna878-ArgCCT (21542796-21542724)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna883-ArgCCT (21540949-21540877)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna888-ArgCCT (21539102-21539030)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 



>Danio_rerio_chr22.trna893-ArgCCT (21537255-21537183)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna898-ArgCCT (21535408-21535336)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna903-ArgCCT (21533561-21533489)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna908-ArgCCT (21531714-21531642)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna913-ArgCCT (21529867-21529795)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna918-ArgCCT (21528020-21527948)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna923-ArgCCT (21526173-21526101)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna928-ArgCCT (21524326-21524254)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna933-ArgCCT (21522479-21522407)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna938-ArgCCT (21520632-21520560)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna943-ArgCCT (21518785-21518713)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna948-ArgCCT (21516938-21516866)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr22.trna953-ArgCCT (21515091-21515019)  Arg (CCT) 73 bp  Sc: 74.48 
GCCCCAGTGGCCTAATGGATAAGGCACTGGCCTCCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGCG 
>Danio_rerio_chr4.trna2954-ArgGCG (48185136-48185206)  Arg (GCG) 71 bp  Sc: 53.02 
GCATAGGTGGTTCAGTGGTACAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna26-ArgGCG (96630-96700)  Arg (GCG) 71 bp  Sc: 54.35 
GCATAGGTGGTTCAGTGGTAGAATTCTCACCTGCGACGAGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna115-ArgGCG (9521489-9521559)  Arg (GCG) 71 bp  Sc: 56.63 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna2964-ArgGCG (48186886-48186956)  Arg (GCG) 71 bp  Sc: 56.63 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1258-ArgGCG (37323854-37323924)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna2742-ArgGCG (46877942-46878012)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna3001-ArgGCG (48253692-48253762)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna4588-ArgGCG (56627296-56627226)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna7689-ArgGCG (34554531-34554461)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna8288-ArgGCG (30717890-30717820)  Arg (GCG) 71 bp  Sc: 58.05 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna32-ArgGCG (38903-38833)  Arg (GCG) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCGAAGAGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna4579-ArgGCG (56629046-56628976)  Arg (GCG) 71 bp  Sc: 58.45 
GCATAGGTGGTTCAGTGGTAGAATTCTTGCCTGCGACGAAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna105-ArgGCG (9519739-9519809)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1250-ArgGCG (37322422-37322492)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2734-ArgGCG (46876345-46876415)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2993-ArgGCG (48252260-48252330)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3099-ArgGCG (48697651-48697721)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3460-ArgGCG (51334418-51334488)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7681-ArgGCG (34556122-34556052)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8280-ArgGCG (30719481-30719411)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna700-ArgGCG (41021554-41021484)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna64-ArgGCG (124329-124259)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna24-ArgGCG (40335-40265)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna50-ArgGCG (40887-40817)  Arg (GCG) 71 bp  Sc: 58.65 
GCATAGGTGGTTCAGTGGTAGAATTCTCGCCTGCGACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna489-ArgGCG (54516946-54517027)  Arg (GCG) 82 bp  Sc: 65.16 
GACGATGTGGCCGAGTGGGTAAAGCGATGGACTGCGAATCCATTGTGCTCTGCAAGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Danio_rerio_chr4.trna477-ArgTCG (30677999-30678071)  Arg (TCG) 73 bp  Sc: 29.52 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAGGCTGAGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_chr22.trna305-ArgTCG (30651898-30651970)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_chr4.trna4344-ArgTCG (57874788-57874860)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3464.trna5-ArgTCG (172286-172358)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3470.trna195-ArgTCG (64707-64635)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3521.trna4-ArgTCG (140312-140384)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3554.trna189-ArgTCG (15267-15195)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 



CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3555.trna62-ArgTCG (80943-80871)  Arg (TCG) 73 bp  Sc: 33.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_chr4.trna5871-ArgTCG (47752452-47752380)  Arg (TCG) 73 bp  Sc: 35.47 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTCGAAGCTGGGAATTGTGGGTTTAAAT 
CCCATTTGGGTTG 
>Danio_rerio_Zv9_scaffold3470.trna53-ArgTCG (295576-295657)  Arg (TCG) 82 bp  Sc: 38.57 
GATAGCGTAGCCAAGGGATCTAAGGCGCTGGATTTCGGCTCCAGTTTCTACGGGGGTGTG 
GGTTCTAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3547.trna11-ArgTCG (234058-233986)  Arg (TCG) 73 bp  Sc: 46.43 
GGCCCAGTGGCCTAAAGGATAAGGCACCAGTCTTCGAAGCTTGGGATTGTGTGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7056-ArgTCG (40241663-40241582)  Arg (TCG) 82 bp  Sc: 50.95 
GGTAGCGTGGCTGAAAGGTCTAAAGCGCTGAATTTCGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATGCCACCGCTGCCA 
>Danio_rerio_chr4.trna1984-ArgTCG (41694598-41694670)  Arg (TCG) 73 bp  Sc: 52.95 
GGCCCAGTGGCTTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
GCCACCTGGGTTG 
>Danio_rerio_chr4.trna2759-ArgTCG (46910768-46910840)  Arg (TCG) 73 bp  Sc: 53.08 
GGCCCAGTGGCCTAAAGGATAAGGCACCAGTCTTCGAAGCTTGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3480.trna5-ArgTCG (30933-31005)  Arg (TCG) 73 bp  Sc: 53.08 
GGCCCAGTGGCCTAAAGGATAAGGCACCAGTCTTCGAAGCTTGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3453.trna22-ArgTCG (177724-177796)  Arg (TCG) 73 bp  Sc: 56.41 
AGCATAGTGGCCTAATGGATAAGGCACTAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5196-ArgTCG (54051503-54051431)  Arg (TCG) 73 bp  Sc: 57.02 
GGCCCAGTGGCCTAAAGGATAAGGCCCCAGTCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr18.trna182-ArgTCG (46749209-46749281)  Arg (TCG) 73 bp  Sc: 57.61 
AGCATAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGAGTTG 
>Danio_rerio_Zv9_scaffold3470.trna194-ArgTCG (65024-64952)  Arg (TCG) 73 bp  Sc: 57.61 
AGCATAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGAGTTG 
>Danio_rerio_Zv9_scaffold3554.trna188-ArgTCG (15584-15512)  Arg (TCG) 73 bp  Sc: 57.61 
AGCATAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGAGTTG 
>Danio_rerio_chr4.trna5770-ArgTCG (48546868-48546796)  Arg (TCG) 73 bp  Sc: 57.62 
GGCCCAGTGGCCTAATGGATAAGGCACCAGTCTTCGAAGCTTGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4320-ArgTCG (57270320-57270392)  Arg (TCG) 73 bp  Sc: 59.05 
GGCCCAGTGGCCTAATAGATAAGGCATCAGCCTTCGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna3269-ArgTCG (49599861-49599933)  Arg (TCG) 73 bp  Sc: 59.35 
GGCCCAGTGGCCTAAAGGATAAGGCACCAGTCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_NA189.trna2-ArgTCG (3119-3191)  Arg (TCG) 73 bp  Sc: 59.56 
GGCCCAGTGGCCTAATGGATAAGGCACCAGACTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCGGGGTTG 
>Danio_rerio_chr5.trna416-ArgTCG (54187239-54187311)  Arg (TCG) 73 bp  Sc: 59.94 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCATGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3514.trna24-ArgTCG (147977-148049)  Arg (TCG) 73 bp  Sc: 60.40 
AGCCCAGTGGCCTAATGGATAAGGCACCATCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3498.trna4-ArgTCG (17711-17783)  Arg (TCG) 73 bp  Sc: 60.61 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAGGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7951-ArgTCG (33129921-33129849)  Arg (TCG) 73 bp  Sc: 60.61 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAAT 
CCCATATGGGTCG 
>Danio_rerio_Zv9_scaffold3514.trna27-ArgTCG (152609-152681)  Arg (TCG) 73 bp  Sc: 60.91 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGTTTG 



>Danio_rerio_chr4.trna5069-ArgTCG (54636823-54636751)  Arg (TCG) 73 bp  Sc: 60.95 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTTAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna6554-ArgTCG (43078807-43078735)  Arg (TCG) 73 bp  Sc: 60.95 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTTAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr22.trna304-ArgTCG (30651581-30651653)  Arg (TCG) 73 bp  Sc: 60.96 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGAGTTG 
>Danio_rerio_chr4.trna476-ArgTCG (30677682-30677754)  Arg (TCG) 73 bp  Sc: 60.96 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGAGTTG 
>Danio_rerio_chr4.trna4343-ArgTCG (57874471-57874543)  Arg (TCG) 73 bp  Sc: 60.96 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3498.trna1-ArgTCG (14616-14688)  Arg (TCG) 73 bp  Sc: 61.07 
AGCCCAGTGGCCTTATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna287-ArgTCG (22247636-22247564)  Arg (TCG) 73 bp  Sc: 61.54 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
TCCACCTGGGTTG 
>Danio_rerio_chr4.trna6763-ArgTCG (41605850-41605778)  Arg (TCG) 73 bp  Sc: 61.57 
GGCCCAGTGGCCTAATGGATAAGACACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr12.trna449-ArgTCG (3040600-3040528)  Arg (TCG) 73 bp  Sc: 61.71 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTAGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1057-ArgTCG (35398740-35398812)  Arg (TCG) 73 bp  Sc: 62.35 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGAGTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna190-ArgTCG (29782148-29782220)  Arg (TCG) 73 bp  Sc: 63.01 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCAGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1866-ArgTCG (40990646-40990718)  Arg (TCG) 73 bp  Sc: 63.28 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGTTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7727-ArgTCG (34431070-34430998)  Arg (TCG) 73 bp  Sc: 63.28 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGTTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3538.trna17-ArgTCG (209086-209158)  Arg (TCG) 73 bp  Sc: 63.28 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGTTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3530.trna90-ArgTCG (460235-460307)  Arg (TCG) 73 bp  Sc: 63.88 
GGCCCAGTGGCCTAATGGATAAGGCACCAGTCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3503.trna41-ArgTCG (332290-332362)  Arg (TCG) 73 bp  Sc: 64.00 
AGCCCAGTGGCCTAATGGATAAGGCACCAGTCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3530.trna94-ArgTCG (496346-496418)  Arg (TCG) 73 bp  Sc: 64.00 
AGCCCAGTGGCCTAATGGATAAGGCACCAGTCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr7.trna50-ArgTCG (15454694-15454766)  Arg (TCG) 73 bp  Sc: 64.04 
GGCCTCGTGGCCTAATGGATAAAGCGTCTGACTTCGGATCAGAAGATTCCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr4.trna6896-ArgTCG (40675673-40675601)  Arg (TCG) 73 bp  Sc: 64.46 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7662-ArgTCG (34907278-34907206)  Arg (TCG) 73 bp  Sc: 64.46 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7843-ArgTCG (33558369-33558297)  Arg (TCG) 73 bp  Sc: 64.46 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7950-ArgTCG (33185054-33184982)  Arg (TCG) 73 bp  Sc: 64.46 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3473.trna64-ArgTCG (301885-301813)  Arg (TCG) 73 bp  Sc: 64.46 



GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3530.trna181-ArgTCG (677489-677561)  Arg (TCG) 73 bp  Sc: 64.46 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr7.trna52-ArgTCG (15456793-15456865)  Arg (TCG) 73 bp  Sc: 64.65 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGATTCGAGT 
CCTGCCGAGGTTG 
>Danio_rerio_chr7.trna51-ArgTCG (15456322-15456394)  Arg (TCG) 73 bp  Sc: 65.39 
GGCCCTGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGTAGGTTTGAGT 
CCTGCCAGGGTCG 
>Danio_rerio_chr4.trna3544-ArgTCG (52244390-52244462)  Arg (TCG) 73 bp  Sc: 65.58 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna3757-ArgTCG (53631782-53631854)  Arg (TCG) 73 bp  Sc: 65.58 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna5074-ArgTCG (54633610-54633538)  Arg (TCG) 73 bp  Sc: 66.48 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGC 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna6559-ArgTCG (43075596-43075524)  Arg (TCG) 73 bp  Sc: 66.48 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGC 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna284-ArgTCG (22249541-22249469)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna297-ArgTCG (22241642-22241570)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1115-ArgTCG (36239198-36239270)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1610-ArgTCG (39352253-39352325)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1909-ArgTCG (41261655-41261727)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1938-ArgTCG (41458269-41458341)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna2010-ArgTCG (42320982-42321054)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna2170-ArgTCG (43162503-43162575)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna2211-ArgTCG (43285153-43285225)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna282-ArgTCG (30314810-30314882)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4350-ArgTCG (58023453-58023525)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4391-ArgTCG (57742759-57742687)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4466-ArgTCG (57030414-57030342)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4678-ArgTCG (56288458-56288386)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7846-ArgTCG (33533115-33533043)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 



CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7963-ArgTCG (32734746-32734674)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna922-ArgTCG (34017042-34017114)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr5.trna409-ArgTCG (54150611-54150683)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr8.trna716-ArgTCG (40957082-40957010)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr8.trna718-ArgTCG (40955461-40955389)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3473.trna111-ArgTCG (88313-88241)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3488.trna15-ArgTCG (200644-200716)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3531.trna3-ArgTCG (64780-64852)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3561.trna10-ArgTCG (138643-138715)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3561.trna15-ArgTCG (141852-141924)  Arg (TCG) 73 bp  Sc: 67.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna294-ArgTCG (22243306-22243234)  Arg (TCG) 73 bp  Sc: 67.98 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna304-ArgTCG (22237629-22237557)  Arg (TCG) 73 bp  Sc: 67.98 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7609-ArgTCG (35447372-35447300)  Arg (TCG) 73 bp  Sc: 67.98 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3503.trna102-ArgTCG (630188-630260)  Arg (TCG) 73 bp  Sc: 67.98 
AGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr7.trna62-ArgTCG (17346112-17346184)  Arg (TCG) 73 bp  Sc: 68.12 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTACCGGGGTCG 
>Danio_rerio_chr4.trna1844-ArgTCG (40824783-40824855)  Arg (TCG) 73 bp  Sc: 68.93 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna3374-ArgTCG (50643556-50643628)  Arg (TCG) 73 bp  Sc: 68.93 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_Zv9_scaffold3470.trna128-ArgTCG (299712-299640)  Arg (TCG) 73 bp  Sc: 68.93 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr12.trna550-ArgTCG (294798-294726)  Arg (TCG) 73 bp  Sc: 70.52 
GACCGCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGAGGGTTCGAGT 
CCCTTCGTGGTCG 
>Danio_rerio_chr7.trna63-ArgTCG (17347672-17347744)  Arg (TCG) 73 bp  Sc: 70.60 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAATATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr7.trna61-ArgTCG (17344639-17344711)  Arg (TCG) 73 bp  Sc: 71.13 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGACTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr4.trna7968-ArgTCG (32731532-32731460)  Arg (TCG) 73 bp  Sc: 71.71 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 



>Danio_rerio_Zv9_scaffold3503.trna98-ArgTCG (625245-625317)  Arg (TCG) 73 bp  Sc: 71.71 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr7.trna57-ArgTCG (17338647-17338719)  Arg (TCG) 73 bp  Sc: 72.32 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGTGGTCG 
>Danio_rerio_chr7.trna58-ArgTCG (17338938-17339010)  Arg (TCG) 73 bp  Sc: 73.76 
GGCCTCGTGGCCTAATGGATAAGGTGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr25.trna38-ArgTCG (8721773-8721845)  Arg (TCG) 73 bp  Sc: 75.22 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr7.trna555-ArgTCG (15453448-15453376)  Arg (TCG) 73 bp  Sc: 75.22 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr7.trna558-ArgTCG (15267196-15267124)  Arg (TCG) 73 bp  Sc: 75.22 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr7.trna59-ArgTCG (17341415-17341487)  Arg (TCG) 73 bp  Sc: 75.22 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr7.trna60-ArgTCG (17343027-17343099)  Arg (TCG) 73 bp  Sc: 75.22 
GGCCTCGTGGCCTAATGGATAAGGCGTCTGACTTCGGATCAGAAGATTGCAGGTTCGAGT 
CCTGCCGGGGTCG 
>Danio_rerio_chr22.trna961-ArgTCT (21512015-21511943)  Arg (TCT) 73 bp  Sc: 59.35 
GCCCCAGTGCCCTATTGGATAAGGCACTGGCCTTCTAAGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr4.trna6864-ArgTCT (40760176-40760095)  Arg (TCT) 82 bp  Sc: 65.27 
GATGAGGTGGCCGAGTGGTTAAGGCAATGGACTTCTAATCCATTGTGCTCTGCACGCGTG 
GGTTTGAATCCCGTCCTCGTTG 
>Danio_rerio_chr2.trna315-ArgTCT (44252517-44252444)  Arg (TCT) 74 bp  Sc: 72.95 
GTCTCTGTGGCGCAATGGAATAGCGCGCTGGACTTCTAATCCAGAGGCTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Danio_rerio_chr7.trna527-ArgTCT (20361548-20361475)  Arg (TCT) 74 bp  Sc: 72.95 
GTCTCTGTGGCGCAATGGAATAGCGCGCTGGACTTCTAATCCAGAGGCTCCGGGTTCGAG 
TCCCGGCAGAGATG 
>Danio_rerio_Zv9_scaffold3503.trna51-ArgTCT (353212-353284)  Arg (TCT) 73 bp  Sc: 74.93 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTCTAATCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3552.trna18-ArgTCT (10934-11022)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr7.trna3-ArgTCT (1099226-1099316)  Arg (TCT) 91 bp  Sc: 68.21 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGGAAAGCCTCTCGAGGGGATTCA 
AAGGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_scaffold3530.trna213-ArgTCT (1206744-1206832)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3494.trna84-ArgTCT (124785-124697)  Arg (TCT) 89 bp  Sc: 58.66 
GGCTCTGTGGCACAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr7.trna6-ArgTCT (1249620-1249710)  Arg (TCT) 91 bp  Sc: 68.21 
GGCTCCGTGGCGCAATGGATAGCGCATTGGACTTCTAGGAAAGCCTCTCGAGGGGATTCA 
AAGGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna21-ArgTCT (12538-12626)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3490.trna8-ArgTCT (128049-127961)  Arg (TCT) 89 bp  Sc: 62.62 
GGCTCTGTGGCGCAATGGATAGAGCATTGGACTTCTAGGTTGTGAGCTAAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_NA668.trna6-ArgTCT (12871-12783)  Arg (TCT) 89 bp  Sc: 54.90 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCTTTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3503.trna20-ArgTCT (140032-140120)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3503.trna23-ArgTCT (141633-141721)  Arg (TCT) 89 bp  Sc: 56.30 



GGCTCTGTGGTGCAATGGATAGCGTATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3552.trna24-ArgTCT (14142-14230)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3503.trna26-ArgTCT (143234-143322)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3503.trna29-ArgTCT (144834-144922)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr15.trna68-ArgTCT (14489313-14489399)  Arg (TCT) 87 bp  Sc: 68.43 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGATTGGATGTGGCCATTCAAAGG 
TTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3521.trna17-ArgTCT (147806-147718)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3521.trna14-ArgTCT (149409-149321)  Arg (TCT) 89 bp  Sc: 65.53 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGCCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna27-ArgTCT (15746-15834)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_NA109.trna17-ArgTCT (1649-1561)  Arg (TCT) 89 bp  Sc: 54.12 
GGCTCTGTGGCTCAATGGATAGTGCATTAGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGGTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna30-ArgTCT (17350-17438)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3552.trna33-ArgTCT (18954-19042)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_NA827.trna3-ArgTCT (20017-20105)  Arg (TCT) 89 bp  Sc: 60.58 
GGCTCTGTAGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCCGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna36-ArgTCT (20558-20646)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3494.trna187-ArgTCT (21619-21531)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_NA827.trna6-ArgTCT (21561-21649)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna39-ArgTCT (22162-22250)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3494.trna184-ArgTCT (23225-23137)  Arg (TCT) 89 bp  Sc: 68.18 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCTATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_NA827.trna9-ArgTCT (23166-23254)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTGTGGTGCAATGGATAGCGTATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3554.trna20-ArgTCT (232423-232511)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_scaffold3473.trna104-ArgTCT (232614-232526)  Arg (TCT) 89 bp  Sc: 63.50 
GGCTCTGTGGCACAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3554.trna23-ArgTCT (234026-234114)  Arg (TCT) 89 bp  Sc: 63.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3554.trna26-ArgTCT (235629-235717)  Arg (TCT) 89 bp  Sc: 60.56 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTAGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3554.trna29-ArgTCT (237231-237319)  Arg (TCT) 89 bp  Sc: 60.56 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 



GGTTGTAGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna42-ArgTCT (23766-23854)  Arg (TCT) 89 bp  Sc: 60.32 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAATCA 
>Danio_rerio_Zv9_scaffold3554.trna32-ArgTCT (238833-238921)  Arg (TCT) 89 bp  Sc: 56.71 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTAGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3473.trna94-ArgTCT (239199-239111)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3473.trna92-ArgTCT (240798-240710)  Arg (TCT) 89 bp  Sc: 57.89 
GGCTCTGTGGTGCAATGGATAGCGCATTGGTCTTCTAGGTTGTGAGTTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3473.trna89-ArgTCT (242402-242314)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr24.trna59-ArgTCT (24447855-24447944)  Arg (TCT) 90 bp  Sc: 69.08 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGATTGTTGAATGGGGTCATTCAA 
AGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3473.trna83-ArgTCT (245601-245513)  Arg (TCT) 89 bp  Sc: 53.57 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAATCG 
>Danio_rerio_Zv9_scaffold3473.trna80-ArgTCT (247204-247116)  Arg (TCT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTAAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_NA827.trna12-ArgTCT (24700-24788)  Arg (TCT) 89 bp  Sc: 61.22 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCTATTCAAA 
GCTTGTGGGTTCGAGCCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3494.trna181-ArgTCT (24832-24744)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGTTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_NA251.trna18-ArgTCT (25295-25383)  Arg (TCT) 89 bp  Sc: 59.00 
GGCTCTGTGGCGCAATGCATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna45-ArgTCT (25370-25458)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_NA827.trna15-ArgTCT (26304-26392)  Arg (TCT) 89 bp  Sc: 61.97 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GCTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3494.trna178-ArgTCT (26437-26349)  Arg (TCT) 89 bp  Sc: 62.60 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GCTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna48-ArgTCT (26972-27060)  Arg (TCT) 89 bp  Sc: 65.00 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGGTGAGCCATCCAAA 
GGTTGTGGGTTCGAGTCCCACAAGAGTCG 
>Danio_rerio_Zv9_scaffold3494.trna175-ArgTCT (28044-27956)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3470.trna46-ArgTCT (285666-285754)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3503.trna282-ArgTCT (289048-288960)  Arg (TCT) 89 bp  Sc: 55.35 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAACCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr22.trna781-ArgTCT (29104936-29104848)  Arg (TCT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr22.trna778-ArgTCT (29106537-29106449)  Arg (TCT) 89 bp  Sc: 56.15 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr22.trna775-ArgTCT (29108139-29108051)  Arg (TCT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr22.trna772-ArgTCT (29109742-29109654)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 



>Danio_rerio_Zv9_scaffold3552.trna3-ArgTCT (2913-3001)  Arg (TCT) 89 bp  Sc: 37.65 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3494.trna172-ArgTCT (29652-29564)  Arg (TCT) 89 bp  Sc: 66.92 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_chr22.trna231-ArgTCT (30568488-30568576)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_chr22.trna321-ArgTCT (30809805-30809893)  Arg (TCT) 89 bp  Sc: 45.30 
GGCTCTGTGGCGCAATGGATAGCGCGTTGGACTTCTAGACTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTTG 
>Danio_rerio_chr22.trna349-ArgTCT (30968946-30969034)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_chr1.trna254-ArgTCT (33022550-33022459)  Arg (TCT) 92 bp  Sc: 68.86 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAAGCCTCACTTAGAGAAGTGATTC 
AAAGGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna696-ArgTCT (33290343-33290431)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_chr4.trna7839-ArgTCT (33604257-33604169)  Arg (TCT) 89 bp  Sc: 42.54 
GGCTCTGTGGTGAAATGGATAGTGCATTGGACTTCTAGGCTGGGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna898-ArgTCT (33857001-33857089)  Arg (TCT) 89 bp  Sc: 55.14 
GGCTCTGTGGCGCAATAGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna901-ArgTCT (33858608-33858696)  Arg (TCT) 89 bp  Sc: 60.87 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna904-ArgTCT (33860209-33860297)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna7666-ArgTCT (34741066-34740978)  Arg (TCT) 89 bp  Sc: 60.34 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna994-ArgTCT (34941252-34941332)  Arg (TCT) 81 bp  Sc: 23.13 
GGCTCTGTGGTGCAATGAACAGTGTGTTGGAATTCTAAGCTTGAAATTCAAAGATTGTGG 
GTTTGAGTCGCACCAGAGTCT 
>Danio_rerio_chr4.trna7647-ArgTCT (35108911-35108823)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna7644-ArgTCT (35110514-35110426)  Arg (TCT) 89 bp  Sc: 65.53 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGCCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1009-ArgTCT (35172274-35172354)  Arg (TCT) 81 bp  Sc: 22.50 
GGCTCTGTGGTGCAATGAACAGTGTGTTGGAATTCTAAGCTTGAAATTCAAAGATTGTGG 
GTTTGAGTCGCACCGGAGTCT 
>Danio_rerio_chr4.trna7618-ArgTCT (35350829-35350741)  Arg (TCT) 89 bp  Sc: 50.59 
GGCTCTGTGGCGCAATGGATAGTGCATTGTACTTCTAGGCTGTGAGCTAAGCCATTCAAA 
GGTTGTGGGTTCGGGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna7615-ArgTCT (35352190-35352102)  Arg (TCT) 89 bp  Sc: 56.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGTGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna1100-ArgTCT (36091267-36091355)  Arg (TCT) 89 bp  Sc: 54.69 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGACTGTGAGCTGAGCCATTCAAA 
GGTTGAGGGATCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna1166-ArgTCT (37140027-37140115)  Arg (TCT) 89 bp  Sc: 67.80 
GGCTCTGTGGCGCAATGGATAGCGTGTTGGACTTCTAGGCTGTGAACTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1169-ArgTCT (37141619-37141707)  Arg (TCT) 89 bp  Sc: 65.42 
GGCTCTGTGGCGCAATGGATAGCGCGTTGGACTTCTAGGCTGTGAACTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna1173-ArgTCT (37143222-37143310)  Arg (TCT) 89 bp  Sc: 54.68 
GGCTCTGTGGCGCAAAGGATAGCGCATTGGACTTCTAGGCTGTGAACTGAGCCCTTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna7466-ArgTCT (37480949-37480861)  Arg (TCT) 89 bp  Sc: 56.07 



CGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGATCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna7239-ArgTCT (38851726-38851638)  Arg (TCT) 89 bp  Sc: 62.52 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGTCATTCAAA 
GGTTGTGGGTTCAAGTCCCACTAGAGTCA 
>Danio_rerio_chr4.trna1576-ArgTCT (39126775-39126863)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1700-ArgTCT (40083476-40083564)  Arg (TCT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTAAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1703-ArgTCT (40085080-40085168)  Arg (TCT) 89 bp  Sc: 62.28 
GGCTCTGTGGCGCAATGGATAGCGCGTTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTTGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1706-ArgTCT (40086683-40086771)  Arg (TCT) 89 bp  Sc: 63.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna6921-ArgTCT (40468612-40468524)  Arg (TCT) 89 bp  Sc: 60.09 
GGCTCTGTGGCGCAATGGATAGCGCAGTGGATTTCTAGGCTGTGAGCTGACTAATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna1843-ArgTCT (40772628-40772716)  Arg (TCT) 89 bp  Sc: 45.12 
GGCTCTGTGGCACAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCTACCAGAGTTG 
>Danio_rerio_chr4.trna1947-ArgTCT (41581149-41581237)  Arg (TCT) 89 bp  Sc: 58.66 
GGCTCTGTGGCACAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna6722-ArgTCT (41924590-41924502)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna6697-ArgTCT (42511686-42511598)  Arg (TCT) 89 bp  Sc: 58.66 
GGCTCTGTGGCACAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2182-ArgTCT (43235874-43235962)  Arg (TCT) 89 bp  Sc: 63.06 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna2186-ArgTCT (43237824-43237912)  Arg (TCT) 89 bp  Sc: 53.96 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2189-ArgTCT (43239988-43240076)  Arg (TCT) 89 bp  Sc: 56.07 
GGCTCTGTGGCGCAATGGATAGCGCATTCGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GATTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna2192-ArgTCT (43241591-43241679)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna2196-ArgTCT (43243542-43243630)  Arg (TCT) 89 bp  Sc: 60.87 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2199-ArgTCT (43245703-43245791)  Arg (TCT) 89 bp  Sc: 61.34 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna2203-ArgTCT (43247311-43247399)  Arg (TCT) 89 bp  Sc: 56.05 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr12.trna153-ArgTCT (43432675-43432763)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna156-ArgTCT (43433595-43433683)  Arg (TCT) 89 bp  Sc: 65.60 
GGCTCTGTGGCGCAATGGATAGCGCATTGGATTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna159-ArgTCT (43434515-43434603)  Arg (TCT) 89 bp  Sc: 51.74 
GGCTCTTTGGCGCAATGGATAGTGCATTGCACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna163-ArgTCT (43435401-43435489)  Arg (TCT) 89 bp  Sc: 55.47 
GGCTCTGTGGCGCAATGTATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna165-ArgTCT (43435861-43435949)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 



GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna167-ArgTCT (43436320-43436408)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna169-ArgTCT (43436780-43436868)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna173-ArgTCT (43437700-43437788)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna175-ArgTCT (43438160-43438248)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna177-ArgTCT (43438620-43438708)  Arg (TCT) 89 bp  Sc: 63.78 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACTAGAGTCG 
>Danio_rerio_chr12.trna179-ArgTCT (43439079-43439167)  Arg (TCT) 89 bp  Sc: 61.80 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna181-ArgTCT (43439539-43439627)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna183-ArgTCT (43439998-43440086)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna185-ArgTCT (43440458-43440546)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna187-ArgTCT (43440917-43441005)  Arg (TCT) 89 bp  Sc: 61.80 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna189-ArgTCT (43441377-43441465)  Arg (TCT) 89 bp  Sc: 61.80 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna191-ArgTCT (43441837-43441925)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna195-ArgTCT (43442756-43442844)  Arg (TCT) 89 bp  Sc: 67.55 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGATAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna199-ArgTCT (43443672-43443760)  Arg (TCT) 89 bp  Sc: 62.12 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna201-ArgTCT (43444133-43444221)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna203-ArgTCT (43444593-43444681)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna207-ArgTCT (43445513-43445601)  Arg (TCT) 89 bp  Sc: 61.80 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna209-ArgTCT (43445973-43446061)  Arg (TCT) 89 bp  Sc: 55.06 
GGCTCTGTGGTGCAATCGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna211-ArgTCT (43446430-43446518)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna213-ArgTCT (43446890-43446978)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna217-ArgTCT (43447810-43447898)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna219-ArgTCT (43448268-43448356)  Arg (TCT) 89 bp  Sc: 56.94 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 



>Danio_rerio_chr12.trna221-ArgTCT (43448727-43448815)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna223-ArgTCT (43449188-43449276)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna227-ArgTCT (43450108-43450196)  Arg (TCT) 89 bp  Sc: 62.12 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna231-ArgTCT (43451024-43451112)  Arg (TCT) 89 bp  Sc: 55.06 
GGCTCTGTGGTGCAATCGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna233-ArgTCT (43451481-43451569)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna235-ArgTCT (43451942-43452030)  Arg (TCT) 89 bp  Sc: 46.96 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTAAGCCATTCAAA 
AGTTGTGAGTTCCAGTCCCATCAGAGTCG 
>Danio_rerio_chr12.trna237-ArgTCT (43452401-43452489)  Arg (TCT) 89 bp  Sc: 54.69 
AGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna241-ArgTCT (43453317-43453405)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna245-ArgTCT (43454237-43454325)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna247-ArgTCT (43454698-43454786)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna251-ArgTCT (43455584-43455672)  Arg (TCT) 89 bp  Sc: 61.80 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCTCCAGAGTCG 
>Danio_rerio_chr12.trna253-ArgTCT (43456044-43456132)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna255-ArgTCT (43456503-43456591)  Arg (TCT) 89 bp  Sc: 60.78 
GGCTCTTTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna257-ArgTCT (43456963-43457051)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna259-ArgTCT (43457422-43457510)  Arg (TCT) 89 bp  Sc: 58.13 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTACGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr12.trna265-ArgTCT (43458797-43458885)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna267-ArgTCT (43459257-43459345)  Arg (TCT) 89 bp  Sc: 55.16 
GGCTCTATGGCGGAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna269-ArgTCT (43459717-43459805)  Arg (TCT) 89 bp  Sc: 57.26 
GGCTCTGTGGCGCAATGGAGAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCAACAGAGTCG 
>Danio_rerio_chr12.trna273-ArgTCT (43460638-43460726)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna277-ArgTCT (43461542-43461630)  Arg (TCT) 89 bp  Sc: 62.42 
GGCTCTATGGCGCAATGGATAGCGCATTGGACTTCTAAGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna279-ArgTCT (43462002-43462090)  Arg (TCT) 89 bp  Sc: 46.96 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTAAGCCATTCAAA 
AGTTGTGAGTTCCAGTCCCATCAGAGTCG 
>Danio_rerio_chr12.trna281-ArgTCT (43462445-43462533)  Arg (TCT) 89 bp  Sc: 67.41 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna283-ArgTCT (43462905-43462993)  Arg (TCT) 89 bp  Sc: 65.60 



GGCTCTGTGGCGCAATGGATAGCGCATTGGATTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr12.trna285-ArgTCT (43463392-43463480)  Arg (TCT) 89 bp  Sc: 59.98 
TGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTTAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2375-ArgTCT (44258256-44258344)  Arg (TCT) 89 bp  Sc: 60.00 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna6166-ArgTCT (45435887-45435799)  Arg (TCT) 89 bp  Sc: 47.20 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGACCTGAGCCATTCAAA 
GGTTGTTGGTTCTAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna6163-ArgTCT (45437178-45437090)  Arg (TCT) 89 bp  Sc: 62.27 
GGCCCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna6-ArgTCT (4518-4606)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna2503-ArgTCT (45669371-45669459)  Arg (TCT) 89 bp  Sc: 61.88 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGCCATTCAAA 
GGTTGTGGGTTCAAGTCCCACTAGAGTCA 
>Danio_rerio_chr4.trna6067-ArgTCT (46029622-46029534)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna6055-ArgTCT (46618529-46618441)  Arg (TCT) 89 bp  Sc: 57.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCTGATTCG 
>Danio_rerio_chr4.trna6049-ArgTCT (46621730-46621642)  Arg (TCT) 89 bp  Sc: 57.77 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna6046-ArgTCT (46623330-46623242)  Arg (TCT) 89 bp  Sc: 63.18 
AGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna6043-ArgTCT (46624933-46624845)  Arg (TCT) 89 bp  Sc: 57.14 
AGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna2811-ArgTCT (47749274-47749362)  Arg (TCT) 89 bp  Sc: 56.89 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAGA 
GGTTGTGGGTTCGAGTCCCACCAGAATCG 
>Danio_rerio_chr4.trna2914-ArgTCT (48086459-48086547)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2917-ArgTCT (48088059-48088147)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2920-ArgTCT (48089658-48089746)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2923-ArgTCT (48091260-48091348)  Arg (TCT) 89 bp  Sc: 56.71 
GGCTCTGTGGCGCAATGGATAGCGCATTAGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGCTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna2926-ArgTCT (48092859-48092947)  Arg (TCT) 89 bp  Sc: 60.87 
GGCTCTGTGGCGCAATGGATAGGGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5776-ArgTCT (48332778-48332690)  Arg (TCT) 89 bp  Sc: 59.37 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGTTGTGAGCTAAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCATCAGAGTCG 
>Danio_rerio_chr4.trna5730-ArgTCT (49202887-49202799)  Arg (TCT) 89 bp  Sc: 42.19 
GGCTCTGAGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna5726-ArgTCT (49353849-49353761)  Arg (TCT) 89 bp  Sc: 62.52 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGTCATTCAAA 
GGTTGTGGGTTCAAGTCCCACTAGAGTCA 
>Danio_rerio_chr4.trna3298-ArgTCT (50094983-50095071)  Arg (TCT) 89 bp  Sc: 56.00 
GGCTCTGTGGCGCAATGGATAGAGCATTGGACTTCTAGGTTGTGAGCTAAGCTGTTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna5577-ArgTCT (50653932-50653844)  Arg (TCT) 89 bp  Sc: 55.66 
GGCTCTGTGGCACAATGGATAGTGCATTGTACTTCTAGGCTGTGAGCTGAGCCATTCAAA 



GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5550-ArgTCT (50895270-50895182)  Arg (TCT) 89 bp  Sc: 55.35 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAACCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5547-ArgTCT (50896719-50896631)  Arg (TCT) 89 bp  Sc: 55.79 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTAGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna5540-ArgTCT (50952093-50952005)  Arg (TCT) 89 bp  Sc: 55.79 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTAGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna5537-ArgTCT (50953692-50953604)  Arg (TCT) 89 bp  Sc: 56.48 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTATGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna5533-ArgTCT (51102113-51102026)  Arg (TCT) 88 bp  Sc: 56.34 
GGCTCTGTGGCGCAATGGATAGAGCATTGGACTTCTAGGTTGTGATCAAGCCATTCAAAG 
GTTGTGTGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_chr4.trna5529-ArgTCT (51103815-51103727)  Arg (TCT) 89 bp  Sc: 49.42 
GGCTCTGTGGCTCAATGGATAGCGCATTGGACTTCTAGGCTCTGAGCTAAGCCATTTAAA 
GGTTGTGGGTTCGAGTTCCACCAGAGTCA 
>Danio_rerio_chr4.trna5363-ArgTCT (52938968-52938880)  Arg (TCT) 89 bp  Sc: 58.08 
GGCTCTGTGGCGAAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTAAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna5351-ArgTCT (53086947-53086859)  Arg (TCT) 89 bp  Sc: 67.05 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGGTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5342-ArgTCT (53091752-53091664)  Arg (TCT) 89 bp  Sc: 60.00 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5339-ArgTCT (53093354-53093266)  Arg (TCT) 89 bp  Sc: 60.87 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5333-ArgTCT (53096556-53096468)  Arg (TCT) 89 bp  Sc: 57.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCTGATTCG 
>Danio_rerio_chr4.trna5327-ArgTCT (53099755-53099667)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5324-ArgTCT (53101355-53101267)  Arg (TCT) 89 bp  Sc: 59.64 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCTATTCAAA 
GGTTGTGGGTTAGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5322-ArgTCT (53103278-53103190)  Arg (TCT) 89 bp  Sc: 59.52 
GGCTCTGTGGCGCAATGGATAGCGCACTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTTCAAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5262-ArgTCT (53275312-53275224)  Arg (TCT) 89 bp  Sc: 61.06 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTTCCACCAGAGTCA 
>Danio_rerio_chr4.trna3717-ArgTCT (53399370-53399458)  Arg (TCT) 89 bp  Sc: 56.15 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna3720-ArgTCT (53400972-53401060)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna3723-ArgTCT (53402574-53402662)  Arg (TCT) 89 bp  Sc: 56.96 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna3727-ArgTCT (53404530-53404618)  Arg (TCT) 89 bp  Sc: 57.02 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr5.trna457-ArgTCT (54355616-54355704)  Arg (TCT) 89 bp  Sc: 58.41 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTATGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr5.trna462-ArgTCT (54358821-54358909)  Arg (TCT) 89 bp  Sc: 55.22 
GGCTCTGTGGCGCAATGGATAGTGCAATGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr5.trna465-ArgTCT (54360423-54360511)  Arg (TCT) 89 bp  Sc: 62.03 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
AATTGTGGGTTCGAGTCCCACCAGAGTCG 



>Danio_rerio_chr5.trna468-ArgTCT (54362023-54362111)  Arg (TCT) 89 bp  Sc: 61.94 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGTTTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr5.trna471-ArgTCT (54363641-54363729)  Arg (TCT) 89 bp  Sc: 58.41 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTATGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr5.trna482-ArgTCT (54369772-54369860)  Arg (TCT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr5.trna485-ArgTCT (54371373-54371461)  Arg (TCT) 89 bp  Sc: 57.66 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna3829-ArgTCT (54507352-54507440)  Arg (TCT) 89 bp  Sc: 61.88 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGCCATTCAAA 
GGTTGTGGGTTCAAGTCCCACTAGAGTCA 
>Danio_rerio_chr5.trna519-ArgTCT (54665160-54665248)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_chr4.trna5065-ArgTCT (54770860-54770772)  Arg (TCT) 89 bp  Sc: 52.59 
GGCTTTGTGGCGCAATGGATAGTGCAGTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna3869-ArgTCT (54870376-54870464)  Arg (TCT) 89 bp  Sc: 55.66 
GGCTCTGTGGCACAATGGATAGTGCATTGTACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4996-ArgTCT (55042743-55042655)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4993-ArgTCT (55044345-55044257)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4990-ArgTCT (55045947-55045859)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4987-ArgTCT (55047549-55047461)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4984-ArgTCT (55049151-55049063)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4981-ArgTCT (55050753-55050665)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4978-ArgTCT (55052355-55052267)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4975-ArgTCT (55053957-55053869)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4972-ArgTCT (55055559-55055471)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4969-ArgTCT (55057161-55057073)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4966-ArgTCT (55058763-55058675)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4963-ArgTCT (55060365-55060277)  Arg (TCT) 89 bp  Sc: 36.61 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTTGAGTCCCACCAGAGTAG 
>Danio_rerio_chr4.trna4960-ArgTCT (55061966-55061878)  Arg (TCT) 89 bp  Sc: 43.87 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGCTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4957-ArgTCT (55063572-55063484)  Arg (TCT) 89 bp  Sc: 51.66 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
tgttgtGGGTTCGAGTCTCACCAGAGTCG 
>Danio_rerio_chr4.trna4031-ArgTCT (55690824-55690912)  Arg (TCT) 89 bp  Sc: 50.74 



GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4035-ArgTCT (55692421-55692509)  Arg (TCT) 89 bp  Sc: 55.22 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTC 
>Danio_rerio_chr4.trna4038-ArgTCT (55693852-55693940)  Arg (TCT) 89 bp  Sc: 58.08 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCAGTGAGCTGAGTCATTCGAA 
GGTTGTGGGTTCTAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4041-ArgTCT (55699483-55699571)  Arg (TCT) 89 bp  Sc: 57.08 
GGCTCTGTGGCGCAATGGATAGTGTATTGGACTTCTAGGCTGTGAGCTGAGCCATCCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4059-ArgTCT (56266290-56266378)  Arg (TCT) 89 bp  Sc: 60.15 
GGCTCTGTGGTGCAATGGATAGCGTATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4063-ArgTCT (56267892-56267980)  Arg (TCT) 89 bp  Sc: 46.14 
GGCTCTGTGGTGCAATGAATAGCGCATTGGAATTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4067-ArgTCT (56269494-56269582)  Arg (TCT) 89 bp  Sc: 46.14 
GGCTCTGTGGTGCAATGAATAGCGCATTGGAATTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3561.trna3-ArgTCT (56232-56320)  Arg (TCT) 89 bp  Sc: 40.75 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCGTTCAAA 
GGTTGTGGGTTCTAGTTCCACCAGAGTCG 
>Danio_rerio_chr4.trna4070-ArgTCT (56271096-56271184)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4076-ArgTCT (56274287-56274375)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4079-ArgTCT (56275889-56275977)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4082-ArgTCT (56277492-56277580)  Arg (TCT) 89 bp  Sc: 63.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGACTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4110-ArgTCT (56459757-56459845)  Arg (TCT) 89 bp  Sc: 65.19 
GGCTCTGTGGCGCAATGGATAGCGCATTGCACTTCTAGGCTTTGAGCTGAGCAATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4113-ArgTCT (56461358-56461446)  Arg (TCT) 89 bp  Sc: 49.06 
GGCTCTGTGGCGCAATGGGCAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
AGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4126-ArgTCT (56468455-56468543)  Arg (TCT) 89 bp  Sc: 65.00 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGGTGAGCCATCCAAA 
GGTTGTGGGTTCGAGTCCCACAAGAGTCG 
>Danio_rerio_chr4.trna4565-ArgTCT (56685717-56685629)  Arg (TCT) 89 bp  Sc: 62.25 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4562-ArgTCT (56687320-56687232)  Arg (TCT) 89 bp  Sc: 61.62 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4559-ArgTCT (56688922-56688834)  Arg (TCT) 89 bp  Sc: 61.22 
GGCTCTGTAGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4556-ArgTCT (56690524-56690436)  Arg (TCT) 89 bp  Sc: 51.49 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCTATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4553-ArgTCT (56692127-56692039)  Arg (TCT) 89 bp  Sc: 61.22 
GGCTCTGTAGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4550-ArgTCT (56693731-56693643)  Arg (TCT) 89 bp  Sc: 61.22 
GGCTCTGTAGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4547-ArgTCT (56695346-56695258)  Arg (TCT) 89 bp  Sc: 51.49 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCTATTCAAA 
GGTTGTGGGTTTGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4544-ArgTCT (56696952-56696864)  Arg (TCT) 89 bp  Sc: 58.40 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCTATTCAAA 



GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna4541-ArgTCT (56698559-56698471)  Arg (TCT) 89 bp  Sc: 54.96 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCGCCAGAGTTG 
>Danio_rerio_chr2.trna258-ArgTCT (56985282-56985194)  Arg (TCT) 89 bp  Sc: 64.77 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCTGAGTCG 
>Danio_rerio_chr2.trna254-ArgTCT (56987649-56987561)  Arg (TCT) 89 bp  Sc: 63.06 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr2.trna252-ArgTCT (56989414-56989326)  Arg (TCT) 89 bp  Sc: 59.13 
GGCTCTGTGGCGCAATGGATAGTGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCAAGTCCCACCAGAGTCG 
>Danio_rerio_chr2.trna249-ArgTCT (56991548-56991460)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr2.trna247-ArgTCT (56992805-56992717)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr2.trna243-ArgTCT (56995165-56995077)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr2.trna239-ArgTCT (56997525-56997437)  Arg (TCT) 89 bp  Sc: 65.81 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTAAGCTGAGCCATTCAAA 
GGTTGTGGGTTCAAGTCCCACCAGAGTCG 
>Danio_rerio_chr2.trna231-ArgTCT (57002278-57002190)  Arg (TCT) 89 bp  Sc: 60.81 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTTAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4302-ArgTCT (57178549-57178637)  Arg (TCT) 89 bp  Sc: 56.86 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCGAA 
GGTTGTGGGTTCGAGTCCTACCAGAGTCG 
>Danio_rerio_chr4.trna4397-ArgTCT (57605654-57605566)  Arg (TCT) 89 bp  Sc: 60.10 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTCCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3530.trna159-ArgTCT (610051-610139)  Arg (TCT) 89 bp  Sc: 60.00 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTGGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3530.trna162-ArgTCT (611656-611744)  Arg (TCT) 89 bp  Sc: 66.92 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCGGAGTCG 
>Danio_rerio_Zv9_scaffold3530.trna165-ArgTCT (613260-613348)  Arg (TCT) 89 bp  Sc: 50.58 
GGCTCTGTGGTGCAATGGATAGTGCATTAGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3552.trna9-ArgTCT (6122-6210)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3554.trna10-ArgTCT (61828-61916)  Arg (TCT) 89 bp  Sc: 57.37 
GGCTCTGTGGCGCAATGTATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGTCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_scaffold3555.trna8-ArgTCT (73140-73228)  Arg (TCT) 89 bp  Sc: 64.58 
GCCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3555.trna12-ArgTCT (74727-74815)  Arg (TCT) 89 bp  Sc: 57.70 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGGCA 
>Danio_rerio_Zv9_scaffold3555.trna16-ArgTCT (76332-76420)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3552.trna12-ArgTCT (7726-7814)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 
>Danio_rerio_Zv9_scaffold3453.trna16-ArgTCT (79716-79804)  Arg (TCT) 89 bp  Sc: 66.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_Zv9_scaffold3552.trna15-ArgTCT (9330-9418)  Arg (TCT) 89 bp  Sc: 67.38 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCA 



>Danio_rerio_chr3.trna93-ArgTCT (9468076-9468164)  Arg (TCT) 89 bp  Sc: 63.29 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACTGGAGTCG 
>Danio_rerio_chr3.trna99-ArgTCT (9471283-9471371)  Arg (TCT) 89 bp  Sc: 56.21 
GGCTCTGTGGTGCAATGGATAGTGCATTGGACTTCTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr3.trna138-ArgTCT (9589164-9589252)  Arg (TCT) 89 bp  Sc: 61.88 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGAGCCATTCAAA 
GGTTGTGGGTTCAAGTCCCACTAGAGTCA 
>Danio_rerio_Zv9_scaffold3456.trna3-ArgTCT (99508-99596)  Arg (TCT) 89 bp  Sc: 60.57 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTCTAGGCTGTCAGCTGTGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAAAGTCA 
>Danio_rerio_Zv9_scaffold3462.trna27-AsnATT (79717-79644)  Asn (ATT) 74 bp  Sc: 50.34 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTATTTACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna39-AsnATT (76956-76883)  Asn (ATT) 74 bp  Sc: 50.34 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTATTTACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna71-AsnATT (68980-68907)  Asn (ATT) 74 bp  Sc: 50.34 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTATTTACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna81-AsnATT (66641-66568)  Asn (ATT) 74 bp  Sc: 50.34 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTATTTACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3517.trna3-AsnATT (63382-63309)  Asn (ATT) 74 bp  Sc: 52.33 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTATTATCGACAAGGTTGCAGGTTCGAT 
CCTCGTACTGGCTG 
>Danio_rerio_Zv9_NA251.trna17-AsnATT (25135-25208)  Asn (ATT) 74 bp  Sc: 55.65 
GGCGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTTGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_Zv9_NA502.trna25-AsnATT (39481-39408)  Asn (ATT) 74 bp  Sc: 56.77 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTATTAACTGAAAGGTTGGAGGTACAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna856-AsnATT (33661472-33661545)  Asn (ATT) 74 bp  Sc: 57.56 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTATTAACTAAAAGATTGGTGGTTCAAG 
CTCACCCAGGGACG 
>Danio_rerio_chr4.trna1099-AsnATT (36091107-36091180)  Asn (ATT) 74 bp  Sc: 57.81 
GGTGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna4762-AsnATT (55557545-55557472)  Asn (ATT) 74 bp  Sc: 59.22 
GTCTCTGTGGCGCAATCGGTTAGCATGTTCGGCTATTAACCGAAAGGTTGGTGGTTCAAG 
CATACCCAGGGACG 
>Danio_rerio_chr4.trna4801-AsnATT (55549057-55548984)  Asn (ATT) 74 bp  Sc: 59.22 
GTCTCTGTGGCGCAATCGGTTAGCATGTTCGGCTATTAACCGAAAGGTTGGTGGTTCAAG 
CATACCCAGGGACG 
>Danio_rerio_chr4.trna5486-AsnATT (51997221-51997149)  Asn (ATT) 73 bp  Sc: 61.26 
GCCCGGCTAGTTCAGTCGGTAGAACATGTGACTATTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGATG 
>Danio_rerio_Zv9_scaffold3530.trna83-AsnATT (449308-449381)  Asn (ATT) 74 bp  Sc: 61.80 
GTCTCTGTGGCGCAATCGGTTAGTGCATTCGGCTATTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAAGGACA 
>Danio_rerio_chr4.trna3441-AsnATT (51187349-51187421)  Asn (ATT) 73 bp  Sc: 62.46 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCATTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna2374-AsnATT (44258096-44258169)  Asn (ATT) 74 bp  Sc: 62.56 
GGCGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna4301-AsnATT (57178389-57178462)  Asn (ATT) 74 bp  Sc: 62.56 
GGCGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna7465-AsnATT (37481103-37481030)  Asn (ATT) 74 bp  Sc: 62.56 
GGCGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_Zv9_scaffold3453.trna15-AsnATT (79556-79629)  Asn (ATT) 74 bp  Sc: 62.56 
GGCGCTTTGGCTTAGTTGGTCAAAGTGCCTGTCTATTAAACAGGAGATTCTGGCTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_Zv9_NA28.trna43-AsnATT (18836-18755)  Asn (ATT) 82 bp  Sc: 62.66 



GACAAGTTGGCTGAGTGGTTAAGGCGATGGACTATTAATCCATTGTGCTCTGCACGCGTG 
GGTTTGAATTCCATCCTTGTCG 
>Danio_rerio_chr4.trna858-AsnATT (33661894-33661967)  Asn (ATT) 74 bp  Sc: 63.52 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTATTAACTGAAAGATTGGTGGTTCAAG 
CTCACCCAGGGACG 
>Danio_rerio_chr4.trna862-AsnATT (33662803-33662876)  Asn (ATT) 74 bp  Sc: 63.52 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTATTAACTGAAAGATTGGTGGTTCAAG 
CTCACCCAGGGACG 
>Danio_rerio_chr4.trna867-AsnATT (33664122-33664195)  Asn (ATT) 74 bp  Sc: 63.99 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTATTAACTGAAAGATTGGTGGTTCAAG 
CTCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3462.trna53-AsnATT (73127-73054)  Asn (ATT) 74 bp  Sc: 64.38 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTATTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna61-AsnATT (305936-306008)  Asn (ATT) 73 bp  Sc: 66.69 
GCCTGGCTAGCTCAGTCGGTATAGCATGAGACTATTAATTTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna15-AsnATT (129607-129680)  Asn (ATT) 74 bp  Sc: 76.26 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTATTAATGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3604-AsnGTT (52531399-52531472)  Asn (GTT) 74 bp  Sc: 37.53 
GTCTCTGTGGCGCAAAAGGTTAGCGAGTTTGGCTGTTAGCTGAAAGGGTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr22.trna716-AsnGTT (30586716-30586643)  Asn (GTT) 74 bp  Sc: 41.15 
GTCTCTGTGGTGCAATCAGTTAGTGCTTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna670-AsnGTT (54683388-54683315)  Asn (GTT) 74 bp  Sc: 41.15 
GTCTCTGTGGTGCAATCAGTTAGTGCTTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3536.trna37-AsnGTT (31120-31191)  Asn (GTT) 72 bp  Sc: 41.43 
GTCTCTGTGGTGCAATCGGACTGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAGCC 
CACCCAGGGACG 
>Danio_rerio_chr4.trna3704-AsnGTT (53352829-53352902)  Asn (GTT) 74 bp  Sc: 42.90 
GTCTCTGTGGTGCATTTGGTTAGCGTGTTCAGCTGTTACCTGAAAGTTTGGTGGTTTAAG 
CCCATCCAGTGACG 
>Danio_rerio_chr4.trna2061-AsnGTT (42608520-42608593)  Asn (GTT) 74 bp  Sc: 42.92 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGTAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2035-AsnGTT (42603015-42603088)  Asn (GTT) 74 bp  Sc: 43.15 
GTCTCTGTGGTGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2067-AsnGTT (42609965-42610038)  Asn (GTT) 74 bp  Sc: 43.15 
GTCTCTGTGGTGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2564-AsnGTT (45755075-45755148)  Asn (GTT) 74 bp  Sc: 43.51 
CTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTAAAAGGTTGGTGGTTAAAG 
CCTACCCAGGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna94-AsnGTT (424054-423981)  Asn (GTT) 74 bp  Sc: 43.51 
CTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTAAAAGGTTGGTGGTTAAAG 
CCTACCCAGGGGCG 
>Danio_rerio_chr4.trna3996-AsnGTT (55394621-55394694)  Asn (GTT) 74 bp  Sc: 43.72 
GTCTCTGTGGTGAAACCGATTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAATG 
>Danio_rerio_Zv9_scaffold3470.trna162-AsnGTT (92435-92362)  Asn (GTT) 74 bp  Sc: 43.77 
GTCTCTGTGGTGCAATCAGTTAGCGCGTTTGACTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna174-AsnGTT (32501-32428)  Asn (GTT) 74 bp  Sc: 45.30 
GTCTCTGTGGCGCAATCAGTTAGCGTGTTCGGCTGTTAACTAAAAGGTTGGTGGATCTAG 
CCCACCCAGGAACG 
>Danio_rerio_Zv9_NA502.trna26-AsnGTT (39065-38992)  Asn (GTT) 74 bp  Sc: 45.30 
GTTTCTGTGGGGCAATCGGTTAGTGCGTTCGGCTGTTAATTGAAAAGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna860-AsnGTT (33662377-33662450)  Asn (GTT) 74 bp  Sc: 46.16 
GTCTCTGTGGCATAATAGGTTAGCGCCTTCAGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CTCACCCAAGGACA 
>Danio_rerio_chr4.trna7802-AsnGTT (33932669-33932596)  Asn (GTT) 74 bp  Sc: 46.33 
GTCTCAGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 



CCCACCCAGGGATG 
>Danio_rerio_Zv9_NA297.trna33-AsnGTT (47952-47879)  Asn (GTT) 74 bp  Sc: 46.36 
GTCTCTGTGGTGCATTTGGTTCGCGTGTTCGGCTGTTAACTGAAAGTTTGGTGGTTCAAG 
CCCATCCAGTGACG 
>Danio_rerio_Zv9_scaffold3554.trna166-AsnGTT (34198-34125)  Asn (GTT) 74 bp  Sc: 46.76 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTGGATCTAG 
CCCACCCAGGAACG 
>Danio_rerio_chr22.trna580-AsnGTT (30965453-30965382)  Asn (GTT) 72 bp  Sc: 46.97 
GCCGTGATTGAATAGTGGTTAGTACTCTGCATTGTTGCCGCAGCAATCCCGGATCGAATC 
CGGGTTACGGCA 
>Danio_rerio_chr4.trna1472-AsnGTT (38062615-38062688)  Asn (GTT) 74 bp  Sc: 47.14 
GTTTCTGTGGCGCAATCGGTTAGCGTGTTTGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCAGCCAGGGACG 
>Danio_rerio_chr4.trna1489-AsnGTT (38066433-38066506)  Asn (GTT) 74 bp  Sc: 47.88 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTTGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
TCCAGCCAGGGACT 
>Danio_rerio_chr12.trna499-AsnGTT (2963591-2963518)  Asn (GTT) 74 bp  Sc: 47.92 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAAATGAAAGCTTGGTGGTTGAAG 
CCCAGCCAGGGATG 
>Danio_rerio_chr4.trna3592-AsnGTT (52528862-52528935)  Asn (GTT) 74 bp  Sc: 48.05 
GTCTCTGTGGCGCTATCGGTTAGTGCATTTGGCTGTTAGCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2593-AsnGTT (45761427-45761500)  Asn (GTT) 74 bp  Sc: 48.12 
GTCTTTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACTCAGGGACG 
>Danio_rerio_chr4.trna2603-AsnGTT (45763552-45763625)  Asn (GTT) 74 bp  Sc: 48.12 
GTCTTTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna108-AsnGTT (421080-421007)  Asn (GTT) 74 bp  Sc: 48.12 
GTCTTTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna115-AsnGTT (419425-419352)  Asn (GTT) 74 bp  Sc: 48.12 
GTCTTTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACTCAGGGACG 
>Danio_rerio_chr4.trna2560-AsnGTT (45754223-45754296)  Asn (GTT) 74 bp  Sc: 48.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTTACTGAAAGGTTGGTGGTTCAAG 
CCCACCAAGGGACG 
>Danio_rerio_chr4.trna2570-AsnGTT (45756344-45756417)  Asn (GTT) 74 bp  Sc: 48.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTTACTGAAAGGTTGGTGGTTCAAG 
CCCACCAAGGGACG 
>Danio_rerio_chr22.trna712-AsnGTT (30588103-30588030)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr22.trna726-AsnGTT (30584601-30584528)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr22.trna739-AsnGTT (30581631-30581558)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2031-AsnGTT (42601628-42601701)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2045-AsnGTT (42605130-42605203)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2075-AsnGTT (42611656-42611729)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna666-AsnGTT (54684775-54684702)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna680-AsnGTT (54681273-54681200)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna693-AsnGTT (54678303-54678230)  Asn (GTT) 74 bp  Sc: 48.45 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 



>Danio_rerio_chr15.trna64-AsnGTT (14217375-14217448)  Asn (GTT) 74 bp  Sc: 48.77 
GTCTCTGTGGTGCAATCGGTTAGTGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr4.trna1495-AsnGTT (38067709-38067782)  Asn (GTT) 74 bp  Sc: 49.16 
GTCTCTGTGGTGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCAAGGGACG 
>Danio_rerio_chr4.trna2079-AsnGTT (42612496-42612569)  Asn (GTT) 74 bp  Sc: 49.31 
GTCTCTGTGGCACAATAGGTTAGCGCGTTTGGCTGTTAACTGATCGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna2081-AsnGTT (42612915-42612988)  Asn (GTT) 74 bp  Sc: 49.31 
GTCTCTGTGGCACAATAGGTTAGCGCGTTTGGCTGTTAACTGATCGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr12.trna474-AsnGTT (2969076-2969003)  Asn (GTT) 74 bp  Sc: 49.31 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTCCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr4.trna2595-AsnGTT (45761853-45761926)  Asn (GTT) 74 bp  Sc: 49.64 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna1992-AsnGTT (41738431-41738504)  Asn (GTT) 74 bp  Sc: 49.82 
GTCTCTGTGGTGCATTTGGTTAGCGTGTTCAGCTGTTACCTGAAAGTTTGGTGGTTCAAG 
CCCATCCAGTGACG 
>Danio_rerio_chr5.trna513-AsnGTT (54569003-54569076)  Asn (GTT) 74 bp  Sc: 49.82 
GTCTCTGTGGTGCATTTGGTTAGCGTGTTCAGCTGTTACCTGAAAGTTTGGTGGTTCAAG 
CCCATCCAGTGACG 
>Danio_rerio_chr4.trna869-AsnGTT (33664548-33664621)  Asn (GTT) 74 bp  Sc: 49.87 
GTCTCTGTGGTGCAATAGGTTAGCGTGTTCGGCTGTTAACTGAAAAGTTGGTGATTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3462.trna65-AsnGTT (70581-70508)  Asn (GTT) 74 bp  Sc: 50.23 
GTCTCTGTGGTGCAATCGGTTAGCGTGTTTGACTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna469-AsnGTT (30661861-30661934)  Asn (GTT) 74 bp  Sc: 50.37 
GTCTCTGTGGTGCATTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3470.trna60-AsnGTT (305694-305767)  Asn (GTT) 74 bp  Sc: 50.38 
GTCTCTGTGGTGCAATCAGTTAGCGCATTCAGCTGTTAACTGAAAGGTTGATGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna3968-AsnGTT (55383026-55383099)  Asn (GTT) 74 bp  Sc: 50.46 
GTCTCTGTGGCACAATAAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_Zv9_scaffold3494.trna24-AsnGTT (226168-226241)  Asn (GTT) 74 bp  Sc: 50.46 
GTCTCTGTGGCACAATAAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_Zv9_scaffold3473.trna124-AsnGTT (26309-26236)  Asn (GTT) 74 bp  Sc: 50.48 
GTCTCTGTGGCGCAATTGATTCGCGCATTTGGCTGTTAACTGAAAAGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2548-AsnGTT (45751677-45751750)  Asn (GTT) 74 bp  Sc: 50.48 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCAAGGGACG 
>Danio_rerio_chr4.trna2716-AsnGTT (46054756-46054829)  Asn (GTT) 74 bp  Sc: 50.50 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGATGAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr2.trna426-AsnGTT (7255677-7255604)  Asn (GTT) 74 bp  Sc: 50.52 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna2538-AsnGTT (45749562-45749635)  Asn (GTT) 74 bp  Sc: 50.52 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna2552-AsnGTT (45752527-45752600)  Asn (GTT) 74 bp  Sc: 50.52 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna2583-AsnGTT (45759305-45759378)  Asn (GTT) 74 bp  Sc: 50.52 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna100-AsnGTT (422779-422706)  Asn (GTT) 74 bp  Sc: 50.52 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr8.trna363-AsnGTT (40440462-40440535)  Asn (GTT) 74 bp  Sc: 50.88 



GTCTCTGTGGCGCAATCGGTTAGCGCATTTAGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3470.trna90-AsnGTT (424904-424831)  Asn (GTT) 74 bp  Sc: 50.94 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTAAAAGGTTGGTGGTTAAAG 
CCTACCCAGGGGCG 
>Danio_rerio_chr15.trna65-AsnGTT (14217971-14218044)  Asn (GTT) 74 bp  Sc: 51.09 
GTCTCTGTGGCGCAATCGGTTAGCGCGTCCGGCTGTTAACTGAATGGTTGGTGGTACAAA 
CCCACCCAGGAATG 
>Danio_rerio_chr4.trna4728-AsnGTT (55809756-55809683)  Asn (GTT) 74 bp  Sc: 51.22 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAAGGACG 
>Danio_rerio_Zv9_NA580.trna35-AsnGTT (6176-6103)  Asn (GTT) 74 bp  Sc: 51.59 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCAACTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGGTG 
>Danio_rerio_chr12.trna534-AsnGTT (2955969-2955896)  Asn (GTT) 74 bp  Sc: 51.77 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAAATGAAAGCTTGGTGGTTGAAG 
CCCAGCCAGGGACG 
>Danio_rerio_chr8.trna334-AsnGTT (40434117-40434190)  Asn (GTT) 74 bp  Sc: 51.96 
GTCTTTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr22.trna732-AsnGTT (30583330-30583257)  Asn (GTT) 74 bp  Sc: 52.26 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna2053-AsnGTT (42606821-42606894)  Asn (GTT) 74 bp  Sc: 52.26 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr5.trna686-AsnGTT (54680002-54679929)  Asn (GTT) 74 bp  Sc: 52.26 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna6643-AsnGTT (42554085-42554012)  Asn (GTT) 74 bp  Sc: 52.45 
GTCTCTGTGGTGCAATCGGTTAGTGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna358-AsnGTT (30636682-30636755)  Asn (GTT) 74 bp  Sc: 52.56 
GTTTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGTTTGGTGGTTGAAG 
CCCAGCCAGGGACA 
>Danio_rerio_Zv9_scaffold3514.trna126-AsnGTT (32833-32760)  Asn (GTT) 74 bp  Sc: 52.66 
GTCTCTGTGGCGCAATCAGTTAGCGTGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3552.trna57-AsnGTT (64374-64447)  Asn (GTT) 74 bp  Sc: 52.66 
GTTTCTGTGGCGCAATAGGTTAGCGAGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5705-AsnGTT (49640775-49640702)  Asn (GTT) 74 bp  Sc: 52.69 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGGTGGTGTTTCAAG 
CCCACCCAGGGGTG 
>Danio_rerio_Zv9_NA580.trna33-AsnGTT (6602-6529)  Asn (GTT) 74 bp  Sc: 52.69 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGGTGGTGTTTCAAG 
CCCACCCAGGGGTG 
>Danio_rerio_chr4.trna5777-AsnGTT (48328748-48328675)  Asn (GTT) 74 bp  Sc: 52.72 
GTCTCTGTGGTGCAATAGGTTAGCGCGTTCGGCTGTTCCCTGAAAGGTTAGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6439-AsnGTT (43651566-43651493)  Asn (GTT) 74 bp  Sc: 52.88 
GTCTCTGTGGCGCAATTATTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr5.trna511-AsnGTT (54568577-54568650)  Asn (GTT) 74 bp  Sc: 53.01 
GTCTCTGTGGTGCAATCGGTTTGCACGTTTGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGAAACG 
>Danio_rerio_chr4.trna1196-AsnGTT (37215189-37215262)  Asn (GTT) 74 bp  Sc: 53.07 
GTCTCTGTGGCGCAATCAGTTAGCACATTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2712-AsnGTT (46053902-46053975)  Asn (GTT) 74 bp  Sc: 53.09 
GTTTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCAGCCAGGGACG 
>Danio_rerio_chr22.trna563-AsnGTT (31029103-31029030)  Asn (GTT) 74 bp  Sc: 53.14 
GTCTTTGTGGCGCAATCGGTTAGCGCGATTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_chr22.trna714-AsnGTT (30587140-30587067)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CACACCCAGGGATG 
>Danio_rerio_chr22.trna718-AsnGTT (30586296-30586223)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr22.trna728-AsnGTT (30584181-30584108)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr22.trna741-AsnGTT (30581211-30581138)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2033-AsnGTT (42602591-42602664)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2037-AsnGTT (42603435-42603508)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2047-AsnGTT (42605550-42605623)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2049-AsnGTT (42605970-42606043)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2055-AsnGTT (42607248-42607321)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2063-AsnGTT (42608940-42609013)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2069-AsnGTT (42610385-42610458)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2077-AsnGTT (42612076-42612149)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna668-AsnGTT (54683812-54683739)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna672-AsnGTT (54682968-54682895)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna682-AsnGTT (54680853-54680780)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr5.trna695-AsnGTT (54677883-54677810)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3473.trna126-AsnGTT (25889-25816)  Asn (GTT) 74 bp  Sc: 53.15 
GTCTCTGTGGCACAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna2574-AsnGTT (45757193-45757266)  Asn (GTT) 74 bp  Sc: 53.20 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAGGGTTGGTGGTTCAAG 
CCCACCAAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna154-AsnGTT (26640-26567)  Asn (GTT) 74 bp  Sc: 53.22 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3560.trna18-AsnGTT (143959-144032)  Asn (GTT) 74 bp  Sc: 53.29 
GTCTCTGTGGCGCGTTTGGTTAGCGCGTTAGGCTGTTTACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna207-AsnGTT (29870817-29870890)  Asn (GTT) 74 bp  Sc: 53.31 
GTCTCTGTGGCGTAATAGGTTAGTGCGTTCGGCTGTTAACTGAAATATTGGAGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2558-AsnGTT (45753799-45753872)  Asn (GTT) 74 bp  Sc: 53.52 
GTCTCTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGACG 
>Danio_rerio_chr4.trna2566-AsnGTT (45755498-45755571)  Asn (GTT) 74 bp  Sc: 53.52 
GTCTCTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGACG 



>Danio_rerio_chr4.trna2579-AsnGTT (45758455-45758528)  Asn (GTT) 74 bp  Sc: 53.52 
GTCTCTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna96-AsnGTT (423631-423558)  Asn (GTT) 74 bp  Sc: 53.52 
GTCTCTGTGGCGCATTCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGACG 
>Danio_rerio_chr4.trna1488-AsnGTT (38066011-38066084)  Asn (GTT) 74 bp  Sc: 53.52 
GTTTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGCTTGGTGGTTAAAT 
CCCAGCCAGGGACG 
>Danio_rerio_chr4.trna1491-AsnGTT (38066855-38066928)  Asn (GTT) 74 bp  Sc: 53.52 
GTTTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGCTTGGTGGTTAAAT 
CCCAGCCAGGGACG 
>Danio_rerio_Zv9_scaffold3488.trna54-AsnGTT (37503-37430)  Asn (GTT) 74 bp  Sc: 53.70 
GTCTTTGTAGCGCAATCGGTAAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAACA 
>Danio_rerio_Zv9_scaffold3530.trna79-AsnGTT (448498-448571)  Asn (GTT) 74 bp  Sc: 53.71 
GTCTCTGTGGCGCAATCGGGTAGCGCGTTCGGATGTTAACTGAAATGTTGGACGTTCAAG 
CCCTCCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna77-AsnGTT (448107-448180)  Asn (GTT) 74 bp  Sc: 54.04 
GTCTCTGTGGCGCAATCAGTTAATGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCAACCAGGGACA 
>Danio_rerio_chr4.trna2605-AsnGTT (45763978-45764051)  Asn (GTT) 74 bp  Sc: 54.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna117-AsnGTT (418999-418926)  Asn (GTT) 74 bp  Sc: 54.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1486-AsnGTT (38065587-38065660)  Asn (GTT) 74 bp  Sc: 54.13 
GTCTCTGTGGTGCAATCGGTTAACGCGTTCGGCTGTTAACTAAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr13.trna467-AsnGTT (20824307-20824234)  Asn (GTT) 74 bp  Sc: 54.17 
GTCTCTGTGGTGCAATCGGTTAGTATATATGGCTGTTAACTGAAAGGTTGGTGGTTCGAC 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3554.trna145-AsnGTT (38860-38787)  Asn (GTT) 74 bp  Sc: 54.28 
GTCTCTGTGGTGCAGTCGGTTAGTGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna152-AsnGTT (37167-37094)  Asn (GTT) 74 bp  Sc: 54.28 
GTCTCTGTGGTGCAGTCGGTTAGTGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna46-AsnGTT (3494-3422)  Asn (GTT) 73 bp  Sc: 54.40 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTTGGCTGTTAACTGAAAGGttgttgtTCAAGC 
CTACGCAGGGACG 
>Danio_rerio_chr22.trna261-AsnGTT (30630301-30630374)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna6669-AsnGTT (42548567-42548494)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr8.trna332-AsnGTT (40433691-40433764)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr8.trna335-AsnGTT (40434539-40434612)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr8.trna353-AsnGTT (40438337-40438410)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr8.trna373-AsnGTT (40442588-40442661)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr8.trna379-AsnGTT (40443864-40443937)  Asn (GTT) 74 bp  Sc: 54.59 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna6637-AsnGTT (42555359-42555286)  Asn (GTT) 74 bp  Sc: 54.65 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGATG 
>Danio_rerio_Zv9_NA28.trna21-AsnGTT (128055-128128)  Asn (GTT) 74 bp  Sc: 54.76 



GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTCAAAGGTTGGTGGTTCACT 
CCCACCCAAAGACG 
>Danio_rerio_Zv9_scaffold3503.trna158-AsnGTT (810993-810920)  Asn (GTT) 74 bp  Sc: 54.76 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTCAAAGGTTGGTGGTTCACT 
CCCACCCAAAGACG 
>Danio_rerio_chr2.trna418-AsnGTT (7257368-7257295)  Asn (GTT) 74 bp  Sc: 54.80 
GTCTCTGTGGCGCAATCAGTTAGCGCGCTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2530-AsnGTT (45747869-45747942)  Asn (GTT) 74 bp  Sc: 54.80 
GTCTCTGTGGCGCAATCAGTTAGCGCGCTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna152-AsnGTT (94551-94478)  Asn (GTT) 74 bp  Sc: 54.80 
GTCTCTGTGGCGCAATCAGTTAGCGCGCTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3473.trna120-AsnGTT (27145-27072)  Asn (GTT) 74 bp  Sc: 54.94 
GTCTCTGTGGCGCAATTGATTAGTGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna143-AsnGTT (29018-28945)  Asn (GTT) 74 bp  Sc: 55.01 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna158-AsnGTT (25790-25717)  Asn (GTT) 74 bp  Sc: 55.01 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna166-AsnGTT (24095-24022)  Asn (GTT) 74 bp  Sc: 55.01 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna176-AsnGTT (21976-21903)  Asn (GTT) 74 bp  Sc: 55.01 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1746-AsnGTT (40518039-40518112)  Asn (GTT) 74 bp  Sc: 55.03 
GTCTCTGTGGTGCATTTGGTTAGCGTGTTCGGCTGTTAACTGAAATGTTGGTGGTTCAAG 
CCCATCCAGCGACA 
>Danio_rerio_Zv9_scaffold3498.trna13-AsnGTT (28173-28245)  Asn (GTT) 73 bp  Sc: 55.05 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAAGTTGGTGGTCAAGC 
CCACCCATGGACG 
>Danio_rerio_Zv9_scaffold3530.trna58-AsnGTT (444064-444137)  Asn (GTT) 74 bp  Sc: 55.07 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCTGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAATCG 
>Danio_rerio_Zv9_NA28.trna32-AsnGTT (130595-130668)  Asn (GTT) 74 bp  Sc: 55.09 
GTCTCTGTGGCTCAATCGGTCAGCGCGTTCGGCTGTTAACGGAAAGTTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5796-AsnGTT (48324101-48324028)  Asn (GTT) 74 bp  Sc: 55.12 
GTCTTTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGTAAGGTTGGTGGATCAAG 
CCTACCCAGGGACG 
>Danio_rerio_chr4.trna1065-AsnGTT (35504279-35504352)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3342-AsnGTT (50432039-50432112)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3358-AsnGTT (50446879-50446952)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna62-AsnGTT (443650-443723)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna66-AsnGTT (444499-444572)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3488.trna50-AsnGTT (39562-39489)  Asn (GTT) 74 bp  Sc: 55.13 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTTGGCTGTTAACTATAAGGCTGGTGGTTCAAG 
CCCACCCAGGAACG 
>Danio_rerio_chr4.trna827-AsnGTT (33574737-33574810)  Asn (GTT) 74 bp  Sc: 55.14 
GGCTCTGTGGTGCAATCGGTTAGCGCCTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4920-AsnGTT (55519526-55519453)  Asn (GTT) 74 bp  Sc: 55.28 
GTCTCTGAGGTGCAATCGGTGAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGATG 
>Danio_rerio_Zv9_NA251.trna47-AsnGTT (59118-59045)  Asn (GTT) 74 bp  Sc: 55.31 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAATGTTGGAGGTTCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr4.trna5224-AsnGTT (53627187-53627114)  Asn (GTT) 74 bp  Sc: 55.31 
GTCTTTGTGGTGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGATGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5787-AsnGTT (48326213-48326140)  Asn (GTT) 74 bp  Sc: 55.36 
GTCTCTGTGTCGCAGTCGGTTAGCGCGTTCGGCTGTTAACTGTTAGGTTGGTGGTTCAAG 
TCTACCCAGGGACG 
>Danio_rerio_chr4.trna5677-AsnGTT (49647086-49647013)  Asn (GTT) 74 bp  Sc: 55.37 
GTCTCTGTGGTGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAATCA 
>Danio_rerio_chr4.trna4791-AsnGTT (55551176-55551103)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4807-AsnGTT (55547779-55547706)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4813-AsnGTT (55546503-55546430)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4829-AsnGTT (55543105-55543032)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4835-AsnGTT (55541829-55541756)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4851-AsnGTT (55538431-55538358)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4857-AsnGTT (55537155-55537082)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4873-AsnGTT (55533757-55533684)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4879-AsnGTT (55532481-55532408)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4893-AsnGTT (55529509-55529436)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4899-AsnGTT (55528235-55528162)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4905-AsnGTT (55526961-55526888)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna79-AsnGTT (317386-317459)  Asn (GTT) 74 bp  Sc: 55.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3488.trna53-AsnGTT (37924-37851)  Asn (GTT) 74 bp  Sc: 55.43 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTGGGCTGTTAGCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATA 
>Danio_rerio_Zv9_scaffold3453.trna3-AsnGTT (65110-65183)  Asn (GTT) 74 bp  Sc: 55.45 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTTACTGAAAGGTTTGTGGTTCAAG 
CCCATCCAGCGACG 
>Danio_rerio_chr4.trna5864-AsnGTT (47772198-47772125)  Asn (GTT) 74 bp  Sc: 55.48 
CTCTCTGTGGTGCAATAGGTTAGCGCATTTGGCTGTTAACTAAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4768-AsnGTT (55556272-55556199)  Asn (GTT) 74 bp  Sc: 55.53 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna4781-AsnGTT (55553300-55553227)  Asn (GTT) 74 bp  Sc: 55.53 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 



>Danio_rerio_chr4.trna4799-AsnGTT (55549480-55549407)  Asn (GTT) 74 bp  Sc: 55.53 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna6749-AsnGTT (41646867-41646794)  Asn (GTT) 74 bp  Sc: 55.55 
CTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTTACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3462.trna23-AsnGTT (80563-80490)  Asn (GTT) 74 bp  Sc: 55.55 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACT 
>Danio_rerio_Zv9_scaffold3462.trna35-AsnGTT (77802-77729)  Asn (GTT) 74 bp  Sc: 55.55 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACT 
>Danio_rerio_Zv9_scaffold3462.trna46-AsnGTT (75040-74967)  Asn (GTT) 74 bp  Sc: 55.55 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACT 
>Danio_rerio_Zv9_scaffold3462.trna49-AsnGTT (73973-73900)  Asn (GTT) 74 bp  Sc: 55.55 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACT 
>Danio_rerio_Zv9_scaffold3462.trna85-AsnGTT (65795-65722)  Asn (GTT) 74 bp  Sc: 55.55 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACT 
>Danio_rerio_chr4.trna4766-AsnGTT (55556693-55556620)  Asn (GTT) 74 bp  Sc: 55.57 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTTGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3530.trna64-AsnGTT (445342-445415)  Asn (GTT) 74 bp  Sc: 55.58 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCTGCTGTTAACTGTAAGGTTGGTGGTTCAAG 
CCCACCCAGAATCG 
>Danio_rerio_Zv9_NA502.trna20-AsnGTT (40633-40560)  Asn (GTT) 74 bp  Sc: 55.64 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
ACCCCCCACAGACG 
>Danio_rerio_chr22.trna730-AsnGTT (30583754-30583681)  Asn (GTT) 74 bp  Sc: 55.73 
GTCTCTGTGGCACAATAGGTTAGCGCGTTTGGCTGTTAACTGATAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2051-AsnGTT (42606397-42606470)  Asn (GTT) 74 bp  Sc: 55.73 
GTCTCTGTGGCACAATAGGTTAGCGCGTTTGGCTGTTAACTGATAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna684-AsnGTT (54680426-54680353)  Asn (GTT) 74 bp  Sc: 55.73 
GTCTCTGTGGCACAATAGGTTAGCGCGTTTGGCTGTTAACTGATAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5657-AsnGTT (49651676-49651603)  Asn (GTT) 74 bp  Sc: 55.74 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTACAAC 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna871-AsnGTT (33664976-33665049)  Asn (GTT) 74 bp  Sc: 55.82 
GTCTTTGTTGCGCAATCGGTAAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAACG 
>Danio_rerio_chr12.trna457-AsnGTT (2973300-2973227)  Asn (GTT) 74 bp  Sc: 55.90 
GTCTCTTTGGCGCAATCGTTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr12.trna471-AsnGTT (2969905-2969832)  Asn (GTT) 74 bp  Sc: 55.93 
GTCTCTTTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna2544-AsnGTT (45750832-45750905)  Asn (GTT) 74 bp  Sc: 56.01 
GTCTCTGTGGTGCAATCGGTTAGCGCTTTTGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2281-AsnGTT (44119196-44119269)  Asn (GTT) 74 bp  Sc: 56.02 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna2313-AsnGTT (44125981-44126054)  Asn (GTT) 74 bp  Sc: 56.02 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna2327-AsnGTT (44128948-44129021)  Asn (GTT) 74 bp  Sc: 56.02 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna2341-AsnGTT (44131913-44131986)  Asn (GTT) 74 bp  Sc: 56.02 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna5235-AsnGTT (53454466-53454393)  Asn (GTT) 74 bp  Sc: 56.05 



GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGATG 
>Danio_rerio_chr4.trna7959-AsnGTT (33069613-33069540)  Asn (GTT) 74 bp  Sc: 56.05 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGATG 
>Danio_rerio_chr12.trna467-AsnGTT (2970754-2970681)  Asn (GTT) 74 bp  Sc: 56.05 
GTCTCTTTGGCACAATCGGTTAGCGCGTTCGGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna3350-AsnGTT (50433739-50433812)  Asn (GTT) 74 bp  Sc: 56.08 
GTCTCTGTGGCGCAATTAGTTTGCGCGTTAGGCTGTTAACTTAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna35-AsnGTT (30698-30771)  Asn (GTT) 74 bp  Sc: 56.09 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGCACG 
>Danio_rerio_chr4.trna6247-AsnGTT (44586252-44586179)  Asn (GTT) 74 bp  Sc: 56.14 
GTCTCTGTGGCGCAATCATTTAGCGCGTTCGGCTGTTAACTGTAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna461-AsnGTT (30659946-30660019)  Asn (GTT) 74 bp  Sc: 56.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGTTTGTTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna2683-AsnGTT (46040040-46040113)  Asn (GTT) 74 bp  Sc: 56.41 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGAAGTTCAAG 
CCCCTCCAGGGACG 
>Danio_rerio_chr4.trna3937-AsnGTT (55242917-55242990)  Asn (GTT) 74 bp  Sc: 56.49 
GTCTCTGTGACGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGGTGGTGGTTCAAG 
CCCACCCAAGGACG 
>Danio_rerio_chr22.trna560-AsnGTT (31029952-31029879)  Asn (GTT) 74 bp  Sc: 56.53 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna823-AsnGTT (33573888-33573961)  Asn (GTT) 74 bp  Sc: 56.65 
GTCGCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACA 
>Danio_rerio_chr4.trna833-AsnGTT (33576113-33576186)  Asn (GTT) 74 bp  Sc: 56.65 
GTCGCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACA 
>Danio_rerio_chr4.trna3236-AsnGTT (49383640-49383713)  Asn (GTT) 74 bp  Sc: 56.73 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTGATTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna459-AsnGTT (2972872-2972799)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGATTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2577-AsnGTT (45758031-45758104)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2591-AsnGTT (45761003-45761076)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2601-AsnGTT (45763128-45763201)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4714-AsnGTT (55812716-55812643)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA28.trna26-AsnGTT (129326-129399)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna106-AsnGTT (421504-421431)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna113-AsnGTT (419849-419776)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna124-AsnGTT (33256-33183)  Asn (GTT) 74 bp  Sc: 56.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2347-AsnGTT (44133177-44133250)  Asn (GTT) 74 bp  Sc: 56.77 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAGA 



CCCACCCAGGGACG 
>Danio_rerio_chr4.trna329-AsnGTT (30498052-30498125)  Asn (GTT) 74 bp  Sc: 56.88 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTAGGCTGTTAACAGAAAGGTTGGTTGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna839-AsnGTT (33577488-33577561)  Asn (GTT) 74 bp  Sc: 56.91 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTTGGCTGTTAAATGTAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2331-AsnGTT (44129800-44129873)  Asn (GTT) 74 bp  Sc: 56.93 
GTCTCTTTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3554.trna63-AsnGTT (314005-314078)  Asn (GTT) 74 bp  Sc: 56.93 
GTCTCTTTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3554.trna83-AsnGTT (318214-318287)  Asn (GTT) 74 bp  Sc: 56.93 
GTCTCTTTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna2597-AsnGTT (45762277-45762350)  Asn (GTT) 74 bp  Sc: 56.94 
ATCTCTGTGGCGCAATCGGTTAACGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna473-AsnGTT (30662711-30662784)  Asn (GTT) 74 bp  Sc: 56.94 
GTCTCTGTGGCACAATCGGATAGCGCGTTTGGCTGTTAAGTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7823-AsnGTT (33890774-33890701)  Asn (GTT) 74 bp  Sc: 56.95 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTTAGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna51-AsnGTT (311454-311527)  Asn (GTT) 74 bp  Sc: 56.99 
GTCTCTGTGGCGCAATCGTTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna399-AsnGTT (40448096-40448169)  Asn (GTT) 74 bp  Sc: 57.01 
GTCTCTGTGGCGCAATCGGTTTGCGCGATCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna7772-AsnGTT (33939030-33938957)  Asn (GTT) 74 bp  Sc: 57.01 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA513.trna5-AsnGTT (5245-5319)  Asn (GTT) 75 bp  Sc: 57.05 
TTCTCTGTGGCGCAATTGGTTAGCGTGTTTGGCTGTTAACCGTAAAGGTTGGTGGTTCAA 
GCCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3554.trna130-AsnGTT (42252-42179)  Asn (GTT) 74 bp  Sc: 57.10 
GTCACTGTGTCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAAGGACG 
>Danio_rerio_chr22.trna267-AsnGTT (30631574-30631647)  Asn (GTT) 74 bp  Sc: 57.16 
GTCTCTGTGGCGCAGTCGGTTAGCGCGTTTGGCTGTTGACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna3242-AsnGTT (49384908-49384981)  Asn (GTT) 74 bp  Sc: 57.20 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCTGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAATCG 
>Danio_rerio_Zv9_NA251.trna37-AsnGTT (61241-61168)  Asn (GTT) 74 bp  Sc: 57.20 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCTGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAATCG 
>Danio_rerio_Zv9_scaffold3462.trna97-AsnGTT (62704-62631)  Asn (GTT) 74 bp  Sc: 57.27 
GTCTCGTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_NA502.trna12-AsnGTT (42612-42539)  Asn (GTT) 74 bp  Sc: 57.33 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAATTGAAAAGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr22.trna249-AsnGTT (30627747-30627820)  Asn (GTT) 74 bp  Sc: 57.35 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3161-AsnGTT (48853725-48853798)  Asn (GTT) 74 bp  Sc: 57.35 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3175-AsnGTT (48856698-48856771)  Asn (GTT) 74 bp  Sc: 57.35 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3183-AsnGTT (48858400-48858473)  Asn (GTT) 74 bp  Sc: 57.35 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 



>Danio_rerio_chr4.trna4707-AsnGTT (55814409-55814336)  Asn (GTT) 74 bp  Sc: 57.41 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAGCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna366-AsnGTT (30638375-30638448)  Asn (GTT) 74 bp  Sc: 57.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACTTACG 
>Danio_rerio_chr4.trna372-AsnGTT (30639641-30639714)  Asn (GTT) 74 bp  Sc: 57.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACTTACG 
>Danio_rerio_chr4.trna440-AsnGTT (30655294-30655367)  Asn (GTT) 74 bp  Sc: 57.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACTTACG 
>Danio_rerio_chr4.trna2353-AsnGTT (44134448-44134521)  Asn (GTT) 74 bp  Sc: 57.53 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna472-AsnGTT (2969504-2969431)  Asn (GTT) 74 bp  Sc: 57.61 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr2.trna438-AsnGTT (7251793-7251721)  Asn (GTT) 73 bp  Sc: 57.67 
GTCTCTGTGGCGCAATCGGTTACGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAGA 
TCACCCAGGGACG 
>Danio_rerio_chr4.trna3442-AsnGTT (51187526-51187599)  Asn (GTT) 74 bp  Sc: 57.71 
GTTTCTGTGGTGCAATCGGTTAGTGCGTTCGGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5489-AsnGTT (51996615-51996542)  Asn (GTT) 74 bp  Sc: 57.74 
GTCTCTGCGGCGCAATCGGGTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna442-AsnGTT (7250948-7250875)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3923-AsnGTT (55239950-55240023)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3953-AsnGTT (55246306-55246379)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5219-AsnGTT (53800177-53800104)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6592-AsnGTT (42827038-42826965)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna19-AsnGTT (81630-81557)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna31-AsnGTT (78867-78794)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna43-AsnGTT (76106-76033)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna57-AsnGTT (72277-72204)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna75-AsnGTT (68130-68057)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna56-AsnGTT (442377-442450)  Asn (GTT) 74 bp  Sc: 57.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5703-AsnGTT (49641200-49641128)  Asn (GTT) 73 bp  Sc: 57.78 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAACGGttgttgtTCAAGC 
CTACGCAGGGACG 
>Danio_rerio_Zv9_NA580.trna31-AsnGTT (7027-6955)  Asn (GTT) 73 bp  Sc: 57.78 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAACGGttgttgtTCAAGC 
CTACGCAGGGACG 
>Danio_rerio_chr2.trna452-AsnGTT (7248796-7248723)  Asn (GTT) 74 bp  Sc: 57.84 



GTGTCTGTGGCGCAATCGGTTAGCGCGTTTGACTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4809-AsnGTT (55547354-55547281)  Asn (GTT) 74 bp  Sc: 58.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4831-AsnGTT (55542680-55542607)  Asn (GTT) 74 bp  Sc: 58.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4853-AsnGTT (55538006-55537933)  Asn (GTT) 74 bp  Sc: 58.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4875-AsnGTT (55533332-55533259)  Asn (GTT) 74 bp  Sc: 58.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_Zv9_scaffold3554.trna81-AsnGTT (317811-317884)  Asn (GTT) 74 bp  Sc: 58.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_Zv9_scaffold3554.trna143-AsnGTT (39284-39211)  Asn (GTT) 74 bp  Sc: 58.07 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGTATCAAG 
CCCACCCAAGGACG 
>Danio_rerio_Zv9_scaffold3554.trna150-AsnGTT (37591-37518)  Asn (GTT) 74 bp  Sc: 58.07 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGTATCAAG 
CCCACCCAAGGACG 
>Danio_rerio_chr2.trna444-AsnGTT (7250527-7250454)  Asn (GTT) 74 bp  Sc: 58.10 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGATGTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA28.trna28-AsnGTT (129748-129821)  Asn (GTT) 74 bp  Sc: 58.10 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGATGTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna489-AsnGTT (2965703-2965630)  Asn (GTT) 74 bp  Sc: 58.11 
CTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACGGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna166-AsnGTT (91593-91520)  Asn (GTT) 74 bp  Sc: 58.13 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_Zv9_scaffold3470.trna170-AsnGTT (90647-90574)  Asn (GTT) 74 bp  Sc: 58.13 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_chr4.trna1484-AsnGTT (38065159-38065232)  Asn (GTT) 74 bp  Sc: 58.16 
GTCTCTGTGGTGCAATTGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3498.trna76-AsnGTT (218353-218280)  Asn (GTT) 74 bp  Sc: 58.19 
GTCTCTGTGGCGCAATCGCTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGGCG 
>Danio_rerio_chr4.trna293-AsnGTT (30455906-30455981)  Asn (GTT) 76 bp  Sc: 58.26 
GTCTCTGTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTGGTTCA 
AGCCCACCCAGGGATG 
>Danio_rerio_chr12.trna461-AsnGTT (2972446-2972373)  Asn (GTT) 74 bp  Sc: 58.33 
CTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_chr4.trna7201-AsnGTT (39239783-39239710)  Asn (GTT) 74 bp  Sc: 58.34 
GTCTCTGTGGCGCAATAGGTTAGCGCATTCGGCTGTTAACTGAAAGGGTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna3049-AsnGTT (48485278-48485351)  Asn (GTT) 74 bp  Sc: 58.36 
GTCTCTGTGGTGCATTTGGTTAGTGTGTTTGGCTGTTATCTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6229-AsnGTT (44590044-44589971)  Asn (GTT) 74 bp  Sc: 58.38 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTATG 
>Danio_rerio_chr22.trna275-AsnGTT (30633276-30633349)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr22.trna293-AsnGTT (30637104-30637177)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna3145-AsnGTT (48850321-48850394)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 



CCCACCCAGAGACG 
>Danio_rerio_chr4.trna3155-AsnGTT (48852449-48852522)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna3169-AsnGTT (48855422-48855495)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna6622-AsnGTT (42558751-42558678)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna6631-AsnGTT (42556627-42556554)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna6645-AsnGTT (42553661-42553588)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr8.trna395-AsnGTT (40447266-40447339)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr8.trna403-AsnGTT (40448944-40449017)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr8.trna411-AsnGTT (40450642-40450715)  Asn (GTT) 74 bp  Sc: 58.49 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna3199-AsnGTT (48866463-48866536)  Asn (GTT) 74 bp  Sc: 58.61 
GTCTCTGTGGTGCAATCGGTTAACGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4895-AsnGTT (55529086-55529013)  Asn (GTT) 74 bp  Sc: 58.65 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna467-AsnGTT (30661435-30661508)  Asn (GTT) 74 bp  Sc: 58.78 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGTTGGTTCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr4.trna8349-AsnGTT (30435196-30435123)  Asn (GTT) 74 bp  Sc: 58.80 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGTGACG 
>Danio_rerio_Zv9_scaffold3503.trna208-AsnGTT (800442-800369)  Asn (GTT) 74 bp  Sc: 58.80 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGGCG 
>Danio_rerio_Zv9_NA28.trna17-AsnGTT (127216-127289)  Asn (GTT) 74 bp  Sc: 58.87 
GTCTCTGTGGCGCAATAGTTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna154-AsnGTT (811832-811759)  Asn (GTT) 74 bp  Sc: 58.87 
GTCTCTGTGGCGCAATAGTTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3473.trna34-AsnGTT (123660-123733)  Asn (GTT) 74 bp  Sc: 58.89 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAATGTTGGAGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna5687-AsnGTT (49644994-49644921)  Asn (GTT) 74 bp  Sc: 58.90 
GTCTCTGTGGTGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCATGGACG 
>Danio_rerio_chr4.trna2708-AsnGTT (46053050-46053123)  Asn (GTT) 74 bp  Sc: 58.93 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAATGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna1990-AsnGTT (41738005-41738078)  Asn (GTT) 74 bp  Sc: 58.97 
GTCTCTGTGGTGCAATCGGTTTGCACGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGAAACG 
>Danio_rerio_chr4.trna3153-AsnGTT (48852025-48852098)  Asn (GTT) 74 bp  Sc: 58.98 
GTCTCTGTGGCGCAATCGGATAGCGCGTTTCTCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6614-AsnGTT (42560447-42560374)  Asn (GTT) 74 bp  Sc: 58.98 
GTCTCTGTGGCGCAATCGGATAGCGCGTTTCTCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna322-AsnGTT (40431573-40431646)  Asn (GTT) 74 bp  Sc: 58.98 
GTCTCTGTGGCGCAATCGGATAGCGCGTTTCTCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr4.trna5217-AsnGTT (53800603-53800530)  Asn (GTT) 74 bp  Sc: 59.02 
GTCGCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCCCCCAGGTACG 
>Danio_rerio_chr12.trna487-AsnGTT (2966129-2966056)  Asn (GTT) 74 bp  Sc: 59.04 
GTCTCTGTGGTGCAATCGGTTATCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3473.trna132-AsnGTT (24197-24124)  Asn (GTT) 74 bp  Sc: 59.07 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAAGTTGGTGGTTCAAG 
CACACCCAGGGATG 
>Danio_rerio_chr4.trna3764-AsnGTT (53779771-53779844)  Asn (GTT) 74 bp  Sc: 59.14 
GTCTCTCTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAAGTTGGTGATTCAAG 
TCCACCCAGGGACG 
>Danio_rerio_chr4.trna310-AsnGTT (30460709-30460782)  Asn (GTT) 74 bp  Sc: 59.16 
GTCTCTGTGGCACAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCCGGGATG 
>Danio_rerio_chr4.trna3941-AsnGTT (55243764-55243837)  Asn (GTT) 74 bp  Sc: 59.18 
GACTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna147-AsnGTT (38438-38365)  Asn (GTT) 74 bp  Sc: 59.18 
GACTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna156-AsnGTT (36319-36246)  Asn (GTT) 74 bp  Sc: 59.18 
GACTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3961-AsnGTT (55248000-55248073)  Asn (GTT) 74 bp  Sc: 59.29 
GTCTCTGTGGCAGAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6600-AsnGTT (42825344-42825271)  Asn (GTT) 74 bp  Sc: 59.29 
GTCTCTGTGGCAGAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna186-AsnGTT (87258-87185)  Asn (GTT) 74 bp  Sc: 59.32 
GTCTTTGTGGCTCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna522-AsnGTT (2958522-2958449)  Asn (GTT) 74 bp  Sc: 59.34 
GTCTCTGTGGTGCAATAGGTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4758-AsnGTT (55558389-55558316)  Asn (GTT) 74 bp  Sc: 59.45 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCAGGTACG 
>Danio_rerio_chr4.trna4797-AsnGTT (55549901-55549828)  Asn (GTT) 74 bp  Sc: 59.45 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCAGGTACG 
>Danio_rerio_chr4.trna3702-AsnGTT (53352403-53352476)  Asn (GTT) 74 bp  Sc: 59.46 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGAACG 
>Danio_rerio_chr4.trna8342-AsnGTT (30436829-30436756)  Asn (GTT) 74 bp  Sc: 59.48 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1748-AsnGTT (40519001-40519074)  Asn (GTT) 74 bp  Sc: 59.52 
GTCTCTGTGGCGCAATCATTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGACG 
>Danio_rerio_chr4.trna2275-AsnGTT (44117924-44117997)  Asn (GTT) 74 bp  Sc: 59.58 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna2285-AsnGTT (44120045-44120118)  Asn (GTT) 74 bp  Sc: 59.58 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna2291-AsnGTT (44121317-44121390)  Asn (GTT) 74 bp  Sc: 59.58 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna2309-AsnGTT (44125135-44125208)  Asn (GTT) 74 bp  Sc: 59.58 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna2317-AsnGTT (44126830-44126903)  Asn (GTT) 74 bp  Sc: 59.58 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_Zv9_scaffold3554.trna53-AsnGTT (311878-311951)  Asn (GTT) 74 bp  Sc: 59.58 



GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna4659-AsnGTT (56420568-56420495)  Asn (GTT) 74 bp  Sc: 59.63 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGATTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2669-AsnGTT (46037086-46037159)  Asn (GTT) 74 bp  Sc: 59.64 
GTCTCTGTGGCACAATCGGTTAGTGTGTTCGGCTGTTAACTGAAAGGTTGGAAGTTCAAG 
CCCCTCCAGGGACG 
>Danio_rerio_chr4.trna387-AsnGTT (30643024-30643097)  Asn (GTT) 74 bp  Sc: 59.65 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna398-AsnGTT (30645563-30645636)  Asn (GTT) 74 bp  Sc: 59.65 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna459-AsnGTT (30659526-30659599)  Asn (GTT) 74 bp  Sc: 59.65 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna7819-AsnGTT (33891623-33891551)  Asn (GTT) 73 bp  Sc: 59.71 
GTCTCTGTAGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGttgttgtTCAAGC 
CTACGCAGGGACG 
>Danio_rerio_Zv9_scaffold3552.trna61-AsnGTT (65212-65285)  Asn (GTT) 74 bp  Sc: 59.71 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTTGGCTGTTAATTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3955-AsnGTT (55246728-55246801)  Asn (GTT) 74 bp  Sc: 59.75 
GTCTCTGTGGTGCAATTGGTGAGCCCGTTCGGCTGTTAACTGAAAGTTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6594-AsnGTT (42826616-42826543)  Asn (GTT) 74 bp  Sc: 59.75 
GTCTCTGTGGTGCAATTGGTGAGCCCGTTCGGCTGTTAACTGAAAGTTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna89-AsnGTT (64728-64655)  Asn (GTT) 74 bp  Sc: 59.76 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
GCCACCCAGGGACG 
>Danio_rerio_chr4.trna5696-AsnGTT (49642891-49642817)  Asn (GTT) 75 bp  Sc: 59.82 
GTCTCTGTAGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGTGTTCAA 
CCCCACCCAGGGACG 
>Danio_rerio_Zv9_NA297.trna35-AsnGTT (47526-47453)  Asn (GTT) 74 bp  Sc: 59.90 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGACG 
>Danio_rerio_chr4.trna3446-AsnGTT (51188366-51188439)  Asn (GTT) 74 bp  Sc: 59.99 
GTCTCTGTGGCGCAATCTGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_chr4.trna5785-AsnGTT (48326635-48326562)  Asn (GTT) 74 bp  Sc: 60.04 
GTCTCTGTGGCGCTATCGGTTAGCGCATTCGGCTGTTAGCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7217-AsnGTT (39178897-39178824)  Asn (GTT) 74 bp  Sc: 60.15 
GTCTCTGTGGTGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGTGACA 
>Danio_rerio_chr22.trna724-AsnGTT (30585025-30584952)  Asn (GTT) 74 bp  Sc: 60.20 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2043-AsnGTT (42604706-42604779)  Asn (GTT) 74 bp  Sc: 60.20 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna678-AsnGTT (54681697-54681624)  Asn (GTT) 74 bp  Sc: 60.20 
GTCTCTGTGGCGCAATCAGTTAGTGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna977-AsnGTT (34835408-34835481)  Asn (GTT) 74 bp  Sc: 60.27 
GTCTCTGTGGCGCAATCAGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGACA 
>Danio_rerio_chr4.trna3927-AsnGTT (55240800-55240873)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3939-AsnGTT (55243342-55243415)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3945-AsnGTT (55244614-55244687)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 



CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna135-AsnGTT (40976-40903)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna154-AsnGTT (36741-36668)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna160-AsnGTT (35469-35396)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna168-AsnGTT (33772-33699)  Asn (GTT) 74 bp  Sc: 60.32 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna462-AsnGTT (2972023-2971951)  Asn (GTT) 73 bp  Sc: 60.41 
GTCTCTGTGGCGCAATCGGTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCATGC 
CCACCCAGGGACG 
>Danio_rerio_chr4.trna3238-AsnGTT (49384062-49384135)  Asn (GTT) 74 bp  Sc: 60.44 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCTGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna5798-AsnGTT (48323675-48323602)  Asn (GTT) 74 bp  Sc: 60.48 
GTCTCTTTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCGACG 
>Danio_rerio_chr4.trna1157-AsnGTT (36996382-36996455)  Asn (GTT) 74 bp  Sc: 60.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAAGTTGGTGATTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna3762-AsnGTT (53773898-53773971)  Asn (GTT) 74 bp  Sc: 60.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAAGTTGGTGATTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3554.trna67-AsnGTT (314848-314921)  Asn (GTT) 74 bp  Sc: 60.60 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGCTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna360-AsnGTT (30637104-30637177)  Asn (GTT) 74 bp  Sc: 60.68 
GTCTCTGTGGCGCAATCGGTTAGTGTGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna434-AsnGTT (30654023-30654096)  Asn (GTT) 74 bp  Sc: 60.68 
GTCTCTGTGGCGCAATCGGTTAGTGTGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr8.trna320-AsnGTT (40431147-40431220)  Asn (GTT) 74 bp  Sc: 60.74 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAATTGAAATGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna3957-AsnGTT (55247150-55247223)  Asn (GTT) 74 bp  Sc: 60.75 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTAGGCTGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCGCCCAGGGACT 
>Danio_rerio_chr4.trna2710-AsnGTT (46053478-46053551)  Asn (GTT) 74 bp  Sc: 60.77 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGATGAAG 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3554.trna176-AsnGTT (32075-32002)  Asn (GTT) 74 bp  Sc: 60.79 
GTCTCTGTGGTGCAGTCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna5653-AsnGTT (49652515-49652442)  Asn (GTT) 74 bp  Sc: 60.81 
GTCTCTGTGGCGCAATAGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna3207-AsnGTT (48868167-48868240)  Asn (GTT) 74 bp  Sc: 60.83 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTGACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna6649-AsnGTT (42552817-42552744)  Asn (GTT) 74 bp  Sc: 60.83 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTGACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_Zv9_scaffold3554.trna49-AsnGTT (311029-311102)  Asn (GTT) 74 bp  Sc: 60.85 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna1159-AsnGTT (36996809-36996882)  Asn (GTT) 74 bp  Sc: 60.90 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTTGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACA 
>Danio_rerio_Zv9_scaffold3536.trna18-AsnGTT (26887-26960)  Asn (GTT) 74 bp  Sc: 60.91 
GTCTCTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_scaffold3536.trna22-AsnGTT (27735-27808)  Asn (GTT) 74 bp  Sc: 60.91 
GTCTCTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna26-AsnGTT (28583-28656)  Asn (GTT) 74 bp  Sc: 60.91 
GTCTCTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna31-AsnGTT (29853-29926)  Asn (GTT) 74 bp  Sc: 60.91 
GTCTCTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna8-AsnGTT (24355-24428)  Asn (GTT) 74 bp  Sc: 60.91 
GTCTCTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7195-AsnGTT (39241046-39240973)  Asn (GTT) 74 bp  Sc: 60.93 
GTCTCTGTGGCGCAATAGGTTAGCGCATTCGGCTGTTAACTGAAAGGGTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna5862-AsnGTT (47772624-47772551)  Asn (GTT) 74 bp  Sc: 60.95 
GTCTCTGTGGTGCAATTGGTTAGCGCATTCGGCTGTTAACCGAAAGGTTGGTAGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_chr4.trna1069-AsnGTT (35505125-35505198)  Asn (GTT) 74 bp  Sc: 60.97 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTGGGTTGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3362-AsnGTT (50447728-50447801)  Asn (GTT) 74 bp  Sc: 60.98 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTTAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna70-AsnGTT (445348-445421)  Asn (GTT) 74 bp  Sc: 60.98 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTTAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna20-AsnGTT (144384-144457)  Asn (GTT) 74 bp  Sc: 60.98 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTAGGCTGTTAACTTAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6241-AsnGTT (44587517-44587444)  Asn (GTT) 74 bp  Sc: 61.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGTTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna45-AsnGTT (75684-75610)  Asn (GTT) 75 bp  Sc: 61.08 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTTCAA 
GCCTACCCAGGGACG 
>Danio_rerio_chr12.trna476-AsnGTT (2968650-2968577)  Asn (GTT) 74 bp  Sc: 61.11 
CTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna502-AsnGTT (2962764-2962691)  Asn (GTT) 74 bp  Sc: 61.11 
CTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna73-AsnGTT (447270-447343)  Asn (GTT) 74 bp  Sc: 61.27 
GTCTCTGTGGCGCAATAGGTTAGCGTGTTCGGCTGTTAACTGAAATGTTGGAGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5209-AsnGTT (53802294-53802221)  Asn (GTT) 74 bp  Sc: 61.32 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAAATGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr22.trna555-AsnGTT (31031221-31031148)  Asn (GTT) 74 bp  Sc: 61.38 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_chr22.trna562-AsnGTT (31029528-31029455)  Asn (GTT) 74 bp  Sc: 61.38 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_chr3.trna711-AsnGTT (9433413-9433342)  Asn (GTT) 72 bp  Sc: 61.39 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTTGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCAAGGCA 
>Danio_rerio_Zv9_scaffold3503.trna160-AsnGTT (810567-810494)  Asn (GTT) 74 bp  Sc: 61.41 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3931-AsnGTT (55241646-55241719)  Asn (GTT) 74 bp  Sc: 61.47 
GTCTCTGTGGCGCAATCTGTTAGCGCGTTCGGCTGTTAACTGCAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna586-AsnGTT (30940677-30940596)  Asn (GTT) 82 bp  Sc: 61.54 
GATGAGGTGGCCGAGTGGTTAAGGCAATGCACTGTTAATCCATTGTGCTCTGCACGCGTG 
GGTTTGAATCCCATCCTCGTTG 
>Danio_rerio_Zv9_scaffold3503.trna88-AsnGTT (491086-491159)  Asn (GTT) 74 bp  Sc: 61.70 



GTGTCTGTGGCGCAATCGGGTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna5483-AsnGTT (51997884-51997811)  Asn (GTT) 74 bp  Sc: 61.86 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTAGGTGGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_Zv9_scaffold3470.trna172-AsnGTT (90225-90152)  Asn (GTT) 74 bp  Sc: 61.95 
GTCTCTGTGGCTCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna472-AsnGTT (34580468-34580541)  Asn (GTT) 74 bp  Sc: 61.98 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCTATCCAGGGACA 
>Danio_rerio_chr4.trna5671-AsnGTT (49648344-49648271)  Asn (GTT) 74 bp  Sc: 62.04 
GTCTCTGTGGCGCAATAGGTTAGCTCGTTCGGCTGTTGACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6596-AsnGTT (42826194-42826121)  Asn (GTT) 74 bp  Sc: 62.04 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna110-AsnGTT (420654-420581)  Asn (GTT) 74 bp  Sc: 62.05 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna212-AsnGTT (29871960-29872033)  Asn (GTT) 74 bp  Sc: 62.06 
GTCTCTGTGGTGTAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna6916-AsnGTT (40471908-40471835)  Asn (GTT) 74 bp  Sc: 62.10 
ATTTCTGTGGTGCAATCGGTCAGCACATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAACG 
>Danio_rerio_chr4.trna2562-AsnGTT (45754649-45754722)  Asn (GTT) 74 bp  Sc: 62.19 
CTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna497-AsnGTT (2964017-2963944)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr12.trna506-AsnGTT (2961920-2961847)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr12.trna516-AsnGTT (2959802-2959729)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr12.trna526-AsnGTT (2957675-2957602)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna2351-AsnGTT (44134027-44134100)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna368-AsnGTT (30638796-30638869)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna370-AsnGTT (30639217-30639290)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna374-AsnGTT (30640063-30640136)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna376-AsnGTT (30640486-30640559)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna381-AsnGTT (30641757-30641830)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna383-AsnGTT (30642178-30642251)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna391-AsnGTT (30643868-30643941)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna402-AsnGTT (30646407-30646480)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGTACG 
>Danio_rerio_chr4.trna407-AsnGTT (30647680-30647753)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna411-AsnGTT (30648526-30648599)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna414-AsnGTT (30649568-30649641)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna418-AsnGTT (30650413-30650486)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna422-AsnGTT (30651262-30651335)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna428-AsnGTT (30652532-30652605)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna442-AsnGTT (30655716-30655789)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna444-AsnGTT (30656137-30656210)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna448-AsnGTT (30656986-30657059)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna452-AsnGTT (30657831-30657904)  Asn (GTT) 74 bp  Sc: 62.22 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna7774-AsnGTT (33938606-33938533)  Asn (GTT) 74 bp  Sc: 62.23 
GTCTCTGTGGCGCAATCGGTTAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGATG 
>Danio_rerio_chr4.trna3197-AsnGTT (48866039-48866112)  Asn (GTT) 74 bp  Sc: 62.27 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTAGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna2685-AsnGTT (46040464-46040537)  Asn (GTT) 74 bp  Sc: 62.29 
GTCTCTGTTGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1474-AsnGTT (38063041-38063114)  Asn (GTT) 74 bp  Sc: 62.32 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAAGTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna1476-AsnGTT (38063463-38063536)  Asn (GTT) 74 bp  Sc: 62.32 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAAGTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna3949-AsnGTT (55245460-55245533)  Asn (GTT) 74 bp  Sc: 62.34 
GTCTCTGTGGCTCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
ATCACCCAGGGACG 
>Danio_rerio_chr12.trna510-AsnGTT (2961072-2960999)  Asn (GTT) 74 bp  Sc: 62.38 
GTCTCTGTAGCGCAATCGGTTAGCGCGTTCGTCTGTTACCTGAAAGGTTGGTGGTTCAAG 
CCAACCCAGGGACG 
>Danio_rerio_chr22.trna571-AsnGTT (31021882-31021809)  Asn (GTT) 74 bp  Sc: 62.38 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7429-AsnGTT (37664470-37664397)  Asn (GTT) 74 bp  Sc: 62.38 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna436-AsnGTT (7252217-7252144)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna448-AsnGTT (7249676-7249603)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna454-AsnGTT (7248374-7248301)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_scaffold3514.trna120-AsnGTT (34106-34033)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna150-AsnGTT (27486-27413)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna164-AsnGTT (24521-24448)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna172-AsnGTT (22826-22753)  Asn (GTT) 74 bp  Sc: 62.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna8340-AsnGTT (30437251-30437178)  Asn (GTT) 74 bp  Sc: 62.43 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTAAAG 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3473.trna28-AsnGTT (122384-122457)  Asn (GTT) 74 bp  Sc: 62.45 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCCTCCAGGGACG 
>Danio_rerio_chr4.trna2661-AsnGTT (46035454-46035527)  Asn (GTT) 74 bp  Sc: 62.45 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGAAGTTCAAG 
CCCCTCCAGGGACG 
>Danio_rerio_Zv9_NA251.trna23-AsnGTT (70325-70252)  Asn (GTT) 74 bp  Sc: 62.45 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGAAGTTCAAG 
CCCCTCCAGGGACG 
>Danio_rerio_chr4.trna4772-AsnGTT (55555424-55555351)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna4787-AsnGTT (55552024-55551951)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna4825-AsnGTT (55543953-55543880)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna4847-AsnGTT (55539279-55539206)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna4869-AsnGTT (55534605-55534532)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna4891-AsnGTT (55529931-55529858)  Asn (GTT) 74 bp  Sc: 62.51 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGGCG 
>Danio_rerio_Zv9_scaffold3498.trna11-AsnGTT (27747-27820)  Asn (GTT) 74 bp  Sc: 62.55 
GTCTCTGTGGCGCAATCGGGTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_Zv9_scaffold3554.trna65-AsnGTT (314426-314499)  Asn (GTT) 74 bp  Sc: 62.59 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna85-AsnGTT (318635-318708)  Asn (GTT) 74 bp  Sc: 62.59 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna69-AsnGTT (315271-315344)  Asn (GTT) 74 bp  Sc: 62.67 
GTCTCTGTGGAGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna47-AsnGTT (310607-310680)  Asn (GTT) 74 bp  Sc: 62.68 
GTCTCTGTGGCGCAATCGTTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA502.trna31-AsnGTT (37913-37840)  Asn (GTT) 74 bp  Sc: 62.70 
GTCTCTGTGGTGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna237-AsnGTT (793253-793180)  Asn (GTT) 74 bp  Sc: 62.70 
GTCTCTGTGGTGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna426-AsnGTT (30652107-30652180)  Asn (GTT) 74 bp  Sc: 62.75 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACG 
>Danio_rerio_Zv9_scaffold3514.trna182-AsnGTT (13353-13280)  Asn (GTT) 74 bp  Sc: 62.85 



GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGATGGTTCAAG 
CCCACCCAGGAACA 
>Danio_rerio_Zv9_scaffold3470.trna150-AsnGTT (94963-94890)  Asn (GTT) 74 bp  Sc: 62.85 
GTCTCTGTGGCGCAATTGGTTAGTGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna286-AsnGTT (30452452-30452525)  Asn (GTT) 74 bp  Sc: 62.87 
GTCTCTGTGGTGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_NA251.trna27-AsnGTT (63371-63298)  Asn (GTT) 74 bp  Sc: 62.87 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGATGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7418-AsnGTT (38042048-38041975)  Asn (GTT) 74 bp  Sc: 62.93 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAATTGAAAGGTTGGTGGTTCAGG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6083-AsnGTT (45981878-45981805)  Asn (GTT) 74 bp  Sc: 62.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna2714-AsnGTT (46054328-46054401)  Asn (GTT) 74 bp  Sc: 62.99 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCAGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna44-AsnGTT (14211665-14211738)  Asn (GTT) 74 bp  Sc: 62.99 
GTCTCTGTGGTGCAATCGCTTAGTGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6245-AsnGTT (44586674-44586601)  Asn (GTT) 74 bp  Sc: 62.99 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACGGAAATGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4909-AsnGTT (55526112-55526039)  Asn (GTT) 74 bp  Sc: 63.01 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGGCG 
>Danio_rerio_chr4.trna7792-AsnGTT (33934792-33934719)  Asn (GTT) 74 bp  Sc: 63.02 
GTCTCTGTGGCACATTTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna12-AsnGTT (142686-142759)  Asn (GTT) 74 bp  Sc: 63.05 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5215-AsnGTT (53801027-53800954)  Asn (GTT) 74 bp  Sc: 63.06 
GTCTCCGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_chr2.trna126-AsnGTT (29945025-29945098)  Asn (GTT) 74 bp  Sc: 63.07 
GTCTCTGTGGAGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna409-AsnGTT (30648104-30648177)  Asn (GTT) 74 bp  Sc: 63.09 
GTCTCTGTGGCGCAATCGGTTAGCGCGATCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACG 
>Danio_rerio_chr4.trna5683-AsnGTT (49645832-49645759)  Asn (GTT) 74 bp  Sc: 63.17 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAGCTGAAAGGTTGGTGGTTTAAT 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna300-AsnGTT (30458113-30458186)  Asn (GTT) 74 bp  Sc: 63.21 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCCGGGATG 
>Danio_rerio_chr4.trna7776-AsnGTT (33938182-33938109)  Asn (GTT) 74 bp  Sc: 63.22 
GTCTCTGTGGCGCATTTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna7782-AsnGTT (33936910-33936837)  Asn (GTT) 74 bp  Sc: 63.22 
GTCTCTGTGGCGCATTTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr2.trna450-AsnGTT (7249220-7249147)  Asn (GTT) 74 bp  Sc: 63.22 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACGGAAAGTTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2333-AsnGTT (44130221-44130294)  Asn (GTT) 74 bp  Sc: 63.24 
GTCTCTGTGCCGCAATTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna401-AsnGTT (40448520-40448593)  Asn (GTT) 74 bp  Sc: 63.25 
GTCTCTGTGTTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4712-AsnGTT (55813142-55813069)  Asn (GTT) 74 bp  Sc: 63.25 
GTCTCTGTGCTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna229-AsnGTT (1458542-1458615)  Asn (GTT) 74 bp  Sc: 63.28 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_chr22.trna259-AsnGTT (30629875-30629948)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr22.trna271-AsnGTT (30632428-30632501)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr22.trna281-AsnGTT (30634552-30634625)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr22.trna289-AsnGTT (30636254-30636327)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3165-AsnGTT (48854574-48854647)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3187-AsnGTT (48859249-48859322)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3193-AsnGTT (48860520-48860593)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3211-AsnGTT (48869019-48869092)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna6657-AsnGTT (42551117-42551044)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna6665-AsnGTT (42549415-42549342)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna337-AsnGTT (40434965-40435038)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna341-AsnGTT (40435809-40435882)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna347-AsnGTT (40437065-40437138)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna359-AsnGTT (40439613-40439686)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna365-AsnGTT (40440888-40440961)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna385-AsnGTT (40445140-40445213)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna391-AsnGTT (40446418-40446491)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna407-AsnGTT (40449794-40449867)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr8.trna417-AsnGTT (40451918-40451991)  Asn (GTT) 74 bp  Sc: 63.30 
GTCTCTGTGGCGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_Zv9_scaffold3462.trna29-AsnGTT (79293-79220)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna41-AsnGTT (76532-76459)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_scaffold3462.trna55-AsnGTT (72703-72630)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna63-AsnGTT (71007-70934)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna73-AsnGTT (68556-68483)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna91-AsnGTT (64304-64231)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2273-AsnGTT (44117500-44117573)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2289-AsnGTT (44120893-44120966)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2307-AsnGTT (44124711-44124784)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2321-AsnGTT (44127678-44127751)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2349-AsnGTT (44133603-44133676)  Asn (GTT) 74 bp  Sc: 63.31 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTAGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA502.trna33-AsnGTT (37488-37415)  Asn (GTT) 74 bp  Sc: 63.35 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGAGGTACAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna164-AsnGTT (809728-809655)  Asn (GTT) 74 bp  Sc: 63.36 
GTCTCTGTGTCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna170-AsnGTT (808472-808399)  Asn (GTT) 74 bp  Sc: 63.36 
GTCTCTGTGTCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna184-AsnGTT (87682-87609)  Asn (GTT) 74 bp  Sc: 63.43 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCATGGACG 
>Danio_rerio_chr22.trna265-AsnGTT (30631151-30631224)  Asn (GTT) 74 bp  Sc: 63.52 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna5497-AsnGTT (51994936-51994863)  Asn (GTT) 74 bp  Sc: 63.57 
GTCTCTGTGGTGCAATCGGTTAGTACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCTACCCAGGGACG 
>Danio_rerio_chr4.trna6433-AsnGTT (43652834-43652761)  Asn (GTT) 74 bp  Sc: 63.67 
GTCTCTGTGGCGCAATCGGTTAGCATGTTTGGCTGTTAACTTAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr22.trna469-AsnGTT (34579626-34579699)  Asn (GTT) 74 bp  Sc: 63.69 
GTCTCTGCGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna446-AsnGTT (7250098-7250025)  Asn (GTT) 74 bp  Sc: 63.71 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna356-AsnGTT (30636262-30636335)  Asn (GTT) 74 bp  Sc: 63.71 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6743-AsnGTT (41648103-41648030)  Asn (GTT) 74 bp  Sc: 63.71 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna306-AsnGTT (30459384-30459457)  Asn (GTT) 74 bp  Sc: 63.72 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGTGACG 
>Danio_rerio_chr4.trna326-AsnGTT (30497332-30497405)  Asn (GTT) 74 bp  Sc: 63.74 
GTCTTTGTGGTGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna166-AsnGTT (809312-809239)  Asn (GTT) 74 bp  Sc: 63.82 



GTCTCTGTGGCGCTATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna172-AsnGTT (808056-807983)  Asn (GTT) 74 bp  Sc: 63.82 
GTCTCTGTGGCGCTATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna184-AsnGTT (805522-805449)  Asn (GTT) 74 bp  Sc: 63.82 
GTCTCTGTGGCGCTATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna200-AsnGTT (802134-802061)  Asn (GTT) 74 bp  Sc: 63.82 
GTCTCTGTGGCGCTATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna854-AsnGTT (33661046-33661119)  Asn (GTT) 74 bp  Sc: 63.83 
GTCTCTGTGGCGCAATCGGTTAGCGCCTTCGGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CTCACCCAGGGACA 
>Danio_rerio_chr4.trna7205-AsnGTT (39238545-39238472)  Asn (GTT) 74 bp  Sc: 63.87 
GTCTCTGTGGCGCAATTGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCAACCCAGGGACG 
>Danio_rerio_chr4.trna3151-AsnGTT (48851599-48851672)  Asn (GTT) 74 bp  Sc: 63.92 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAATATTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna4777-AsnGTT (55554151-55554078)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4793-AsnGTT (55550753-55550680)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4815-AsnGTT (55546080-55546007)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4837-AsnGTT (55541406-55541333)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4859-AsnGTT (55536732-55536659)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4881-AsnGTT (55532058-55531985)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_chr4.trna4907-AsnGTT (55526538-55526465)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_Zv9_scaffold3554.trna59-AsnGTT (313152-313225)  Asn (GTT) 74 bp  Sc: 63.95 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACG 
>Danio_rerio_Zv9_scaffold3554.trna43-AsnGTT (309757-309830)  Asn (GTT) 74 bp  Sc: 64.01 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAT 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6761-AsnGTT (41644230-41644157)  Asn (GTT) 74 bp  Sc: 64.02 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCGGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3480.trna79-AsnGTT (305897-305970)  Asn (GTT) 74 bp  Sc: 64.08 
GTCTCTGTGGCTCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3482.trna37-AsnGTT (92866-92793)  Asn (GTT) 74 bp  Sc: 64.08 
GTCTCTGTGGCTCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA251.trna41-AsnGTT (60389-60316)  Asn (GTT) 74 bp  Sc: 64.13 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTACTTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1498-AsnGTT (38068555-38068628)  Asn (GTT) 74 bp  Sc: 64.20 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr2.trna420-AsnGTT (7256946-7256873)  Asn (GTT) 74 bp  Sc: 64.29 
GTCTCTGTGGTGCAATCGTTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2532-AsnGTT (45748292-45748365)  Asn (GTT) 74 bp  Sc: 64.29 
GTCTCTGTGGTGCAATCGTTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2546-AsnGTT (45751255-45751328)  Asn (GTT) 74 bp  Sc: 64.29 
GTCTCTGTGGTGCAATCGTTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4658-AsnGTT (56420967-56420894)  Asn (GTT) 74 bp  Sc: 64.31 
GTCTCTGTGGCGCAACTGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna6253-AsnGTT (44584933-44584860)  Asn (GTT) 74 bp  Sc: 64.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7199-AsnGTT (39240201-39240128)  Asn (GTT) 74 bp  Sc: 64.41 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTACCTGAAAGGGTGGTGGTTCAAG 
TCCACCCAGGGACG 
>Danio_rerio_chr4.trna4901-AsnGTT (55527812-55527739)  Asn (GTT) 74 bp  Sc: 64.42 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGCTACA 
>Danio_rerio_chr4.trna6237-AsnGTT (44588361-44588288)  Asn (GTT) 74 bp  Sc: 64.47 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCATTGACG 
>Danio_rerio_Zv9_NA251.trna43-AsnGTT (59967-59894)  Asn (GTT) 74 bp  Sc: 64.49 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGAACG 
>Danio_rerio_chr22.trna301-AsnGTT (30638804-30638877)  Asn (GTT) 74 bp  Sc: 64.50 
GTCTCTGTGACACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna458-AsnGTT (7247526-7247453)  Asn (GTT) 74 bp  Sc: 64.50 
GTCTCTGTGACACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6681-AsnGTT (42546018-42545945)  Asn (GTT) 74 bp  Sc: 64.50 
GTCTCTGTGACACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna421-AsnGTT (40452768-40452841)  Asn (GTT) 74 bp  Sc: 64.50 
GTCTCTGTGACACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna243-AsnGTT (30626472-30626545)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr22.trna297-AsnGTT (30637954-30638027)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna3143-AsnGTT (48849897-48849970)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6620-AsnGTT (42559175-42559102)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6641-AsnGTT (42554509-42554436)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6677-AsnGTT (42546868-42546795)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr8.trna328-AsnGTT (40432845-40432918)  Asn (GTT) 74 bp  Sc: 64.53 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTGAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr12.trna500-AsnGTT (2963190-2963117)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna518-AsnGTT (2959372-2959299)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna528-AsnGTT (2957245-2957172)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna843-AsnGTT (33578336-33578409)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_scaffold3554.trna132-AsnGTT (41826-41753)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna172-AsnGTT (32925-32852)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna103-AsnGTT (59590-59517)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna180-AsnGTT (88529-88456)  Asn (GTT) 74 bp  Sc: 64.67 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna871-AsnGTT (54433487-54433414)  Asn (GTT) 74 bp  Sc: 64.69 
GTCTCTGTGGCGCAATAGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna212-AsnGTT (799590-799517)  Asn (GTT) 74 bp  Sc: 64.69 
GTCTCTGTGGCGCAATAGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna232-AsnGTT (794535-794462)  Asn (GTT) 74 bp  Sc: 64.69 
GTCTCTGTGGCGCAATAGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4774-AsnGTT (55555002-55554929)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4789-AsnGTT (55551602-55551529)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4805-AsnGTT (55548205-55548132)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4827-AsnGTT (55543531-55543458)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4849-AsnGTT (55538857-55538784)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4871-AsnGTT (55534183-55534110)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna77-AsnGTT (316960-317033)  Asn (GTT) 74 bp  Sc: 64.70 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5689-AsnGTT (49644569-49644496)  Asn (GTT) 74 bp  Sc: 64.72 
GTCTCTGTGGCGCAATAGGTTAGCTCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna13-AsnGTT (11621-11548)  Asn (GTT) 74 bp  Sc: 64.72 
GTCTCTGTGGCGCAATAGGTTAGCTCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5700-AsnGTT (49642046-49641973)  Asn (GTT) 74 bp  Sc: 64.78 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna28-AsnGTT (7873-7800)  Asn (GTT) 74 bp  Sc: 64.78 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3473.trna32-AsnGTT (123230-123303)  Asn (GTT) 74 bp  Sc: 64.79 
GTCTCTGTGGCGTAATCGGTTAGCGCGTTCGGCTGTTTACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACG 
>Danio_rerio_chr4.trna2585-AsnGTT (45759729-45759802)  Asn (GTT) 74 bp  Sc: 64.85 
ATCTCTGTGGCGCAATCGGTTAACGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna102-AsnGTT (422355-422282)  Asn (GTT) 74 bp  Sc: 64.85 
ATCTCTGTGGCGCAATCGGTTAACGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA289.trna4-AsnGTT (7655-7728)  Asn (GTT) 74 bp  Sc: 64.93 
GTCTCTGTGGCGCAATTGGTTAGCGCATTCGACTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna6101-AsnGTT (45977507-45977434)  Asn (GTT) 74 bp  Sc: 65.00 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAATG 
>Danio_rerio_chr2.trna440-AsnGTT (7251371-7251298)  Asn (GTT) 74 bp  Sc: 65.07 
GTCTCTGTGGTGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3951-AsnGTT (55245883-55245956)  Asn (GTT) 74 bp  Sc: 65.07 
GTCTCTGTGGTGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna170-AsnGTT (33349-33276)  Asn (GTT) 74 bp  Sc: 65.07 
GTCTCTGTGGTGCAATCGGTTTGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna74-AsnGTT (446200-446273)  Asn (GTT) 74 bp  Sc: 65.09 
GTCTCTGTGGCACAATCGGTTAGCGCATTCGGCTGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3552.trna71-AsnGTT (67744-67817)  Asn (GTT) 74 bp  Sc: 65.10 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CCCACTCAGGGATG 
>Danio_rerio_Zv9_NA28.trna23-AsnGTT (128480-128553)  Asn (GTT) 74 bp  Sc: 65.10 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGTAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna559-AsnGTT (31749616-31749689)  Asn (GTT) 74 bp  Sc: 65.13 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGCCG 
>Danio_rerio_chr4.trna6154-AsnGTT (45735551-45735478)  Asn (GTT) 74 bp  Sc: 65.13 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGCCG 
>Danio_rerio_chr4.trna2271-AsnGTT (44117074-44117147)  Asn (GTT) 74 bp  Sc: 65.17 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2287-AsnGTT (44120467-44120540)  Asn (GTT) 74 bp  Sc: 65.17 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2305-AsnGTT (44124285-44124358)  Asn (GTT) 74 bp  Sc: 65.17 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2319-AsnGTT (44127252-44127325)  Asn (GTT) 74 bp  Sc: 65.17 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGATGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3506.trna178-AsnGTT (57289-57216)  Asn (GTT) 74 bp  Sc: 65.21 
GTTTCTGTGGTGCAATCGGTCAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAACG 
>Danio_rerio_Zv9_scaffold3530.trna81-AsnGTT (448916-448989)  Asn (GTT) 74 bp  Sc: 65.31 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGACTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCGGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna182-AsnGTT (805938-805865)  Asn (GTT) 74 bp  Sc: 65.43 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna198-AsnGTT (802550-802477)  Asn (GTT) 74 bp  Sc: 65.43 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4710-AsnGTT (55813562-55813489)  Asn (GTT) 74 bp  Sc: 65.44 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGATCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna4716-AsnGTT (55812292-55812219)  Asn (GTT) 74 bp  Sc: 65.44 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGATCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna3602-AsnGTT (52530977-52531050)  Asn (GTT) 74 bp  Sc: 65.47 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAAGGACG 
>Danio_rerio_Zv9_scaffold3503.trna210-AsnGTT (800016-799943)  Asn (GTT) 74 bp  Sc: 65.47 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAAGGACG 
>Danio_rerio_chr5.trna875-AsnGTT (54432636-54432563)  Asn (GTT) 74 bp  Sc: 65.49 
GTCTCTGTGGCGCAAGCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_chr4.trna4667-AsnGTT (56418453-56418380)  Asn (GTT) 74 bp  Sc: 65.49 
GTCTCTGTGGCGCAATAGGTTAGCGCGTCCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3494.trna40-AsnGTT (229920-229993)  Asn (GTT) 74 bp  Sc: 65.54 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3498.trna9-AsnGTT (27149-27222)  Asn (GTT) 74 bp  Sc: 65.66 
GTCTCTGTGGCGCAATCGGGTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4724-AsnGTT (55810600-55810527)  Asn (GTT) 74 bp  Sc: 65.70 
GTCTCTGTGGTGCAATTGGTGAGCCCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4730-AsnGTT (55809334-55809261)  Asn (GTT) 74 bp  Sc: 65.70 
GTCTCTGTGGTGCAATTGGTGAGCCCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna225-AsnGTT (796222-796149)  Asn (GTT) 74 bp  Sc: 65.70 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAAGGACT 
>Danio_rerio_chr4.trna7215-AsnGTT (39179319-39179246)  Asn (GTT) 74 bp  Sc: 65.72 
GTCTCTGTGGCGCAATAGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3135-AsnGTT (48848199-48848272)  Asn (GTT) 74 bp  Sc: 65.81 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAATGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6612-AsnGTT (42560873-42560800)  Asn (GTT) 74 bp  Sc: 65.81 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAATGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6251-AsnGTT (44585354-44585281)  Asn (GTT) 74 bp  Sc: 65.86 
GTCTTTGTGGCGCAATCGGTTAGCGTGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4736-AsnGTT (55808066-55807993)  Asn (GTT) 74 bp  Sc: 65.92 
GTCTCTGTGGCACAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna185-AsnGTT (29964-29891)  Asn (GTT) 74 bp  Sc: 65.92 
GTCTCTGTGGCACAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5854-AsnGTT (47774311-47774238)  Asn (GTT) 74 bp  Sc: 65.93 
GTCTCTGTGGCGCAATTGGTTAGCGTGTTCCGCTGTTAACTGGAAGGTTGGTGGTTCAAG 
TCCACCCAGGGGCG 
>Danio_rerio_chr4.trna7362-AsnGTT (38053908-38053835)  Asn (GTT) 74 bp  Sc: 66.02 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna7424-AsnGTT (38040779-38040706)  Asn (GTT) 74 bp  Sc: 66.02 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna7780-AsnGTT (33937334-33937261)  Asn (GTT) 74 bp  Sc: 66.08 
GTCTCTGTGGCGCAATCGGTTAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACG 
>Danio_rerio_chr4.trna7786-AsnGTT (33936062-33935989)  Asn (GTT) 74 bp  Sc: 66.08 
GTCTCTGTGGCGCAATCGGTTAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna118-AsnGTT (34528-34455)  Asn (GTT) 74 bp  Sc: 66.11 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna2335-AsnGTT (44130643-44130716)  Asn (GTT) 74 bp  Sc: 66.21 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCTCCCAGGTACG 
>Danio_rerio_chr4.trna841-AsnGTT (33577911-33577984)  Asn (GTT) 74 bp  Sc: 66.29 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna174-AsnGTT (807644-807571)  Asn (GTT) 74 bp  Sc: 66.32 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna202-AsnGTT (801722-801649)  Asn (GTT) 74 bp  Sc: 66.32 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna71-AsnGTT (315690-315763)  Asn (GTT) 74 bp  Sc: 66.55 
GTCTCTGTGGCGCAACCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_NA289.trna3-AsnGTT (7017-7090)  Asn (GTT) 74 bp  Sc: 66.55 
GTCTCTGTGGCACAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4709-AsnGTT (55813985-55813912)  Asn (GTT) 74 bp  Sc: 66.56 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAT 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3514.trna180-AsnGTT (21130-21057)  Asn (GTT) 74 bp  Sc: 66.72 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr4.trna3993-AsnGTT (55393899-55393972)  Asn (GTT) 74 bp  Sc: 66.82 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6097-AsnGTT (45978535-45978462)  Asn (GTT) 74 bp  Sc: 66.82 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGTTAACTGAACGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna227-AsnGTT (795796-795723)  Asn (GTT) 74 bp  Sc: 66.88 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna3344-AsnGTT (50432462-50432535)  Asn (GTT) 74 bp  Sc: 67.07 
GTCTCTGTGGCGCATTTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7788-AsnGTT (33935638-33935565)  Asn (GTT) 74 bp  Sc: 67.07 
GTCTCTGTGGCGCATTTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3213-AsnGTT (48869445-48869518)  Asn (GTT) 74 bp  Sc: 67.20 
GTCTCTGTGACACAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6235-AsnGTT (44588778-44588705)  Asn (GTT) 74 bp  Sc: 67.34 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTTACTGAATGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna135-AsnGTT (30709-30636)  Asn (GTT) 74 bp  Sc: 67.35 
GTCTCTGTGGTGCAATTGGTGAGCCCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7372-AsnGTT (38051785-38051712)  Asn (GTT) 74 bp  Sc: 67.35 
GTCTCTGTGGCGTAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna7392-AsnGTT (38047552-38047479)  Asn (GTT) 74 bp  Sc: 67.35 
GTCTCTGTGGCGTAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna7404-AsnGTT (38045009-38044936)  Asn (GTT) 74 bp  Sc: 67.35 
GTCTCTGTGGCGTAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna3205-AsnGTT (48867741-48867814)  Asn (GTT) 74 bp  Sc: 67.38 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGCACG 
>Danio_rerio_chr4.trna6243-AsnGTT (44587096-44587023)  Asn (GTT) 74 bp  Sc: 67.44 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAATGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4779-AsnGTT (55553725-55553652)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4811-AsnGTT (55546928-55546855)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4817-AsnGTT (55545654-55545581)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4833-AsnGTT (55542254-55542181)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4839-AsnGTT (55540980-55540907)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4855-AsnGTT (55537580-55537507)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4861-AsnGTT (55536306-55536233)  Asn (GTT) 74 bp  Sc: 67.50 



GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4877-AsnGTT (55532906-55532833)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4883-AsnGTT (55531632-55531559)  Asn (GTT) 74 bp  Sc: 67.50 
GTCACTTTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5681-AsnGTT (49646243-49646170)  Asn (GTT) 74 bp  Sc: 67.52 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna15-AsnGTT (83001-82928)  Asn (GTT) 74 bp  Sc: 67.56 
GTCTCTGTGGCGCAATCGGTTAGCGCGCTCGGCTGTTAACCGAAAGGTTGGTTGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna28-AsnGTT (29011-29084)  Asn (GTT) 74 bp  Sc: 67.57 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGGTG 
>Danio_rerio_chr4.trna5226-AsnGTT (53626762-53626689)  Asn (GTT) 74 bp  Sc: 67.71 
GTCTCTGTGGCGCGATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3348-AsnGTT (50433312-50433385)  Asn (GTT) 74 bp  Sc: 67.79 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCCGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4770-AsnGTT (55555849-55555776)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4785-AsnGTT (55552449-55552376)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4823-AsnGTT (55544378-55544305)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4845-AsnGTT (55539704-55539631)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4867-AsnGTT (55535030-55534957)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4889-AsnGTT (55530356-55530283)  Asn (GTT) 74 bp  Sc: 67.84 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTACCTGAAAGGTTGGTCGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5868-AsnGTT (47771367-47771294)  Asn (GTT) 74 bp  Sc: 67.99 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6435-AsnGTT (43652408-43652335)  Asn (GTT) 74 bp  Sc: 67.99 
GTCTCTGTGGCGCAATCTGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6588-AsnGTT (42827887-42827814)  Asn (GTT) 74 bp  Sc: 67.99 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna44-AsnGTT (3920-3847)  Asn (GTT) 74 bp  Sc: 67.99 
GTCTCTGTGGCGCAATCAGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5792-AsnGTT (48324948-48324875)  Asn (GTT) 74 bp  Sc: 68.01 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGCTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna549-AsnGTT (31032482-31032409)  Asn (GTT) 74 bp  Sc: 68.01 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CACACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna176-AsnGTT (89378-89305)  Asn (GTT) 74 bp  Sc: 68.01 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGATTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2357-AsnGTT (44135302-44135375)  Asn (GTT) 74 bp  Sc: 68.02 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4924-AsnGTT (55518680-55518607)  Asn (GTT) 74 bp  Sc: 68.02 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3554.trna93-AsnGTT (320332-320405)  Asn (GTT) 74 bp  Sc: 68.02 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr2.trna96-AsnGTT (29934255-29934328)  Asn (GTT) 74 bp  Sc: 68.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCAGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna17-AsnGTT (82058-81985)  Asn (GTT) 74 bp  Sc: 68.12 
GTCTCTGTGGCGCAATCGTTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna25-AsnGTT (8712-8639)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAACGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2587-AsnGTT (45760155-45760228)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGTAAACGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2589-AsnGTT (45760578-45760651)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGTAAACGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2599-AsnGTT (45762703-45762776)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGTAAACGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna104-AsnGTT (421929-421856)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGTAAACGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna416-AsnGTT (7257790-7257717)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGCAATCGGTTAGTGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2528-AsnGTT (45747447-45747520)  Asn (GTT) 74 bp  Sc: 68.16 
GTCTCTGTGGCGCAATCGGTTAGTGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3338-AsnGTT (50431194-50431267)  Asn (GTT) 74 bp  Sc: 68.25 
GTCTCTGTGGCGCAATCGGTTAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna58-AsnGTT (442801-442874)  Asn (GTT) 74 bp  Sc: 68.25 
GTCTCTGTGGCGCAATCGGTTAGCGCATTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3970-AsnGTT (55383451-55383524)  Asn (GTT) 74 bp  Sc: 68.27 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGTTAACTGGATGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA28.trna30-AsnGTT (130172-130245)  Asn (GTT) 74 bp  Sc: 68.42 
GTCACTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAATGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna530-AsnGTT (2956819-2956746)  Asn (GTT) 74 bp  Sc: 68.45 
GTATCTGTAGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna4-AsnGTT (23510-23583)  Asn (GTT) 74 bp  Sc: 68.48 
ATCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna16-AsnGTT (143535-143608)  Asn (GTT) 74 bp  Sc: 68.48 
CTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna83-AsnGTT (490073-490146)  Asn (GTT) 74 bp  Sc: 68.48 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGAGG 
>Danio_rerio_chr4.trna2694-AsnGTT (46042573-46042646)  Asn (GTT) 74 bp  Sc: 68.48 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr4.trna2704-AsnGTT (46052200-46052273)  Asn (GTT) 74 bp  Sc: 68.48 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGAAG 
>Danio_rerio_chr2.trna456-AsnGTT (7247951-7247878)  Asn (GTT) 74 bp  Sc: 68.49 
GTCTCTGTAGCGCAATTGGTTAGCGCATTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3488.trna51-AsnGTT (38345-38272)  Asn (GTT) 74 bp  Sc: 68.50 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_Zv9_scaffold3498.trna7-AsnGTT (26549-26622)  Asn (GTT) 74 bp  Sc: 68.50 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna349-AsnGTT (40437489-40437562)  Asn (GTT) 74 bp  Sc: 68.54 
GTCTCTGTGTCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4718-AsnGTT (55811872-55811799)  Asn (GTT) 74 bp  Sc: 68.54 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4913-AsnGTT (55521226-55521153)  Asn (GTT) 74 bp  Sc: 68.54 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA28.trna24-AsnGTT (128901-128974)  Asn (GTT) 74 bp  Sc: 68.54 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna170-AsnGTT (23248-23175)  Asn (GTT) 74 bp  Sc: 68.54 
GTCTCTGTGCCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7386-AsnGTT (38048825-38048752)  Asn (GTT) 74 bp  Sc: 68.62 
GTCTCTGTGGTGCAATCGGTTAGCTCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7416-AsnGTT (38042472-38042399)  Asn (GTT) 74 bp  Sc: 68.62 
GTCTCTGTGGTGCAATCGGTTAGCTCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna87-AsnGTT (319059-319132)  Asn (GTT) 74 bp  Sc: 68.62 
GTCTCTGTGGAGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna557-AsnGTT (31030799-31030726)  Asn (GTT) 74 bp  Sc: 68.66 
GTCACTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACAGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna568-AsnGTT (31027835-31027762)  Asn (GTT) 74 bp  Sc: 68.66 
GTCACTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACAGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3240-AsnGTT (49384486-49384559)  Asn (GTT) 74 bp  Sc: 68.69 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGGTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5485-AsnGTT (51997464-51997391)  Asn (GTT) 74 bp  Sc: 68.71 
GGCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna404-AsnGTT (30646831-30646904)  Asn (GTT) 74 bp  Sc: 68.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_Zv9_scaffold3514.trna130-AsnGTT (31986-31913)  Asn (GTT) 74 bp  Sc: 68.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGTACG 
>Danio_rerio_chr12.trna512-AsnGTT (2960648-2960575)  Asn (GTT) 74 bp  Sc: 68.86 
GTCTCTGTAGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCAACCCAGGGACG 
>Danio_rerio_chr4.trna5707-AsnGTT (49640349-49640276)  Asn (GTT) 74 bp  Sc: 68.94 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna241-AsnGTT (792406-792333)  Asn (GTT) 74 bp  Sc: 68.94 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTAGGTGGTTCAAG 
CCCACTCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna29-AsnGTT (29429-29502)  Asn (GTT) 74 bp  Sc: 68.94 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCTGGGACA 
>Danio_rerio_chr2.trna422-AsnGTT (7256526-7256453)  Asn (GTT) 74 bp  Sc: 68.97 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2534-AsnGTT (45748712-45748785)  Asn (GTT) 74 bp  Sc: 68.97 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna531-AsnGTT (31451967-31452040)  Asn (GTT) 74 bp  Sc: 68.98 
GTCTCTGTGGCGCAATAGGTTAGCGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna18-AsnGTT (10368-10295)  Asn (GTT) 74 bp  Sc: 68.98 



GTCTCTGTGGCGCAATAGGTTAGCGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna6-AsnGTT (13274-13201)  Asn (GTT) 74 bp  Sc: 68.98 
GTCTCTGTGGCGCAATAGGTTAGCGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna574-AsnGTT (31021044-31020971)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1075-AsnGTT (35506399-35506472)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTTAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2297-AsnGTT (44122592-44122665)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2303-AsnGTT (44123863-44123936)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2355-AsnGTT (44134872-44134945)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3340-AsnGTT (50431618-50431691)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3935-AsnGTT (55242494-55242567)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4918-AsnGTT (55519949-55519876)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6753-AsnGTT (41646017-41645944)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna92-AsnGTT (424480-424407)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna14-AsnGTT (143110-143183)  Asn (GTT) 74 bp  Sc: 69.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna45-AsnGTT (310181-310254)  Asn (GTT) 74 bp  Sc: 69.01 
GTCTCTGTGGCGCTATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna101-AsnGTT (29935951-29936024)  Asn (GTT) 74 bp  Sc: 69.01 
GTCTCTGTGGCGCAATCGGTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr2.trna104-AsnGTT (29936801-29936874)  Asn (GTT) 74 bp  Sc: 69.01 
GTCTCTGTGGCGCAATCGGTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr2.trna115-AsnGTT (29940740-29940813)  Asn (GTT) 74 bp  Sc: 69.01 
GTCTCTGTGGCGCAATCGGTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr2.trna94-AsnGTT (29933410-29933483)  Asn (GTT) 74 bp  Sc: 69.01 
GTCTCTGTGGCGCAATCGGTTAGCGAGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr5.trna864-AsnGTT (54435191-54435118)  Asn (GTT) 74 bp  Sc: 69.23 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTGACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna60-AsnGTT (443225-443298)  Asn (GTT) 74 bp  Sc: 69.26 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTTGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna566-AsnGTT (31028257-31028184)  Asn (GTT) 74 bp  Sc: 69.29 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7368-AsnGTT (38052634-38052561)  Asn (GTT) 74 bp  Sc: 69.29 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7400-AsnGTT (38045858-38045785)  Asn (GTT) 74 bp  Sc: 69.29 
GTCTCTTTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5661-AsnGTT (49650838-49650765)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACACAGGGACG 
>Danio_rerio_chr4.trna5665-AsnGTT (49649604-49649531)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACACAGGGACG 
>Danio_rerio_chr4.trna3594-AsnGTT (52529286-52529359)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5211-AsnGTT (53801873-53801800)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTTGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna6-AsnGTT (23931-24004)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTAGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna37-AsnGTT (5624-5551)  Asn (GTT) 74 bp  Sc: 69.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACGCAGGGACG 
>Danio_rerio_chr4.trna420-AsnGTT (30650837-30650910)  Asn (GTT) 74 bp  Sc: 69.38 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACG 
>Danio_rerio_chr4.trna424-AsnGTT (30651686-30651759)  Asn (GTT) 74 bp  Sc: 69.38 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACG 
>Danio_rerio_chr4.trna446-AsnGTT (30656561-30656634)  Asn (GTT) 74 bp  Sc: 69.38 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACG 
>Danio_rerio_Zv9_scaffold3554.trna180-AsnGTT (31229-31156)  Asn (GTT) 74 bp  Sc: 69.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGCAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5866-AsnGTT (47771776-47771703)  Asn (GTT) 74 bp  Sc: 69.49 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCGCCCAGGGACG 
>Danio_rerio_chr4.trna5499-AsnGTT (51994518-51994445)  Asn (GTT) 74 bp  Sc: 69.62 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna75-AsnGTT (447686-447759)  Asn (GTT) 74 bp  Sc: 69.62 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna33-AsnGTT (30277-30350)  Asn (GTT) 74 bp  Sc: 69.62 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4705-AsnGTT (55814829-55814756)  Asn (GTT) 74 bp  Sc: 69.63 
GTCTCTGTGGCGCAATCGGTTAGCGCGATCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6233-AsnGTT (44589202-44589129)  Asn (GTT) 74 bp  Sc: 69.66 
GTCTCTGTGGCGTAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGCTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna576-AsnGTT (31020617-31020544)  Asn (GTT) 74 bp  Sc: 69.70 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACG 
>Danio_rerio_chr4.trna6673-AsnGTT (42547717-42547644)  Asn (GTT) 74 bp  Sc: 69.74 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna385-AsnGTT (30642602-30642675)  Asn (GTT) 74 bp  Sc: 69.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACA 
>Danio_rerio_chr4.trna396-AsnGTT (30645141-30645214)  Asn (GTT) 74 bp  Sc: 69.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACA 
>Danio_rerio_chr4.trna457-AsnGTT (30659104-30659177)  Asn (GTT) 74 bp  Sc: 69.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCACGGACA 
>Danio_rerio_chr4.trna7798-AsnGTT (33933522-33933449)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr4.trna819-AsnGTT (33572936-33573009)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna825-AsnGTT (33574312-33574385)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna829-AsnGTT (33575161-33575234)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna835-AsnGTT (33576537-33576610)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna59-AsnGTT (71855-71782)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna67-AsnGTT (70159-70086)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna77-AsnGTT (67708-67635)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna93-AsnGTT (63882-63809)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna162-AsnGTT (24943-24870)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGTGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3494.trna29-AsnGTT (227319-227392)  Asn (GTT) 74 bp  Sc: 69.87 
GTCTCTGTGGCGCAATCGGTTAGAGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6231-AsnGTT (44589624-44589551)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna837-AsnGTT (33577066-33577139)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6633-AsnGTT (42556203-42556130)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6647-AsnGTT (42553237-42553164)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna432-AsnGTT (7253064-7252991)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna156-AsnGTT (93708-93635)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna137-AsnGTT (30289-30216)  Asn (GTT) 74 bp  Sc: 69.96 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna41-AsnGTT (4772-4699)  Asn (GTT) 74 bp  Sc: 69.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGTTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna25-AsnGTT (80139-80066)  Asn (GTT) 74 bp  Sc: 70.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3462.trna37-AsnGTT (77378-77305)  Asn (GTT) 74 bp  Sc: 70.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_Zv9_scaffold3552.trna63-AsnGTT (65623-65696)  Asn (GTT) 74 bp  Sc: 70.11 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCCAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna299-AsnGTT (30638378-30638451)  Asn (GTT) 74 bp  Sc: 70.21 
GTCTCTGTAGCGCAATTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6679-AsnGTT (42546444-42546371)  Asn (GTT) 74 bp  Sc: 70.21 



GTCTCTGTAGCGCAATTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7352-AsnGTT (38056022-38055949)  Asn (GTT) 74 bp  Sc: 70.43 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr2.trna428-AsnGTT (7255257-7255184)  Asn (GTT) 74 bp  Sc: 70.43 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2540-AsnGTT (45749982-45750055)  Asn (GTT) 74 bp  Sc: 70.43 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_scaffold3514.trna131-AsnGTT (31561-31488)  Asn (GTT) 74 bp  Sc: 70.43 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTGGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna8338-AsnGTT (30437677-30437604)  Asn (GTT) 74 bp  Sc: 70.54 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCGCCCAGTGACG 
>Danio_rerio_chr4.trna4783-AsnGTT (55552873-55552800)  Asn (GTT) 74 bp  Sc: 70.61 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTTGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2345-AsnGTT (44132755-44132828)  Asn (GTT) 74 bp  Sc: 70.61 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2677-AsnGTT (46038776-46038849)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr22.trna255-AsnGTT (30629023-30629096)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna91-AsnGTT (29932560-29932633)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1493-AsnGTT (38067281-38067354)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2688-AsnGTT (46041297-46041370)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7380-AsnGTT (38050091-38050018)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna8355-AsnGTT (30433913-30433840)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA502.trna3-AsnGTT (44602-44529)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna9-AsnGTT (84269-84196)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna154-AsnGTT (94128-94055)  Asn (GTT) 74 bp  Sc: 70.62 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7376-AsnGTT (38050938-38050865)  Asn (GTT) 74 bp  Sc: 70.70 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna7396-AsnGTT (38046706-38046633)  Asn (GTT) 74 bp  Sc: 70.70 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna7408-AsnGTT (38044162-38044089)  Asn (GTT) 74 bp  Sc: 70.70 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTAGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGAGACG 
>Danio_rerio_chr4.trna5667-AsnGTT (49649182-49649109)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5675-AsnGTT (49647512-49647439)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 



CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5679-AsnGTT (49646670-49646597)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna815-AsnGTT (33572093-33572166)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna862-AsnGTT (54435618-54435545)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna866-AsnGTT (54434765-54434692)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna23-AsnGTT (9138-9065)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna180-AsnGTT (806364-806291)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna216-AsnGTT (798324-798251)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna221-AsnGTT (797059-796986)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3552.trna64-AsnGTT (66049-66122)  Asn (GTT) 74 bp  Sc: 70.73 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4661-AsnGTT (56419717-56419644)  Asn (GTT) 74 bp  Sc: 70.75 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTAGTGGTTCAAT 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7388-AsnGTT (38048401-38048328)  Asn (GTT) 74 bp  Sc: 70.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA513.trna3-AsnGTT (4398-4471)  Asn (GTT) 74 bp  Sc: 70.93 
GTCTCTGTGGCACAATCGGTTAGTGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACG 
>Danio_rerio_chr4.trna7796-AsnGTT (33933945-33933872)  Asn (GTT) 74 bp  Sc: 70.96 
GTCTGTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6255-AsnGTT (44584511-44584438)  Asn (GTT) 74 bp  Sc: 70.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7374-AsnGTT (38051363-38051290)  Asn (GTT) 74 bp  Sc: 70.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7394-AsnGTT (38047131-38047058)  Asn (GTT) 74 bp  Sc: 70.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7406-AsnGTT (38044587-38044514)  Asn (GTT) 74 bp  Sc: 70.97 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna564-AsnGTT (31028681-31028608)  Asn (GTT) 74 bp  Sc: 71.09 
GTCTCTGTGGCGCAATTGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2554-AsnGTT (45752950-45753023)  Asn (GTT) 74 bp  Sc: 71.11 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCTAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4669-AsnGTT (56418025-56417952)  Asn (GTT) 74 bp  Sc: 71.16 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCAACCAGGGACG 
>Danio_rerio_chr4.trna3933-AsnGTT (55242069-55242142)  Asn (GTT) 74 bp  Sc: 71.17 
GTTTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2059-AsnGTT (42608096-42608169)  Asn (GTT) 74 bp  Sc: 71.27 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr4.trna8344-AsnGTT (30436435-30436362)  Asn (GTT) 74 bp  Sc: 71.27 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA28.trna19-AsnGTT (127628-127701)  Asn (GTT) 74 bp  Sc: 71.27 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna156-AsnGTT (811420-811347)  Asn (GTT) 74 bp  Sc: 71.27 
GTCTCTGTGGTGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6651-AsnGTT (42552393-42552320)  Asn (GTT) 74 bp  Sc: 71.27 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3974-AsnGTT (55384422-55384494)  Asn (GTT) 73 bp  Sc: 71.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTGTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3984-AsnGTT (55391828-55391900)  Asn (GTT) 73 bp  Sc: 71.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTGTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3444-AsnGTT (51187944-51188017)  Asn (GTT) 74 bp  Sc: 71.43 
GTCTCAGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr12.trna480-AsnGTT (2967802-2967729)  Asn (GTT) 74 bp  Sc: 71.47 
GTCTCTGTAGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna520-AsnGTT (2958946-2958873)  Asn (GTT) 74 bp  Sc: 71.47 
GTCTCTGTAGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna162-AsnGTT (810155-810082)  Asn (GTT) 74 bp  Sc: 71.62 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna168-AsnGTT (808899-808826)  Asn (GTT) 74 bp  Sc: 71.62 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGCTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3360-AsnGTT (50447303-50447376)  Asn (GTT) 74 bp  Sc: 71.64 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCCGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7778-AsnGTT (33937758-33937685)  Asn (GTT) 74 bp  Sc: 71.82 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7784-AsnGTT (33936486-33936413)  Asn (GTT) 74 bp  Sc: 71.82 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7794-AsnGTT (33934368-33934295)  Asn (GTT) 74 bp  Sc: 71.82 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5870-AsnGTT (47770941-47770868)  Asn (GTT) 74 bp  Sc: 71.87 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna848-AsnGTT (33580602-33580675)  Asn (GTT) 74 bp  Sc: 71.87 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna24-AsnGTT (145238-145311)  Asn (GTT) 74 bp  Sc: 71.87 
GTCTCTGTGGCACAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6249-AsnGTT (44585778-44585705)  Asn (GTT) 74 bp  Sc: 71.99 
GTCTCTGTGGCGCAATCGGCTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5778-AsnGTT (48328328-48328255)  Asn (GTT) 74 bp  Sc: 72.01 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna16-AsnGTT (10784-10711)  Asn (GTT) 74 bp  Sc: 72.01 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3498.trna74-AsnGTT (218761-218688)  Asn (GTT) 74 bp  Sc: 72.01 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2673-AsnGTT (46037930-46038003)  Asn (GTT) 74 bp  Sc: 72.06 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna821-AsnGTT (33573465-33573538)  Asn (GTT) 74 bp  Sc: 72.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna831-AsnGTT (33575690-33575763)  Asn (GTT) 74 bp  Sc: 72.06 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr2.trna85-AsnGTT (29930023-29930096)  Asn (GTT) 74 bp  Sc: 72.16 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7433-AsnGTT (37663622-37663549)  Asn (GTT) 74 bp  Sc: 72.16 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5213-AsnGTT (53801449-53801376)  Asn (GTT) 74 bp  Sc: 72.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr4.trna6257-AsnGTT (44584087-44584014)  Asn (GTT) 74 bp  Sc: 72.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr8.trna326-AsnGTT (40432419-40432492)  Asn (GTT) 74 bp  Sc: 72.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr8.trna330-AsnGTT (40433269-40433342)  Asn (GTT) 74 bp  Sc: 72.28 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCTAGGGACG 
>Danio_rerio_chr22.trna295-AsnGTT (30637528-30637601)  Asn (GTT) 74 bp  Sc: 72.29 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAAGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3346-AsnGTT (50432886-50432959)  Asn (GTT) 74 bp  Sc: 72.31 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2698-AsnGTT (46050928-46051001)  Asn (GTT) 74 bp  Sc: 72.44 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCTGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCGCCCAGGGACG 
>Danio_rerio_chr4.trna3921-AsnGTT (55239524-55239597)  Asn (GTT) 74 bp  Sc: 72.67 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna2556-AsnGTT (45753376-45753449)  Asn (GTT) 74 bp  Sc: 72.70 
GTCTCTGTGGCGTAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2568-AsnGTT (45755921-45755994)  Asn (GTT) 74 bp  Sc: 72.70 
GTCTCTGTGGCGTAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4803-AsnGTT (55548631-55548558)  Asn (GTT) 74 bp  Sc: 72.74 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr22.trna551-AsnGTT (31032060-31031987)  Asn (GTT) 74 bp  Sc: 72.81 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGTTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna64-AsnGTT (444074-444147)  Asn (GTT) 74 bp  Sc: 72.85 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGGAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna178-AsnGTT (806791-806718)  Asn (GTT) 74 bp  Sc: 73.41 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna194-AsnGTT (803403-803330)  Asn (GTT) 74 bp  Sc: 73.41 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna206-AsnGTT (800869-800796)  Asn (GTT) 74 bp  Sc: 73.41 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6239-AsnGTT (44587939-44587866)  Asn (GTT) 74 bp  Sc: 73.41 
GTCTCTGTGGCGCAGTCGGTTAGCGCGTTCGGCTGTTAATTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna565-AsnGTT (31750881-31750954)  Asn (GTT) 74 bp  Sc: 73.75 
GTCTTTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6078-AsnGTT (45983033-45982960)  Asn (GTT) 74 bp  Sc: 73.79 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTATCTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna37-AsnGTT (308486-308559)  Asn (GTT) 74 bp  Sc: 73.83 
GTTTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTCGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6590-AsnGTT (42827464-42827391)  Asn (GTT) 74 bp  Sc: 73.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7790-AsnGTT (33935215-33935142)  Asn (GTT) 74 bp  Sc: 73.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna48-AsnGTT (74616-74543)  Asn (GTT) 74 bp  Sc: 73.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna51-AsnGTT (73549-73476)  Asn (GTT) 74 bp  Sc: 73.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna16-AsnGTT (26463-26536)  Asn (GTT) 74 bp  Sc: 73.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCAGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna813-AsnGTT (33571667-33571740)  Asn (GTT) 74 bp  Sc: 74.00 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCGGGGACG 
>Danio_rerio_chr4.trna3352-AsnGTT (50434163-50434236)  Asn (GTT) 74 bp  Sc: 74.03 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGATTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna72-AsnGTT (445772-445845)  Asn (GTT) 74 bp  Sc: 74.05 
GTCTCTGTAGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna39-AsnGTT (31542-31615)  Asn (GTT) 74 bp  Sc: 74.05 
GTCTCTGTAGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3560.trna22-AsnGTT (144808-144881)  Asn (GTT) 74 bp  Sc: 74.05 
GTCTCTGTAGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3364-AsnGTT (50448154-50448227)  Asn (GTT) 74 bp  Sc: 74.17 
GTCTCTGTGGCGCAATCGGTTAGCGCTTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna573-AsnGTT (31021468-31021395)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna471-AsnGTT (30662285-30662358)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7382-AsnGTT (38049667-38049594)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7412-AsnGTT (38043314-38043241)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA251.trna29-AsnGTT (62945-62872)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna145-AsnGTT (28595-28522)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna160-AsnGTT (25367-25294)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna178-AsnGTT (21553-21480)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4754-AsnGTT (55559922-55559849)  Asn (GTT) 74 bp  Sc: 74.20 
GTCTCTGTGGCGCAATCGGTTAGCACGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr4.trna2283-AsnGTT (44119619-44119692)  Asn (GTT) 74 bp  Sc: 74.21 
GTCTCTGTGGCGCAATCGGTTAGCGCGATCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2315-AsnGTT (44126404-44126477)  Asn (GTT) 74 bp  Sc: 74.21 
GTCTCTGTGGCGCAATCGGTTAGCGCGATCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2343-AsnGTT (44132329-44132402)  Asn (GTT) 74 bp  Sc: 74.21 
GTCTCTGTGGCGCAATCGGTTAGCGCGATCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna106-AsnGTT (29937646-29937719)  Asn (GTT) 74 bp  Sc: 74.22 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCATCCAGGGACA 
>Danio_rerio_chr3.trna58-AsnGTT (9423158-9423231)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5702-AsnGTT (49641620-49641547)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5882-AsnGTT (47719392-47719319)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6759-AsnGTT (41644652-41644579)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7358-AsnGTT (38054754-38054681)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna30-AsnGTT (7447-7374)  Asn (GTT) 74 bp  Sc: 74.45 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2301-AsnGTT (44123438-44123511)  Asn (GTT) 74 bp  Sc: 74.52 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTGACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7378-AsnGTT (38050514-38050441)  Asn (GTT) 74 bp  Sc: 74.69 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7398-AsnGTT (38046282-38046209)  Asn (GTT) 74 bp  Sc: 74.69 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7410-AsnGTT (38043738-38043665)  Asn (GTT) 74 bp  Sc: 74.69 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna419-AsnGTT (40452342-40452415)  Asn (GTT) 74 bp  Sc: 74.69 
GTCTCTGTAGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna817-AsnGTT (33572515-33572588)  Asn (GTT) 74 bp  Sc: 74.73 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTCGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr15.trna34-AsnGTT (14209119-14209192)  Asn (GTT) 74 bp  Sc: 74.77 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCAGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2083-AsnGTT (42613338-42613411)  Asn (GTT) 74 bp  Sc: 74.85 
GTCTCTGTGGCGCAATTGGTTAGCGCATTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6437-AsnGTT (43651985-43651912)  Asn (GTT) 74 bp  Sc: 74.92 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_Zv9_NA502.trna8-AsnGTT (43453-43380)  Asn (GTT) 74 bp  Sc: 74.92 
GTCTCTGTGGCGCAATCGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr22.trna735-AsnGTT (30582479-30582406)  Asn (GTT) 74 bp  Sc: 75.09 
GTCTCTGTGGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2057-AsnGTT (42607672-42607745)  Asn (GTT) 74 bp  Sc: 75.09 
GTCTCTGTGGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna689-AsnGTT (54679151-54679078)  Asn (GTT) 74 bp  Sc: 75.09 



GTCTCTGTGGCGCAATTGGTTAGCGTGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna186-AsnGTT (805110-805037)  Asn (GTT) 74 bp  Sc: 75.28 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna41-AsnGTT (14210950-14211023)  Asn (GTT) 74 bp  Sc: 75.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTTGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna56-AsnGTT (14214519-14214592)  Asn (GTT) 74 bp  Sc: 75.33 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTTGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna464-AsnGTT (2971602-2971529)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna482-AsnGTT (2967378-2967305)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna504-AsnGTT (2962342-2962269)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr12.trna532-AsnGTT (2956395-2956322)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna108-AsnGTT (29938199-29938272)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna110-AsnGTT (29939044-29939117)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna112-AsnGTT (29939890-29939963)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna118-AsnGTT (29941590-29941663)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna120-AsnGTT (29942489-29942562)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna122-AsnGTT (29943334-29943407)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna124-AsnGTT (29944180-29944253)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna241-AsnGTT (30626048-30626121)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna245-AsnGTT (30626895-30626968)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna251-AsnGTT (30628171-30628244)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna253-AsnGTT (30628597-30628670)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna263-AsnGTT (30630725-30630798)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna273-AsnGTT (30632852-30632925)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna277-AsnGTT (30633700-30633773)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna283-AsnGTT (30634976-30635049)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_chr22.trna285-AsnGTT (30635402-30635475)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna553-AsnGTT (31031646-31031573)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna558-AsnGTT (31030376-31030303)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna569-AsnGTT (31022306-31022233)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna434-AsnGTT (7252639-7252566)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna83-AsnGTT (29929178-29929251)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna87-AsnGTT (29930869-29930942)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna89-AsnGTT (29931715-29931788)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr2.trna98-AsnGTT (29935101-29935174)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1071-AsnGTT (35505549-35505622)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna1480-AsnGTT (38064311-38064384)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2269-AsnGTT (44116652-44116725)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2277-AsnGTT (44118350-44118423)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2279-AsnGTT (44118774-44118847)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2293-AsnGTT (44121743-44121816)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2295-AsnGTT (44122167-44122240)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2299-AsnGTT (44123016-44123089)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2311-AsnGTT (44125559-44125632)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2323-AsnGTT (44128102-44128175)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2325-AsnGTT (44128526-44128599)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2337-AsnGTT (44131067-44131140)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2339-AsnGTT (44131491-44131564)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr4.trna2550-AsnGTT (45752101-45752174)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2581-AsnGTT (45758879-45758952)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2665-AsnGTT (46036298-46036371)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2667-AsnGTT (46036664-46036737)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2681-AsnGTT (46039616-46039689)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3141-AsnGTT (48849471-48849544)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3147-AsnGTT (48850745-48850818)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3163-AsnGTT (48854151-48854224)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3177-AsnGTT (48857124-48857197)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3185-AsnGTT (48858826-48858899)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3191-AsnGTT (48860097-48860170)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3201-AsnGTT (48866889-48866962)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna320-AsnGTT (30462825-30462898)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3354-AsnGTT (50434586-50434659)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3356-AsnGTT (50446454-50446527)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3959-AsnGTT (55247572-55247645)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3973-AsnGTT (55384179-55384252)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3978-AsnGTT (55385336-55385409)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3983-AsnGTT (55391585-55391658)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3988-AsnGTT (55392744-55392817)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna416-AsnGTT (30649992-30650065)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4720-AsnGTT (55811448-55811375)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4752-AsnGTT (55560345-55560272)  Asn (GTT) 74 bp  Sc: 75.91 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna487-AsnGTT (31262013-31262086)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4911-AsnGTT (55521647-55521574)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4915-AsnGTT (55520802-55520729)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4922-AsnGTT (55519106-55519033)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5422-AsnGTT (52240039-52239966)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5493-AsnGTT (51995782-51995709)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5583-AsnGTT (50637133-50637060)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5692-AsnGTT (49643731-49643658)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5782-AsnGTT (48327480-48327407)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5789-AsnGTT (48325793-48325720)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6086-AsnGTT (45981150-45981077)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6089-AsnGTT (45980422-45980349)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6092-AsnGTT (45979694-45979621)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6587-AsnGTT (42828309-42828236)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6598-AsnGTT (42825772-42825699)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6618-AsnGTT (42559601-42559528)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6624-AsnGTT (42558327-42558254)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6628-AsnGTT (42557477-42557404)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6639-AsnGTT (42554935-42554862)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6659-AsnGTT (42550693-42550620)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6661-AsnGTT (42550267-42550194)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6667-AsnGTT (42548989-42548916)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6671-AsnGTT (42548143-42548070)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6741-AsnGTT (41648525-41648452)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6745-AsnGTT (41647715-41647642)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6747-AsnGTT (41647291-41647218)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6751-AsnGTT (41646439-41646366)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6755-AsnGTT (41645589-41645516)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6757-AsnGTT (41645080-41645007)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7197-AsnGTT (39240627-39240554)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7221-AsnGTT (39178056-39177983)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7356-AsnGTT (38055178-38055105)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7360-AsnGTT (38054332-38054259)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7384-AsnGTT (38049249-38049176)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7414-AsnGTT (38042896-38042823)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7420-AsnGTT (38041625-38041552)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7422-AsnGTT (38041203-38041130)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7800-AsnGTT (33933098-33933025)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna846-AsnGTT (33580214-33580287)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna351-AsnGTT (40437915-40437988)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna355-AsnGTT (40438761-40438834)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna361-AsnGTT (40440039-40440112)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna367-AsnGTT (40441314-40441387)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna371-AsnGTT (40442166-40442239)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr8.trna375-AsnGTT (40443012-40443085)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna381-AsnGTT (40444288-40444361)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna387-AsnGTT (40445566-40445639)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna405-AsnGTT (40449368-40449441)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr8.trna413-AsnGTT (40451066-40451139)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_NA502.trna23-AsnGTT (39906-39833)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna101-AsnGTT (60012-59939)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna13-AsnGTT (83425-83352)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna21-AsnGTT (81206-81133)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna33-AsnGTT (78445-78372)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna158-AsnGTT (93284-93211)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna164-AsnGTT (92019-91946)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna168-AsnGTT (91169-91096)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna174-AsnGTT (89802-89729)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna178-AsnGTT (88955-88882)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna182-AsnGTT (88105-88032)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna188-AsnGTT (86835-86762)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna190-AsnGTT (86411-86338)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna62-AsnGTT (306119-306192)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3470.trna98-AsnGTT (423207-423134)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3494.trna32-AsnGTT (228046-228119)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna218-AsnGTT (797898-797825)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna230-AsnGTT (794961-794888)  Asn (GTT) 74 bp  Sc: 75.91 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna68-AsnGTT (444923-444996)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna122-AsnGTT (33682-33609)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna141-AsnGTT (29440-29367)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna148-AsnGTT (27908-27835)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna152-AsnGTT (27062-26989)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna156-AsnGTT (26216-26143)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3514.trna174-AsnGTT (22402-22329)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna60-AsnGTT (444486-444559)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna62-AsnGTT (444910-444983)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3530.trna66-AsnGTT (445768-445841)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna10-AsnGTT (24783-24856)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna13-AsnGTT (25622-25695)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna20-AsnGTT (27311-27384)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3536.trna24-AsnGTT (28159-28232)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3552.trna66-AsnGTT (66475-66548)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna139-AsnGTT (40130-40057)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna141-AsnGTT (39707-39634)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna182-AsnGTT (30806-30733)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna184-AsnGTT (30383-30310)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna55-AsnGTT (312302-312375)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna73-AsnGTT (316114-316187)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna75-AsnGTT (316538-316611)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 



CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna89-AsnGTT (319483-319556)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna91-AsnGTT (319906-319979)  Asn (GTT) 74 bp  Sc: 75.91 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna50-AsnGTT (14213093-14213166)  Asn (GTT) 74 bp  Sc: 76.29 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna3157-AsnGTT (48852873-48852946)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna3171-AsnGTT (48855846-48855919)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna3179-AsnGTT (48857548-48857621)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna362-AsnGTT (30637530-30637603)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna436-AsnGTT (30654449-30654522)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna450-AsnGTT (30657410-30657483)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna4734-AsnGTT (55808488-55808415)  Asn (GTT) 74 bp  Sc: 76.39 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna430-AsnGTT (30652959-30653032)  Asn (GTT) 74 bp  Sc: 76.40 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGCTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna722-AsnGTT (30585449-30585376)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr22.trna737-AsnGTT (30582055-30581982)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2041-AsnGTT (42604282-42604355)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2073-AsnGTT (42611232-42611305)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4821-AsnGTT (55544802-55544729)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4843-AsnGTT (55540128-55540055)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4865-AsnGTT (55535454-55535381)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4887-AsnGTT (55530780-55530707)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5655-AsnGTT (49652103-49652030)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna676-AsnGTT (54682121-54682048)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr5.trna691-AsnGTT (54678727-54678654)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 



>Danio_rerio_chr8.trna343-AsnGTT (40436235-40436308)  Asn (GTT) 74 bp  Sc: 76.56 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna4756-AsnGTT (55559496-55559423)  Asn (GTT) 74 bp  Sc: 76.65 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4764-AsnGTT (55557119-55557046)  Asn (GTT) 74 bp  Sc: 76.65 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna4795-AsnGTT (55550327-55550254)  Asn (GTT) 74 bp  Sc: 76.65 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna203-AsnGTT (29869965-29870038)  Asn (GTT) 74 bp  Sc: 77.03 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACA 
>Danio_rerio_chr4.trna6653-AsnGTT (42551969-42551896)  Asn (GTT) 74 bp  Sc: 77.57 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACTGAAAGGTTGGTGGTTCAAA 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna2329-AsnGTT (44129372-44129445)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna378-AsnGTT (30640910-30640983)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna393-AsnGTT (30644292-30644365)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna406-AsnGTT (30647255-30647328)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna454-AsnGTT (30658255-30658328)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna463-AsnGTT (30660373-30660446)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna61-AsnGTT (71431-71358)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna69-AsnGTT (69623-69550)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna79-AsnGTT (67284-67211)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna83-AsnGTT (66217-66144)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna87-AsnGTT (65150-65077)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3462.trna95-AsnGTT (63346-63273)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3554.trna41-AsnGTT (309331-309404)  Asn (GTT) 74 bp  Sc: 80.50 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna47-AsnGTT (14212378-14212451)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna53-AsnGTT (14213806-14213879)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr23.trna62-AsnGTT (19419478-19419551)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr23.trna63-AsnGTT (19421087-19421160)  Asn (GTT) 74 bp  Sc: 82.24 



GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr7.trna31-AsnGTT (9805982-9806055)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr7.trna32-AsnGTT (9806560-9806633)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr7.trna522-AsnGTT (23945563-23945490)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr7.trna575-AsnGTT (9811338-9811265)  Asn (GTT) 74 bp  Sc: 82.24 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr15.trna38-AsnGTT (14210237-14210310)  Asn (GTT) 74 bp  Sc: 82.89 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGTTAACCGAAAGGTTGGTGGTTCGAG 
CCCACCCAGGGACG 
>Danio_rerio_chr17.trna311-AspATC (31152209-31152137)  Asp (ATC) 73 bp  Sc: 60.09 
GTTTCTGTAGTGTAACGGTCATCACGTTTGCTTATCACGCGAAAGGTCCTTGGTTCAAAA 
CCGAGCAAGAACA 
>Danio_rerio_Zv9_scaffold3506.trna52-AspGTC (93843-93772)  Asp (GTC) 72 bp  Sc: 42.13 
GCATTGGTGGTTTACTGGTAGAATTCTCGCCTGTCACGCGGGAGACCCGAGTACCGATTC 
CTAGCCAATGCA 
>Danio_rerio_chr5.trna228-AspGTC (44812310-44812381)  Asp (GTC) 72 bp  Sc: 46.82 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGTAAGACCGGGGTTCGATTT 
ACCGACGGGGGG 
>Danio_rerio_chr5.trna319-AspGTC (44869782-44869853)  Asp (GTC) 72 bp  Sc: 46.82 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGTAAGACCGGGGTTCGATTT 
ACCGACGGGGGG 
>Danio_rerio_chr4.trna7023-AspGTC (40402714-40402644)  Asp (GTC) 71 bp  Sc: 49.98 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGTCACGTGGGAAACCCAGGTTTGATTCT 
CGGCTAATGCA 
>Danio_rerio_chr4.trna2884-AspGTC (47826015-47826085)  Asp (GTC) 71 bp  Sc: 50.20 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGTCACGTGGGAGACCCAGGATTGATTCT 
CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna478-AspGTC (395238-395168)  Asp (GTC) 71 bp  Sc: 51.79 
GCATTGGTGGTTCAGTGGTAGAATTCTCACTTGTCACGTGGGAGACCCAGGTTTGATTCT 
CGGCTAATGCA 
>Danio_rerio_chr4.trna7929-AspGTC (33243329-33243259)  Asp (GTC) 71 bp  Sc: 53.60 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGTCACGTGGGAGACCCAGGTTTGATTCT 
CGGCTAATGCA 
>Danio_rerio_chr5.trna844-AspGTC (54581424-54581354)  Asp (GTC) 71 bp  Sc: 53.60 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGTCACGTGGGAGACCCAGGTTTGATTCT 
CGGCTAATGCA 
>Danio_rerio_chr4.trna1015-AspGTC (35336931-35337001)  Asp (GTC) 71 bp  Sc: 55.19 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTGTCACGCGGGAGACATGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6954-AspGTC (40417923-40417853)  Asp (GTC) 71 bp  Sc: 55.90 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCCGTCATGCTGGAGACCCCGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8497-AspGTC (28183536-28183464)  Asp (GTC) 73 bp  Sc: 56.55 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAATACCGGGGATTCGATT 
CCCCGACGGGGAG 
>Danio_rerio_chr5.trna372-AspGTC (44902806-44902877)  Asp (GTC) 72 bp  Sc: 58.87 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACTGGGGTTCGATTC 
CCCGATTGGGAG 
>Danio_rerio_chr5.trna269-AspGTC (44837985-44838056)  Asp (GTC) 72 bp  Sc: 59.66 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACTGGGGTTCGATTC 
CCCGACGGAGAG 
>Danio_rerio_chr5.trna290-AspGTC (44851436-44851507)  Asp (GTC) 72 bp  Sc: 61.49 
TTCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATAC 
CCCGATGGGGAG 
>Danio_rerio_chr4.trna8492-AspGTC (28188942-28188871)  Asp (GTC) 72 bp  Sc: 62.02 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCTGGGTTCGATTC 
TCCGACGGGGAG 
>Danio_rerio_chr4.trna8491-AspGTC (28190024-28189953)  Asp (GTC) 72 bp  Sc: 63.20 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGTTTCGATTC 



CCCGACGGGGAG 
>Danio_rerio_chr5.trna264-AspGTC (44834321-44834392)  Asp (GTC) 72 bp  Sc: 63.78 
TCCTCGTTAGTATAGTGGACAGTATCTCCACCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGATGGGGAG 
>Danio_rerio_chr4.trna8494-AspGTC (28186779-28186708)  Asp (GTC) 72 bp  Sc: 64.19 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTTGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna266-AspGTC (44835544-44835615)  Asp (GTC) 72 bp  Sc: 64.19 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTTGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna117-AspGTC (44739569-44739640)  Asp (GTC) 72 bp  Sc: 64.45 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGAGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna118-AspGTC (44740794-44740865)  Asp (GTC) 72 bp  Sc: 64.55 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACTGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr4.trna8486-AspGTC (28195430-28195359)  Asp (GTC) 72 bp  Sc: 64.56 
TCCTAGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna222-AspGTC (44806163-44806234)  Asp (GTC) 72 bp  Sc: 64.56 
TCCTAGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna260-AspGTC (44831878-44831949)  Asp (GTC) 72 bp  Sc: 64.56 
TCCTAGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8501-AspGTC (28179212-28179141)  Asp (GTC) 72 bp  Sc: 64.91 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCTTGTCACGCGGAAGACTGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr25.trna214-AspGTC (17971645-17971574)  Asp (GTC) 72 bp  Sc: 65.04 
TCGTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8496-AspGTC (28184618-28184547)  Asp (GTC) 72 bp  Sc: 65.15 
TCCTCGTTAGTATAGTGGACAGTATCTCTGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna262-AspGTC (44833101-44833172)  Asp (GTC) 72 bp  Sc: 67.19 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATAC 
CCCGATGGGGAG 
>Danio_rerio_chr4.trna8499-AspGTC (28181374-28181303)  Asp (GTC) 72 bp  Sc: 67.69 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGATCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8500-AspGTC (28180293-28180222)  Asp (GTC) 72 bp  Sc: 67.69 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGATCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8488-AspGTC (28193267-28193196)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna121-AspGTC (44743795-44743866)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna123-AspGTC (44745018-44745089)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna125-AspGTC (44746241-44746312)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna127-AspGTC (44747464-44747535)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna135-AspGTC (44752356-44752427)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna139-AspGTC (44754802-44754873)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna142-AspGTC (44757248-44757319)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 



>Danio_rerio_chr5.trna144-AspGTC (44758471-44758542)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna146-AspGTC (44759694-44759765)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna148-AspGTC (44760917-44760988)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna150-AspGTC (44762140-44762211)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna152-AspGTC (44763363-44763434)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna154-AspGTC (44764586-44764657)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna156-AspGTC (44765809-44765880)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna158-AspGTC (44767032-44767103)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna160-AspGTC (44768255-44768326)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna162-AspGTC (44769478-44769549)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna164-AspGTC (44770701-44770772)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna166-AspGTC (44771924-44771995)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna168-AspGTC (44773147-44773218)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna170-AspGTC (44774370-44774441)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna172-AspGTC (44775593-44775664)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna174-AspGTC (44776816-44776887)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna176-AspGTC (44778039-44778110)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna178-AspGTC (44779262-44779333)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna180-AspGTC (44780485-44780556)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna182-AspGTC (44781708-44781779)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna184-AspGTC (44782931-44783002)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna186-AspGTC (44784154-44784225)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna188-AspGTC (44785377-44785448)  Asp (GTC) 72 bp  Sc: 68.93 



TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna190-AspGTC (44786600-44786671)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna192-AspGTC (44787823-44787894)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna194-AspGTC (44789046-44789117)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna196-AspGTC (44790269-44790340)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna198-AspGTC (44791492-44791563)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna200-AspGTC (44792715-44792786)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna202-AspGTC (44793938-44794009)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna204-AspGTC (44795161-44795232)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna206-AspGTC (44796384-44796455)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna208-AspGTC (44797607-44797678)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna210-AspGTC (44798830-44798901)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna212-AspGTC (44800053-44800124)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna214-AspGTC (44801276-44801347)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna216-AspGTC (44802499-44802570)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna218-AspGTC (44803722-44803793)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna220-AspGTC (44804945-44805016)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna230-AspGTC (44813533-44813604)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna232-AspGTC (44814756-44814827)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna234-AspGTC (44815979-44816050)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna236-AspGTC (44817202-44817273)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna238-AspGTC (44818425-44818496)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna240-AspGTC (44819648-44819719)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 



CCTGACGGGGAG 
>Danio_rerio_chr5.trna242-AspGTC (44820871-44820942)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna244-AspGTC (44822094-44822165)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna246-AspGTC (44823317-44823388)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna248-AspGTC (44824540-44824611)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna250-AspGTC (44825763-44825834)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna252-AspGTC (44826986-44827057)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna254-AspGTC (44828209-44828280)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna256-AspGTC (44829432-44829503)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna258-AspGTC (44830655-44830726)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna268-AspGTC (44836762-44836833)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna278-AspGTC (44844098-44844169)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna280-AspGTC (44845321-44845392)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna282-AspGTC (44846544-44846615)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna284-AspGTC (44847767-44847838)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna286-AspGTC (44848990-44849061)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna288-AspGTC (44850213-44850284)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna291-AspGTC (44852659-44852730)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna293-AspGTC (44853882-44853953)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna295-AspGTC (44855105-44855176)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna297-AspGTC (44856328-44856399)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna299-AspGTC (44857551-44857622)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna301-AspGTC (44858774-44858845)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 



>Danio_rerio_chr5.trna303-AspGTC (44859997-44860068)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna305-AspGTC (44861220-44861291)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna307-AspGTC (44862443-44862514)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna309-AspGTC (44863666-44863737)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna311-AspGTC (44864889-44864960)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna313-AspGTC (44866112-44866183)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna315-AspGTC (44867335-44867406)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna317-AspGTC (44868558-44868629)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna325-AspGTC (44873452-44873523)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna327-AspGTC (44874675-44874746)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna329-AspGTC (44875898-44875969)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna331-AspGTC (44877121-44877192)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna333-AspGTC (44878344-44878415)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna335-AspGTC (44879567-44879638)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna337-AspGTC (44880790-44880861)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna339-AspGTC (44882013-44882084)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna341-AspGTC (44883236-44883307)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna343-AspGTC (44884459-44884530)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna345-AspGTC (44885682-44885753)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna347-AspGTC (44886905-44886976)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna349-AspGTC (44888128-44888199)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna351-AspGTC (44889351-44889422)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna353-AspGTC (44890574-44890645)  Asp (GTC) 72 bp  Sc: 68.93 



TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna355-AspGTC (44891797-44891868)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna357-AspGTC (44893020-44893091)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna359-AspGTC (44894243-44894314)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna361-AspGTC (44895466-44895537)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna363-AspGTC (44896689-44896760)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna365-AspGTC (44897912-44897983)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna367-AspGTC (44899135-44899206)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna369-AspGTC (44900358-44900429)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna371-AspGTC (44901581-44901652)  Asp (GTC) 72 bp  Sc: 68.93 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCTGACGGGGAG 
>Danio_rerio_chr5.trna272-AspGTC (44840429-44840500)  Asp (GTC) 72 bp  Sc: 69.78 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGATGGGGAG 
>Danio_rerio_chr5.trna119-AspGTC (44742575-44742646)  Asp (GTC) 72 bp  Sc: 70.40 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCATGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr25.trna210-AspGTC (17983856-17983785)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr25.trna211-AspGTC (17983416-17983345)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr25.trna212-AspGTC (17974710-17974639)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr25.trna213-AspGTC (17974319-17974248)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8489-AspGTC (28192186-28192115)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8490-AspGTC (28191105-28191034)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8493-AspGTC (28187861-28187790)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr4.trna8495-AspGTC (28185699-28185628)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna129-AspGTC (44748687-44748758)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna131-AspGTC (44749911-44749982)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna133-AspGTC (44751133-44751204)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 



CCCGACGGGGAG 
>Danio_rerio_chr5.trna137-AspGTC (44753579-44753650)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna140-AspGTC (44756025-44756096)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna224-AspGTC (44809863-44809934)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna226-AspGTC (44811086-44811157)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna270-AspGTC (44839209-44839280)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna274-AspGTC (44841652-44841723)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna276-AspGTC (44842875-44842946)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna321-AspGTC (44871005-44871076)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna323-AspGTC (44872229-44872300)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr5.trna373-AspGTC (44904027-44904098)  Asp (GTC) 72 bp  Sc: 71.10 
TCCTCGTTAGTATAGTGGACAGTATCTCCGCCTGTCACGCGGAAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr21.trna608-AspGTC (29942956-29943027)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr21.trna691-AspGTC (29954801-29954730)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr21.trna692-AspGTC (29952942-29952871)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr22.trna1000-AspGTC (2132612-2132541)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_chr22.trna992-AspGTC (4321013-4320942)  Asp (GTC) 72 bp  Sc: 71.60 
TCCTCGTTAGTATAGTGGTAAGTATCCCCGCCTGTCACGCGGGAGACCGGGGTTCGATTC 
CCCGACGGGGAG 
>Danio_rerio_Zv9_scaffold3506.trna53-AspGTC (93843-93700)  Asp (GTC) 144 bp  Sc: 33.52 
GCATTGGTGGTTTACTGGTAGAATTCTCGCCTGTCACGCGGGAGACCCGAGTACCGATTC 
CTAGCCAATGCAAATCCTGTTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGAGC 
CGGGTCTGATTCCCGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna356-CysACA (458383-458311)  Cys (ACA) 73 bp  Sc: 49.23 
GGGCCAGTGGCGCAATGGATAACGTGTCTGACTACAGATCAGAAAATTCTAGGTTATACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr20.trna77-CysACA (25791340-25791411)  Cys (ACA) 72 bp  Sc: 55.10 
GAAGGTATAGCTCAGTGGTAGTGCATTTGACTACAAATCAAGAGGTCCCCGGTTGAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr4.trna610-CysACA (32010450-32010522)  Cys (ACA) 73 bp  Sc: 56.20 
GGGCCAGTGGCCCAATGGATAACGCGTCTGACTACAGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTAGCTCG 
>Danio_rerio_chr4.trna352-CysACA (30561333-30561405)  Cys (ACA) 73 bp  Sc: 59.75 
GGGCCAGTGGAGCAATGGATAACGCGTCTGACTACAGATCAGAAGATTCTAGGTTCAACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna2415-CysACA (44819634-44819706)  Cys (ACA) 73 bp  Sc: 61.02 
GGGCCAGTGGCACAATGGATACCGCATCTGACTACAGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna3834-CysACA (54641531-54641603)  Cys (ACA) 73 bp  Sc: 64.25 
GGGCCAGTGGCGCAATGGATAAAGCGTCTGACTACAGATCAGAAGATTCTAGGTTCGACT 



CCTGGCTGGCCCG 
>Danio_rerio_chr4.trna2409-CysACA (44815174-44815246)  Cys (ACA) 73 bp  Sc: 68.78 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACAGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3547.trna6-CysACA (237081-237153)  Cys (ACA) 73 bp  Sc: 68.78 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACAGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3463.trna2-CysACA (642080-641999)  Cys (ACA) 82 bp  Sc: 69.75 
GATGAGGTGGCCGAGTGGTTTAGGCGATGGACTACAAATCCATTGTGCTCTGCACGCATG 
GGTTCGAATCCCATCCTTGTTG 
>Danio_rerio_chr4.trna2091-CysGCA (42629349-42629419)  Cys (GCA) 71 bp  Sc: 50.52 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCAACGTGGGAGATCCAGGTGCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr20.trna63-CysGCA (25784044-25784115)  Cys (GCA) 72 bp  Sc: 55.32 
TGGGGTATAGCTCAGTGGTAGAGCATTTTACTGCAGATCAAAAGGTCCCTGGTTCAAAAC 
CGGATGCCCTCT 
>Danio_rerio_chr5.trna724-CysGCA (54603618-54603548)  Cys (GCA) 71 bp  Sc: 57.31 
GCATTGGTGGTTCAGTGGTAGAATACTCGCTTGCAACGCAGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr23.trna254-CysGCA (4216150-4216079)  Cys (GCA) 72 bp  Sc: 57.80 
GGGCGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCCCTTCAAATC 
TGGGTGCCCCCT 
>Danio_rerio_chr11.trna6-CysGCA (415241-415312)  Cys (GCA) 72 bp  Sc: 59.05 
GGAGATATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAGTC 
CGCGTGCCCCCT 
>Danio_rerio_chr20.trna232-CysGCA (25858761-25858832)  Cys (GCA) 72 bp  Sc: 59.54 
GGGGGTATAGCTCAGTGGGAGAATATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGTGTGCCCCCT 
>Danio_rerio_chr20.trna78-CysGCA (25791579-25791650)  Cys (GCA) 72 bp  Sc: 59.55 
TGGGGTATAGCTTAGTGGTAGAGCATTTGACTGCAGATCAAGCGGTCCCCGGTTCAAATC 
AGGGTGCCCCCT 
>Danio_rerio_chr20.trna240-CysGCA (25879345-25879416)  Cys (GCA) 72 bp  Sc: 59.77 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTTAAATC 
TGGATGCCCCCT 
>Danio_rerio_chr8.trna482-CysGCA (40566186-40566256)  Cys (GCA) 71 bp  Sc: 62.83 
GCATTGGTGGTTCAGTGGTAGACTTCTCGCCTGCAAAGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr11.trna260-CysGCA (10925777-10925706)  Cys (GCA) 72 bp  Sc: 64.95 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
CGTGTGCCCCCT 
>Danio_rerio_chr5.trna821-CysGCA (54585258-54585188)  Cys (GCA) 71 bp  Sc: 65.53 
GCATTGGTGGTTCAGTGGTAGAATTTTCGCCTGCAACGCGGGAGACCCAGGTTCGATTCC 
CGGCCTATGCA 
>Danio_rerio_chr20.trna231-CysGCA (25858522-25858593)  Cys (GCA) 72 bp  Sc: 67.60 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCATGTC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna233-CysGCA (25859000-25859071)  Cys (GCA) 72 bp  Sc: 69.26 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCATATC 
CGGGTGCCCCCT 
>Danio_rerio_chr11.trna5-CysGCA (414987-415058)  Cys (GCA) 72 bp  Sc: 73.54 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCTCTGGTTCAAATC 
CAGATGCCCCCT 
>Danio_rerio_chr11.trna4-CysGCA (414737-414808)  Cys (GCA) 72 bp  Sc: 74.64 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCAGTTCAAATC 
TGGGTGCCCCCT 
>Danio_rerio_chr20.trna101-CysGCA (25801842-25801913)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna103-CysGCA (25802714-25802785)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna105-CysGCA (25803586-25803657)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna107-CysGCA (25804458-25804529)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 



>Danio_rerio_chr20.trna109-CysGCA (25805330-25805401)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna111-CysGCA (25806202-25806273)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna113-CysGCA (25807074-25807145)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna115-CysGCA (25807946-25808017)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna117-CysGCA (25808818-25808889)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna119-CysGCA (25809690-25809761)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna121-CysGCA (25810562-25810633)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna123-CysGCA (25811434-25811505)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna125-CysGCA (25812306-25812377)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna127-CysGCA (25813178-25813249)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna129-CysGCA (25814050-25814121)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna131-CysGCA (25814922-25814993)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna133-CysGCA (25815794-25815865)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna135-CysGCA (25816666-25816737)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna137-CysGCA (25817538-25817609)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna139-CysGCA (25818410-25818481)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna141-CysGCA (25819282-25819353)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna143-CysGCA (25820154-25820225)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna145-CysGCA (25821026-25821097)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna147-CysGCA (25821898-25821969)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna149-CysGCA (25822770-25822841)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna151-CysGCA (25823642-25823713)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna153-CysGCA (25824514-25824585)  Cys (GCA) 72 bp  Sc: 77.18 



GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna155-CysGCA (25825386-25825457)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna157-CysGCA (25826258-25826329)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna159-CysGCA (25827130-25827201)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna161-CysGCA (25828002-25828073)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna163-CysGCA (25828874-25828945)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna165-CysGCA (25829746-25829817)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna167-CysGCA (25830618-25830689)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna169-CysGCA (25831490-25831561)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna171-CysGCA (25832362-25832433)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna173-CysGCA (25833234-25833305)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna175-CysGCA (25834106-25834177)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna177-CysGCA (25834978-25835049)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna179-CysGCA (25835850-25835921)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna181-CysGCA (25836722-25836793)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna183-CysGCA (25837594-25837665)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna185-CysGCA (25838466-25838537)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna187-CysGCA (25839338-25839409)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna189-CysGCA (25840210-25840281)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna191-CysGCA (25841082-25841153)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna193-CysGCA (25841954-25842025)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna195-CysGCA (25842826-25842897)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna197-CysGCA (25843698-25843769)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 



CGGGTGCCCCCT 
>Danio_rerio_chr20.trna199-CysGCA (25844570-25844641)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna201-CysGCA (25845442-25845513)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna203-CysGCA (25846314-25846385)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna205-CysGCA (25847186-25847257)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna207-CysGCA (25848058-25848129)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna209-CysGCA (25848930-25849001)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna211-CysGCA (25849802-25849873)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna213-CysGCA (25850674-25850745)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna215-CysGCA (25851546-25851617)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna217-CysGCA (25852418-25852489)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna219-CysGCA (25853290-25853361)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna221-CysGCA (25854162-25854233)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna223-CysGCA (25855034-25855105)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna225-CysGCA (25855906-25855977)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna227-CysGCA (25856778-25856849)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna229-CysGCA (25857650-25857721)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna81-CysGCA (25793122-25793193)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna83-CysGCA (25793994-25794065)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna85-CysGCA (25794866-25794937)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna87-CysGCA (25795738-25795809)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna89-CysGCA (25796610-25796681)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna91-CysGCA (25797482-25797553)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 



>Danio_rerio_chr20.trna93-CysGCA (25798354-25798425)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna95-CysGCA (25799226-25799297)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna97-CysGCA (25800098-25800169)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna99-CysGCA (25800970-25801041)  Cys (GCA) 72 bp  Sc: 77.18 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCTGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr11.trna261-CysGCA (10921746-10921675)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr20.trna237-CysGCA (25860186-25860257)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr21.trna631-CysGCA (39366347-39366418)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr3.trna157-CysGCA (15739500-15739571)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr3.trna158-CysGCA (15744513-15744584)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr3.trna159-CysGCA (15748681-15748752)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr3.trna638-CysGCA (25267937-25267866)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr3.trna657-CysGCA (15683266-15683195)  Cys (GCA) 72 bp  Sc: 77.71 
GGGGGTATAGCTCAGTGGTAGAGCATTTGACTGCAGATCAAGAGGTCCCCGGTTCAAATC 
CGGGTGCCCCCT 
>Danio_rerio_chr4.trna4680-GlnCTG (56287626-56287554)  Gln (CTG) 73 bp  Sc: 33.87 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGTAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3503.trna100-GlnCTG (626155-626227)  Gln (CTG) 73 bp  Sc: 36.64 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCATTGTTGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr12.trna451-GlnCTG (3040059-3039987)  Gln (CTG) 73 bp  Sc: 37.83 
GGCCTAGTGGCCTAATGAATAAGGCATCAGCGTCTGGAGCTGGGCATTGTGGGTTCAAGT 
CCCACCTGGGTAA 
>Danio_rerio_chr4.trna1911-GlnCTG (41262565-41262637)  Gln (CTG) 73 bp  Sc: 38.53 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTTGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr4.trna2007-GlnCTG (42318678-42318750)  Gln (CTG) 73 bp  Sc: 38.53 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTTGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr4.trna3830-GlnCTG (54527702-54527774)  Gln (CTG) 73 bp  Sc: 38.53 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTTGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr4.trna7965-GlnCTG (32733835-32733763)  Gln (CTG) 73 bp  Sc: 38.53 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTTGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr9.trna42-GlnCTG (13832944-13833015)  Gln (CTG) 72 bp  Sc: 39.43 
GGTTCCATGGTGTAATGGTTAGCAGTCTGCATTCTGAATCCAGTTATTCAAGTTCAAGTT 
TTGGTGGAATCT 
>Danio_rerio_chr4.trna6764-GlnCTG (41605012-41604940)  Gln (CTG) 73 bp  Sc: 39.94 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_chr5.trna411-GlnCTG (54151989-54152061)  Gln (CTG) 73 bp  Sc: 39.94 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3453.trna24-GlnCTG (178559-178631)  Gln (CTG) 73 bp  Sc: 39.94 



GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3531.trna5-GlnCTG (65616-65688)  Gln (CTG) 73 bp  Sc: 39.94 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3547.trna20-GlnCTG (215896-215824)  Gln (CTG) 73 bp  Sc: 39.94 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3547.trna22-GlnCTG (214377-214305)  Gln (CTG) 73 bp  Sc: 39.94 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_chr5.trna417-GlnCTG (54188076-54188148)  Gln (CTG) 73 bp  Sc: 40.63 
GGCCCAATGGCCTAAAGGATAGGGCATCAGCCTCTGAAATTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna4468-GlnCTG (57029577-57029505)  Gln (CTG) 73 bp  Sc: 42.74 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGG 
CCCATCTGGGTTG 
>Danio_rerio_Zv9_scaffold3488.trna17-GlnCTG (201481-201553)  Gln (CTG) 73 bp  Sc: 42.90 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGAGCGTTGTGGGTTCAAGG 
CCCGTCTGGGTTG 
>Danio_rerio_Zv9_scaffold3514.trna29-GlnCTG (153146-153218)  Gln (CTG) 73 bp  Sc: 42.94 
GGCCTAGTGGCCTAATGAATAAGGCATCAGTATCTGGAGCTGGGCATTGTGGGTTCAAAT 
CCCACCTGGGTCA 
>Danio_rerio_Zv9_scaffold3503.trna43-GlnCTG (333198-333270)  Gln (CTG) 73 bp  Sc: 43.78 
GGACCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGCCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna3040-GlnCTG (48278948-48279020)  Gln (CTG) 73 bp  Sc: 44.19 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGAGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna147-GlnCTG (29295872-29295943)  Gln (CTG) 72 bp  Sc: 44.99 
GGTTTCATGGTGTAATGGTTGGCACTCTGGACTCTGAATGCAGTGATCTGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna5071-GlnCTG (54635913-54635841)  Gln (CTG) 73 bp  Sc: 45.52 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr4.trna6556-GlnCTG (43077897-43077825)  Gln (CTG) 73 bp  Sc: 45.52 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_Zv9_scaffold3561.trna12-GlnCTG (139553-139625)  Gln (CTG) 73 bp  Sc: 45.52 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CTCATCTGGGTTG 
>Danio_rerio_chr22.trna767-GlnCTG (29112800-29112729)  Gln (CTG) 72 bp  Sc: 46.10 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAACAATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_NA28.trna41-GlnCTG (26353-26281)  Gln (CTG) 73 bp  Sc: 46.75 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGCTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna4419-GlnCTG (57221110-57221039)  Gln (CTG) 72 bp  Sc: 48.94 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGTATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3547.trna19-GlnCTG (216416-216344)  Gln (CTG) 73 bp  Sc: 49.04 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna2371-GlnCTG (44256832-44256903)  Gln (CTG) 72 bp  Sc: 50.13 
GGTTCCATGGTGTAATGGTTAGCACTCTGAACTCTGAATTCAACGATCTGAGTTCAAATC 
TCGGCGGGACCT 
>Danio_rerio_chr4.trna4056-GlnCTG (56221264-56221336)  Gln (CTG) 73 bp  Sc: 50.84 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna7749-GlnCTG (34104875-34104803)  Gln (CTG) 73 bp  Sc: 50.84 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna4393-GlnCTG (57741919-57741847)  Gln (CTG) 73 bp  Sc: 51.13 
GGCCCAGTGGCCTAAAGGGTAAGGCATCAGCCTCTGGAGTTGGGTGTCGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna6258-GlnCTG (44396634-44396563)  Gln (CTG) 72 bp  Sc: 51.49 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 



TCAGTGGCACCT 
>Danio_rerio_Zv9_scaffold3472.trna73-GlnCTG (89061-88990)  Gln (CTG) 72 bp  Sc: 51.49 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGCACCT 
>Danio_rerio_Zv9_scaffold3530.trna96-GlnCTG (497254-497326)  Gln (CTG) 73 bp  Sc: 51.65 
GGCCCAGTGGCCTAAAGGATAGGGCATCAGCCTCTGGAGTTGGGtgttgtGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna1085-GlnCTG (36084194-36084265)  Gln (CTG) 72 bp  Sc: 52.77 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna158-GlnCTG (609913-609984)  Gln (CTG) 72 bp  Sc: 52.83 
GGTTCCATGGTGTGATGGTTAGCACTCTGGACTCTGAATCCGGCGATTCGAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_Zv9_NA109.trna13-GlnCTG (3568-3497)  Gln (CTG) 72 bp  Sc: 54.44 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTGGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_NA109.trna1-GlnCTG (8356-8285)  Gln (CTG) 72 bp  Sc: 54.44 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTGGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna6264-GlnCTG (44394589-44394518)  Gln (CTG) 72 bp  Sc: 54.51 
TGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAACGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1611-GlnCTG (39417965-39418036)  Gln (CTG) 72 bp  Sc: 54.57 
GGCTCGTTGGTCTAGGGGTGTGATTCTCGCTTCTGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGAACGAGCCC 
>Danio_rerio_chr4.trna1061-GlnCTG (35401193-35401265)  Gln (CTG) 73 bp  Sc: 54.68 
GGCCTGGAGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr4.trna7741-GlnCTG (34349491-34349420)  Gln (CTG) 72 bp  Sc: 54.88 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGATCT 
>Danio_rerio_chr4.trna3554-GlnCTG (52454034-52454105)  Gln (CTG) 72 bp  Sc: 54.92 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCTAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr19.trna133-GlnCTG (47405270-47405342)  Gln (CTG) 73 bp  Sc: 55.42 
GCCCGTCTAGCTCAGTCGGTAAAGCATGAGCCTCTGAATCTCAGGGTTGTCGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr19.trna163-GlnCTG (47194392-47194320)  Gln (CTG) 73 bp  Sc: 55.42 
GCCCGTCTAGCTCAGTCGGTAAAGCATGAGCCTCTGAATCTCAGGGTTGTCGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_Zv9_NA10.trna43-GlnCTG (42526-42444)  Gln (CTG) 83 bp  Sc: 56.01 
GTCAGGTTGGCCGAGTGGACTAAGGCGCTGAGTTCTGGACGCAGTCTCTCCTAGAGGTGT 
GGGTTCAAACACCACATCTGACA 
>Danio_rerio_chr4.trna3616-GlnCTG (52640491-52640562)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna5639-GlnCTG (49666668-49666597)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna6070-GlnCTG (45989419-45989348)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna7240-GlnCTG (38780366-38780295)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_chr8.trna724-GlnCTG (40531336-40531265)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3503.trna271-GlnCTG (346839-346768)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna345-GlnCTG (511753-511682)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3538.trna28-GlnCTG (165003-164932)  Gln (CTG) 72 bp  Sc: 56.40 
GGTTCCATGGTGTAATGGTGACCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCAGTGGGACCT 



>Danio_rerio_chr4.trna1096-GlnCTG (36089838-36089909)  Gln (CTG) 72 bp  Sc: 56.43 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATTCAACGATCCGAGTTCAAATC 
TCGGCGGGACCT 
>Danio_rerio_chr4.trna7462-GlnCTG (37482369-37482298)  Gln (CTG) 72 bp  Sc: 56.43 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATTCAACGATCCGAGTTCAAATC 
TCGGCGGGACCT 
>Danio_rerio_Zv9_NA251.trna14-GlnCTG (23869-23940)  Gln (CTG) 72 bp  Sc: 56.43 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATTCAACGATCCGAGTTCAAATC 
TCGGCGGGACCT 
>Danio_rerio_chr4.trna3548-GlnCTG (52451633-52451703)  Gln (CTG) 71 bp  Sc: 56.47 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTTGGTCG 
>Danio_rerio_Zv9_scaffold3480.trna75-GlnCTG (301767-301838)  Gln (CTG) 72 bp  Sc: 56.49 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCGGCGATCCGAATTCAAATC 
TCGGTGGGTCCT 
>Danio_rerio_chr4.trna5605-GlnCTG (50172128-50172057)  Gln (CTG) 72 bp  Sc: 56.51 
GGTTCCATGGTGTAATGGTTGGCACTCTGGACTCTGAATCCAGCAATCTGAGATCAAATC 
TCAGTGGGACCT 
>Danio_rerio_Zv9_scaffold3473.trna74-GlnCTG (249889-249819)  Gln (CTG) 71 bp  Sc: 56.65 
GGTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATCC 
CGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna281-GlnCTG (1095900-1095829)  Gln (CTG) 72 bp  Sc: 56.96 
GGTTCCATGGTGTAACGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGGTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna4291-GlnCTG (57172978-57173049)  Gln (CTG) 72 bp  Sc: 56.96 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATTCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna1092-GlnCTG (36086878-36086949)  Gln (CTG) 72 bp  Sc: 57.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTTGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna2367-GlnCTG (44253873-44253944)  Gln (CTG) 72 bp  Sc: 57.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTTGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna7458-GlnCTG (37485329-37485258)  Gln (CTG) 72 bp  Sc: 57.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTTGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna5376-GlnCTG (52681211-52681140)  Gln (CTG) 72 bp  Sc: 57.41 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATACAGCGATCCGAGTCCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3630-GlnCTG (52646305-52646376)  Gln (CTG) 72 bp  Sc: 57.68 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGCTCAAATC 
TCGGTGGGACAT 
>Danio_rerio_Zv9_scaffold3461.trna15-GlnCTG (298951-298880)  Gln (CTG) 72 bp  Sc: 57.73 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAGTCCAGCAATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3619-GlnCTG (52641510-52641581)  Gln (CTG) 72 bp  Sc: 57.74 
GGTTTCATGGTGTAATGCTTAGCACTCTGGACTCTGAATCCAGCTATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1882-GlnCTG (41029965-41030036)  Gln (CTG) 72 bp  Sc: 57.82 
GGTTCCAGGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCAGTGGGATCT 
>Danio_rerio_chr4.trna5621-GlnCTG (50164602-50164531)  Gln (CTG) 72 bp  Sc: 58.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTCCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna6388-GlnCTG (43799084-43799013)  Gln (CTG) 72 bp  Sc: 58.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTCCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr5.trna453-GlnCTG (54353301-54353372)  Gln (CTG) 72 bp  Sc: 58.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTCCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_NA109.trna7-GlnCTG (5955-5884)  Gln (CTG) 72 bp  Sc: 58.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTCCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr3.trna274-GlnCTG (39005125-39005196)  Gln (CTG) 72 bp  Sc: 58.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGAACCGAATTCTAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna886-GlnCTG (33844621-33844692)  Gln (CTG) 72 bp  Sc: 58.02 



GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGATTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna3709-GlnCTG (53387899-53387969)  Gln (CTG) 71 bp  Sc: 58.04 
GGTTCCATGGTGAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATCT 
CGGTGGGACTT 
>Danio_rerio_Zv9_scaffold3498.trna2-GlnCTG (15545-15617)  Gln (CTG) 73 bp  Sc: 58.22 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTAGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3473.trna116-GlnCTG (31258-31187)  Gln (CTG) 72 bp  Sc: 58.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATTCAGCGATCTGGGTTCAAATT 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna7242-GlnCTG (38779336-38779265)  Gln (CTG) 72 bp  Sc: 58.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAACTC 
TCGGTGGGACGT 
>Danio_rerio_chr4.trna5176-GlnCTG (54190363-54190292)  Gln (CTG) 72 bp  Sc: 58.29 
GGTTCCATGGTGTAATGGTTAGCGCTCTGAACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6380-GlnCTG (43814071-43814000)  Gln (CTG) 72 bp  Sc: 58.34 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna6386-GlnCTG (43803917-43803846)  Gln (CTG) 72 bp  Sc: 58.34 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna5615-GlnCTG (50167004-50166933)  Gln (CTG) 72 bp  Sc: 58.57 
GGTTCCATGGTGTAATGGTTAGCACTCTAGACTCTGATTCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 
>Danio_rerio_Zv9_scaffold3503.trna274-GlnCTG (345629-345558)  Gln (CTG) 72 bp  Sc: 58.82 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATT 
TCGGTGGGACCC 
>Danio_rerio_chr14.trna167-GlnCTG (50919167-50919085)  Gln (CTG) 83 bp  Sc: 58.88 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCTGGTCGCAGTCTCCCCTGGAGGTGT 
GGATTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3482.trna33-GlnCTG (99474-99403)  Gln (CTG) 72 bp  Sc: 59.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAATTCAAATC 
TCGGTGGGTCCT 
>Danio_rerio_chr4.trna506-GlnCTG (31435775-31435846)  Gln (CTG) 72 bp  Sc: 59.60 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCAAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_Zv9_NA109.trna4-GlnCTG (7156-7085)  Gln (CTG) 72 bp  Sc: 59.68 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGAACC 
>Danio_rerio_chr5.trna447-GlnCTG (54350900-54350971)  Gln (CTG) 72 bp  Sc: 59.76 
GGTTCCATGGTTTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna5935-GlnCTG (47681581-47681510)  Gln (CTG) 72 bp  Sc: 59.77 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAAAC 
TTGGTGGAACCT 
>Danio_rerio_chr4.trna5370-GlnCTG (52683610-52683539)  Gln (CTG) 72 bp  Sc: 60.13 
GGTTCCATGGTGTAATGGTTAGCACTATGGACTCTGAATCCAGCGATCAGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3473.trna71-GlnCTG (251086-251016)  Gln (CTG) 71 bp  Sc: 60.23 
GGTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATCT 
CGGTGGGACCT 
>Danio_rerio_chr4.trna518-GlnCTG (31440585-31440656)  Gln (CTG) 72 bp  Sc: 60.27 
GGTTCCATGGGGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_chr22.trna769-GlnCTG (29111936-29111865)  Gln (CTG) 72 bp  Sc: 60.37 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCCATCCGAGTTCAAATC 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna880-GlnCTG (33842218-33842289)  Gln (CTG) 72 bp  Sc: 61.03 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3966-GlnCTG (55378430-55378501)  Gln (CTG) 72 bp  Sc: 61.05 
GGTTCCATGGTGTAATGTTTAGCACTCTGGACTCTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3494.trna22-GlnCTG (221564-221635)  Gln (CTG) 72 bp  Sc: 61.05 
GGTTCCATGGTGTAATGTTTAGCACTCTGGACTCTGAATCCAGTGATCCAAGTTCAAATC 



TCGGTGGGACCT 
>Danio_rerio_Zv9_NA10.trna61-GlnCTG (2464-2393)  Gln (CTG) 72 bp  Sc: 61.41 
GGTTCCAAGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
CCGGTGGGACCT 
>Danio_rerio_chr4.trna144-GlnCTG (29294926-29294997)  Gln (CTG) 72 bp  Sc: 61.44 
GGTTCCATGGTATAATGGTTAGCACTCTGGACTCTGAATTCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna89-GlnCTG (9465776-9465847)  Gln (CTG) 72 bp  Sc: 61.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna1696-GlnCTG (40081190-40081261)  Gln (CTG) 72 bp  Sc: 61.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3473.trna77-GlnCTG (248704-248633)  Gln (CTG) 72 bp  Sc: 61.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3494.trna164-GlnCTG (40215-40144)  Gln (CTG) 72 bp  Sc: 61.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3554.trna16-GlnCTG (230147-230218)  Gln (CTG) 72 bp  Sc: 61.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna7207-GlnCTG (39188394-39188323)  Gln (CTG) 72 bp  Sc: 61.88 
GGTTCCATGGTGTAATGGCTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCAGTGGGACCT 
>Danio_rerio_Zv9_NA602.trna1-GlnCTG (2692-2764)  Gln (CTG) 73 bp  Sc: 62.22 
GGCCCAGTGGCCTAATAGATAGGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna3633-GlnCTG (52647548-52647619)  Gln (CTG) 72 bp  Sc: 62.29 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6838-GlnCTG (40875504-40875433)  Gln (CTG) 72 bp  Sc: 62.30 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_NA109.trna10-GlnCTG (4754-4683)  Gln (CTG) 72 bp  Sc: 62.41 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTTAAATC 
CCGGTGGGACCT 
>Danio_rerio_chr4.trna1885-GlnCTG (41031172-41031243)  Gln (CTG) 72 bp  Sc: 62.63 
GGTTCCTTTGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5509-GlnCTG (51935718-51935647)  Gln (CTG) 72 bp  Sc: 62.94 
GGTTCCATGGCGTAATGGTTAGCACTCTTGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6841-GlnCTG (40874297-40874226)  Gln (CTG) 72 bp  Sc: 63.24 
GGTTCCATGGTGTAATGGTTAGTACTCTGGACTCTGAATCCAGCAATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_NA10.trna55-GlnCTG (4861-4790)  Gln (CTG) 72 bp  Sc: 63.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGAACTCTGAATCCAGCGATCCGAGTTCAAATC 
CCGGTGGGACCT 
>Danio_rerio_chr4.trna539-GlnCTG (31664781-31664851)  Gln (CTG) 71 bp  Sc: 63.34 
GGTTCCATGGTGAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATCT 
CGGTGGGACCT 
>Danio_rerio_chr4.trna1690-GlnCTG (40078811-40078882)  Gln (CTG) 72 bp  Sc: 63.37 
GGTTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTTAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4161-GlnCTG (56537861-56537932)  Gln (CTG) 72 bp  Sc: 63.43 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGGTTCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_NA10.trna52-GlnCTG (6060-5989)  Gln (CTG) 72 bp  Sc: 64.30 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGGTCCGAGTTTAAATC 
CCGGTGGGACCT 
>Danio_rerio_chr4.trna5613-GlnCTG (50168202-50168131)  Gln (CTG) 72 bp  Sc: 64.68 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGATTCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 
>Danio_rerio_chr4.trna6377-GlnCTG (43815269-43815198)  Gln (CTG) 72 bp  Sc: 64.68 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGATTCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 



>Danio_rerio_chr4.trna6383-GlnCTG (43805119-43805048)  Gln (CTG) 72 bp  Sc: 64.68 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGATTCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 
>Danio_rerio_chr1.trna283-GlnCTG (22250264-22250192)  Gln (CTG) 73 bp  Sc: 64.74 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGC 
CCCACCTGGGTCT 
>Danio_rerio_Zv9_scaffold3480.trna69-GlnCTG (299367-299438)  Gln (CTG) 72 bp  Sc: 64.98 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna7245-GlnCTG (38778140-38778069)  Gln (CTG) 72 bp  Sc: 64.99 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTACAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna889-GlnCTG (33845821-33845892)  Gln (CTG) 72 bp  Sc: 65.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGATTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3503.trna11-GlnCTG (128248-128319)  Gln (CTG) 72 bp  Sc: 65.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATG 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3566-GlnCTG (52458840-52458911)  Gln (CTG) 72 bp  Sc: 65.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3569-GlnCTG (52460035-52460106)  Gln (CTG) 72 bp  Sc: 65.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1995-GlnCTG (41784157-41784228)  Gln (CTG) 72 bp  Sc: 65.48 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACGT 
>Danio_rerio_chr4.trna3627-GlnCTG (52645098-52645169)  Gln (CTG) 72 bp  Sc: 65.48 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACAT 
>Danio_rerio_chr4.trna3758-GlnCTG (53632690-53632762)  Gln (CTG) 73 bp  Sc: 65.56 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTCG 
>Danio_rerio_chr5.trna441-GlnCTG (54348499-54348570)  Gln (CTG) 72 bp  Sc: 65.81 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna5514-GlnCTG (51933322-51933251)  Gln (CTG) 72 bp  Sc: 65.86 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TTGGTGGGATCT 
>Danio_rerio_chr3.trna250-GlnCTG (37609804-37609875)  Gln (CTG) 72 bp  Sc: 65.92 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna5610-GlnCTG (50169781-50169710)  Gln (CTG) 72 bp  Sc: 65.92 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3503.trna14-GlnCTG (129433-129504)  Gln (CTG) 72 bp  Sc: 65.92 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr3.trna224-GlnCTG (37598003-37598074)  Gln (CTG) 72 bp  Sc: 66.00 
GGTTCCATGGTGTTATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna286-GlnCTG (39012075-39012146)  Gln (CTG) 72 bp  Sc: 66.07 
GGTTCCATGGTGTAATGGTTAGCACTCTGCACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr1.trna296-GlnCTG (22242364-22242292)  Gln (CTG) 73 bp  Sc: 66.12 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCT 
>Danio_rerio_chr3.trna242-GlnCTG (37606262-37606333)  Gln (CTG) 72 bp  Sc: 66.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGCTGGGACCT 
>Danio_rerio_chr3.trna255-GlnCTG (37612162-37612233)  Gln (CTG) 72 bp  Sc: 66.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGCTGGGACCT 
>Danio_rerio_chr3.trna259-GlnCTG (37614506-37614577)  Gln (CTG) 72 bp  Sc: 66.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGCTGGGACCT 
>Danio_rerio_chr3.trna261-GlnCTG (37615677-37615748)  Gln (CTG) 72 bp  Sc: 66.21 



GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGCTGGGACCT 
>Danio_rerio_chr4.trna509-GlnCTG (31436976-31437047)  Gln (CTG) 72 bp  Sc: 66.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGCTGGGACCT 
>Danio_rerio_chr4.trna515-GlnCTG (31439383-31439454)  Gln (CTG) 72 bp  Sc: 66.59 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna521-GlnCTG (31441788-31441859)  Gln (CTG) 72 bp  Sc: 66.59 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATT 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna272-GlnCTG (39003758-39003829)  Gln (CTG) 72 bp  Sc: 66.69 
GGTTCCCTGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1687-GlnCTG (40077607-40077678)  Gln (CTG) 72 bp  Sc: 66.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTTAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5477-GlnCTG (52002840-52002769)  Gln (CTG) 72 bp  Sc: 66.80 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 
>Danio_rerio_chr4.trna4044-GlnCTG (55795136-55795207)  Gln (CTG) 72 bp  Sc: 66.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGAACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna226-GlnCTG (37599175-37599246)  Gln (CTG) 72 bp  Sc: 67.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGAACT 
>Danio_rerio_chr3.trna235-GlnCTG (37602732-37602803)  Gln (CTG) 72 bp  Sc: 67.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGAACT 
>Danio_rerio_chr3.trna71-GlnCTG (9458611-9458682)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr3.trna83-GlnCTG (9463398-9463469)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna3302-GlnCTG (50110728-50110799)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5889-GlnCTG (47700738-47700667)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5895-GlnCTG (47698339-47698268)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5901-GlnCTG (47695940-47695869)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5909-GlnCTG (47692355-47692284)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5920-GlnCTG (47687572-47687501)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5932-GlnCTG (47682774-47682703)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna5944-GlnCTG (47677370-47677299)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna275-GlnCTG (1098283-1098212)  Gln (CTG) 72 bp  Sc: 67.21 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGATGGGACCT 
>Danio_rerio_chr4.trna7210-GlnCTG (39187191-39187120)  Gln (CTG) 72 bp  Sc: 67.32 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAGTCCGAGTTCAAATC 
TCGGTGGGACTT 
>Danio_rerio_chr4.trna5641-GlnCTG (49665640-49665569)  Gln (CTG) 72 bp  Sc: 67.38 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 



TAGGTGGGACCT 
>Danio_rerio_chr4.trna1876-GlnCTG (41027552-41027623)  Gln (CTG) 72 bp  Sc: 67.38 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6073-GlnCTG (45988391-45988320)  Gln (CTG) 72 bp  Sc: 67.38 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna892-GlnCTG (33847023-33847094)  Gln (CTG) 72 bp  Sc: 67.59 
GGTTCCATGGTGTAATGGTTAGCATTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACTT 
>Danio_rerio_chr3.trna68-GlnCTG (9457414-9457485)  Gln (CTG) 72 bp  Sc: 68.01 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGTACCT 
>Danio_rerio_chr4.trna3621-GlnCTG (52642702-52642773)  Gln (CTG) 72 bp  Sc: 68.28 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCTATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr22.trna303-GlnCTG (30650881-30650953)  Gln (CTG) 73 bp  Sc: 68.33 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCTGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna5474-GlnCTG (52004038-52003967)  Gln (CTG) 72 bp  Sc: 68.59 
GGTTCCATGGTGTAATGGTTAGCGCTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4104-GlnCTG (56449191-56449262)  Gln (CTG) 72 bp  Sc: 68.61 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr5.trna450-GlnCTG (54352099-54352170)  Gln (CTG) 72 bp  Sc: 68.61 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna349-GlnCTG (509743-509672)  Gln (CTG) 72 bp  Sc: 68.61 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5647-GlnCTG (49663225-49663154)  Gln (CTG) 72 bp  Sc: 68.86 
GGTTCCATTGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1751-GlnCTG (40542553-40542624)  Gln (CTG) 72 bp  Sc: 68.99 
GGTTCCATGGTGTAATGGCTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3480.trna72-GlnCTG (300576-300647)  Gln (CTG) 72 bp  Sc: 68.99 
GGTTCCATGGTGTAATGGCTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3482.trna30-GlnCTG (100668-100597)  Gln (CTG) 72 bp  Sc: 68.99 
GGTTCCATGGTGTAATGGCTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1998-GlnCTG (41785345-41785416)  Gln (CTG) 72 bp  Sc: 69.28 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6038-GlnCTG (46634274-46634203)  Gln (CTG) 72 bp  Sc: 69.28 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3482.trna27-GlnCTG (103349-103278)  Gln (CTG) 72 bp  Sc: 69.28 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCAATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5512-GlnCTG (51934524-51934453)  Gln (CTG) 72 bp  Sc: 69.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTAATCCAAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr4.trna5517-GlnCTG (51932121-51932050)  Gln (CTG) 72 bp  Sc: 69.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTAATCCAAGTTCAAATC 
TTGGTGGGACCT 
>Danio_rerio_chr3.trna232-GlnCTG (37601547-37601618)  Gln (CTG) 72 bp  Sc: 69.33 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGCGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3299-GlnCTG (50109526-50109597)  Gln (CTG) 72 bp  Sc: 69.35 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA251.trna8-GlnCTG (21113-21184)  Gln (CTG) 72 bp  Sc: 69.35 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGAACCT 



>Danio_rerio_chr4.trna5923-GlnCTG (47686372-47686301)  Gln (CTG) 72 bp  Sc: 69.73 
GGTTCCATGGTGTAATGGCTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3473.trna114-GlnCTG (33030-32959)  Gln (CTG) 72 bp  Sc: 69.90 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCTGAGTTCAAATC 
TCAGTGGGATCT 
>Danio_rerio_chr4.trna5644-GlnCTG (49664437-49664366)  Gln (CTG) 72 bp  Sc: 70.06 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3557-GlnCTG (52455234-52455305)  Gln (CTG) 72 bp  Sc: 70.28 
GGTTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3560-GlnCTG (52456434-52456505)  Gln (CTG) 72 bp  Sc: 70.28 
GGTTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3563-GlnCTG (52457634-52457705)  Gln (CTG) 72 bp  Sc: 70.28 
GGTTTCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3536.trna66-GlnCTG (365304-365375)  Gln (CTG) 72 bp  Sc: 70.83 
GGTTCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3494.trna144-GlnCTG (48590-48519)  Gln (CTG) 72 bp  Sc: 71.83 
GGTTCCATGGTGTAATGGTTAGCACTCTGGATTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna86-GlnCTG (9464591-9464662)  Gln (CTG) 72 bp  Sc: 71.84 
GGTTCCATGGTGTAATGGTTAACACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA772.trna1-GlnCTG (28994-28923)  Gln (CTG) 72 bp  Sc: 72.13 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAATCT 
>Danio_rerio_Zv9_scaffold3536.trna55-GlnCTG (360109-360180)  Gln (CTG) 72 bp  Sc: 72.28 
GGTTCCATGGTGTAATGGTCAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4425-GlnCTG (57218888-57218817)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_chr4.trna6179-GlnCTG (45020619-45020548)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_chr4.trna6182-GlnCTG (45019419-45019348)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_chr4.trna6185-GlnCTG (45018219-45018148)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_chr4.trna6188-GlnCTG (45017019-45016948)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_Zv9_NA602.trna5-GlnCTG (11981-12052)  Gln (CTG) 72 bp  Sc: 72.57 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCC 
>Danio_rerio_chr3.trna216-GlnCTG (37594462-37594533)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna218-GlnCTG (37595634-37595705)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna221-GlnCTG (37596819-37596890)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna240-GlnCTG (37605091-37605162)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna244-GlnCTG (37607434-37607505)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna247-GlnCTG (37608620-37608691)  Gln (CTG) 72 bp  Sc: 72.91 



GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna253-GlnCTG (37610991-37611062)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr3.trna257-GlnCTG (37613335-37613406)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3551-GlnCTG (52452832-52452903)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3706-GlnCTG (53386698-53386769)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3712-GlnCTG (53389083-53389154)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4047-GlnCTG (55796319-55796390)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4422-GlnCTG (57220094-57220023)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna503-GlnCTG (31434569-31434640)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna524-GlnCTG (31442991-31443062)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna527-GlnCTG (31444173-31444244)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5373-GlnCTG (52682411-52682340)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5480-GlnCTG (52001635-52001564)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5555-GlnCTG (50878239-50878168)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5618-GlnCTG (50165802-50165731)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6176-GlnCTG (45021819-45021748)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6191-GlnCTG (45015816-45015745)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6374-GlnCTG (43816470-43816399)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr5.trna444-GlnCTG (54349701-54349772)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna726-GlnCTG (40530330-40530259)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3530.trna346-GlnCTG (510928-510857)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3536.trna61-GlnCTG (362505-362576)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3536.trna69-GlnCTG (366502-366573)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 



TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3538.trna30-GlnCTG (163955-163884)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_scaffold3538.trna33-GlnCTG (162761-162690)  Gln (CTG) 72 bp  Sc: 72.91 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr12.trna406-GlnCTG (20065061-20064990)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr18.trna287-GlnCTG (18895461-18895390)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna278-GlnCTG (39008298-39008369)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna282-GlnCTG (39010187-39010258)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna290-GlnCTG (39013963-39014034)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna294-GlnCTG (39015851-39015922)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna298-GlnCTG (39017739-39017810)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna302-GlnCTG (39019627-39019698)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna306-GlnCTG (39021515-39021586)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna310-GlnCTG (39023403-39023474)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna314-GlnCTG (39025292-39025363)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna318-GlnCTG (39027180-39027251)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna322-GlnCTG (39029068-39029139)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna326-GlnCTG (39030956-39031027)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna330-GlnCTG (39032844-39032915)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna334-GlnCTG (39034732-39034803)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna338-GlnCTG (39036620-39036691)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna342-GlnCTG (39038508-39038579)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna346-GlnCTG (39040397-39040468)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna350-GlnCTG (39042285-39042356)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 



>Danio_rerio_chr3.trna354-GlnCTG (39044173-39044244)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna358-GlnCTG (39046060-39046131)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna362-GlnCTG (39047948-39048019)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna366-GlnCTG (39049837-39049908)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna370-GlnCTG (39051725-39051796)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna374-GlnCTG (39053612-39053683)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna378-GlnCTG (39055500-39055571)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna382-GlnCTG (39057386-39057457)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna386-GlnCTG (39059274-39059345)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna390-GlnCTG (39061163-39061234)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna394-GlnCTG (39063051-39063122)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna398-GlnCTG (39064939-39065010)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna402-GlnCTG (39066827-39066898)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna406-GlnCTG (39068715-39068786)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna410-GlnCTG (39070603-39070674)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna413-GlnCTG (39072477-39072548)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna62-GlnCTG (9455014-9455085)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna639-GlnCTG (25209300-25209229)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna65-GlnCTG (9456214-9456285)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr3.trna80-GlnCTG (9462198-9462269)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna4152-GlnCTG (56534276-56534347)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna4155-GlnCTG (56535475-56535546)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5886-GlnCTG (47701937-47701866)  Gln (CTG) 72 bp  Sc: 73.65 



GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5892-GlnCTG (47699538-47699467)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5898-GlnCTG (47697139-47697068)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5904-GlnCTG (47694741-47694670)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5917-GlnCTG (47688771-47688700)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5926-GlnCTG (47685173-47685102)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5929-GlnCTG (47683973-47683902)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5941-GlnCTG (47678569-47678498)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna5947-GlnCTG (47676177-47676106)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA10.trna58-GlnCTG (3662-3591)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA10.trna64-GlnCTG (1268-1197)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3473.trna68-GlnCTG (252836-252765)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3494.trna147-GlnCTG (47390-47319)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3494.trna152-GlnCTG (44990-44919)  Gln (CTG) 72 bp  Sc: 73.65 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna1873-GlnCTG (41026348-41026419)  Gln (CTG) 72 bp  Sc: 74.36 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5503-GlnCTG (51938125-51938054)  Gln (CTG) 72 bp  Sc: 74.36 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5506-GlnCTG (51936923-51936852)  Gln (CTG) 72 bp  Sc: 74.36 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1879-GlnCTG (41028755-41028826)  Gln (CTG) 72 bp  Sc: 74.86 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGTGTTCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna512-GlnCTG (31438177-31438248)  Gln (CTG) 72 bp  Sc: 75.59 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTCTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCA 
>Danio_rerio_chr13.trna214-GlnTTG (48246362-48246434)  Gln (TTG) 73 bp  Sc: 34.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTTGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_chr4.trna1931-GlnTTG (41411445-41411517)  Gln (TTG) 73 bp  Sc: 34.81 
GGCCCAGTGGCCTAATGGATAATGCATCAGCGTTTGAAGCTGGGAATTGTGGGTTTAAGT 
CCCATTTGGGTTG 
>Danio_rerio_chr4.trna3401-GlnTTG (50994368-50994439)  Gln (TTG) 72 bp  Sc: 42.50 
GCTGTGATCGTATAGTGGTTAGTACTCTGCCTTTTGGCTGCAGCAACCCTGGTTTGAATC 
TGGGTCACGGCA 
>Danio_rerio_chrM.trna7-GlnTTG (4922-4852)  Gln (TTG) 71 bp  Sc: 46.94 
TAGAAAGTGGTGTAGTGGAAGCACTAAGAGTTTTGATCTCTTGGGCATGGGTTCGACCCC 



CTTCTTTCTAA 
>Danio_rerio_chr4.trna3331-GlnTTG (50378812-50378883)  Gln (TTG) 72 bp  Sc: 47.66 
GATTCCATAGTGTAATGGTTTGCACTCTGGACTTTGAATCCAGTGATTCAAGCTCAAATC 
TTGGTGGAACTG 
>Danio_rerio_Zv9_NA286.trna9-GlnTTG (20133-20062)  Gln (TTG) 72 bp  Sc: 47.66 
GATTCCATAGTGTAATGGTTTGCACTCTGGACTTTGAATCCAGTGATTCAAGCTCAAATC 
TTGGTGGAACTG 
>Danio_rerio_chr3.trna762-GlnTTG (9262746-9262675)  Gln (TTG) 72 bp  Sc: 49.77 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTTGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1903-GlnTTG (41076600-41076671)  Gln (TTG) 72 bp  Sc: 51.82 
GGTTCCATGGTGTAATGGTTTGCACTCAGGACTTTGAATCCAGTGATCCAAGCTCAAATC 
TTGGTGGAACTG 
>Danio_rerio_chr9.trna419-GlnTTG (4464865-4464794)  Gln (TTG) 72 bp  Sc: 54.93 
GGTTCCATGGTGTAATGGTCAGCGCTCTGGACTTTGAATCCAGTGATCCGAGTTCAAAGC 
TCAGTGGAACCT 
>Danio_rerio_chr9.trna423-GlnTTG (4463522-4463451)  Gln (TTG) 72 bp  Sc: 55.28 
GGTTCCATAGTGTAATGGTCAGCGCTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCTGTGCAACCT 
>Danio_rerio_chr13.trna213-GlnTTG (48246058-48246130)  Gln (TTG) 73 bp  Sc: 55.64 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTTGAAGCTGGGGATTGTGGGTTCGAGT 
TCCACCTGGGTTG 
>Danio_rerio_chr4.trna5587-GlnTTG (50565337-50565265)  Gln (TTG) 73 bp  Sc: 55.64 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTTGAAGCTGGGGATTGTGGGTTCGAGT 
TCCACCTGGGTTG 
>Danio_rerio_chr4.trna7990-GlnTTG (32370451-32370380)  Gln (TTG) 72 bp  Sc: 56.13 
GGTTCCATGGTGTAATGGTTTGCACTCTGGACTTTGAATCCAGTGATCCAAGCTCAAATC 
TTGGTGGAACTT 
>Danio_rerio_chr8.trna770-GlnTTG (40273314-40273243)  Gln (TTG) 72 bp  Sc: 56.13 
GGTTCCATGGTGTAATGGTTTGCACTCTGGACTTTGAATCCAGTGATCCAAGCTCAAATC 
TTGGTGGAACTT 
>Danio_rerio_Zv9_scaffold3470.trna1-GlnTTG (8491-8562)  Gln (TTG) 72 bp  Sc: 56.13 
GGTTCCATGGTGTAATGGTTTGCACTCTGGACTTTGAATCCAGTGATCCAAGCTCAAATC 
TTGGTGGAACTT 
>Danio_rerio_Zv9_scaffold3472.trna76-GlnTTG (88050-87979)  Gln (TTG) 72 bp  Sc: 56.36 
ACTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna3624-GlnTTG (52643906-52643977)  Gln (TTG) 72 bp  Sc: 56.61 
GGTTTCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCTATTTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr9.trna421-GlnTTG (4464189-4464118)  Gln (TTG) 72 bp  Sc: 56.70 
GGTTCCATAGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAAGC 
TCTGCGGAACCT 
>Danio_rerio_chr1.trna290-GlnTTG (22245731-22245659)  Gln (TTG) 73 bp  Sc: 58.38 
GGCCCAGTGGCCTAATGGATAAGGCACCGGCCTTTGAAGCTGGGTATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr8.trna87-GlnTTG (27869495-27869566)  Gln (TTG) 72 bp  Sc: 59.18 
GGTTCCATGGTGTAATGGTTAGCACTGTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
GCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3530.trna86-GlnTTG (456304-456375)  Gln (TTG) 72 bp  Sc: 59.42 
GGTTCCATGGTGTAATGGCTAGCACTCTGGGCTTTGAATCCAGCAATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna233-GlnTTG (27919256-27919327)  Gln (TTG) 72 bp  Sc: 61.01 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAAGC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA602.trna2-GlnTTG (3393-3465)  Gln (TTG) 73 bp  Sc: 61.96 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTTGAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr9.trna45-GlnTTG (13834496-13834567)  Gln (TTG) 72 bp  Sc: 63.15 
GGTTCCATGGTGTCATGGTTAGCACTCTGGACTTTGAATCCAGGGATCTGAGTTCAAATC 
TCAGTGGGACCT 
>Danio_rerio_chr4.trna3038-GlnTTG (48278113-48278185)  Gln (TTG) 73 bp  Sc: 63.25 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTTGAAGCTGGGGATTGAGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna2369-GlnTTG (44255071-44255142)  Gln (TTG) 72 bp  Sc: 63.80 
GTTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 



>Danio_rerio_chr8.trna152-GlnTTG (27891826-27891898)  Gln (TTG) 73 bp  Sc: 64.49 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCCAGTGATCCGAGTTCAAAT 
CTCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3536.trna58-GlnTTG (361310-361381)  Gln (TTG) 72 bp  Sc: 64.64 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGACTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna1087-GlnTTG (36085211-36085282)  Gln (TTG) 72 bp  Sc: 65.17 
GGTTCCATGATGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4687-GlnTTG (56217183-56217111)  Gln (TTG) 73 bp  Sc: 65.25 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTTTGGATCAGAAGTTTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna931-GlnTTG (34108958-34109030)  Gln (TTG) 73 bp  Sc: 65.25 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTTTGGATCAGAAGTTTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3530.trna272-GlnTTG (1099300-1099229)  Gln (TTG) 72 bp  Sc: 65.56 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCAAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr25.trna191-GlnTTG (25870150-25870079)  Gln (TTG) 72 bp  Sc: 66.18 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCAGTGGAACCT 
>Danio_rerio_Zv9_scaffold3453.trna13-GlnTTG (78890-78961)  Gln (TTG) 72 bp  Sc: 66.89 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCAGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna223-GlnTTG (27915611-27915682)  Gln (TTG) 72 bp  Sc: 67.30 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna253-GlnTTG (27925978-27926049)  Gln (TTG) 72 bp  Sc: 67.30 
AGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna227-GlnTTG (27916949-27917020)  Gln (TTG) 72 bp  Sc: 67.63 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCAGTGGAACCT 
>Danio_rerio_chr8.trna276-GlnTTG (27933730-27933801)  Gln (TTG) 72 bp  Sc: 67.63 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCAGTGGAACCT 
>Danio_rerio_chr8.trna91-GlnTTG (27870832-27870903)  Gln (TTG) 72 bp  Sc: 67.63 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCAGTGGAACCT 
>Danio_rerio_chr8.trna101-GlnTTG (27874224-27874295)  Gln (TTG) 72 bp  Sc: 67.75 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna231-GlnTTG (27918287-27918358)  Gln (TTG) 72 bp  Sc: 67.75 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna265-GlnTTG (27929984-27930055)  Gln (TTG) 72 bp  Sc: 67.75 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCAAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna163-GlnTTG (27895465-27895536)  Gln (TTG) 72 bp  Sc: 67.75 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGAACC 
>Danio_rerio_Zv9_scaffold3453.trna8-GlnTTG (77234-77305)  Gln (TTG) 72 bp  Sc: 67.92 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCTATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_Zv9_NA251.trna3-GlnTTG (19474-19545)  Gln (TTG) 72 bp  Sc: 68.25 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna159-GlnTTG (27894128-27894199)  Gln (TTG) 72 bp  Sc: 68.42 
GGTTCCATGGAGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_scaffold3552.trna138-GlnTTG (91414-91342)  Gln (TTG) 73 bp  Sc: 68.86 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTTGAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4158-GlnTTG (56536675-56536746)  Gln (TTG) 72 bp  Sc: 68.98 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCTGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna272-GlnTTG (27932356-27932427)  Gln (TTG) 72 bp  Sc: 69.53 



GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTTGAACCT 
>Danio_rerio_chr4.trna1094-GlnTTG (36088076-36088147)  Gln (TTG) 72 bp  Sc: 69.70 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4296-GlnTTG (57175361-57175432)  Gln (TTG) 72 bp  Sc: 69.70 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna7460-GlnTTG (37484131-37484060)  Gln (TTG) 72 bp  Sc: 69.70 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna177-GlnTTG (27900230-27900301)  Gln (TTG) 72 bp  Sc: 70.11 
GGTTCAATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_Zv9_NA251.trna11-GlnTTG (22107-22178)  Gln (TTG) 72 bp  Sc: 70.15 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACTT 
>Danio_rerio_chr8.trna237-GlnTTG (27920593-27920664)  Gln (TTG) 72 bp  Sc: 70.44 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr22.trna822-GlnTTG (21924860-21924789)  Gln (TTG) 72 bp  Sc: 72.03 
GGTTCTATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTAGAACCT 
>Danio_rerio_chr4.trna2362-GlnTTG (44252204-44252275)  Gln (TTG) 72 bp  Sc: 72.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna4286-GlnTTG (57171321-57171392)  Gln (TTG) 72 bp  Sc: 72.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna7453-GlnTTG (37487002-37486931)  Gln (TTG) 72 bp  Sc: 72.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna7743-GlnTTG (34348476-34348405)  Gln (TTG) 72 bp  Sc: 72.55 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr8.trna189-GlnTTG (27904276-27904347)  Gln (TTG) 72 bp  Sc: 72.61 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGATTCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna268-GlnTTG (27930982-27931053)  Gln (TTG) 72 bp  Sc: 72.61 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGATTCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr4.trna4322-GlnTTG (57393560-57393631)  Gln (TTG) 72 bp  Sc: 73.08 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAGTC 
TCGGTGGAACCT 
>Danio_rerio_chr9.trna43-GlnTTG (13833423-13833494)  Gln (TTG) 72 bp  Sc: 73.24 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCTGAGTTCAAATC 
TCAGTGGAACCT 
>Danio_rerio_chr23.trna140-GlnTTG (45736916-45736845)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr6.trna153-GlnTTG (38941076-38941147)  Gln (TTG) 72 bp  Sc: 73.77 
GGTCCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGCGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna5500-GlnTTG (51939334-51939263)  Gln (TTG) 72 bp  Sc: 74.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr4.trna6261-GlnTTG (44395618-44395547)  Gln (TTG) 72 bp  Sc: 74.00 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGGACCT 
>Danio_rerio_chr13.trna101-GlnTTG (28066943-28067014)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna104-GlnTTG (28068346-28068417)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna107-GlnTTG (28069749-28069820)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 



TCGGTGGAACCT 
>Danio_rerio_chr13.trna110-GlnTTG (28071151-28071222)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna113-GlnTTG (28072554-28072625)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna116-GlnTTG (28073965-28074036)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna119-GlnTTG (28075368-28075439)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna89-GlnTTG (28061331-28061402)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna92-GlnTTG (28062734-28062805)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna95-GlnTTG (28064137-28064208)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr13.trna98-GlnTTG (28065540-28065611)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna105-GlnTTG (27875560-27875631)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna109-GlnTTG (27876897-27876968)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna113-GlnTTG (27878233-27878304)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna117-GlnTTG (27879607-27879678)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna121-GlnTTG (27880983-27881054)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna129-GlnTTG (27883693-27883764)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna133-GlnTTG (27885030-27885101)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna137-GlnTTG (27886367-27886438)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna141-GlnTTG (27887704-27887775)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna145-GlnTTG (27889078-27889149)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna148-GlnTTG (27890452-27890523)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna156-GlnTTG (27893162-27893233)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna165-GlnTTG (27896186-27896257)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna169-GlnTTG (27897521-27897592)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 



>Danio_rerio_chr8.trna173-GlnTTG (27898895-27898966)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna181-GlnTTG (27901567-27901638)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna185-GlnTTG (27902902-27902973)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna193-GlnTTG (27905614-27905685)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna197-GlnTTG (27906988-27907059)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna201-GlnTTG (27908362-27908433)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna205-GlnTTG (27909700-27909771)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna209-GlnTTG (27911037-27911108)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna213-GlnTTG (27912412-27912483)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna219-GlnTTG (27914274-27914345)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna241-GlnTTG (27921930-27922001)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna245-GlnTTG (27923267-27923338)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna249-GlnTTG (27924641-27924712)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna257-GlnTTG (27927315-27927386)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna261-GlnTTG (27928650-27928721)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna95-GlnTTG (27872169-27872240)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr8.trna97-GlnTTG (27872888-27872959)  Gln (TTG) 72 bp  Sc: 74.74 
GGTTCCATGGTGTAATGGTTAGCACTCTGGACTTTGAATCCAGTGATCCGAGTTCAAATC 
TCGGTGGAACCT 
>Danio_rerio_chr22.trna754-GluCTC (29552324-29552253)  Glu (CTC) 72 bp  Sc: 50.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCACTCTCACCGCTGCGGTCTGGGTTTGATTC 
CCAGTCAGGAAA 
>Danio_rerio_chr15.trna105-GluCTC (18931335-18931406)  Glu (CTC) 72 bp  Sc: 55.92 
TCCCTGGTGGTCTAGTGGTTAGGAATCGGCGCTCTCACCGCCGCGGCCCGGGCTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna916-GluCTC (34005496-34005567)  Glu (CTC) 72 bp  Sc: 56.34 
TCCCTGGTGGTCTAGTGGTTAGGATTCCGTGGTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna177-GluCTC (669023-669094)  Glu (CTC) 72 bp  Sc: 56.34 
TCCCTGGTGGTCTAGTGGTTAGGATTCCGTGGTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna6893-GluCTC (40681901-40681830)  Glu (CTC) 72 bp  Sc: 56.60 
TCCCTGGTGGTCTAGTGTTTAGGATTCGGCGCTCTCACCGCCGCGGCACGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna7943-GluCTC (33200198-33200127)  Glu (CTC) 72 bp  Sc: 57.07 



TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACTGCCGCGGCCCGGGTTCTATTC 
CCGGTCAGGGCA 
>Danio_rerio_chr4.trna6894-GluCTC (40679671-40679600)  Glu (CTC) 72 bp  Sc: 57.16 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCAGAGTTCGATTC 
CCAATCAGGGAA 
>Danio_rerio_chr4.trna7962-GluCTC (32736526-32736455)  Glu (CTC) 72 bp  Sc: 57.38 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACTGCCGCGGCCTGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_Zv9_NA769.trna16-GluCTC (17877-17807)  Glu (CTC) 71 bp  Sc: 57.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCTCATGCGGGAGACCCGGCTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna4053-GluCTC (56217434-56217505)  Glu (CTC) 72 bp  Sc: 57.92 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACTGCCGCAGCCCGTGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna4-GluCTC (51428-51499)  Glu (CTC) 72 bp  Sc: 58.27 
TCCCTGGTGGTCTAGTAGTTAGGATTAAGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna8008-GluCTC (32010152-32010081)  Glu (CTC) 72 bp  Sc: 59.32 
TCCCTGGTGGTCTAGTGGTTAGGATTCAGCGCTCTCACCGCCGCCGCCCGGGTTCGATTC 
CCAGTCAGGGAA 
>Danio_rerio_chr4.trna7656-GluCTC (35037364-35037293)  Glu (CTC) 72 bp  Sc: 59.46 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCAGGGTTCGATTC 
CCGGTCAGGCAA 
>Danio_rerio_Zv9_NA602.trna8-GluCTC (14209-14280)  Glu (CTC) 72 bp  Sc: 59.93 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGTGATCTCACCGCCGCGTCCTGGGTTCGATTC 
CCAGTCAGGGAA 
>Danio_rerio_chr4.trna5660-GluCTC (49651021-49650949)  Glu (CTC) 73 bp  Sc: 59.99 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTCAATGACAGGGTCGTGGGTTCGAGC 
GCCACGTTGGGCG 
>Danio_rerio_chr4.trna494-GluCTC (31268170-31268242)  Glu (CTC) 73 bp  Sc: 60.60 
GCTCGTCTAGTTCAGTCAGTAGAGCATGAGACTCTCAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna852-GluCTC (54574810-54574738)  Glu (CTC) 73 bp  Sc: 60.60 
GCTCGTCTAGTTCAGTCAGTAGAGCATGAGACTCTCAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3506.trna47-GluCTC (139763-139692)  Glu (CTC) 72 bp  Sc: 60.85 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGCCCCGGGTTCGATTC 
CCGGTCAGTGAA 
>Danio_rerio_Zv9_scaffold3506.trna49-GluCTC (135303-135232)  Glu (CTC) 72 bp  Sc: 60.85 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGCCCCGGGTTCGATTC 
CCGGTCAGTGAA 
>Danio_rerio_chr4.trna7746-GluCTC (34108707-34108636)  Glu (CTC) 72 bp  Sc: 61.55 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACTGCCGCGGCCCGTGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna2-GluCTC (46914-46985)  Glu (CTC) 72 bp  Sc: 62.04 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTTCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA28.trna34-GluCTC (36797-36726)  Glu (CTC) 72 bp  Sc: 62.52 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCGGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna5521-GluCTC (51872276-51872205)  Glu (CTC) 72 bp  Sc: 62.81 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGCAA 
>Danio_rerio_Zv9_NA502.trna22-GluCTC (40081-40009)  Glu (CTC) 73 bp  Sc: 62.86 
GCCCGGCTAGCTCAGTCGGTAGAAAATGAGACTCTCAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_NA502.trna30-GluCTC (38094-38022)  Glu (CTC) 73 bp  Sc: 62.86 
GCCCGGCTAGCTCAGTCGGTAGAAAATGAGACTCTCAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna3035-GluCTC (48272212-48272283)  Glu (CTC) 72 bp  Sc: 62.99 
TCCCTGGTGGTCTAGTGGTTAGGATTAGGTGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1487-GluCTC (38065830-38065902)  Glu (CTC) 73 bp  Sc: 63.06 
GCCTAGCTGGCTCAGTCGGTAGAGCATGAGACTCTCAATCTCAGGGTTGTGGGTTAGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna1496-GluCTC (38067952-38068024)  Glu (CTC) 73 bp  Sc: 63.06 
GCCTAGCTGGCTCAGTCGGTAGAGCATGAGACTCTCAATCTCAGGGTTGTGGGTTAGAGC 



CCCATGTTGGGTG 
>Danio_rerio_chr4.trna2711-GluCTC (46053721-46053793)  Glu (CTC) 73 bp  Sc: 63.06 
GCCTAGCTGGCTCAGTCGGTAGAGCATGAGACTCTCAATCTCAGGGTTGTGGGTTAGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna357-GluCTC (30636505-30636577)  Glu (CTC) 73 bp  Sc: 63.06 
GCCTAGCTGGCTCAGTCGGTAGAGCATGAGACTCTCAATCTCAGGGTTGTGGGTTAGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna1055-GluCTC (35394964-35395035)  Glu (CTC) 72 bp  Sc: 63.38 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTT 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna113-GluCTC (18948635-18948706)  Glu (CTC) 72 bp  Sc: 63.72 
TCCCTGGTGGTCTAGTGGTTAGGAATCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna7948-GluCTC (33189051-33188980)  Glu (CTC) 72 bp  Sc: 63.80 
TCCCTGGTGGTCTAGTGGTTAGGAATCGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna3267-GluCTC (49596087-49596158)  Glu (CTC) 72 bp  Sc: 64.24 
TCCCTGGTGCTCTAGTGGTTATGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGTTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna89-GluCTC (606603-606674)  Glu (CTC) 72 bp  Sc: 64.42 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGGGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr8.trna712-GluCTC (40965075-40965004)  Glu (CTC) 72 bp  Sc: 64.57 
TTCCTGCTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr8.trna714-GluCTC (40960855-40960784)  Glu (CTC) 72 bp  Sc: 64.57 
TTCCTGCTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA385.trna3-GluCTC (4987-5058)  Glu (CTC) 72 bp  Sc: 65.00 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTTCTCTCACCGCCGTGGCCCGGGTTCGATTC 
CCGGTCAGGAAA 
>Danio_rerio_chr4.trna6217-GluCTC (44819338-44819267)  Glu (CTC) 72 bp  Sc: 65.30 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCACCGCGGCCCGGGTTCGATTC 
CCAGTCAGGGAA 
>Danio_rerio_chr4.trna1933-GluCTC (41447711-41447782)  Glu (CTC) 72 bp  Sc: 65.49 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCACCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna92-GluCTC (493005-493076)  Glu (CTC) 72 bp  Sc: 65.64 
TCCCTGGTGGTCTAATGGTTAGGATTTGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr5.trna407-GluCTC (54146914-54146985)  Glu (CTC) 72 bp  Sc: 65.80 
TCCTTGGTGGTCTAGTGGTTAGGATTCGGCGCACTCACCGCCGCGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna3036-GluCTC (48274441-48274512)  Glu (CTC) 72 bp  Sc: 65.88 
TCCCTGGTGGTCTAGTGGTTAGGATTAGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna48-GluCTC (137532-137461)  Glu (CTC) 72 bp  Sc: 65.92 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCAGCCCGGGTTCGATTC 
CCGGTCAGAGAA 
>Danio_rerio_Zv9_scaffold3514.trna22-GluCTC (143055-143126)  Glu (CTC) 72 bp  Sc: 66.08 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCAGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna6762-GluCTC (41609564-41609493)  Glu (CTC) 72 bp  Sc: 66.09 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGTGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna185-GluCTC (29771583-29771654)  Glu (CTC) 72 bp  Sc: 66.23 
TCCCTGCTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCAGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna188-GluCTC (29778271-29778342)  Glu (CTC) 72 bp  Sc: 66.23 
TCCCTGCTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCAGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7944-GluCTC (33197968-33197897)  Glu (CTC) 72 bp  Sc: 66.35 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4347-GluCTC (58017345-58017416)  Glu (CTC) 72 bp  Sc: 66.60 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCGCCCCGGGTTCGATTC 
CCGGTCAGGGAA 



>Danio_rerio_Zv9_scaffold3561.trna6-GluCTC (125046-125117)  Glu (CTC) 72 bp  Sc: 67.34 
TCCCTGGTGGTCTAGTGGTCAGGATTCGGTGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna180-GluCTC (29760436-29760507)  Glu (CTC) 72 bp  Sc: 67.66 
TCGCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna181-GluCTC (29762666-29762737)  Glu (CTC) 72 bp  Sc: 67.66 
TCGCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna186-GluCTC (29773812-29773883)  Glu (CTC) 72 bp  Sc: 67.66 
TCGCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna187-GluCTC (29776041-29776112)  Glu (CTC) 72 bp  Sc: 67.66 
TCGCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna6220-GluCTC (44812648-44812577)  Glu (CTC) 72 bp  Sc: 67.71 
TCCCTGATGGTCTAGTGGTTAGGATTCGGCTCTCTCACCGCCGCGGCCCGGGTTCAATTC 
TCGGTCAGGGAA 
>Danio_rerio_chr4.trna5451-GluCTC (52118252-52118181)  Glu (CTC) 72 bp  Sc: 67.92 
TTCCTGCTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna61-GluCTC (308499-308428)  Glu (CTC) 72 bp  Sc: 67.92 
TTCCTGCTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1936-GluCTC (41454387-41454458)  Glu (CTC) 72 bp  Sc: 67.92 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCAGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7845-GluCTC (33534656-33534585)  Glu (CTC) 72 bp  Sc: 67.94 
TCCCTGTTGGTCTAGTGGTTAGGATTAGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna39-GluCTC (328924-328995)  Glu (CTC) 72 bp  Sc: 68.20 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA375.trna5-GluCTC (598-527)  Glu (CTC) 72 bp  Sc: 68.41 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCACCGCGGCCCGGGTTCGATTC 
CCGGACAGGGAA 
>Danio_rerio_chr4.trna4670-GluCTC (56305773-56305702)  Glu (CTC) 72 bp  Sc: 68.71 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTG 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna132-GluCTC (104217-104146)  Glu (CTC) 72 bp  Sc: 68.97 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
GCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna134-GluCTC (99757-99686)  Glu (CTC) 72 bp  Sc: 68.97 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
GCGGTCAGGGAA 
>Danio_rerio_chr4.trna2757-GluCTC (46906987-46907058)  Glu (CTC) 72 bp  Sc: 69.51 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCGGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna51-GluCTC (130842-130771)  Glu (CTC) 72 bp  Sc: 69.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGAGAA 
>Danio_rerio_chr4.trna2004-GluCTC (42313609-42313680)  Glu (CTC) 72 bp  Sc: 69.63 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCTGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1907-GluCTC (41257254-41257325)  Glu (CTC) 72 bp  Sc: 69.63 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna4458-GluCTC (57046658-57046587)  Glu (CTC) 72 bp  Sc: 69.63 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna1934-GluCTC (41449942-41450013)  Glu (CTC) 72 bp  Sc: 69.70 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7945-GluCTC (33195739-33195668)  Glu (CTC) 72 bp  Sc: 69.70 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna179-GluCTC (673484-673555)  Glu (CTC) 72 bp  Sc: 69.70 



TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTTGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna106-GluCTC (18933498-18933569)  Glu (CTC) 72 bp  Sc: 69.96 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
ACGGTCAGGGAA 
>Danio_rerio_Zv9_NA328.trna11-GluCTC (24866-24795)  Glu (CTC) 72 bp  Sc: 69.96 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGAGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna446-GluCTC (31128796-31128867)  Glu (CTC) 72 bp  Sc: 69.96 
TCCCTGGTGGTCTAGTGGTTAGGATTTAGCGCTCTCACCGCCGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5194-GluCTC (54055309-54055238)  Glu (CTC) 72 bp  Sc: 70.14 
TCCCTGGTGGTCTAGTGGTTATGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGTTCAGGGAA 
>Danio_rerio_chr15.trna76-GluCTC (15496834-15496905)  Glu (CTC) 72 bp  Sc: 70.23 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTTAGGGAA 
>Danio_rerio_chr15.trna80-GluCTC (15505997-15506068)  Glu (CTC) 72 bp  Sc: 70.29 
TCCCTGGTGGTCTAGTGGTTAGGTTTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna919-GluCTC (34012176-34012247)  Glu (CTC) 72 bp  Sc: 70.51 
TCCCTGGTGGTCTAGTGGTTAGGATTCGACGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1606-GluCTC (39343995-39344066)  Glu (CTC) 72 bp  Sc: 70.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCACTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5066-GluCTC (54643269-54643198)  Glu (CTC) 72 bp  Sc: 70.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCACTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna103-GluCTC (18927009-18927080)  Glu (CTC) 72 bp  Sc: 70.71 
TCCCTGGTGGTCTAGTGGTTAGGAATCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna491-GluCTC (41856631-41856702)  Glu (CTC) 72 bp  Sc: 70.71 
TCCCTAGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4671-GluCTC (56303516-56303445)  Glu (CTC) 72 bp  Sc: 71.11 
TCCCTGGTCGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4673-GluCTC (56299005-56298934)  Glu (CTC) 72 bp  Sc: 71.11 
TCCCTGGTCGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr5.trna405-GluCTC (54142395-54142466)  Glu (CTC) 72 bp  Sc: 71.41 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCACCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna50-GluCTC (133072-133001)  Glu (CTC) 72 bp  Sc: 71.41 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCTCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna6219-GluCTC (44814878-44814807)  Glu (CTC) 72 bp  Sc: 71.48 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAAGGAA 
>Danio_rerio_chr4.trna4461-GluCTC (57039904-57039833)  Glu (CTC) 72 bp  Sc: 71.50 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGAAA 
>Danio_rerio_chr4.trna4462-GluCTC (57037657-57037586)  Glu (CTC) 72 bp  Sc: 71.50 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGAAA 
>Danio_rerio_chr4.trna4672-GluCTC (56301261-56301190)  Glu (CTC) 72 bp  Sc: 71.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4674-GluCTC (56296750-56296679)  Glu (CTC) 72 bp  Sc: 71.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4675-GluCTC (56294493-56294422)  Glu (CTC) 72 bp  Sc: 71.55 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1935-GluCTC (41452157-41452228)  Glu (CTC) 72 bp  Sc: 71.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCAGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 



CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3547.trna8-GluCTC (238746-238675)  Glu (CTC) 72 bp  Sc: 71.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCAGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr5.trna413-GluCTC (54181182-54181253)  Glu (CTC) 72 bp  Sc: 71.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCAGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr5.trna406-GluCTC (54142639-54142710)  Glu (CTC) 72 bp  Sc: 72.31 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA564.trna37-GluCTC (8188-8117)  Glu (CTC) 72 bp  Sc: 72.31 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna3-GluCTC (49171-49242)  Glu (CTC) 72 bp  Sc: 72.31 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna60-GluCTC (310725-310654)  Glu (CTC) 72 bp  Sc: 72.31 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3488.trna13-GluCTC (196883-196954)  Glu (CTC) 72 bp  Sc: 72.31 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCTGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3488.trna12-GluCTC (194628-194699)  Glu (CTC) 72 bp  Sc: 72.34 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCCCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7660-GluCTC (34911270-34911199)  Glu (CTC) 72 bp  Sc: 72.41 
TCCCTGGTGGTCTAGTGGTTAGGACTAGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna107-GluCTC (18935661-18935732)  Glu (CTC) 72 bp  Sc: 72.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna108-GluCTC (18937824-18937895)  Glu (CTC) 72 bp  Sc: 72.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna133-GluCTC (101987-101916)  Glu (CTC) 72 bp  Sc: 72.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCTGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7494-GluCTC (36479971-36479900)  Glu (CTC) 72 bp  Sc: 72.99 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCAGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna3-GluCTC (27340-27411)  Glu (CTC) 72 bp  Sc: 72.99 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCAGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna109-GluCTC (18939986-18940057)  Glu (CTC) 72 bp  Sc: 73.26 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna110-GluCTC (18942148-18942219)  Glu (CTC) 72 bp  Sc: 73.26 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna111-GluCTC (18944310-18944381)  Glu (CTC) 72 bp  Sc: 73.26 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna112-GluCTC (18946472-18946543)  Glu (CTC) 72 bp  Sc: 73.26 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna99-GluCTC (18915126-18915197)  Glu (CTC) 72 bp  Sc: 73.26 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna78-GluCTC (15501525-15501596)  Glu (CTC) 72 bp  Sc: 73.73 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7493-GluCTC (36482227-36482156)  Glu (CTC) 72 bp  Sc: 73.86 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGTGCTCTCACCACCGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna918-GluCTC (34009958-34010029)  Glu (CTC) 72 bp  Sc: 73.91 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGACTC 
CCGGTCAGGGAA 



>Danio_rerio_chr4.trna920-GluCTC (34014407-34014478)  Glu (CTC) 72 bp  Sc: 73.91 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGACTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA385.trna2-GluCTC (2719-2790)  Glu (CTC) 72 bp  Sc: 74.72 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA564.trna38-GluCTC (5931-5860)  Glu (CTC) 72 bp  Sc: 74.72 
TCCCTGGTGGTCTAGTGGTTAGGATTTGGCGCTCTCACCGCCGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna8323-GluCTC (30561035-30560964)  Glu (CTC) 72 bp  Sc: 74.76 
TCCCAGATGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5450-GluCTC (52120482-52120411)  Glu (CTC) 72 bp  Sc: 74.87 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCAATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna980-GluCTC (34910867-34910938)  Glu (CTC) 72 bp  Sc: 75.37 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTCTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr1.trna131-GluCTC (45455542-45455613)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr1.trna145-GluCTC (47994846-47994917)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr1.trna242-GluCTC (41846307-41846236)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna100-GluCTC (18917289-18917360)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna101-GluCTC (18922683-18922754)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna102-GluCTC (18924846-18924917)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna104-GluCTC (18929172-18929243)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna75-GluCTC (15494161-15494232)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna77-GluCTC (15499289-15499360)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna79-GluCTC (15503761-15503832)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna81-GluCTC (15508233-15508304)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna82-GluCTC (15510469-15510540)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna83-GluCTC (15512705-15512776)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna84-GluCTC (15514942-15515013)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna85-GluCTC (15517178-15517249)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna86-GluCTC (15519414-15519485)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna87-GluCTC (15521650-15521721)  Glu (CTC) 72 bp  Sc: 76.61 



TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna88-GluCTC (15523886-15523957)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr15.trna89-GluCTC (15526122-15526193)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr16.trna138-GluCTC (43012155-43012226)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr16.trna262-GluCTC (43698343-43698272)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr21.trna690-GluCTC (29992950-29992879)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna438-GluCTC (31115040-31115111)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna439-GluCTC (31116800-31116871)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna440-GluCTC (31118229-31118300)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna441-GluCTC (31119989-31120060)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna442-GluCTC (31121749-31121820)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna443-GluCTC (31123509-31123580)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna444-GluCTC (31125269-31125340)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr22.trna445-GluCTC (31127030-31127101)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr23.trna60-GluCTC (17600809-17600880)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1605-GluCTC (39341765-39341836)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1607-GluCTC (39346225-39346296)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna1608-GluCTC (39348370-39348441)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna182-GluCTC (29764896-29764967)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna183-GluCTC (29767125-29767196)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna184-GluCTC (29769354-29769425)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna2167-GluCTC (43157582-43157653)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna2168-GluCTC (43159529-43159600)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 



CCGGTCAGGGAA 
>Danio_rerio_chr4.trna2756-GluCTC (46904758-46904829)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna3034-GluCTC (48271046-48271117)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4346-GluCTC (58015114-58015185)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4348-GluCTC (58019576-58019647)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4459-GluCTC (57044402-57044331)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4460-GluCTC (57042153-57042082)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4463-GluCTC (57035410-57035339)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4464-GluCTC (57034190-57034119)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna4676-GluCTC (56292235-56292164)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5067-GluCTC (54641233-54641162)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5448-GluCTC (52124944-52124873)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5449-GluCTC (52122713-52122642)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5590-GluCTC (50332997-50332926)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5591-GluCTC (50330745-50330674)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5762-GluCTC (48563620-48563549)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5763-GluCTC (48561392-48561321)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5764-GluCTC (48559160-48559089)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5765-GluCTC (48556926-48556855)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5766-GluCTC (48555322-48555251)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5767-GluCTC (48553088-48553017)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5768-GluCTC (48550849-48550778)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna6218-GluCTC (44817108-44817037)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 



>Danio_rerio_chr4.trna7657-GluCTC (34917943-34917872)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7658-GluCTC (34915720-34915649)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7659-GluCTC (34913499-34913428)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7840-GluCTC (33564595-33564524)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7841-GluCTC (33562367-33562296)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7942-GluCTC (33202232-33202161)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7946-GluCTC (33193511-33193440)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna7947-GluCTC (33191283-33191212)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna917-GluCTC (34007727-34007798)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr5.trna414-GluCTC (54183441-54183512)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr7.trna587-GluCTC (6335899-6335828)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr7.trna588-GluCTC (6333586-6333515)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr7.trna589-GluCTC (6333050-6332979)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA28.trna35-GluCTC (34541-34470)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA28.trna36-GluCTC (33285-33214)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA28.trna37-GluCTC (31027-30956)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA385.trna1-GluCTC (505-576)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA385.trna4-GluCTC (7265-7336)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA564.trna39-GluCTC (3675-3604)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA564.trna40-GluCTC (1409-1338)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA828.trna1-GluCTC (44494-44565)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_NA98.trna1-GluCTC (5873-5944)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna1-GluCTC (44661-44732)  Glu (CTC) 72 bp  Sc: 76.61 



TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna5-GluCTC (53690-53761)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna62-GluCTC (306270-306199)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna1-GluCTC (23875-23946)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3488.trna11-GluCTC (192365-192436)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna90-GluCTC (608639-608710)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna91-GluCTC (610673-610744)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna92-GluCTC (612707-612778)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna93-GluCTC (614742-614813)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna94-GluCTC (616777-616848)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna95-GluCTC (618811-618882)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna96-GluCTC (620845-620916)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna178-GluCTC (671253-671324)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3531.trna1-GluCTC (60983-61054)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3547.trna9-GluCTC (236783-236712)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna121-GluCTC (128747-128676)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna122-GluCTC (126517-126446)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna123-GluCTC (124287-124216)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna124-GluCTC (122057-121986)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna125-GluCTC (119827-119756)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna126-GluCTC (117597-117526)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna127-GluCTC (115367-115296)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna128-GluCTC (113137-113066)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 



CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna129-GluCTC (110907-110836)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna130-GluCTC (108677-108606)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna131-GluCTC (106447-106376)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna135-GluCTC (97527-97456)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna136-GluCTC (95297-95226)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3561.trna7-GluCTC (129780-129851)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3561.trna8-GluCTC (132037-132108)  Glu (CTC) 72 bp  Sc: 76.61 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna46-GluCTC (141991-141920)  Glu (CTC) 72 bp  Sc: 77.13 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCACTCTCACTGCCGCGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna8427-GluCTC (29683854-29683783)  Glu (CTC) 72 bp  Sc: 78.06 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTCACCGCCGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr4.trna5241-GluTTC (53391591-53391520)  Glu (TTC) 72 bp  Sc: 36.98 
TTCCATATGGTCTAGCAATCAGGATTCCTGATTTTCACCCAGGTGACCCGGCTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna1-GluTTC (28673-28744)  Glu (TTC) 72 bp  Sc: 39.78 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACGCGGGTTCGACTT 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna1534-GluTTC (38774992-38775063)  Glu (TTC) 72 bp  Sc: 44.89 
TTCCATATGGTCTAGCAATCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4648-GluTTC (56451704-56451633)  Glu (TTC) 72 bp  Sc: 44.90 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGCTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3272-GluTTC (49660073-49660144)  Glu (TTC) 72 bp  Sc: 45.81 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCAGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4737-GluTTC (55798454-55798383)  Glu (TTC) 72 bp  Sc: 45.81 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCAGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7824-GluTTC (33849102-33849031)  Glu (TTC) 72 bp  Sc: 45.81 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna691-GluTTC (33212150-33212221)  Glu (TTC) 72 bp  Sc: 45.87 
TCCCATATGGTCTAGCATTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGATTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna1846-GluTTC (40871639-40871710)  Glu (TTC) 72 bp  Sc: 46.10 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACGCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6524-GluTTC (43276190-43276119)  Glu (TTC) 72 bp  Sc: 47.28 
TTCTATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6897-GluTTC (40545213-40545142)  Glu (TTC) 72 bp  Sc: 47.52 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCAACCAGGTGACGCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3643-GluTTC (52678616-52678687)  Glu (TTC) 72 bp  Sc: 50.12 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAT 
>Danio_rerio_chr5.trna381-GluTTC (46742022-46742094)  Glu (TTC) 73 bp  Sc: 50.26 
GCCCAGCTAGCTCAATTGGTAGAGCATGAGAATTTCAATCTTAGGGTTGTGGGTTTGAGC 
CCCACATTGGGTG 



>Danio_rerio_chr4.trna6807-GluTTC (41450345-41450274)  Glu (TTC) 72 bp  Sc: 50.68 
TCCCATATGGTCTAGCGGTTAGGATTCCTGATTTTCACCCAGGCCGCCTGGGATCGACTC 
CCGGTATGGTAA 
>Danio_rerio_chr4.trna2256-GluTTC (43796608-43796679)  Glu (TTC) 72 bp  Sc: 51.06 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCAACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3307-GluTTC (50162003-50162074)  Glu (TTC) 72 bp  Sc: 51.06 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCAACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3391-GluTTC (50875635-50875706)  Glu (TTC) 72 bp  Sc: 51.06 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCAACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3538.trna2-GluTTC (160199-160270)  Glu (TTC) 72 bp  Sc: 51.58 
TTCTATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna2634-GluTTC (45985268-45985339)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna2787-GluTTC (47672383-47672454)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4926-GluTTC (55381540-55381469)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6723-GluTTC (41788012-41787941)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8116-GluTTC (31446782-31446711)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna111-GluTTC (304372-304301)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3494.trna42-GluTTC (224682-224611)  Glu (TTC) 72 bp  Sc: 52.80 
TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7169-GluTTC (39346543-39346472)  Glu (TTC) 72 bp  Sc: 53.31 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGCGGT 
>Danio_rerio_chr4.trna5383-GluTTC (52650223-52650152)  Glu (TTC) 72 bp  Sc: 53.66 
TTCTATATGGTCTAGCAGTTAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna808-GluTTC (33564195-33564265)  Glu (TTC) 71 bp  Sc: 55.63 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGATTGACTCC 
CGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna285-GluTTC (132029-131958)  Glu (TTC) 72 bp  Sc: 55.90 
TTCCATATGGTCTAGCGGTTAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna353-GluTTC (493408-493337)  Glu (TTC) 72 bp  Sc: 56.25 
TCCCAAATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCAGGGTTCGACTC 
CCGCTATGGGAA 
>Danio_rerio_chr4.trna7172-GluTTC (39344397-39344327)  Glu (TTC) 71 bp  Sc: 56.91 
TCACATATGGTCAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTCC 
CGGTATGGGAA 
>Danio_rerio_chr4.trna633-GluTTC (32738378-32738449)  Glu (TTC) 72 bp  Sc: 57.03 
TCCCTTATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGAGAA 
>Danio_rerio_Zv9_scaffold3473.trna105-GluTTC (158627-158556)  Glu (TTC) 72 bp  Sc: 57.07 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCGGGTGGCCCCGGTTCGACTC 
ACGGTATGGGAA 
>Danio_rerio_chr4.trna7491-GluTTC (36544515-36544444)  Glu (TTC) 72 bp  Sc: 57.07 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCGGGTGGCCCTGGTTCGACTC 
ACGGTATGGGAA 
>Danio_rerio_chr8.trna464-GluTTC (40562245-40562315)  Glu (TTC) 71 bp  Sc: 57.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTTCACGCAGGAGACCCGGCTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3690-GluTTC (53264469-53264540)  Glu (TTC) 72 bp  Sc: 57.29 



TTCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGAAA 
>Danio_rerio_chr4.trna3328-GluTTC (50332594-50332665)  Glu (TTC) 72 bp  Sc: 57.45 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAAGCGGCCTGGGTTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna6549-GluTTC (43159932-43159861)  Glu (TTC) 72 bp  Sc: 57.86 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CTGGTATGGATA 
>Danio_rerio_chr15.trna348-GluTTC (15526529-15526458)  Glu (TTC) 72 bp  Sc: 58.16 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGATTTGGGAA 
>Danio_rerio_chr4.trna1062-GluTTC (35450746-35450817)  Glu (TTC) 72 bp  Sc: 58.23 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGACCCGGATTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna5402-GluTTC (52463188-52463117)  Glu (TTC) 72 bp  Sc: 58.50 
TCCCATATGGTCTAGCAGTCAGGATTCCTGATTTTCACCCAGGTGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3514.trna62-GluTTC (142357-142286)  Glu (TTC) 72 bp  Sc: 58.71 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCATCCAGGCGGCTTGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna314-GluTTC (673887-673816)  Glu (TTC) 72 bp  Sc: 59.16 
TCCCATAAGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3531.trna9-GluTTC (61385-61314)  Glu (TTC) 72 bp  Sc: 60.36 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCAGGTTCGATTC 
CCGGCATAGGAA 
>Danio_rerio_chr4.trna4266-GluTTC (57035007-57035078)  Glu (TTC) 72 bp  Sc: 60.64 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGCCCTGGGTTCGACTC 
CCGGTATGGAAA 
>Danio_rerio_chr22.trna225-GluTTC (29551230-29551301)  Glu (TTC) 72 bp  Sc: 60.84 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCAGGGTTCGACTC 
CCGGTATGCGAA 
>Danio_rerio_chr22.trna760-GluTTC (29224631-29224560)  Glu (TTC) 72 bp  Sc: 60.84 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCAGGGTTCGACTC 
CCGGTATGCGAA 
>Danio_rerio_chr4.trna7755-GluTTC (34012579-34012508)  Glu (TTC) 72 bp  Sc: 61.13 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGTCTGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna28-GluTTC (130439-130510)  Glu (TTC) 72 bp  Sc: 61.14 
TCCCATATGGTCTAGCGGTTAGGATTTCTGGTTTTCACCCAGGCGGCCCGGGATCGACTC 
CCAGTATGGGAA 
>Danio_rerio_chr4.trna2413-GluTTC (44818935-44819006)  Glu (TTC) 72 bp  Sc: 62.29 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACACAGGCGGCCCGAGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6804-GluTTC (41452560-41452489)  Glu (TTC) 72 bp  Sc: 62.80 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTG 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna2165-GluTTC (43082808-43082879)  Glu (TTC) 72 bp  Sc: 63.54 
TCCCTTATAGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGAGAA 
>Danio_rerio_chr4.trna5824-GluTTC (48269218-48269147)  Glu (TTC) 72 bp  Sc: 63.57 
TCCCATATGGTCTAGCGGTTAGTATTCCTGGTTTTCACCCAGGTGGCACGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna227-GluTTC (29551920-29551991)  Glu (TTC) 72 bp  Sc: 63.64 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGTGAA 
>Danio_rerio_chr22.trna762-GluTTC (29223941-29223870)  Glu (TTC) 72 bp  Sc: 63.64 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGTGAA 
>Danio_rerio_chr4.trna4281-GluTTC (57046255-57046326)  Glu (TTC) 72 bp  Sc: 63.79 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3838-GluTTC (54644901-54644972)  Glu (TTC) 72 bp  Sc: 63.94 
TCCCTTATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGAGAA 
>Danio_rerio_chr4.trna6717-GluTTC (42311975-42311904)  Glu (TTC) 72 bp  Sc: 63.94 
TCCCTTATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 



CCGGTATGAGAA 
>Danio_rerio_Zv9_scaffold3503.trna269-GluTTC (604754-604683)  Glu (TTC) 72 bp  Sc: 63.94 
TCCCTTATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGAGAA 
>Danio_rerio_Zv9_scaffold3472.trna89-GluTTC (51831-51760)  Glu (TTC) 72 bp  Sc: 64.70 
TGCCATATGGTTTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna2407-GluTTC (44814475-44814546)  Glu (TTC) 72 bp  Sc: 64.90 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCGCGGGATCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr15.trna390-GluTTC (15494568-15494497)  Glu (TTC) 72 bp  Sc: 65.07 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGATTTGGGAA 
>Danio_rerio_chr4.trna3532-GluTTC (52117849-52117920)  Glu (TTC) 72 bp  Sc: 65.67 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna54-GluTTC (308096-308167)  Glu (TTC) 72 bp  Sc: 65.67 
TCCCACATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr15.trna384-GluTTC (15499696-15499625)  Glu (TTC) 72 bp  Sc: 66.39 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna387-GluTTC (15497241-15497170)  Glu (TTC) 72 bp  Sc: 66.39 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna393-GluTTC (15492334-15492263)  Glu (TTC) 72 bp  Sc: 66.47 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_Zv9_NA564.trna4-GluTTC (3268-3339)  Glu (TTC) 72 bp  Sc: 66.60 
TCCCATATGGGCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA564.trna7-GluTTC (5524-5595)  Glu (TTC) 72 bp  Sc: 66.60 
TCCCATATGGGCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA564.trna1-GluTTC (1002-1073)  Glu (TTC) 72 bp  Sc: 66.65 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAAGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8396-GluTTC (29778674-29778603)  Glu (TTC) 72 bp  Sc: 67.08 
TCCCATATGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8402-GluTTC (29774215-29774144)  Glu (TTC) 72 bp  Sc: 67.08 
TCCCATATGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8405-GluTTC (29771986-29771915)  Glu (TTC) 72 bp  Sc: 67.08 
TCCCATATGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8408-GluTTC (29769757-29769686)  Glu (TTC) 72 bp  Sc: 67.08 
TCCCATATGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA28.trna7-GluTTC (32880-32951)  Glu (TTC) 72 bp  Sc: 67.08 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTGCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr5.trna920-GluTTC (54147317-54147246)  Glu (TTC) 72 bp  Sc: 67.10 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTA 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA28.trna12-GluTTC (36393-36464)  Glu (TTC) 72 bp  Sc: 67.13 
TCCCATATGGTCTAGCGGTTAGGATTCTTGGTTTTCACTCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna73-GluTTC (94894-94965)  Glu (TTC) 72 bp  Sc: 67.42 
TCCCATATGGTCTAGCGGTTAGGATTCCTTGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3325-GluTTC (50330361-50330432)  Glu (TTC) 72 bp  Sc: 67.50 
TCCCATATGTTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGATTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3489-GluTTC (51871873-51871944)  Glu (TTC) 72 bp  Sc: 67.90 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCAGTATGGGAA 



>Danio_rerio_Zv9_scaffold3503.trna245-GluTTC (621248-621177)  Glu (TTC) 72 bp  Sc: 67.90 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCAGTATGGGAA 
>Danio_rerio_chr4.trna3535-GluTTC (52120079-52120150)  Glu (TTC) 72 bp  Sc: 67.96 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGTTCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna1131-GluTTC (36481827-36481898)  Glu (TTC) 72 bp  Sc: 68.02 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna350-GluTTC (30560643-30560714)  Glu (TTC) 72 bp  Sc: 68.08 
TCCTATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCGGGTGGCCCAGGTTCGACTC 
CTGGTATGGGAA 
>Danio_rerio_chr4.trna1955-GluTTC (41609161-41609232)  Glu (TTC) 72 bp  Sc: 68.09 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4264-GluTTC (57033787-57033858)  Glu (TTC) 72 bp  Sc: 68.09 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6714-GluTTC (42314012-42313941)  Glu (TTC) 72 bp  Sc: 68.09 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr5.trna923-GluTTC (54145070-54144999)  Glu (TTC) 72 bp  Sc: 68.09 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTTGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4364-GluTTC (58019979-58019908)  Glu (TTC) 72 bp  Sc: 68.25 
TCCCATATGGTCTAGCGGTTAGGATTTCTGGTTTTCACCCAGGCGGCCCGGGATCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna98-GluTTC (45064-44993)  Glu (TTC) 72 bp  Sc: 68.31 
TGCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4370-GluTTC (58015517-58015446)  Glu (TTC) 72 bp  Sc: 68.35 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGAGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6810-GluTTC (41448114-41448043)  Glu (TTC) 72 bp  Sc: 68.35 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGAGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna43-GluTTC (141588-141659)  Glu (TTC) 72 bp  Sc: 68.35 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGAGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6801-GluTTC (41454790-41454719)  Glu (TTC) 72 bp  Sc: 68.53 
TCCCATATGGTCTAGCAGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna57-GluTTC (310323-310394)  Glu (TTC) 72 bp  Sc: 68.68 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTT 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna670-GluTTC (33188648-33188719)  Glu (TTC) 72 bp  Sc: 69.04 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCATCCAGGCTGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Danio_rerio_chr4.trna679-GluTTC (33195336-33195407)  Glu (TTC) 72 bp  Sc: 69.04 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCATCCAGGCTGCCCGGGTTCGACTC 
CCGGTGTGGGAA 
>Danio_rerio_chr4.trna2404-GluTTC (44812245-44812316)  Glu (TTC) 72 bp  Sc: 69.27 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGCTTTCACCCAGGCGGCCCGGGTTCCACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna802-GluTTC (33536507-33536578)  Glu (TTC) 72 bp  Sc: 69.30 
TTCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna34-GluTTC (134900-134971)  Glu (TTC) 72 bp  Sc: 69.30 
TTCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna40-GluTTC (139360-139431)  Glu (TTC) 72 bp  Sc: 69.30 
TTCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA328.trna8-GluTTC (24459-24530)  Glu (TTC) 72 bp  Sc: 69.69 
TCCCATGTGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna320-GluTTC (669426-669355)  Glu (TTC) 72 bp  Sc: 69.74 



TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACCC 
TCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3453.trna48-GluTTC (172261-172190)  Glu (TTC) 72 bp  Sc: 69.78 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGCATGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna139-GluTTC (24277-24206)  Glu (TTC) 72 bp  Sc: 69.89 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGAAA 
>Danio_rerio_chr4.trna5959-GluTTC (47612385-47612314)  Glu (TTC) 72 bp  Sc: 70.01 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGATTC 
CCGGTGTGTGAA 
>Danio_rerio_Zv9_scaffold3503.trna266-GluTTC (607006-606935)  Glu (TTC) 72 bp  Sc: 70.23 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGTCCCGGGTTCGAATT 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna983-GluTTC (34913096-34913167)  Glu (TTC) 72 bp  Sc: 70.38 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCTGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3514.trna60-GluTTC (143458-143387)  Glu (TTC) 72 bp  Sc: 70.38 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCTGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA828.trna3-GluTTC (44988-44917)  Glu (TTC) 72 bp  Sc: 70.40 
TCCCATATGGTCTAGCGGTTAGAATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3538-GluTTC (52122310-52122381)  Glu (TTC) 72 bp  Sc: 70.63 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3541-GluTTC (52124541-52124612)  Glu (TTC) 72 bp  Sc: 70.63 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCTCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna529-GluTTC (31125661-31125590)  Glu (TTC) 72 bp  Sc: 70.70 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna533-GluTTC (31122141-31122070)  Glu (TTC) 72 bp  Sc: 70.70 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7166-GluTTC (39348773-39348702)  Glu (TTC) 72 bp  Sc: 70.70 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8399-GluTTC (29776444-29776373)  Glu (TTC) 72 bp  Sc: 70.70 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3506.trna37-GluTTC (137129-137200)  Glu (TTC) 72 bp  Sc: 70.70 
TCCCATATGGTCTAGTGGTTAGGATTTCTGGTTTTCACCCAGGCGGCCCGGGATCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr15.trna351-GluTTC (15524293-15524222)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna354-GluTTC (15522057-15521986)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna357-GluTTC (15519821-15519750)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna360-GluTTC (15517585-15517514)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna363-GluTTC (15515349-15515278)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna366-GluTTC (15513112-15513041)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna369-GluTTC (15510876-15510805)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna372-GluTTC (15508640-15508569)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 



CCGGTTTGGGAA 
>Danio_rerio_chr15.trna375-GluTTC (15506404-15506333)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna378-GluTTC (15504168-15504097)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr15.trna381-GluTTC (15501932-15501861)  Glu (TTC) 72 bp  Sc: 70.77 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTTTGGGAA 
>Danio_rerio_chr4.trna4685-GluTTC (56217837-56217766)  Glu (TTC) 72 bp  Sc: 71.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTACGGGAA 
>Danio_rerio_chr4.trna7764-GluTTC (34005899-34005828)  Glu (TTC) 72 bp  Sc: 71.13 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
TCGGTATGGGAA 
>Danio_rerio_chr4.trna5821-GluTTC (48271449-48271378)  Glu (TTC) 72 bp  Sc: 71.40 
TCCCATATGGTTTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna2410-GluTTC (44816705-44816776)  Glu (TTC) 72 bp  Sc: 71.60 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGATCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6031-GluTTC (46907389-46907318)  Glu (TTC) 72 bp  Sc: 71.66 
TCCCATATGGTCTAGCGGTTAGGATTTCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA28.trna4-GluTTC (30624-30695)  Glu (TTC) 72 bp  Sc: 71.66 
TCCCATATGGTCTAGCGGTTAGGATTTCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8417-GluTTC (29763069-29762998)  Glu (TTC) 72 bp  Sc: 72.34 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGTCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8420-GluTTC (29760839-29760768)  Glu (TTC) 72 bp  Sc: 72.34 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGTCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3503.trna104-GluTTC (691103-691174)  Glu (TTC) 72 bp  Sc: 72.52 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGCTTTCACCCAGGCGGCCTGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4086-GluTTC (56294090-56294161)  Glu (TTC) 72 bp  Sc: 72.85 
TCCCATATGGTTTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4089-GluTTC (56296347-56296418)  Glu (TTC) 72 bp  Sc: 72.85 
TCCCATATGGTTTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4095-GluTTC (56300858-56300929)  Glu (TTC) 72 bp  Sc: 72.85 
TCCCATATGGTTTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA385.trna33-GluTTC (7671-7600)  Glu (TTC) 72 bp  Sc: 72.92 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA385.trna36-GluTTC (5401-5330)  Glu (TTC) 72 bp  Sc: 72.92 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA385.trna39-GluTTC (3126-3055)  Glu (TTC) 72 bp  Sc: 72.92 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA385.trna42-GluTTC (860-789)  Glu (TTC) 72 bp  Sc: 72.92 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA564.trna10-GluTTC (7781-7852)  Glu (TTC) 72 bp  Sc: 72.92 
TCCCATATGGTCTAGCGGTCAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna539-GluTTC (31117192-31117121)  Glu (TTC) 72 bp  Sc: 73.12 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGACCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4083-GluTTC (56291832-56291903)  Glu (TTC) 72 bp  Sc: 73.27 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCAACTC 
CCGGTATGGGAA 



>Danio_rerio_chr4.trna929-GluTTC (34108304-34108375)  Glu (TTC) 72 bp  Sc: 73.46 
TCCCATATGGTCTAGTGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTACGGGAA 
>Danio_rerio_chr11.trna12-GluTTC (1358807-1358878)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr14.trna200-GluTTC (42173694-42173623)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna525-GluTTC (31129188-31129117)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna527-GluTTC (31127422-31127351)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna531-GluTTC (31123901-31123830)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna535-GluTTC (31120381-31120310)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna537-GluTTC (31118621-31118550)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr22.trna541-GluTTC (31115432-31115361)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr23.trna65-GluTTC (19442613-19442684)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna1003-GluTTC (35036961-35037032)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna1817-GluTTC (40679270-40679341)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna1820-GluTTC (40681500-40681571)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3057-GluTTC (48550446-48550517)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3060-GluTTC (48552685-48552756)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3063-GluTTC (48554919-48554990)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3065-GluTTC (48556524-48556595)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3068-GluTTC (48558757-48558828)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3071-GluTTC (48560989-48561060)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3074-GluTTC (48563217-48563288)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3832-GluTTC (54640827-54640898)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4092-GluTTC (56298602-56298673)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4098-GluTTC (56303113-56303184)  Glu (TTC) 72 bp  Sc: 75.00 



TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4101-GluTTC (56305371-56305442)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4269-GluTTC (57037260-57037331)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4272-GluTTC (57039507-57039578)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4275-GluTTC (57041756-57041827)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4278-GluTTC (57044005-57044076)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna4367-GluTTC (58017748-58017677)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6034-GluTTC (46905159-46905088)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna608-GluTTC (32009749-32009820)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna685-GluTTC (33199795-33199866)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna688-GluTTC (33201829-33201900)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7175-GluTTC (39342168-39342097)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7612-GluTTC (35395367-35395296)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7758-GluTTC (34010349-34010278)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7761-GluTTC (34008130-34008059)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna805-GluTTC (33561966-33562037)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8411-GluTTC (29767528-29767457)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8414-GluTTC (29765299-29765228)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna986-GluTTC (34915317-34915388)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna989-GluTTC (34917540-34917611)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr5.trna914-GluTTC (54183844-54183773)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr5.trna917-GluTTC (54181585-54181514)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr6.trna225-GluTTC (59667982-59668053)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 



CCGGTATGGGAA 
>Danio_rerio_chr8.trna564-GluTTC (40960452-40960523)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr8.trna567-GluTTC (40962683-40962754)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr8.trna569-GluTTC (40964672-40964743)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA28.trna9-GluTTC (34138-34209)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA98.trna3-GluTTC (6276-6205)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna86-GluTTC (54093-54022)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna92-GluTTC (49574-49503)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3472.trna95-GluTTC (47317-47246)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna134-GluTTC (27742-27671)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3480.trna137-GluTTC (25512-25441)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3488.trna31-GluTTC (195031-194960)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3530.trna317-GluTTC (671656-671585)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna100-GluTTC (114964-115035)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna103-GluTTC (117194-117265)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna106-GluTTC (119424-119495)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna109-GluTTC (121654-121725)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna112-GluTTC (123884-123955)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna115-GluTTC (126114-126185)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna118-GluTTC (128344-128415)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna76-GluTTC (97124-97195)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna79-GluTTC (99354-99425)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna82-GluTTC (101584-101655)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 



>Danio_rerio_Zv9_scaffold3552.trna85-GluTTC (103814-103885)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna88-GluTTC (106044-106115)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna91-GluTTC (108274-108345)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna94-GluTTC (110504-110575)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3552.trna97-GluTTC (112734-112805)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3561.trna18-GluTTC (132440-132369)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3561.trna21-GluTTC (130183-130112)  Glu (TTC) 72 bp  Sc: 75.00 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna673-GluTTC (33190880-33190951)  Glu (TTC) 72 bp  Sc: 75.04 
TCCCATATGGTCTAGCGGTTAGGATACCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna682-GluTTC (33197566-33197637)  Glu (TTC) 72 bp  Sc: 75.04 
TCCCATATGGTCTAGCGGTTAGGATACCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna3809-GluTTC (54054907-54054978)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna5719-GluTTC (49596489-49596418)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna5816-GluTTC (48274844-48274773)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna5819-GluTTC (48272615-48272544)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna7752-GluTTC (34014804-34014733)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna8361-GluTTC (30311411-30311340)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_NA375.trna1-GluTTC (195-266)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3547.trna4-GluTTC (236380-236451)  Glu (TTC) 72 bp  Sc: 76.46 
TCCCATATGGTCTAGCGGTTAGGATTCCTGGTTTTCACCCAGGTGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna51-GluTTC (305869-305940)  Glu (TTC) 72 bp  Sc: 77.45 
TCCCATATGGTCTAGTGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_Zv9_scaffold3488.trna28-GluTTC (197286-197215)  Glu (TTC) 72 bp  Sc: 77.45 
TCCCATATGGTCTAGTGGTTAGGATTCCTGGTTTTCACCCAGGCGGCCCGGGTTCGACTC 
CCGGTATGGGAA 
>Danio_rerio_chr4.trna6469-GlyACC (43546605-43546535)  Gly (ACC) 71 bp  Sc: 42.90 
GCAGTGGTGGTTCACTGGTAGAATTCTCGCCTACCATGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCC 
>Danio_rerio_chr4.trna6347-GlyACC (44195405-44195335)  Gly (ACC) 71 bp  Sc: 52.92 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTACCATGCGGGACACATGAGTTCAATTCT 
TGTCTAGTGCA 
>Danio_rerio_Zv9_scaffold3480.trna45-GlyACC (102052-102122)  Gly (ACC) 71 bp  Sc: 53.18 
GTATTGGTGATTCAGTGGTAGAATTCCCGCCTACCACGTGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna127-GlyACC (180995-180926)  Gly (ACC) 70 bp  Sc: 55.63 



GCATTGGTGGTTCAGTGGTAGAATCTCGCCTACCACGCGGGAGACCCGGGTCCGATTCCT 
GGCCAATGCG 
>Danio_rerio_Zv9_scaffold3530.trna400-GlyACC (409613-409543)  Gly (ACC) 71 bp  Sc: 55.75 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCACCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAAAGCA 
>Danio_rerio_chr4.trna8052-GlyACC (31853556-31853486)  Gly (ACC) 71 bp  Sc: 55.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTACCACGTGGGAGACCTGCGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna438-GlyACC (402961-402891)  Gly (ACC) 71 bp  Sc: 59.50 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTACCATGCGGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8410-GlyACC (29769059-29768987)  Gly (ACC) 73 bp  Sc: 68.57 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACCGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6925-GlyCCC (40424063-40423993)  Gly (CCC) 71 bp  Sc: 40.54 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGTGTGAGTCCTGTGTCCGAACCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna42-GlyCCC (47993-48062)  Gly (CCC) 70 bp  Sc: 42.70 
GCATTGGTGGTTCAGTGATAGAATTCTCGCCTCCCATGCGGGAGACCCAGGTCCGATTCT 
CGGCCAATGC 
>Danio_rerio_chr4.trna2871-GlyCCC (47821829-47821899)  Gly (CCC) 71 bp  Sc: 44.11 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTCCCAAACGGGAGACTTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7570-GlyCCC (36224204-36224134)  Gly (CCC) 71 bp  Sc: 44.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACATGGGAGCCCTGGGTCTGATTCC 
CGGCCAATGCT 
>Danio_rerio_Zv9_scaffold3530.trna373-GlyCCC (414343-414273)  Gly (CCC) 71 bp  Sc: 45.05 
GTTTTGGTGGTTCAGTGGTAGAATTCTCACCTCCCACATGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna383-GlyCCC (412595-412525)  Gly (CCC) 71 bp  Sc: 45.05 
GTTTTGGTGGTTCAGTGGTAGAATTCTCACCTCCCACATGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna447-GlyCCC (401378-401308)  Gly (CCC) 71 bp  Sc: 45.05 
GTTTTGGTGGTTCAGTGGTAGAATTCTCACCTCCCACATGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8151-GlyCCC (31403972-31403902)  Gly (CCC) 71 bp  Sc: 45.73 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGGTCTTATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna131-GlyCCC (538615-538685)  Gly (CCC) 71 bp  Sc: 45.73 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGGTCTTATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna151-GlyCCC (542113-542183)  Gly (CCC) 71 bp  Sc: 45.91 
GCGTTGGTGGTTTAGTGGTAGAATTCTTGCGTCCCACACAGGAGACCTGGGTCTGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr4.trna8066-GlyCCC (31850853-31850783)  Gly (CCC) 71 bp  Sc: 46.07 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCAAGCGGGAGACCCGGGGCCGATTCC 
TGGCCAATCCA 
>Danio_rerio_chr4.trna7536-GlyCCC (36231803-36231733)  Gly (CCC) 71 bp  Sc: 46.50 
GCATTGCTGGTTCAGTGGTGGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7582-GlyCCC (36213287-36213217)  Gly (CCC) 71 bp  Sc: 46.50 
GCATTGCTGGTTCAGTGGTGGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna633-GlyCCC (30800338-30800268)  Gly (CCC) 71 bp  Sc: 47.17 
GCATTGGTGGTTCAGTGGTGGAATTCTTGCCTCCCACGTGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna63-GlyCCC (107289-107359)  Gly (CCC) 71 bp  Sc: 47.88 
GCATTGGTGGTCCAGTGGTAGAGTTCTTGCCTCCCACGCGGGAGACCTGGGTCCGGTTCC 
CAGCCAATGCA 
>Danio_rerio_chr22.trna396-GlyCCC (30991251-30991321)  Gly (CCC) 71 bp  Sc: 48.40 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAACCGGGTCCGGTTCC 
CCGCCAATGTA 
>Danio_rerio_Zv9_scaffold3530.trna441-GlyCCC (402332-402262)  Gly (CCC) 71 bp  Sc: 48.52 
GCATTGGAGGTTCAGTGGTAGAATTCTCTCCTCCCACGCGGGTGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6459-GlyCCC (43548507-43548437)  Gly (CCC) 71 bp  Sc: 48.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACCCGGGAGTCCTGTGTCCGATTCC 



TGGCCAATGCA 
>Danio_rerio_chr4.trna6284-GlyCCC (44212492-44212422)  Gly (CCC) 71 bp  Sc: 48.86 
GCATTGGTGGTTCAGTGGTAGAATCCTGGCCTCCCACGCAGGAGACCAGGGTCCGATACT 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1795-GlyCCC (40632558-40632628)  Gly (CCC) 71 bp  Sc: 48.94 
GCATTGATGGTTCAGTGGTAGAATTCTCACCTCCCATCTGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna376-GlyCCC (413867-413797)  Gly (CCC) 71 bp  Sc: 49.12 
GTGTTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna410-GlyCCC (407872-407802)  Gly (CCC) 71 bp  Sc: 49.12 
GTGTTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna425-GlyCCC (405329-405259)  Gly (CCC) 71 bp  Sc: 49.12 
GTGTTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna451-GlyCCC (400743-400673)  Gly (CCC) 71 bp  Sc: 49.12 
GTGTTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna9-GlyCCC (18989-18919)  Gly (CCC) 71 bp  Sc: 49.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAAAGATGGGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_Zv9_scaffold3506.trna4-GlyCCC (49532-49602)  Gly (CCC) 71 bp  Sc: 49.50 
GCATTGGTGGTTCAGTGGTAGAATTTTCGGCTCCCACGTGGGAGACCCGGGTCCAATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2101-GlyCCC (42643491-42643561)  Gly (CCC) 71 bp  Sc: 49.59 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGAAGACTCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5117-GlyCCC (54410670-54410600)  Gly (CCC) 71 bp  Sc: 49.60 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGTGGGAGACCTAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5125-GlyCCC (54408763-54408693)  Gly (CCC) 71 bp  Sc: 49.60 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGTGGGAGACCTAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5143-GlyCCC (54405587-54405517)  Gly (CCC) 71 bp  Sc: 49.60 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGTGGGAGACCTAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5154-GlyCCC (54403521-54403451)  Gly (CCC) 71 bp  Sc: 49.60 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGTGGGAGACCTAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1306-GlyCCC (37584125-37584195)  Gly (CCC) 71 bp  Sc: 49.68 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGAGAGAGCCGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6980-GlyCCC (40413152-40413082)  Gly (CCC) 71 bp  Sc: 50.27 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCCTCCCACATGGGAGAGCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna158-GlyCCC (75540-75470)  Gly (CCC) 71 bp  Sc: 50.27 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCCTCCCACATGGGAGAGCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1011-GlyCCC (35336136-35336206)  Gly (CCC) 71 bp  Sc: 50.65 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGGCCGATTCC 
TGGCCAATCCA 
>Danio_rerio_chr15.trna415-GlyCCC (5643700-5643630)  Gly (CCC) 71 bp  Sc: 51.42 
GCATTGGTGGTTCAGTGGTAAAATTCTCGTTTCCCACGCGGGAGACCTGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2117-GlyCCC (42646670-42646740)  Gly (CCC) 71 bp  Sc: 51.45 
GCATTGGTGGTTCAGTGCTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr22.trna654-GlyCCC (30796047-30795977)  Gly (CCC) 71 bp  Sc: 51.52 
GCTTTGGTGGTTCAGTGGTAGAATTCTGGCATCCCACGCAGGGGACCCGGGTCCGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr4.trna6985-GlyCCC (40412198-40412128)  Gly (CCC) 71 bp  Sc: 51.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7550-GlyCCC (36227702-36227632)  Gly (CCC) 71 bp  Sc: 51.57 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCGTCCCACGTGGGAGACCTGGGTCTGATTCC 
CAGCCAATGCA 



>Danio_rerio_chr4.trna7889-GlyCCC (33253221-33253151)  Gly (CCC) 71 bp  Sc: 51.66 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACATGGGAGACCTGGGTCTGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6498-GlyCCC (43536249-43536179)  Gly (CCC) 71 bp  Sc: 51.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCTTATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna371-GlyCCC (414661-414591)  Gly (CCC) 71 bp  Sc: 51.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCTCGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna387-GlyCCC (411960-411890)  Gly (CCC) 71 bp  Sc: 51.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCTCGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna405-GlyCCC (408666-408596)  Gly (CCC) 71 bp  Sc: 51.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCTCGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna420-GlyCCC (406123-406053)  Gly (CCC) 71 bp  Sc: 51.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCTCGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna445-GlyCCC (401696-401626)  Gly (CCC) 71 bp  Sc: 51.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCTCGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna11-GlyCCC (18671-18601)  Gly (CCC) 71 bp  Sc: 51.84 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAAAGATGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna476-GlyCCC (395714-395644)  Gly (CCC) 71 bp  Sc: 52.12 
GCATTGGTGGTTCACAGGTAGAATTCTAGCCTCCCATGCTGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna723-GlyCCC (54603777-54603707)  Gly (CCC) 71 bp  Sc: 52.41 
GCATTGGTGGTTCAGTGGTATAATTCTCGCCTCCCACGCGGGAGACCAGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6971-GlyCCC (40414582-40414512)  Gly (CCC) 71 bp  Sc: 52.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGTGGGAGAGCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna117-GlyCCC (82518-82448)  Gly (CCC) 71 bp  Sc: 52.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGTGGGAGAGCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna149-GlyCCC (76971-76901)  Gly (CCC) 71 bp  Sc: 52.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGTGGGAGAGCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna85-GlyCCC (88065-87995)  Gly (CCC) 71 bp  Sc: 52.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGTGGGAGAGCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna13-GlyCCC (51122-51192)  Gly (CCC) 71 bp  Sc: 52.57 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCGTCCCACGCGGGAGACCTGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1313-GlyCCC (37585398-37585468)  Gly (CCC) 71 bp  Sc: 52.63 
GCATTGGTGGTGCACTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2097-GlyCCC (42630302-42630372)  Gly (CCC) 71 bp  Sc: 53.16 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACCTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna1-GlyCCC (20578-20508)  Gly (CCC) 71 bp  Sc: 53.51 
GCATTGGTGGTTCAGTGGTGTAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATACA 
>Danio_rerio_chr4.trna8044-GlyCCC (31855456-31855386)  Gly (CCC) 71 bp  Sc: 53.58 
GCATTGTTGGTTCAGTGGTAGAATTCTCGTCTCCCACGCGGGAGACCCAGGTCCTATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna816-GlyCCC (54586211-54586141)  Gly (CCC) 71 bp  Sc: 53.69 
GCATTGGTTGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7533-GlyCCC (36232280-36232210)  Gly (CCC) 71 bp  Sc: 53.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCAGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7576-GlyCCC (36214241-36214171)  Gly (CCC) 71 bp  Sc: 53.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCAGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1327-GlyCCC (37587783-37587853)  Gly (CCC) 71 bp  Sc: 53.97 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCAGGAGAACCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7565-GlyCCC (36224999-36224929)  Gly (CCC) 71 bp  Sc: 54.14 
GCATTGGTGGTTCAGTGGTAGAGTTCTCGCCTCCCACGCGGGAGATCCAGGTGCGACTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna6462-GlyCCC (43547877-43547807)  Gly (CCC) 71 bp  Sc: 54.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna8060-GlyCCC (31851966-31851896)  Gly (CCC) 71 bp  Sc: 54.36 
GCATTGGTGGTTTAGTGGTAGAATTCTCGTCTCCCACACAGGAGACCCGGGACCGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr4.trna8164-GlyCCC (31401587-31401517)  Gly (CCC) 71 bp  Sc: 54.41 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna153-GlyCCC (542431-542501)  Gly (CCC) 71 bp  Sc: 54.41 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TAGCCAATGCA 
>Danio_rerio_chr22.trna640-GlyCCC (30798749-30798679)  Gly (CCC) 71 bp  Sc: 54.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5160-GlyCCC (54402250-54402180)  Gly (CCC) 71 bp  Sc: 54.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTCCCATGTGGGAGACCCTGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2839-GlyCCC (47815987-47816057)  Gly (CCC) 71 bp  Sc: 54.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGTCCTGTGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2854-GlyCCC (47818836-47818906)  Gly (CCC) 71 bp  Sc: 54.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGTCCTGTGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1303-GlyCCC (37583648-37583718)  Gly (CCC) 71 bp  Sc: 54.70 
GCTTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGAGCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1322-GlyCCC (37586829-37586899)  Gly (CCC) 71 bp  Sc: 54.70 
GCTTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGAGCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7927-GlyCCC (33243953-33243883)  Gly (CCC) 71 bp  Sc: 54.80 
GCATTGGTGGTTCACAGGTAGAATTCTAGCCTCCCATGCTGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6995-GlyCCC (40410448-40410378)  Gly (CCC) 71 bp  Sc: 54.94 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna2-GlyCCC (20419-20349)  Gly (CCC) 71 bp  Sc: 55.01 
GCATTGGTGGTTCAGTGGTTGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna552-GlyCCC (31710752-31710822)  Gly (CCC) 71 bp  Sc: 55.03 
GCATTGGTGGTTCAGTGGTAGACTTCTTGCCTCCCACGCAGGAGATCCGGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna175-GlyCCC (72378-72308)  Gly (CCC) 71 bp  Sc: 55.03 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTGTGATTCC 
CGGCCAAAGCA 
>Danio_rerio_chr4.trna5139-GlyCCC (54406379-54406309)  Gly (CCC) 71 bp  Sc: 55.18 
GCATTGGTGGTTCAGTGGTACAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2095-GlyCCC (42629984-42630054)  Gly (CCC) 71 bp  Sc: 55.38 
GCATGGGTGGTTCAGTGGTAGAATTCTCCCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna411-GlyCCC (407713-407643)  Gly (CCC) 71 bp  Sc: 55.44 
GTGTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna426-GlyCCC (405170-405100)  Gly (CCC) 71 bp  Sc: 55.44 
GTGTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna452-GlyCCC (400584-400514)  Gly (CCC) 71 bp  Sc: 55.44 
GTGTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna842-GlyCCC (54581900-54581830)  Gly (CCC) 71 bp  Sc: 55.47 
GCATTGGTGGTTCACAGGTAGAATTCTAGCCTCCCATGCTGGAGACCCGGGTCCGATTCC 



CGGTCAATGCA 
>Danio_rerio_chr4.trna6990-GlyCCC (40411403-40411333)  Gly (CCC) 71 bp  Sc: 55.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAACCGGTTTCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7913-GlyCCC (33248381-33248311)  Gly (CCC) 71 bp  Sc: 55.75 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACACAAGAGACCTGGGTCCGATTCC 
CAGCCAACGCA 
>Danio_rerio_chr4.trna5167-GlyCCC (54401024-54400954)  Gly (CCC) 71 bp  Sc: 55.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGATACGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2846-GlyCCC (47817411-47817481)  Gly (CCC) 71 bp  Sc: 55.80 
GCTTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna2856-GlyCCC (47819154-47819224)  Gly (CCC) 71 bp  Sc: 55.80 
GCTTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna1036-GlyCCC (35340905-35340975)  Gly (CCC) 71 bp  Sc: 55.95 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna161-GlyCCC (75066-74996)  Gly (CCC) 71 bp  Sc: 55.98 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6297-GlyCCC (44209321-44209251)  Gly (CCC) 71 bp  Sc: 56.05 
GCATTGGTTGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGACCCAGGTCCGAATCC 
CGGTCAATGCA 
>Danio_rerio_chr5.trna735-GlyCCC (54600760-54600690)  Gly (CCC) 71 bp  Sc: 56.07 
GCATTGGTGGTTCAGTGGTAGAATTGACGCCTCCCACGCAGGAGACCCGGATTCGATTGC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna401-GlyCCC (409302-409232)  Gly (CCC) 71 bp  Sc: 56.10 
GCATTGGAGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGTGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3555.trna2-GlyCCC (36071-36141)  Gly (CCC) 71 bp  Sc: 56.27 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna382-GlyCCC (30988866-30988936)  Gly (CCC) 71 bp  Sc: 56.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAACCGGGTCCGATTCC 
CCGCCAATGTA 
>Danio_rerio_Zv9_scaffold3530.trna369-GlyCCC (415290-415220)  Gly (CCC) 71 bp  Sc: 56.35 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCCCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAAAGCA 
>Danio_rerio_Zv9_NA769.trna7-GlyCCC (19624-19554)  Gly (CCC) 71 bp  Sc: 56.38 
GCATTGGTGGTTCAGTGGTAGAATTCGCGCCTCCCACGTGGGAGACCTGGGACCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna122-GlyCCC (182106-182036)  Gly (CCC) 71 bp  Sc: 56.43 
GCATCGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna75-GlyCCC (394748-394818)  Gly (CCC) 71 bp  Sc: 56.49 
GCATTGGTGGTTCAGTGGTAGAATACTCGCCTCCCTCGTGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna2882-GlyCCC (47825391-47825461)  Gly (CCC) 71 bp  Sc: 56.53 
GCATTGGTGGTTCACAGGTAGAATTCTAGCCTCCCATGCTGGGGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1791-GlyCCC (40631923-40631993)  Gly (CCC) 71 bp  Sc: 56.57 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATCTGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5119-GlyCCC (54410193-54410123)  Gly (CCC) 71 bp  Sc: 56.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCAATTCC 
AGCCCAATGCA 
>Danio_rerio_chr4.trna5092-GlyCCC (54415598-54415528)  Gly (CCC) 71 bp  Sc: 56.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCAATTCC 
TGCCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna44-GlyCCC (36200-36130)  Gly (CCC) 71 bp  Sc: 56.94 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6452-GlyCCC (43549780-43549710)  Gly (CCC) 71 bp  Sc: 56.99 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCTCGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna6485-GlyCCC (43538633-43538563)  Gly (CCC) 71 bp  Sc: 56.99 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCTCGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6339-GlyCCC (44197303-44197233)  Gly (CCC) 71 bp  Sc: 57.10 
GCATTGGGGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6965-GlyCCC (40415535-40415465)  Gly (CCC) 71 bp  Sc: 57.16 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_Zv9_scaffold3506.trna110-GlyCCC (83790-83720)  Gly (CCC) 71 bp  Sc: 57.16 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_Zv9_scaffold3506.trna142-GlyCCC (78243-78173)  Gly (CCC) 71 bp  Sc: 57.16 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_Zv9_scaffold3506.trna78-GlyCCC (89337-89267)  Gly (CCC) 71 bp  Sc: 57.16 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_chr4.trna6473-GlyCCC (43540695-43540625)  Gly (CCC) 71 bp  Sc: 57.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGCGTCCGATTCC 
CGGCCAATGCT 
>Danio_rerio_chr4.trna6288-GlyCCC (44211538-44211468)  Gly (CCC) 71 bp  Sc: 57.90 
GCATTGGTGGTTCAGTGATAGATTTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1757-GlyCCC (40626074-40626144)  Gly (CCC) 71 bp  Sc: 57.92 
GCATTGGTGGATCAGTGGTAGAATTCTCGCCTCCCAAGTGGGAGAGCCGGGTTCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna413-GlyCCC (30994113-30994183)  Gly (CCC) 71 bp  Sc: 57.95 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCT 
>Danio_rerio_chr22.trna417-GlyCCC (30994907-30994977)  Gly (CCC) 71 bp  Sc: 57.95 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCT 
>Danio_rerio_chr22.trna390-GlyCCC (30990138-30990208)  Gly (CCC) 71 bp  Sc: 58.05 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2840-GlyCCC (47816146-47816216)  Gly (CCC) 71 bp  Sc: 58.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna2842-GlyCCC (47816623-47816693)  Gly (CCC) 71 bp  Sc: 58.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna2855-GlyCCC (47818995-47819065)  Gly (CCC) 71 bp  Sc: 58.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna2862-GlyCCC (47820108-47820178)  Gly (CCC) 71 bp  Sc: 58.22 
GCATTAATGGTTCAGTGGTAGAATTCTCACCTCCCACGCGGGAGACCTGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6941-GlyCCC (40420463-40420393)  Gly (CCC) 71 bp  Sc: 58.40 
GTATTGGTGATTTAGTGGTACAATTCTCGCCTCCCATGCGGGAGACCTGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna378-GlyCCC (30988071-30988141)  Gly (CCC) 71 bp  Sc: 58.41 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCTATACC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5087-GlyCCC (54417347-54417277)  Gly (CCC) 71 bp  Sc: 58.45 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGCCCAATGCA 
>Danio_rerio_chr4.trna5106-GlyCCC (54412895-54412825)  Gly (CCC) 71 bp  Sc: 58.45 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGCCCAATGCA 
>Danio_rerio_chr4.trna5110-GlyCCC (54412100-54412030)  Gly (CCC) 71 bp  Sc: 58.45 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGCCCAATGCA 
>Danio_rerio_chr4.trna5135-GlyCCC (54407015-54406945)  Gly (CCC) 71 bp  Sc: 58.45 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGCCCAATGCA 
>Danio_rerio_chr4.trna5141-GlyCCC (54406061-54405991)  Gly (CCC) 71 bp  Sc: 58.45 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGCCCAATGCA 
>Danio_rerio_chr4.trna8145-GlyCCC (31404926-31404856)  Gly (CCC) 71 bp  Sc: 58.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTCCCACACGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna391-GlyCCC (30990297-30990367)  Gly (CCC) 71 bp  Sc: 58.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6515-GlyCCC (43532765-43532695)  Gly (CCC) 71 bp  Sc: 58.63 
GCATTGGTGGTTCAGTGGTAGTATTCTCGCCTCCCATGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6460-GlyCCC (43548348-43548278)  Gly (CCC) 71 bp  Sc: 58.77 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCGGATTCGATTAC 
CGGCCAATGGA 
>Danio_rerio_chr4.trna7873-GlyCCC (33255848-33255778)  Gly (CCC) 71 bp  Sc: 58.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7877-GlyCCC (33255212-33255142)  Gly (CCC) 71 bp  Sc: 58.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7898-GlyCCC (33251473-33251403)  Gly (CCC) 71 bp  Sc: 58.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6508-GlyCCC (43534037-43533967)  Gly (CCC) 71 bp  Sc: 58.83 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7583-GlyCCC (36213128-36213058)  Gly (CCC) 71 bp  Sc: 58.83 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8157-GlyCCC (31402700-31402630)  Gly (CCC) 71 bp  Sc: 58.83 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna147-GlyCCC (541477-541547)  Gly (CCC) 71 bp  Sc: 58.83 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna715-GlyCCC (54605522-54605452)  Gly (CCC) 71 bp  Sc: 58.88 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5166-GlyCCC (54401183-54401113)  Gly (CCC) 71 bp  Sc: 58.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCTTCCCATGCGGGAGACCTGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna843-GlyCCC (54581741-54581671)  Gly (CCC) 71 bp  Sc: 59.10 
GCATTGGTGGTTCACAGGTAGAATTCTAGCCTCCCATGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6287-GlyCCC (44211697-44211627)  Gly (CCC) 71 bp  Sc: 59.12 
GCATTTGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCGGGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna784-GlyCCC (54591607-54591537)  Gly (CCC) 71 bp  Sc: 59.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna808-GlyCCC (54587634-54587564)  Gly (CCC) 71 bp  Sc: 59.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna792-GlyCCC (54590177-54590107)  Gly (CCC) 71 bp  Sc: 59.31 
GCATTGGTGGTTCAGTGGTAGAATTCTAGCCTCCCACGCGGGAGACCCGGGTCCGAATCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna7544-GlyCCC (36228656-36228586)  Gly (CCC) 71 bp  Sc: 59.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
AGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna367-GlyCCC (415927-415857)  Gly (CCC) 71 bp  Sc: 59.50 
GCATTGGTGACTCAGTGGTAGAAGTCTCGCCTCCCACGCGGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7567-GlyCCC (36224681-36224611)  Gly (CCC) 71 bp  Sc: 59.55 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna5-GlyCCC (19942-19872)  Gly (CCC) 71 bp  Sc: 59.55 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCTGATTCC 



CGGCCAATGCA 
>Danio_rerio_chr4.trna6959-GlyCCC (40416966-40416896)  Gly (CCC) 71 bp  Sc: 59.64 
GCATTGGTCGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1357-GlyCCC (37593017-37593087)  Gly (CCC) 71 bp  Sc: 59.74 
GCATTGGTGGTTCAGTGGTAGACTTCTCGTCTCCCATGCGGGAGACCCGGGTCCGATCCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1765-GlyCCC (40627505-40627575)  Gly (CCC) 71 bp  Sc: 59.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGTAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1769-GlyCCC (40628141-40628211)  Gly (CCC) 71 bp  Sc: 59.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGTAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1794-GlyCCC (40632399-40632469)  Gly (CCC) 71 bp  Sc: 59.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGTAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna9-GlyCCC (7787-7857)  Gly (CCC) 71 bp  Sc: 59.89 
GCATTGGTGATTCAGTTGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6454-GlyCCC (43549303-43549233)  Gly (CCC) 71 bp  Sc: 60.03 
GCATTGGTGGTTCAGTGGTAGCATTCTTGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2826-GlyCCC (47813559-47813629)  Gly (CCC) 71 bp  Sc: 60.03 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2832-GlyCCC (47814721-47814791)  Gly (CCC) 71 bp  Sc: 60.03 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1776-GlyCCC (40629538-40629608)  Gly (CCC) 71 bp  Sc: 60.48 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna368-GlyCCC (30986481-30986551)  Gly (CCC) 71 bp  Sc: 60.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCTGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna381-GlyCCC (412913-412843)  Gly (CCC) 71 bp  Sc: 60.59 
GCATTGGTGGTTCAGTGGTAAAATTTTCGCCTCCCACGTGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna112-GlyCCC (83472-83402)  Gly (CCC) 71 bp  Sc: 60.67 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna144-GlyCCC (77925-77855)  Gly (CCC) 71 bp  Sc: 60.67 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna80-GlyCCC (89019-88949)  Gly (CCC) 71 bp  Sc: 60.67 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna717-GlyCCC (54605203-54605133)  Gly (CCC) 71 bp  Sc: 60.76 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCGGGAGGCCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5133-GlyCCC (54407333-54407263)  Gly (CCC) 71 bp  Sc: 60.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5165-GlyCCC (54401342-54401272)  Gly (CCC) 71 bp  Sc: 60.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna12-GlyCCC (18512-18442)  Gly (CCC) 71 bp  Sc: 61.00 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1971-GlyCCC (41621607-41621677)  Gly (CCC) 71 bp  Sc: 61.08 
GCATTGGTGGTTCAGTGGTAGAATACTCGCCTCCCTCGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna6935-GlyCCC (40421738-40421668)  Gly (CCC) 71 bp  Sc: 61.13 
GTATTGGTGATTTAGTGGTAGAATTCTCGTCTCCCATACGGGAGACCTGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna748-GlyCCC (54598392-54598322)  Gly (CCC) 71 bp  Sc: 61.14 
GCGTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna1308-GlyCCC (37584603-37584673)  Gly (CCC) 71 bp  Sc: 61.15 
GCATTGGTGGTTTAGTGGTAGAATACTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr22.trna649-GlyCCC (30797001-30796931)  Gly (CCC) 71 bp  Sc: 61.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna838-GlyCCC (54582536-54582466)  Gly (CCC) 71 bp  Sc: 61.39 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGTAGACCTGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna465-GlyCCC (398220-398150)  Gly (CCC) 71 bp  Sc: 61.41 
GTGTTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna106-GlyCCC (84411-84341)  Gly (CCC) 71 bp  Sc: 61.48 
GCATTGGTAGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna74-GlyCCC (89958-89888)  Gly (CCC) 71 bp  Sc: 61.48 
GCATTGGTAGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8055-GlyCCC (31852920-31852850)  Gly (CCC) 71 bp  Sc: 61.48 
GCATTGGTGGTTCAGTGGTAGAATTTTTGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna394-GlyCCC (410709-410639)  Gly (CCC) 71 bp  Sc: 61.51 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna434-GlyCCC (403739-403669)  Gly (CCC) 71 bp  Sc: 61.51 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTCCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna391-GlyCCC (411186-411116)  Gly (CCC) 71 bp  Sc: 61.53 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCAGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna807-GlyCCC (54587793-54587723)  Gly (CCC) 71 bp  Sc: 61.82 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACTCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna720-GlyCCC (54604413-54604343)  Gly (CCC) 71 bp  Sc: 61.85 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna722-GlyCCC (54603936-54603866)  Gly (CCC) 71 bp  Sc: 61.85 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1345-GlyCCC (37590645-37590715)  Gly (CCC) 71 bp  Sc: 61.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna138-GlyCCC (78864-78794)  Gly (CCC) 71 bp  Sc: 61.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna815-GlyCCC (54586370-54586300)  Gly (CCC) 71 bp  Sc: 61.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCTGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5163-GlyCCC (54401660-54401590)  Gly (CCC) 71 bp  Sc: 62.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCACGCAGGAAGCCTGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2099-GlyCCC (42643173-42643243)  Gly (CCC) 71 bp  Sc: 62.15 
GCATTGGTGATTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6967-GlyCCC (40415217-40415147)  Gly (CCC) 71 bp  Sc: 62.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7531-GlyCCC (36232598-36232528)  Gly (CCC) 71 bp  Sc: 62.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna131-GlyCCC (80292-80222)  Gly (CCC) 71 bp  Sc: 62.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna67-GlyCCC (91386-91316)  Gly (CCC) 71 bp  Sc: 62.17 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna99-GlyCCC (85839-85769)  Gly (CCC) 71 bp  Sc: 62.17 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna809-GlyCCC (54587317-54587247)  Gly (CCC) 71 bp  Sc: 62.35 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGTA 
>Danio_rerio_chr22.trna644-GlyCCC (30797795-30797725)  Gly (CCC) 71 bp  Sc: 62.45 
GCATTGGTGGTTCAGTGGTAGAATTTGCGCCTCCCAAGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5149-GlyCCC (54404474-54404404)  Gly (CCC) 71 bp  Sc: 62.50 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGATACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5094-GlyCCC (54414962-54414892)  Gly (CCC) 71 bp  Sc: 62.59 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCGCGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr4.trna1325-GlyCCC (37587306-37587376)  Gly (CCC) 71 bp  Sc: 62.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGAGAGAGCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna627-GlyCCC (30801451-30801381)  Gly (CCC) 71 bp  Sc: 62.77 
GCATGGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8141-GlyCCC (31405721-31405651)  Gly (CCC) 71 bp  Sc: 63.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTCCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna121-GlyCCC (536866-536936)  Gly (CCC) 71 bp  Sc: 63.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTCCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna424-GlyCCC (30996484-30996554)  Gly (CCC) 71 bp  Sc: 63.60 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCTGGGTACGAATCC 
CAGCTAATGCA 
>Danio_rerio_chr22.trna427-GlyCCC (30997120-30997190)  Gly (CCC) 71 bp  Sc: 64.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr22.trna656-GlyCCC (30795729-30795659)  Gly (CCC) 71 bp  Sc: 64.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCAGGAGACCTGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna3-GlyCCC (49373-49443)  Gly (CCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna8150-GlyCCC (31404131-31404061)  Gly (CCC) 71 bp  Sc: 64.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna7527-GlyCCC (36233393-36233323)  Gly (CCC) 71 bp  Sc: 64.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGATCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna525-GlyCCC (40574898-40574968)  Gly (CCC) 71 bp  Sc: 65.01 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCAGGTCCGAATCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6301-GlyCCC (44208527-44208457)  Gly (CCC) 71 bp  Sc: 65.02 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCGGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7557-GlyCCC (36226430-36226360)  Gly (CCC) 71 bp  Sc: 65.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna118-GlyCCC (183049-182979)  Gly (CCC) 71 bp  Sc: 65.06 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGACCCGGGTCCGAATCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1013-GlyCCC (35336613-35336683)  Gly (CCC) 71 bp  Sc: 65.08 
GCAGTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna740-GlyCCC (54599965-54599895)  Gly (CCC) 71 bp  Sc: 65.09 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna2877-GlyCCC (47822783-47822853)  Gly (CCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7894-GlyCCC (33252109-33252039)  Gly (CCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 



TGGCCAATGCA 
>Danio_rerio_chr5.trna775-GlyCCC (54593197-54593127)  Gly (CCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6962-GlyCCC (40416012-40415942)  Gly (CCC) 71 bp  Sc: 65.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6998-GlyCCC (40409598-40409528)  Gly (CCC) 71 bp  Sc: 65.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2873-GlyCCC (47822147-47822217)  Gly (CCC) 71 bp  Sc: 65.47 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1770-GlyCCC (40628300-40628370)  Gly (CCC) 71 bp  Sc: 65.62 
GCATTGGTGGATCAGCGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1773-GlyCCC (40628777-40628847)  Gly (CCC) 71 bp  Sc: 65.62 
GCATTGGTGGATCAGCGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2847-GlyCCC (47817570-47817640)  Gly (CCC) 71 bp  Sc: 65.78 
GCATTGGTGGTTCAGTGGTAGCATTCTTGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna30-GlyCCC (98577-98647)  Gly (CCC) 71 bp  Sc: 65.81 
GCATTGGTGGGTCAGTGGTAGAGTTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6448-GlyCCC (43550570-43550500)  Gly (CCC) 71 bp  Sc: 65.98 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6481-GlyCCC (43539423-43539353)  Gly (CCC) 71 bp  Sc: 65.98 
GCATTGGTGGTTCAGTGGTAGCATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna392-GlyCCC (411027-410957)  Gly (CCC) 71 bp  Sc: 66.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACCCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna463-GlyCCC (398538-398468)  Gly (CCC) 71 bp  Sc: 66.18 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna362-GlyCCC (30985527-30985597)  Gly (CCC) 71 bp  Sc: 66.42 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGTGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5113-GlyCCC (54411464-54411394)  Gly (CCC) 71 bp  Sc: 66.44 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCGCGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5121-GlyCCC (54409557-54409487)  Gly (CCC) 71 bp  Sc: 66.44 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCGCGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna410-GlyCCC (30993636-30993706)  Gly (CCC) 71 bp  Sc: 66.47 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1338-GlyCCC (37589532-37589602)  Gly (CCC) 71 bp  Sc: 66.47 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna460-GlyCCC (399153-399083)  Gly (CCC) 71 bp  Sc: 66.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1347-GlyCCC (37591110-37591180)  Gly (CCC) 71 bp  Sc: 66.93 
GCATTGGTGGTTCAGTGGTAGAATTCCTGCCTCCCATGCAGGAGACCCGGGTACGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1351-GlyCCC (37591745-37591815)  Gly (CCC) 71 bp  Sc: 67.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1804-GlyCCC (40634173-40634243)  Gly (CCC) 71 bp  Sc: 67.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5097-GlyCCC (54414485-54414415)  Gly (CCC) 71 bp  Sc: 67.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna2113-GlyCCC (42646034-42646104)  Gly (CCC) 71 bp  Sc: 67.55 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6989-GlyCCC (40411562-40411492)  Gly (CCC) 71 bp  Sc: 68.10 
GCATTGGTAGTTCAGTGGAAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna429-GlyCCC (40554289-40554359)  Gly (CCC) 71 bp  Sc: 68.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGCGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna370-GlyCCC (414820-414750)  Gly (CCC) 71 bp  Sc: 68.52 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna404-GlyCCC (408825-408755)  Gly (CCC) 71 bp  Sc: 68.52 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna419-GlyCCC (406282-406212)  Gly (CCC) 71 bp  Sc: 68.52 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna444-GlyCCC (401855-401785)  Gly (CCC) 71 bp  Sc: 68.52 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna462-GlyCCC (398697-398627)  Gly (CCC) 71 bp  Sc: 68.52 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8013-GlyCCC (31861804-31861734)  Gly (CCC) 71 bp  Sc: 70.73 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna130-GlyCCC (538456-538526)  Gly (CCC) 71 bp  Sc: 70.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna1354-GlyCCC (37592381-37592451)  Gly (CCC) 71 bp  Sc: 71.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1356-GlyCCC (37592858-37592928)  Gly (CCC) 71 bp  Sc: 71.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2121-GlyCCC (42647307-42647377)  Gly (CCC) 71 bp  Sc: 71.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7018-GlyCCC (40405371-40405301)  Gly (CCC) 71 bp  Sc: 71.43 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna818-GlyCCC (54585894-54585824)  Gly (CCC) 71 bp  Sc: 71.66 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCATGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8061-GlyCCC (31851648-31851578)  Gly (CCC) 71 bp  Sc: 71.93 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8072-GlyCCC (31848955-31848885)  Gly (CCC) 71 bp  Sc: 71.93 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTCCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6283-GlyCCC (44212634-44212564)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6314-GlyCCC (44205438-44205368)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6317-GlyCCC (44204585-44204515)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6320-GlyCCC (44203105-44203035)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6324-GlyCCC (44202097-44202027)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6328-GlyCCC (44201089-44201019)  Gly (CCC) 71 bp  Sc: 72.13 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna758-GlyCCC (54596343-54596273)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna379-GlyCCC (413231-413161)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna389-GlyCCC (411642-411572)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna414-GlyCCC (407077-407007)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna429-GlyCCC (404534-404464)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna455-GlyCCC (399948-399878)  Gly (CCC) 71 bp  Sc: 72.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna386-GlyCCC (412119-412049)  Gly (CCC) 71 bp  Sc: 72.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna417-GlyCCC (406600-406530)  Gly (CCC) 71 bp  Sc: 72.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna432-GlyCCC (404057-403987)  Gly (CCC) 71 bp  Sc: 72.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna458-GlyCCC (399471-399401)  Gly (CCC) 71 bp  Sc: 72.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1762-GlyCCC (40627028-40627098)  Gly (CCC) 71 bp  Sc: 74.39 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGCGGGAGAGCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr2.trna183-GlyCCC (47542950-47543020)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Danio_rerio_chr5.trna653-GlyCCC (58373990-58373920)  Gly (CCC) 71 bp  Sc: 76.98 
GCGCCGCTGGTGTAGTGGTATCATGCAAGATTCCCATTCTTGCGACCCGGGTTCGATTCC 
CGGGCGGCGCA 
>Danio_rerio_chr8.trna437-GlyCCC (40556017-40556114)  Gly (CCC) 98 bp  Sc: 54.30 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGAGGTTTTGTGTTGCCTCGCCTG 
CCACGTGGGTGACCCGGGTCCGATTCCCGGCCAATGCA 
>Danio_rerio_chr8.trna520-GlyCCC (40573924-40574021)  Gly (CCC) 98 bp  Sc: 54.30 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTCCCACGAGGTTTTGTGTTGCCTCGCCTG 
CCACGTGGGTGACCCGGGTCCGATTCCCGGCCAATGCA 
>Danio_rerio_chr4.trna7902-GlyGCC (33250838-33250768)  Gly (GCC) 71 bp  Sc: 28.27 
GCGTTGGTGGTTCACTGGTAGAATTCTCGCCTGCCGTGAGGGAGACCCTGGTCTGGTTCC 
TGGCCATTGCA 
>Danio_rerio_chr4.trna6996-GlyGCC (40410237-40410164)  Gly (GCC) 74 bp  Sc: 28.58 
ACAGTGGCAATTCATCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGAACCGGTTTCGAT 
TCCCGGCCAATGCA 
>Danio_rerio_chr4.trna7895-GlyGCC (33251950-33251880)  Gly (GCC) 71 bp  Sc: 31.97 
GCGTTGGTGGTTCACTGGTAGAATTCTCGCCTGCCGCGTGGGAGACCCTGGTCTGGTTCC 
TGGCCATTGCA 
>Danio_rerio_chr4.trna7911-GlyGCC (33248699-33248629)  Gly (GCC) 71 bp  Sc: 31.97 
GCGTTGGTGGTTCACTGGTAGAATTCTCGCCTGCCGCGTGGGAGACCCTGGTCTGGTTCC 
TGGCCATTGCA 
>Danio_rerio_chr4.trna6326-GlyGCC (44201560-44201491)  Gly (GCC) 70 bp  Sc: 34.32 
GCATTGGTGGTTCAGTGATAGAAGCTCACCTGCCACACGGGAGACCCGGGTCCGATTCCT 
GGCCAATGCA 
>Danio_rerio_chr4.trna2820-GlyGCC (47812604-47812674)  Gly (GCC) 71 bp  Sc: 34.74 
GCATTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGGGGGACCCGGGTCCGGTTCC 
TGGCAAATGCA 
>Danio_rerio_chr4.trna6441-GlyGCC (43551684-43551614)  Gly (GCC) 71 bp  Sc: 34.74 
GCATTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGGGGGACCCGGGTCCGGTTCC 



TGGCAAATGCA 
>Danio_rerio_chr5.trna753-GlyGCC (54597138-54597068)  Gly (GCC) 71 bp  Sc: 34.82 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCAGCTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6298-GlyGCC (44209003-44208933)  Gly (GCC) 71 bp  Sc: 35.31 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGTGGGAGACTCGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna727-GlyGCC (54602982-54602912)  Gly (GCC) 71 bp  Sc: 36.81 
GCATTGGTTGTTCACTGGTAGAGTTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna14-GlyGCC (42753-42823)  Gly (GCC) 71 bp  Sc: 37.31 
GCATTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGGTTCC 
TGGCAAATGCA 
>Danio_rerio_chr4.trna8132-GlyGCC (31407317-31407247)  Gly (GCC) 71 bp  Sc: 37.31 
GCATTGGTGGTTCACTGGTAGAATTTTCGCCTGCCACTTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna112-GlyGCC (535270-535340)  Gly (GCC) 71 bp  Sc: 37.31 
GCATTGGTGGTTCACTGGTAGAATTTTCGCCTGCCACTTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna802-GlyGCC (54588588-54588518)  Gly (GCC) 71 bp  Sc: 39.27 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACATGGGAGACCCTGGTCCGGTCCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna8-GlyGCC (7469-7539)  Gly (GCC) 71 bp  Sc: 40.22 
GCATTGGTGGTTCAGTGGTGGAATTCTTGTCTGCCACGTTGGAGACCTGGGTCCGATTCC 
CGGCAAATGCA 
>Danio_rerio_chr4.trna6344-GlyGCC (44196039-44195969)  Gly (GCC) 71 bp  Sc: 40.45 
GCATTGGTGGTTCAGTGCTAGAATTCTTGTCTGCCATGTGGGAGATCCGGGTTTGATTCC 
CTGCCAATGCG 
>Danio_rerio_chr8.trna526-GlyGCC (40575057-40575127)  Gly (GCC) 71 bp  Sc: 40.88 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGCGGGAGACTCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna745-GlyGCC (54598869-54598799)  Gly (GCC) 71 bp  Sc: 41.44 
GCATTGGTGGTTGAGTGGTAGAATACTCGCCTGCCACGTGGGAGACCTGGGTCAGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr3.trna135-GlyGCC (9525940-9526010)  Gly (GCC) 71 bp  Sc: 41.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2984-GlyGCC (48191178-48191248)  Gly (GCC) 71 bp  Sc: 41.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6000-GlyGCC (47174502-47174432)  Gly (GCC) 71 bp  Sc: 41.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna711-GlyGCC (41019485-41019415)  Gly (GCC) 71 bp  Sc: 41.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna75-GlyGCC (35477-35407)  Gly (GCC) 71 bp  Sc: 41.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1278-GlyGCC (37328149-37328219)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2755-GlyGCC (46880806-46880876)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3032-GlyGCC (48260056-48260126)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3129-GlyGCC (48713030-48713100)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3486-GlyGCC (51340144-51340214)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7703-GlyGCC (34551349-34551279)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 



>Danio_rerio_chr4.trna8302-GlyGCC (30714708-30714638)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna51-GlyGCC (34768-34698)  Gly (GCC) 71 bp  Sc: 42.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna140-GlyGCC (78561-78491)  Gly (GCC) 71 bp  Sc: 43.61 
GCATTGGTGGTTCACTGGTTGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna163-GlyGCC (74763-74693)  Gly (GCC) 71 bp  Sc: 43.61 
GCATTGGTGGTTCACTGGTTGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCTAATGCA 
>Danio_rerio_chr4.trna2866-GlyGCC (47821035-47821105)  Gly (GCC) 71 bp  Sc: 43.70 
GCATTGGTGGTTCAGTGGTAGAATTTTCGCCTGCCACGTAGGAGACCCTGGTCCGGTTCC 
TGGCTAATGCA 
>Danio_rerio_chr4.trna1767-GlyGCC (40627823-40627893)  Gly (GCC) 71 bp  Sc: 43.72 
GCATTGGTGGTTCACTGGTAGAACCCTTGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna5162-GlyGCC (54401819-54401749)  Gly (GCC) 71 bp  Sc: 43.88 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGTCACACGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna787-GlyGCC (54590972-54590902)  Gly (GCC) 71 bp  Sc: 44.06 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCTGCTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna167-GlyGCC (29749755-29749825)  Gly (GCC) 71 bp  Sc: 44.27 
GCATTGCTGGTTCAGTGATAGAATTCTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
TGGGCAATGTA 
>Danio_rerio_chr4.trna7922-GlyGCC (33246632-33246562)  Gly (GCC) 71 bp  Sc: 44.35 
GCATTGGTGGTTCAGTGGTAGAATTTTCCCCTGCCACGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7563-GlyGCC (36225317-36225247)  Gly (GCC) 71 bp  Sc: 44.49 
GCATTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna5107-GlyGCC (54412736-54412666)  Gly (GCC) 71 bp  Sc: 44.49 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCTCGCAGGACACCCAGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5111-GlyGCC (54411941-54411871)  Gly (GCC) 71 bp  Sc: 44.49 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCTCGCAGGACACCCAGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5142-GlyGCC (54405902-54405832)  Gly (GCC) 71 bp  Sc: 44.49 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCTCGCAGGACACCCAGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna357-GlyGCC (30984732-30984802)  Gly (GCC) 71 bp  Sc: 44.54 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna364-GlyGCC (30985845-30985915)  Gly (GCC) 71 bp  Sc: 44.54 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8045-GlyGCC (31855297-31855227)  Gly (GCC) 71 bp  Sc: 44.56 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCATGCGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6521-GlyGCC (43531038-43530968)  Gly (GCC) 71 bp  Sc: 44.85 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGACACATGAGCTCGATTCC 
CGTCTAGTGCA 
>Danio_rerio_chr4.trna8168-GlyGCC (31400633-31400563)  Gly (GCC) 71 bp  Sc: 44.85 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGACACATGAGCTCGATTCC 
CGTCTAGTGCA 
>Danio_rerio_Zv9_scaffold3530.trna157-GlyGCC (543385-543455)  Gly (GCC) 71 bp  Sc: 44.85 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGACACATGAGCTCGATTCC 
CGTCTAGTGCA 
>Danio_rerio_chr4.trna6517-GlyGCC (43532447-43532377)  Gly (GCC) 71 bp  Sc: 45.06 
GCATTGGTGGTTCAGTGGTATAATTCTCGCCTGCCACGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1014-GlyGCC (35336772-35336842)  Gly (GCC) 71 bp  Sc: 45.26 
GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna485-GlyGCC (40566813-40566883)  Gly (GCC) 71 bp  Sc: 45.26 



GCATTGGTGGTTCACTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7912-GlyGCC (33248540-33248470)  Gly (GCC) 71 bp  Sc: 45.42 
GCATTGGTGGTCCAGTAATAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7977-GlyGCC (32396317-32396247)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTTGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
GGGCCAATGCA 
>Danio_rerio_chr8.trna759-GlyGCC (40294876-40294806)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
GGGCCAATGCA 
>Danio_rerio_chr3.trna109-GlyGCC (9520376-9520446)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1254-GlyGCC (37323059-37323129)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1399-GlyGCC (37964207-37964277)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1446-GlyGCC (37975747-37975817)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1465-GlyGCC (37979720-37979790)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2958-GlyGCC (48185773-48185843)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2997-GlyGCC (48252897-48252967)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3103-GlyGCC (48698288-48698358)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3464-GlyGCC (51335055-51335125)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna28-GlyGCC (39698-39628)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna289-GlyGCC (872184-872114)  Gly (GCC) 71 bp  Sc: 45.45 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8152-GlyGCC (31403654-31403584)  Gly (GCC) 71 bp  Sc: 45.47 
GCATTGGTGGTTCAGTGGTAGGATTCTCGCCTGCCACGTGGGAGACCTGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna132-GlyGCC (538933-539003)  Gly (GCC) 71 bp  Sc: 45.47 
GCATTGGTGGTTCAGTGGTAGGATTCTCGCCTGCCACGTGGGAGACCTGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6286-GlyGCC (44212015-44211945)  Gly (GCC) 71 bp  Sc: 45.47 
GCATTGGTGGTTCACTGGTAGAATTTTTGCCTGCCACGCGGAAGACCCGGGTCCGATTCT 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna14-GlyGCC (51281-51351)  Gly (GCC) 71 bp  Sc: 45.54 
GCATTGTTGGTTCAGTGGTAGAATTCTCTCCTGCCATGCGGGAGACTCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1340-GlyGCC (37589850-37589920)  Gly (GCC) 71 bp  Sc: 45.90 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1297-GlyGCC (37582694-37582764)  Gly (GCC) 71 bp  Sc: 46.19 
GCATTGGTGGTTCACTGGGAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna658-GlyGCC (30795411-30795341)  Gly (GCC) 71 bp  Sc: 46.56 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCAGGAGACCCGGGTCCAACTCC 
AGGCCAATGCA 
>Danio_rerio_chr4.trna8138-GlyGCC (31406198-31406128)  Gly (GCC) 71 bp  Sc: 46.63 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 



TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna118-GlyGCC (536389-536459)  Gly (GCC) 71 bp  Sc: 46.63 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8154-GlyGCC (31403177-31403107)  Gly (GCC) 71 bp  Sc: 46.87 
GCATTGGTGGTTTAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna810-GlyGCC (54587165-54587095)  Gly (GCC) 71 bp  Sc: 46.92 
GCATTGGTAGTTCAGTGATAGAATTCTCGCCTGCCACGTGGGAAACCCGGGTCCGATCCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna621-GlyGCC (30802405-30802335)  Gly (GCC) 71 bp  Sc: 46.95 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCAGGTCTGATTCT 
CGGCCATTGCA 
>Danio_rerio_chr4.trna5089-GlyGCC (54416393-54416323)  Gly (GCC) 71 bp  Sc: 47.17 
GCATTGGTGGTTCACTGGTAGAGTTCTTGCCTGCCGTGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna20-GlyGCC (52628-52698)  Gly (GCC) 71 bp  Sc: 47.83 
GCATTGGTGGTTCAGTGGTGGAATTCTTGTCTGCCACGTTGGAGACCCGGGTCCGATACC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6308-GlyGCC (44207146-44207076)  Gly (GCC) 71 bp  Sc: 48.21 
GCATTGGTGGTTCAGTGGTGGAATTCGTGCCTGCCACGCGGGAGACCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6464-GlyGCC (43547400-43547330)  Gly (GCC) 71 bp  Sc: 48.34 
GCATTGGAGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGTAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8391-GlyGCC (29885850-29885780)  Gly (GCC) 71 bp  Sc: 48.38 
GCATTGCTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
TGGCCAATGTA 
>Danio_rerio_Zv9_scaffold3473.trna138-GlyGCC (5596-5526)  Gly (GCC) 71 bp  Sc: 48.38 
GCATTGCTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
TGGCCAATGTA 
>Danio_rerio_chr22.trna395-GlyGCC (30991092-30991162)  Gly (GCC) 71 bp  Sc: 48.43 
GCATTGGTGGTTCAGTGGTAGTATTCTCGCCTGCCACGTGGGAGAGCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1349-GlyGCC (37591427-37591497)  Gly (GCC) 71 bp  Sc: 48.44 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCATGCTGGAGACCAGGGTCCAATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna8166-GlyGCC (31401110-31401040)  Gly (GCC) 71 bp  Sc: 48.56 
GCAGTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGAGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1799-GlyGCC (40633193-40633263)  Gly (GCC) 71 bp  Sc: 49.14 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCAATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna2-GlyGCC (49214-49284)  Gly (GCC) 71 bp  Sc: 49.23 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna2-GlyGCC (6273-6343)  Gly (GCC) 71 bp  Sc: 49.23 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1760-GlyGCC (40626551-40626621)  Gly (GCC) 71 bp  Sc: 49.38 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCAAATCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna8148-GlyGCC (31404449-31404379)  Gly (GCC) 71 bp  Sc: 49.53 
GCGTTGGTGGTTCAGTGGTAGAACTGTTGCCTGCCACGCAGGAGACCTGGGTCTGATTCC 
CGGTTAATGCA 
>Danio_rerio_chr4.trna6499-GlyGCC (43535945-43535875)  Gly (GCC) 71 bp  Sc: 49.77 
GCATTGGTGGTTCAGTGGTAGGATTCTCGCCTGCCACGTGGGAGACCCGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1336-GlyGCC (37589214-37589284)  Gly (GCC) 71 bp  Sc: 49.77 
GCGTTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna114-GlyGCC (82995-82925)  Gly (GCC) 71 bp  Sc: 49.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna146-GlyGCC (77448-77378)  Gly (GCC) 71 bp  Sc: 49.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
TGGCCAATGCA 



>Danio_rerio_Zv9_scaffold3506.trna167-GlyGCC (73968-73898)  Gly (GCC) 71 bp  Sc: 49.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna82-GlyGCC (88542-88472)  Gly (GCC) 71 bp  Sc: 49.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7896-GlyGCC (33251791-33251721)  Gly (GCC) 71 bp  Sc: 49.98 
GCATTGGTGGTTCAGTAATAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7903-GlyGCC (33250679-33250609)  Gly (GCC) 71 bp  Sc: 49.98 
GCATTGGTGGTTCAGTAATAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6953-GlyGCC (40418082-40418012)  Gly (GCC) 71 bp  Sc: 49.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6992-GlyGCC (40411085-40411015)  Gly (GCC) 71 bp  Sc: 49.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1405-GlyGCC (37965573-37965643)  Gly (GCC) 71 bp  Sc: 50.00 
GCATTGGTGGTTCAGTGATAGAATTCTCCCCTGCCACGCGGGAGACCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1467-GlyGCC (37980356-37980426)  Gly (GCC) 71 bp  Sc: 50.07 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8011-GlyGCC (31862281-31862211)  Gly (GCC) 71 bp  Sc: 50.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCAGGTGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7925-GlyGCC (33246155-33246085)  Gly (GCC) 71 bp  Sc: 50.25 
GCAGTGTTGGTTCACTGGTTGAATTCTCGCCTGCCACGCGGGAGACCCAGGTCCGATTCC 
TGGCCACTGCA 
>Danio_rerio_Zv9_scaffold3530.trna128-GlyGCC (538138-538208)  Gly (GCC) 71 bp  Sc: 50.25 
GCATTGGTGGTTCAGTGGTAGAACTGTTGCCTGCCACGCAGGAGACCTGGGTCTGATTCC 
CGGTTAATGCA 
>Danio_rerio_chr8.trna465-GlyGCC (40562562-40562632)  Gly (GCC) 71 bp  Sc: 50.33 
GCGTTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGTGGGAGACCCAGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna548-GlyGCC (31709958-31710028)  Gly (GCC) 71 bp  Sc: 50.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGGCCGATTCC 
TGGCCAATCCA 
>Danio_rerio_chr4.trna8022-GlyGCC (31860067-31859997)  Gly (GCC) 71 bp  Sc: 50.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGGCCGATTCC 
TGGCCAATCCA 
>Danio_rerio_chr4.trna8048-GlyGCC (31854820-31854750)  Gly (GCC) 71 bp  Sc: 50.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGGCCGATTCC 
TGGCCAATCCA 
>Danio_rerio_chr4.trna1304-GlyGCC (37583807-37583877)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1323-GlyGCC (37586988-37587058)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1333-GlyGCC (37588737-37588807)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna121-GlyGCC (81882-81812)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna57-GlyGCC (92976-92906)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna89-GlyGCC (87429-87359)  Gly (GCC) 71 bp  Sc: 50.49 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna836-GlyGCC (54582854-54582784)  Gly (GCC) 71 bp  Sc: 50.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGCGTCCGATTCC 
TGGCCGATGCG 
>Danio_rerio_chr22.trna408-GlyGCC (30993318-30993388)  Gly (GCC) 71 bp  Sc: 50.56 



GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCATGCAGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna529-GlyGCC (40575534-40575604)  Gly (GCC) 71 bp  Sc: 50.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGGCCGAATCC 
TGGCCAATCCA 
>Danio_rerio_chr4.trna6942-GlyGCC (40419992-40419922)  Gly (GCC) 71 bp  Sc: 50.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7001-GlyGCC (40409121-40409051)  Gly (GCC) 71 bp  Sc: 50.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAAACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna35-GlyGCC (46722-46792)  Gly (GCC) 71 bp  Sc: 50.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGTCAATGCA 
>Danio_rerio_chr4.trna7976-GlyGCC (32396623-32396553)  Gly (GCC) 71 bp  Sc: 50.70 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCTGGGTCCGATTCC 
TGGCCAATGTA 
>Danio_rerio_chr4.trna7562-GlyGCC (36225476-36225406)  Gly (GCC) 71 bp  Sc: 50.76 
GCGTTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGAAGATCCAGGTGCGACTCC 
AGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna34-GlyGCC (99520-99590)  Gly (GCC) 71 bp  Sc: 50.82 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGTGAGATCTGGGTCCGATTCC 
AGGCCAATGCA 
>Danio_rerio_chr4.trna1346-GlyGCC (37590804-37590874)  Gly (GCC) 71 bp  Sc: 50.92 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCAATTCT 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna120-GlyGCC (82041-81971)  Gly (GCC) 71 bp  Sc: 51.45 
GCATTGGTGGTTCAGTGGTAAAGTTCTTGCCTGCCCCGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna88-GlyGCC (87588-87518)  Gly (GCC) 71 bp  Sc: 51.45 
GCATTGGTGGTTCAGTGGTAAAGTTCTTGCCTGCCCCGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7543-GlyGCC (36228815-36228745)  Gly (GCC) 71 bp  Sc: 51.48 
GCATTGGTGGTTCACTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGCGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6991-GlyGCC (40411244-40411174)  Gly (GCC) 71 bp  Sc: 51.50 
GCAGTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna822-GlyGCC (54585099-54585029)  Gly (GCC) 71 bp  Sc: 51.50 
GCAGTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna169-GlyGCC (29750073-29750143)  Gly (GCC) 71 bp  Sc: 51.64 
GCATTGGTCGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4592-GlyGCC (56626342-56626272)  Gly (GCC) 71 bp  Sc: 51.66 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna650-GlyGCC (30796842-30796772)  Gly (GCC) 71 bp  Sc: 51.77 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGATCCAGGTGCAACTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1801-GlyGCC (40633511-40633581)  Gly (GCC) 71 bp  Sc: 51.85 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCGTGCCATGTGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5088-GlyGCC (54417188-54417118)  Gly (GCC) 71 bp  Sc: 51.94 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCAGGACACCCAGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1353-GlyGCC (37592063-37592133)  Gly (GCC) 71 bp  Sc: 51.95 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCTGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7529-GlyGCC (36233075-36233005)  Gly (GCC) 71 bp  Sc: 52.19 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGATCCAGGTGCGACTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna1780-GlyGCC (40630174-40630244)  Gly (GCC) 71 bp  Sc: 52.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1785-GlyGCC (40630969-40631039)  Gly (GCC) 71 bp  Sc: 52.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTACGATTCC 



TGGCCAATGCA 
>Danio_rerio_chr4.trna8024-GlyGCC (31859113-31859043)  Gly (GCC) 71 bp  Sc: 52.25 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCTCGTCCGCTTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna142-GlyGCC (207736-207666)  Gly (GCC) 71 bp  Sc: 52.26 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCTATTTC 
CGGCCAGTGCA 
>Danio_rerio_Zv9_scaffold3480.trna47-GlyGCC (102370-102440)  Gly (GCC) 71 bp  Sc: 52.30 
GCATTGGTCGTTCAGTGGTAGACTTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1270-GlyGCC (37326558-37326628)  Gly (GCC) 71 bp  Sc: 52.30 
GCATTGGTGGTTTAGTGGTAGAGTTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna434-GlyGCC (40555230-40555300)  Gly (GCC) 71 bp  Sc: 52.36 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCTGGTCCTGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7559-GlyGCC (36225953-36225883)  Gly (GCC) 71 bp  Sc: 52.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCTCGCGGGAGACCTGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna398-GlyGCC (409931-409861)  Gly (GCC) 71 bp  Sc: 52.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCGGGTCCGATTCT 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8016-GlyGCC (31861009-31860939)  Gly (GCC) 71 bp  Sc: 52.81 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGATACTTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6488-GlyGCC (43537997-43537927)  Gly (GCC) 71 bp  Sc: 52.82 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna425-GlyGCC (30996802-30996872)  Gly (GCC) 71 bp  Sc: 52.84 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGACCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2819-GlyGCC (47812445-47812515)  Gly (GCC) 71 bp  Sc: 52.98 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCATGCTGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1341-GlyGCC (37590009-37590079)  Gly (GCC) 71 bp  Sc: 53.08 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGAAGACTCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna174-GlyGCC (29751663-29751733)  Gly (GCC) 71 bp  Sc: 53.11 
GCATTGGTGGCTCAGTGGTAGAATTCTCGCCTGCCATGCAGGAGACCCAGGTCCGATTCT 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna4-GlyGCC (6833-6903)  Gly (GCC) 71 bp  Sc: 53.31 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGGAGACCCGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna5315-GlyGCC (53124654-53124584)  Gly (GCC) 71 bp  Sc: 53.50 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGTGGGAGACCTGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr22.trna392-GlyGCC (30990456-30990526)  Gly (GCC) 71 bp  Sc: 53.50 
GCATTGGTGGTTCAGTGGTAGAATACTCACCTGCCACGCGGGAGATCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna629-GlyGCC (30801133-30801063)  Gly (GCC) 71 bp  Sc: 53.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGATCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6933-GlyGCC (40422056-40421986)  Gly (GCC) 71 bp  Sc: 53.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna531-GlyGCC (40575852-40575922)  Gly (GCC) 71 bp  Sc: 53.62 
GCATTGGTGGTTCAGTCGTAGAATTCTCGCCTGCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1979-GlyGCC (41623500-41623570)  Gly (GCC) 71 bp  Sc: 53.65 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCAGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1408-GlyGCC (37966207-37966277)  Gly (GCC) 71 bp  Sc: 53.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTTTGCCATGCGGGAGACCCGGGTCCGATTCC 
TGGCCAACGCA 
>Danio_rerio_chr22.trna638-GlyGCC (30799226-30799156)  Gly (GCC) 71 bp  Sc: 53.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
TGGACAATGCA 



>Danio_rerio_Zv9_scaffold3530.trna301-GlyGCC (869321-869251)  Gly (GCC) 71 bp  Sc: 54.06 
GCATTGGTGGTTTAATGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6455-GlyGCC (43549143-43549073)  Gly (GCC) 71 bp  Sc: 54.06 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGTAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6487-GlyGCC (43538156-43538086)  Gly (GCC) 71 bp  Sc: 54.08 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGATACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr8.trna455-GlyGCC (40559701-40559771)  Gly (GCC) 71 bp  Sc: 54.13 
ACATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr8.trna492-GlyGCC (40568235-40568305)  Gly (GCC) 71 bp  Sc: 54.13 
ACATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr8.trna508-GlyGCC (40571397-40571467)  Gly (GCC) 71 bp  Sc: 54.13 
ACATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr8.trna491-GlyGCC (40568076-40568146)  Gly (GCC) 71 bp  Sc: 54.13 
ACATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna507-GlyGCC (40571238-40571308)  Gly (GCC) 71 bp  Sc: 54.13 
ACATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6956-GlyGCC (40417446-40417376)  Gly (GCC) 71 bp  Sc: 54.30 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGTAGACCTGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6512-GlyGCC (43533242-43533172)  Gly (GCC) 71 bp  Sc: 54.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGGTTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7010-GlyGCC (40407530-40407460)  Gly (GCC) 71 bp  Sc: 54.37 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna120-GlyGCC (389175-389105)  Gly (GCC) 71 bp  Sc: 54.37 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna3-GlyGCC (6432-6502)  Gly (GCC) 71 bp  Sc: 54.43 
GCGTTGGTGGTTCAGTGGTGGAATTCCTGCCTGCCACGCTGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna743-GlyGCC (54599187-54599117)  Gly (GCC) 71 bp  Sc: 54.55 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGCGGGAAACCCTGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna155-GlyGCC (542908-542978)  Gly (GCC) 71 bp  Sc: 54.56 
GCAGTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna440-GlyGCC (40556521-40556591)  Gly (GCC) 71 bp  Sc: 54.60 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6291-GlyGCC (44210752-44210682)  Gly (GCC) 71 bp  Sc: 54.65 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna64-GlyGCC (107766-107836)  Gly (GCC) 71 bp  Sc: 54.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGCGACCCGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna404-GlyGCC (30992682-30992752)  Gly (GCC) 71 bp  Sc: 54.75 
GCATTGGTGGTTCAGTGGTAGAACTCTCGGCTGCCATGCGGGAGTTCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8015-GlyGCC (31861327-31861257)  Gly (GCC) 71 bp  Sc: 54.81 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGTAGACTCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1456-GlyGCC (37977812-37977882)  Gly (GCC) 71 bp  Sc: 54.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACATGGGGGACCCGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr4.trna1429-GlyGCC (37970977-37971047)  Gly (GCC) 71 bp  Sc: 54.85 
GCAATGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr4.trna3121-GlyGCC (48711280-48711350)  Gly (GCC) 71 bp  Sc: 54.99 



GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1326-GlyGCC (37587624-37587694)  Gly (GCC) 71 bp  Sc: 55.03 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCTGGAGACCCAGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_Zv9_scaffold3506.trna172-GlyGCC (73173-73103)  Gly (GCC) 71 bp  Sc: 55.05 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCC 
>Danio_rerio_chr4.trna8012-GlyGCC (31862122-31862052)  Gly (GCC) 71 bp  Sc: 55.08 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGTAGACTCGGGTCCGATTCC 
CGACCAATGCA 
>Danio_rerio_chr4.trna7004-GlyGCC (40408644-40408574)  Gly (GCC) 71 bp  Sc: 55.24 
GCATTGGTGGTTCAGTGGTAGACTTCTTGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8018-GlyGCC (31860702-31860633)  Gly (GCC) 70 bp  Sc: 55.28 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCGATTACC 
GGCCAATGCA 
>Danio_rerio_chr4.trna4598-GlyGCC (56624592-56624522)  Gly (GCC) 71 bp  Sc: 55.32 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna8065-GlyGCC (31851012-31850942)  Gly (GCC) 71 bp  Sc: 55.35 
GCATTGGTGATTCAGTGGTAGTATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1339-GlyGCC (37589691-37589761)  Gly (GCC) 71 bp  Sc: 55.37 
GCATTGGTGGTTCAGAGGTAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCGAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna368-GlyGCC (415768-415698)  Gly (GCC) 71 bp  Sc: 55.38 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCTTGCCACGCAGGAGACCCGGGTCCGATTCC 
TGGCCAATGAA 
>Danio_rerio_chr4.trna5838-GlyGCC (47869895-47869826)  Gly (GCC) 70 bp  Sc: 55.44 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGTCCGATTCCC 
GGCCAATGCA 
>Danio_rerio_chr8.trna494-GlyGCC (40568553-40568623)  Gly (GCC) 71 bp  Sc: 55.50 
GCATAGGTGATTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna510-GlyGCC (40571715-40571785)  Gly (GCC) 71 bp  Sc: 55.50 
GCATAGGTGATTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna641-GlyGCC (30798590-30798520)  Gly (GCC) 71 bp  Sc: 55.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCAATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna804-GlyGCC (54588270-54588200)  Gly (GCC) 71 bp  Sc: 55.53 
GCGTTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna5095-GlyGCC (54414803-54414733)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5102-GlyGCC (54413531-54413461)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5114-GlyGCC (54411305-54411235)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5122-GlyGCC (54409398-54409328)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5129-GlyGCC (54407968-54407898)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5131-GlyGCC (54407650-54407580)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5137-GlyGCC (54406697-54406627)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna5147-GlyGCC (54404792-54404722)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 



CAGCCAATGCA 
>Danio_rerio_chr4.trna5150-GlyGCC (54404315-54404245)  Gly (GCC) 71 bp  Sc: 55.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTCAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna122-GlyGCC (81724-81654)  Gly (GCC) 71 bp  Sc: 55.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTGCCATGCGGGAGACCCGGCTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna58-GlyGCC (92818-92748)  Gly (GCC) 71 bp  Sc: 55.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTGCCATGCGGGAGACCCGGCTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna90-GlyGCC (87271-87201)  Gly (GCC) 71 bp  Sc: 55.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCCCCTGCCATGCGGGAGACCCGGCTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna718-GlyGCC (54605043-54604973)  Gly (GCC) 71 bp  Sc: 55.69 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCAAATGCA 
>Danio_rerio_chr5.trna835-GlyGCC (54583013-54582943)  Gly (GCC) 71 bp  Sc: 55.91 
GCAGTGGTGGTTCAGTGGTAGAATTTTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1445-GlyGCC (37975429-37975499)  Gly (GCC) 71 bp  Sc: 55.93 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACATGGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna31-GlyGCC (98885-98955)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGTAGAATTTTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
CGGCCAATGTT 
>Danio_rerio_chr3.trna119-GlyGCC (9522439-9522509)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1262-GlyGCC (37324808-37324878)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2746-GlyGCC (46878896-46878966)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2968-GlyGCC (48187836-48187906)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3004-GlyGCC (48254646-48254716)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3018-GlyGCC (48257351-48257421)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3113-GlyGCC (48709689-48709759)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7693-GlyGCC (34553577-34553507)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8292-GlyGCC (30716936-30716866)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna36-GlyGCC (37949-37879)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna294-GlyGCC (870912-870842)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna58-GlyGCC (38819-38749)  Gly (GCC) 71 bp  Sc: 55.96 
GCATTGGTGGTTCAGTGGAAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna443-GlyGCC (40557316-40557386)  Gly (GCC) 71 bp  Sc: 56.01 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGGGACCCGGGTCTGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2102-GlyGCC (42643809-42643879)  Gly (GCC) 71 bp  Sc: 56.01 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
TGGCCAAAGCA 



>Danio_rerio_Zv9_scaffold3506.trna54-GlyGCC (93452-93383)  Gly (GCC) 70 bp  Sc: 56.04 
GCATTGGTGGTTCAGTGGTAGAATTTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCCC 
GGCCAATGCA 
>Danio_rerio_chr4.trna8033-GlyGCC (31857206-31857136)  Gly (GCC) 71 bp  Sc: 56.13 
GCATTGGTAGTTCAATGGTGGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6994-GlyGCC (40410607-40410537)  Gly (GCC) 71 bp  Sc: 56.15 
GCAGTGGTGGTTCACTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
TGGCCACTGCA 
>Danio_rerio_chr8.trna479-GlyGCC (40565400-40565470)  Gly (GCC) 71 bp  Sc: 56.28 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCTGCGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna484-GlyGCC (40566504-40566574)  Gly (GCC) 71 bp  Sc: 56.28 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCTGCGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5168-GlyGCC (54400547-54400477)  Gly (GCC) 71 bp  Sc: 56.31 
GCATTGGGGGTTCAGTGGTAGAATTCTCCCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1440-GlyGCC (37973839-37973909)  Gly (GCC) 71 bp  Sc: 56.35 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCCGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr4.trna2107-GlyGCC (42644762-42644832)  Gly (GCC) 71 bp  Sc: 56.38 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGGTCCAGGTGCTATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna65-GlyGCC (392379-392449)  Gly (GCC) 71 bp  Sc: 56.43 
GCATTGGTGGTTCAGTGGTAGAATTCTAGCCTGCCATGCGGGAGACCCAGGTGCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna5-GlyGCC (49691-49761)  Gly (GCC) 71 bp  Sc: 56.46 
GCATTGGTGGTTCAGTGATAGAATTCTCGCCTGCCACGCTGGAGACCTGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1459-GlyGCC (37978448-37978518)  Gly (GCC) 71 bp  Sc: 56.50 
GCATTGGTGGTTCAGTTATAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1786-GlyGCC (40631128-40631198)  Gly (GCC) 71 bp  Sc: 56.52 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCC 
>Danio_rerio_chr4.trna1809-GlyGCC (40634968-40635038)  Gly (GCC) 71 bp  Sc: 56.52 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCC 
>Danio_rerio_Zv9_scaffold3470.trna127-GlyGCC (380404-380334)  Gly (GCC) 71 bp  Sc: 56.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_chr3.trna128-GlyGCC (9524348-9524418)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2977-GlyGCC (48189745-48189815)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3013-GlyGCC (48256396-48256466)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3027-GlyGCC (48259101-48259171)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3479-GlyGCC (51338553-51338623)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna67-GlyGCC (37069-36999)  Gly (GCC) 71 bp  Sc: 56.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8313-GlyGCC (30578655-30578585)  Gly (GCC) 71 bp  Sc: 56.65 
GCATTGGTGGTTCAGTGATAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6939-GlyGCC (40420781-40420711)  Gly (GCC) 71 bp  Sc: 56.69 
GCATTGGTGGTTCAGTGGTTGAATTCTCGCCTGCCACGTGGGAGACCCTGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8053-GlyGCC (31853397-31853327)  Gly (GCC) 71 bp  Sc: 56.79 



GCATTGGTGGTTCAGTTGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6282-GlyGCC (44213112-44213042)  Gly (GCC) 71 bp  Sc: 56.82 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACAAGGGTTTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna364-GlyGCC (416404-416334)  Gly (GCC) 71 bp  Sc: 56.86 
GCACTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTAC 
CGTTCAATGCA 
>Danio_rerio_chr4.trna7022-GlyGCC (40403032-40402962)  Gly (GCC) 71 bp  Sc: 56.88 
GCATTGGTGGTTCAGTGGCAGAAGTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_chr5.trna824-GlyGCC (54584781-54584711)  Gly (GCC) 71 bp  Sc: 56.92 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna841-GlyGCC (54582059-54581989)  Gly (GCC) 71 bp  Sc: 56.92 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1307-GlyGCC (37584443-37584514)  Gly (GCC) 72 bp  Sc: 57.03 
GCATTGGTGGCTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGTTTTCGATTC 
CCGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna390-GlyGCC (411345-411275)  Gly (GCC) 71 bp  Sc: 57.14 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna461-GlyGCC (398856-398786)  Gly (GCC) 71 bp  Sc: 57.14 
GCATTGGTGGTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna393-GlyGCC (30990774-30990844)  Gly (GCC) 71 bp  Sc: 57.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCGGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1414-GlyGCC (37967638-37967708)  Gly (GCC) 71 bp  Sc: 57.21 
GCATTGGTGGTTCAGTTATAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1420-GlyGCC (37968910-37968980)  Gly (GCC) 71 bp  Sc: 57.21 
GCATTGGTGGTTCAGTTATAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1447-GlyGCC (37976065-37976135)  Gly (GCC) 71 bp  Sc: 57.21 
GCATTGGTGGTTCAGTTATAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8070-GlyGCC (31849432-31849362)  Gly (GCC) 71 bp  Sc: 57.24 
GCATTGGTGGTTCAGTAGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCA 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4580-GlyGCC (56628887-56628817)  Gly (GCC) 71 bp  Sc: 57.25 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna16-GlyGCC (52000-52070)  Gly (GCC) 71 bp  Sc: 57.28 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCCATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna361-GlyGCC (416881-416811)  Gly (GCC) 71 bp  Sc: 57.28 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCATGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8046-GlyGCC (31855138-31855068)  Gly (GCC) 71 bp  Sc: 57.31 
GCATTGTTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3100-GlyGCC (48697810-48697880)  Gly (GCC) 71 bp  Sc: 57.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCGGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3012-GlyGCC (48256237-48256307)  Gly (GCC) 71 bp  Sc: 57.32 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3026-GlyGCC (48258942-48259012)  Gly (GCC) 71 bp  Sc: 57.32 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna3478-GlyGCC (51338394-51338464)  Gly (GCC) 71 bp  Sc: 57.32 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna43-GlyGCC (36359-36289)  Gly (GCC) 71 bp  Sc: 57.32 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 



TGGCCAATGCA 
>Danio_rerio_chr4.trna1417-GlyGCC (37968274-37968344)  Gly (GCC) 71 bp  Sc: 57.41 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACATGGGAGACCCGGGTCCGATTCC 
CGGCCAATGTA 
>Danio_rerio_chr4.trna3471-GlyGCC (51336802-51336872)  Gly (GCC) 71 bp  Sc: 57.42 
GCATTGGTGGTTCAGTGGAAGAACTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna172-GlyGCC (29751027-29751097)  Gly (GCC) 71 bp  Sc: 57.45 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna7984-GlyGCC (32394408-32394338)  Gly (GCC) 71 bp  Sc: 57.45 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna7879-GlyGCC (33254894-33254824)  Gly (GCC) 71 bp  Sc: 57.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGTAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7882-GlyGCC (33254418-33254348)  Gly (GCC) 71 bp  Sc: 57.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGTAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7888-GlyGCC (33253379-33253309)  Gly (GCC) 71 bp  Sc: 57.45 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGTAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna64-GlyGCC (37546-37476)  Gly (GCC) 71 bp  Sc: 57.47 
TCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7978-GlyGCC (32395999-32395929)  Gly (GCC) 71 bp  Sc: 57.58 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCTATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna385-GlyGCC (30989343-30989413)  Gly (GCC) 71 bp  Sc: 57.63 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCTGGGGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna472-GlyGCC (40563978-40564048)  Gly (GCC) 71 bp  Sc: 57.64 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6456-GlyGCC (43548984-43548914)  Gly (GCC) 71 bp  Sc: 57.69 
GCAGTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7548-GlyGCC (36228020-36227950)  Gly (GCC) 71 bp  Sc: 57.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8028-GlyGCC (31858477-31858407)  Gly (GCC) 71 bp  Sc: 57.74 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACACAGGAGACCCGGGTCCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6927-GlyGCC (40423433-40423363)  Gly (GCC) 71 bp  Sc: 57.76 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTCGGAGACCCGGGTCCGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr8.trna435-GlyGCC (40555389-40555459)  Gly (GCC) 71 bp  Sc: 57.78 
GCAttgttgtTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna430-GlyGCC (40554601-40554671)  Gly (GCC) 71 bp  Sc: 57.78 
GCAttgttgtTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna518-GlyGCC (40573296-40573366)  Gly (GCC) 71 bp  Sc: 57.78 
GCAttgttgtTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7923-GlyGCC (33246473-33246403)  Gly (GCC) 71 bp  Sc: 57.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr5.trna750-GlyGCC (54597774-54597704)  Gly (GCC) 71 bp  Sc: 57.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTTC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna32-GlyGCC (99203-99273)  Gly (GCC) 71 bp  Sc: 57.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGTGAGATCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna705-GlyGCC (41020758-41020688)  Gly (GCC) 71 bp  Sc: 57.87 
GCGTTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna2096-GlyGCC (42630143-42630213)  Gly (GCC) 71 bp  Sc: 57.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACTCGGGTCCAATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna31-GlyGCC (45768-45838)  Gly (GCC) 71 bp  Sc: 57.91 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna56-GlyGCC (93135-93065)  Gly (GCC) 71 bp  Sc: 57.91 
GCATTGGTGGTTCAGTGGTAAAGTTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1342-GlyGCC (37590168-37590238)  Gly (GCC) 71 bp  Sc: 57.92 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCAGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna3-GlyGCC (20260-20190)  Gly (GCC) 71 bp  Sc: 57.98 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCAGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6440-GlyGCC (43551843-43551773)  Gly (GCC) 71 bp  Sc: 57.99 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna714-GlyGCC (54605681-54605611)  Gly (GCC) 71 bp  Sc: 57.99 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna13-GlyGCC (42594-42664)  Gly (GCC) 71 bp  Sc: 57.99 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3470-GlyGCC (51336165-51336235)  Gly (GCC) 71 bp  Sc: 58.00 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_Zv9_scaffold3521.trna34-GlyGCC (38586-38516)  Gly (GCC) 71 bp  Sc: 58.00 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCATGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr8.trna698-GlyGCC (41021872-41021802)  Gly (GCC) 71 bp  Sc: 58.01 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCCGGAGACCTGTGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna2879-GlyGCC (47823260-47823330)  Gly (GCC) 71 bp  Sc: 58.04 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCTTGCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna376-GlyGCC (30987753-30987823)  Gly (GCC) 71 bp  Sc: 58.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCAGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1758-GlyGCC (40626233-40626303)  Gly (GCC) 71 bp  Sc: 58.06 
ACATTGGTGGGTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna1774-GlyGCC (40628936-40629006)  Gly (GCC) 71 bp  Sc: 58.06 
ACATTGGTGGGTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6981-GlyGCC (40412993-40412923)  Gly (GCC) 71 bp  Sc: 58.07 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna103-GlyGCC (85044-84974)  Gly (GCC) 71 bp  Sc: 58.07 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna135-GlyGCC (79497-79427)  Gly (GCC) 71 bp  Sc: 58.07 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna159-GlyGCC (75381-75311)  Gly (GCC) 71 bp  Sc: 58.07 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna71-GlyGCC (90591-90521)  Gly (GCC) 71 bp  Sc: 58.07 
GCATTGGTGGTTCAGTGGTGGAATGCTCGCTTGCCACGCTGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna120-GlyGCC (9522598-9522668)  Gly (GCC) 71 bp  Sc: 58.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2969-GlyGCC (48187995-48188065)  Gly (GCC) 71 bp  Sc: 58.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7005-GlyGCC (40408485-40408415)  Gly (GCC) 71 bp  Sc: 58.12 



GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna704-GlyGCC (41020918-41020848)  Gly (GCC) 71 bp  Sc: 58.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna295-GlyGCC (870753-870683)  Gly (GCC) 71 bp  Sc: 58.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna59-GlyGCC (38660-38590)  Gly (GCC) 71 bp  Sc: 58.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7551-GlyGCC (36227543-36227473)  Gly (GCC) 71 bp  Sc: 58.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGATCCAGGTGCGACTCC 
AGGCTAATGCA 
>Danio_rerio_chr4.trna7542-GlyGCC (36228973-36228903)  Gly (GCC) 71 bp  Sc: 58.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGATCCAGGTGCGACTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna6961-GlyGCC (40416330-40416260)  Gly (GCC) 71 bp  Sc: 58.18 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCATGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6997-GlyGCC (40409916-40409846)  Gly (GCC) 71 bp  Sc: 58.18 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCATGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1816-GlyGCC (40636267-40636337)  Gly (GCC) 71 bp  Sc: 58.18 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7917-GlyGCC (33247745-33247675)  Gly (GCC) 71 bp  Sc: 58.22 
GCATTGGTGTTTCACTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3555.trna3-GlyGCC (36229-36299)  Gly (GCC) 71 bp  Sc: 58.22 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna438-GlyGCC (40556203-40556273)  Gly (GCC) 71 bp  Sc: 58.27 
ACATTGGTGGTTCAGTGGTAGAATTCTCGCTTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2106-GlyGCC (42644445-42644515)  Gly (GCC) 71 bp  Sc: 58.27 
GCATTGGTGGTTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCCAATTCC 
CGGCAAATGCA 
>Danio_rerio_chr4.trna6285-GlyGCC (44212174-44212104)  Gly (GCC) 71 bp  Sc: 58.28 
GCATTGGTGGTTCAGTGGTAGAATTCTCTCCTGCCACGCTGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna423-GlyGCC (30996325-30996395)  Gly (GCC) 71 bp  Sc: 58.29 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGTCCAGGGTCTGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6978-GlyGCC (40413469-40413399)  Gly (GCC) 71 bp  Sc: 58.29 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCAGGGGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna156-GlyGCC (75858-75788)  Gly (GCC) 71 bp  Sc: 58.29 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCAGGGGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4387-GlyGCC (57750212-57750142)  Gly (GCC) 71 bp  Sc: 58.39 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGCGGGAGACCAGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1027-GlyGCC (35339474-35339544)  Gly (GCC) 71 bp  Sc: 58.43 
GCATTGGTGGTTTAGTGGTAGACTTCTCGCCTGCCAAGCGGGAGACCCTGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5320-GlyGCC (53123383-53123313)  Gly (GCC) 71 bp  Sc: 58.43 
GCATTGGTGGCTCAGTGGTAGAATTCTCGCCTGCCATGCAGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna737-GlyGCC (54600442-54600372)  Gly (GCC) 71 bp  Sc: 58.50 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCTGATTCC 
CGACCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna25-GlyGCC (53577-53647)  Gly (GCC) 71 bp  Sc: 58.61 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGAGGGAGACCTGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna13-GlyGCC (8728-8798)  Gly (GCC) 71 bp  Sc: 58.61 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCTGGGTCCGATTCC 



CGGCTAATGCA 
>Danio_rerio_chr4.trna8319-GlyGCC (30576906-30576836)  Gly (GCC) 71 bp  Sc: 58.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3473.trna147-GlyGCC (3212-3142)  Gly (GCC) 71 bp  Sc: 58.62 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1320-GlyGCC (37586511-37586581)  Gly (GCC) 71 bp  Sc: 58.64 
GCATTGGTGGTTAACTGGTAGAACTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr3.trna117-GlyGCC (9521806-9521876)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna2744-GlyGCC (46878259-46878329)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna2966-GlyGCC (48187203-48187273)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna3111-GlyGCC (48709052-48709122)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna7691-GlyGCC (34554214-34554144)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna8290-GlyGCC (30717573-30717503)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_Zv9_scaffold3538.trna56-GlyGCC (39451-39381)  Gly (GCC) 71 bp  Sc: 58.70 
GCATTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr8.trna451-GlyGCC (40558906-40558976)  Gly (GCC) 71 bp  Sc: 58.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6310-GlyGCC (44206697-44206627)  Gly (GCC) 71 bp  Sc: 58.75 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCTAGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna6504-GlyGCC (43534991-43534921)  Gly (GCC) 71 bp  Sc: 58.75 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCGCGTGGGAGACCCGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna7558-GlyGCC (36226271-36226201)  Gly (GCC) 71 bp  Sc: 58.76 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGATCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8165-GlyGCC (31401269-31401199)  Gly (GCC) 71 bp  Sc: 58.77 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCTGGAGACCAGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna304-GlyGCC (868685-868615)  Gly (GCC) 71 bp  Sc: 58.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna421-GlyGCC (30996007-30996077)  Gly (GCC) 71 bp  Sc: 58.84 
GCATTGGTGGTTCAGTGGTAGATTTCTAGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1771-GlyGCC (40628459-40628529)  Gly (GCC) 71 bp  Sc: 58.88 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1772-GlyGCC (40628618-40628688)  Gly (GCC) 71 bp  Sc: 58.88 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna426-GlyGCC (30996961-30997031)  Gly (GCC) 71 bp  Sc: 58.88 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1331-GlyGCC (37588419-37588489)  Gly (GCC) 71 bp  Sc: 58.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCTGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna840-GlyGCC (54582218-54582148)  Gly (GCC) 71 bp  Sc: 58.89 
TCAGTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTCCAATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna7571-GlyGCC (36224045-36223975)  Gly (GCC) 71 bp  Sc: 58.91 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCCTGCCATGCGGGAGATCCAGGTGCGACTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna1468-GlyGCC (37980833-37980903)  Gly (GCC) 71 bp  Sc: 58.95 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5740-GlyGCC (49008732-49008662)  Gly (GCC) 71 bp  Sc: 58.95 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna101-GlyGCC (85362-85292)  Gly (GCC) 71 bp  Sc: 58.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGGGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna133-GlyGCC (79815-79745)  Gly (GCC) 71 bp  Sc: 58.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGGGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna69-GlyGCC (90909-90839)  Gly (GCC) 71 bp  Sc: 58.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGGGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1268-GlyGCC (37326081-37326151)  Gly (GCC) 71 bp  Sc: 59.00 
GCATTGGTGATTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3010-GlyGCC (48255919-48255989)  Gly (GCC) 71 bp  Sc: 59.00 
GCATTGGTGATTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3024-GlyGCC (48258624-48258694)  Gly (GCC) 71 bp  Sc: 59.00 
GCATTGGTGATTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7016-GlyGCC (40405689-40405619)  Gly (GCC) 71 bp  Sc: 59.00 
GCATTGGTGATTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna42-GlyGCC (36676-36606)  Gly (GCC) 71 bp  Sc: 59.00 
GCATTGGTGATTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1790-GlyGCC (40631764-40631834)  Gly (GCC) 71 bp  Sc: 59.08 
GCATTGATGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_chr5.trna803-GlyGCC (54588429-54588359)  Gly (GCC) 71 bp  Sc: 59.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATTCA 
>Danio_rerio_chr4.trna1317-GlyGCC (37586034-37586104)  Gly (GCC) 71 bp  Sc: 59.19 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGAAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna490-GlyGCC (40567917-40567987)  Gly (GCC) 71 bp  Sc: 59.21 
GGATTGGTGTTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna506-GlyGCC (40571079-40571149)  Gly (GCC) 71 bp  Sc: 59.21 
GGATTGGTGTTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna493-GlyGCC (40568394-40568464)  Gly (GCC) 71 bp  Sc: 59.21 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna509-GlyGCC (40571556-40571626)  Gly (GCC) 71 bp  Sc: 59.21 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5145-GlyGCC (54405269-54405199)  Gly (GCC) 71 bp  Sc: 59.28 
GCATTGGTGGTTTAGTGGTAGAATTCTTGCCTGCCACGCAGGAGACCCAGGTGCGATTCC 
TGGCCAATTTG 
>Danio_rerio_chr4.trna2823-GlyGCC (47813082-47813152)  Gly (GCC) 71 bp  Sc: 59.32 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5115-GlyGCC (54411146-54411076)  Gly (GCC) 71 bp  Sc: 59.35 
GCATTGGTGGTACAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8155-GlyGCC (31403018-31402948)  Gly (GCC) 71 bp  Sc: 59.39 
GCATTGGTGGCTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr22.trna363-GlyGCC (30985686-30985756)  Gly (GCC) 71 bp  Sc: 59.46 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGATCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1781-GlyGCC (40630333-40630403)  Gly (GCC) 71 bp  Sc: 59.54 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2876-GlyGCC (47822624-47822694)  Gly (GCC) 71 bp  Sc: 59.55 
GCATTGGTGGTTCAGTGGTAGAAGTCTCGCCTGCCATGCGGGAGACCCGTGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2870-GlyGCC (47821671-47821741)  Gly (GCC) 71 bp  Sc: 59.61 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna471-GlyGCC (396982-396912)  Gly (GCC) 71 bp  Sc: 59.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr22.trna611-GlyGCC (30804630-30804560)  Gly (GCC) 71 bp  Sc: 59.82 
GCATCGGTGGTTCTGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna389-GlyGCC (30989979-30990049)  Gly (GCC) 71 bp  Sc: 59.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCAGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr5.trna739-GlyGCC (54600124-54600054)  Gly (GCC) 71 bp  Sc: 59.84 
GCATTGGTGGTTTAGTGGTAGAATTCTTGCCTGCCACACAGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8023-GlyGCC (31859590-31859520)  Gly (GCC) 71 bp  Sc: 59.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8050-GlyGCC (31854343-31854273)  Gly (GCC) 71 bp  Sc: 59.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna399-GlyGCC (30991728-30991798)  Gly (GCC) 71 bp  Sc: 59.90 
GCATTGGTGGTTCAGTGGTAAAATTCTCCCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna457-GlyGCC (40560019-40560089)  Gly (GCC) 71 bp  Sc: 59.91 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCTGGTCTGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna287-GlyGCC (872662-872592)  Gly (GCC) 71 bp  Sc: 59.93 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1428-GlyGCC (37970659-37970729)  Gly (GCC) 71 bp  Sc: 59.96 
GCATTGGTGCTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1305-GlyGCC (37583966-37584036)  Gly (GCC) 71 bp  Sc: 59.96 
GCATTAGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1324-GlyGCC (37587147-37587217)  Gly (GCC) 71 bp  Sc: 59.96 
GCATTAGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1334-GlyGCC (37588896-37588966)  Gly (GCC) 71 bp  Sc: 59.96 
GCATTAGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna615-GlyGCC (30803994-30803924)  Gly (GCC) 71 bp  Sc: 60.01 
GCATTGGTGGTTCAGTGGTAGAAATCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCAAATGCA 
>Danio_rerio_chr4.trna8051-GlyGCC (31854025-31853955)  Gly (GCC) 71 bp  Sc: 60.08 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna1300-GlyGCC (37583171-37583241)  Gly (GCC) 71 bp  Sc: 60.21 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCGAATGCA 
>Danio_rerio_chr4.trna1319-GlyGCC (37586352-37586422)  Gly (GCC) 71 bp  Sc: 60.21 
GTATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCGAATGCA 
>Danio_rerio_Zv9_NA769.trna13-GlyGCC (18353-18283)  Gly (GCC) 71 bp  Sc: 60.23 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCCTGCCATGCGGGAGATCCAGGTGCGACTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna475-GlyGCC (40564455-40564525)  Gly (GCC) 71 bp  Sc: 60.24 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCAGGTCCGATTCC 



CGGCCAATGCA 
>Danio_rerio_chr5.trna716-GlyGCC (54605362-54605292)  Gly (GCC) 71 bp  Sc: 60.27 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCAAATGCA 
>Danio_rerio_chr4.trna1301-GlyGCC (37583330-37583400)  Gly (GCC) 71 bp  Sc: 60.30 
GCATTGGTGGTTCACTGGTAGAACTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna39-GlyGCC (100463-100533)  Gly (GCC) 71 bp  Sc: 60.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna168-GlyGCC (73809-73739)  Gly (GCC) 71 bp  Sc: 60.42 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGATCCAGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5104-GlyGCC (54413213-54413143)  Gly (GCC) 71 bp  Sc: 60.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTTC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1316-GlyGCC (37585875-37585945)  Gly (GCC) 71 bp  Sc: 60.49 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1330-GlyGCC (37588260-37588330)  Gly (GCC) 71 bp  Sc: 60.49 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna194-GlyGCC (43106743-43106673)  Gly (GCC) 71 bp  Sc: 60.51 
AAATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6489-GlyGCC (43537838-43537768)  Gly (GCC) 71 bp  Sc: 60.52 
GCATTGGTGGCTCAGTGGTAGAATTCTCGCCTGCCACTCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5132-GlyGCC (54407491-54407421)  Gly (GCC) 71 bp  Sc: 60.53 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCT 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6463-GlyGCC (43547718-43547648)  Gly (GCC) 71 bp  Sc: 60.55 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTTCGATTGC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna7928-GlyGCC (33243647-33243577)  Gly (GCC) 71 bp  Sc: 60.58 
GCATTGGTGGTTCAGTGTTAGAAGTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna108-GlyGCC (84108-84038)  Gly (GCC) 71 bp  Sc: 60.59 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACTCGAGAGACCCGGGTCCGATTCC 
TGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna76-GlyGCC (89655-89585)  Gly (GCC) 71 bp  Sc: 60.59 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACTCGAGAGACCCGGGTCCGATTCC 
TGGCTAATGCA 
>Danio_rerio_chr3.trna126-GlyGCC (9523871-9523941)  Gly (GCC) 71 bp  Sc: 60.60 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna834-GlyGCC (54583171-54583101)  Gly (GCC) 71 bp  Sc: 60.62 
GCATTGGTGGTTGAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGATTCGATTAC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna496-GlyGCC (40568871-40568941)  Gly (GCC) 71 bp  Sc: 60.62 
GCATTGGTGGTTCAGTGGTAGAATTGTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr4.trna7988-GlyGCC (32393297-32393227)  Gly (GCC) 71 bp  Sc: 60.73 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5108-GlyGCC (54412418-54412348)  Gly (GCC) 71 bp  Sc: 60.75 
GCATTGGTGGTTCAGTGGTAGAATGCTCCCCTGCCAAGTGGGAGACCCGGGTCCGATTCA 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5112-GlyGCC (54411623-54411553)  Gly (GCC) 71 bp  Sc: 60.75 
GCATTGGTGGTTCAGTGGTAGAATGCTCCCCTGCCAAGTGGGAGACCCGGGTCCGATTCA 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5120-GlyGCC (54409716-54409646)  Gly (GCC) 71 bp  Sc: 60.75 
GCATTGGTGGTTCAGTGGTAGAATGCTCCCCTGCCAAGTGGGAGACCCGGGTCCGATTCA 
CGGCCAATGCA 
>Danio_rerio_chr3.trna124-GlyGCC (9523553-9523623)  Gly (GCC) 71 bp  Sc: 60.76 
GCATTGGTGGTTTAGGGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 



>Danio_rerio_chr4.trna2973-GlyGCC (48188950-48189020)  Gly (GCC) 71 bp  Sc: 60.76 
GCATTGGTGGTTTAGGGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_chr4.trna4389-GlyGCC (57749895-57749825)  Gly (GCC) 71 bp  Sc: 60.83 
GCTTTGGTGGCTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGAA 
>Danio_rerio_chr4.trna1045-GlyGCC (35342494-35342564)  Gly (GCC) 71 bp  Sc: 60.84 
GCATTGGTGGTTCAGTGGTAGAGTTCTTGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2822-GlyGCC (47812923-47812993)  Gly (GCC) 71 bp  Sc: 60.85 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGGAGACCCTGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna466-GlyGCC (40562721-40562791)  Gly (GCC) 71 bp  Sc: 60.91 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna26-GlyGCC (6390361-6390442)  Gly (GCC) 82 bp  Sc: 61.02 
GATGAGGTGGCCGAGTGGTTAAGGCGATGGACTGCCAATCCATTGTGCTCTACACGCATG 
GGTTTAGATCCCATCCTCGTCG 
>Danio_rerio_chr4.trna1394-GlyGCC (37963253-37963323)  Gly (GCC) 71 bp  Sc: 61.02 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTTTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna473-GlyGCC (396664-396594)  Gly (GCC) 71 bp  Sc: 61.06 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCAAGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna18-GlyGCC (43542-43612)  Gly (GCC) 71 bp  Sc: 61.26 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACATGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna823-GlyGCC (54584940-54584870)  Gly (GCC) 71 bp  Sc: 61.40 
GCAGTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCGCGCGGGAGGCCCGGGTCCAATTCC 
AGGCCATTGCA 
>Danio_rerio_Zv9_scaffold3480.trna61-GlyGCC (106494-106564)  Gly (GCC) 71 bp  Sc: 61.45 
GAATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGCGCCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA10.trna36-GlyGCC (46881-46951)  Gly (GCC) 71 bp  Sc: 61.54 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACTCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr14.trna288-GlyGCC (6302042-6301972)  Gly (GCC) 71 bp  Sc: 61.55 
ACATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGTGGGAGGCCCGGGTTCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1037-GlyGCC (35341223-35341293)  Gly (GCC) 71 bp  Sc: 61.56 
GCATTGGTGGTTCAGTGGTAGAATTCTGGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3008-GlyGCC (48255601-48255671)  Gly (GCC) 71 bp  Sc: 61.59 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1792-GlyGCC (40632082-40632152)  Gly (GCC) 71 bp  Sc: 61.61 
GCATTGGTGCTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna550-GlyGCC (31710276-31710346)  Gly (GCC) 71 bp  Sc: 61.80 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGACACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna110-GlyGCC (9520694-9520764)  Gly (GCC) 71 bp  Sc: 61.82 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2959-GlyGCC (48186091-48186161)  Gly (GCC) 71 bp  Sc: 61.82 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7906-GlyGCC (33250202-33250132)  Gly (GCC) 71 bp  Sc: 61.87 
GCAATGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna127-GlyGCC (9524189-9524259)  Gly (GCC) 71 bp  Sc: 61.91 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1269-GlyGCC (37326399-37326469)  Gly (GCC) 71 bp  Sc: 61.91 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2976-GlyGCC (48189586-48189656)  Gly (GCC) 71 bp  Sc: 61.91 



GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna300-GlyGCC (869480-869410)  Gly (GCC) 71 bp  Sc: 61.91 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna66-GlyGCC (37228-37158)  Gly (GCC) 71 bp  Sc: 61.91 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna8017-GlyGCC (31860861-31860791)  Gly (GCC) 71 bp  Sc: 62.21 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAAACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1768-GlyGCC (40627982-40628052)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna134-GlyGCC (9525462-9525532)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna1276-GlyGCC (37327671-37327741)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna2753-GlyGCC (46880328-46880398)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna2983-GlyGCC (48190700-48190770)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna3016-GlyGCC (48256873-48256943)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna3030-GlyGCC (48259578-48259648)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna3128-GlyGCC (48712552-48712622)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna3484-GlyGCC (51339666-51339736)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna5998-GlyGCC (47174980-47174910)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna7701-GlyGCC (34551827-34551757)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr8.trna709-GlyGCC (41019963-41019893)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna76-GlyGCC (121944-121874)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna50-GlyGCC (35087-35017)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna307-GlyGCC (868208-868138)  Gly (GCC) 71 bp  Sc: 62.23 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna5098-GlyGCC (54414326-54414256)  Gly (GCC) 71 bp  Sc: 62.25 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTGAGACCAGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna8300-GlyGCC (30715186-30715116)  Gly (GCC) 71 bp  Sc: 62.27 
GCATTGGTGGTTCAGTGGTAGAATACTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna5082-GlyGCC (54418461-54418391)  Gly (GCC) 71 bp  Sc: 62.31 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATACC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna164-GlyGCC (74604-74534)  Gly (GCC) 71 bp  Sc: 62.48 
GCATTGGTGGTTCAGTGGTAGAATTCTAGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 



CGGCCAATGCT 
>Danio_rerio_chr4.trna2980-GlyGCC (48190223-48190293)  Gly (GCC) 71 bp  Sc: 62.51 
GCATTGGTGGTTCAGTGGTAGAATTTTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7549-GlyGCC (36227861-36227791)  Gly (GCC) 71 bp  Sc: 62.68 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTCCGATTCC 
CGGCCAATACA 
>Danio_rerio_chr4.trna1443-GlyGCC (37975111-37975181)  Gly (GCC) 71 bp  Sc: 62.81 
GCATTGGTGGTTCAGTGGTAGAGTTCTCGTCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8142-GlyGCC (31405403-31405333)  Gly (GCC) 71 bp  Sc: 62.81 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCATTTCA 
>Danio_rerio_Zv9_scaffold3554.trna121-GlyGCC (182265-182195)  Gly (GCC) 71 bp  Sc: 62.88 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGTCCAGTGCA 
>Danio_rerio_Zv9_scaffold3530.trna490-GlyGCC (123354-123273)  Gly (GCC) 82 bp  Sc: 62.88 
GACGATGTGGCTGAGTGGTTAAGGCGATGGACTGCCAATCCATTGTGCTTTGCATGCATG 
GGTTCGAATCCCACCCTTGTTG 
>Danio_rerio_chr4.trna4382-GlyGCC (57752132-57752062)  Gly (GCC) 71 bp  Sc: 62.93 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACACGGGAGACCCGGGTTCGATTCC 
TGGCCAATGTA 
>Danio_rerio_chr4.trna7919-GlyGCC (33247268-33247198)  Gly (GCC) 71 bp  Sc: 62.99 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAACGCA 
>Danio_rerio_chr22.trna379-GlyGCC (30988389-30988459)  Gly (GCC) 71 bp  Sc: 63.09 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCTTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5156-GlyGCC (54403203-54403133)  Gly (GCC) 71 bp  Sc: 63.12 
GCATTGGTGGTTTAGTGGTAGAATTCTTGCCTGCCACGCAGGAGACCCAGGTGCGATTCC 
TGGCCAATTCG 
>Danio_rerio_chr4.trna1787-GlyGCC (40631287-40631357)  Gly (GCC) 71 bp  Sc: 63.18 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1810-GlyGCC (40635127-40635197)  Gly (GCC) 71 bp  Sc: 63.18 
GCATTGGTGGTTCAGTGGTAAAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6500-GlyGCC (43535627-43535557)  Gly (GCC) 71 bp  Sc: 63.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2108-GlyGCC (42644921-42644991)  Gly (GCC) 71 bp  Sc: 63.20 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGGGACCTGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5312-GlyGCC (53125449-53125379)  Gly (GCC) 71 bp  Sc: 63.21 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGTTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6509-GlyGCC (43533878-43533808)  Gly (GCC) 71 bp  Sc: 63.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCGCGCGGGAGACCCGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna137-GlyGCC (539728-539798)  Gly (GCC) 71 bp  Sc: 63.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCGCGCGGGAGACCCGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna148-GlyGCC (541636-541706)  Gly (GCC) 71 bp  Sc: 63.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCGCGCGGGAGACCCGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna8-GlyGCC (19148-19078)  Gly (GCC) 71 bp  Sc: 63.50 
GCATTGGTAGTTCAGTGCTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1959-GlyGCC (41618748-41618818)  Gly (GCC) 71 bp  Sc: 63.72 
GCATTGGTAGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCAGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna632-GlyGCC (30800497-30800427)  Gly (GCC) 71 bp  Sc: 63.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr5.trna776-GlyGCC (54592879-54592809)  Gly (GCC) 71 bp  Sc: 63.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGTTTCC 
CGGCCAATGCA 



>Danio_rerio_chr5.trna788-GlyGCC (54590813-54590743)  Gly (GCC) 71 bp  Sc: 63.89 
GCATTGGTGGTTCAGTAGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna794-GlyGCC (54589859-54589789)  Gly (GCC) 71 bp  Sc: 63.89 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGTTTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5096-GlyGCC (54414644-54414574)  Gly (GCC) 71 bp  Sc: 63.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCAGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna534-GlyGCC (40576307-40576377)  Gly (GCC) 71 bp  Sc: 63.90 
GCATTGGTGGTTCAGTGATAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7538-GlyGCC (36231326-36231256)  Gly (GCC) 71 bp  Sc: 63.91 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7989-GlyGCC (32392662-32392592)  Gly (GCC) 71 bp  Sc: 63.91 
GCATTGGAGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna383-GlyGCC (30989025-30989095)  Gly (GCC) 71 bp  Sc: 63.99 
GCATTGGTGGTTCAGTGTTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna1406-GlyGCC (37965889-37965959)  Gly (GCC) 71 bp  Sc: 64.11 
GCGTTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr22.trna617-GlyGCC (30803200-30803130)  Gly (GCC) 71 bp  Sc: 64.12 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna204-GlyGCC (43095242-43095172)  Gly (GCC) 71 bp  Sc: 64.20 
GCATTGGTGGTTCAGTGGTAAAACTCTCGCCTGCCATGCGAGAGGCCCAGGTTCAATTCC 
CAGCTAATGCG 
>Danio_rerio_chr3.trna106-GlyGCC (9519898-9519968)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1251-GlyGCC (37322581-37322651)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2735-GlyGCC (46876504-46876574)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2955-GlyGCC (48185295-48185365)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2994-GlyGCC (48252419-48252489)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3461-GlyGCC (51334577-51334647)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7682-GlyGCC (34555963-34555893)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8281-GlyGCC (30719322-30719252)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna701-GlyGCC (41021395-41021325)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna65-GlyGCC (124170-124100)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna25-GlyGCC (40176-40106)  Gly (GCC) 71 bp  Sc: 64.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGAGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1789-GlyGCC (40631605-40631675)  Gly (GCC) 71 bp  Sc: 64.25 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCGTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1964-GlyGCC (41619701-41619771)  Gly (GCC) 71 bp  Sc: 64.27 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6518-GlyGCC (43532288-43532218)  Gly (GCC) 71 bp  Sc: 64.27 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7547-GlyGCC (36228179-36228109)  Gly (GCC) 71 bp  Sc: 64.27 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCCATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna742-GlyGCC (54599346-54599276)  Gly (GCC) 71 bp  Sc: 64.28 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1958-GlyGCC (41612857-41612927)  Gly (GCC) 71 bp  Sc: 64.31 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3104-GlyGCC (48698606-48698676)  Gly (GCC) 71 bp  Sc: 64.37 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGACCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna411-GlyGCC (30993795-30993865)  Gly (GCC) 71 bp  Sc: 64.38 
ACATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6963-GlyGCC (40415853-40415783)  Gly (GCC) 71 bp  Sc: 64.38 
TCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna760-GlyGCC (54596025-54595955)  Gly (GCC) 71 bp  Sc: 64.38 
TCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna825-GlyGCC (54584622-54584552)  Gly (GCC) 71 bp  Sc: 64.43 
GCATTGGTAGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna768-GlyGCC (54594611-54594541)  Gly (GCC) 71 bp  Sc: 64.44 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGAAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna170-GlyGCC (29750391-29750461)  Gly (GCC) 71 bp  Sc: 64.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3473.trna140-GlyGCC (4960-4890)  Gly (GCC) 71 bp  Sc: 64.56 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCTATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2109-GlyGCC (42645398-42645468)  Gly (GCC) 71 bp  Sc: 64.66 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGAATCC 
CGGCCAATGCG 
>Danio_rerio_chr4.trna7578-GlyGCC (36213923-36213853)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna113-GlyGCC (83313-83243)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna145-GlyGCC (77766-77696)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna81-GlyGCC (88860-88790)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1337-GlyGCC (37589373-37589443)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr8.trna442-GlyGCC (40556839-40556909)  Gly (GCC) 71 bp  Sc: 64.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna3114-GlyGCC (48709848-48709918)  Gly (GCC) 71 bp  Sc: 64.72 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCATGCGGGAGACCCAGGTTCGATTCC 
CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna154-GlyGCC (542749-542819)  Gly (GCC) 71 bp  Sc: 64.73 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCAGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr4.trna3124-GlyGCC (48711757-48711827)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCAGGTCCGATTCC 



CGGCCAATGCA 
>Danio_rerio_chr4.trna1048-GlyGCC (35343130-35343200)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTGCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1808-GlyGCC (40634809-40634879)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTACGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6952-GlyGCC (40418241-40418171)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna447-GlyGCC (40558270-40558340)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna448-GlyGCC (40558429-40558499)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna6-GlyGCC (49850-49920)  Gly (GCC) 71 bp  Sc: 64.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna2975-GlyGCC (48189268-48189338)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2979-GlyGCC (48190064-48190134)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3119-GlyGCC (48710962-48711032)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7979-GlyGCC (32395681-32395611)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna10-GlyGCC (18830-18760)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna70-GlyGCC (123057-122987)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna105-GlyGCC (84567-84497)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna137-GlyGCC (79020-78950)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna160-GlyGCC (75222-75152)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna73-GlyGCC (90114-90044)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna299-GlyGCC (869798-869728)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna126-GlyGCC (181154-181084)  Gly (GCC) 71 bp  Sc: 64.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2828-GlyGCC (47814085-47814155)  Gly (GCC) 71 bp  Sc: 65.07 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTGAGACCTGGGTTCGATTGC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2857-GlyGCC (47819313-47819383)  Gly (GCC) 71 bp  Sc: 65.07 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGTGAGACCTGGGTTCGATTGC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna452-GlyGCC (40559224-40559294)  Gly (GCC) 71 bp  Sc: 65.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGTCCAATGCA 
>Danio_rerio_chr8.trna458-GlyGCC (40560337-40560407)  Gly (GCC) 71 bp  Sc: 65.12 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGTCCAATGCA 



>Danio_rerio_chr4.trna1431-GlyGCC (37971931-37972001)  Gly (GCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGCAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1442-GlyGCC (37974793-37974863)  Gly (GCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGCAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna512-GlyGCC (40572033-40572103)  Gly (GCC) 71 bp  Sc: 65.14 
GCATTGGTGGTTCAGTGGTAGAATTGTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna402-GlyGCC (30992364-30992434)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna128-GlyGCC (80769-80699)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGTGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1328-GlyGCC (37587942-37588012)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCA 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6292-GlyGCC (44210593-44210523)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGAGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5078-GlyGCC (54419083-54419013)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6986-GlyGCC (40412039-40411969)  Gly (GCC) 71 bp  Sc: 65.16 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8020-GlyGCC (31860385-31860315)  Gly (GCC) 71 bp  Sc: 65.19 
GCATTGTTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4383-GlyGCC (57751496-57751426)  Gly (GCC) 71 bp  Sc: 65.21 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8139-GlyGCC (31406039-31405969)  Gly (GCC) 71 bp  Sc: 65.21 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna119-GlyGCC (536548-536618)  Gly (GCC) 71 bp  Sc: 65.21 
GCATTAGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1424-GlyGCC (37969864-37969934)  Gly (GCC) 71 bp  Sc: 65.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTTTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1435-GlyGCC (37972885-37972955)  Gly (GCC) 71 bp  Sc: 65.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTTTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1450-GlyGCC (37976699-37976769)  Gly (GCC) 71 bp  Sc: 65.32 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTTTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1018-GlyGCC (35337567-35337637)  Gly (GCC) 71 bp  Sc: 65.42 
GCATTGGTGGTTTAGTGGTAGACTTCTCGCCTGCCAAGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna500-GlyGCC (40569507-40569577)  Gly (GCC) 71 bp  Sc: 65.50 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna504-GlyGCC (40570452-40570522)  Gly (GCC) 71 bp  Sc: 65.50 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna516-GlyGCC (40572669-40572739)  Gly (GCC) 71 bp  Sc: 65.50 
GCATTGGTGGTTCAGTGGTAGATTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8135-GlyGCC (31406681-31406611)  Gly (GCC) 71 bp  Sc: 65.64 
GCATTGGTGGTTTAGTGGTAGAATTTTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna21-GlyGCC (52787-52857)  Gly (GCC) 71 bp  Sc: 65.71 
GCATTGGTGGTTCATTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3117-GlyGCC (48710644-48710714)  Gly (GCC) 71 bp  Sc: 65.71 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_chr4.trna7014-GlyGCC (40406007-40405937)  Gly (GCC) 71 bp  Sc: 65.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna68-GlyGCC (123375-123305)  Gly (GCC) 71 bp  Sc: 65.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna62-GlyGCC (37864-37794)  Gly (GCC) 71 bp  Sc: 65.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CTGCCAATGCA 
>Danio_rerio_chr4.trna2120-GlyGCC (42647148-42647218)  Gly (GCC) 71 bp  Sc: 65.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna706-GlyGCC (41020440-41020370)  Gly (GCC) 71 bp  Sc: 65.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCACCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr3.trna131-GlyGCC (9524985-9525055)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1402-GlyGCC (37965161-37965231)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2838-GlyGCC (47815828-47815898)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2853-GlyGCC (47818677-47818747)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5103-GlyGCC (54413372-54413302)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5138-GlyGCC (54406538-54406468)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6444-GlyGCC (43551206-43551136)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6458-GlyGCC (43548666-43548596)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6477-GlyGCC (43540059-43539989)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7012-GlyGCC (40407053-40406983)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8059-GlyGCC (31852125-31852055)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna70-GlyGCC (36432-36362)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTTGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6475-GlyGCC (43540377-43540307)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6490-GlyGCC (43537520-43537450)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna123-GlyGCC (181947-181877)  Gly (GCC) 71 bp  Sc: 65.86 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCAGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4596-GlyGCC (56625069-56624999)  Gly (GCC) 71 bp  Sc: 65.91 
GCATTGGTGTTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5093-GlyGCC (54415121-54415051)  Gly (GCC) 71 bp  Sc: 65.98 
GCATTGGTGGTTCAGTGGTAGAATGCTCCCCTGCCACGTGGGAGACCCGGGTCCGATTCC 



CGGCCAATGCA 
>Danio_rerio_chr5.trna767-GlyGCC (54594770-54594700)  Gly (GCC) 71 bp  Sc: 66.01 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6513-GlyGCC (43533083-43533013)  Gly (GCC) 71 bp  Sc: 66.14 
GCATTGGTGGTTCAGTGGTAGAATTATCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1766-GlyGCC (40627664-40627734)  Gly (GCC) 71 bp  Sc: 66.15 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGAGCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1025-GlyGCC (35339156-35339226)  Gly (GCC) 71 bp  Sc: 66.19 
GCATTGGTGGTTCAGTGGTACAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5164-GlyGCC (54401501-54401431)  Gly (GCC) 71 bp  Sc: 66.19 
GCATTGGTGGTTCAGTGGTACAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna637-GlyGCC (30799544-30799474)  Gly (GCC) 71 bp  Sc: 66.31 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCCTGCCATGCGGGAGTTCCAGGTGCGACTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna1012-GlyGCC (35336454-35336524)  Gly (GCC) 71 bp  Sc: 66.33 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCGATGCA 
>Danio_rerio_chr4.trna6929-GlyGCC (40423115-40423045)  Gly (GCC) 71 bp  Sc: 66.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6934-GlyGCC (40421897-40421827)  Gly (GCC) 71 bp  Sc: 66.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6940-GlyGCC (40420622-40420552)  Gly (GCC) 71 bp  Sc: 66.53 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna469-GlyGCC (40563501-40563571)  Gly (GCC) 71 bp  Sc: 66.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna486-GlyGCC (40566972-40567042)  Gly (GCC) 71 bp  Sc: 66.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna498-GlyGCC (40569189-40569259)  Gly (GCC) 71 bp  Sc: 66.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna514-GlyGCC (40572351-40572421)  Gly (GCC) 71 bp  Sc: 66.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna616-GlyGCC (30803677-30803607)  Gly (GCC) 71 bp  Sc: 66.86 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCCGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna820-GlyGCC (54585417-54585347)  Gly (GCC) 71 bp  Sc: 66.96 
GCATCGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna115-GlyGCC (535906-535976)  Gly (GCC) 71 bp  Sc: 66.97 
GCATTGGTGGTTTAGTGGTAGAATTTTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6964-GlyGCC (40415694-40415624)  Gly (GCC) 71 bp  Sc: 67.01 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCGGGAGAACCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4583-GlyGCC (56628091-56628021)  Gly (GCC) 71 bp  Sc: 67.07 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCATGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna193-GlyGCC (43107359-43107289)  Gly (GCC) 71 bp  Sc: 67.17 
GGTTTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGTGGGAGGCCCGGGTTCGATTCC 
CGGCCAATCTA 
>Danio_rerio_chr4.trna3022-GlyGCC (48258306-48258376)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3475-GlyGCC (51337758-51337828)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr4.trna3481-GlyGCC (51338871-51338941)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna4595-GlyGCC (56625387-56625317)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3480.trna53-GlyGCC (104117-104187)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna166-GlyGCC (74286-74216)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna437-GlyGCC (403120-403050)  Gly (GCC) 71 bp  Sc: 67.23 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8394-GlyGCC (29885215-29885145)  Gly (GCC) 71 bp  Sc: 67.25 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGTGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1421-GlyGCC (37969228-37969298)  Gly (GCC) 71 bp  Sc: 67.44 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1461-GlyGCC (37979084-37979154)  Gly (GCC) 71 bp  Sc: 67.44 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACTCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1415-GlyGCC (37967956-37968026)  Gly (GCC) 71 bp  Sc: 67.49 
GCATTGGTGGTTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1432-GlyGCC (37972249-37972319)  Gly (GCC) 71 bp  Sc: 67.49 
GCATTGGTGGTTCAGTGGTAGAGTTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7891-GlyGCC (33252585-33252515)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8021-GlyGCC (31860226-31860156)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8031-GlyGCC (31857682-31857612)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8047-GlyGCC (31854979-31854909)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna734-GlyGCC (54601078-54601008)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna454-GlyGCC (40559542-40559612)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna477-GlyGCC (40565082-40565152)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna116-GlyGCC (183526-183456)  Gly (GCC) 71 bp  Sc: 67.51 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna88-GlyGCC (397598-397668)  Gly (GCC) 71 bp  Sc: 67.56 
GCATTGGTGGTTCAGTGGTGGAATTCTCGCCTGCCACGCGGGAGACCTGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1255-GlyGCC (37323377-37323447)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2738-GlyGCC (46877141-46877211)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2998-GlyGCC (48253215-48253285)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3465-GlyGCC (51335373-51335443)  Gly (GCC) 71 bp  Sc: 67.78 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7685-GlyGCC (34555326-34555256)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8284-GlyGCC (30718685-30718615)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna29-GlyGCC (39380-39310)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna51-GlyGCC (40569-40499)  Gly (GCC) 71 bp  Sc: 67.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCCGCCACGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6443-GlyGCC (43551365-43551295)  Gly (GCC) 71 bp  Sc: 67.84 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6449-GlyGCC (43550410-43550340)  Gly (GCC) 71 bp  Sc: 67.84 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6482-GlyGCC (43539263-43539193)  Gly (GCC) 71 bp  Sc: 67.84 
GCATTGGTGGTTCAGTGGTAGAATTCTCGTCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7002-GlyGCC (40408962-40408892)  Gly (GCC) 71 bp  Sc: 68.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAAACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7981-GlyGCC (32395045-32394975)  Gly (GCC) 71 bp  Sc: 68.19 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna2100-GlyGCC (42643332-42643402)  Gly (GCC) 71 bp  Sc: 68.21 
GCATTGGTGGTTCAGAGGTAGAATTCTCGCCTGCCACGCGGGAGACCCTGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3547.trna29-GlyGCC (193847-193766)  Gly (GCC) 82 bp  Sc: 68.61 
GACGAGGTGGCAGAGTGGTTAAGGGGATGGACTGCCAATCCATTGTGCTTTTCACGCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Danio_rerio_chr4.trna5127-GlyGCC (54408445-54408375)  Gly (GCC) 71 bp  Sc: 68.71 
GCATTGGTGGTTTAGTGGTAGAATTCTTGCCTGCCACGCAGGAGACCCAGGTGCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna449-GlyGCC (40558588-40558658)  Gly (GCC) 71 bp  Sc: 68.72 
GCCTTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCAAGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna64-GlyGCC (392220-392290)  Gly (GCC) 71 bp  Sc: 68.89 
GCATTGGTGGTTCAGTGGAAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna107-GlyGCC (84258-84188)  Gly (GCC) 71 bp  Sc: 68.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACTCGAGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna75-GlyGCC (89805-89735)  Gly (GCC) 71 bp  Sc: 68.90 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACTCGAGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1040-GlyGCC (35341700-35341770)  Gly (GCC) 71 bp  Sc: 69.25 
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna374-GlyGCC (414185-414115)  Gly (GCC) 71 bp  Sc: 69.25 
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna407-GlyGCC (408349-408279)  Gly (GCC) 71 bp  Sc: 69.25 
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna422-GlyGCC (405806-405736)  Gly (GCC) 71 bp  Sc: 69.25 
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna448-GlyGCC (401220-401150)  Gly (GCC) 71 bp  Sc: 69.25 
GCATTGGTGGTTCAATGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna651-GlyGCC (30796524-30796454)  Gly (GCC) 71 bp  Sc: 69.37 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCAATTCC 



CGGCCAATGCA 
>Danio_rerio_chr4.trna7887-GlyGCC (33253538-33253468)  Gly (GCC) 71 bp  Sc: 69.69 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCAATTCC 
TGGCTAATGCA 
>Danio_rerio_chr4.trna5839-GlyGCC (47869737-47869667)  Gly (GCC) 71 bp  Sc: 69.71 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr4.trna6342-GlyGCC (44196826-44196756)  Gly (GCC) 71 bp  Sc: 70.08 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCAATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna145-GlyGCC (541159-541229)  Gly (GCC) 71 bp  Sc: 70.31 
GCATTGGTGGTTTAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1968-GlyGCC (41620653-41620723)  Gly (GCC) 71 bp  Sc: 70.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr8.trna431-GlyGCC (40554761-40554831)  Gly (GCC) 71 bp  Sc: 70.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr8.trna436-GlyGCC (40555549-40555619)  Gly (GCC) 71 bp  Sc: 70.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr8.trna519-GlyGCC (40573456-40573526)  Gly (GCC) 71 bp  Sc: 70.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr8.trna523-GlyGCC (40574429-40574499)  Gly (GCC) 71 bp  Sc: 70.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna1273-GlyGCC (37327194-37327264)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6977-GlyGCC (40413628-40413558)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8058-GlyGCC (31852284-31852214)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna786-GlyGCC (54591131-54591061)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna832-GlyGCC (54583489-54583419)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna155-GlyGCC (76017-75947)  Gly (GCC) 71 bp  Sc: 71.11 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8322-GlyGCC (30576271-30576201)  Gly (GCC) 71 bp  Sc: 71.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3473.trna152-GlyGCC (1656-1586)  Gly (GCC) 71 bp  Sc: 71.13 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5144-GlyGCC (54405428-54405358)  Gly (GCC) 71 bp  Sc: 71.34 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCG 
>Danio_rerio_chr4.trna5155-GlyGCC (54403362-54403292)  Gly (GCC) 71 bp  Sc: 71.34 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCG 
>Danio_rerio_chr10.trna200-GlyGCC (43096672-43096602)  Gly (GCC) 71 bp  Sc: 71.34 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGAGTTCGATTCC 
CGGTCAATGCA 
>Danio_rerio_chr4.trna7878-GlyGCC (33255053-33254983)  Gly (GCC) 71 bp  Sc: 71.35 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCAATTCT 
CGGCTAATGCA 
>Danio_rerio_chr22.trna360-GlyGCC (30985209-30985279)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr3.trna130-GlyGCC (9524667-9524737)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1017-GlyGCC (35337408-35337478)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1047-GlyGCC (35342971-35343041)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1266-GlyGCC (37325763-37325833)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1272-GlyGCC (37326876-37326946)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTGCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1312-GlyGCC (37585239-37585309)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1314-GlyGCC (37585557-37585627)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1411-GlyGCC (37967002-37967072)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1422-GlyGCC (37969546-37969616)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1433-GlyGCC (37972567-37972637)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1448-GlyGCC (37976383-37976453)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1454-GlyGCC (37977494-37977564)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1460-GlyGCC (37978766-37978836)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1782-GlyGCC (40630492-40630562)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1793-GlyGCC (40632240-40632310)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1963-GlyGCC (41619383-41619453)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1969-GlyGCC (41620971-41621041)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2092-GlyGCC (42629508-42629578)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2750-GlyGCC (46879851-46879921)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna2868-GlyGCC (47821353-47821423)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3125-GlyGCC (48712075-48712145)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna3482-GlyGCC (51339189-51339259)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5099-GlyGCC (54414167-54414097)  Gly (GCC) 71 bp  Sc: 71.81 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5123-GlyGCC (54409239-54409169)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5126-GlyGCC (54408604-54408534)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5148-GlyGCC (54404633-54404563)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5151-GlyGCC (54404156-54404086)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5843-GlyGCC (47869102-47869032)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5847-GlyGCC (47868150-47868080)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6290-GlyGCC (44210911-44210841)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6336-GlyGCC (44198251-44198181)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6453-GlyGCC (43549621-43549551)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6486-GlyGCC (43538474-43538404)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6510-GlyGCC (43533719-43533649)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6943-GlyGCC (40419833-40419763)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6949-GlyGCC (40418718-40418648)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6966-GlyGCC (40415376-40415306)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna6975-GlyGCC (40413946-40413876)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7019-GlyGCC (40405212-40405142)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7530-GlyGCC (36232757-36232687)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7535-GlyGCC (36231962-36231892)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7553-GlyGCC (36227225-36227155)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7564-GlyGCC (36225158-36225088)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7566-GlyGCC (36224840-36224770)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7697-GlyGCC (34552622-34552552)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 



CGGCCAATGCA 
>Danio_rerio_chr4.trna7698-GlyGCC (34552304-34552234)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8153-GlyGCC (31403336-31403266)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8158-GlyGCC (31402541-31402471)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8161-GlyGCC (31402064-31401994)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8296-GlyGCC (30715981-30715911)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna8297-GlyGCC (30715663-30715593)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna741-GlyGCC (54599647-54599577)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna762-GlyGCC (54595707-54595637)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna766-GlyGCC (54595071-54595001)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr5.trna777-GlyGCC (54592720-54592650)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna439-GlyGCC (40556362-40556432)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna456-GlyGCC (40559860-40559930)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna462-GlyGCC (40561768-40561838)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna470-GlyGCC (40563660-40563730)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna471-GlyGCC (40563819-40563889)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna481-GlyGCC (40566027-40566097)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna487-GlyGCC (40567131-40567201)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna488-GlyGCC (40567290-40567360)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna497-GlyGCC (40569030-40569100)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna499-GlyGCC (40569348-40569418)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna503-GlyGCC (40570293-40570363)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna513-GlyGCC (40572192-40572262)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr8.trna515-GlyGCC (40572510-40572580)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna760-GlyGCC (40294557-40294487)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_NA769.trna4-GlyGCC (20101-20031)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3453.trna72-GlyGCC (122739-122669)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna121-GlyGCC (388857-388787)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna72-GlyGCC (393794-393864)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna73-GlyGCC (394112-394182)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna80-GlyGCC (395847-395917)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3470.trna81-GlyGCC (396006-396076)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna100-GlyGCC (85680-85610)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna111-GlyGCC (83631-83561)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna118-GlyGCC (82359-82289)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna130-GlyGCC (80451-80381)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna132-GlyGCC (80133-80063)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna143-GlyGCC (78084-78014)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna153-GlyGCC (76335-76265)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna64-GlyGCC (91863-91793)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna66-GlyGCC (91545-91475)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna68-GlyGCC (91227-91157)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna79-GlyGCC (89178-89108)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna86-GlyGCC (87906-87836)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna96-GlyGCC (86316-86246)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna98-GlyGCC (85998-85928)  Gly (GCC) 71 bp  Sc: 71.81 



GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3514.trna10-GlyGCC (7946-8016)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna40-GlyGCC (36994-36924)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna46-GlyGCC (35882-35812)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3521.trna47-GlyGCC (35564-35494)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna134-GlyGCC (539251-539321)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna139-GlyGCC (540046-540116)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna150-GlyGCC (541954-542024)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna290-GlyGCC (871866-871796)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna303-GlyGCC (869003-868933)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna397-GlyGCC (410090-410020)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna470-GlyGCC (397141-397071)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3538.trna69-GlyGCC (36750-36680)  Gly (GCC) 71 bp  Sc: 71.81 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna179-GlyGCC (29752775-29752845)  Gly (GCC) 71 bp  Sc: 71.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr8.trna769-GlyGCC (40291565-40291495)  Gly (GCC) 71 bp  Sc: 71.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3473.trna150-GlyGCC (2577-2507)  Gly (GCC) 71 bp  Sc: 71.83 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGATTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna141-GlyGCC (78402-78332)  Gly (GCC) 71 bp  Sc: 72.05 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC 
TGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna122-GlyGCC (537184-537254)  Gly (GCC) 71 bp  Sc: 73.56 
GCATTGGTGGTTCAGTGGTAGAATGCTCGCCTGCCACGCGGGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna139-GlyGCC (78711-78641)  Gly (GCC) 71 bp  Sc: 74.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna162-GlyGCC (74913-74843)  Gly (GCC) 71 bp  Sc: 74.88 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGAGAGACCCGGGTCCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7874-GlyGCC (33255689-33255619)  Gly (GCC) 71 bp  Sc: 76.67 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCAATTCC 
CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3530.trna385-GlyGCC (412278-412208)  Gly (GCC) 71 bp  Sc: 77.65 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATCCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna7876-GlyGCC (33255371-33255301)  Gly (GCC) 71 bp  Sc: 78.07 
GCATTGGTGGTTCAGTGGTAGAACTCTCGCTTGCCACGCGGGAGACCCGGGTTCGATTCC 



CGGCTAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna109-GlyGCC (83949-83879)  Gly (GCC) 71 bp  Sc: 79.03 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3506.trna77-GlyGCC (89496-89426)  Gly (GCC) 71 bp  Sc: 79.03 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCATGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna1980-GlyGCC (41623818-41623888)  Gly (GCC) 71 bp  Sc: 79.74 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGACCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna196-GlyGCC (43105916-43105846)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna199-GlyGCC (43100762-43100692)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna203-GlyGCC (43095594-43095524)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr10.trna207-GlyGCC (43094467-43094397)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr13.trna292-GlyGCC (52603308-52603378)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr13.trna472-GlyGCC (20102754-20102684)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr13.trna473-GlyGCC (20099996-20099926)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr13.trna474-GlyGCC (20097756-20097686)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna998-GlyGCC (2134445-2134375)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr22.trna999-GlyGCC (2133633-2133563)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr25.trna215-GlyGCC (17958477-17958407)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr25.trna62-GlyGCC (17958672-17958742)  Gly (GCC) 71 bp  Sc: 81.62 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTGCCACGCGGGAGGCCCGGGTTCGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr23.trna25-GlyTCC (4942719-4942790)  Gly (TCC) 72 bp  Sc: 45.92 
GCGTTGGTGGTATAGTGTTGAGCATAGCTGCCTTCCAAGCAATTGACCTGGGTTTGATAC 
CCGGCCAATGCA 
>Danio_rerio_chr22.trna373-GlyTCC (30987276-30987346)  Gly (TCC) 71 bp  Sc: 50.29 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCACATGGGAGACCCGGGTCTGATTCC 
CGGCTAATGCT 
>Danio_rerio_chr22.trna387-GlyTCC (30989661-30989731)  Gly (TCC) 71 bp  Sc: 50.29 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCACATGGGAGACCCGGGTCTGATTCC 
CGGCTAATGCT 
>Danio_rerio_chr5.trna764-GlyTCC (54595389-54595319)  Gly (TCC) 71 bp  Sc: 57.11 
CCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCTCGCGGGAGACCCGGGTCCGAATCC 
CGGCCAATGCA 
>Danio_rerio_Zv9_scaffold3554.trna119-GlyTCC (182583-182513)  Gly (TCC) 71 bp  Sc: 58.77 
GCATTGGTGGTTCAGTGGTAGAATTTTCGCCTTCCACGCGGGAGATCCGGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr8.trna473-GlyTCC (40564137-40564207)  Gly (TCC) 71 bp  Sc: 60.49 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCAAGCGGGAAACCCAGCTCCGAATCC 
TGGCCAATGCA 
>Danio_rerio_chr5.trna799-GlyTCC (54589064-54588994)  Gly (TCC) 71 bp  Sc: 60.77 
GCGTTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCACACGGGAGACCTGGGTCCGATTCC 
CGGCCAATGCA 



>Danio_rerio_chr21.trna531-GlyTCC (17377175-17377246)  Gly (TCC) 72 bp  Sc: 63.62 
GGGGATGTAGCTCAGTGGTAGAGCGTATGCTATCCATGTATGAGGTCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna126-GlyTCC (28177885-28177956)  Gly (TCC) 72 bp  Sc: 63.71 
GCGTTGGTGGTATAATGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCAGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr21.trna277-GlyTCC (17157703-17157774)  Gly (TCC) 72 bp  Sc: 64.35 
GGGGATGTAGCTCAGTGGTAGAGGGCATGCTTTCCATGTATGAGGCCCTGGGTTCAATCC 
CCAGCATCTCCA 
>Danio_rerio_chr4.trna6516-GlyTCC (43532606-43532536)  Gly (TCC) 71 bp  Sc: 64.68 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCACGCGGGAGACCAGGTTTCGATTCC 
CAGCCAATGCA 
>Danio_rerio_chr22.trna483-GlyTCC (39663895-39663966)  Gly (TCC) 72 bp  Sc: 66.35 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTTGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna134-GlyTCC (28186549-28186620)  Gly (TCC) 72 bp  Sc: 66.56 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGCCCAACGCA 
>Danio_rerio_chr4.trna128-GlyTCC (28180063-28180134)  Gly (TCC) 72 bp  Sc: 67.76 
GCGTTGGTCGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr21.trna291-GlyTCC (17161694-17161765)  Gly (TCC) 72 bp  Sc: 69.49 
GGGGATGTAGCTCAGTGGTAGAGCGCATGCTTTCCATGTATGAGGTCCTGGGTTCAATCC 
TCAGCATCTCCA 
>Danio_rerio_chr8.trna521-GlyTCC (40574110-40574180)  Gly (TCC) 71 bp  Sc: 71.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTTCCAAGCGGGAGACCCAGGTCCGATTCC 
TGGCCAATGCA 
>Danio_rerio_chr15.trna178-GlyTCC (38824971-38825042)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr15.trna204-GlyTCC (46080584-46080655)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr22.trna482-GlyTCC (39658850-39658921)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr22.trna484-GlyTCC (39665316-39665387)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna127-GlyTCC (28178982-28179053)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna129-GlyTCC (28181144-28181215)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna130-GlyTCC (28182225-28182296)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna131-GlyTCC (28183305-28183376)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna132-GlyTCC (28184388-28184459)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna133-GlyTCC (28185469-28185540)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna135-GlyTCC (28187631-28187702)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna136-GlyTCC (28188712-28188783)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna137-GlyTCC (28189794-28189865)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna138-GlyTCC (28190875-28190946)  Gly (TCC) 72 bp  Sc: 73.26 



GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna139-GlyTCC (28191956-28192027)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna140-GlyTCC (28193037-28193108)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna141-GlyTCC (28194118-28194189)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna142-GlyTCC (28195200-28195271)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_Zv9_NA150.trna1-GlyTCC (15705-15776)  Gly (TCC) 72 bp  Sc: 73.26 
GCGTTGGTGGTATAGTGGTGAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr6.trna378-GlyTCC (26578227-26578156)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr6.trna92-GlyTCC (30091430-30091501)  Gly (TCC) 72 bp  Sc: 76.83 
GCGTTGGTGGTATAGTGGTTAGCATAGCTGCCTTCCAAGCAGTTGACCCGGGTTCGATTC 
CCGGCCAACGCA 
>Danio_rerio_chr4.trna5596-GlyTCC (50294685-50294613)  Gly (TCC) 73 bp  Sc: 81.65 
GTTTCTGTAGTGTAGTGGTCATCACGTTCGCCTTCCACGCGAAAGGTCCTCGGTTCGAAA 
CCGAGCAGAAACA 
>Danio_rerio_chr4.trna1163-GlyTCC (37138326-37138414)  Gly (TCC) 89 bp  Sc: 51.21 
AGCTCTGTGGAGCAATGGATAGTGTGTTGGACTTCCAGACTGTGAGCGGAGCTATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTA 
>Danio_rerio_chr4.trna1892-GlyTCC (41052025-41052113)  Gly (TCC) 89 bp  Sc: 50.94 
GGCTCTGTGGCGCAATGGATAGCATATTGGACTTCCAGACTGTGAGCTGAGCCATTCAAA 
GTTTGTGGGTTCGAGTCCCATCAGAGTCG 
>Danio_rerio_chr4.trna1530-HisATG (38767358-38767429)  His (ATG) 72 bp  Sc: 29.06 
GCTGTGATCGTATAGTGGTTAGTACTCTGTGTCATGGCTGAAGCAACCCTGGTTCATATC 
TGGGTTACAGCA 
>Danio_rerio_Zv9_scaffold3493.trna4-HisATG (167517-167588)  His (ATG) 72 bp  Sc: 29.06 
GCTGTGATCGTATAGTGGTTAGTACTCTGTGTCATGGCTGAAGCAACCCTGGTTCATATC 
TGGGTTACAGCA 
>Danio_rerio_Zv9_NA297.trna4-HisATG (25187-25258)  His (ATG) 72 bp  Sc: 31.02 
GCTGTGATCGTATAGTGGTTAGTACTCTGTGTCATGGCTGAAGCAACCTTGGTTCAAGTC 
TGGGTTACAGCA 
>Danio_rerio_chr4.trna5826-HisATG (48268516-48268444)  His (ATG) 73 bp  Sc: 55.23 
GGGCCAGGGGCGCAATGGATAACGCGTCTGACTATGGATCAGAAGATTCTAGATTCGACT 
CCTGGCTGGCCCA 
>Danio_rerio_Zv9_NA602.trna14-HisATG (13911-13839)  His (ATG) 73 bp  Sc: 56.61 
GGGCCAGTGGCGCAATGGATTACGCGTCTGACTATGGATCAGAAGATTCTAGGTTTGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna4338-HisATG (57736928-57736999)  His (ATG) 72 bp  Sc: 60.13 
GCCGTGATAGTATAGTGGTTAGTACTCTGTGTTATGGCCGCAGCAACCCCGGTCCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6809-HisATG (41449646-41449574)  His (ATG) 73 bp  Sc: 63.03 
GGGCCAGTGGCGCAATGGATAATGCGTCTGACTATGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna8127-HisATG (31419417-31419346)  His (ATG) 72 bp  Sc: 65.83 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTATGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8130-HisATG (31418395-31418324)  His (ATG) 72 bp  Sc: 65.83 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTATGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr15.trna312-HisATG (18937607-18937535)  His (ATG) 73 bp  Sc: 69.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTATGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna7760-HisATG (34009662-34009590)  His (ATG) 73 bp  Sc: 69.07 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTATGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr20.trna535-HisGTG (24384031-24383960)  His (GTG) 72 bp  Sc: 33.33 
GCTGTGATCGTATAGTGATCAGTACTCTGCGTTGTGGCCCCAGCAAGCCTAGTTCGAATC 



CGGGTCACGGCA 
>Danio_rerio_chr20.trna562-HisGTG (24373188-24373117)  His (GTG) 72 bp  Sc: 33.33 
GCTGTGATCGTATAGTGATCAGTACTCTGCGTTGTGGCCCCAGCAAGCCTAGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr20.trna550-HisGTG (24377835-24377764)  His (GTG) 72 bp  Sc: 37.45 
GCTGTGATCGTATAGTGATCAGTACTCTGtgttgtGGCCCCAGCGTGCCTAGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7639-HisGTG (35138797-35138726)  His (GTG) 72 bp  Sc: 39.64 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACTCCAGTTTGAATC 
TGGGTCACAGCA 
>Danio_rerio_Zv9_scaffold3521.trna9-HisGTG (177342-177271)  His (GTG) 72 bp  Sc: 39.64 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACTCCAGTTTGAATC 
TGGGTCACAGCA 
>Danio_rerio_chr4.trna5755-HisGTG (48786850-48786779)  His (GTG) 72 bp  Sc: 39.98 
GCCGTGATTGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACTCTGGTTGGAATC 
TGTGTCACGGCA 
>Danio_rerio_chr4.trna1533-HisGTG (38768409-38768480)  His (GTG) 72 bp  Sc: 40.79 
GCCGTGATCGTATAGTGGTTAGTACTTTGtgttgtGGCTGCAGCAACCCCACTTCAAATC 
TGGGTTACGGCA 
>Danio_rerio_Zv9_NA297.trna7-HisGTG (26239-26310)  His (GTG) 72 bp  Sc: 40.79 
GCCGTGATTGTATAGTGGTTAGTACTTTGtgttgtGGCTGCAGCAACCCCACTTCAAATC 
TGGGTTACGGCA 
>Danio_rerio_Zv9_scaffold3493.trna7-HisGTG (168568-168639)  His (GTG) 72 bp  Sc: 40.79 
GCCGTGATCGTATAGTGGTTAGTACTTTGtgttgtGGCTGCAGCAACCCCACTTCAAATC 
TGGGTTACGGCA 
>Danio_rerio_chr20.trna16-HisGTG (3122577-3122648)  His (GTG) 72 bp  Sc: 40.88 
GCCGTGATCGTATAGTGGCCAGTACTCTGCGTTGTGGCTGCTGCAACCCTGGTTCGAATT 
CGGGTTACGGCG 
>Danio_rerio_Zv9_NA688.trna4-HisGTG (18045-17974)  His (GTG) 72 bp  Sc: 41.81 
GCCGTGATTGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACTCCAGTTTGAATC 
TGGGTCACAGCA 
>Danio_rerio_chr4.trna3881-HisGTG (55093368-55093439)  His (GTG) 72 bp  Sc: 42.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTTGAGTC 
CGGGACACGGTA 
>Danio_rerio_chr4.trna3285-HisGTG (49677916-49677987)  His (GTG) 72 bp  Sc: 43.36 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGTTTCGAATC 
TGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3494.trna51-HisGTG (214902-214831)  His (GTG) 72 bp  Sc: 43.36 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGTTTCGAATC 
TGGGTCATGGCA 
>Danio_rerio_chr4.trna3818-HisGTG (54195269-54195340)  His (GTG) 72 bp  Sc: 43.65 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCAGTTTGAATC 
CGGGTCACGGTA 
>Danio_rerio_Zv9_scaffold3493.trna22-HisGTG (135603-135532)  His (GTG) 72 bp  Sc: 43.70 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACTCTGGTTGGAAAC 
CGTGTCATGGCA 
>Danio_rerio_chr4.trna3426-HisGTG (51004599-51004670)  His (GTG) 72 bp  Sc: 43.91 
GCTGTGATCGTATAGTGGTTAGTACACTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
GGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3530.trna313-HisGTG (801790-801719)  His (GTG) 72 bp  Sc: 43.98 
GCCGTGATTGTATAGTGGTTAGTACTCTGtgttgtGGCCACAGCAACTCTGGTTGGAATC 
CGTGTCACGGCA 
>Danio_rerio_chr4.trna6109-HisGTG (45880263-45880192)  His (GTG) 72 bp  Sc: 44.71 
GCTGTGATCGTATAGTGGTTAGTACTTTGtgttgtGGTCGCAGTAACCCTGCTTCGAATC 
CAGGTTATGGCA 
>Danio_rerio_Zv9_scaffold3482.trna19-HisGTG (262421-262492)  His (GTG) 72 bp  Sc: 44.71 
GCTGTGATCGTATAGTGGTTAGTACTTTGtgttgtGGTCGCAGTAACCCTGCTTCGAATC 
CAGGTTATGGCA 
>Danio_rerio_chr4.trna3667-HisGTG (53110992-53111063)  His (GTG) 72 bp  Sc: 44.72 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
TGGGACATGGCA 
>Danio_rerio_chr4.trna6732-HisGTG (41775692-41775621)  His (GTG) 72 bp  Sc: 44.92 
ACCGTGATCGTATAGTGATTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGGA 
>Danio_rerio_chr4.trna8110-HisGTG (31656515-31656444)  His (GTG) 72 bp  Sc: 44.92 
GCCGTGATCGTATAGTGATTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGGA 



>Danio_rerio_Zv9_scaffold3552.trna140-HisGTG (34503-34432)  His (GTG) 72 bp  Sc: 45.25 
GCCGTGATTGTATAGTGGTTAGTACTCTGtgttgtGGCCTCAGCAACCCTGGTTTGAATT 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna8484-HisGTG (29129183-29129112)  His (GTG) 72 bp  Sc: 45.53 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAATTCTGGTTGGAATC 
CGTGTCACGGCA 
>Danio_rerio_Zv9_scaffold3472.trna20-HisGTG (105102-105173)  His (GTG) 72 bp  Sc: 45.66 
GCCGTGATTGTATAGTGTTTAGTACTCTGtgttgtGGCTGCAGCCACTCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4341-HisGTG (57737962-57738033)  His (GTG) 72 bp  Sc: 46.09 
GCCATGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCTGCAACCCCAGTCCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna6830-HisGTG (41020052-41019981)  His (GTG) 72 bp  Sc: 46.51 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCAAATC 
CGGGTCATTGTA 
>Danio_rerio_chr20.trna14-HisGTG (3122122-3122193)  His (GTG) 72 bp  Sc: 46.88 
GCCGTGATCGTATAGTGGCCAGTACTCTGCGTTGTGGCTGCAGCAACCCTGGTTCGAATT 
CGGGTTACGGCA 
>Danio_rerio_chr5.trna881-HisGTG (54341432-54341361)  His (GTG) 72 bp  Sc: 47.16 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACGTCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3503.trna47-HisGTG (351858-351929)  His (GTG) 72 bp  Sc: 47.39 
GCTGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGTATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2648-HisGTG (45997181-45997252)  His (GTG) 72 bp  Sc: 47.57 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna4939-HisGTG (55361494-55361423)  His (GTG) 72 bp  Sc: 47.57 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_NA112.trna8-HisGTG (12668-12597)  His (GTG) 72 bp  Sc: 47.57 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna126-HisGTG (922382-922311)  His (GTG) 72 bp  Sc: 47.67 
GCTGTGATTGTATAGTGCTTAGTGTTCTGCATTGTGGCTGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr8.trna676-HisGTG (41067693-41067622)  His (GTG) 72 bp  Sc: 47.99 
GCTGTGATCGTATAGTGGTTAGTATTCTGCCTTGTGGCTGCAGCAACCCTGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna2651-HisGTG (45998212-45998283)  His (GTG) 72 bp  Sc: 48.10 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna3287-HisGTG (49678880-49678951)  His (GTG) 72 bp  Sc: 48.10 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna8481-HisGTG (29421302-29421231)  His (GTG) 72 bp  Sc: 48.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTCCGAATC 
CGAGTCACGGCA 
>Danio_rerio_Zv9_scaffold3506.trna26-HisGTG (53736-53806)  His (GTG) 71 bp  Sc: 48.40 
GCGTTGGTGGTTCAGTGGTAAAATTCCAGTTTGTGACGCGGGAGATCCGTGTCCGATTCC 
CGGCTAATGCA 
>Danio_rerio_chr4.trna2497-HisGTG (45050012-45050083)  His (GTG) 72 bp  Sc: 48.92 
GCCGTGATCGTATAGTGGCTAGTACTCTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna910-HisGTG (33973560-33973631)  His (GTG) 72 bp  Sc: 49.33 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAGTC 
CGGGACACGGTA 
>Danio_rerio_Zv9_scaffold3488.trna45-HisGTG (73008-72937)  His (GTG) 72 bp  Sc: 49.43 
GTCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
TGGGTCACGGTA 
>Danio_rerio_Zv9_scaffold3560.trna5-HisGTG (97195-97266)  His (GTG) 72 bp  Sc: 49.55 
GCCATGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2261-HisGTG (43821725-43821796)  His (GTG) 72 bp  Sc: 49.68 
GCTGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna6833-HisGTG (41019022-41018951)  His (GTG) 72 bp  Sc: 49.68 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGACTC 
CTGGTCATGGCA 
>Danio_rerio_chr4.trna3800-HisGTG (54037847-54037918)  His (GTG) 72 bp  Sc: 49.88 
ACCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3472.trna10-HisGTG (93889-93960)  His (GTG) 72 bp  Sc: 50.15 
GCTGTGATCGTATAGTGGTTAGTATTCTGCATTGTGGCTGCAGCAACCCTGGTTCAAATC 
CGTGTCATGGCA 
>Danio_rerio_Zv9_scaffold3494.trna45-HisGTG (216924-216853)  His (GTG) 72 bp  Sc: 50.44 
GCCATGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCTGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna45-HisGTG (183460-183531)  His (GTG) 72 bp  Sc: 50.47 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCAGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCT 
>Danio_rerio_Zv9_NA588.trna2-HisGTG (13465-13394)  His (GTG) 72 bp  Sc: 50.64 
GCCGCGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3480.trna116-HisGTG (288616-288545)  His (GTG) 72 bp  Sc: 50.77 
GCCGTGATTGTATAGTGGATAGTACTTTGCGTTGTGGCCGCAGCAACCCTAGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna6604-HisGTG (42732753-42732682)  His (GTG) 72 bp  Sc: 50.90 
GCCGTGATCGTATAGTGGTTAGTACTGTGCGTTGTGGCCGCAGCAACCCCAGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna4742-HisGTG (55787852-55787781)  His (GTG) 72 bp  Sc: 50.95 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGATCGAATC 
CGGTTCACGGCA 
>Danio_rerio_chr4.trna2642-HisGTG (45995157-45995228)  His (GTG) 72 bp  Sc: 50.97 
GCCATGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3277-HisGTG (49671518-49671589)  His (GTG) 72 bp  Sc: 50.97 
GCCATGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4928-HisGTG (55373806-55373735)  His (GTG) 72 bp  Sc: 50.97 
GCCATGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA112.trna5-HisGTG (13698-13627)  His (GTG) 72 bp  Sc: 50.97 
GCCATGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6781-HisGTG (41526616-41526545)  His (GTG) 72 bp  Sc: 51.19 
GCTGTGATCGTAGAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3408-HisGTG (50997426-50997497)  His (GTG) 72 bp  Sc: 51.56 
GCTGTGATCGTATAGTGGTTAGTACACTGtgttgtGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna7275-HisGTG (38322440-38322369)  His (GTG) 72 bp  Sc: 52.56 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCTGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna675-HisGTG (9448172-9448101)  His (GTG) 72 bp  Sc: 52.84 
GCCGTGATCGTATGGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna2797-HisGTG (47709375-47709446)  His (GTG) 72 bp  Sc: 52.84 
GCCGTGATCGTATGGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna5005-HisGTG (54992120-54992049)  His (GTG) 72 bp  Sc: 53.18 
GCCGTGATCGTATAGTGGTTTGAACTCTGCGTTGTGGCCACAGAAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna7316-HisGTG (38308018-38307947)  His (GTG) 72 bp  Sc: 53.23 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGCTGTGGCCGCAACAACCCCGGTTCAAAGC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna907-HisGTG (33972827-33972898)  His (GTG) 72 bp  Sc: 53.28 
GTCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna3749-HisGTG (53430126-53430197)  His (GTG) 72 bp  Sc: 53.31 
GTCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGAGTCACGGCA 
>Danio_rerio_chr4.trna1237-HisGTG (37256153-37256224)  His (GTG) 72 bp  Sc: 53.32 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGTTTCGAATC 



CGGGTCACGGCA 
>Danio_rerio_chr4.trna1371-HisGTG (37752612-37752683)  His (GTG) 72 bp  Sc: 53.32 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGTTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7073-HisGTG (40069950-40069879)  His (GTG) 72 bp  Sc: 53.47 
GCTGTGATCGTATAGTGCTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2438-HisGTG (45028776-45028847)  His (GTG) 72 bp  Sc: 53.54 
GCAGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGACCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8106-HisGTG (31657945-31657874)  His (GTG) 72 bp  Sc: 53.69 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGCGTCACGGCA 
>Danio_rerio_Zv9_scaffold3538.trna12-HisGTG (171555-171626)  His (GTG) 72 bp  Sc: 53.69 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGAGTCACGGCA 
>Danio_rerio_chr4.trna1142-HisGTG (36549991-36550062)  His (GTG) 72 bp  Sc: 53.73 
GCAGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna6158-HisGTG (45571156-45571085)  His (GTG) 72 bp  Sc: 53.81 
GCCGAGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCATGGCA 
>Danio_rerio_chr4.trna8100-HisGTG (31762051-31761980)  His (GTG) 72 bp  Sc: 53.85 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCAAGGCA 
>Danio_rerio_chr4.trna7336-HisGTG (38145274-38145203)  His (GTG) 72 bp  Sc: 53.98 
GCCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGCTCCAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna3512-HisGTG (51948461-51948532)  His (GTG) 72 bp  Sc: 54.14 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4447-HisGTG (57159047-57158976)  His (GTG) 72 bp  Sc: 54.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGAGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGTTCACGGCA 
>Danio_rerio_chr5.trna878-HisGTG (54342463-54342392)  His (GTG) 72 bp  Sc: 54.27 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCGCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3472.trna23-HisGTG (106137-106207)  His (GTG) 71 bp  Sc: 54.36 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCGGTTCGAACCT 
GGGTCACGGCA 
>Danio_rerio_chr3.trna678-HisGTG (9445317-9445246)  His (GTG) 72 bp  Sc: 54.36 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGATCACGGCA 
>Danio_rerio_chr4.trna2800-HisGTG (47712230-47712301)  His (GTG) 72 bp  Sc: 54.36 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGATCACGGCA 
>Danio_rerio_chr3.trna669-HisGTG (9450158-9450087)  His (GTG) 72 bp  Sc: 54.41 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCAGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2791-HisGTG (47707389-47707460)  His (GTG) 72 bp  Sc: 54.41 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCAGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna220-HisGTG (29873897-29873968)  His (GTG) 72 bp  Sc: 54.47 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTGGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4646-HisGTG (56496258-56496187)  His (GTG) 72 bp  Sc: 54.51 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACTCTGGTTCGAATC 
CGGGTCACGCCA 
>Danio_rerio_Zv9_scaffold3480.trna119-HisGTG (287587-287516)  His (GTG) 72 bp  Sc: 54.65 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTCCGAGTC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3560.trna8-HisGTG (98225-98296)  His (GTG) 72 bp  Sc: 54.73 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna2377-HisGTG (44300763-44300834)  His (GTG) 72 bp  Sc: 54.75 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAACAACCCCGGTTCGAATC 
CAGGTCACGGCA 



>Danio_rerio_chr4.trna1571-HisGTG (39020822-39020893)  His (GTG) 72 bp  Sc: 54.91 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4127-HisGTG (56498863-56498934)  His (GTG) 72 bp  Sc: 54.98 
GCCATGATCGTATAGTGGTTAGTGTTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3473.trna41-HisGTG (211309-211380)  His (GTG) 72 bp  Sc: 55.05 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCTCAGCAACCCTGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_NA251.trna57-HisGTG (10914-10843)  His (GTG) 72 bp  Sc: 55.10 
GCCGTGATCGTATAGTGGTTAGACCTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7078-HisGTG (40067899-40067828)  His (GTG) 72 bp  Sc: 55.29 
GCTGTGATCGTATAGTGGTTAGTACTTTGCGTTGTGGCCGCAGCTACCCCGGTTCAAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7083-HisGTG (40065848-40065777)  His (GTG) 72 bp  Sc: 55.29 
GCTGTGATCGTATAGTGGTTAGTACTTTGCGTTGTGGCCGCAGCTACCCCGGTTCAAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3494.trna5-HisGTG (56057-56128)  His (GTG) 72 bp  Sc: 55.32 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCAGGTTCGAATC 
CGGGTTATGGCA 
>Danio_rerio_Zv9_scaffold3530.trna105-HisGTG (522190-522261)  His (GTG) 72 bp  Sc: 55.36 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCAGCAGCAACCCCGGTTCGAATC 
CTGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3461.trna4-HisGTG (239220-239291)  His (GTG) 72 bp  Sc: 55.36 
GTCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3847-HisGTG (54722005-54722076)  His (GTG) 72 bp  Sc: 55.45 
GTTGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3561.trna30-HisGTG (52763-52692)  His (GTG) 72 bp  Sc: 55.47 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTGACGGCA 
>Danio_rerio_chr4.trna6371-HisGTG (43882307-43882236)  His (GTG) 72 bp  Sc: 55.72 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGATCACGGCA 
>Danio_rerio_chr4.trna6912-HisGTG (40532598-40532527)  His (GTG) 72 bp  Sc: 55.72 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGATCACGGCA 
>Danio_rerio_chr4.trna5447-HisGTG (52171978-52171907)  His (GTG) 72 bp  Sc: 55.77 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTCCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna2393-HisGTG (44408287-44408358)  His (GTG) 72 bp  Sc: 55.77 
GCCGTGATCGTATAGTGGTTAATACTCTGCGTTGTGGCCGCAGCAACCCCAGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna7281-HisGTG (38320386-38320315)  His (GTG) 72 bp  Sc: 55.83 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGCCACGGCA 
>Danio_rerio_chr4.trna7313-HisGTG (38309049-38308978)  His (GTG) 72 bp  Sc: 55.83 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGCCACGGCA 
>Danio_rerio_chr4.trna4745-HisGTG (55786813-55786742)  His (GTG) 72 bp  Sc: 56.02 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGATCGAATC 
CGGTTCACGGCA 
>Danio_rerio_chr4.trna4748-HisGTG (55785774-55785703)  His (GTG) 72 bp  Sc: 56.02 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGATCGAATC 
CGGTTCACGGCA 
>Danio_rerio_chr4.trna6793-HisGTG (41520680-41520609)  His (GTG) 72 bp  Sc: 56.09 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TTGGTCACGGCA 
>Danio_rerio_chr3.trna738-HisGTG (9407556-9407485)  His (GTG) 72 bp  Sc: 56.30 
GCCGTGATTGTATAGTGGTTAGAACTCTGCGTTGTGGCTGCAGCAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2441-HisGTG (45029807-45029878)  His (GTG) 72 bp  Sc: 56.36 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna4316-HisGTG (57230236-57230307)  His (GTG) 72 bp  Sc: 56.61 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAAGC 
CGGGTTATGGCA 
>Danio_rerio_chr4.trna5181-HisGTG (54112018-54111947)  His (GTG) 72 bp  Sc: 56.76 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAATGCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3507-HisGTG (51946410-51946481)  His (GTG) 72 bp  Sc: 56.79 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGAA 
>Danio_rerio_Zv9_NA10.trna6-HisGTG (25214-25285)  His (GTG) 72 bp  Sc: 56.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGATTCGAATC 
CGGGTTACGGCA 
>Danio_rerio_chr4.trna3803-HisGTG (54038878-54038949)  His (GTG) 72 bp  Sc: 57.31 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna2387-HisGTG (44406225-44406296)  His (GTG) 72 bp  Sc: 57.57 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCAGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3494.trna54-HisGTG (213908-213837)  His (GTG) 72 bp  Sc: 57.57 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCAGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna7307-HisGTG (38311111-38311040)  His (GTG) 72 bp  Sc: 57.71 
GCCGTGATCGTATAGTGGTTAGTACTTTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1858-HisGTG (40885001-40885071)  His (GTG) 71 bp  Sc: 58.19 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCGGTTCGAATCC 
GGGTCACGGCA 
>Danio_rerio_chr4.trna6794-HisGTG (41519897-41519826)  His (GTG) 72 bp  Sc: 58.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTAGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6797-HisGTG (41518864-41518793)  His (GTG) 72 bp  Sc: 58.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTAGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3473.trna9-HisGTG (41340-41411)  His (GTG) 72 bp  Sc: 58.21 
GCCGTGATCGTATAGTGATTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna332-HisGTG (603543-603472)  His (GTG) 72 bp  Sc: 58.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTAGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5028-HisGTG (54898774-54898703)  His (GTG) 72 bp  Sc: 58.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGTTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5030-HisGTG (54897815-54897744)  His (GTG) 72 bp  Sc: 58.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGTTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna54-HisGTG (198828-198899)  His (GTG) 72 bp  Sc: 58.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGTTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4603-HisGTG (56578419-56578348)  His (GTG) 72 bp  Sc: 58.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATA 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3554.trna96-HisGTG (224683-224612)  His (GTG) 72 bp  Sc: 58.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATG 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3482.trna9-HisGTG (120931-121002)  His (GTG) 72 bp  Sc: 58.27 
GCCATGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTCCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna3876-HisGTG (55091180-55091251)  His (GTG) 72 bp  Sc: 58.30 
GTCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCATGGCA 
>Danio_rerio_chr4.trna4444-HisGTG (57160078-57160007)  His (GTG) 72 bp  Sc: 58.35 
GCCGTGGTCGTATAGAGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA297.trna10-HisGTG (30124-30195)  His (GTG) 72 bp  Sc: 58.47 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
GGGGTCACGGCA 
>Danio_rerio_chr4.trna3740-HisGTG (53427032-53427103)  His (GTG) 72 bp  Sc: 58.48 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 



CGAGTCACGGCA 
>Danio_rerio_chr4.trna5190-HisGTG (54107387-54107316)  His (GTG) 72 bp  Sc: 58.79 
GACGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCACAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna293-HisGTG (104473-104403)  His (GTG) 71 bp  Sc: 58.87 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCACCCCGGTTCGAATCC 
GGGTCACAGCA 
>Danio_rerio_Zv9_scaffold3530.trna102-HisGTG (521167-521239)  His (GTG) 73 bp  Sc: 58.91 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGGTCACGGCA 
>Danio_rerio_chr4.trna3317-HisGTG (50183973-50184044)  His (GTG) 72 bp  Sc: 58.91 
GCCGTGATCGTATAGTGGTTAGTGCTCTGtgttgtGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1230-HisGTG (37253916-37253987)  His (GTG) 72 bp  Sc: 58.95 
GCCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCACAGCAACCCCGGTTCGAATC 
CGGGTCACTGCA 
>Danio_rerio_chr4.trna1362-HisGTG (37749807-37749878)  His (GTG) 72 bp  Sc: 58.95 
GCCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCACAGCAACCCCGGTTCGAATC 
CGGGTCACTGCA 
>Danio_rerio_chr4.trna6728-HisGTG (41777122-41777051)  His (GTG) 72 bp  Sc: 59.02 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGCGTCACGGCA 
>Danio_rerio_chr4.trna3734-HisGTG (53424971-53425042)  His (GTG) 72 bp  Sc: 59.02 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGAGTCACGGCA 
>Danio_rerio_Zv9_scaffold3473.trna37-HisGTG (209871-209942)  His (GTG) 72 bp  Sc: 59.06 
GCAGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3561.trna39-HisGTG (49666-49595)  His (GTG) 72 bp  Sc: 59.11 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGACA 
>Danio_rerio_Zv9_scaffold3561.trna42-HisGTG (48636-48565)  His (GTG) 72 bp  Sc: 59.11 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGACA 
>Danio_rerio_Zv9_scaffold3561.trna48-HisGTG (46571-46500)  His (GTG) 72 bp  Sc: 59.11 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGACA 
>Danio_rerio_Zv9_scaffold3561.trna54-HisGTG (44510-44439)  His (GTG) 72 bp  Sc: 59.11 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGACA 
>Danio_rerio_Zv9_scaffold3561.trna66-HisGTG (40383-40312)  His (GTG) 72 bp  Sc: 59.11 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGACA 
>Danio_rerio_chr4.trna2472-HisGTG (45040758-45040829)  His (GTG) 72 bp  Sc: 59.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3280-HisGTG (49672548-49672619)  His (GTG) 72 bp  Sc: 59.21 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTTGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA10.trna9-HisGTG (26245-26316)  His (GTG) 72 bp  Sc: 59.26 
GCCGTGATCGTAGAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCAAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1233-HisGTG (37254649-37254720)  His (GTG) 72 bp  Sc: 59.33 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna1365-HisGTG (37750540-37750611)  His (GTG) 72 bp  Sc: 59.33 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr3.trna695-HisGTG (9439142-9439071)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_chr3.trna698-HisGTG (9438111-9438040)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_chr3.trna704-HisGTG (9436049-9435978)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 



>Danio_rerio_chr3.trna708-HisGTG (9434444-9434373)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_chr3.trna714-HisGTG (9432382-9432311)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_chr3.trna720-HisGTG (9430320-9430249)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_chr3.trna723-HisGTG (9429289-9429218)  His (GTG) 72 bp  Sc: 59.44 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTAAGGCA 
>Danio_rerio_Zv9_NA502.trna35-HisGTG (37072-36999)  His (GTG) 74 bp  Sc: 59.45 
GTCTCTGTGGCGCAATCGGTTAGAGCGTTTGGCTGTGAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGGATG 
>Danio_rerio_chr4.trna7856-HisGTG (33286891-33286820)  His (GTG) 72 bp  Sc: 59.47 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCCGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1134-HisGTG (36547137-36547208)  His (GTG) 72 bp  Sc: 59.48 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna347-HisGTG (30536544-30536615)  His (GTG) 72 bp  Sc: 59.53 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCAGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna338-HisGTG (30533464-30533535)  His (GTG) 72 bp  Sc: 59.59 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCTCAGCAACCCCGGTTCGAATC 
CGGGTTACGGCA 
>Danio_rerio_chr4.trna6790-HisGTG (41521711-41521640)  His (GTG) 72 bp  Sc: 59.68 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCAAATC 
CTGGTCACGGCA 
>Danio_rerio_chr4.trna1546-HisGTG (38788531-38788602)  His (GTG) 72 bp  Sc: 59.70 
GCCGTGACCGTACAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1509-HisGTG (38137050-38137121)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGTATAGTGTTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1515-HisGTG (38139111-38139182)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGTATAGTGTTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna344-HisGTG (30535519-30535590)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGTATGGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1240-HisGTG (37257184-37257255)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGGATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1374-HisGTG (37753643-37753714)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGGATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3879-HisGTG (55091912-55091983)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGTATAGTGGTTAGTCCTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna135-HisGTG (919289-919218)  His (GTG) 72 bp  Sc: 59.80 
GCCGTGATCGTATAGTGGTTAGTCCTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr15.trna7-HisGTG (1590587-1590658)  His (GTG) 72 bp  Sc: 59.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGGCACGGCA 
>Danio_rerio_chr4.trna4636-HisGTG (56527531-56527460)  His (GTG) 72 bp  Sc: 59.90 
GCCGTGTTCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna329-HisGTG (604563-604492)  His (GTG) 72 bp  Sc: 59.92 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCTCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3503.trna132-HisGTG (920320-920249)  His (GTG) 72 bp  Sc: 60.02 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGAAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3664-HisGTG (53109963-53110034)  His (GTG) 72 bp  Sc: 60.02 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGTAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7266-HisGTG (38325533-38325462)  His (GTG) 72 bp  Sc: 60.06 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8442-HisGTG (29434690-29434619)  His (GTG) 72 bp  Sc: 60.06 
GCCGTGATCGTATAGTGGTTAGTACTCTGCATTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3561.trna69-HisGTG (39353-39282)  His (GTG) 72 bp  Sc: 60.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTGACGGCA 
>Danio_rerio_chr4.trna4307-HisGTG (57227143-57227214)  His (GTG) 72 bp  Sc: 60.45 
GCAGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGACCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3752-HisGTG (53431157-53431228)  His (GTG) 72 bp  Sc: 60.77 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCATCCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna5015-HisGTG (54988588-54988517)  His (GTG) 72 bp  Sc: 60.77 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCAAGGCA 
>Danio_rerio_chr4.trna1574-HisGTG (39021852-39021923)  His (GTG) 72 bp  Sc: 60.79 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_NA513.trna10-HisGTG (1003-932)  His (GTG) 72 bp  Sc: 60.79 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna141-HisGTG (917227-917156)  His (GTG) 72 bp  Sc: 60.79 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
TGGGTCACGGCA 
>Danio_rerio_chr4.trna2524-HisGTG (45724373-45724444)  His (GTG) 72 bp  Sc: 60.85 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5022-HisGTG (54900836-54900765)  His (GTG) 72 bp  Sc: 60.85 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7287-HisGTG (38318324-38318253)  His (GTG) 72 bp  Sc: 60.89 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGCCACGGCA 
>Danio_rerio_chr4.trna7310-HisGTG (38310080-38310009)  His (GTG) 72 bp  Sc: 60.89 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGCCACGGCA 
>Danio_rerio_chr4.trna4310-HisGTG (57228174-57228245)  His (GTG) 72 bp  Sc: 61.01 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGACA 
>Danio_rerio_Zv9_scaffold3561.trna60-HisGTG (42447-42376)  His (GTG) 72 bp  Sc: 61.01 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGACA 
>Danio_rerio_chr3.trna683-HisGTG (9443266-9443195)  His (GTG) 72 bp  Sc: 61.06 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1288-HisGTG (37496292-37496363)  His (GTG) 72 bp  Sc: 61.06 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3743-HisGTG (53428063-53428134)  His (GTG) 72 bp  Sc: 61.06 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCTGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1236-HisGTG (37255649-37255720)  His (GTG) 72 bp  Sc: 61.23 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1370-HisGTG (37752108-37752179)  His (GTG) 72 bp  Sc: 61.23 
GCCGTGATCGTATAGTGGTAAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3737-HisGTG (53426002-53426073)  His (GTG) 72 bp  Sc: 61.37 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna3746-HisGTG (53429095-53429166)  His (GTG) 72 bp  Sc: 61.37 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 



CAGGTCACGGCA 
>Danio_rerio_chr4.trna7724-HisGTG (34463691-34463620)  His (GTG) 72 bp  Sc: 61.37 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna7804-HisGTG (33922519-33922448)  His (GTG) 72 bp  Sc: 61.37 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna35-HisGTG (179937-180008)  His (GTG) 72 bp  Sc: 61.37 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr22.trna608-HisGTG (30806363-30806292)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1285-HisGTG (37495263-37495334)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2399-HisGTG (44410348-44410419)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4606-HisGTG (56577391-56577320)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4612-HisGTG (56575332-56575261)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5962-HisGTG (47411284-47411213)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8097-HisGTG (31763082-31763011)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA251.trna51-HisGTG (12975-12904)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna296-HisGTG (103443-103372)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna337-HisGTG (601491-601420)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna342-HisGTG (599440-599369)  His (GTG) 72 bp  Sc: 61.38 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2444-HisGTG (45030838-45030909)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2450-HisGTG (45032900-45032971)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2457-HisGTG (45035603-45035674)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2460-HisGTG (45036634-45036705)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2463-HisGTG (45037665-45037736)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2466-HisGTG (45038696-45038767)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2475-HisGTG (45041789-45041860)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 
>Danio_rerio_chr4.trna2492-HisGTG (45047962-45048033)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CAGGTCACGGCA 



>Danio_rerio_chr4.trna2469-HisGTG (45039727-45039798)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8454-HisGTG (29430568-29430497)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8475-HisGTG (29423355-29423284)  His (GTG) 72 bp  Sc: 61.42 
GCCGTGATCGTATAGTGGTTAGAACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA251.trna54-HisGTG (11945-11874)  His (GTG) 72 bp  Sc: 61.56 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAATCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3514.trna39-HisGTG (181399-181470)  His (GTG) 72 bp  Sc: 61.74 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACTCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3659-HisGTG (53108033-53108104)  His (GTG) 72 bp  Sc: 62.14 
GCCGTGATCGTATAGTGGTCAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna4438-HisGTG (57162140-57162069)  His (GTG) 72 bp  Sc: 62.27 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGTA 
>Danio_rerio_chr4.trna2783-HisGTG (47616107-47616178)  His (GTG) 72 bp  Sc: 62.30 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGTAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2483-HisGTG (45044870-45044941)  His (GTG) 72 bp  Sc: 62.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTATGGCA 
>Danio_rerio_chr4.trna3523-HisGTG (52010598-52010669)  His (GTG) 72 bp  Sc: 62.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTATGGCA 
>Danio_rerio_chr4.trna3526-HisGTG (52011629-52011700)  His (GTG) 72 bp  Sc: 62.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTATGGCA 
>Danio_rerio_Zv9_scaffold3514.trna51-HisGTG (197738-197809)  His (GTG) 72 bp  Sc: 62.90 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTTATGGCA 
>Danio_rerio_chr4.trna3314-HisGTG (50182942-50183013)  His (GTG) 72 bp  Sc: 63.23 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7086-HisGTG (40064817-40064746)  His (GTG) 72 bp  Sc: 63.23 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr5.trna888-HisGTG (54339009-54338938)  His (GTG) 72 bp  Sc: 63.23 
GCCGTGATCGTATAGTGGTTAGTACTCTGtgttgtGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4441-HisGTG (57161109-57161038)  His (GTG) 72 bp  Sc: 63.42 
GCCGTGATCGTATAGTGGTTAGCACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1512-HisGTG (38138081-38138152)  His (GTG) 72 bp  Sc: 63.56 
GCCGTGATCGTATAATGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3538.trna9-HisGTG (170823-170894)  His (GTG) 72 bp  Sc: 63.68 
GCCGTGATAGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCCAATC 
CGGGTCACGGCA 
>Danio_rerio_chr22.trna748-HisGTG (30565037-30564966)  His (GTG) 72 bp  Sc: 64.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna1291-HisGTG (37497321-37497392)  His (GTG) 72 bp  Sc: 64.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna5603-HisGTG (50271847-50271776)  His (GTG) 72 bp  Sc: 64.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr5.trna702-HisGTG (54661709-54661638)  His (GTG) 72 bp  Sc: 64.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr8.trna681-HisGTG (41065131-41065060)  His (GTG) 72 bp  Sc: 64.22 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_Zv9_scaffold3530.trna326-HisGTG (605592-605521)  His (GTG) 72 bp  Sc: 64.22 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCATGGCA 
>Danio_rerio_chr4.trna1138-HisGTG (36548552-36548623)  His (GTG) 72 bp  Sc: 64.38 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCAAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1568-HisGTG (39019793-39019864)  His (GTG) 72 bp  Sc: 64.52 
GCTGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACAGCA 
>Danio_rerio_chr4.trna5012-HisGTG (54989619-54989548)  His (GTG) 72 bp  Sc: 64.65 
GCCGTGATCGTATAGTGGTTAGTATTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4651-HisGTG (56443260-56443189)  His (GTG) 72 bp  Sc: 64.73 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAACC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2645-HisGTG (45996187-45996258)  His (GTG) 72 bp  Sc: 65.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCTACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5986-HisGTG (47190995-47190924)  His (GTG) 72 bp  Sc: 65.59 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA251.trna60-HisGTG (9883-9812)  His (GTG) 72 bp  Sc: 65.59 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3488.trna48-HisGTG (72275-72204)  His (GTG) 72 bp  Sc: 65.59 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCTGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA10.trna3-HisGTG (24259-24330)  His (GTG) 72 bp  Sc: 65.89 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGATTC 
CGGGTCACGGCA 
>Danio_rerio_chr13.trna399-HisGTG (42961546-42961475)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr23.trna217-HisGTG (19442244-19442173)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna686-HisGTG (9442235-9442164)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna689-HisGTG (9441204-9441133)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna692-HisGTG (9440173-9440102)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna701-HisGTG (9437080-9437009)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna705-HisGTG (9435475-9435404)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna717-HisGTG (9431351-9431280)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna729-HisGTG (9410647-9410576)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna732-HisGTG (9409618-9409547)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr3.trna735-HisGTG (9408587-9408516)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1243-HisGTG (37258215-37258286)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 



CGGGTCACGGCA 
>Danio_rerio_chr4.trna1377-HisGTG (37754674-37754745)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1503-HisGTG (38129408-38129479)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1518-HisGTG (38140142-38140213)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1549-HisGTG (38789560-38789631)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1552-HisGTG (38790589-38790660)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1555-HisGTG (38791618-38791689)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1558-HisGTG (38792647-38792718)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1561-HisGTG (38794891-38794962)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1851-HisGTG (40882505-40882576)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1854-HisGTG (40883536-40883607)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1855-HisGTG (40883970-40884041)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1861-HisGTG (40886031-40886102)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2088-HisGTG (42627637-42627708)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2381-HisGTG (44404163-44404234)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2384-HisGTG (44405194-44405265)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2390-HisGTG (44407256-44407327)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2396-HisGTG (44409318-44409389)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2447-HisGTG (45031869-45031940)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2454-HisGTG (45034572-45034643)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2478-HisGTG (45042820-45042891)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2486-HisGTG (45045901-45045972)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2489-HisGTG (45046932-45047003)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 



>Danio_rerio_chr4.trna2509-HisGTG (45719219-45719290)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2512-HisGTG (45720250-45720321)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2518-HisGTG (45722312-45722383)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2521-HisGTG (45723343-45723414)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2724-HisGTG (46640920-46640991)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna2803-HisGTG (47713261-47713332)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3282-HisGTG (49676924-49676995)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna341-HisGTG (30534496-30534567)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3413-HisGTG (50999470-50999541)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3418-HisGTG (51001519-51001590)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3423-HisGTG (51003568-51003639)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3431-HisGTG (51006641-51006712)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3517-HisGTG (51950523-51950594)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3806-HisGTG (54039909-54039980)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3844-HisGTG (54720954-54721025)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna3853-HisGTG (54723964-54724035)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4313-HisGTG (57229205-57229276)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4450-HisGTG (57158016-57157945)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4453-HisGTG (57156985-57156914)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4609-HisGTG (56576360-56576289)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4615-HisGTG (56574300-56574229)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4618-HisGTG (56573269-56573198)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4621-HisGTG (56572238-56572167)  His (GTG) 72 bp  Sc: 66.12 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4624-HisGTG (56571207-56571136)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4627-HisGTG (56570176-56570105)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4630-HisGTG (56569145-56569074)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4639-HisGTG (56526500-56526429)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4931-HisGTG (55372776-55372705)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna4933-HisGTG (55363517-55363446)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5006-HisGTG (54991684-54991613)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5009-HisGTG (54990650-54990579)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5025-HisGTG (54899805-54899734)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5247-HisGTG (53380521-53380450)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5250-HisGTG (53379490-53379419)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5253-HisGTG (53378459-53378388)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5256-HisGTG (53377428-53377357)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5710-HisGTG (49611500-49611429)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5715-HisGTG (49609463-49609392)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5718-HisGTG (49608440-49608369)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5990-HisGTG (47186899-47186828)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6270-HisGTG (44233693-44233622)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6276-HisGTG (44231631-44231560)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6778-HisGTG (41527647-41527576)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6787-HisGTG (41524556-41524485)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6857-HisGTG (40791289-40791218)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 



CGGGTCACGGCA 
>Danio_rerio_chr4.trna6903-HisGTG (40535714-40535643)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna6906-HisGTG (40534659-40534588)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7089-HisGTG (40063789-40063718)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7251-HisGTG (38331581-38331510)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7254-HisGTG (38329656-38329585)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7257-HisGTG (38328625-38328554)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7260-HisGTG (38327594-38327523)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7263-HisGTG (38326564-38326493)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7269-HisGTG (38324502-38324431)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7272-HisGTG (38323471-38323400)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7278-HisGTG (38321409-38321338)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7284-HisGTG (38319355-38319284)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7290-HisGTG (38317293-38317222)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7293-HisGTG (38316262-38316191)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7295-HisGTG (38315237-38315166)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7298-HisGTG (38314206-38314135)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7301-HisGTG (38313173-38313102)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7304-HisGTG (38312142-38312071)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7319-HisGTG (38306987-38306916)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7322-HisGTG (38305955-38305884)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7708-HisGTG (34469340-34469269)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7711-HisGTG (34468309-34468238)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 



>Danio_rerio_chr4.trna7714-HisGTG (34467278-34467207)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7717-HisGTG (34466277-34466206)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna7807-HisGTG (33921488-33921417)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8085-HisGTG (31767214-31767143)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8088-HisGTG (31766183-31766112)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8091-HisGTG (31765152-31765081)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8094-HisGTG (31764121-31764050)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8121-HisGTG (31421470-31421399)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8124-HisGTG (31420439-31420368)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8430-HisGTG (29438815-29438744)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8433-HisGTG (29437783-29437712)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8436-HisGTG (29436752-29436681)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8439-HisGTG (29435721-29435650)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8445-HisGTG (29433659-29433588)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8448-HisGTG (29432628-29432557)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8451-HisGTG (29431597-29431526)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8457-HisGTG (29429537-29429466)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8460-HisGTG (29428508-29428437)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8463-HisGTG (29427477-29427406)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8466-HisGTG (29426446-29426375)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8469-HisGTG (29425415-29425344)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8472-HisGTG (29424384-29424313)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna8478-HisGTG (29422324-29422253)  His (GTG) 72 bp  Sc: 66.12 



GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr8.trna71-HisGTG (24511094-24511165)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA10.trna12-HisGTG (27276-27347)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_NA297.trna16-HisGTG (32178-32249)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3470.trna135-HisGTG (281192-281121)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3470.trna138-HisGTG (280162-280091)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3472.trna13-HisGTG (94912-94983)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3472.trna28-HisGTG (107694-107765)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3473.trna15-HisGTG (43408-43479)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATTGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3494.trna48-HisGTG (215894-215823)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3494.trna8-HisGTG (57088-57159)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna138-HisGTG (918258-918187)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3503.trna290-HisGTG (105503-105432)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna32-HisGTG (178906-178977)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna36-HisGTG (180371-180442)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna42-HisGTG (182429-182500)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3514.trna48-HisGTG (184491-184562)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna107-HisGTG (523122-523193)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3530.trna110-HisGTG (524153-524224)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3536.trna77-HisGTG (353181-353110)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3554.trna99-HisGTG (223728-223657)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3561.trna51-HisGTG (45541-45470)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_Zv9_scaffold3561.trna57-HisGTG (43480-43409)  His (GTG) 72 bp  Sc: 66.12 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 



CGGGTCACGGCA 
>Danio_rerio_chr4.trna2515-HisGTG (45721281-45721352)  His (GTG) 72 bp  Sc: 67.51 
GCCGTGATCGTATAGTGGTTAGTACTCTGCGTTGTGACCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna5002-HisGTG (54993151-54993080)  His (GTG) 72 bp  Sc: 67.62 
GCCGTGATCGTACAGTGGTTAGTACTCTGCGTTGTGGCCGCAGCAACCCCGGTTCGAATC 
CGGGTCACGGCA 
>Danio_rerio_chr4.trna1996-IleAAT (41784336-41784409)  Ile (AAT) 74 bp  Sc: 49.65 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGGTAATAATGCCAAGGTCGTGGGTTTGAT 
CCCCGTACTGGACA 
>Danio_rerio_Zv9_scaffold3538.trna31-IleAAT (163781-163708)  Ile (AAT) 74 bp  Sc: 51.90 
GGCTGGTTAGCTCAGCTGCTTACAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTATTGGGCA 
>Danio_rerio_chr4.trna1090-IleAAT (36085828-36085901)  Ile (AAT) 74 bp  Sc: 53.41 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAA 
CTTCGTACTGGATA 
>Danio_rerio_chr4.trna2365-IleAAT (44252821-44252894)  Ile (AAT) 74 bp  Sc: 53.41 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAA 
CTTCGTACTGGATA 
>Danio_rerio_chr4.trna4289-IleAAT (57171936-57172009)  Ile (AAT) 74 bp  Sc: 53.41 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAA 
CTTCGTACTGGATA 
>Danio_rerio_chr6.trna332-IleAAT (34105696-34105615)  Ile (AAT) 82 bp  Sc: 54.53 
GGTCGCGTGGCTGAGCGGTCTAAGGCGCTGGATTAATGCTCCAGTCTCTTCGGGGGCGTG 
GGTTAGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna34-IleAAT (162588-162515)  Ile (AAT) 74 bp  Sc: 55.09 
GGCTGGTTAGCTCAGCTGCTTACAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
GCCCTTACTGGCCA 
>Danio_rerio_chr4.trna2363-IleAAT (44252384-44252457)  Ile (AAT) 74 bp  Sc: 55.41 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGTTAATAACGCCAGGGGCGCGGGTCCAAT 
CCCCGTAATGGCCA 
>Danio_rerio_chr4.trna4287-IleAAT (57171500-57171573)  Ile (AAT) 74 bp  Sc: 55.41 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGTTAATAACGCCAGGGGCGCGGGTCCAAT 
CCCCGTAATGGCCA 
>Danio_rerio_chr4.trna7454-IleAAT (37486822-37486749)  Ile (AAT) 74 bp  Sc: 55.41 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGTTAATAACGCCAGGGGCGCGGGTCCAAT 
CCCCGTAATGGCCA 
>Danio_rerio_Zv9_scaffold3453.trna9-IleAAT (77413-77486)  Ile (AAT) 74 bp  Sc: 55.41 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGTTAATAACGCCAGGGGCGCGGGTCCAAT 
CCCCGTAATGGCCA 
>Danio_rerio_Zv9_scaffold3530.trna85-IleAAT (455278-455351)  Ile (AAT) 74 bp  Sc: 55.88 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGCAGCGGTTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr25.trna232-IleAAT (12992914-12992841)  Ile (AAT) 74 bp  Sc: 56.07 
GGCCGGTTAGGTCAGCTGGTTAGAACGTGGTGCTAATAACGCCAAGGTTGCAAGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3473.trna117-IleAAT (31079-31006)  Ile (AAT) 74 bp  Sc: 56.39 
GGCCGGTTAGCTCAGCTGCTTAGAGCGTGGTGCTAATATTGCCAAGGTCGCGGGTTTGAT 
TCCCGTACTGGCTA 
>Danio_rerio_chr3.trna87-IleAAT (9464765-9464838)  Ile (AAT) 74 bp  Sc: 56.49 
GGCCGGTTAGCTCAGCTGGTTAGAGCGCGGTGCTAATAACGCCAAGGTCGCGGGTTCTAT 
CCCCGTGCTGGACA 
>Danio_rerio_chr4.trna5948-IleAAT (47676003-47675930)  Ile (AAT) 74 bp  Sc: 56.49 
GGCCGGTTAGCTCAGCTGGTTAGAGCGCGGTGCTAATAACGCCAAGGTCGCGGGTTCTAT 
CCCCGTGCTGGACA 
>Danio_rerio_chr4.trna6180-IleAAT (45020445-45020372)  Ile (AAT) 74 bp  Sc: 56.56 
GGCCGGTTAGCTCAGCTATTCAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr4.trna6183-IleAAT (45019245-45019172)  Ile (AAT) 74 bp  Sc: 56.56 
GGCCGGTTAGCTCAGCTATTCAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr4.trna6186-IleAAT (45018045-45017972)  Ile (AAT) 74 bp  Sc: 56.56 
GGCCGGTTAGCTCAGCTATTCAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr4.trna6189-IleAAT (45016845-45016772)  Ile (AAT) 74 bp  Sc: 56.56 
GGCCGGTTAGCTCAGCTATTCAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGAT 
CCACGTACTGGCCA 



>Danio_rerio_Zv9_NA251.trna4-IleAAT (19653-19726)  Ile (AAT) 74 bp  Sc: 57.22 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAGGGGCGCGGGTCCAAT 
CCCCGTAATGGCCA 
>Danio_rerio_chr4.trna4294-IleAAT (57174353-57174426)  Ile (AAT) 74 bp  Sc: 57.35 
GCCTGGTTAGCTCAGCTGGTTAAAGCGTGGCGCTAATAACGCCAAGGTCGCGGGTTCAAT 
CTTCGTACTGGATA 
>Danio_rerio_chr4.trna4297-IleAAT (57175540-57175613)  Ile (AAT) 74 bp  Sc: 57.67 
GGCTGGTAAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGCCCA 
>Danio_rerio_Zv9_NA109.trna11-IleAAT (4579-4506)  Ile (AAT) 74 bp  Sc: 57.93 
GGCCGGTTAGCACAGCAGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTAGCCA 
>Danio_rerio_chr4.trna528-IleAAT (31444347-31444420)  Ile (AAT) 74 bp  Sc: 58.00 
GGCCGGTTAGCTCAGCTGGTTAGAGCGAAGTGCTAATAACGCCAAGGGCGCGGGTTCGAT 
CTCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3530.trna279-IleAAT (1096914-1096841)  Ile (AAT) 74 bp  Sc: 58.24 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CTTCGTACTGGATA 
>Danio_rerio_chr4.trna7065-IleAAT (40203503-40203431)  Ile (AAT) 73 bp  Sc: 58.37 
GCCTCGTTGTCGCAGTAGGCAGCGCGTCAGTCTAATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACAGGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna11-IleAAT (26049-26121)  Ile (AAT) 73 bp  Sc: 58.37 
GCCTCGTTGTCGCAGTAGGCAGCGCGTCAGTCTAATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACAGGGGGCA 
>Danio_rerio_chr4.trna4426-IleAAT (57218714-57218641)  Ile (AAT) 74 bp  Sc: 58.65 
GGCCGGTTAGCTCAGCTATTTAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr3.trna219-IleAAT (37595812-37595885)  Ile (AAT) 74 bp  Sc: 58.83 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTAGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr3.trna245-IleAAT (37607612-37607685)  Ile (AAT) 74 bp  Sc: 58.83 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTAGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr3.trna248-IleAAT (37608798-37608871)  Ile (AAT) 74 bp  Sc: 58.83 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTAGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr4.trna2370-IleAAT (44255251-44255324)  Ile (AAT) 74 bp  Sc: 58.90 
GGCCGGTAAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGCCCA 
>Danio_rerio_chr4.trna7461-IleAAT (37483951-37483878)  Ile (AAT) 74 bp  Sc: 58.90 
GGCCGGTAAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGCCCA 
>Danio_rerio_Zv9_NA251.trna12-IleAAT (22286-22359)  Ile (AAT) 74 bp  Sc: 58.90 
GGCCGGTAAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGCCCA 
>Danio_rerio_chr4.trna3620-IleAAT (52641689-52641762)  Ile (AAT) 74 bp  Sc: 58.90 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCAGGTTCGCT 
CCCCGTACTGTCCA 
>Danio_rerio_chr23.trna9-IleAAT (1703477-1703550)  Ile (AAT) 74 bp  Sc: 59.02 
GGCCGGTTAGCTCAGCTGGTTAGAATGTGGTGCTAATAACGCCAAGGACGCGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr4.trna5951-IleAAT (47674818-47674745)  Ile (AAT) 74 bp  Sc: 59.26 
GGCCGGTTAGCTCAGCTGGTTAGAGCGAAGTGCTAATAATGCCAAGGGCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr5.trna445-IleAAT (54349875-54349948)  Ile (AAT) 74 bp  Sc: 60.20 
GACCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGGCAAGGTTACGCGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna230-IleAAT (37600540-37600613)  Ile (AAT) 74 bp  Sc: 61.45 
GGCCGGTTAGTTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr4.trna5606-IleAAT (50171947-50171874)  Ile (AAT) 74 bp  Sc: 61.45 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAATGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGACT 
>Danio_rerio_chr25.trna192-IleAAT (25869967-25869894)  Ile (AAT) 74 bp  Sc: 61.49 
GGCCGATTAGCTCAGCTGGTTAGAGCGTGGTTCTAATAACGCCAAGGTCGTGGGTTTGAT 
CCCCATACTGGCCA 
>Danio_rerio_Zv9_scaffold3530.trna276-IleAAT (1098104-1098031)  Ile (AAT) 74 bp  Sc: 61.68 



GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CACTGTACTGGCCA 
>Danio_rerio_chr4.trna6192-IleAAT (45015641-45015568)  Ile (AAT) 74 bp  Sc: 61.77 
AGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACGCCAAGGTCGCGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5481-IleAAT (52001462-52001389)  Ile (AAT) 74 bp  Sc: 62.26 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTAGTGATAATAATGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4162-IleAAT (56538035-56538108)  Ile (AAT) 74 bp  Sc: 62.38 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 
CCCCGTAATGGCTA 
>Danio_rerio_Zv9_scaffold3536.trna59-IleAAT (361483-361556)  Ile (AAT) 74 bp  Sc: 62.41 
GGCCGGTTAGCTCAGCTGCTTAGGGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCAGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna67-IleAAT (365477-365550)  Ile (AAT) 74 bp  Sc: 62.41 
GGCCGGTTAGCTCAGCTGCTTAGGGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCAGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna70-IleAAT (366675-366748)  Ile (AAT) 74 bp  Sc: 62.41 
GGCCGGTTAGCTCAGCTGCTTAGGGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCAGTACTGGCCA 
>Danio_rerio_chr4.trna5175-IleAAT (54191394-54191321)  Ile (AAT) 74 bp  Sc: 62.64 
GGCCGGTTGGCTCAGCTGGTTAGAGCGTGGTACTAATAATGCCAAGGTCGGGGGTTTGAT 
CCCCGTACTTGCCA 
>Danio_rerio_chr3.trna222-IleAAT (37596997-37597070)  Ile (AAT) 74 bp  Sc: 62.82 
GGCCGGTTAGCTCAGCTGGCTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_Zv9_scaffold3480.trna73-IleAAT (300754-300827)  Ile (AAT) 74 bp  Sc: 62.91 
GGCTGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAATGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGACA 
>Danio_rerio_chr4.trna4048-IleAAT (55796495-55796568)  Ile (AAT) 74 bp  Sc: 63.14 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAAGGCCAAGGTCGCGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna165-IleAAT (40040-39967)  Ile (AAT) 74 bp  Sc: 63.19 
GGCCTGTTAGCTCAGTTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGTGGGTTCGAT 
CCCCGTACTGGCTA 
>Danio_rerio_Zv9_scaffold3530.trna87-IleAAT (456483-456556)  Ile (AAT) 74 bp  Sc: 63.20 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCTGGTTCAAT 
CCCCGTACTGGTGA 
>Danio_rerio_chr4.trna1999-IleAAT (41785524-41785597)  Ile (AAT) 74 bp  Sc: 63.60 
GCCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGACCA 
>Danio_rerio_chr4.trna5645-IleAAT (49664258-49664185)  Ile (AAT) 74 bp  Sc: 63.79 
GGCCGGTTATCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTCCCGGGTTCGAT 
CCCCGTAATGGCCA 
>Danio_rerio_Zv9_scaffold3482.trna31-IleAAT (100490-100417)  Ile (AAT) 74 bp  Sc: 64.13 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAATGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGACA 
>Danio_rerio_Zv9_scaffold3494.trna169-IleAAT (37063-36990)  Ile (AAT) 74 bp  Sc: 64.16 
GGCGCTGTGGCTCAGTTGGTCAAAGTGCCTGTCTAATAAACAGGAGATCCTGGCTTTGAA 
TTCCAGCAGTGCCT 
>Danio_rerio_Zv9_scaffold3514.trna114-IleAAT (108878-108797)  Ile (AAT) 82 bp  Sc: 64.36 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAATGCTCTAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna96-IleAAT (116575-116494)  Ile (AAT) 82 bp  Sc: 64.36 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAATGCTCTAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5622-IleAAT (50164427-50164354)  Ile (AAT) 74 bp  Sc: 64.80 
GACCGGTTAGCCTAGCTGGTTAGAGCGTAGTGCTAATAACGCCAAGGTCACGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1697-IleAAT (40081364-40081437)  Ile (AAT) 74 bp  Sc: 65.03 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCTA 
>Danio_rerio_Zv9_NA109.trna14-IleAAT (3394-3321)  Ile (AAT) 74 bp  Sc: 65.03 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCTA 
>Danio_rerio_Zv9_NA109.trna2-IleAAT (8182-8109)  Ile (AAT) 74 bp  Sc: 65.03 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 



CCCCGTACTGGCTA 
>Danio_rerio_Zv9_scaffold3473.trna78-IleAAT (248530-248457)  Ile (AAT) 74 bp  Sc: 65.03 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCTA 
>Danio_rerio_Zv9_scaffold3554.trna17-IleAAT (230321-230394)  Ile (AAT) 74 bp  Sc: 65.03 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACACCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCTA 
>Danio_rerio_chr3.trna227-IleAAT (37599353-37599426)  Ile (AAT) 74 bp  Sc: 65.27 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr3.trna236-IleAAT (37602910-37602983)  Ile (AAT) 74 bp  Sc: 65.27 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr3.trna270-IleAAT (39002557-39002630)  Ile (AAT) 74 bp  Sc: 65.48 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTGGCCGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_Zv9_NA772.trna2-IleAAT (28819-28746)  Ile (AAT) 74 bp  Sc: 65.64 
GGCCGGTTAGCTCAGCTGGTTAGGGCGTAGTGCTAATAACGCCAAGGTCGCGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr5.trna448-IleAAT (54351074-54351147)  Ile (AAT) 74 bp  Sc: 65.65 
GACCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGCGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna72-IleAAT (9458785-9458858)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5890-IleAAT (47700564-47700491)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5896-IleAAT (47698165-47698092)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5902-IleAAT (47695766-47695693)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5910-IleAAT (47692181-47692108)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5921-IleAAT (47687398-47687325)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5933-IleAAT (47682600-47682527)  Ile (AAT) 74 bp  Sc: 65.70 
GGTAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5614-IleAAT (50168028-50167955)  Ile (AAT) 74 bp  Sc: 66.08 
GGCCGGTTAGCTCAGCTGGTTAGGGGGTGGTGCTAATAACGCCAAGGTAGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna233-IleAAT (37601725-37601798)  Ile (AAT) 74 bp  Sc: 66.74 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr3.trna251-IleAAT (37609982-37610055)  Ile (AAT) 74 bp  Sc: 66.74 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAG 
CTCCGTATTGGCCA 
>Danio_rerio_chr4.trna3628-IleAAT (52645278-52645351)  Ile (AAT) 74 bp  Sc: 67.15 
GGCCGGTCAGCTTAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3631-IleAAT (52646487-52646560)  Ile (AAT) 74 bp  Sc: 67.15 
GGCCGGTCAGCTTAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5513-IleAAT (51934344-51934271)  Ile (AAT) 74 bp  Sc: 67.31 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAATAACGCCAAGGTAGCGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr4.trna5518-IleAAT (51931941-51931868)  Ile (AAT) 74 bp  Sc: 67.31 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAATAACGCCAAGGTAGCGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr3.trna84-IleAAT (9463572-9463645)  Ile (AAT) 74 bp  Sc: 67.35 
GGCTGGTTAGCTCAGCTGGTTAGAGCAAGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 



>Danio_rerio_chr4.trna540-IleAAT (31664962-31665035)  Ile (AAT) 74 bp  Sc: 67.39 
GGCCGGTTAGCTCAGCTGGTTAGAGAGTGATGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna417-IleAAT (39073855-39073928)  Ile (AAT) 74 bp  Sc: 67.46 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAATAACGCCTAGGTTGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr4.trna6842-IleAAT (40874117-40874044)  Ile (AAT) 74 bp  Sc: 67.47 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGGGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3473.trna69-IleAAT (252662-252589)  Ile (AAT) 74 bp  Sc: 67.70 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGATCGTGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr4.trna1752-IleAAT (40542732-40542805)  Ile (AAT) 74 bp  Sc: 67.83 
GGCAGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna513-IleAAT (31438351-31438424)  Ile (AAT) 74 bp  Sc: 67.90 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGATTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5556-IleAAT (50878065-50877992)  Ile (AAT) 74 bp  Sc: 68.21 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACGCCAAGGTCGCGGATTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr22.trna853-IleAAT (21553263-21553192)  Ile (AAT) 72 bp  Sc: 68.37 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCAATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna3634-IleAAT (52647721-52647794)  Ile (AAT) 74 bp  Sc: 68.53 
GGCCAGTTAGCTCAGCTGGTTAGAGCGTGTTGCTAATAACGCCAAGGTCGCAGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5945-IleAAT (47677196-47677123)  Ile (AAT) 74 bp  Sc: 68.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCAAGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna7243-IleAAT (38779162-38779089)  Ile (AAT) 74 bp  Sc: 68.65 
GGCCGGTCAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5648-IleAAT (49663047-49662974)  Ile (AAT) 74 bp  Sc: 68.82 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr5.trna451-IleAAT (54352273-54352346)  Ile (AAT) 74 bp  Sc: 69.08 
TGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCG 
>Danio_rerio_Zv9_NA10.trna53-IleAAT (5885-5812)  Ile (AAT) 74 bp  Sc: 69.21 
GGCCGGTTAGCTCAGCAGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTGGCCA 
>Danio_rerio_chr8.trna727-IleAAT (40530149-40530076)  Ile (AAT) 74 bp  Sc: 69.51 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGTCCA 
>Danio_rerio_chr4.trna3625-IleAAT (52644085-52644158)  Ile (AAT) 74 bp  Sc: 69.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3482.trna28-IleAAT (101701-101628)  Ile (AAT) 74 bp  Sc: 69.72 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGTGGGTTCGAT 
CCCTATACTGGCCA 
>Danio_rerio_chr4.trna5515-IleAAT (51933147-51933074)  Ile (AAT) 74 bp  Sc: 69.92 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGTCCA 
>Danio_rerio_chr4.trna5377-IleAAT (52681035-52680962)  Ile (AAT) 74 bp  Sc: 70.01 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAATGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4423-IleAAT (57219920-57219847)  Ile (AAT) 74 bp  Sc: 70.09 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr4.trna5475-IleAAT (52003864-52003791)  Ile (AAT) 74 bp  Sc: 70.09 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_chr4.trna6177-IleAAT (45021645-45021572)  Ile (AAT) 74 bp  Sc: 70.09 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCACGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3530.trna350-IleAAT (509569-509496)  Ile (AAT) 74 bp  Sc: 70.28 



GGCCGGTAAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr25.trna160-IleAAT (26025876-26025803)  Ile (AAT) 74 bp  Sc: 70.42 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACACCAAGGTCGCGGGTTCGTT 
ACCCGTACTGGCCA 
>Danio_rerio_chr4.trna3300-IleAAT (50109700-50109773)  Ile (AAT) 74 bp  Sc: 70.46 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGATGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA251.trna9-IleAAT (21287-21360)  Ile (AAT) 74 bp  Sc: 70.46 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGATGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna7246-IleAAT (38777966-38777893)  Ile (AAT) 74 bp  Sc: 70.50 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCACGGGTTCGAT 
GCCCTTACTGGCCA 
>Danio_rerio_chr4.trna6389-IleAAT (43798909-43798836)  Ile (AAT) 74 bp  Sc: 70.86 
GACCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACGCCAAGGTCACGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4105-IleAAT (56449365-56449438)  Ile (AAT) 74 bp  Sc: 71.05 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAATGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3622-IleAAT (52642881-52642954)  Ile (AAT) 74 bp  Sc: 71.59 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCTAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr25.trna156-IleAAT (26030370-26030297)  Ile (AAT) 74 bp  Sc: 71.74 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGTT 
ACCCGTACTGGCCA 
>Danio_rerio_chr4.trna4159-IleAAT (56536849-56536922)  Ile (AAT) 74 bp  Sc: 71.82 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTTGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna275-IleAAT (39005302-39005375)  Ile (AAT) 74 bp  Sc: 72.46 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTGGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr25.trna165-IleAAT (26009854-26009781)  Ile (AAT) 74 bp  Sc: 72.68 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCTGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr4.trna6074-IleAAT (45988217-45988144)  Ile (AAT) 74 bp  Sc: 72.85 
GGCCAGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGTCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5510-IleAAT (51935549-51935476)  Ile (AAT) 74 bp  Sc: 72.94 
GGCTGGTTAGCTCAGCTGGTTAGAGCCTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5374-IleAAT (52682236-52682163)  Ile (AAT) 74 bp  Sc: 72.95 
GGCCGGTCAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5915-IleAAT (47689796-47689723)  Ile (AAT) 74 bp  Sc: 72.95 
GGCCGGTTAGCTCAGCTAGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5942-IleAAT (47678395-47678322)  Ile (AAT) 74 bp  Sc: 72.95 
GGCCGGTTAGCTCAGCTAGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6839-IleAAT (40875325-40875252)  Ile (AAT) 74 bp  Sc: 72.96 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTAGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5519-IleAAT (51930739-51930666)  Ile (AAT) 74 bp  Sc: 73.11 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCATGGGTTTGAT 
CCCCATACTGGCCA 
>Danio_rerio_chr4.trna1880-IleAAT (41028934-41029007)  Ile (AAT) 74 bp  Sc: 73.24 
GGCCGTTTGGCTCAGCTGGTTAGAGCGTGGTGCTAATATCGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5504-IleAAT (51937946-51937873)  Ile (AAT) 74 bp  Sc: 73.55 
AGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGCACTGGCCA 
>Danio_rerio_Zv9_scaffold3480.trna76-IleAAT (301941-302014)  Ile (AAT) 74 bp  Sc: 73.58 
GGCCGGTTAGCTCAGCTGGTTAGATCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3482.trna34-IleAAT (99300-99227)  Ile (AAT) 74 bp  Sc: 73.58 
GGCCGGTTAGCTCAGCTGGTTAGATCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 



CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6262-IleAAT (44395439-44395366)  Ile (AAT) 74 bp  Sc: 73.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGAGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna504-IleAAT (31434743-31434816)  Ile (AAT) 74 bp  Sc: 73.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTGGCCA 
>Danio_rerio_chr4.trna507-IleAAT (31435949-31436022)  Ile (AAT) 74 bp  Sc: 73.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTGGCCA 
>Danio_rerio_chr4.trna519-IleAAT (31440759-31440832)  Ile (AAT) 74 bp  Sc: 73.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTGGCCA 
>Danio_rerio_chr4.trna522-IleAAT (31441962-31442035)  Ile (AAT) 74 bp  Sc: 73.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCATACTGGCCA 
>Danio_rerio_Zv9_scaffold3530.trna347-IleAAT (510754-510681)  Ile (AAT) 74 bp  Sc: 73.88 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCAGTACTGGCCA 
>Danio_rerio_chr4.trna6039-IleAAT (46634100-46634027)  Ile (AAT) 74 bp  Sc: 73.88 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr4.trna881-IleAAT (33842392-33842465)  Ile (AAT) 74 bp  Sc: 73.91 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTGTTGGCCA 
>Danio_rerio_chr4.trna3707-IleAAT (53386872-53386945)  Ile (AAT) 74 bp  Sc: 73.96 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTTGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6381-IleAAT (43806146-43806073)  Ile (AAT) 74 bp  Sc: 74.02 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAACGTCGCGGGTTCGAG 
CCCCGTACTGGCCA 
>Danio_rerio_chr5.trna442-IleAAT (54348673-54348746)  Ile (AAT) 74 bp  Sc: 74.22 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGTGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr5.trna454-IleAAT (54353475-54353548)  Ile (AAT) 74 bp  Sc: 74.22 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGTGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4156-IleAAT (56535649-56535722)  Ile (AAT) 74 bp  Sc: 74.32 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCTAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA10.trna59-IleAAT (3488-3415)  Ile (AAT) 74 bp  Sc: 74.32 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCTAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna56-IleAAT (360283-360356)  Ile (AAT) 74 bp  Sc: 74.46 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGCTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3503.trna12-IleAAT (128422-128495)  Ile (AAT) 74 bp  Sc: 74.53 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCACGGGTTCGAT 
CCCTGTACTGGCCA 
>Danio_rerio_chr4.trna887-IleAAT (33844796-33844869)  Ile (AAT) 74 bp  Sc: 74.58 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAATGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna893-IleAAT (33847198-33847271)  Ile (AAT) 74 bp  Sc: 74.65 
GGCCGGTTAGCTCAGCTGGTTAGAGtgttgtGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3967-IleAAT (55378604-55378677)  Ile (AAT) 74 bp  Sc: 74.66 
GGCCAGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3552-IleAAT (52453006-52453079)  Ile (AAT) 74 bp  Sc: 74.76 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGTCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA10.trna56-IleAAT (4686-4613)  Ile (AAT) 74 bp  Sc: 75.74 
GGCGGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA10.trna62-IleAAT (2289-2216)  Ile (AAT) 74 bp  Sc: 75.74 
GGCGGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 



>Danio_rerio_Zv9_scaffold3473.trna75-IleAAT (249715-249642)  Ile (AAT) 74 bp  Sc: 75.74 
GGCGGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr25.trna167-IleAAT (26007619-26007546)  Ile (AAT) 74 bp  Sc: 75.91 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCTAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3472.trna77-IleAAT (87871-87798)  Ile (AAT) 74 bp  Sc: 76.12 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3473.trna66-IleAAT (253866-253793)  Ile (AAT) 74 bp  Sc: 76.12 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTCGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6375-IleAAT (43816296-43816223)  Ile (AAT) 74 bp  Sc: 76.24 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAATGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6378-IleAAT (43815095-43815022)  Ile (AAT) 74 bp  Sc: 76.24 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAATGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3713-IleAAT (53389257-53389330)  Ile (AAT) 74 bp  Sc: 76.30 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTAGTGCTAATAATGCTAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4292-IleAAT (57173157-57173230)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5501-IleAAT (51939154-51939081)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5619-IleAAT (50165628-50165555)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5905-IleAAT (47694567-47694494)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna890-IleAAT (33845996-33846069)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA10.trna65-IleAAT (1093-1020)  Ile (AAT) 74 bp  Sc: 76.57 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGTGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna23-IleAAT (221738-221811)  Ile (AAT) 74 bp  Sc: 76.64 
GGCCAGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACTCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1886-IleAAT (41031352-41031425)  Ile (AAT) 74 bp  Sc: 76.70 
GGCCGGTTAGCTTAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5611-IleAAT (50169231-50169158)  Ile (AAT) 74 bp  Sc: 77.31 
GGCCGGTTAGCTCAGCTGGTTAGGGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1883-IleAAT (41030144-41030217)  Ile (AAT) 74 bp  Sc: 77.47 
GGCCGGTTGGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCTCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna162-IleAAT (41226-41153)  Ile (AAT) 74 bp  Sc: 77.62 
GGCCTGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna279-IleAAT (39008475-39008548)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna291-IleAAT (39014140-39014213)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna295-IleAAT (39016028-39016101)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna299-IleAAT (39017916-39017989)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna303-IleAAT (39019804-39019877)  Ile (AAT) 74 bp  Sc: 78.13 



GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna307-IleAAT (39021692-39021765)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna311-IleAAT (39023580-39023653)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna315-IleAAT (39025469-39025542)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna319-IleAAT (39027357-39027430)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna323-IleAAT (39029245-39029318)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna327-IleAAT (39031133-39031206)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna331-IleAAT (39033021-39033094)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna335-IleAAT (39034909-39034982)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna339-IleAAT (39036797-39036870)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna343-IleAAT (39038685-39038758)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna347-IleAAT (39040574-39040647)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna351-IleAAT (39042462-39042535)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna355-IleAAT (39044350-39044423)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna359-IleAAT (39046237-39046310)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna363-IleAAT (39048125-39048198)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna371-IleAAT (39051902-39051975)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna375-IleAAT (39053789-39053862)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna383-IleAAT (39057563-39057636)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna387-IleAAT (39059451-39059524)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna391-IleAAT (39061340-39061413)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna395-IleAAT (39063228-39063301)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna399-IleAAT (39065116-39065189)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 



CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna403-IleAAT (39067004-39067077)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna407-IleAAT (39068892-39068965)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna414-IleAAT (39072654-39072727)  Ile (AAT) 74 bp  Sc: 78.13 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr4.trna5478-IleAAT (52002666-52002593)  Ile (AAT) 74 bp  Sc: 78.19 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCT 
>Danio_rerio_chr25.trna168-IleAAT (25993201-25993128)  Ile (AAT) 74 bp  Sc: 78.19 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna228-IleAAT (12994824-12994751)  Ile (AAT) 74 bp  Sc: 78.24 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna230-IleAAT (12993870-12993797)  Ile (AAT) 74 bp  Sc: 78.24 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
ACCCGTACTGGCCA 
>Danio_rerio_chr4.trna1877-IleAAT (41027731-41027804)  Ile (AAT) 74 bp  Sc: 78.61 
GGCCGGTTGGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTTGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna287-IleAAT (39012252-39012325)  Ile (AAT) 74 bp  Sc: 78.78 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCACGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_chr3.trna283-IleAAT (39010364-39010437)  Ile (AAT) 74 bp  Sc: 78.88 
GGCCAGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTATTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna153-IleAAT (44816-44743)  Ile (AAT) 74 bp  Sc: 79.15 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna156-IleAAT (43622-43549)  Ile (AAT) 74 bp  Sc: 79.15 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna62-IleAAT (362681-362754)  Ile (AAT) 74 bp  Sc: 79.40 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna72-IleAAT (367863-367936)  Ile (AAT) 74 bp  Sc: 79.40 
GGCCGGTTAGCTCAGCTGGTTAGAGTGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna6384-IleAAT (43804945-43804872)  Ile (AAT) 74 bp  Sc: 79.45 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna367-IleAAT (39050014-39050087)  Ile (AAT) 74 bp  Sc: 79.51 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
TCCCGTATTGGCCA 
>Danio_rerio_chr3.trna379-IleAAT (39055677-39055750)  Ile (AAT) 74 bp  Sc: 79.51 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAG 
TCCCGTATTGGCCA 
>Danio_rerio_chr4.trna4153-IleAAT (56534450-56534523)  Ile (AAT) 74 bp  Sc: 79.65 
GGCTGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr25.trna158-IleAAT (26028207-26028134)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna162-IleAAT (26015735-26015662)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna170-IleAAT (25991037-25990964)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna172-IleAAT (25988872-25988799)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 



>Danio_rerio_chr25.trna174-IleAAT (25987070-25986997)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna176-IleAAT (25976701-25976628)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna178-IleAAT (25974536-25974463)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna180-IleAAT (25973167-25973094)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna182-IleAAT (25971002-25970929)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna184-IleAAT (25968838-25968765)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna186-IleAAT (25967282-25967209)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr25.trna188-IleAAT (25965118-25965045)  Ile (AAT) 74 bp  Sc: 79.66 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
ACCCGTACTGGCCA 
>Danio_rerio_chr15.trna175-IleAAT (38705549-38705622)  Ile (AAT) 74 bp  Sc: 80.66 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACGGGCCA 
>Danio_rerio_chr3.trna63-IleAAT (9455188-9455261)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna66-IleAAT (9456388-9456461)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna69-IleAAT (9457588-9457661)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna75-IleAAT (9459981-9460054)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna78-IleAAT (9461177-9461250)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr3.trna81-IleAAT (9462372-9462445)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1093-IleAAT (36087057-36087130)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1688-IleAAT (40077781-40077854)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna1874-IleAAT (41026528-41026601)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna2368-IleAAT (44254053-44254126)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3303-IleAAT (50110907-50110980)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3549-IleAAT (52451807-52451880)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3555-IleAAT (52454208-52454281)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3558-IleAAT (52455408-52455481)  Ile (AAT) 74 bp  Sc: 80.87 



GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3561-IleAAT (52456608-52456681)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3564-IleAAT (52457808-52457881)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3567-IleAAT (52459014-52459087)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3570-IleAAT (52460209-52460282)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna3710-IleAAT (53388072-53388145)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna4045-IleAAT (55795310-55795383)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna501-IleAAT (31433538-31433611)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna516-IleAAT (31439557-31439630)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna525-IleAAT (31443165-31443238)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5371-IleAAT (52683435-52683362)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5608-IleAAT (50170806-50170733)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5616-IleAAT (50166830-50166757)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5887-IleAAT (47701763-47701690)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5893-IleAAT (47699364-47699291)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5899-IleAAT (47696965-47696892)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5907-IleAAT (47693380-47693307)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5913-IleAAT (47690984-47690911)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5918-IleAAT (47688597-47688524)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5924-IleAAT (47686198-47686125)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5927-IleAAT (47684999-47684926)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5930-IleAAT (47683799-47683726)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5936-IleAAT (47681407-47681334)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 



CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5939-IleAAT (47679594-47679521)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna7459-IleAAT (37485149-37485076)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna884-IleAAT (33843595-33843668)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_NA109.trna5-IleAAT (6980-6907)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3473.trna72-IleAAT (250913-250840)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3480.trna70-IleAAT (299548-299621)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna145-IleAAT (48416-48343)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna148-IleAAT (47216-47143)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3494.trna159-IleAAT (42423-42350)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3503.trna9-IleAAT (127224-127297)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3536.trna64-IleAAT (363202-363275)  Ile (AAT) 74 bp  Sc: 80.87 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5507-IleAAT (51936744-51936671)  Ile (AAT) 74 bp  Sc: 81.27 
GGCCGGTTGGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr4.trna5642-IleAAT (49665461-49665388)  Ile (AAT) 74 bp  Sc: 81.52 
GGCCGGTTAGCTCAGCTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCACGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr1.trna319-IleAAT (17836169-17836096)  Ile (AAT) 74 bp  Sc: 83.32 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr15.trna176-IleAAT (38771483-38771556)  Ile (AAT) 74 bp  Sc: 83.32 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr22.trna1001-IleAAT (2131128-2131055)  Ile (AAT) 74 bp  Sc: 83.32 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr2.trna301-IleAAT (48291146-48291073)  Ile (AAT) 74 bp  Sc: 83.32 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr6.trna78-IleAAT (26580487-26580560)  Ile (AAT) 74 bp  Sc: 83.32 
GGCCGGTTAGCTCAGTTGGTTAGAGCGTGGTGCTAATAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_chr7.trna85-IleAAT (21645042-21645126)  Ile (AAT) 85 bp  Sc: 42.37 
GCTCCAGTGGCGCAATCGGTCAGCGCGCAGTACTAATAAGACAGTACAATGTTCGAGGTG 
GTGAGTTCGAGCCTCACCTAGAGCA 
>Danio_rerio_chr4.trna7107-IleGAT (39761983-39761910)  Ile (GAT) 74 bp  Sc: 52.34 
GTTTCTGTGGTGCAATCAGTCAGCGCATTCGGCTGATAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGGAGCG 
>Danio_rerio_chr4.trna3598-IleGAT (52530133-52530206)  Ile (GAT) 74 bp  Sc: 60.32 
GTCTCTGTGGCGCAATTGGTTAGCGCGTTCGGCTGATAACTGAAGGGTTAGTGGTTCAAG 
CCCACCAAGGGACG 
>Danio_rerio_chr4.trna5612-IleGAT (50169069-50168997)  Ile (GAT) 73 bp  Sc: 62.16 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGATGATCTTAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 



>Danio_rerio_chr4.trna7193-IleGAT (39241472-39241399)  Ile (GAT) 74 bp  Sc: 62.57 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTGATACCTGAAAGGGTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna316-IleGAT (30461980-30462053)  Ile (GAT) 74 bp  Sc: 63.26 
GTCTCTGTGGTGCAATCGGTTAGCGCGTTCAGCTGATAACTGAAAGGTTGGTGGTTCAAG 
CCCACCCAGTGACG 
>Danio_rerio_Zv9_scaffold3494.trna26-IleGAT (226591-226664)  Ile (GAT) 74 bp  Sc: 67.81 
GTCTCTGTGGCGCAATCGGTTAGCGCGTACGGCTGATAACTGGATGGTTGGTGGTTCAAG 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna7815-IleGAT (33892460-33892387)  Ile (GAT) 74 bp  Sc: 70.27 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGATAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna5664-IleGAT (49650024-49649951)  Ile (GAT) 74 bp  Sc: 71.66 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGATAACTGAAAGGTTGGTGGTTCAAC 
TCCACCCAGGGACG 
>Danio_rerio_Zv9_NA580.trna11-IleGAT (12044-11971)  Ile (GAT) 74 bp  Sc: 71.66 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTGATAACTGAAAGGTTGGTGGTTCAAC 
TCCACCCAGGGACG 
>Danio_rerio_chr4.trna1636-IleTAT (39767362-39767443)  Ile (TAT) 82 bp  Sc: 47.26 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTATCCTACAGTCTCTTCGGGGGCGTG 
GGTTAGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna174-IleTAT (22249174-22249245)  Ile (TAT) 72 bp  Sc: 57.91 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGACCTATAACCCAGAGGTCGAGGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna176-IleTAT (22250237-22250308)  Ile (TAT) 72 bp  Sc: 57.91 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGACCTATAACCCAGAGGTCGAGGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_scaffold3555.trna13-IleTAT (75563-75636)  Ile (TAT) 74 bp  Sc: 61.89 
GGCGCTGTGGCTTAGCTGGTCAAAGCGCCTGCCTTATAAACAGGACATCCTGGGCTCAAA 
TCCCAGCAGCGCCT 
>Danio_rerio_chr4.trna8005-IleTAT (32348426-32348353)  Ile (TAT) 74 bp  Sc: 64.13 
GGTGCTGTGGCTTAGTTGGTCAAAGCGCCTGTCTTATTAACAGGAGATCCTGGGTTCAAC 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna8372-IleTAT (29941022-29940950)  Ile (TAT) 73 bp  Sc: 65.61 
GCCCGGATACCTCAGTCGGTAGAGCATCAGACTTATAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCAGGCA 
>Danio_rerio_Zv9_scaffold3482.trna14-IleTAT (260717-260789)  Ile (TAT) 73 bp  Sc: 65.61 
GCCCGGATACCTCAGTCGGTAGAGCATCAGACTTATAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCAGGCA 
>Danio_rerio_chr22.trna814-IleTAT (22242474-22242403)  Ile (TAT) 72 bp  Sc: 68.61 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCTATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna147-IleTAT (49130465-49130536)  Ile (TAT) 72 bp  Sc: 68.61 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCTATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna169-IleTAT (49142848-49142919)  Ile (TAT) 72 bp  Sc: 68.61 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCTATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna180-IleTAT (49149613-49149684)  Ile (TAT) 72 bp  Sc: 68.61 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCTATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna2433-IleTAT (45008785-45008857)  Ile (TAT) 73 bp  Sc: 68.64 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTTATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2522-IleTAT (45723924-45723996)  Ile (TAT) 73 bp  Sc: 78.09 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTATAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_chr4.trna8095-IleTAT (31763531-31763459)  Ile (TAT) 73 bp  Sc: 78.09 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTATAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_chr7.trna526-IleTAT (21615490-21615397)  Ile (TAT) 94 bp  Sc: 68.52 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATAAGACAGTACGATGCAGAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna76-IleTAT (21639550-21639643)  Ile (TAT) 94 bp  Sc: 43.54 
GCTCCAGTAGTGCAATCGGTCAGCGCATGATACTTATAAGACAGGACAAAGCTTAGCAAT 
GCCGAGGTTTTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna79-IleTAT (21641942-21642035)  Ile (TAT) 94 bp  Sc: 60.52 



GCTCCAGTGGCGCAATCGGTCAGCGCGTGGTATTTATATGACAGTACAATTCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna80-IleTAT (21642305-21642398)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna81-IleTAT (21642761-21642854)  Ile (TAT) 94 bp  Sc: 53.65 
GCTCCAGTGGCGCAATTGGTCAGCGCGCAGTACTTATAAAGCATTGCAATGCTCAACAAT 
GCCGAGGTGGTGAGTTCGAGCCTCACCTAGAGCA 
>Danio_rerio_chr7.trna82-IleTAT (21643369-21643462)  Ile (TAT) 94 bp  Sc: 63.38 
GCTCCAGTGGCGCAATCGGTCAGCGCATGGTACTTATAAGACAGTGCAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna84-IleTAT (21644586-21644679)  Ile (TAT) 94 bp  Sc: 62.61 
GCTCCAGTGGCGCAATCGGTCAGCGTGTGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna87-IleTAT (21645946-21646039)  Ile (TAT) 94 bp  Sc: 51.33 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGGAATTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCAAACCTCATCTGGAGCA 
>Danio_rerio_chr7.trna88-IleTAT (21646250-21646343)  Ile (TAT) 94 bp  Sc: 65.96 
GCTCCAGTGGCGCAATCGGTCAGCGTGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna90-IleTAT (21647009-21647102)  Ile (TAT) 94 bp  Sc: 51.33 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGGAATTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCAAACCTCATCTGGAGCA 
>Danio_rerio_chr7.trna92-IleTAT (21647591-21647684)  Ile (TAT) 94 bp  Sc: 62.67 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCTAT 
GCCGAGGTTGTGAGTTCGAGCCTCCCCTGGAGCA 
>Danio_rerio_chr7.trna93-IleTAT (21647894-21647987)  Ile (TAT) 94 bp  Sc: 43.42 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGTTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAAGTTGTGAGTTCGAATCTCATCTGGAGAA 
>Danio_rerio_chr7.trna94-IleTAT (21648398-21648491)  Ile (TAT) 94 bp  Sc: 60.02 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGTATTTATATGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna95-IleTAT (21648702-21648795)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna96-IleTAT (21649158-21649251)  Ile (TAT) 94 bp  Sc: 51.02 
GCTCCAGTGGCGCAATTGGTCAGCGCGCAGTACTTATAAAACAGTGCAATGCTCAACAAT 
GCCGAGGTGGTGAGTTCGAGCCTCATCTAGAGCA 
>Danio_rerio_chr7.trna97-IleTAT (21649766-21649859)  Ile (TAT) 94 bp  Sc: 63.38 
GCTCCAGTGGCGCAATCGGTCAGCGCATGGTACTTATAAGACAGTGCAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna98-IleTAT (21650679-21650772)  Ile (TAT) 94 bp  Sc: 49.63 
GCTCCAGTGGCGCAATCAGTCAGAGCGTGGTACTTATAAGACAGTACAATGTTTAGCAAT 
GCCGAGGTTGTGAGTTCGAACCTCATCTGGAGCA 
>Danio_rerio_chr7.trna99-IleTAT (21651261-21651354)  Ile (TAT) 94 bp  Sc: 67.29 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCTAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr7.trna101-IleTAT (21651822-21651915)  Ile (TAT) 94 bp  Sc: 65.33 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAACCTCACCTGGAGCA 
>Danio_rerio_chr7.trna102-IleTAT (21652257-21652350)  Ile (TAT) 94 bp  Sc: 65.96 
GCTCCAGTGGCGCAATCGGTCAGCGTGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr20.trna263-IleTAT (25994704-25994815)  Ile (TAT) 112 bp  Sc: 55.13 
GTCAAAATGGCCGAGTGGTCTAAGGTGCCAGACTTATGTTTAATCAATCTTCTCAACGTA 
TAAGGGTTCTCCTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna279-IleTAT (26000224-26000335)  Ile (TAT) 112 bp  Sc: 55.13 
GTCAAAATGGCCGAGTGGTCTAAGGTGCCAGACTTATGTTTAATCAATCTTCTCAACGTA 
TAAGGGTTCTCCTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna292-IleTAT (26004555-26004666)  Ile (TAT) 112 bp  Sc: 55.91 
GTCAAAATGGCCGAGTGGTCTAAGGTGCCAGACTTATGTTTAATCAATCTTCTCAACGTA 
TAAGGGTTCTCCTCTCAAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr12.trna93-IleTAT (26823146-26823239)  Ile (TAT) 94 bp  Sc: 68.38 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTACAATGCAGAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna105-IleTAT (33857021-33857114)  Ile (TAT) 94 bp  Sc: 58.88 
GCTCCAGTGGCGCAATCGATCAGCGCGCGGTACTTATAAGACAGTACGATGCTTAGCAAT 



GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna106-IleTAT (33857326-33857419)  Ile (TAT) 94 bp  Sc: 60.22 
GCTCCAGTGGCGCAATCGGTCAGCGCGCAGTATTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna107-IleTAT (33857630-33857723)  Ile (TAT) 94 bp  Sc: 55.26 
GCTCCAGTGGCGCTATCGGTCAGTGCGCGGTACTTATAAGACAGTACAATGATTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna108-IleTAT (33858214-33858307)  Ile (TAT) 94 bp  Sc: 60.69 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTTCTTATAAGACAGTACGATACTTAGCAAT 
GCCGAGGTTGTGAGTTCAAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna109-IleTAT (33860571-33860664)  Ile (TAT) 94 bp  Sc: 66.79 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGGCAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna110-IleTAT (33861067-33861160)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna112-IleTAT (33861954-33862047)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna113-IleTAT (33862539-33862632)  Ile (TAT) 94 bp  Sc: 54.62 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTTCTTATAAGACAGTATGATGCTTAGCAAT 
GCCGAGGTTGTGAGCTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna114-IleTAT (33862844-33862937)  Ile (TAT) 94 bp  Sc: 47.64 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATAAGACAGTACAATGCTTAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna115-IleTAT (33863427-33863520)  Ile (TAT) 94 bp  Sc: 66.79 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna116-IleTAT (33863731-33863824)  Ile (TAT) 94 bp  Sc: 47.78 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATAAGACAGTACAATGCTAAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna117-IleTAT (33864314-33864407)  Ile (TAT) 94 bp  Sc: 69.99 
GCTCCAGTGGCGCAGTCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna118-IleTAT (33864899-33864992)  Ile (TAT) 94 bp  Sc: 55.54 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGTATTTATAAGACAATTCGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCAACTGGAGCA 
>Danio_rerio_chr6.trna119-IleTAT (33865483-33865576)  Ile (TAT) 94 bp  Sc: 65.32 
GCTCCAGTGGCGCAATCGGTCAGCGTGCGGTACTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna120-IleTAT (33865788-33865881)  Ile (TAT) 94 bp  Sc: 47.78 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATAAGACAGTACAATGCTAAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna121-IleTAT (33866372-33866465)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna122-IleTAT (33866957-33867050)  Ile (TAT) 94 bp  Sc: 63.44 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGTACTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna124-IleTAT (33867844-33867937)  Ile (TAT) 94 bp  Sc: 60.33 
GCTCCAGTGGCGCAATCGGTCAGCGCGTGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna125-IleTAT (33868427-33868520)  Ile (TAT) 94 bp  Sc: 63.67 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna126-IleTAT (33869011-33869106)  Ile (TAT) 96 bp  Sc: 67.04 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACGATGCTTTTAGCA 
ATGCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna127-IleTAT (33869596-33869689)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna128-IleTAT (33869901-33869994)  Ile (TAT) 94 bp  Sc: 47.64 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATAAGACAGTACAATGCTTAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna129-IleTAT (33870485-33870578)  Ile (TAT) 94 bp  Sc: 59.51 
GCTCCAGTGGCGCAATCGATCAGCGCGCGGTACTTATAAGACAGTATGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 



>Danio_rerio_chr6.trna130-IleTAT (33871068-33871161)  Ile (TAT) 94 bp  Sc: 61.04 
GCTCTAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna131-IleTAT (33871372-33871465)  Ile (TAT) 94 bp  Sc: 46.24 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATGAGACAGTACAATGCTTAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna132-IleTAT (33871955-33872048)  Ile (TAT) 94 bp  Sc: 66.79 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna133-IleTAT (33872260-33872354)  Ile (TAT) 95 bp  Sc: 58.40 
GCTCCAGTGGTGCAATCGGTTTAGCGTGTGGTACTTATAAGACAATACGATGCTTAGCAA 
TGCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna134-IleTAT (33872845-33872938)  Ile (TAT) 94 bp  Sc: 67.42 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTATGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna136-IleTAT (33874007-33874100)  Ile (TAT) 94 bp  Sc: 63.67 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCTGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna137-IleTAT (33874311-33874404)  Ile (TAT) 94 bp  Sc: 46.24 
GCTCCAGTGGTGAAATCGGTCAGCGCGTGGAACTTATGAGACAGTACAATGCTTAACAAT 
GCTGAGGTTGTGAGTTCAAACCTCACCTGGAGCA 
>Danio_rerio_chr6.trna138-IleTAT (33874894-33874987)  Ile (TAT) 94 bp  Sc: 67.43 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACAATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr6.trna139-IleTAT (33875479-33875572)  Ile (TAT) 94 bp  Sc: 66.79 
GCTCCAGTGGCGCAATCGGTCAGCGCGCGGTACTTATAAGACAGTACGATGCTTAGCAAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr4.trna5360-IleTAT (52940326-52940238)  Ile (TAT) 89 bp  Sc: 61.44 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTATAGACTGTGAGCTGAGCCATTCAAA 
GGTTGTGAGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna4073-IleTAT (56272684-56272772)  Ile (TAT) 89 bp  Sc: 62.16 
GGCTCTGTGGTGCAATGGATAGCGCATTGGACTTATAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr13.trna509-IleTAT (8319913-8319820)  Ile (TAT) 94 bp  Sc: 67.96 
GCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATATTACAGTACGTTGCAGAGCCAT 
GCCGAGGTTGTGAGTTCGAGCCTCACCTGGAGCA 
>Danio_rerio_chr4.trna8483-LeuAAG (29295550-29295478)  Leu (AAG) 73 bp  Sc: 32.75 
GGGGAATTAGCTCAAATGGTAGAGCGCTCACTAAGCATGTAAGAGGTAGCGGGATCGATG 
CCTGCATTCTCTA 
>Danio_rerio_Zv9_NA297.trna44-LeuAAG (3853-3773)  Leu (AAG) 81 bp  Sc: 34.10 
GGTAGCGTGGCCGAGCGGTCTGAGGCGCTAGATTAAGGCTTCAGTCTCTTTAAGGTGTGG 
GCTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1104-LeuAAG (36166543-36166614)  Leu (AAG) 72 bp  Sc: 40.15 
GGCTTGTTGGTCTAGGGATATGATTCTCACTTAAGGTGCGAGAGCTCCCGGGTTCAAATC 
CTGGATGAACCC 
>Danio_rerio_chr4.trna3854-LeuAAG (54768232-54768303)  Leu (AAG) 72 bp  Sc: 41.26 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTAAGGTGCGAGAGCTCCCGGGTTAAAATC 
CTGGATGAACCA 
>Danio_rerio_chr4.trna3488-LeuAAG (51819944-51820015)  Leu (AAG) 72 bp  Sc: 42.25 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTAAGGTGCGAGAGCTCCCGGGTTTAAATC 
CTGGATGAACCA 
>Danio_rerio_chr22.trna678-LeuAAG (30690564-30690483)  Leu (AAG) 82 bp  Sc: 42.88 
GGTAACGTGGCCGAGCGGTCTAAGGTGCAGGGTTAAGGCTCCTATCTCTTTCGTGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1906-LeuAAG (41130400-41130471)  Leu (AAG) 72 bp  Sc: 46.14 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTAAGGTGCGAGAGCTCCCGGGTTCAAATC 
CTGGATGAACCC 
>Danio_rerio_chr4.trna2776-LeuAAG (47256846-47256917)  Leu (AAG) 72 bp  Sc: 46.14 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTAAGGTGCGAGAGCTCCCGGGTTCAAATC 
CTGGATGAACCC 
>Danio_rerio_chr4.trna711-LeuAAG (33466106-33466187)  Leu (AAG) 82 bp  Sc: 46.68 
GGTAGCGTGGCCGAGCGGTCTGAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5534-LeuAAG (51053438-51053367)  Leu (AAG) 72 bp  Sc: 47.43 
GGCTTGTTGGTCTAGGGATATGATTCTCGCTTAAGGTGCGAGAGCTCCTAGGTTCAAATC 
CTGGATGAACCC 
>Danio_rerio_Zv9_NA249.trna4-LeuAAG (1235-1316)  Leu (AAG) 82 bp  Sc: 48.26 



GGTAGCGTGGCCGAGCGGTCTAAGACGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7499-LeuAAG (36339437-36339356)  Leu (AAG) 82 bp  Sc: 48.95 
GGTAGCGTGGCCGAGCCGTCTAAGACGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7503-LeuAAG (36337248-36337167)  Leu (AAG) 82 bp  Sc: 48.95 
GGTAGCGTGGCCGAGCCGTCTAAGACGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna943-LeuAAG (34685142-34685223)  Leu (AAG) 82 bp  Sc: 48.95 
GGTAGCGTGGCCGAGCCGTCTAAGACGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna188-LeuAAG (1190074-1190155)  Leu (AAG) 82 bp  Sc: 48.95 
GGTAGCGTGGCCGAGCCGTCTAAGACGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna759-LeuAAG (29285488-29285406)  Leu (AAG) 83 bp  Sc: 49.42 
GTCAGGATGGCCGAGCGCTCTAAGGCGCTGCGTTAAGGTCACAGTCACTCCATGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3498.trna28-LeuAAG (176053-176134)  Leu (AAG) 82 bp  Sc: 49.52 
GGTAGTGTGGCTGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGCATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna1641-LeuAAG (39770928-39771009)  Leu (AAG) 82 bp  Sc: 49.79 
GGTAGCGTGGCCGAGAGGTCTAAGGCGCTGGATTAAGGCTCTAATCTCTTTGGTGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna702-LeuAAG (33461816-33461897)  Leu (AAG) 82 bp  Sc: 50.30 
GGTAGCGTGGCCGAGCAGTCTAAGGTGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Danio_rerio_chr22.trna224-LeuAAG (29506784-29506866)  Leu (AAG) 83 bp  Sc: 50.42 
GTCAGGATGGCCGAGCGCTCTAAGGCGCTGTGTTAAGGTCACAGTCACTCCATGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1635-LeuAAG (39767077-39767158)  Leu (AAG) 82 bp  Sc: 51.59 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGCATTAAGGCTCCAGTCTCTTCGGGTGCATG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna333-LeuAAG (34104683-34104601)  Leu (AAG) 83 bp  Sc: 52.25 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGTGCAT 
GGGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna47-LeuAAG (9388339-9388420)  Leu (AAG) 82 bp  Sc: 53.19 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTTCAATCTCTTTGGTGGTGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna79-LeuAAG (123882-123801)  Leu (AAG) 82 bp  Sc: 53.52 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna82-LeuAAG (122595-122515)  Leu (AAG) 81 bp  Sc: 53.53 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna38-LeuAAG (150884-150803)  Leu (AAG) 82 bp  Sc: 54.70 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTGGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna945-LeuAAG (34688319-34688400)  Leu (AAG) 82 bp  Sc: 54.96 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
AGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna191-LeuAAG (1193251-1193332)  Leu (AAG) 82 bp  Sc: 54.96 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
AGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna79-LeuAAG (15963-15882)  Leu (AAG) 82 bp  Sc: 54.96 
GGTAATGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna80-LeuAAG (15454-15373)  Leu (AAG) 82 bp  Sc: 54.97 
GGTAGTGTGGCCGAGCAGTCTACGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCTCTGCCA 
>Danio_rerio_chr4.trna655-LeuAAG (32822696-32822777)  Leu (AAG) 82 bp  Sc: 55.17 
GGTAGCGTGGCCGAGCGGTCTAAGTCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCATCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna100-LeuAAG (114902-114822)  Leu (AAG) 81 bp  Sc: 55.34 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGACTAAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna72-LeuAAG (126839-126759)  Leu (AAG) 81 bp  Sc: 55.34 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGACTAAGGCTCCAGTCTCTTCGGGGCGTGG 



GTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna88-LeuAAG (119914-119834)  Leu (AAG) 81 bp  Sc: 55.34 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGACTAAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna34-LeuAAG (351581-351661)  Leu (AAG) 81 bp  Sc: 55.77 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGTGTGG 
GTTCGAATTCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna36-LeuAAG (352447-352528)  Leu (AAG) 82 bp  Sc: 55.91 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTTTTCGGGGGCGTG 
GGTTAGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna107-LeuAAG (111837-111756)  Leu (AAG) 82 bp  Sc: 55.97 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna69-LeuAAG (128127-128046)  Leu (AAG) 82 bp  Sc: 55.97 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna76-LeuAAG (125169-125088)  Leu (AAG) 82 bp  Sc: 55.97 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna85-LeuAAG (121202-121121)  Leu (AAG) 82 bp  Sc: 55.97 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna97-LeuAAG (116190-116109)  Leu (AAG) 82 bp  Sc: 55.97 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_NA288.trna3-LeuAAG (1140-1221)  Leu (AAG) 82 bp  Sc: 56.05 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGAATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATTCCACCGCTGCCA 
>Danio_rerio_Zv9_NA679.trna7-LeuAAG (18150-18079)  Leu (AAG) 72 bp  Sc: 56.36 
AGCTCGTTGGTCTAGGGGTGTGATTCTCGCTTAAGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7025-LeuAAG (40273835-40273754)  Leu (AAG) 82 bp  Sc: 56.41 
GGTACTGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGAGGCATG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4217-LeuAAG (56979711-56979792)  Leu (AAG) 82 bp  Sc: 56.51 
GGTAGCGTGGCCGAGCAGTCTAAGGTGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6415-LeuAAG (43733082-43733001)  Leu (AAG) 82 bp  Sc: 56.51 
GGTAGCGTGGCCGAGCAGTCTAAGGTGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna25-LeuAAG (214968-215049)  Leu (AAG) 82 bp  Sc: 56.87 
GGTAGCATGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCTGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7131-LeuAAG (39515044-39514963)  Leu (AAG) 82 bp  Sc: 57.01 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGATGCCA 
>Danio_rerio_chr9.trna224-LeuAAG (56605474-56605555)  Leu (AAG) 82 bp  Sc: 57.08 
GGCACCATGGCTGAGTGGTCCAAGGCGCTGGATTAAGGCTCCACTCTCTTCAGCGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna3890-LeuAAG (55160253-55160334)  Leu (AAG) 82 bp  Sc: 57.10 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTATGGGGGGTTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7343-LeuAAG (38107198-38107117)  Leu (AAG) 82 bp  Sc: 57.16 
GGTAGCGTCGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCAGGGGCGTG 
GGTTCGAAACCCACCGCTGCCA 
>Danio_rerio_Zv9_NA769.trna19-LeuAAG (1679-1598)  Leu (AAG) 82 bp  Sc: 57.16 
GGTAGCGTCGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCAGGGGCGTG 
GGTTCGAAACCCACCGCTGCCA 
>Danio_rerio_chr4.trna7157-LeuAAG (39501685-39501605)  Leu (AAG) 81 bp  Sc: 57.23 
GGTAGCGTGGCCAAGCTGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr13.trna233-LeuAAG (48521109-48521190)  Leu (AAG) 82 bp  Sc: 57.33 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCAACGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna86-LeuAAG (13026-12945)  Leu (AAG) 82 bp  Sc: 57.37 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCG 



>Danio_rerio_chr4.trna7137-LeuAAG (39511969-39511888)  Leu (AAG) 82 bp  Sc: 57.38 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GATTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA297.trna41-LeuAAG (4981-4900)  Leu (AAG) 82 bp  Sc: 57.42 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGAATAAGGCTCCACTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7063-LeuAAG (40239555-40239474)  Leu (AAG) 82 bp  Sc: 57.50 
GGTAGTGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCAGGGGCGTG 
GGTTCGAATTCCAACGCTGCCA 
>Danio_rerio_chr4.trna3910-LeuAAG (55170517-55170598)  Leu (AAG) 82 bp  Sc: 57.59 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGGTTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8257-LeuAAG (30895189-30895108)  Leu (AAG) 82 bp  Sc: 57.60 
GGTAGTGTGGCCGAGCGGTCTAAGGTGCTAGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna7029-LeuAAG (40250360-40250279)  Leu (AAG) 82 bp  Sc: 57.71 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTCCGGTGGTGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7139-LeuAAG (39510941-39510860)  Leu (AAG) 82 bp  Sc: 58.17 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGAATAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGATGCCA 
>Danio_rerio_Zv9_scaffold3530.trna46-LeuAAG (420437-420518)  Leu (AAG) 82 bp  Sc: 58.19 
GGTAGCGTGGCCAAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna645-LeuAAG (32817720-32817801)  Leu (AAG) 82 bp  Sc: 58.30 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTAGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna3908-LeuAAG (55169486-55169567)  Leu (AAG) 82 bp  Sc: 58.32 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATGCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna30-LeuAAG (349527-349608)  Leu (AAG) 82 bp  Sc: 58.45 
GGTAGCGTGGCTGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATTCCACCGCTGCCA 
>Danio_rerio_chr4.trna5972-LeuAAG (47359456-47359375)  Leu (AAG) 82 bp  Sc: 58.50 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTAAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna2402-LeuAAG (44411853-44411934)  Leu (AAG) 82 bp  Sc: 58.67 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGAATCCCATCCTTGCCA 
>Danio_rerio_chr4.trna5191-LeuAAG (54085331-54085250)  Leu (AAG) 82 bp  Sc: 58.99 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna65-LeuAAG (129800-129718)  Leu (AAG) 83 bp  Sc: 59.00 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCATCTGCTGCCA 
>Danio_rerio_chr4.trna946-LeuAAG (34689064-34689145)  Leu (AAG) 82 bp  Sc: 59.09 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGCTTCCAGTCTGTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna250-LeuAAG (30042410-30042491)  Leu (AAG) 82 bp  Sc: 59.11 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCG 
>Danio_rerio_Zv9_NA288.trna10-LeuAAG (4626-4707)  Leu (AAG) 82 bp  Sc: 59.11 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCG 
>Danio_rerio_chr4.trna643-LeuAAG (32816694-32816774)  Leu (AAG) 81 bp  Sc: 59.14 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCACCAGTCTCTTCGGGGTGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna619-LeuAAG (32219133-32219214)  Leu (AAG) 82 bp  Sc: 59.26 
GTTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTTTTAGGGGGCGTG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna7349-LeuAAG (38103301-38103220)  Leu (AAG) 82 bp  Sc: 59.26 
GTTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTTTTAGGGGGCGTG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna42-LeuAAG (183249-183330)  Leu (AAG) 82 bp  Sc: 59.27 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GATTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6009-LeuAAG (46938505-46938424)  Leu (AAG) 82 bp  Sc: 59.52 



GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGATTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3778-LeuAAG (53865716-53865797)  Leu (AAG) 82 bp  Sc: 59.58 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3470.trna52-LeuAAG (295300-295381)  Leu (AAG) 82 bp  Sc: 59.76 
GGTAGCATGGCCAAGTGGTCTAAGGCGCTGGATTAAGACTCCAGTCTCTTTGGGGGCGTG 
GGTTTAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4170-LeuAAG (56880400-56880481)  Leu (AAG) 82 bp  Sc: 59.89 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATTCCACTGCTGCCA 
>Danio_rerio_chr4.trna7156-LeuAAG (39502429-39502349)  Leu (AAG) 81 bp  Sc: 60.02 
GGTAGCATGGCCGAGGGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1638-LeuAAG (39769005-39769086)  Leu (AAG) 82 bp  Sc: 60.12 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGTCTCTAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna335-LeuAAG (34103111-34103030)  Leu (AAG) 82 bp  Sc: 60.46 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGAATAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna20-LeuAAG (212363-212444)  Leu (AAG) 82 bp  Sc: 60.52 
GGTTGGGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8248-LeuAAG (30900502-30900421)  Leu (AAG) 82 bp  Sc: 60.78 
GGTAGCGAGGCCGAACGGTCTAAGGCGCTGGATTAAGGATCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna613-LeuAAG (32216060-32216141)  Leu (AAG) 82 bp  Sc: 60.91 
GGTAGCGTGGCTGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCTCACCGCTGCCA 
>Danio_rerio_chr4.trna617-LeuAAG (32218106-32218187)  Leu (AAG) 82 bp  Sc: 60.91 
GGTAGCGTGGCTGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCTCACCGCTGCCA 
>Danio_rerio_chr4.trna7153-LeuAAG (39503743-39503662)  Leu (AAG) 82 bp  Sc: 61.04 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna261-LeuAAG (1362310-1362229)  Leu (AAG) 82 bp  Sc: 61.33 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGAGGGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA249.trna5-LeuAAG (2131-2212)  Leu (AAG) 82 bp  Sc: 61.47 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3254-LeuAAG (49542460-49542541)  Leu (AAG) 82 bp  Sc: 61.59 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGGTTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3265-LeuAAG (49547917-49547998)  Leu (AAG) 82 bp  Sc: 61.59 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGGTTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna175-LeuAAG (638734-638815)  Leu (AAG) 82 bp  Sc: 61.59 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCGAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1637-LeuAAG (39768107-39768188)  Leu (AAG) 82 bp  Sc: 61.63 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna40-LeuAAG (182222-182303)  Leu (AAG) 82 bp  Sc: 61.72 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GATTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna60-LeuAAG (192496-192577)  Leu (AAG) 82 bp  Sc: 61.72 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GATTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna29-LeuAAG (9378490-9378571)  Leu (AAG) 82 bp  Sc: 62.14 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTTGGGAGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6011-LeuAAG (46937205-46937124)  Leu (AAG) 82 bp  Sc: 62.30 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCCAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6013-LeuAAG (46935914-46935833)  Leu (AAG) 82 bp  Sc: 62.30 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTCCAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1870-LeuAAG (40995584-40995665)  Leu (AAG) 82 bp  Sc: 62.36 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCTA 
>Danio_rerio_Zv9_NA288.trna11-LeuAAG (5523-5604)  Leu (AAG) 82 bp  Sc: 62.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGAATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3898-LeuAAG (55164355-55164436)  Leu (AAG) 82 bp  Sc: 62.37 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGGTTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3906-LeuAAG (55168453-55168534)  Leu (AAG) 82 bp  Sc: 62.37 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGGTTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna570-LeuAAG (31874651-31874732)  Leu (AAG) 82 bp  Sc: 62.41 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGCCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3246-LeuAAG (49538822-49538903)  Leu (AAG) 82 bp  Sc: 62.44 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGGTTAAGGCTCCAGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3250-LeuAAG (49540641-49540722)  Leu (AAG) 82 bp  Sc: 62.44 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGGTTAAGGCTCCAGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna104-LeuAAG (113231-113150)  Leu (AAG) 82 bp  Sc: 62.49 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCTAGTCTCTTAGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna611-LeuAAG (32215041-32215122)  Leu (AAG) 82 bp  Sc: 62.66 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCAGGGGCGTG 
GGTTCGAAACCCACCGCTGCCA 
>Danio_rerio_chr4.trna615-LeuAAG (32217087-32217168)  Leu (AAG) 82 bp  Sc: 62.66 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCAGGGGCGTG 
GGTTCGAAACCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna264-LeuAAG (1360947-1360866)  Leu (AAG) 82 bp  Sc: 62.85 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTA 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8231-LeuAAG (30910396-30910315)  Leu (AAG) 82 bp  Sc: 62.93 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8239-LeuAAG (30905828-30905747)  Leu (AAG) 82 bp  Sc: 62.93 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8245-LeuAAG (30902287-30902206)  Leu (AAG) 82 bp  Sc: 62.93 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1741-LeuAAG (40482036-40482117)  Leu (AAG) 82 bp  Sc: 63.05 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCTCACCGCTGCCA 
>Danio_rerio_chr4.trna647-LeuAAG (32818747-32818828)  Leu (AAG) 82 bp  Sc: 63.05 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCTCACCGCTGCCA 
>Danio_rerio_chr4.trna7155-LeuAAG (39502716-39502633)  Leu (AAG) 84 bp  Sc: 63.08 
GGTAGCGTGGCCGAGCGGTCTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTG 
TGGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8254-LeuAAG (30896958-30896877)  Leu (AAG) 82 bp  Sc: 63.09 
GGTAGCGAGGCCGAACGGTCTAAGGCGCTGGATTAAGGATCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6844-LeuAAG (40837239-40837158)  Leu (AAG) 82 bp  Sc: 63.20 
GGTAGCGTGGCCGAGCGGTCTAAGACGCTGGATTAAGGCTCCAGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna217-LeuAAG (29158999-29159080)  Leu (AAG) 82 bp  Sc: 63.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACGGCTGCCA 
>Danio_rerio_Zv9_NA34.trna3-LeuAAG (14101-14182)  Leu (AAG) 82 bp  Sc: 63.26 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5221-LeuAAG (53636050-53635969)  Leu (AAG) 82 bp  Sc: 63.45 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCATTTCGGGGGCGTG 
GGTTCAAGTCCCACCGCTGCCA 



>Danio_rerio_chr4.trna5418-LeuAAG (52248674-52248593)  Leu (AAG) 82 bp  Sc: 63.45 
GGTAGCGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCATTTCGGGGGCGTG 
GGTTCAAGTCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7501-LeuAAG (36338465-36338384)  Leu (AAG) 82 bp  Sc: 63.49 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGCTTCCAGTCTCTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7506-LeuAAG (36333646-36333565)  Leu (AAG) 82 bp  Sc: 63.49 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGCTTCCAGTCTCTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna192-LeuAAG (1193996-1194077)  Leu (AAG) 82 bp  Sc: 63.49 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGCTTCCAGTCTCTTCGGTGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna705-LeuAAG (33463118-33463199)  Leu (AAG) 82 bp  Sc: 63.57 
GGTAGCGTGGCTGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1733-LeuAAG (40478173-40478254)  Leu (AAG) 82 bp  Sc: 63.65 
GGTAGCGTGGCAGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6818-LeuAAG (41276450-41276369)  Leu (AAG) 82 bp  Sc: 63.80 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCGTTTCGGGGGCGTG 
GGTTCAAATCCCATCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna6-LeuAAG (2748-2829)  Leu (AAG) 82 bp  Sc: 63.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGAATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7133-LeuAAG (39514019-39513938)  Leu (AAG) 82 bp  Sc: 63.92 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGATGCCA 
>Danio_rerio_chr4.trna4225-LeuAAG (56983666-56983747)  Leu (AAG) 82 bp  Sc: 63.92 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6423-LeuAAG (43729127-43729046)  Leu (AAG) 82 bp  Sc: 63.92 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA34.trna6-LeuAAG (15408-15489)  Leu (AAG) 82 bp  Sc: 63.92 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3494.trna93-LeuAAG (106179-106098)  Leu (AAG) 82 bp  Sc: 63.92 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna651-LeuAAG (32820642-32820723)  Leu (AAG) 82 bp  Sc: 63.94 
GATAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna8-LeuAAG (3777-3858)  Leu (AAG) 82 bp  Sc: 64.01 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1658-LeuAAG (39788890-39788962)  Leu (AAG) 73 bp  Sc: 64.23 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAAGGGTGTGAGAGGTCCCGGGTTCAAAT 
CCCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna171-LeuAAG (636691-636772)  Leu (AAG) 82 bp  Sc: 64.32 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5966-LeuAAG (47362133-47362052)  Leu (AAG) 82 bp  Sc: 64.34 
GGTAGCGTTGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3470.trna49-LeuAAG (294045-294126)  Leu (AAG) 82 bp  Sc: 64.35 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna48-LeuAAG (421719-421800)  Leu (AAG) 82 bp  Sc: 64.39 
GGTAGCGTGGCTGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGATACCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna116-LeuAAG (107869-107788)  Leu (AAG) 82 bp  Sc: 64.48 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Danio_rerio_Zv9_scaffold3494.trna91-LeuAAG (107204-107123)  Leu (AAG) 82 bp  Sc: 64.53 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGTTGCCA 
>Danio_rerio_Zv9_NA618.trna13-LeuAAG (19040-19121)  Leu (AAG) 82 bp  Sc: 64.58 



GGTAGCGTGGCCGAGCGGTCTAAGGTGCTAGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7129-LeuAAG (39516072-39515991)  Leu (AAG) 82 bp  Sc: 64.60 
GGTAGTGTGGCCGAGCGGTCTAAGGCGTTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna641-LeuAAG (32815667-32815748)  Leu (AAG) 82 bp  Sc: 64.74 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr3.trna33-LeuAAG (9380426-9380507)  Leu (AAG) 82 bp  Sc: 64.75 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGAGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna35-LeuAAG (9381454-9381535)  Leu (AAG) 82 bp  Sc: 64.75 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGAGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3470.trna55-LeuAAG (296606-296687)  Leu (AAG) 82 bp  Sc: 64.85 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGTTGCCA 
>Danio_rerio_chr4.trna664-LeuAAG (33125633-33125714)  Leu (AAG) 82 bp  Sc: 64.92 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCATTTCGGGGGCGTG 
GGTTCAAGTCCCACCGCTGCCA 
>Danio_rerio_chr4.trna268-LeuAAG (30060797-30060868)  Leu (AAG) 72 bp  Sc: 64.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAAGGTGCGAGAGGTTCCAGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna797-LeuAAG (33522039-33522110)  Leu (AAG) 72 bp  Sc: 64.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAAGGTGCGAGAGGTTCCAGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna649-LeuAAG (32819615-32819696)  Leu (AAG) 82 bp  Sc: 65.02 
GGTAGCGTGGCCGAGCGGTTTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5970-LeuAAG (47360026-47359945)  Leu (AAG) 82 bp  Sc: 65.22 
GGTAGAGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna15-LeuAAG (75862-75943)  Leu (AAG) 82 bp  Sc: 65.26 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTTCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5632-LeuAAG (49979077-49978996)  Leu (AAG) 82 bp  Sc: 65.31 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGACTTCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna257-LeuAAG (1363636-1363555)  Leu (AAG) 82 bp  Sc: 65.45 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTGTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna266-LeuAAG (1360284-1360203)  Leu (AAG) 82 bp  Sc: 65.45 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTGTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna262-LeuAAG (48545608-48545689)  Leu (AAG) 82 bp  Sc: 65.53 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAGTAAGGCTCCAGTCTCTTCGGGGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8259-LeuAAG (30894159-30894078)  Leu (AAG) 82 bp  Sc: 65.71 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTTTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5441-LeuAAG (52184196-52184115)  Leu (AAG) 82 bp  Sc: 65.77 
GGAAGCGTGGCTGAGCGGTCTAAAGCACTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna358-LeuAAG (34087257-34087176)  Leu (AAG) 82 bp  Sc: 65.86 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna7054-LeuAAG (40242378-40242297)  Leu (AAG) 82 bp  Sc: 65.90 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTATCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna92-LeuAAG (118247-118166)  Leu (AAG) 82 bp  Sc: 66.05 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCTAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8236-LeuAAG (30907600-30907519)  Leu (AAG) 82 bp  Sc: 66.07 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTACCA 
>Danio_rerio_chr4.trna7730-LeuAAG (34423010-34422929)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna45-LeuAAG (9387312-9387393)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5439-LeuAAG (52185226-52185145)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna7032-LeuAAG (40249057-40248976)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna7345-LeuAAG (38105129-38105048)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna343-LeuAAG (34096493-34096412)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna346-LeuAAG (34095273-34095192)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna350-LeuAAG (34091991-34091910)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna30-LeuAAG (177083-177164)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna38-LeuAAG (181195-181276)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna52-LeuAAG (188388-188469)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna58-LeuAAG (191469-191550)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr3.trna40-LeuAAG (9384231-9384312)  Leu (AAG) 82 bp  Sc: 66.21 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACTGCTCCCA 
>Danio_rerio_chr4.trna3900-LeuAAG (55165375-55165456)  Leu (AAG) 82 bp  Sc: 66.23 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3902-LeuAAG (55166405-55166486)  Leu (AAG) 82 bp  Sc: 66.23 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3904-LeuAAG (55167425-55167506)  Leu (AAG) 82 bp  Sc: 66.23 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna38-LeuAAG (353476-353557)  Leu (AAG) 82 bp  Sc: 66.24 
GGTAGCGTGGCTGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8261-LeuAAG (30893129-30893048)  Leu (AAG) 82 bp  Sc: 66.35 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGAATCCCATCGTTGCCA 
>Danio_rerio_Zv9_scaffold3461.trna13-LeuAAG (242717-242798)  Leu (AAG) 82 bp  Sc: 66.35 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGAATCCCATCGTTGCCA 
>Danio_rerio_chr3.trna30-LeuAAG (9379113-9379194)  Leu (AAG) 82 bp  Sc: 67.18 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna32-LeuAAG (9380141-9380222)  Leu (AAG) 82 bp  Sc: 67.18 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna36-LeuAAG (9382186-9382267)  Leu (AAG) 82 bp  Sc: 67.18 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3896-LeuAAG (55163327-55163408)  Leu (AAG) 82 bp  Sc: 67.18 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 



>Danio_rerio_Zv9_scaffold3530.trna271-LeuAAG (1357911-1357830)  Leu (AAG) 82 bp  Sc: 67.62 
GGTAGTGTGGCCGAGTGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_NA618.trna18-LeuAAG (23217-23298)  Leu (AAG) 82 bp  Sc: 67.69 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3261-LeuAAG (49546098-49546179)  Leu (AAG) 82 bp  Sc: 67.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCCGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3916-LeuAAG (55174793-55174874)  Leu (AAG) 82 bp  Sc: 67.88 
GGTAGCGTGGCCAAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna173-LeuAAG (637719-637800)  Leu (AAG) 82 bp  Sc: 67.88 
GGTAGCGTGGCCAAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7026-LeuAAG (40273388-40273307)  Leu (AAG) 82 bp  Sc: 67.94 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGAGGCATG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna5443-LeuAAG (52183166-52183085)  Leu (AAG) 82 bp  Sc: 67.95 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5630-LeuAAG (49981731-49981650)  Leu (AAG) 82 bp  Sc: 67.95 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7121-LeuAAG (39520127-39520046)  Leu (AAG) 82 bp  Sc: 67.95 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7125-LeuAAG (39518077-39517996)  Leu (AAG) 82 bp  Sc: 67.95 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8227-LeuAAG (30912453-30912372)  Leu (AAG) 82 bp  Sc: 67.95 
GGTAGTGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7049-LeuAAG (40244122-40244041)  Leu (AAG) 82 bp  Sc: 68.10 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna17-LeuAAG (77428-77509)  Leu (AAG) 82 bp  Sc: 68.11 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7117-LeuAAG (39523386-39523305)  Leu (AAG) 82 bp  Sc: 68.20 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGTGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna16-LeuAAG (21929-22010)  Leu (AAG) 82 bp  Sc: 68.24 
GGTAGCGTGGCCGAGTGGTCAAAGGTGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3894-LeuAAG (55162299-55162380)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5978-LeuAAG (47355855-47355774)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna708-LeuAAG (33464418-33464499)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7143-LeuAAG (39508889-39508808)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7147-LeuAAG (39506831-39506750)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7151-LeuAAG (39504771-39504690)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna103-LeuAAG (113616-113535)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna106-LeuAAG (112222-112141)  Leu (AAG) 82 bp  Sc: 68.37 



GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna110-LeuAAG (110550-110469)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna113-LeuAAG (109263-109182)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna91-LeuAAG (118629-118548)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna95-LeuAAG (116960-116879)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna83-LeuAAG (14154-14073)  Leu (AAG) 82 bp  Sc: 68.37 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna355-LeuAAG (492754-492682)  Leu (AAG) 73 bp  Sc: 68.61 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTAAGGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna5061-LeuAAG (54784183-54784102)  Leu (AAG) 82 bp  Sc: 68.69 
GGTAGCGTGGCTGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna709-LeuAAG (33464981-33465062)  Leu (AAG) 82 bp  Sc: 68.84 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5637-LeuAAG (49884612-49884531)  Leu (AAG) 82 bp  Sc: 69.03 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAGTCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3914-LeuAAG (55173765-55173846)  Leu (AAG) 82 bp  Sc: 69.63 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3772-LeuAAG (53863287-53863369)  Leu (AAG) 83 bp  Sc: 69.83 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr10.trna263-LeuAAG (23046384-23046303)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna230-LeuAAG (48519807-48519888)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna261-LeuAAG (48545323-48545404)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna263-LeuAAG (48546342-48546423)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna265-LeuAAG (48547361-48547442)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr14.trna1-LeuAAG (8704-8785)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna215-LeuAAG (29157969-29158050)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna34-LeuAAG (9381169-9381250)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna38-LeuAAG (9383214-9383295)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna42-LeuAAG (9385255-9385336)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1736-LeuAAG (40479478-40479559)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna241-LeuAAG (30038682-30038763)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna244-LeuAAG (30039982-30040063)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna247-LeuAAG (30041282-30041363)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3257-LeuAAG (49544279-49544360)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3775-LeuAAG (53864588-53864669)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3892-LeuAAG (55161271-55161352)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3912-LeuAAG (55172735-55172816)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5965-LeuAAG (47362883-47362802)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5975-LeuAAG (47357681-47357600)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6006-LeuAAG (46939805-46939724)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7044-LeuAAG (40245866-40245785)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7115-LeuAAG (39524407-39524326)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7347-LeuAAG (38104320-38104239)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8229-LeuAAG (30911426-30911345)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8233-LeuAAG (30909369-30909288)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8237-LeuAAG (30906858-30906777)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8241-LeuAAG (30904801-30904720)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8250-LeuAAG (30899475-30899394)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8256-LeuAAG (30895931-30895850)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna338-LeuAAG (34101891-34101810)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna340-LeuAAG (34099604-34099523)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna342-LeuAAG (34097506-34097425)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 



>Danio_rerio_chr6.trna348-LeuAAG (34093004-34092923)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna353-LeuAAG (34090771-34090690)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna355-LeuAAG (34088478-34088397)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr7.trna511-LeuAAG (27251630-27251549)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA249.trna1-LeuAAG (107-188)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna1-LeuAAG (111-192)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA297.trna39-LeuAAG (6281-6200)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA34.trna1-LeuAAG (12801-12882)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna1-LeuAAG (13981-14062)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna7-LeuAAG (16105-16186)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3494.trna89-LeuAAG (108196-108115)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna34-LeuAAG (179139-179220)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna36-LeuAAG (180168-180249)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna46-LeuAAG (185303-185384)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna48-LeuAAG (186332-186413)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna54-LeuAAG (189415-189496)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna56-LeuAAG (190442-190523)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna62-LeuAAG (193523-193604)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna64-LeuAAG (194550-194631)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna66-LeuAAG (195577-195658)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna68-LeuAAG (196606-196687)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna75-LeuAAG (125554-125473)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna167-LeuAAG (634631-634712)  Leu (AAG) 82 bp  Sc: 69.84 



GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna169-LeuAAG (635661-635742)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna259-LeuAAG (1362973-1362892)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna32-LeuAAG (350554-350635)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna76-LeuAAG (17088-17007)  Leu (AAG) 82 bp  Sc: 69.84 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna657-LeuAAG (32823562-32823643)  Leu (AAG) 82 bp  Sc: 70.40 
GGTAGTGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna41-LeuAAG (355370-355451)  Leu (AAG) 82 bp  Sc: 70.40 
GGTAGTGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7119-LeuAAG (39521157-39521076)  Leu (AAG) 82 bp  Sc: 70.65 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGCCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8235-LeuAAG (30908342-30908261)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8243-LeuAAG (30903774-30903693)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8252-LeuAAG (30898445-30898364)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3493.trna13-LeuAAG (160402-160321)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna32-LeuAAG (178110-178191)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna44-LeuAAG (184276-184357)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna50-LeuAAG (187359-187440)  Leu (AAG) 82 bp  Sc: 72.16 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7127-LeuAAG (39517102-39517021)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7141-LeuAAG (39509916-39509835)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7145-LeuAAG (39507861-39507780)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7149-LeuAAG (39505803-39505722)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGTCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3918-LeuAAG (55175811-55175892)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7123-LeuAAG (39519102-39519021)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7135-LeuAAG (39512994-39512913)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3503.trna37-LeuAAG (197542-197623)  Leu (AAG) 82 bp  Sc: 72.29 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTAAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7649-LeuAAG (35101633-35101562)  Leu (AAG) 72 bp  Sc: 75.96 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAAGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3561.trna88-LeuAAG (12131-12050)  Leu (AAG) 82 bp  Sc: 62.59 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGACATCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3472.trna42-LeuAAG (138415-138496)  Leu (AAG) 82 bp  Sc: 37.69 
GGTAGCGTGGCCGAGCGGTCTGAGGCGCAAGATTAAGGCTTCAGTCTCTTTGGGGGTGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna252-LeuAAG (30043305-30043386)  Leu (AAG) 82 bp  Sc: 62.59 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGACATCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3779-LeuAAG (53866611-53866692)  Leu (AAG) 82 bp  Sc: 61.07 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTAGATTAAGACATCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGTCA 
>Danio_rerio_chr4.trna7705-LeuCAA (34533857-34533775)  Leu (CAA) 83 bp  Sc: 56.58 
GTCCGGATGGCCGAGCGGTCTAACGTGCTGTGTTCAAGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna35-LeuCAA (113202-113284)  Leu (CAA) 83 bp  Sc: 58.41 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAAGTCGCAGTCTCCTCTGGAGGCGT 
AGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr22.trna117-LeuCAA (21555405-21555476)  Leu (CAA) 72 bp  Sc: 60.35 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCAAAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna848-LeuCAA (21555069-21554998)  Leu (CAA) 72 bp  Sc: 60.35 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCAAAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr3.trna215-LeuCAA (37585017-37585089)  Leu (CAA) 73 bp  Sc: 60.84 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTCAAGATGTAAAGGTCCCTGGTTCCATC 
CAGGGTTTTGGCA 
>Danio_rerio_Zv9_NA10.trna50-LeuCAA (12785-12703)  Leu (CAA) 83 bp  Sc: 60.96 
GTAGTTGTGGCTGAGTGGTTAAGGTGATTGACTCAAAATCTATTGGGTGTCTCTCCGTGC 
AGGTTCGAGTCCTGCCGACTGTC 
>Danio_rerio_chr4.trna1532-LeuCAA (38768128-38768209)  Leu (CAA) 82 bp  Sc: 74.09 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCAAAATCCATTGGGGTCTCCCTGTGCA 
GGTTCGAATCCTGCTGACCACG 
>Danio_rerio_Zv9_scaffold3493.trna6-LeuCAA (168287-168368)  Leu (CAA) 82 bp  Sc: 74.09 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCAAAATCCATTGGGGTCTCCCTGTGCA 
GGTTCGAATCCTGCTGACCACG 
>Danio_rerio_chr4.trna3846-LeuCAA (54721725-54721806)  Leu (CAA) 82 bp  Sc: 82.75 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCAAAATCCATTGAGGTCTCCCCGCGCA 
GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_chr20.trna741-LeuCAA (10187324-10187213)  Leu (CAA) 112 bp  Sc: 46.17 
GTCAGGATCGCCGAGTGGCCTAAGGTGCCAGACTCAAAGTTATTCAACCTTTTCACGCAA 
TGAGAATTCTTGTCATCAGATGGAGGCGTGGGTTCAAATCCCAATTCTGACA 
>Danio_rerio_chr20.trna739-LeuCAA (10188253-10188142)  Leu (CAA) 112 bp  Sc: 46.06 
GTCAGAATGGCCGAGAGGTCTAAGGCGCCAAACTCAAGGTGATTTAACCTTCTTAGGTAG 
TGAGAATTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATTCCACATCTGACA 
>Danio_rerio_chr20.trna738-LeuCAA (10189967-10189856)  Leu (CAA) 112 bp  Sc: 68.37 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTTAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna734-LeuCAA (10190837-10190726)  Leu (CAA) 112 bp  Sc: 66.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGCTTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna732-LeuCAA (10191301-10191190)  Leu (CAA) 112 bp  Sc: 52.39 
GTCAGAATGGTCGAGTGGTCTAAGACACCGGACTCAAGTTGATATAACCTTCTTAGGTAG 
TGAGAACTGTGGTCTCCAGCTGGAGGCGTAGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna731-LeuCAA (10191533-10191422)  Leu (CAA) 112 bp  Sc: 65.78 
GTCAGAATGGCCGAGTGGTTTAAGGCGCCAAACTCAAGATGATTCAATTTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna730-LeuCAA (10191737-10191626)  Leu (CAA) 112 bp  Sc: 55.24 
GTCAGAATGGCCGAGGGGTCCAAAGCGCCAGACTCAAGGTGATTCTACCTTCTCAGATAG 
TGAGAATTCTGGTCTCTAGCTGGAAGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna729-LeuCAA (10192117-10192006)  Leu (CAA) 112 bp  Sc: 61.41 
GTCAGAATGGCCGAGTGTTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 



>Danio_rerio_chr20.trna728-LeuCAA (10192349-10192238)  Leu (CAA) 112 bp  Sc: 44.05 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTTTCAACCTTCTCAGGTAA 
TGAGAATTCTGGTCACTAGCTAGAGGAGTGGGTTTAAATCCCACTTCTTACA 
>Danio_rerio_chr20.trna727-LeuCAA (10192729-10192618)  Leu (CAA) 112 bp  Sc: 62.07 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGGGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna726-LeuCAA (10192933-10192822)  Leu (CAA) 112 bp  Sc: 52.28 
GTCAGAATGGCCGAGGGGTCCATAGCGCCAGACTCAAGGTGATTCTACCTTCTCAGGTAG 
TGAGAATTCTGGTCTCTAGCTGGAAGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna723-LeuCAA (10193601-10193490)  Leu (CAA) 112 bp  Sc: 53.01 
GTCAGAATGGCCGAGTGGTCTAAGACGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCCGGTCTCCAGCTGGAGGCGTGGGCTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna722-LeuCAA (10193833-10193722)  Leu (CAA) 112 bp  Sc: 44.05 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGTTTCAACCTTCTCAGGTAA 
TGAGAATTCTGGTCACTAGCTAGAGGAGTGGGTTTAAATCCCACTTCTTACA 
>Danio_rerio_chr20.trna721-LeuCAA (10194213-10194102)  Leu (CAA) 112 bp  Sc: 55.77 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAATCTTCTCAGGTAG 
TGAGATTTCTGGTCTCTAGCTGGAGGCATGAGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna720-LeuCAA (10194769-10194658)  Leu (CAA) 112 bp  Sc: 66.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGCTTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna719-LeuCAA (10195325-10195214)  Leu (CAA) 112 bp  Sc: 67.52 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGGCTCAAGGTGATTCAACCTTCTCAGGAAG 
TGAGATTTCTAGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna718-LeuCAA (10195881-10195770)  Leu (CAA) 112 bp  Sc: 61.55 
GTCAGAATGGCCGAGTGGTCTAATGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna717-LeuCAA (10196941-10196830)  Leu (CAA) 112 bp  Sc: 61.57 
GTCAGAATGGACGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACTTTCTCAGGTAG 
TGAGATTTCTTGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna716-LeuCAA (10197321-10197210)  Leu (CAA) 112 bp  Sc: 57.49 
GTCAGAATGGCAGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTGTACAGCTGGAGGCGCGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna714-LeuCAA (10198109-10197998)  Leu (CAA) 112 bp  Sc: 62.05 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna713-LeuCAA (10198489-10198378)  Leu (CAA) 112 bp  Sc: 65.52 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAC 
TGAGATTTCTGGTCTCCAGTTGGAGGTGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna712-LeuCAA (10198693-10198582)  Leu (CAA) 112 bp  Sc: 55.52 
GTCAGAATGGTCGAGTGGTCCAAGACGCCAGACTCAAGGTTATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCTAGCTGGAAGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna711-LeuCAA (10199101-10198990)  Leu (CAA) 112 bp  Sc: 69.65 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna710-LeuCAA (10199305-10199194)  Leu (CAA) 112 bp  Sc: 67.73 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna709-LeuCAA (10199536-10199425)  Leu (CAA) 112 bp  Sc: 60.96 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna707-LeuCAA (10200176-10200065)  Leu (CAA) 112 bp  Sc: 69.65 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna706-LeuCAA (10200380-10200269)  Leu (CAA) 112 bp  Sc: 67.73 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna705-LeuCAA (10200611-10200500)  Leu (CAA) 112 bp  Sc: 60.96 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna704-LeuCAA (10200843-10200732)  Leu (CAA) 112 bp  Sc: 55.16 
GTCAGGATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCACCTTTTGACA 
>Danio_rerio_chr20.trna703-LeuCAA (10201075-10200964)  Leu (CAA) 112 bp  Sc: 69.74 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTATGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna702-LeuCAA (10201279-10201168)  Leu (CAA) 112 bp  Sc: 54.77 



GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTAACTTTTGACA 
>Danio_rerio_chr20.trna701-LeuCAA (10201511-10201400)  Leu (CAA) 112 bp  Sc: 69.10 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGTAACAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna700-LeuCAA (10201891-10201780)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna699-LeuCAA (10202447-10202336)  Leu (CAA) 112 bp  Sc: 55.24 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna698-LeuCAA (10202650-10202539)  Leu (CAA) 112 bp  Sc: 51.26 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAATCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGTGTGAGGTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna697-LeuCAA (10202881-10202770)  Leu (CAA) 112 bp  Sc: 61.46 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TTAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna694-LeuCAA (10203692-10203581)  Leu (CAA) 112 bp  Sc: 69.65 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna693-LeuCAA (10203896-10203785)  Leu (CAA) 112 bp  Sc: 64.93 
GTCAGAATGGCCGAGTGGTCTAAGGCGCTAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna692-LeuCAA (10204127-10204016)  Leu (CAA) 112 bp  Sc: 49.00 
GTCAGAATGGCCGAGTGGTCTAAGGTGCAAGACTCAAGATGATTCAATCTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGTGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna691-LeuCAA (10204331-10204220)  Leu (CAA) 112 bp  Sc: 60.59 
GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTTATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna690-LeuCAA (10204563-10204452)  Leu (CAA) 112 bp  Sc: 69.74 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTATCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna689-LeuCAA (10204949-10204838)  Leu (CAA) 112 bp  Sc: 56.61 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAGACTCAAGATGATTCAATCTTCCCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna688-LeuCAA (10205152-10205041)  Leu (CAA) 112 bp  Sc: 64.88 
GTCAGAATGGCCGAGTGGTCTAAGGCGTCAGACTCAAGGTGATTCAACCTTCTCAGGTAT 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna687-LeuCAA (10205383-10205272)  Leu (CAA) 112 bp  Sc: 61.46 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGTTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna686-LeuCAA (10205615-10205504)  Leu (CAA) 112 bp  Sc: 58.38 
GTCAGAATGGTCGAGTGGTCTAAGACACCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna685-LeuCAA (10205847-10205736)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna684-LeuCAA (10206051-10205940)  Leu (CAA) 112 bp  Sc: 54.77 
GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTAACTTTTGACA 
>Danio_rerio_chr20.trna683-LeuCAA (10206283-10206172)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna681-LeuCAA (10207043-10206932)  Leu (CAA) 112 bp  Sc: 62.38 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCATGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna680-LeuCAA (10207599-10207488)  Leu (CAA) 112 bp  Sc: 61.55 
GTCAGAATGGCCGAGTGGTCTAATGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna679-LeuCAA (10208988-10208877)  Leu (CAA) 112 bp  Sc: 58.71 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna678-LeuCAA (10209192-10209081)  Leu (CAA) 112 bp  Sc: 65.85 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGACGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna677-LeuCAA (10210100-10209989)  Leu (CAA) 112 bp  Sc: 68.37 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAAGTAG 



TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna676-LeuCAA (10210656-10210545)  Leu (CAA) 112 bp  Sc: 68.51 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTATCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna674-LeuCAA (10211416-10211305)  Leu (CAA) 112 bp  Sc: 60.34 
GTCAGAATGGCCGAGTGTTCTAAGGCACCAGACTCAAGGTCATTCAACCTTCTCAAGAAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna673-LeuCAA (10212148-10212037)  Leu (CAA) 112 bp  Sc: 68.37 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTTAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna672-LeuCAA (10212880-10212769)  Leu (CAA) 112 bp  Sc: 67.12 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTATCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAACCCCACTTCTGACA 
>Danio_rerio_chr20.trna671-LeuCAA (10213437-10213326)  Leu (CAA) 112 bp  Sc: 59.35 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TAAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna670-LeuCAA (10213641-10213530)  Leu (CAA) 112 bp  Sc: 68.37 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAAGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna669-LeuCAA (10214019-10213908)  Leu (CAA) 112 bp  Sc: 65.77 
GTCAGAATGGCCAAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna668-LeuCAA (10215431-10215320)  Leu (CAA) 112 bp  Sc: 65.77 
GTCAGAATGGCCAAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna667-LeuCAA (10216163-10216052)  Leu (CAA) 112 bp  Sc: 59.57 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGCTTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCCTTTCTGACA 
>Danio_rerio_chr20.trna666-LeuCAA (10216719-10216608)  Leu (CAA) 112 bp  Sc: 67.52 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGGCTCAAGGTGATTCAACCTTCTCAGGAAG 
TGAGATTTCTAGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna665-LeuCAA (10217451-10217340)  Leu (CAA) 112 bp  Sc: 68.22 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACTTTCTCAGGTTG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna664-LeuCAA (10217655-10217544)  Leu (CAA) 112 bp  Sc: 55.42 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTGACTTCTGACA 
>Danio_rerio_chr20.trna663-LeuCAA (10217859-10217748)  Leu (CAA) 112 bp  Sc: 67.10 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
CGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna662-LeuCAA (10218239-10218128)  Leu (CAA) 112 bp  Sc: 63.07 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCAGTTCTGACA 
>Danio_rerio_chr20.trna661-LeuCAA (10218442-10218331)  Leu (CAA) 112 bp  Sc: 61.44 
GTCAGAATGGCCGAGTGGTCTAAGACGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna660-LeuCAA (10218998-10218887)  Leu (CAA) 112 bp  Sc: 66.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGCTTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna659-LeuCAA (10220086-10219975)  Leu (CAA) 112 bp  Sc: 67.73 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna658-LeuCAA (10220642-10220531)  Leu (CAA) 112 bp  Sc: 68.52 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTCAGGAAG 
TGAGATTTCTAGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna657-LeuCAA (10221198-10221087)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna655-LeuCAA (10222134-10222023)  Leu (CAA) 112 bp  Sc: 55.87 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGATGATTTAATCTTCTCTGGAAA 
TGAGATTTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna654-LeuCAA (10222337-10222226)  Leu (CAA) 112 bp  Sc: 58.54 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTTAATCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGTGTGGGGTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna653-LeuCAA (10222568-10222457)  Leu (CAA) 112 bp  Sc: 60.96 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 



>Danio_rerio_chr20.trna651-LeuCAA (10223031-10222920)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna650-LeuCAA (10223235-10223124)  Leu (CAA) 112 bp  Sc: 65.68 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTTAGGTAG 
TGAGATTTCTGGTCAACAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna646-LeuCAA (10224130-10224019)  Leu (CAA) 112 bp  Sc: 64.24 
GTCAGAATGGCCGAGTGGTCTAAGGCGCTAGACTCAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna645-LeuCAA (10224361-10224250)  Leu (CAA) 112 bp  Sc: 49.00 
GTCAGAATGGCCGAGTGGTCTAAGGTGCAAGACTCAAGATGATTCAATCTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGTGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna644-LeuCAA (10224565-10224454)  Leu (CAA) 112 bp  Sc: 60.59 
GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTTATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna643-LeuCAA (10224797-10224686)  Leu (CAA) 112 bp  Sc: 69.74 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTATCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna642-LeuCAA (10225183-10225072)  Leu (CAA) 112 bp  Sc: 56.61 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAGACTCAAGATGATTCAATCTTCCCTGGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna641-LeuCAA (10225386-10225275)  Leu (CAA) 112 bp  Sc: 64.88 
GTCAGAATGGCCGAGTGGTCTAAGGCGTCAGACTCAAGGTGATTCAACCTTCTCAGGTAT 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna640-LeuCAA (10225617-10225506)  Leu (CAA) 112 bp  Sc: 61.46 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGTTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna639-LeuCAA (10225849-10225738)  Leu (CAA) 112 bp  Sc: 58.38 
GTCAGAATGGTCGAGTGGTCTAAGACACCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna638-LeuCAA (10226081-10225970)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna637-LeuCAA (10226285-10226174)  Leu (CAA) 112 bp  Sc: 54.77 
GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTCAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTAACTTTTGACA 
>Danio_rerio_chr20.trna636-LeuCAA (10226517-10226406)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna634-LeuCAA (10227277-10227166)  Leu (CAA) 112 bp  Sc: 62.38 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCATGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna632-LeuCAA (10228389-10228278)  Leu (CAA) 112 bp  Sc: 55.87 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGATGATTTAATCTTCTCTGGAAA 
TGAGATTTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCTCTCTTCTGACA 
>Danio_rerio_chr20.trna631-LeuCAA (10228592-10228481)  Leu (CAA) 112 bp  Sc: 58.54 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTTAATCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGTGTGGGGTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna630-LeuCAA (10228823-10228712)  Leu (CAA) 112 bp  Sc: 60.96 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCAAGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna628-LeuCAA (10229286-10229175)  Leu (CAA) 112 bp  Sc: 68.96 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGATTCAATCTTCTCTGGAAA 
TGAGATTTCTGGTCTCCAGTTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna627-LeuCAA (10229490-10229379)  Leu (CAA) 112 bp  Sc: 65.68 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGGTGATTCAACCTTCTTAGGTAG 
TGAGATTTCTGGTCAACAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna620-LeuCAA (10239800-10239689)  Leu (CAA) 112 bp  Sc: 55.06 
GTCAGAATCGCTGAGTGGTCTAAAGCGCTAGACTCAAGGTGAATCAACCTTCTCAGGTAA 
TGAGAATTCTGGTCTTCAGCTGTAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna619-LeuCAA (10240261-10240150)  Leu (CAA) 112 bp  Sc: 51.54 
GTCAGAATGGCCGAGTGGTCTAGGGCACCAGTCTCAAAGAGATTTGACTTTCTAAGCTAG 
TGAGAATTCTGGTCATCAACTGGAGTTGTGGGTTCAAATCTCACTATTGACA 
>Danio_rerio_chr17.trna101-LeuCAA (23728221-23728329)  Leu (CAA) 109 bp  Sc: 58.10 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACATTCTCACTTGTTGA 
GGCTTCTGCACACCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna102-LeuCAA (23729021-23729129)  Leu (CAA) 109 bp  Sc: 59.10 



GTCAGGATGGGCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna103-LeuCAA (23729849-23729958)  Leu (CAA) 110 bp  Sc: 64.13 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna104-LeuCAA (23730632-23730740)  Leu (CAA) 109 bp  Sc: 58.52 
GTCAGGATGGCCGAGTGGTCTGAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna105-LeuCAA (23731473-23731581)  Leu (CAA) 109 bp  Sc: 67.21 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna106-LeuCAA (23732272-23732380)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna107-LeuCAA (23733100-23733208)  Leu (CAA) 109 bp  Sc: 66.58 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna108-LeuCAA (23733956-23734064)  Leu (CAA) 109 bp  Sc: 57.68 
GTCAGCATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCGTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna109-LeuCAA (23734811-23734919)  Leu (CAA) 109 bp  Sc: 57.11 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGTGTGGGTTCAAATCCCACTTCTGAAA 
>Danio_rerio_chr17.trna110-LeuCAA (23735610-23735718)  Leu (CAA) 109 bp  Sc: 67.04 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTAATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna111-LeuCAA (23736449-23736557)  Leu (CAA) 109 bp  Sc: 66.58 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna112-LeuCAA (23737256-23737364)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna113-LeuCAA (23738128-23738236)  Leu (CAA) 109 bp  Sc: 67.21 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna114-LeuCAA (23743958-23744066)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna115-LeuCAA (23744783-23744891)  Leu (CAA) 109 bp  Sc: 66.43 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTTAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna116-LeuCAA (23745628-23745736)  Leu (CAA) 109 bp  Sc: 67.21 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna117-LeuCAA (23746437-23746545)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna118-LeuCAA (23747266-23747374)  Leu (CAA) 109 bp  Sc: 66.43 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTTAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna119-LeuCAA (23748117-23748225)  Leu (CAA) 109 bp  Sc: 67.21 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna120-LeuCAA (23748887-23748995)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna121-LeuCAA (23749715-23749823)  Leu (CAA) 109 bp  Sc: 66.43 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTTAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna122-LeuCAA (23750549-23750657)  Leu (CAA) 109 bp  Sc: 67.21 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGTTGA 
GGTTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna123-LeuCAA (23751331-23751439)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna124-LeuCAA (23752163-23752271)  Leu (CAA) 109 bp  Sc: 66.43 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTTAACCTTCTCACTTGTTGA 



GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna125-LeuCAA (23753006-23753114)  Leu (CAA) 109 bp  Sc: 57.54 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAGAGTCAAGGTTAAACCTTCTCACTTGTTGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna126-LeuCAA (23753810-23753918)  Leu (CAA) 109 bp  Sc: 66.39 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTAAACCTTCTCACTTGATGA 
GGCTTCTGGTCTCCGAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr9.trna354-LeuCAA (24841293-24841184)  Leu (CAA) 110 bp  Sc: 68.55 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTCAAACCTTCCCGTAAAATG 
GGATTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna244-LeuCAA (25987732-25987843)  Leu (CAA) 112 bp  Sc: 51.05 
GTTAGAATGGCCGAGGGGTCTAAGGCGCCAGACTCAAGATGAGTTAATCTCCTCAAGGAA 
TGAGGTTTCTGGTCCCCTGATGGAGGCGTGGGTTAAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna247-LeuCAA (25988464-25988575)  Leu (CAA) 112 bp  Sc: 39.89 
GTCAGAATGGCAGAGTGGTCTAAGGCGCTAGAATCAAGGTTAATTATTCTTCTCAAGGTA 
TGATGATTCTAGTCTGTAGATGGAGGTGTGGGTTCAAATTCCACTTCTGACA 
>Danio_rerio_chr20.trna249-LeuCAA (25989411-25989522)  Leu (CAA) 112 bp  Sc: 55.45 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAAGAA 
TGAGGGTTCTGGTCTCCAGATGGGGGTGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna250-LeuCAA (25989659-25989770)  Leu (CAA) 112 bp  Sc: 62.02 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAAATTTCTCAGTTTA 
TGAGGATTCTGGTCTCCCGATGGAGGCGTGGGTTTAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna251-LeuCAA (25990380-25990491)  Leu (CAA) 112 bp  Sc: 61.15 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGAAA 
>Danio_rerio_chr20.trna253-LeuCAA (25991101-25991212)  Leu (CAA) 112 bp  Sc: 69.99 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna255-LeuCAA (25991829-25991940)  Leu (CAA) 112 bp  Sc: 68.58 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna256-LeuCAA (25992302-25992413)  Leu (CAA) 112 bp  Sc: 68.58 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna257-LeuCAA (25992775-25992886)  Leu (CAA) 112 bp  Sc: 58.02 
GTCACAATGGCCGAGTGGTCTAAGGTGCCAGACTCAAGATGAATCAATCTTCTCAAGGCA 
TGAGGATTCTGGTCGCCAGGTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna258-LeuCAA (25993022-25993133)  Leu (CAA) 112 bp  Sc: 58.74 
GTCAGAATGGCTGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCGCACTTCTGACA 
>Danio_rerio_chr20.trna260-LeuCAA (25993750-25993861)  Leu (CAA) 112 bp  Sc: 68.58 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna261-LeuCAA (25994223-25994334)  Leu (CAA) 112 bp  Sc: 54.27 
GTCACAATGGCCGAGTGGTCTAAGGTGCCAGACTCAAGATGAATCAATCTTCTCAAGGCA 
TGAGGATTCTGGTAGCCAGGTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna262-LeuCAA (25994470-25994581)  Leu (CAA) 112 bp  Sc: 62.35 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCGCACTTCTGACA 
>Danio_rerio_chr20.trna264-LeuCAA (25995177-25995288)  Leu (CAA) 112 bp  Sc: 55.70 
GTCAGAATGGCCGAGTGGTCTAAGACGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCATGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna266-LeuCAA (25995893-25996004)  Leu (CAA) 112 bp  Sc: 68.44 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGTA 
TGAGGATTCTGGTCTCCAAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna267-LeuCAA (25996141-25996252)  Leu (CAA) 112 bp  Sc: 69.99 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna268-LeuCAA (25996390-25996501)  Leu (CAA) 112 bp  Sc: 55.31 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAAACTCAAGTTTAATCAATTTTCTCAAGATA 
TGAGGGTTCTGGTCTCCAGATGGAGGCGTGGGTTCGAATCCCTTTTCTGACA 
>Danio_rerio_chr20.trna269-LeuCAA (25996861-25996972)  Leu (CAA) 112 bp  Sc: 63.19 
GTCAGAATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGCATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCGCTTCTGACA 
>Danio_rerio_chr20.trna270-LeuCAA (25997107-25997218)  Leu (CAA) 112 bp  Sc: 68.93 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGTA 
TGAGTATTCTGGTCTCCAAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 



>Danio_rerio_chr20.trna271-LeuCAA (25997579-25997690)  Leu (CAA) 112 bp  Sc: 61.33 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCGCAAAGAA 
TGAGTATTCTGGTCTCTAGATGGTGGTGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna272-LeuCAA (25997827-25997938)  Leu (CAA) 112 bp  Sc: 63.81 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTAAATCAACTTTCTCAGTATA 
TGAGGAGTCTGGTCTCCCGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna275-LeuCAA (25999021-25999132)  Leu (CAA) 112 bp  Sc: 67.94 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
CGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna276-LeuCAA (25999269-25999380)  Leu (CAA) 112 bp  Sc: 62.85 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGATGATTCTTGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna278-LeuCAA (25999990-26000101)  Leu (CAA) 112 bp  Sc: 62.35 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCGCACTTCTGACA 
>Danio_rerio_chr20.trna280-LeuCAA (26000694-26000805)  Leu (CAA) 112 bp  Sc: 62.14 
GTCAGAATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGCATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGATA 
>Danio_rerio_chr20.trna281-LeuCAA (26000940-26001051)  Leu (CAA) 112 bp  Sc: 68.44 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGTA 
TGAGGATTCTGGTCTCCAAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna282-LeuCAA (26001188-26001299)  Leu (CAA) 112 bp  Sc: 69.99 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna283-LeuCAA (26001437-26001548)  Leu (CAA) 112 bp  Sc: 55.31 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAAACTCAAGTTTAATCAATTTTCTCAAGATA 
TGAGGGTTCTGGTCTCCAGATGGAGGCGTGGGTTCGAATCCCTTTTCTGACA 
>Danio_rerio_chr20.trna284-LeuCAA (26001910-26002021)  Leu (CAA) 112 bp  Sc: 61.33 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCGCAAAGAA 
TGAGTATTCTGGTCTCTAGATGGTGGTGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna285-LeuCAA (26002158-26002269)  Leu (CAA) 112 bp  Sc: 63.81 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTAAATCAACTTTCTCAGTATA 
TGAGGAGTCTGGTCTCCCGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna288-LeuCAA (26003352-26003463)  Leu (CAA) 112 bp  Sc: 67.94 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
CGAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna289-LeuCAA (26003600-26003711)  Leu (CAA) 112 bp  Sc: 62.35 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTTGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna290-LeuCAA (26004073-26004184)  Leu (CAA) 112 bp  Sc: 57.02 
GTCACAATGGCCGAGTGGTCTAAGGTGCCAGACTCAAGATGAATCAATCTTCTCAAGGCA 
TGAGGATTCTGGTCGCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna291-LeuCAA (26004321-26004432)  Leu (CAA) 112 bp  Sc: 56.02 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATTGCACTTCTGACA 
>Danio_rerio_chr20.trna293-LeuCAA (26005028-26005139)  Leu (CAA) 112 bp  Sc: 56.77 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGAGGCATGGGTTCAAATCCCACCTCTGACA 
>Danio_rerio_chr20.trna294-LeuCAA (26005498-26005609)  Leu (CAA) 112 bp  Sc: 56.29 
GTCAGAATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGCATTCCGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGATA 
>Danio_rerio_chr20.trna295-LeuCAA (26005744-26005855)  Leu (CAA) 112 bp  Sc: 66.62 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGATTCAAGATGAATCAATCTTCTCAAGGTA 
TGAGGATTCTGGTCTCCAAATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna296-LeuCAA (26005992-26006103)  Leu (CAA) 112 bp  Sc: 69.99 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCTGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna297-LeuCAA (26006241-26006352)  Leu (CAA) 112 bp  Sc: 55.31 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAAACTCAAGTTTAATCAATTTTCTCAAGATA 
TGAGGGTTCTGGTCTCCAGATGGAGGCGTGGGTTCGAATCCCTTTTCTGACA 
>Danio_rerio_chr20.trna298-LeuCAA (26006714-26006825)  Leu (CAA) 112 bp  Sc: 61.33 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCGCAAAGAA 
TGAGTATTCTGGTCTCTAGATGGTGGTGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna299-LeuCAA (26006962-26007073)  Leu (CAA) 112 bp  Sc: 63.81 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTAAATCAACTTTCTCAGTATA 
TGAGGAGTCTGGTCTCCCGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna300-LeuCAA (26007211-26007322)  Leu (CAA) 112 bp  Sc: 57.71 



GTCAGAATGGCTGAGTGGTCTAAGGTGCCAGTCTCAAATTTAATCAATCTTCTCAACGTA 
TGAGGGTCCTCCTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna302-LeuCAA (26008156-26008266)  Leu (CAA) 111 bp  Sc: 68.95 
GTCAGAATGGCCGAGTGGTCAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAAC 
GAGGATTCTGGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna303-LeuCAA (26008403-26008514)  Leu (CAA) 112 bp  Sc: 62.35 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
TGAGGATTCTTGTCTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna304-LeuCAA (26008876-26008987)  Leu (CAA) 112 bp  Sc: 65.28 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGATGAATCAATCTTCTCAAGGAA 
CGAGGATTCTGGTCTCCAGATGGAGGTGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna307-LeuCAA (26009816-26009927)  Leu (CAA) 112 bp  Sc: 53.61 
GTCAGAATGGCCGAGTGGTCTAAGGCACCAGACTCAAGATGAATCAATTTTCTCAAGGAA 
TGAGGATTCTGGTCTCCAGATGGGGGAGTGGGTTGAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna308-LeuCAA (26012071-26012182)  Leu (CAA) 112 bp  Sc: 61.50 
GTCAGAATGGCTGAGTGGTTTAAGGTGCCAGACTCAAGATGAATCGATCTTCTCAAGGAA 
TAAGGATTCTGGTTTCCAGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna309-LeuCAA (26012320-26012431)  Leu (CAA) 112 bp  Sc: 68.30 
GTCAGAATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTGAACCAACTTTCTCAGTTAA 
TGAGAATTCTGGTCTCCCGATGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr9.trna74-LeuCAA (26115052-26115161)  Leu (CAA) 110 bp  Sc: 64.67 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCAGACTCAAGGTTCATACCTTCCTGTGAAGCG 
GGATTTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr21.trna673-LeuCAA (36768266-36768157)  Leu (CAA) 110 bp  Sc: 67.27 
GTCAGGATGGCCGAGTGGTCTAAGGCGCCAGACTCAAGGTTCAACCCTTCCGAAGAATCG 
GGTATTCTGGTCTCCGAATGGAGGCGTGGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5272-LeuCAG (53258771-53258689)  Leu (CAG) 83 bp  Sc: 46.77 
GTCAGGATGGCCAAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCACCTGGAGGCAT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3554.trna11-LeuCAG (184414-184496)  Leu (CAG) 83 bp  Sc: 49.69 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGTAGTCTCCCCTGGAGTCGT 
GGGTTCAAATCCTATTTCAGACA 
>Danio_rerio_chr4.trna3321-LeuCAG (50294246-50294328)  Leu (CAG) 83 bp  Sc: 50.18 
GTCAGGATGGCCGATCGGTCTAAGATGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGCCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6585-LeuCAG (42904252-42904170)  Leu (CAG) 83 bp  Sc: 51.54 
GTCAGGATGGCTGAGTGGTCTAAGGTGCTGCGTTCAGGTTGTGGTCTCTGCTGGAGGTGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5742-LeuCAG (48907094-48907012)  Leu (CAG) 83 bp  Sc: 52.61 
GTCAGGATGGCCGAGCCGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr4.trna5748-LeuCAG (48899426-48899344)  Leu (CAG) 83 bp  Sc: 52.61 
GTCAGGATGGCCGAGCCGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr4.trna7092-LeuCAG (39899610-39899528)  Leu (CAG) 83 bp  Sc: 53.06 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGTGT 
GGTTTCAGATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4175-LeuCAG (56896968-56897049)  Leu (CAG) 82 bp  Sc: 53.73 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCTCTGGAGGCGTG 
GGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4187-LeuCAG (56916591-56916672)  Leu (CAG) 82 bp  Sc: 53.73 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCTCTGGAGGCGTG 
GGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6398-LeuCAG (43780901-43780820)  Leu (CAG) 82 bp  Sc: 53.73 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCTCTGGAGGCGTG 
GGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6400-LeuCAG (43779204-43779123)  Leu (CAG) 82 bp  Sc: 53.73 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCTCTGGAGGCGTG 
GGTTCAAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna241-LeuCAG (1474065-1473984)  Leu (CAG) 82 bp  Sc: 53.73 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCTCTGGAGGCGTG 
GGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5743-LeuCAG (48906241-48906159)  Leu (CAG) 83 bp  Sc: 54.33 
GTCAGGATGGCCGAGCCGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr4.trna2017-LeuCAG (42523527-42523608)  Leu (CAG) 82 bp  Sc: 54.36 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTTCCTGGAGGTGTG 



GGTTCAAATCCCACTTCTTACA 
>Danio_rerio_Zv9_scaffold3530.trna243-LeuCAG (1471524-1471443)  Leu (CAG) 82 bp  Sc: 54.47 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCATTCAGGTTGCAGTTTCCTCTGGAGGCATG 
GGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna227-LeuCAG (30004557-30004639)  Leu (CAG) 83 bp  Sc: 54.52 
GTCAGGATGGCTGAGTGGTCTAAGGCGCTGCGTTCAGGTAGCAGTCTCCCCTCGAGGCGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6003-LeuCAG (46963571-46963489)  Leu (CAG) 83 bp  Sc: 54.52 
GTCAGGATGGCTGAGTGGTCTAAGGCGCTGCGTTCAGGTAGCAGTCTCCCCTCGAGGCGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3377-LeuCAG (50664924-50665006)  Leu (CAG) 83 bp  Sc: 54.59 
GTTAGGATGGCCGAGCGTTCAAAAGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4005-LeuCAG (55441531-55441602)  Leu (CAG) 72 bp  Sc: 55.08 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4008-LeuCAG (55443036-55443107)  Leu (CAG) 72 bp  Sc: 55.08 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna5541-LeuCAG (50912041-50911959)  Leu (CAG) 83 bp  Sc: 55.38 
GTAAGGATGGCTGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5271-LeuCAG (53259625-53259544)  Leu (CAG) 82 bp  Sc: 55.54 
GTCAGGATGGCCAACGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGTG 
GGTTCAAATCCCACTTCCGACA 
>Danio_rerio_chr13.trna273-LeuCAG (48582259-48582341)  Leu (CAG) 83 bp  Sc: 55.71 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGTTTCGAATGCCACATCTGACA 
>Danio_rerio_chr4.trna2178-LeuCAG (43218292-43218374)  Leu (CAG) 83 bp  Sc: 56.01 
GTCAGGATAGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTTAAATCCCACATCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna37-LeuCAG (115352-115434)  Leu (CAG) 83 bp  Sc: 56.39 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTTTCCTCTGGAGGTGT 
AGGTTCGAATCCCACATCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna493-LeuCAG (27015-26933)  Leu (CAG) 83 bp  Sc: 56.58 
GTCAGGATGGCTGAGTGGTTTAAGGCGCTGTGTTCAGGTTGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6195-LeuCAG (45009544-45009462)  Leu (CAG) 83 bp  Sc: 56.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAAGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna672-LeuCAG (30711394-30711312)  Leu (CAG) 83 bp  Sc: 57.13 
GTTAGGATGGCCGAGCGGTATAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr22.trna674-LeuCAG (30709408-30709326)  Leu (CAG) 83 bp  Sc: 57.13 
GTTAGGATGGCCGAGCGGTATAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr22.trna602-LeuCAG (30901441-30901359)  Leu (CAG) 83 bp  Sc: 57.41 
GTCAGGATGGCCGAGCGGTCTTAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGCTGT 
GGGTTCGAATCTCACTTCTGACA 
>Danio_rerio_chr22.trna596-LeuCAG (30923970-30923888)  Leu (CAG) 83 bp  Sc: 57.77 
GTCAGAATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCTCTGTCTCCTCTGGAGGCGT 
GGCTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna691-LeuCAG (30674937-30674866)  Leu (CAG) 72 bp  Sc: 57.89 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna23-LeuCAG (37780-37851)  Leu (CAG) 72 bp  Sc: 57.89 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna28-LeuCAG (40199-40270)  Leu (CAG) 72 bp  Sc: 57.89 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna48-LeuCAG (176417-176346)  Leu (CAG) 72 bp  Sc: 57.89 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCAGGTGTGAGAGGTCCTGAGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3554.trna12-LeuCAG (185271-185353)  Leu (CAG) 83 bp  Sc: 57.93 
GTCAGGTTGGCCAAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCAT 
GGGTTCAAATCCCACTTCTGACA 



>Danio_rerio_chr4.trna3379-LeuCAG (50666632-50666714)  Leu (CAG) 83 bp  Sc: 58.24 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTACATTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna15-LeuCAG (137514-137595)  Leu (CAG) 82 bp  Sc: 58.40 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCAT 
GGGTTGAATCCCACTTTTGACA 
>Danio_rerio_chr4.trna5273-LeuCAG (53257916-53257834)  Leu (CAG) 83 bp  Sc: 58.41 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna41-LeuCAG (119046-119128)  Leu (CAG) 83 bp  Sc: 59.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCCGTCTGCTCTGGAGGCGT 
GGGTTCGAATCCCATTTCTGACA 
>Danio_rerio_chr4.trna5625-LeuCAG (50154820-50154738)  Leu (CAG) 83 bp  Sc: 59.35 
GTCAGGATGGCCGAGCAGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3385-LeuCAG (50672313-50672395)  Leu (CAG) 83 bp  Sc: 59.45 
GTTAGGATGGCCGAGCGGTCAAAGGCGCTGCATTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7187-LeuCAG (39324375-39324293)  Leu (CAG) 83 bp  Sc: 59.87 
GTCAGGATGGCCGAGCGGTTTAAGGCATTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGATTCGAATCCCACTTCTAACA 
>Danio_rerio_chr4.trna5544-LeuCAG (50909142-50909060)  Leu (CAG) 83 bp  Sc: 60.06 
GTCAGGATGGCCGAGTGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTTGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna39-LeuCAG (117340-117422)  Leu (CAG) 83 bp  Sc: 60.28 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTTAAATCCCACATCTGACA 
>Danio_rerio_chr4.trna3320-LeuCAG (50288815-50288897)  Leu (CAG) 83 bp  Sc: 60.32 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAAACCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna130-LeuCAG (51583-51501)  Leu (CAG) 83 bp  Sc: 60.36 
GTCAGGTTGGCCGAGCGGTCTAAGGCACTGAGTTCAGGTCGCAGTCTTCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3493.trna16-LeuCAG (151135-151053)  Leu (CAG) 83 bp  Sc: 60.90 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCTAATCCAACTTCTGACA 
>Danio_rerio_chr4.trna1715-LeuCAG (40204443-40204525)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGATGGCTGAGGGATCTAAGGTGCTGCGTTCAGATCGCAGTCTCCGCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna494-LeuCAG (25124-25042)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGATGGCTGAGGGATCTAAGGTGCTGCGTTCAGATCGCAGTCTCCGCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna103-LeuCAG (407744-407662)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna104-LeuCAG (397596-397514)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna105-LeuCAG (394856-394774)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna107-LeuCAG (381969-381887)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna108-LeuCAG (379230-379148)  Leu (CAG) 83 bp  Sc: 60.99 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr13.trna226-LeuCAG (48496192-48496274)  Leu (CAG) 83 bp  Sc: 61.03 
GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr13.trna227-LeuCAG (48498873-48498955)  Leu (CAG) 83 bp  Sc: 61.03 
GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr13.trna267-LeuCAG (48564480-48564562)  Leu (CAG) 83 bp  Sc: 61.03 
GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr13.trna268-LeuCAG (48567161-48567243)  Leu (CAG) 83 bp  Sc: 61.03 



GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr13.trna269-LeuCAG (48569844-48569926)  Leu (CAG) 83 bp  Sc: 61.03 
GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr13.trna270-LeuCAG (48572525-48572607)  Leu (CAG) 83 bp  Sc: 61.03 
GTCAGGATGGCCGAGCGGTCAAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGTCC 
>Danio_rerio_chr4.trna5201-LeuCAG (54013496-54013414)  Leu (CAG) 83 bp  Sc: 61.18 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGAGTTCAGGTCGCAGTCTTCCCTAGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2173-LeuCAG (43212916-43212998)  Leu (CAG) 83 bp  Sc: 61.47 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTAAATCCCACATCTGACA 
>Danio_rerio_chr4.trna7960-LeuCAG (32802911-32802829)  Leu (CAG) 83 bp  Sc: 61.65 
GTTTGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAAGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna670-LeuCAG (30713381-30713300)  Leu (CAG) 82 bp  Sc: 62.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5366-LeuCAG (52776367-52776285)  Leu (CAG) 83 bp  Sc: 62.74 
GTCAGGATGGCCGAGCGGTCTTAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGCTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5395-LeuCAG (52485176-52485094)  Leu (CAG) 83 bp  Sc: 62.74 
GTCAGGATGGCCGAGCGGTCTTAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGCTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6199-LeuCAG (44983722-44983640)  Leu (CAG) 83 bp  Sc: 62.74 
GTCAGGATGGCCGAGCGGTCTTAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGCTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna575-LeuCAG (41078603-41078685)  Leu (CAG) 83 bp  Sc: 62.89 
GTCAGGATGGCCAAGCGGTCTAAGGTGCTGCGTTCAGGTTGCAGTCTCACCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3503.trna1-LeuCAG (5946-6028)  Leu (CAG) 83 bp  Sc: 62.89 
GTCAGGATGGCCAAGCGGTCTAAGGTGCTGCGTTCAGGTTGCAGTCTCACCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2175-LeuCAG (43215731-43215813)  Leu (CAG) 83 bp  Sc: 62.94 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTAAATCCCACATCTGACA 
>Danio_rerio_chr4.trna2172-LeuCAG (43212062-43212143)  Leu (CAG) 82 bp  Sc: 63.80 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5039-LeuCAG (54862548-54862466)  Leu (CAG) 83 bp  Sc: 64.06 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCGCACTTTTGACA 
>Danio_rerio_Zv9_scaffold3488.trna42-LeuCAG (103365-103284)  Leu (CAG) 82 bp  Sc: 64.22 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCCAGTCTCCCCTGGAGGCGTG 
GGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna420-LeuCAG (54220033-54220114)  Leu (CAG) 82 bp  Sc: 64.46 
GTCAGGAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGTG 
GGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna318-LeuCAG (30764516-30764598)  Leu (CAG) 83 bp  Sc: 64.53 
GTCAGGATGGCCGAGCGGTCTAAGGCGCCGCGTTCAGGTCGCAGTCTCCCCTGGAGGAGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5744-LeuCAG (48904534-48904452)  Leu (CAG) 83 bp  Sc: 64.68 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr4.trna5750-LeuCAG (48897718-48897636)  Leu (CAG) 83 bp  Sc: 64.68 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna40-LeuCAG (118193-118275)  Leu (CAG) 83 bp  Sc: 64.68 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACATCTGACA 
>Danio_rerio_chr8.trna734-LeuCAG (40467123-40467041)  Leu (CAG) 83 bp  Sc: 64.96 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GAGTTCGAATCCCACTTCTGGCA 
>Danio_rerio_chr22.trna599-LeuCAG (30920571-30920489)  Leu (CAG) 83 bp  Sc: 65.13 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTACGTTCAGGTCGCAGTCTCCTCTGGAGGCAT 



GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7182-LeuCAG (39331173-39331091)  Leu (CAG) 83 bp  Sc: 65.28 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGGTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5179-LeuCAG (54175490-54175408)  Leu (CAG) 83 bp  Sc: 65.28 
GTCAGGATGGCTGAGTGGTCTAAGGCGCTGCATTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCTCACTTCTGACA 
>Danio_rerio_chr4.trna6002-LeuCAG (47148124-47148042)  Leu (CAG) 83 bp  Sc: 65.33 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTAGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna667-LeuCAG (30715946-30715864)  Leu (CAG) 83 bp  Sc: 65.36 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGTGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5752-LeuCAG (48885432-48885350)  Leu (CAG) 83 bp  Sc: 65.63 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTAGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna733-LeuCAG (40467978-40467896)  Leu (CAG) 83 bp  Sc: 65.63 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTAGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7185-LeuCAG (39326641-39326559)  Leu (CAG) 83 bp  Sc: 65.69 
GTCAGGATGGCCGAGCGGTTCAAGGCATTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTAACA 
>Danio_rerio_chr4.trna3376-LeuCAG (50664069-50664151)  Leu (CAG) 83 bp  Sc: 65.69 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna3381-LeuCAG (50668341-50668423)  Leu (CAG) 83 bp  Sc: 65.69 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna3384-LeuCAG (50671458-50671540)  Leu (CAG) 83 bp  Sc: 65.69 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna3388-LeuCAG (50674878-50674960)  Leu (CAG) 83 bp  Sc: 65.69 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna228-LeuCAG (30005397-30005479)  Leu (CAG) 83 bp  Sc: 66.05 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna226-LeuCAG (30002496-30002578)  Leu (CAG) 83 bp  Sc: 66.05 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5749-LeuCAG (48898573-48898491)  Leu (CAG) 83 bp  Sc: 66.13 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCTCTGCAGGCAT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2718-LeuCAG (46557079-46557161)  Leu (CAG) 83 bp  Sc: 66.18 
GTCAGGATGGCCGAGCGGTATAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3488.trna41-LeuCAG (106116-106034)  Leu (CAG) 83 bp  Sc: 66.33 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6606-LeuCAG (42722287-42722205)  Leu (CAG) 83 bp  Sc: 66.60 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTTCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7103-LeuCAG (39854986-39854904)  Leu (CAG) 83 bp  Sc: 66.60 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTTCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1151-LeuCAG (36642338-36642420)  Leu (CAG) 83 bp  Sc: 66.75 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3554.trna13-LeuCAG (198351-198433)  Leu (CAG) 83 bp  Sc: 66.75 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTTTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna8369-LeuCAG (29979767-29979685)  Leu (CAG) 83 bp  Sc: 66.96 
GTCAGGATGGCTGAGTGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna2013-LeuCAG (42520108-42520190)  Leu (CAG) 83 bp  Sc: 67.01 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Danio_rerio_chr4.trna2015-LeuCAG (42521817-42521899)  Leu (CAG) 83 bp  Sc: 67.01 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3530-LeuCAG (52024440-52024522)  Leu (CAG) 83 bp  Sc: 67.23 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_NA787.trna8-LeuCAG (20177-20259)  Leu (CAG) 83 bp  Sc: 67.29 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCACCTGGAAGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7750-LeuCAG (34087679-34087597)  Leu (CAG) 83 bp  Sc: 67.75 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGTCA 
>Danio_rerio_chr13.trna272-LeuCAG (48579156-48579238)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr13.trna274-LeuCAG (48585006-48585088)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5199-LeuCAG (54018467-54018385)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7191-LeuCAG (39297405-39297323)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGAAGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna938-LeuCAG (34588883-34588965)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna18-LeuCAG (193766-193848)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna20-LeuCAG (199231-199313)  Leu (CAG) 83 bp  Sc: 67.98 
GTCAGGATGGCCGAGCAGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3322-LeuCAG (50296017-50296099)  Leu (CAG) 83 bp  Sc: 68.03 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGGGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna315-LeuCAG (40343732-40343814)  Leu (CAG) 83 bp  Sc: 68.11 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna1711-LeuCAG (40199392-40199474)  Leu (CAG) 83 bp  Sc: 68.13 
GTCAGGATGGCCGAGTGGTTTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1714-LeuCAG (40202537-40202619)  Leu (CAG) 83 bp  Sc: 68.13 
GTCAGGATGGCCGAGTGGTTTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGTTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6882-LeuCAG (40723281-40723199)  Leu (CAG) 83 bp  Sc: 68.14 
GTCAGGATGGCCGAGCGGTCTAAGATGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna693-LeuCAG (33265647-33265729)  Leu (CAG) 83 bp  Sc: 68.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5200-LeuCAG (54015727-54015645)  Leu (CAG) 83 bp  Sc: 68.27 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTGTGACA 
>Danio_rerio_chr4.trna7184-LeuCAG (39327774-39327692)  Leu (CAG) 83 bp  Sc: 68.53 
GTCAGGATGGCTGAGCGGTCTAAGGTGCTGCGTTCAGATCGCAGTCTCCTCTGGAGGCGC 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3473.trna18-LeuCAG (97450-97532)  Leu (CAG) 83 bp  Sc: 68.83 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna1279-LeuCAG (37359235-37359317)  Leu (CAG) 83 bp  Sc: 68.84 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTCACA 
>Danio_rerio_Zv9_scaffold3480.trna106-LeuCAG (384709-384627)  Leu (CAG) 83 bp  Sc: 68.92 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna110-LeuCAG (372802-372720)  Leu (CAG) 83 bp  Sc: 68.92 



GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
TGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna544-LeuCAG (31097994-31097912)  Leu (CAG) 83 bp  Sc: 68.92 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCTACTTCTGACA 
>Danio_rerio_chr13.trna271-LeuCAG (48578418-48578500)  Leu (CAG) 83 bp  Sc: 68.99 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna603-LeuCAG (30898695-30898613)  Leu (CAG) 83 bp  Sc: 68.99 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna19-LeuCAG (196501-196583)  Leu (CAG) 83 bp  Sc: 68.99 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3964-LeuCAG (55344879-55344961)  Leu (CAG) 83 bp  Sc: 69.07 
GTTAGGATGGCCGAGCGGTCCAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5045-LeuCAG (54856426-54856344)  Leu (CAG) 83 bp  Sc: 69.07 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGATCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna478-LeuCAG (30756753-30756835)  Leu (CAG) 83 bp  Sc: 69.10 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna479-LeuCAG (30759493-30759575)  Leu (CAG) 83 bp  Sc: 69.10 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna480-LeuCAG (30762233-30762315)  Leu (CAG) 83 bp  Sc: 69.10 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna481-LeuCAG (30764973-30765055)  Leu (CAG) 83 bp  Sc: 69.10 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna669-LeuCAG (30714236-30714154)  Leu (CAG) 83 bp  Sc: 69.19 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3503.trna109-LeuCAG (959754-959836)  Leu (CAG) 83 bp  Sc: 69.32 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCAT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5041-LeuCAG (54860838-54860756)  Leu (CAG) 83 bp  Sc: 69.54 
GTCACGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2016-LeuCAG (42522672-42522754)  Leu (CAG) 83 bp  Sc: 69.56 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTTGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTTTGACA 
>Danio_rerio_chr4.trna2020-LeuCAG (42526369-42526451)  Leu (CAG) 83 bp  Sc: 69.56 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTTGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTTTGACA 
>Danio_rerio_chr4.trna2131-LeuCAG (42962766-42962848)  Leu (CAG) 83 bp  Sc: 69.58 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna8423-LeuCAG (29708151-29708069)  Leu (CAG) 83 bp  Sc: 69.58 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATTCCACTTCTGACA 
>Danio_rerio_chr4.trna4401-LeuCAG (57443501-57443419)  Leu (CAG) 83 bp  Sc: 69.78 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCTCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3503.trna107-LeuCAG (954274-954356)  Leu (CAG) 83 bp  Sc: 69.84 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCATTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6526-LeuCAG (43274619-43274537)  Leu (CAG) 83 bp  Sc: 70.08 
GTCAGGATGGCTGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5746-LeuCAG (48902546-48902464)  Leu (CAG) 83 bp  Sc: 70.09 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCTTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna246-LeuCAG (1436036-1435954)  Leu (CAG) 83 bp  Sc: 70.15 
GTCAGGGTGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCTCCTGGAGGCGT 



GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna422-LeuCAG (54223790-54223872)  Leu (CAG) 83 bp  Sc: 70.38 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCTGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna940-LeuCAG (34594333-34594415)  Leu (CAG) 83 bp  Sc: 70.41 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTGTGACA 
>Danio_rerio_chr4.trna5203-LeuCAG (53859885-53859803)  Leu (CAG) 83 bp  Sc: 70.61 
GTCAGGATGGTCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna314-LeuCAG (40339999-40340081)  Leu (CAG) 83 bp  Sc: 70.69 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCTTTCAGGCCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3378-LeuCAG (50665779-50665861)  Leu (CAG) 83 bp  Sc: 70.76 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna7181-LeuCAG (39332306-39332224)  Leu (CAG) 83 bp  Sc: 70.76 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna7183-LeuCAG (39330040-39329958)  Leu (CAG) 83 bp  Sc: 70.76 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTTACA 
>Danio_rerio_chr4.trna2607-LeuCAG (45811247-45811329)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2609-LeuCAG (45816727-45816809)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2610-LeuCAG (45819467-45819549)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2611-LeuCAG (45822207-45822289)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2612-LeuCAG (45824947-45825029)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2613-LeuCAG (45827687-45827769)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2614-LeuCAG (45830427-45830509)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2615-LeuCAG (45833167-45833249)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2616-LeuCAG (45835907-45835989)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2617-LeuCAG (45838647-45838729)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2618-LeuCAG (45841387-45841469)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2619-LeuCAG (45844127-45844209)  Leu (CAG) 83 bp  Sc: 70.78 
GTCAGGATGGCCGAGCGGTCTAGGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2179-LeuCAG (43219145-43219227)  Leu (CAG) 83 bp  Sc: 70.89 
GTCAGGATAGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2012-LeuCAG (42519254-42519336)  Leu (CAG) 83 bp  Sc: 70.91 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2014-LeuCAG (42520963-42521045)  Leu (CAG) 83 bp  Sc: 70.91 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 



>Danio_rerio_chr4.trna2171-LeuCAG (43211207-43211289)  Leu (CAG) 83 bp  Sc: 70.91 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna12-LeuCAG (133557-133639)  Leu (CAG) 83 bp  Sc: 70.91 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3873-LeuCAG (54887165-54887247)  Leu (CAG) 83 bp  Sc: 71.16 
GTTAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna598-LeuCAG (30922260-30922178)  Leu (CAG) 83 bp  Sc: 71.17 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GAGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna600-LeuCAG (30919438-30919356)  Leu (CAG) 83 bp  Sc: 71.24 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCAT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5047-LeuCAG (54854716-54854634)  Leu (CAG) 83 bp  Sc: 71.24 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCAT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna43-LeuCAG (133002-133084)  Leu (CAG) 83 bp  Sc: 71.41 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGGCA 
>Danio_rerio_Zv9_scaffold3453.trna19-LeuCAG (153058-153140)  Leu (CAG) 83 bp  Sc: 71.87 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTGTGACA 
>Danio_rerio_chr4.trna7027-LeuCAG (40267195-40267113)  Leu (CAG) 83 bp  Sc: 71.97 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGCGGCGT 
GGGTTCGATTCCCACTTCTGACA 
>Danio_rerio_chr4.trna7028-LeuCAG (40265193-40265111)  Leu (CAG) 83 bp  Sc: 71.97 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGCGGCGT 
GGGTTCGATTCCCACTTCTGACA 
>Danio_rerio_chr4.trna1617-LeuCAG (39420865-39420936)  Leu (CAG) 72 bp  Sc: 71.98 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCAGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna20-LeuCAG (155792-155874)  Leu (CAG) 83 bp  Sc: 72.00 
GCCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna604-LeuCAG (30895950-30895868)  Leu (CAG) 83 bp  Sc: 72.11 
GTCAGGATGGCCGAGCGGTCTATGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2132-LeuCAG (42965453-42965535)  Leu (CAG) 83 bp  Sc: 72.30 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4399-LeuCAG (57448752-57448670)  Leu (CAG) 83 bp  Sc: 72.30 
GTCAGGATGGCTGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5044-LeuCAG (54857776-54857694)  Leu (CAG) 83 bp  Sc: 72.34 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGTGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAAACCCACTTCTGACA 
>Danio_rerio_chr4.trna3679-LeuCAG (53177670-53177752)  Leu (CAG) 83 bp  Sc: 72.38 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTAGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3678-LeuCAG (53174930-53175012)  Leu (CAG) 83 bp  Sc: 72.39 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5745-LeuCAG (48903679-48903597)  Leu (CAG) 83 bp  Sc: 72.53 
GTCAGGATGGTCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5741-LeuCAG (48908227-48908145)  Leu (CAG) 83 bp  Sc: 72.75 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5747-LeuCAG (48900559-48900477)  Leu (CAG) 83 bp  Sc: 72.75 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTTGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1523-LeuCAG (38194422-38194504)  Leu (CAG) 83 bp  Sc: 72.82 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTTTGACA 
>Danio_rerio_chr22.trna545-LeuCAG (31095254-31095172)  Leu (CAG) 83 bp  Sc: 73.02 



GTCAGGATGGCCGAGCGGTCTAAGGCGCTGTGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5043-LeuCAG (54859127-54859045)  Leu (CAG) 83 bp  Sc: 73.20 
GTCAAGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1522-LeuCAG (38171425-38171507)  Leu (CAG) 83 bp  Sc: 73.24 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2177-LeuCAG (43217437-43217519)  Leu (CAG) 83 bp  Sc: 73.29 
GTCAGGATAGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna129-LeuCAG (54317-54235)  Leu (CAG) 83 bp  Sc: 73.40 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAGTCCCACTTCTGACA 
>Danio_rerio_chr4.trna1112-LeuCAG (36174437-36174519)  Leu (CAG) 83 bp  Sc: 73.55 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCGGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6887-LeuCAG (40710779-40710697)  Leu (CAG) 83 bp  Sc: 74.16 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna516-LeuCAG (54629087-54629169)  Leu (CAG) 83 bp  Sc: 74.16 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna576-LeuCAG (41081350-41081432)  Leu (CAG) 83 bp  Sc: 74.19 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3503.trna2-LeuCAG (8693-8775)  Leu (CAG) 83 bp  Sc: 74.19 
GTCAGGATGGCCGAGCGGTCTAAGGCACTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5046-LeuCAG (54855571-54855489)  Leu (CAG) 83 bp  Sc: 74.41 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGATCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3528-LeuCAG (52017104-52017186)  Leu (CAG) 83 bp  Sc: 74.44 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4318-LeuCAG (57232568-57232650)  Leu (CAG) 83 bp  Sc: 74.44 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5396-LeuCAG (52482428-52482346)  Leu (CAG) 83 bp  Sc: 74.44 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna10-LeuCAG (62284-62366)  Leu (CAG) 83 bp  Sc: 74.44 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3670-LeuCAG (53153010-53153092)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3671-LeuCAG (53155750-53155832)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3672-LeuCAG (53158490-53158572)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3673-LeuCAG (53161230-53161312)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3674-LeuCAG (53163970-53164052)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3675-LeuCAG (53166710-53166792)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3676-LeuCAG (53169450-53169532)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3677-LeuCAG (53172190-53172272)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 



GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5524-LeuCAG (51291282-51291200)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6069-LeuCAG (46015023-46014941)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3453.trna18-LeuCAG (150317-150399)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna128-LeuCAG (58200-58118)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna247-LeuCAG (1433288-1433206)  Leu (CAG) 83 bp  Sc: 75.06 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCACTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5758-LeuCAG (48674434-48674352)  Leu (CAG) 83 bp  Sc: 75.32 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCGCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5761-LeuCAG (48666214-48666132)  Leu (CAG) 83 bp  Sc: 75.32 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCGCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr12.trna447-LeuCAG (3069547-3069465)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr13.trna228-LeuCAG (48501554-48501636)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna545-LeuCAG (6039418-6039336)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna546-LeuCAG (6037848-6037766)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr17.trna547-LeuCAG (6035643-6035561)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna456-LeuCAG (42593577-42593495)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna543-LeuCAG (31100734-31100652)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1113-LeuCAG (36177178-36177260)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1280-LeuCAG (37361978-37362060)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1823-LeuCAG (40691200-40691282)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna1824-LeuCAG (40693939-40694021)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2128-LeuCAG (42954698-42954780)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2129-LeuCAG (42957405-42957487)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2130-LeuCAG (42960079-42960161)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna221-LeuCAG (29905088-29905170)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Danio_rerio_chr4.trna222-LeuCAG (29907436-29907518)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2608-LeuCAG (45813987-45814069)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2620-LeuCAG (45846867-45846949)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3529-LeuCAG (52020354-52020436)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4166-LeuCAG (56664410-56664492)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4167-LeuCAG (56667152-56667234)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna4400-LeuCAG (57446254-57446172)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna499-LeuCAG (31313969-31314051)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5202-LeuCAG (53937172-53937090)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5274-LeuCAG (53243676-53243594)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5367-LeuCAG (52773625-52773543)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5756-LeuCAG (48679914-48679832)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5757-LeuCAG (48677174-48677092)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5759-LeuCAG (48671694-48671612)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5760-LeuCAG (48668954-48668872)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5827-LeuCAG (48230283-48230201)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6001-LeuCAG (47157081-47156999)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6884-LeuCAG (40719017-40718935)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6885-LeuCAG (40716271-40716189)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6886-LeuCAG (40713525-40713443)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7425-LeuCAG (37942089-37942007)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7426-LeuCAG (37939349-37939267)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7826-LeuCAG (33836812-33836730)  Leu (CAG) 83 bp  Sc: 75.90 



GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna8009-LeuCAG (32002132-32002050)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna8424-LeuCAG (29705803-29705721)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna8425-LeuCAG (29702000-29701918)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna939-LeuCAG (34591593-34591675)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna418-LeuCAG (54215412-54215494)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna419-LeuCAG (54218154-54218236)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna421-LeuCAG (54221911-54221993)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna423-LeuCAG (54226532-54226614)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr5.trna424-LeuCAG (54228411-54228493)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna311-LeuCAG (40332021-40332103)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna312-LeuCAG (40334680-40334762)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna313-LeuCAG (40337340-40337422)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna572-LeuCAG (41039144-41039226)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna573-LeuCAG (41041877-41041959)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr8.trna574-LeuCAG (41044610-41044692)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_NA592.trna1-LeuCAG (1053-1135)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_NA592.trna2-LeuCAG (3657-3739)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3480.trna109-LeuCAG (374678-374596)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3482.trna11-LeuCAG (130490-130572)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3493.trna15-LeuCAG (153863-153781)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna21-LeuCAG (203100-203182)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3503.trna108-LeuCAG (957014-957096)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 



GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna215-LeuCAG (1396611-1396693)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3530.trna216-LeuCAG (1399351-1399433)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3538.trna1-LeuCAG (102642-102724)  Leu (CAG) 83 bp  Sc: 75.90 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna6769-LeuCAG (41559086-41559004)  Leu (CAG) 83 bp  Sc: 76.35 
GTCAGGATGGCCGAGCGGTCTAAGGTGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3965-LeuCAG (55347613-55347695)  Leu (CAG) 83 bp  Sc: 77.30 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGATCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr18.trna77-LeuCAG (18641862-18641944)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr20.trna600-LeuCAG (19611183-19611101)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna597-LeuCAG (30923115-30923033)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna668-LeuCAG (30715091-30715009)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna671-LeuCAG (30712527-30712445)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna673-LeuCAG (30710541-30710459)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2018-LeuCAG (42524659-42524741)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2019-LeuCAG (42525514-42525596)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2021-LeuCAG (42527224-42527306)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2022-LeuCAG (42528079-42528161)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2174-LeuCAG (43214598-43214680)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3380-LeuCAG (50667486-50667568)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3382-LeuCAG (50669474-50669556)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3386-LeuCAG (50673168-50673250)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3387-LeuCAG (50674023-50674105)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5040-LeuCAG (54861693-54861611)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna5042-LeuCAG (54859982-54859900)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 



>Danio_rerio_chr4.trna6767-LeuCAG (41573463-41573381)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7180-LeuCAG (39333439-39333357)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_NA787.trna10-LeuCAG (21886-21968)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_NA787.trna9-LeuCAG (21032-21114)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna11-LeuCAG (132702-132784)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna13-LeuCAG (135527-135609)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna14-LeuCAG (136382-136464)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna16-LeuCAG (138367-138449)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3555.trna38-LeuCAG (116207-116289)  Leu (CAG) 83 bp  Sc: 77.82 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCTCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr22.trna605-LeuCAG (30893203-30893121)  Leu (CAG) 83 bp  Sc: 78.35 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTCAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna7995-LeuGAG (32366792-32366721)  Leu (GAG) 72 bp  Sc: 46.93 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTGAGGTGTCAGATGTCTTGCGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr8.trna776-LeuGAG (40269657-40269586)  Leu (GAG) 72 bp  Sc: 46.93 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTGAGGTGTCAGATGTCTTGCGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna7-LeuGAG (12150-12221)  Leu (GAG) 72 bp  Sc: 46.93 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTGAGGTGTCAGATGTCTTGCGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna7190-LeuGAG (39300152-39300070)  Leu (GAG) 83 bp  Sc: 63.58 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTGAGGACGCAGTCTCCCCTGGAGGCGT 
GGTTTCGAATGCCACATCTGACA 
>Danio_rerio_chr17.trna512-LeuTAA (11533228-11533146)  Leu (TAA) 83 bp  Sc: 45.84 
ACCAGGATGGCCGAGTGATTATGGTGTTGGACTTAAGATCCTATGGACAAATTCCCTTAT 
GGGTTCAAATCCCACTCCTGGTA 
>Danio_rerio_chr17.trna40-LeuTAA (10770781-10770863)  Leu (TAA) 83 bp  Sc: 52.31 
ACCAGGATGGCCAAGAGGTTAAGGCGTTGGACTTAAGATCCAATAAACAAATGTCCTCGT 
GGGTTTGAACCCCACTCCTGGTT 
>Danio_rerio_Zv9_NA130.trna1-LeuTAA (81521-81603)  Leu (TAA) 83 bp  Sc: 55.57 
ACCAGGATGGCTGAGTGGTTAAGGCGTTGGACTTAAGATCCAACAGACTAATGTCCTCGA 
GGGTTTGAACCCCACTCCTGGTA 
>Danio_rerio_chr4.trna6847-LeuTAA (40827322-40827241)  Leu (TAA) 82 bp  Sc: 55.59 
GGTAGCGTGGCCGAGGGGTGTAAGGCGCTGGATTTAAGCTCCAGTCTCTTCAAGGGCATG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7244-LeuTAA (38779000-38778928)  Leu (TAA) 73 bp  Sc: 56.29 
GATGAAATAGCTCAGTTGGGAGAGCATTAGACTTAAGATTTAAAGGTCCCTGGTCCGATC 
CTGGGTTTCAGCA 
>Danio_rerio_chr20.trna376-LeuTAA (45757740-45757822)  Leu (TAA) 83 bp  Sc: 56.97 
ATCAGGATGGCCGAGAGGTTAAGGCATTGGACATAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr4.trna7521-LeuTAA (36321979-36321906)  Leu (TAA) 74 bp  Sc: 58.28 
GGCGCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTTAAAAACAGGAGATCCTGGCCTCTAA 
TCCCAGCAGCGCCT 
>Danio_rerio_Zv9_scaffold3530.trna214-LeuTAA (1207684-1207757)  Leu (TAA) 74 bp  Sc: 58.28 
GGCGCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTTAAAAACAGGAGATCCTGGCCTCTAA 
TCCCAGCAGCGCCT 
>Danio_rerio_chr20.trna372-LeuTAA (45756151-45756233)  Leu (TAA) 83 bp  Sc: 58.34 



ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTTGAACCCTACTCCTGGTA 
>Danio_rerio_chr17.trna64-LeuTAA (12981274-12981356)  Leu (TAA) 83 bp  Sc: 58.34 
GCCAAGATGGCTGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCTTGT 
GGGTTCAAACCCCACTCCTGCTA 
>Danio_rerio_chr17.trna27-LeuTAA (7561471-7561553)  Leu (TAA) 83 bp  Sc: 59.08 
ATCGGGATGGCCGAGTGGTTAAGTCGTTGGACTTAAGATCCAATGGACAGATGTCTTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3470.trna57-LeuTAA (297167-297248)  Leu (TAA) 82 bp  Sc: 59.18 
GGTAGGGTGGCCGAGGGGTCTAAGGCGCTGGATTTAAGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr20.trna373-LeuTAA (45756546-45756628)  Leu (TAA) 83 bp  Sc: 60.22 
ATCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACTCCACTCCTGGTA 
>Danio_rerio_chr4.trna948-LeuTAA (34689633-34689714)  Leu (TAA) 82 bp  Sc: 61.72 
GGTAGTGTGGCAGAGGGGTCTAAGGCGCTGGATTTAAGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr17.trna26-LeuTAA (7558415-7558497)  Leu (TAA) 83 bp  Sc: 61.80 
CTCAGGATGGCTGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAGATGTCCTCGT 
GGGTTCAATCCCCACTCCTGGTA 
>Danio_rerio_chr17.trna49-LeuTAA (10787829-10787911)  Leu (TAA) 83 bp  Sc: 63.84 
ACCAGGATGGCAGAGAGGTTAAGGTGTTGGACTTAAGATCCAATGGACGTATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna50-LeuTAA (10791316-10791397)  Leu (TAA) 82 bp  Sc: 64.14 
ACCAGGATGGCCGAGAGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGTG 
GGTTCGATCCCCACTCCTGGTA 
>Danio_rerio_chr20.trna379-LeuTAA (45760673-45760755)  Leu (TAA) 83 bp  Sc: 64.34 
ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAGTGTCCTCGT 
GGATTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna45-LeuTAA (10776887-10776969)  Leu (TAA) 83 bp  Sc: 64.55 
ACCAGGATGGCCGAGAGGTTAAGGTGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACACCTGGTA 
>Danio_rerio_chr20.trna371-LeuTAA (45755797-45755879)  Leu (TAA) 83 bp  Sc: 66.40 
ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAACGTCCTTGT 
GGGTTCAATACCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3530.trna47-LeuTAA (421000-421082)  Leu (TAA) 83 bp  Sc: 66.58 
GGTAGTGTGGCCGAGGGGGTCTAAGGCGCTGGATTTAAGCTCCAGTCTCTTCGGAGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr2.trna286-LeuTAA (52421124-52421042)  Leu (TAA) 83 bp  Sc: 66.99 
ACCAGGATGGCCGAGTGGTTAAGGTGTTGGACTTAAGAACCAATGGACAAGTGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3470.trna54-LeuTAA (295861-295942)  Leu (TAA) 82 bp  Sc: 67.32 
GGTAGTGTGGCCGAGGGGTCTAAGGTACTGGATTTAAACTCCAGTCTCTTTGGGGGCGTG 
GGTTCAAATCCCACCACTGCCA 
>Danio_rerio_chr4.trna5172-LeuTAA (54195974-54195893)  Leu (TAA) 82 bp  Sc: 68.07 
GTAGTCGTGGCTGAGTGGTTAAGGTGATGGACTTAAAATCCATTGGGGTCTCCCTGCGCA 
GGTTTGAATCCTGCCGACTGCG 
>Danio_rerio_chr20.trna375-LeuTAA (45757353-45757435)  Leu (TAA) 83 bp  Sc: 68.21 
ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCGTGGTA 
>Danio_rerio_chr20.trna380-LeuTAA (45772442-45772524)  Leu (TAA) 83 bp  Sc: 68.86 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGTACCCCACTCCTGGTA 
>Danio_rerio_chr20.trna374-LeuTAA (45756960-45757042)  Leu (TAA) 83 bp  Sc: 69.01 
ATCAGGATGGCCGAGGGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAATCCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3472.trna19-LeuTAA (104831-104912)  Leu (TAA) 82 bp  Sc: 69.05 
GTAGTCGTGGCCGGGTGGTTAAGGCGATGGACTTAAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCAAATCCTGCCGACTAGG 
>Danio_rerio_chr17.trna58-LeuTAA (12183274-12183356)  Leu (TAA) 83 bp  Sc: 69.87 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACTAATGTCCTCGT 
GGGTTTGAACCCCACTCCTGGTA 
>Danio_rerio_chr20.trna378-LeuTAA (45760309-45760391)  Leu (TAA) 83 bp  Sc: 70.50 
ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAGTGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna39-LeuTAA (10768728-10768810)  Leu (TAA) 83 bp  Sc: 71.20 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGATGAATATCCCCGT 



GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna42-LeuTAA (10772116-10772198)  Leu (TAA) 83 bp  Sc: 71.28 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTTCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3503.trna49-LeuTAA (352374-352455)  Leu (TAA) 82 bp  Sc: 72.97 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTTAAAATCCATCGGGGTCTCCCTGCGCA 
GGTTTAAATCCTGCCGACTACG 
>Danio_rerio_chr17.trna52-LeuTAA (10792933-10793015)  Leu (TAA) 83 bp  Sc: 73.24 
ACCAGGATGGCCGAGAGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr2.trna280-LeuTAA (52429780-52429698)  Leu (TAA) 83 bp  Sc: 73.39 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCAAGCCCCACTCCTGGTA 
>Danio_rerio_chr17.trna43-LeuTAA (10774352-10774434)  Leu (TAA) 83 bp  Sc: 73.39 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACACATGTCCTCGT 
GGGTTCAAGCCCCACTCCTGGTA 
>Danio_rerio_chr17.trna25-LeuTAA (7556565-7556647)  Leu (TAA) 83 bp  Sc: 73.57 
ACCAGGATGGCCGAGTGGTTAAGGTGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna519-LeuTAA (11520383-11520301)  Leu (TAA) 83 bp  Sc: 73.68 
ACCAGTATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTTCTGGTA 
>Danio_rerio_chr2.trna285-LeuTAA (52423796-52423714)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACGAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr2.trna281-LeuTAA (52428841-52428759)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr2.trna282-LeuTAA (52426560-52426478)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr2.trna283-LeuTAA (52425771-52425689)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna30-LeuTAA (7564761-7564843)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAGATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna515-LeuTAA (11530942-11530860)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAGATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna28-LeuTAA (7563789-7563871)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAGTTGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna516-LeuTAA (11528802-11528720)  Leu (TAA) 83 bp  Sc: 75.04 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGGCAAATGTCCTCGT 
GGGTTCAAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna47-LeuTAA (10780592-10780674)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna48-LeuTAA (10781215-10781297)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna511-LeuTAA (11533708-11533626)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna513-LeuTAA (11532670-11532588)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna517-LeuTAA (11525980-11525898)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna518-LeuTAA (11521365-11521283)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAAATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr17.trna24-LeuTAA (7544497-7544579)  Leu (TAA) 83 bp  Sc: 76.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACAGATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 



>Danio_rerio_chr17.trna46-LeuTAA (10779461-10779543)  Leu (TAA) 83 bp  Sc: 77.78 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCTCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_Zv9_scaffold3503.trna275-LeuTAA (345402-345330)  Leu (TAA) 73 bp  Sc: 77.86 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTTAAGATCTAAAGGTACCTGGTTCGATC 
CCAGGTTTTGGCA 
>Danio_rerio_chr23.trna265-LeuTAA (1147040-1146958)  Leu (TAA) 83 bp  Sc: 80.77 
ACCAGGATGGCCGAGTGGTTAAGGCGTTGGACTTAAGATCCAATGGACATATGTCCGCGT 
GGGTTCGAACCCCACTCCTGGTA 
>Danio_rerio_chr20.trna715-LeuTAA (10197877-10197766)  Leu (TAA) 112 bp  Sc: 59.98 
GTCAAAATGGCCGAGTGGTCTAAGGCGCCAGACTTAAGGTGATTCAACCTTCTCAGGTAG 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCATTTCTGACA 
>Danio_rerio_chr20.trna708-LeuTAA (10199768-10199657)  Leu (TAA) 112 bp  Sc: 59.73 
GTCAGAATGGTCGAGTGGTCTAAGACGCCAGACTTAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna696-LeuTAA (10203113-10203002)  Leu (TAA) 112 bp  Sc: 54.06 
GTCAGAATGGTCGAGTGGTCTAAGACGACAGACTTAAGGTGATATAACCTTCTTAGGTAG 
TGAGAATTGTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCAACTTTTGACA 
>Danio_rerio_chr20.trna647-LeuTAA (10223919-10223808)  Leu (TAA) 112 bp  Sc: 57.60 
GTCAGAATGGCAGAGTGGTCTAAGGCGCCAGACTTAAGGTGATTTAACCTTCTTAGGTAG 
TGAGAATTCTGGTCTCCAGCTGGAAGCGTGGGTTCAAATCCCACTTTTGACA 
>Danio_rerio_chr20.trna624-LeuTAA (10230174-10230063)  Leu (TAA) 112 bp  Sc: 57.60 
GTCAGAATGGCAGAGTGGTCTAAGGCGCCAGACTTAAGGTGATTTAACCTTCTTAGGTAG 
TGAGAATTCTGGTCTCCAGCTGGAAGCGTGGGTTCAAATCCCACTTTTGACA 
>Danio_rerio_chr6.trna356-LeuTAG (34088194-34088113)  Leu (TAG) 82 bp  Sc: 35.50 
GGTAGTGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTCGGGTGTGTG 
GGTTTGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna1634-LeuTAG (39766332-39766412)  Leu (TAG) 81 bp  Sc: 38.86 
GGTAGCGTGGCCGAGAGTCTAAGGTGCTGCAATTAGATTCCAGTCTCTTCGGGGCCGTGG 
GTTCGAATCCCACCACTGCCA 
>Danio_rerio_chr12.trna51-LeuTAG (11649987-11650068)  Leu (TAG) 82 bp  Sc: 41.04 
GGTAGTGTGGCTGTGGGGTCTAAGGCGCTGGATTTAGTCTCCAGTCTCTTCGGGGGTGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna344-LeuTAG (34096209-34096129)  Leu (TAG) 81 bp  Sc: 41.15 
GGTAGTGTGGCCGTTGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTCGGGTGTGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna351-LeuTAG (34091707-34091627)  Leu (TAG) 81 bp  Sc: 41.15 
GGTAGTGTGGCCGTTGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTCGGGTGTGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna349-LeuTAG (34092720-34092639)  Leu (TAG) 82 bp  Sc: 42.41 
GGTAGTGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTCGGGTGTGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna6878-LeuTAG (40743166-40743085)  Leu (TAG) 82 bp  Sc: 42.81 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTTAGGCTCCTGTCTCTTCGGGGGTGTG 
GGTTTGCATCCCATCGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna37-LeuTAG (151336-151255)  Leu (TAG) 82 bp  Sc: 42.82 
GATAGCGTAGCCAAGGGATCGAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCTA 
>Danio_rerio_chr4.trna7502-LeuTAG (36338179-36338098)  Leu (TAG) 82 bp  Sc: 42.90 
GATAGCGTAGCCAAGGGATCTAAGGCGCTGGATTTAGTCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7507-LeuTAG (36333360-36333279)  Leu (TAG) 82 bp  Sc: 42.90 
GATAGCGTAGCCAAGGGATCTAAGGCGCTGGATTTAGTCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna193-LeuTAG (1194282-1194363)  Leu (TAG) 82 bp  Sc: 42.90 
GATAGCGTAGCCAAGGGATCTAAGGCGCTGGATTTAGTCTCCAGTTTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5222-LeuTAG (53634380-53634299)  Leu (TAG) 82 bp  Sc: 43.59 
GGTAGTGGGGCTGAGAGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCCGGGGTGTG 
GGTTCGAATTCCACCGCTGCCA 
>Danio_rerio_chr4.trna5419-LeuTAG (52247004-52246923)  Leu (TAG) 82 bp  Sc: 43.59 
GGTAGTGGGGCTGAGAGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCCGGGGTGTG 
GGTTCGAATTCCACCGCTGCCA 
>Danio_rerio_chr4.trna5971-LeuTAG (47359741-47359660)  Leu (TAG) 82 bp  Sc: 44.80 
GGTAGCATGGCCAAGGGGTCTAAGGCATTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna339-LeuTAG (34100333-34100252)  Leu (TAG) 82 bp  Sc: 44.97 



GGTAGCGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTTGGGGGCGTG 
AGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna347-LeuTAG (34093733-34093652)  Leu (TAG) 82 bp  Sc: 44.97 
GGTAGCGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTTGGGGGCGTG 
AGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna354-LeuTAG (34089207-34089126)  Leu (TAG) 82 bp  Sc: 44.97 
GGTAGCGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCTTTGGGGGCGTG 
AGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_chr6.trna341-LeuTAG (34099320-34099239)  Leu (TAG) 82 bp  Sc: 45.67 
GGTAGCGTGGCCGATGGGTCTAAGGCACTGGCTTTAGGCTCCAGTCTCCTTGGGGGCGTG 
AGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna4172-LeuTAG (56880962-56881043)  Leu (TAG) 82 bp  Sc: 47.14 
GGTAGCGTGGCCAAGGGGTCTAAGGCGCTGGTTTTAGGCTCCAGTTTCTTTGGGGGTGTG 
GGTTTGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5390-LeuTAG (52498372-52498291)  Leu (TAG) 82 bp  Sc: 48.47 
GATAGCGTAGCCAAGAGATCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCAGGGACGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna263-LeuTAG (30057719-30057790)  Leu (TAG) 72 bp  Sc: 49.31 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTAGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna40-LeuTAG (354787-354868)  Leu (TAG) 82 bp  Sc: 49.90 
GGTAGCGTTGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGTATCCCATTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna45-LeuTAG (184561-184642)  Leu (TAG) 82 bp  Sc: 51.63 
GGTTGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTGGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna65-LeuTAG (194835-194916)  Leu (TAG) 82 bp  Sc: 51.63 
GGTTGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTGGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna37-LeuTAG (180453-180534)  Leu (TAG) 82 bp  Sc: 51.83 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna41-LeuTAG (182507-182588)  Leu (TAG) 82 bp  Sc: 51.83 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna49-LeuTAG (186617-186698)  Leu (TAG) 82 bp  Sc: 51.83 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna55-LeuTAG (189700-189781)  Leu (TAG) 82 bp  Sc: 51.83 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna57-LeuTAG (190727-190808)  Leu (TAG) 82 bp  Sc: 51.83 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5956-LeuTAG (47647139-47647058)  Leu (TAG) 82 bp  Sc: 51.98 
GGTAGTGTGGCCGAGGGGTCTAAGGCATAGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5440-LeuTAG (52184941-52184860)  Leu (TAG) 82 bp  Sc: 52.07 
TGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCAGGGGTGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3917-LeuTAG (55175078-55175159)  Leu (TAG) 82 bp  Sc: 52.40 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GTTTCGAATCCCACCGCTGCCC 
>Danio_rerio_Zv9_scaffold3494.trna88-LeuTAG (111186-111105)  Leu (TAG) 82 bp  Sc: 53.19 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTTTTCGGGGGCATG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna9-LeuTAG (16773-16854)  Leu (TAG) 82 bp  Sc: 53.79 
GGTAGTGTGGCCGAGGGGTCTTAGGCGCAGGAGTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna620-LeuTAG (32219418-32219499)  Leu (TAG) 82 bp  Sc: 54.53 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCCGCCA 
>Danio_rerio_chr4.trna5968-LeuTAG (47361103-47361022)  Leu (TAG) 82 bp  Sc: 55.10 
GGTAGAGTGGCCGAGCGGTCTAAGGTGCTGGACTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGCATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna5638-LeuTAG (49884049-49883968)  Leu (TAG) 82 bp  Sc: 55.26 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTTCAGTCTCTTCGGGGGCGTG 



GGTTTGAATCCCACCGCTCCCA 
>Danio_rerio_Zv9_scaffold3514.trna102-LeuTAG (114340-114259)  Leu (TAG) 82 bp  Sc: 55.49 
AGTAGTGTGGCCGAGGGGTCTAAGGCACTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTC 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3899-LeuTAG (55164641-55164721)  Leu (TAG) 81 bp  Sc: 55.72 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3913-LeuTAG (55173020-55173101)  Leu (TAG) 82 bp  Sc: 55.77 
GGAAGTGTGGCCGAGGGGTCTAAGGCGTTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7120-LeuTAG (39520872-39520791)  Leu (TAG) 82 bp  Sc: 56.66 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAATCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna29-LeuTAG (176338-176419)  Leu (TAG) 82 bp  Sc: 57.15 
GGTAGCGTGGCCGAGGAGTCTAAGGCGCTGGATTTAGGCTTCAGTCTCTTTGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna216-LeuTAG (29158254-29158335)  Leu (TAG) 82 bp  Sc: 57.22 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGTCA 
>Danio_rerio_chr22.trna218-LeuTAG (29159284-29159365)  Leu (TAG) 82 bp  Sc: 57.22 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGTCA 
>Danio_rerio_Zv9_scaffold3530.trna174-LeuTAG (638004-638085)  Leu (TAG) 82 bp  Sc: 57.54 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGAGGCGTG 
GTTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3897-LeuTAG (55163613-55163693)  Leu (TAG) 81 bp  Sc: 57.61 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3907-LeuTAG (55168739-55168819)  Leu (TAG) 81 bp  Sc: 57.61 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna170-LeuTAG (635947-636027)  Leu (TAG) 81 bp  Sc: 57.61 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1735-LeuTAG (40478736-40478817)  Leu (TAG) 82 bp  Sc: 58.03 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCAAATCACACCGCTGCCA 
>Danio_rerio_chr4.trna5391-LeuTAG (52498087-52498006)  Leu (TAG) 82 bp  Sc: 58.06 
GGTAGTGTGGCCGAGGGGTCTAAGGCACTGGATTTAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8258-LeuTAG (30894904-30894823)  Leu (TAG) 82 bp  Sc: 58.12 
GGTAGCGTGGCCGAGGGATCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna4223-LeuTAG (56982601-56982682)  Leu (TAG) 82 bp  Sc: 58.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTTGAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6421-LeuTAG (43730192-43730111)  Leu (TAG) 82 bp  Sc: 58.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTTGAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6015-LeuTAG (46935351-46935270)  Leu (TAG) 82 bp  Sc: 58.41 
GGTAGTGTGGCCAAGGGGTCTTAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna259-LeuTAG (48544296-48544377)  Leu (TAG) 82 bp  Sc: 58.58 
GGGAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCTTG 
GGTTCGAAACCCATCGCTGCCA 
>Danio_rerio_chr4.trna5967-LeuTAG (47361848-47361767)  Leu (TAG) 82 bp  Sc: 58.74 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5969-LeuTAG (47360818-47360737)  Leu (TAG) 82 bp  Sc: 58.74 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8244-LeuTAG (30903029-30902948)  Leu (TAG) 82 bp  Sc: 58.85 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACAGCTGCCA 
>Danio_rerio_chr4.trna8247-LeuTAG (30901260-30901179)  Leu (TAG) 82 bp  Sc: 58.85 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACAGCTGCCA 



>Danio_rerio_chr4.trna8253-LeuTAG (30897700-30897619)  Leu (TAG) 82 bp  Sc: 58.85 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACAGCTGCCA 
>Danio_rerio_chr4.trna7053-LeuTAG (40243118-40243037)  Leu (TAG) 82 bp  Sc: 59.16 
GGTAGCGTGGCCGAGGGGTCTAAGACGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5964-LeuTAG (47363628-47363547)  Leu (TAG) 82 bp  Sc: 59.16 
GGTAGTATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5192-LeuTAG (54084582-54084501)  Leu (TAG) 82 bp  Sc: 59.38 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGCATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna5979-LeuTAG (47355111-47355030)  Leu (TAG) 82 bp  Sc: 59.38 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGCATCCCATCGCTGCCA 
>Danio_rerio_Zv9_NA297.trna43-LeuTAG (4418-4337)  Leu (TAG) 82 bp  Sc: 59.41 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCAA 
>Danio_rerio_chr4.trna3909-LeuTAG (55169771-55169852)  Leu (TAG) 82 bp  Sc: 59.76 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGCATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna330-LeuTAG (34107091-34107010)  Leu (TAG) 82 bp  Sc: 59.89 
GGTAGCGTGGCCAAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_NA618.trna3-LeuTAG (14544-14625)  Leu (TAG) 82 bp  Sc: 59.90 
GGTAGTGTGGCCGATGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGAG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna675-LeuTAG (30708555-30708474)  Leu (TAG) 82 bp  Sc: 59.92 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTAGCAGTCTCCTCTGGAGGCGT 
GGGTTGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3472.trna41-LeuTAG (137851-137932)  Leu (TAG) 82 bp  Sc: 59.93 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTTAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7350-LeuTAG (38103016-38102935)  Leu (TAG) 82 bp  Sc: 59.96 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6008-LeuTAG (46939242-46939161)  Leu (TAG) 82 bp  Sc: 60.05 
GGTTGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna650-LeuTAG (32819900-32819981)  Leu (TAG) 82 bp  Sc: 60.32 
GGTAGCGTGGCCGAGGGGTCTAGGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna4653-LeuTAG (56436802-56436722)  Leu (TAG) 81 bp  Sc: 60.34 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGATCCATTGGGGTCTCCCCCGCACAA 
GTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3390-LeuTAG (50676863-50676944)  Leu (TAG) 82 bp  Sc: 60.37 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCTCTGGAGGCGA 
GGGTTGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2023-LeuTAG (42529212-42529293)  Leu (TAG) 82 bp  Sc: 60.49 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCTCTGGAGGCGA 
GGGTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2024-LeuTAG (42530064-42530145)  Leu (TAG) 82 bp  Sc: 60.49 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCTCTGGAGGCGA 
GGGTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3389-LeuTAG (50676011-50676092)  Leu (TAG) 82 bp  Sc: 60.49 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCTCTGGAGGCGA 
GGGTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3493.trna12-LeuTAG (161126-161045)  Leu (TAG) 82 bp  Sc: 60.56 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACTGCTGCAA 
>Danio_rerio_chr4.trna1521-LeuTAG (38168906-38168988)  Leu (TAG) 83 bp  Sc: 60.59 
GTCATGATGGCCGAGCGGTCTGAGGTGCTGCGTTTAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna2403-LeuTAG (44412137-44412218)  Leu (TAG) 82 bp  Sc: 60.64 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGCGGCGTG 
GGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3461.trna14-LeuTAG (243002-243083)  Leu (TAG) 82 bp  Sc: 60.64 



GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCAAGTCTCTTCGGCGGCGTG 
GGTTCAAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3470.trna51-LeuTAG (294605-294687)  Leu (TAG) 83 bp  Sc: 60.66 
GGTAGCGTGGCCGAGGGGTCTTAAGGCGCTGGATTTAGGCTCTAGTCTCTTTGGGGACGT 
GGGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna17-LeuTAG (22492-22574)  Leu (TAG) 83 bp  Sc: 60.77 
GGTAGTGTGGCCGAGGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGT 
GGGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5444-LeuTAG (52182881-52182800)  Leu (TAG) 82 bp  Sc: 60.77 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCTGGGGCGTG 
GGTTCGAATCCCAACGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna194-LeuTAG (1194567-1194648)  Leu (TAG) 82 bp  Sc: 60.77 
GGTAGTGTGGCAGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGATTCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3494.trna90-LeuTAG (107919-107838)  Leu (TAG) 82 bp  Sc: 60.86 
GGTAGCGTGGCCGAGGGGTCTTAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8260-LeuTAG (30893874-30893793)  Leu (TAG) 82 bp  Sc: 61.16 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTGCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna22-LeuTAG (212920-213001)  Leu (TAG) 82 bp  Sc: 61.18 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCATG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5976-LeuTAG (47356932-47356851)  Leu (TAG) 82 bp  Sc: 61.22 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGCATCCCATCGCTGCCG 
>Danio_rerio_chr4.trna3777-LeuTAG (53865151-53865232)  Leu (TAG) 82 bp  Sc: 61.23 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATATAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna9-LeuTAG (4062-4142)  Leu (TAG) 81 bp  Sc: 61.27 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGTTCCAGTCTCTTTGGGGTGTGG 
GTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7043-LeuTAG (40246606-40246525)  Leu (TAG) 82 bp  Sc: 61.32 
GGTAGTGTGGCCAAGGGGTCTAAGGTGCTGGATTTAGGTTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3893-LeuTAG (55161556-55161637)  Leu (TAG) 82 bp  Sc: 61.44 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3252-LeuTAG (49541203-49541285)  Leu (TAG) 83 bp  Sc: 61.58 
GGCTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGT 
GGGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7132-LeuTAG (39514759-39514678)  Leu (TAG) 82 bp  Sc: 61.71 
GGTAGCGTGACCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7134-LeuTAG (39513734-39513653)  Leu (TAG) 82 bp  Sc: 61.71 
GGTAGCGTGACCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7140-LeuTAG (39510656-39510575)  Leu (TAG) 82 bp  Sc: 61.71 
GGTAGCGTGACCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7154-LeuTAG (39503458-39503377)  Leu (TAG) 82 bp  Sc: 61.71 
GGTAGCGTGACCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna85-LeuTAG (13591-13510)  Leu (TAG) 82 bp  Sc: 61.82 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGTGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna701-LeuTAG (33458829-33458910)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCAGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna229-LeuTAG (48516819-48516900)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna260-LeuTAG (48544581-48544662)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna31-LeuTAG (9379398-9379479)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 



GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna37-LeuTAG (9382471-9382552)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4216-LeuTAG (56976726-56976807)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5627-LeuTAG (49985724-49985643)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6414-LeuTAG (43736067-43735986)  Leu (TAG) 82 bp  Sc: 62.17 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna19-LeuTAG (77990-78072)  Leu (TAG) 83 bp  Sc: 62.27 
GGTAGTGTGGCTGAGGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3895-LeuTAG (55162584-55162665)  Leu (TAG) 82 bp  Sc: 62.41 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCACTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7500-LeuTAG (36339158-36339077)  Leu (TAG) 82 bp  Sc: 62.45 
GGTAGCCTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna94-LeuTAG (117684-117603)  Leu (TAG) 82 bp  Sc: 62.45 
TGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna74-LeuTAG (126278-126197)  Leu (TAG) 82 bp  Sc: 62.47 
AGTAGTGTGGCCGAGGGGTCTAAGGCACTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna249-LeuTAG (30041845-30041926)  Leu (TAG) 82 bp  Sc: 62.87 
GGTAGGGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3383-LeuTAG (50670607-50670688)  Leu (TAG) 82 bp  Sc: 62.94 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCTCTGGAGGCGA 
GGGTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna3891-LeuTAG (55160538-55160619)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3903-LeuTAG (55166690-55166771)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3911-LeuTAG (55170802-55170883)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7122-LeuTAG (39519842-39519761)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7124-LeuTAG (39518817-39518736)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7130-LeuTAG (39515787-39515706)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7136-LeuTAG (39512709-39512628)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7138-LeuTAG (39511684-39511603)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7146-LeuTAG (39507576-39507495)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna7-LeuTAG (3033-3114)  Leu (TAG) 82 bp  Sc: 63.33 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr3.trna43-LeuTAG (9385540-9385620)  Leu (TAG) 81 bp  Sc: 63.43 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGGTGG 
GTTCGAATCCCACCGCTGCCA 



>Danio_rerio_chr13.trna232-LeuTAG (48520370-48520451)  Leu (TAG) 82 bp  Sc: 63.60 
GGTAGTGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTTGAGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_Zv9_NA288.trna5-LeuTAG (2004-2084)  Leu (TAG) 81 bp  Sc: 63.67 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna112-LeuTAG (109987-109906)  Leu (TAG) 82 bp  Sc: 63.70 
GGTAGTGTGGCCGAGGAGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna109-LeuTAG (111274-111193)  Leu (TAG) 82 bp  Sc: 63.72 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GATTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna243-LeuTAG (30039245-30039326)  Leu (TAG) 82 bp  Sc: 63.74 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3774-LeuTAG (53863851-53863932)  Leu (TAG) 82 bp  Sc: 63.74 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna78-LeuTAG (16525-16444)  Leu (TAG) 82 bp  Sc: 63.74 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5963-LeuTAG (47363979-47363898)  Leu (TAG) 82 bp  Sc: 63.79 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGTGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna3915-LeuTAG (55174050-55174131)  Leu (TAG) 82 bp  Sc: 63.96 
AGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna648-LeuTAG (32819032-32819113)  Leu (TAG) 82 bp  Sc: 63.98 
GGTAGCGTTGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCCTCGGGGGCATG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna704-LeuTAG (33462378-33462459)  Leu (TAG) 82 bp  Sc: 64.02 
GGTTGCGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTCTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr6.trna334-LeuTAG (34104503-34104422)  Leu (TAG) 82 bp  Sc: 64.34 
GGTAGCGTGGCCGAGCGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCATG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3493.trna11-LeuTAG (161411-161330)  Leu (TAG) 82 bp  Sc: 64.37 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTTCAGTCTCTTTGGAGGTGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4218-LeuTAG (56979996-56980077)  Leu (TAG) 82 bp  Sc: 64.47 
GGTAACGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6416-LeuTAG (43732797-43732716)  Leu (TAG) 82 bp  Sc: 64.47 
GGTAACGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna646-LeuTAG (32818005-32818086)  Leu (TAG) 82 bp  Sc: 64.48 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna33-LeuTAG (350839-350920)  Leu (TAG) 82 bp  Sc: 64.48 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5442-LeuTAG (52183911-52183830)  Leu (TAG) 82 bp  Sc: 64.48 
GGTAGCGTGGCCGAGGGGTCTAAAGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna710-LeuTAG (33465544-33465625)  Leu (TAG) 82 bp  Sc: 64.48 
GGTAGCGTGGCCGAGGGGTCTAAAGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3901-LeuTAG (55165660-55165741)  Leu (TAG) 82 bp  Sc: 64.52 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCACTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3905-LeuTAG (55167710-55167791)  Leu (TAG) 82 bp  Sc: 64.52 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCACTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna4-LeuTAG (1425-1506)  Leu (TAG) 82 bp  Sc: 64.52 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCACTCTCTTCGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA288.trna2-LeuTAG (396-476)  Leu (TAG) 81 bp  Sc: 64.64 



GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGCGTGG 
GTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3538.trna24-LeuTAG (214226-214307)  Leu (TAG) 82 bp  Sc: 64.64 
GGTAGCATGGCTGAGGGGTCTAAGGTTCTGGATTTAGGCTCCAGTCTCTTTGGGGGTGTG 
GGTTCGAATCCCACTGCTACCA 
>Danio_rerio_chr4.trna612-LeuTAG (32215326-32215407)  Leu (TAG) 82 bp  Sc: 64.99 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGAGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna616-LeuTAG (32217372-32217453)  Leu (TAG) 82 bp  Sc: 64.99 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGAGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3494.trna92-LeuTAG (106919-106838)  Leu (TAG) 82 bp  Sc: 64.99 
GGAAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGCGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna10-LeuTAG (17573-17654)  Leu (TAG) 82 bp  Sc: 65.19 
GGTAGCGTGGCCGAGCGGTCAAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6880-LeuTAG (40742089-40742008)  Leu (TAG) 82 bp  Sc: 65.44 
GGTAGCGTGGCCGAGTGGTCTAAGGCGTTGGATTTAGGATCCAGTCTTTTCGGGGGCGTG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna7348-LeuTAG (38104035-38103954)  Leu (TAG) 82 bp  Sc: 65.48 
GGTAGCGTGGCTGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8230-LeuTAG (30911141-30911060)  Leu (TAG) 82 bp  Sc: 65.49 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGACA 
>Danio_rerio_chr4.trna8238-LeuTAG (30906573-30906492)  Leu (TAG) 82 bp  Sc: 65.49 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGACA 
>Danio_rerio_Zv9_scaffold3498.trna33-LeuTAG (178395-178475)  Leu (TAG) 81 bp  Sc: 65.49 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGACTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna35-LeuTAG (179424-179504)  Leu (TAG) 81 bp  Sc: 65.49 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGACTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna47-LeuTAG (185588-185668)  Leu (TAG) 81 bp  Sc: 65.49 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGACTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna51-LeuTAG (187644-187724)  Leu (TAG) 81 bp  Sc: 65.49 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGACTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna67-LeuTAG (195862-195942)  Leu (TAG) 81 bp  Sc: 65.49 
GGTTGCGTGGCCGAGGGGTCTAAGGCGCTGGACTTAGGCTCCAGTCTCTTCGGGGCGTGG 
GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7126-LeuTAG (39517792-39517711)  Leu (TAG) 82 bp  Sc: 65.64 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGAATTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7031-LeuTAG (40249797-40249716)  Leu (TAG) 82 bp  Sc: 65.73 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGCCTCTTTGGTGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr4.trna5957-LeuTAG (47646634-47646552)  Leu (TAG) 83 bp  Sc: 65.87 
GGTAGTGTGGCCGAGGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna16-LeuTAG (76703-76785)  Leu (TAG) 83 bp  Sc: 65.87 
GGTAGTGTGGCCGAGGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGAGGCGT 
GGGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1739-LeuTAG (40480783-40480864)  Leu (TAG) 82 bp  Sc: 65.87 
GGTAGCGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1872-LeuTAG (40996148-40996230)  Leu (TAG) 83 bp  Sc: 65.92 
GGTAGCATGGCCAAGGGGTCTAAGGCTCTGGATTTAGGCTCCAGTCTCTTTGAGGGGTGT 
GGGTTCGAATCCCACTGCTACCA 
>Danio_rerio_chr4.trna2133-LeuTAG (43027039-43027120)  Leu (TAG) 82 bp  Sc: 66.07 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCTCACCGCTGCCA 
>Danio_rerio_chr4.trna5980-LeuTAG (47354826-47354746)  Leu (TAG) 81 bp  Sc: 66.43 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGTGTGG 



GTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA618.trna12-LeuTAG (18241-18322)  Leu (TAG) 82 bp  Sc: 66.70 
GGTAGTGTGGCCGAGGGGTCTTAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Danio_rerio_chr3.trna41-LeuTAG (9384512-9384593)  Leu (TAG) 82 bp  Sc: 66.76 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTTCCA 
>Danio_rerio_Zv9_NA34.trna2-LeuTAG (13364-13445)  Leu (TAG) 82 bp  Sc: 66.76 
GGAAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5393-LeuTAG (52497527-52497446)  Leu (TAG) 82 bp  Sc: 66.84 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna35-LeuTAG (351865-351946)  Leu (TAG) 82 bp  Sc: 66.95 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCATG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna6845-LeuTAG (40836954-40836873)  Leu (TAG) 82 bp  Sc: 67.19 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7342-LeuTAG (38107940-38107859)  Leu (TAG) 82 bp  Sc: 67.19 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA769.trna18-LeuTAG (2421-2340)  Leu (TAG) 82 bp  Sc: 67.19 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA769.trna21-LeuTAG (660-579)  Leu (TAG) 82 bp  Sc: 67.19 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6876-LeuTAG (40744196-40744115)  Leu (TAG) 82 bp  Sc: 67.30 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCATCGCTGCCA 
>Danio_rerio_chr4.trna1732-LeuTAG (40477648-40477729)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna1738-LeuTAG (40480041-40480122)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3248-LeuTAG (49539385-49539466)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3255-LeuTAG (49543023-49543104)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3259-LeuTAG (49544842-49544923)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3263-LeuTAG (49546661-49546742)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6005-LeuTAG (46940542-46940461)  Leu (TAG) 82 bp  Sc: 67.34 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCAAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5629-LeuTAG (49982472-49982391)  Leu (TAG) 82 bp  Sc: 67.38 
GGTAGTGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTCTGAGGGCGTG 
GGTTCGAATCCCACCACTGCCA 
>Danio_rerio_chr3.trna39-LeuTAG (9383487-9383568)  Leu (TAG) 82 bp  Sc: 67.58 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTTTCTTCGGGAGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna642-LeuTAG (32815952-32816033)  Leu (TAG) 82 bp  Sc: 67.61 
GGTAGCGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna654-LeuTAG (32821954-32822035)  Leu (TAG) 82 bp  Sc: 67.61 
GGTAGCGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna37-LeuTAG (352732-352813)  Leu (TAG) 82 bp  Sc: 67.61 
GGTAGCGTGGCCGAGGGGTCTAAGGTGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 



>Danio_rerio_Zv9_scaffold3538.trna26-LeuTAG (215531-215612)  Leu (TAG) 82 bp  Sc: 67.77 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACTGCTGCCA 
>Danio_rerio_chr12.trna50-LeuTAG (11489988-11490069)  Leu (TAG) 82 bp  Sc: 68.14 
GGTAGCGTGGCCGAGTGGTCTAAGGCGCTGGATTTAGGCTCCAGTCATTTCGATGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4224-LeuTAG (56982929-56983010)  Leu (TAG) 82 bp  Sc: 68.58 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6422-LeuTAG (43729864-43729783)  Leu (TAG) 82 bp  Sc: 68.58 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna270-LeuTAG (1358711-1358630)  Leu (TAG) 82 bp  Sc: 68.75 
GGTAGTGTGGCCGAGTGTTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna264-LeuTAG (48546627-48546708)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr13.trna266-LeuTAG (48547646-48547727)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna3919-LeuTAG (55176096-55176177)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4220-LeuTAG (56980947-56981028)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4221-LeuTAG (56981418-56981499)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5193-LeuTAG (54084297-54084216)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5581-LeuTAG (50646071-50645990)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5974-LeuTAG (47358426-47358345)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna5977-LeuTAG (47356647-47356566)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6010-LeuTAG (46937942-46937861)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna614-LeuTAG (32216345-32216426)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna618-LeuTAG (32218391-32218472)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6418-LeuTAG (43731846-43731765)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6419-LeuTAG (43731375-43731294)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna652-LeuTAG (32820927-32821008)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6879-LeuTAG (40742881-40742800)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7048-LeuTAG (40244862-40244781)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna707-LeuTAG (33463681-33463762)  Leu (TAG) 82 bp  Sc: 69.08 



GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7144-LeuTAG (39508604-39508523)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7148-LeuTAG (39506546-39506465)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7344-LeuTAG (38106913-38106832)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA249.trna3-LeuTAG (670-751)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA297.trna40-LeuTAG (5718-5637)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_NA769.trna20-LeuTAG (1394-1313)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna168-LeuTAG (634916-634997)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna172-LeuTAG (636976-637057)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna176-LeuTAG (639019-639100)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna31-LeuTAG (349812-349893)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3561.trna82-LeuTAG (14891-14810)  Leu (TAG) 82 bp  Sc: 69.08 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna4219-LeuTAG (56980476-56980557)  Leu (TAG) 82 bp  Sc: 70.08 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna6417-LeuTAG (43732317-43732236)  Leu (TAG) 82 bp  Sc: 70.08 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna115-LeuTAG (108593-108512)  Leu (TAG) 82 bp  Sc: 70.11 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGTCA 
>Danio_rerio_Zv9_scaffold3514.trna90-LeuTAG (119353-119272)  Leu (TAG) 82 bp  Sc: 70.11 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGTCA 
>Danio_rerio_Zv9_NA618.trna15-LeuTAG (19603-19684)  Leu (TAG) 82 bp  Sc: 70.25 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGTTGCCA 
>Danio_rerio_chr4.trna7118-LeuTAG (39523101-39523020)  Leu (TAG) 82 bp  Sc: 70.47 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7128-LeuTAG (39516817-39516736)  Leu (TAG) 82 bp  Sc: 70.47 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7142-LeuTAG (39509631-39509550)  Leu (TAG) 82 bp  Sc: 70.47 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7150-LeuTAG (39505518-39505437)  Leu (TAG) 82 bp  Sc: 70.47 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTCCAGTCTCTTCGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr22.trna354-LeuTAG (30980151-30980232)  Leu (TAG) 82 bp  Sc: 70.92 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGTTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7152-LeuTAG (39504486-39504405)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 



GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7733-LeuTAG (34422170-34422089)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8232-LeuTAG (30910111-30910030)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8234-LeuTAG (30909084-30909003)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8240-LeuTAG (30905543-30905462)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8242-LeuTAG (30904516-30904435)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8246-LeuTAG (30902002-30901921)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8249-LeuTAG (30900217-30900136)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8251-LeuTAG (30899190-30899109)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna8255-LeuTAG (30896673-30896592)  Leu (TAG) 82 bp  Sc: 71.39 
GGTAGCGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGGGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna105-LeuTAG (112946-112865)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna67-LeuTAG (129236-129155)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna71-LeuTAG (127563-127482)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna78-LeuTAG (124606-124525)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna81-LeuTAG (123319-123238)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna87-LeuTAG (120638-120557)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3514.trna99-LeuTAG (115626-115545)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna256-LeuTAG (1364436-1364355)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna263-LeuTAG (1361747-1361666)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3530.trna269-LeuTAG (1359435-1359354)  Leu (TAG) 82 bp  Sc: 71.62 
GGTAGTGTGGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTTTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna7704-LeuTAG (34536460-34536378)  Leu (TAG) 83 bp  Sc: 72.44 
GTCAGGATGGCCGAGTGGTCTAAGGCGCTGTGTTTAGGTCGCAGTCTCCCCTGGAGGTGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr10.trna262-LeuTAG (23048510-23048429)  Leu (TAG) 82 bp  Sc: 74.02 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 
>Danio_rerio_chr10.trna264-LeuTAG (22690482-22690401)  Leu (TAG) 82 bp  Sc: 74.02 
GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTTAGGCTCCAGTCTCTCTGGAGGCGTG 
GGTTCGAATCCCACCGCTGCCA 



>Danio_rerio_chr4.trna5592-LeuTAG (50328606-50328524)  Leu (TAG) 83 bp  Sc: 75.54 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_chr4.trna8426-LeuTAG (29697492-29697410)  Leu (TAG) 83 bp  Sc: 75.54 
GTCAGGATGGCCGAGCGGTCTAAGGCGCTGCGTTTAGGTCGCAGTCTCCCCTGGAGGCGT 
GGGTTCGAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3498.trna31-LeuTAG (177368-177449)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna39-LeuTAG (181480-181561)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna43-LeuTAG (183534-183615)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna53-LeuTAG (188673-188754)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna59-LeuTAG (191754-191835)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_Zv9_scaffold3498.trna61-LeuTAG (192781-192862)  Leu (TAG) 82 bp  Sc: 47.72 
GGTAGCATGGCCGAGGGGTCTAAGGCGCTGGATTTAGACTTAAGTCTCTTCGGGGGCGTG 
GGTTTGAATCCCACCGCTGCCA 
>Danio_rerio_chr4.trna656-LeuTAG (32822980-32823060)  Leu (TAG) 81 bp  Sc: 42.42 
GGTAGCGTTGCCGAGGGGTCTAAGGCGCTGGATTTAGGCTCAGTCTCTTCGGGGGCATGG 
GTTCGTATCCCATCGCTGCCA 
>Danio_rerio_chr2.trna235-LeuTAG (56999913-56999827)  Leu (TAG) 87 bp  Sc: 54.47 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACATAGGCTGTGAGCTGAGCCATTCAAAGG 
TTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr4.trna1989-LysCTT (41737822-41737894)  Lys (CTT) 73 bp  Sc: 36.61 
CCCTGGCTAGCTCAGTTGGTAGGGCATGAGACTCTTAATCTCAAGGTTGTGGCCTTATCC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna285-LysCTT (30452273-30452345)  Lys (CTT) 73 bp  Sc: 42.74 
GCTCAGCTAGTTCAGTCAGTTGAGCATGAAACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGATG 
>Danio_rerio_Zv9_scaffold3503.trna234-LysCTT (793862-793790)  Lys (CTT) 73 bp  Sc: 43.06 
ACCTGGCTAGCTCAGTCGGTGGAGCATGAGATTCTTCATCTCAGGGTTGGGGGTTTGAGC 
CCCTCGTTGGGCG 
>Danio_rerio_chr4.trna2761-LysCTT (46911650-46911722)  Lys (CTT) 73 bp  Sc: 45.06 
GGCCCAGTGGCCTAAAGGATAAAGCATCAGCCTCTTGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_Zv9_scaffold3547.trna13-LysCTT (233076-233004)  Lys (CTT) 73 bp  Sc: 45.06 
GGCCCAGTGGCCTAAAGGATAAAGCATCAGCCTCTTGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna2707-LysCTT (46052865-46052937)  Lys (CTT) 73 bp  Sc: 45.44 
GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTCATCTCAGGGTCGTGAGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3037-LysCTT (48276571-48276642)  Lys (CTT) 72 bp  Sc: 45.72 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGGTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna4729-LysCTT (55809513-55809441)  Lys (CTT) 73 bp  Sc: 46.27 
GCCCGGCTAGCTCAGTCGATAAAGCTTGAGACTCTTAATCTCTGTGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna3-LysCTT (23325-23397)  Lys (CTT) 73 bp  Sc: 46.74 
GTTTGGCTAGCTCAGTCAGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5772-LysCTT (48545987-48545915)  Lys (CTT) 73 bp  Sc: 46.87 
GGCCCAGTGGCCTAAAGGATAGAGCATCAGCCTCTTGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna355-LysCTT (30636083-30636155)  Lys (CTT) 73 bp  Sc: 47.85 
GTTCTGCTAGCTCAGTCGGTAGGGCATGAGACTCTTTATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna408-LysCTT (54149148-54149219)  Lys (CTT) 72 bp  Sc: 48.09 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTCGCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna1494-LysCTT (38067524-38067596)  Lys (CTT) 73 bp  Sc: 48.45 



CTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna415-LysCTT (54185700-54185771)  Lys (CTT) 72 bp  Sc: 48.58 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGCCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_Zv9_scaffold3488.trna14-LysCTT (199120-199191)  Lys (CTT) 72 bp  Sc: 48.58 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGCCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna8341-LysCTT (30437008-30436936)  Lys (CTT) 73 bp  Sc: 48.60 
GCTTGGCTTGTTCAGTCGGTAGAGCATGAGACTCTTAGTCTCAGGGTTGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna6597-LysCTT (42825952-42825880)  Lys (CTT) 73 bp  Sc: 49.42 
GCCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGCACCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna3271-LysCTT (49600743-49600815)  Lys (CTT) 73 bp  Sc: 49.66 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTTGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr4.trna5198-LysCTT (54050621-54050549)  Lys (CTT) 73 bp  Sc: 49.66 
GGCCCAGTGGCCTAAAGGATAAGGCATCAGCCTCTTGAGTTGGGCGTTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_chr5.trna510-LysCTT (54568394-54568466)  Lys (CTT) 73 bp  Sc: 49.96 
CCCTGGCTAGCTCAGTTGGTAGGGCATGAGACTCTTAATCTCAAGGTTGTGGCTTCATCC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4668-LysCTT (56418210-56418138)  Lys (CTT) 73 bp  Sc: 50.06 
GCTCGGCTAGCTCAGTCGGTAGAGCATGACACTCTTAATCTCAGGATTGCGGGTACGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna729-LysCTT (30583938-30583866)  Lys (CTT) 73 bp  Sc: 50.12 
GCCTGGTTAGCTCATTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGCTCGAGC 
CCCACGTTTGGTG 
>Danio_rerio_chr4.trna2050-LysCTT (42606213-42606285)  Lys (CTT) 73 bp  Sc: 50.12 
GCCTGGTTAGCTCATTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGCTCGAGC 
CCCACGTTTGGTG 
>Danio_rerio_chr5.trna683-LysCTT (54680610-54680538)  Lys (CTT) 73 bp  Sc: 50.12 
GCCTGGTTAGCTCATTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGCTCGAGC 
CCCACGTTTGGTG 
>Danio_rerio_Zv9_scaffold3560.trna15-LysCTT (143352-143424)  Lys (CTT) 73 bp  Sc: 50.38 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr22.trna742-LysCTT (30580968-30580897)  Lys (CTT) 72 bp  Sc: 50.64 
GCCCGGTTAGCTTATCGGTAGAGCATGAGACTCTTAATCACAGGGTTGTGGGTTCGAGCC 
CCACGTTTGGTG 
>Danio_rerio_chr4.trna2064-LysCTT (42609183-42609254)  Lys (CTT) 72 bp  Sc: 50.64 
GCCCGGTTAGCTTATCGGTAGAGCATGAGACTCTTAATCACAGGGTTGTGGGTTCGAGCC 
CCACGTTTGGTG 
>Danio_rerio_chr5.trna696-LysCTT (54677640-54677569)  Lys (CTT) 72 bp  Sc: 50.64 
GCCCGGTTAGCTTATCGGTAGAGCATGAGACTCTTAATCACAGGGTTGTGGGTTCGAGCC 
CCACGTTTGGTG 
>Danio_rerio_chr4.trna7216-LysCTT (39179076-39179004)  Lys (CTT) 73 bp  Sc: 50.66 
GCTCAGCTAGTTCAGTCGGTTGAGCATGAAACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGATG 
>Danio_rerio_chr8.trna358-LysCTT (40439430-40439502)  Lys (CTT) 73 bp  Sc: 51.15 
GCCCGGCTAGCTCAGTCGCTTGAGCATGAGACTCTTAATGTCAGGGTTGAGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6666-LysCTT (42549172-42549100)  Lys (CTT) 73 bp  Sc: 51.33 
GCCTGGCTAGCTCAGTCAGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna427-LysCTT (7255435-7255363)  Lys (CTT) 73 bp  Sc: 51.56 
GCCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGTG 
>Danio_rerio_chr4.trna2539-LysCTT (45749804-45749876)  Lys (CTT) 73 bp  Sc: 51.56 
GCCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna229-LysCTT (795140-795068)  Lys (CTT) 73 bp  Sc: 51.64 
CCTTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCTCGTCGGGGG 
>Danio_rerio_chr4.trna2005-LysCTT (42315649-42315720)  Lys (CTT) 72 bp  Sc: 51.72 
TCCCTGGTGGTCTTGTGGTTAGGACTTAATGCTCTTACCGCTGTGGCCCGGGTTCAATTC 



CTGGTCAGGGAG 
>Danio_rerio_chr4.trna4723-LysCTT (55810779-55810707)  Lys (CTT) 73 bp  Sc: 51.74 
GCCCGGCTAGCTCAGTCGATAAAGCTTGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna134-LysCTT (30888-30816)  Lys (CTT) 73 bp  Sc: 51.74 
GCCCGGCTAGCTCAGTCGATAAAGCTTGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr22.trna274-LysCTT (30633095-30633167)  Lys (CTT) 73 bp  Sc: 51.74 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGTTTGTGGGTTCGAGC 
CCTACGTTGGGCG 
>Danio_rerio_chr8.trna558-LysCTT (40946570-40946642)  Lys (CTT) 73 bp  Sc: 52.06 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCGTGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_Zv9_NA28.trna38-LysCTT (28790-28719)  Lys (CTT) 72 bp  Sc: 52.10 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAAGTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna1056-LysCTT (35397200-35397271)  Lys (CTT) 72 bp  Sc: 52.20 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTTAGGGAG 
>Danio_rerio_chr4.trna6660-LysCTT (42550450-42550378)  Lys (CTT) 73 bp  Sc: 52.34 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTGGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6672-LysCTT (42547900-42547828)  Lys (CTT) 73 bp  Sc: 52.34 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTGGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3343-LysCTT (50432281-50432353)  Lys (CTT) 73 bp  Sc: 52.51 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTAGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3473.trna129-LysCTT (25224-25153)  Lys (CTT) 72 bp  Sc: 52.59 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAAGTCGTGGGCTCGAGCC 
CCACGTTGAGTG 
>Danio_rerio_Zv9_NA502.trna15-LysCTT (41648-41576)  Lys (CTT) 73 bp  Sc: 52.59 
GCATGGCTAGCTCAGTCGGTAGAGCATGAGCCTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCTACGTTGGGCA 
>Danio_rerio_Zv9_NA502.trna34-LysCTT (37245-37173)  Lys (CTT) 73 bp  Sc: 52.59 
GCATGGCTAGCTCAGTCGGTAGAGCATGAGCCTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCTACGTTGGGCA 
>Danio_rerio_chr8.trna340-LysCTT (40435634-40435706)  Lys (CTT) 73 bp  Sc: 52.64 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr8.trna402-LysCTT (40448763-40448835)  Lys (CTT) 73 bp  Sc: 52.67 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAAAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5857-LysCTT (47773653-47773581)  Lys (CTT) 73 bp  Sc: 52.67 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGCTTGTGTGTTAGATC 
CCCATGTTGGGCA 
>Danio_rerio_chr4.trna3615-LysCTT (52562682-52562754)  Lys (CTT) 73 bp  Sc: 52.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCATGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_chr4.trna4415-LysCTT (57271624-57271552)  Lys (CTT) 73 bp  Sc: 52.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCATGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_chr4.trna5812-LysCTT (48289166-48289094)  Lys (CTT) 73 bp  Sc: 52.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCATGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_chr4.trna6709-LysCTT (42330264-42330192)  Lys (CTT) 73 bp  Sc: 52.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCATGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_Zv9_NA679.trna12-LysCTT (14947-14875)  Lys (CTT) 73 bp  Sc: 52.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATATCAGGGTCATGTGTTCGAGC 
TCCATGTTGGGTG 
>Danio_rerio_chr4.trna6553-LysCTT (43081173-43081102)  Lys (CTT) 72 bp  Sc: 52.76 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACTGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna8348-LysCTT (30435375-30435303)  Lys (CTT) 73 bp  Sc: 52.78 
GCACAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTATTCTCAGGGTTGTGGGTTCGAGG 
CCCAtgttgtGTG 



>Danio_rerio_chr4.trna3150-LysCTT (48851414-48851486)  Lys (CTT) 73 bp  Sc: 52.92 
GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTTATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGACG 
>Danio_rerio_chr8.trna352-LysCTT (40438158-40438230)  Lys (CTT) 73 bp  Sc: 53.02 
GCCTGGCTAGCTCAGTCTGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACTTTGGGCG 
>Danio_rerio_chr8.trna372-LysCTT (40442409-40442481)  Lys (CTT) 73 bp  Sc: 53.02 
GCCTGGCTAGCTCAGTCTGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACTTTGGGCG 
>Danio_rerio_chr4.trna5704-LysCTT (49640958-49640886)  Lys (CTT) 73 bp  Sc: 53.08 
ACCTGGCTAGCTCAGTCGGTAGAGCATTAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Danio_rerio_Zv9_NA580.trna32-LysCTT (6785-6713)  Lys (CTT) 73 bp  Sc: 53.08 
ACCTGGCTAGCTCAGTCGGTAGAGCATTAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Danio_rerio_chr4.trna6758-LysCTT (41644837-41644765)  Lys (CTT) 73 bp  Sc: 53.23 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2076-LysCTT (42611899-42611971)  Lys (CTT) 73 bp  Sc: 53.28 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
ACCACGTTGAGTG 
>Danio_rerio_chr4.trna281-LysCTT (30313265-30313336)  Lys (CTT) 72 bp  Sc: 53.52 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna4465-LysCTT (57031953-57031882)  Lys (CTT) 72 bp  Sc: 53.52 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_Zv9_scaffold3472.trna6-LysCTT (55935-56006)  Lys (CTT) 72 bp  Sc: 53.52 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_Zv9_scaffold3531.trna2-LysCTT (63241-63312)  Lys (CTT) 72 bp  Sc: 53.52 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr8.trna319-LysCTT (40430962-40431034)  Lys (CTT) 73 bp  Sc: 53.73 
GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGAGTTAGAGC 
CCCACGTTGGACG 
>Danio_rerio_Zv9_scaffold3503.trna97-LysCTT (622885-622956)  Lys (CTT) 72 bp  Sc: 53.90 
TCCCTGGTGGTCTTGTGGCTAGGACTTAGTGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna3341-LysCTT (50431860-50431932)  Lys (CTT) 73 bp  Sc: 54.23 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6615-LysCTT (42560204-42560132)  Lys (CTT) 73 bp  Sc: 54.23 
GCCCGGCTTGGTCAGTTGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna717-LysCTT (30586473-30586401)  Lys (CTT) 73 bp  Sc: 54.27 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTTGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr5.trna671-LysCTT (54683145-54683073)  Lys (CTT) 73 bp  Sc: 54.27 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTTGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna1155-LysCTT (36995779-36995851)  Lys (CTT) 73 bp  Sc: 54.38 
GCTCGACTAGCTCAGTCGGTAGAGCATGAAACTCTTAATCTCAGGGTTGTGGGTTAGATC 
CCTACGTTGGGCA 
>Danio_rerio_Zv9_NA502.trna2-LysCTT (44781-44709)  Lys (CTT) 73 bp  Sc: 54.53 
GCTTGGCTAGTTCAGTCGGAAAAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna3763-LysCTT (53774141-53774213)  Lys (CTT) 73 bp  Sc: 54.70 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGAATCTTAATCTCAGGGGTGTGGGTTAGATC 
CCCATGTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna177-LysCTT (806974-806902)  Lys (CTT) 73 bp  Sc: 54.71 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCTCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna193-LysCTT (803586-803514)  Lys (CTT) 73 bp  Sc: 54.71 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCTCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna205-LysCTT (801052-800980)  Lys (CTT) 73 bp  Sc: 54.71 



ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCTCGTTGGGTG 
>Danio_rerio_chr4.trna3759-LysCTT (53773291-53773363)  Lys (CTT) 73 bp  Sc: 55.04 
CCTCAGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTACGAGC 
CCCACGATGGGTG 
>Danio_rerio_chr8.trna331-LysCTT (40433512-40433584)  Lys (CTT) 73 bp  Sc: 55.08 
GCCTGAATAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACTTTGGGCG 
>Danio_rerio_chr22.trna270-LysCTT (30632245-30632317)  Lys (CTT) 73 bp  Sc: 55.09 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGTCTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_chr4.trna2052-LysCTT (42606640-42606712)  Lys (CTT) 73 bp  Sc: 55.09 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTAAGTTCAAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr8.trna418-LysCTT (40452161-40452233)  Lys (CTT) 73 bp  Sc: 55.10 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTAGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA251.trna42-LysCTT (60146-60074)  Lys (CTT) 73 bp  Sc: 55.12 
GCTCAGCTAGTTCAGTTTGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACCTTGAGTG 
>Danio_rerio_chr4.trna3445-LysCTT (51188187-51188259)  Lys (CTT) 73 bp  Sc: 55.14 
GCTCAGCTAGTTCAGTCAGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna6427-LysCTT (43654283-43654211)  Lys (CTT) 73 bp  Sc: 55.15 
GCTTGGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGTGTTCAAGT 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna6431-LysCTT (43653437-43653365)  Lys (CTT) 73 bp  Sc: 55.15 
GCTTGGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGTGTTCAAGT 
CCCATGTTGGGCG 
>Danio_rerio_chr5.trna872-LysCTT (54433244-54433172)  Lys (CTT) 73 bp  Sc: 55.17 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Danio_rerio_chr4.trna4904-LysCTT (55527144-55527072)  Lys (CTT) 73 bp  Sc: 55.32 
GCCAGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATAACAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6242-LysCTT (44587274-44587205)  Lys (CTT) 70 bp  Sc: 55.41 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTTTCGAGCCCC 
ACGTTGGGCA 
>Danio_rerio_Zv9_NA251.trna24-LysCTT (70082-70010)  Lys (CTT) 73 bp  Sc: 55.43 
GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGCGTG 
>Danio_rerio_chr4.trna5793-LysCTT (48324705-48324633)  Lys (CTT) 73 bp  Sc: 55.48 
ACCTGGCTAGCTCAGTCGGTAGGACATGAGACTCTTAATCTCATGGTCGTGGGTTCGGGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA580.trna20-LysCTT (9741-9669)  Lys (CTT) 73 bp  Sc: 55.52 
GCCCGGCTAGCTCAGTCTGTAGAGCATGAGACTCTTAATGACAGGGTCGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_Zv9_NA580.trna8-LysCTT (12647-12575)  Lys (CTT) 73 bp  Sc: 55.52 
GCCCGGCTAGCTCAGTCTGTAGAGCATGAGACTCTTAATGACAGGGTCGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_chr12.trna293-LysCTT (43912455-43912528)  Lys (CTT) 74 bp  Sc: 55.54 
GCCTCGCTAGCTCAGTCAGGTAGAGCATGAGACTCTTAATCTCAGGGTCATTGGTTCGAG 
CCCCACGTTAGGCG 
>Danio_rerio_Zv9_scaffold3530.trna93-LysCTT (494342-494413)  Lys (CTT) 72 bp  Sc: 55.58 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGCGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCATGGAG 
>Danio_rerio_Zv9_scaffold3530.trna82-LysCTT (449159-449231)  Lys (CTT) 73 bp  Sc: 55.65 
GCTCAGCTAGTTCAGTCTGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna243-LysCTT (690545-690474)  Lys (CTT) 72 bp  Sc: 55.70 
TCCCTGGTAGTCTTGTGGTTAGGACTTAGCGCTCTTACTGCTGTGGCCCAGGTTCAATTC 
CTGGTCATGGAG 
>Danio_rerio_chr4.trna377-LysCTT (30640729-30640801)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna392-LysCTT (30644111-30644183)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_chr4.trna403-LysCTT (30646650-30646722)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna405-LysCTT (30647074-30647146)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna415-LysCTT (30649811-30649883)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna453-LysCTT (30658074-30658146)  Lys (CTT) 73 bp  Sc: 55.71 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTAATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1908-LysCTT (41259281-41259352)  Lys (CTT) 72 bp  Sc: 55.73 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTATCGCTGTGTCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna7363-LysCTT (38053665-38053593)  Lys (CTT) 73 bp  Sc: 55.76 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
TCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna236-LysCTT (793436-793364)  Lys (CTT) 73 bp  Sc: 55.79 
CTTTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATTTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCTG 
>Danio_rerio_chr4.trna4660-LysCTT (56420325-56420253)  Lys (CTT) 73 bp  Sc: 55.80 
GCCCGGCTAGCTCAGACGGGAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTAAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna9-LysCTT (24598-24670)  Lys (CTT) 73 bp  Sc: 55.88 
GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7820-LysCTT (33891381-33891309)  Lys (CTT) 73 bp  Sc: 56.10 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTAAGC 
CCCACGTTAGGCA 
>Danio_rerio_chr4.trna7795-LysCTT (33934126-33934054)  Lys (CTT) 73 bp  Sc: 56.12 
GCCTGGCTAGCTCACTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7371-LysCTT (38051967-38051895)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7375-LysCTT (38051120-38051048)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7391-LysCTT (38047734-38047662)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7395-LysCTT (38046888-38046816)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7403-LysCTT (38045191-38045119)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7407-LysCTT (38044344-38044272)  Lys (CTT) 73 bp  Sc: 56.15 
GCCTGGCTAGATCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3443-LysCTT (51187769-51187841)  Lys (CTT) 73 bp  Sc: 56.15 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7351-LysCTT (38056201-38056129)  Lys (CTT) 73 bp  Sc: 56.29 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAAAGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCT 
>Danio_rerio_Zv9_scaffold3547.trna10-LysCTT (235594-235523)  Lys (CTT) 72 bp  Sc: 56.33 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTAGTCAGGGAG 
>Danio_rerio_chr22.trna292-LysCTT (30636923-30636995)  Lys (CTT) 73 bp  Sc: 56.39 
GCCCGGCTAGCTCAGACGGTTGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna6636-LysCTT (42555540-42555468)  Lys (CTT) 73 bp  Sc: 56.39 
GCCCGGCTAGCTCAGACGGTTGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 



>Danio_rerio_chr8.trna323-LysCTT (40431816-40431888)  Lys (CTT) 73 bp  Sc: 56.41 
GCCCGGCTAGGTCAGTTGGAAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5484-LysCTT (51997641-51997569)  Lys (CTT) 73 bp  Sc: 56.45 
GCTCGTCTAGTTCAGTCGGTAGAGCGTGAGACTCTTAATCTCAGGGTCGTGGCTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3154-LysCTT (48852268-48852340)  Lys (CTT) 73 bp  Sc: 56.53 
GCCCGGCTAGGTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_Zv9_scaffold3503.trna57-LysCTT (442620-442692)  Lys (CTT) 73 bp  Sc: 56.58 
GCCCGGCTAGCTCAGTCGGTAGATCATGAGACTCTTAATGTCATGGTAGTGGGTTCGAGC 
CCCTCGTTGGGCG 
>Danio_rerio_chr4.trna6099-LysCTT (45977986-45977914)  Lys (CTT) 73 bp  Sc: 56.59 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna491-LysCTT (31267379-31267451)  Lys (CTT) 73 bp  Sc: 56.59 
GCCTGGCTAGCTCAGTCGGTAGAACATGTGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CGCACGTTGGGTG 
>Danio_rerio_chr5.trna849-LysCTT (54575601-54575529)  Lys (CTT) 73 bp  Sc: 56.59 
GCCTGGCTAGCTCAGTCGGTAGAACATGTGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CGCACGTTGGGTG 
>Danio_rerio_chr4.trna1475-LysCTT (38063284-38063356)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna1477-LysCTT (38063706-38063778)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna2705-LysCTT (46052443-46052515)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna359-LysCTT (30636925-30636997)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna433-LysCTT (30653844-30653916)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna464-LysCTT (30660836-30660908)  Lys (CTT) 73 bp  Sc: 56.60 
GCCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna328-LysCTT (30497875-30497947)  Lys (CTT) 73 bp  Sc: 56.70 
GCTAGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTTAAGGTCGTGGGTTAGATC 
CCCATGTTGGGCA 
>Danio_rerio_chr8.trna378-LysCTT (40443681-40443753)  Lys (CTT) 73 bp  Sc: 56.76 
GCCCGGCTAGCTCAGTCGCTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2578-LysCTT (45758274-45758346)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2592-LysCTT (45761246-45761318)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2602-LysCTT (45763371-45763443)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4715-LysCTT (55812473-55812401)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna107-LysCTT (421261-421189)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna114-LysCTT (419606-419534)  Lys (CTT) 73 bp  Sc: 56.78 
GCCCCGCTAGCTCAGTCGATAAAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1197-LysCTT (37215432-37215504)  Lys (CTT) 73 bp  Sc: 56.81 
ACCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCCTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3938-LysCTT (55243159-55243231)  Lys (CTT) 73 bp  Sc: 56.82 



GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCGACGTTGGGCG 
>Danio_rerio_chr8.trna394-LysCTT (40447085-40447157)  Lys (CTT) 73 bp  Sc: 56.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCTACGTTGGGTC 
>Danio_rerio_chr8.trna410-LysCTT (40450461-40450533)  Lys (CTT) 73 bp  Sc: 56.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCTACGTTGGGTC 
>Danio_rerio_chr22.trna731-LysCTT (30583511-30583439)  Lys (CTT) 73 bp  Sc: 56.83 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTAAGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr5.trna685-LysCTT (54680183-54680111)  Lys (CTT) 73 bp  Sc: 56.83 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTAAGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna2210-LysCTT (43283498-43283569)  Lys (CTT) 72 bp  Sc: 56.88 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGCGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAA 
>Danio_rerio_Zv9_scaffold3473.trna110-LysCTT (89968-89897)  Lys (CTT) 72 bp  Sc: 56.88 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGCGCTCTTACCGCTGTGGCCTGGGTTCAATTC 
CTGGTCAGGGAA 
>Danio_rerio_chr4.trna3357-LysCTT (50446696-50446768)  Lys (CTT) 73 bp  Sc: 56.89 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2680-LysCTT (46039441-46039513)  Lys (CTT) 73 bp  Sc: 56.97 
GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTTGTGGGTTCGATC 
CCCACGTTGCGTG 
>Danio_rerio_chr22.trna246-LysCTT (30627138-30627210)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr22.trna256-LysCTT (30629266-30629338)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr22.trna278-LysCTT (30633943-30634015)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr22.trna286-LysCTT (30635645-30635717)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna3148-LysCTT (48850988-48851060)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna3202-LysCTT (48867132-48867204)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna3208-LysCTT (48868410-48868482)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6625-LysCTT (42558084-42558012)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6634-LysCTT (42555960-42555888)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6648-LysCTT (42552994-42552922)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6654-LysCTT (42551726-42551654)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr8.trna338-LysCTT (40435208-40435280)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr8.trna344-LysCTT (40436478-40436550)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr8.trna368-LysCTT (40441557-40441629)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 



CCCACGTTGGTCG 
>Danio_rerio_chr8.trna382-LysCTT (40444531-40444603)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_Zv9_scaffold3554.trna56-LysCTT (312545-312617)  Lys (CTT) 73 bp  Sc: 56.97 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6754-LysCTT (41645774-41645702)  Lys (CTT) 73 bp  Sc: 57.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAAGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna458-LysCTT (2973057-2972985)  Lys (CTT) 73 bp  Sc: 57.08 
GTTCGGCTAGCTCAGTCGGTAGGGTATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna473-LysCTT (2969261-2969189)  Lys (CTT) 73 bp  Sc: 57.08 
GTTCGGCTAGCTCAGTCGGTAGGGTATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6644-LysCTT (42553842-42553770)  Lys (CTT) 73 bp  Sc: 57.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGGCTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGTC 
>Danio_rerio_Zv9_scaffold3530.trna61-LysCTT (444729-444801)  Lys (CTT) 73 bp  Sc: 57.11 
GCCCGGCTAGCTCAGTCGGTAGAACATGAGACTCTTAATGTCAGTGTAGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna814-LysCTT (33571910-33571982)  Lys (CTT) 73 bp  Sc: 57.11 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCTTCGTTGGGTG 
>Danio_rerio_chr4.trna2686-LysCTT (46040707-46040779)  Lys (CTT) 73 bp  Sc: 57.14 
GCTCAGCTAGTTCAGTCAGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGTGCA 
>Danio_rerio_chr4.trna7214-LysCTT (39179500-39179428)  Lys (CTT) 73 bp  Sc: 57.25 
GCCCGGCTAGTTCAGTCTGTAGAACATGTGATTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGTG 
>Danio_rerio_chr8.trna336-LysCTT (40434782-40434854)  Lys (CTT) 73 bp  Sc: 57.30 
GCCCGGCTAACTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3349-LysCTT (50433554-50433626)  Lys (CTT) 73 bp  Sc: 57.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3361-LysCTT (50447545-50447617)  Lys (CTT) 73 bp  Sc: 57.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna61-LysCTT (443467-443539)  Lys (CTT) 73 bp  Sc: 57.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna65-LysCTT (444316-444388)  Lys (CTT) 73 bp  Sc: 57.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3560.trna19-LysCTT (144201-144273)  Lys (CTT) 73 bp  Sc: 57.37 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6436-LysCTT (43652165-43652093)  Lys (CTT) 73 bp  Sc: 57.45 
ACCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGAGTCCTGGGTTAGATC 
CCCATGTTGGGCA 
>Danio_rerio_chr4.trna3969-LysCTT (55383270-55383342)  Lys (CTT) 73 bp  Sc: 57.46 
GCTTGGCTAGTTCAGTCGGTAAAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3494.trna25-LysCTT (226412-226484)  Lys (CTT) 73 bp  Sc: 57.46 
GCTTGGCTAGTTCAGTCGGTAAAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr12.trna517-LysCTT (2959559-2959487)  Lys (CTT) 73 bp  Sc: 57.55 
GTTCGGCTAGCTCAGTCGGTAGGGTATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr12.trna527-LysCTT (2957432-2957360)  Lys (CTT) 73 bp  Sc: 57.55 
GTTCGGCTAGCTCAGTCGGTAGGGTATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3206-LysCTT (48867984-48868056)  Lys (CTT) 73 bp  Sc: 57.60 
GCACGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Danio_rerio_Zv9_scaffold3554.trna163-LysCTT (34804-34732)  Lys (CTT) 73 bp  Sc: 57.61 
GCCCGGCTACCTCCGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1490-LysCTT (38066676-38066748)  Lys (CTT) 73 bp  Sc: 57.62 
GCTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna1499-LysCTT (38068798-38068870)  Lys (CTT) 73 bp  Sc: 57.62 
GCTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna5496-LysCTT (51995114-51995041)  Lys (CTT) 74 bp  Sc: 57.67 
GCTTGTCTAGTTCAGTCGGTAAGAGCGTGAGACCCTTAATCTCAGGGTCGTGGGTTCGAG 
CCCCACGTTGGGTG 
>Danio_rerio_chr4.trna4677-LysCTT (56289998-56289927)  Lys (CTT) 72 bp  Sc: 57.82 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr4.trna5068-LysCTT (54639190-54639119)  Lys (CTT) 72 bp  Sc: 57.82 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_Zv9_scaffold3561.trna9-LysCTT (137103-137174)  Lys (CTT) 72 bp  Sc: 57.82 
TCCCTGGTGGTCTTGTGGTTAGGACTTAGTGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_chr22.trna733-LysCTT (30583088-30583016)  Lys (CTT) 73 bp  Sc: 57.82 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna2054-LysCTT (42607063-42607135)  Lys (CTT) 73 bp  Sc: 57.82 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr5.trna687-LysCTT (54679760-54679688)  Lys (CTT) 73 bp  Sc: 57.82 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3498.trna6-LysCTT (26194-26266)  Lys (CTT) 73 bp  Sc: 57.83 
GCCCAGCTAGCTTAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TGCACGTTGGGCG 
>Danio_rerio_chr4.trna7779-LysCTT (33937515-33937443)  Lys (CTT) 73 bp  Sc: 57.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTCGAGC 
CCCTCGATGGGCG 
>Danio_rerio_chr4.trna7785-LysCTT (33936243-33936171)  Lys (CTT) 73 bp  Sc: 57.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTCGAGC 
CCCTCGATGGGCG 
>Danio_rerio_Zv9_NA580.trna47-LysCTT (3251-3179)  Lys (CTT) 73 bp  Sc: 57.84 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Danio_rerio_Zv9_scaffold3552.trna68-LysCTT (67144-67216)  Lys (CTT) 73 bp  Sc: 57.84 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTCATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTAGGCA 
>Danio_rerio_chr4.trna4769-LysCTT (55556030-55555958)  Lys (CTT) 73 bp  Sc: 57.85 
GCCCTGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr22.trna575-LysCTT (31020801-31020729)  Lys (CTT) 73 bp  Sc: 57.86 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTCGAGC 
TCCACGTTGGGTG 
>Danio_rerio_chr4.trna496-LysCTT (31268709-31268781)  Lys (CTT) 73 bp  Sc: 57.87 
GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr5.trna854-LysCTT (54574271-54574199)  Lys (CTT) 73 bp  Sc: 57.87 
GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr22.trna470-LysCTT (34579869-34579941)  Lys (CTT) 73 bp  Sc: 57.89 
GCCTAGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCTGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5498-LysCTT (51994693-51994621)  Lys (CTT) 73 bp  Sc: 57.95 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGATG 
>Danio_rerio_Zv9_scaffold3503.trna69-LysCTT (445165-445237)  Lys (CTT) 73 bp  Sc: 58.01 
GCCTGGCTAGCTCAGTTGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3473.trna27-LysCTT (122209-122281)  Lys (CTT) 73 bp  Sc: 58.21 



GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGCGTG 
>Danio_rerio_Zv9_scaffold3453.trna2-LysCTT (64928-64999)  Lys (CTT) 72 bp  Sc: 58.24 
GCCTGGCTAGCTCAGTCGGTGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGCC 
CCATGTTGGGTG 
>Danio_rerio_chr4.trna7204-LysCTT (39238728-39238656)  Lys (CTT) 73 bp  Sc: 58.26 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTTAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6256-LysCTT (44584268-44584196)  Lys (CTT) 73 bp  Sc: 58.39 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTAGAGC 
CCCATATTGGGCG 
>Danio_rerio_chr4.trna2559-LysCTT (45754042-45754114)  Lys (CTT) 73 bp  Sc: 58.45 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGAGCG 
>Danio_rerio_chr4.trna3958-LysCTT (55247391-55247463)  Lys (CTT) 73 bp  Sc: 58.45 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGAGCG 
>Danio_rerio_Zv9_scaffold3470.trna169-LysCTT (90926-90854)  Lys (CTT) 73 bp  Sc: 58.53 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTAGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3995-LysCTT (55394448-55394520)  Lys (CTT) 73 bp  Sc: 58.59 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGATTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA28.trna29-LysCTT (129991-130063)  Lys (CTT) 73 bp  Sc: 58.60 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3050-LysCTT (48485521-48485592)  Lys (CTT) 72 bp  Sc: 58.66 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTCGAGCC 
ACACTTTGGGCG 
>Danio_rerio_chr4.trna423-LysCTT (30651505-30651577)  Lys (CTT) 73 bp  Sc: 58.73 
GCCCGGCTAGCTCATTCGGTAGAGTATGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna68-LysCTT (315090-315162)  Lys (CTT) 73 bp  Sc: 58.78 
GCCCGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCTACGTTTGGCG 
>Danio_rerio_chr4.trna2715-LysCTT (46054571-46054643)  Lys (CTT) 73 bp  Sc: 58.78 
GTTTGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCATGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna33-LysCTT (123473-123545)  Lys (CTT) 73 bp  Sc: 58.89 
GCTCGTCTAGTTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCAAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna3982-LysCTT (55386308-55386380)  Lys (CTT) 73 bp  Sc: 58.90 
GCCCGGCTAGGTTAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna39-LysCTT (229741-229813)  Lys (CTT) 73 bp  Sc: 58.90 
GCCCGGCTAGGTTAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna41-LysCTT (230468-230540)  Lys (CTT) 73 bp  Sc: 58.90 
GCCCGGCTAGGTTAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3599-LysCTT (52530376-52530448)  Lys (CTT) 73 bp  Sc: 58.92 
GCTCAGCTAGTTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTGGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr3.trna55-LysCTT (9422589-9422661)  Lys (CTT) 73 bp  Sc: 58.99 
GCTCAGCTAGTTCAGTCCGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5879-LysCTT (47719961-47719889)  Lys (CTT) 73 bp  Sc: 58.99 
GCTCAGCTAGTTCAGTCCGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna78-LysCTT (448349-448421)  Lys (CTT) 73 bp  Sc: 58.99 
GCTCAGCTAGTTCAGTCCGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3160-LysCTT (48853542-48853614)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTAAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3174-LysCTT (48856515-48856587)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTAAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3182-LysCTT (48858217-48858289)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTAAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna721-LysCTT (30585630-30585558)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTAGGTTCGACC 
CACACGTTGGGTG 
>Danio_rerio_chr4.trna2040-LysCTT (42604101-42604173)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTAGGTTCGACC 
CACACGTTGGGTG 
>Danio_rerio_chr5.trna675-LysCTT (54682302-54682230)  Lys (CTT) 73 bp  Sc: 59.04 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTAGGTTCGACC 
CACACGTTGGGTG 
>Danio_rerio_chr8.trna342-LysCTT (40436052-40436124)  Lys (CTT) 73 bp  Sc: 59.08 
GCCCGGCTAGCTCAGTCGGTCGAGCATGATACACTTGATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna360-LysCTT (40439856-40439928)  Lys (CTT) 73 bp  Sc: 59.08 
GCCCGGCTAGCTCAGTCGGTCGAGCATGATACACTTGATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna366-LysCTT (40441131-40441203)  Lys (CTT) 73 bp  Sc: 59.08 
GCCCGGCTAGCTCAGTCGGTCGAGCATGATACACTTGATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna386-LysCTT (40445383-40445455)  Lys (CTT) 73 bp  Sc: 59.08 
GCCCGGCTAGCTCAGTCGGTCGAGCATGATACACTTGATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2709-LysCTT (46053293-46053365)  Lys (CTT) 73 bp  Sc: 59.15 
GTTCGGCTAGCTCAGTGGATAGGGCATGAGACTCTTAATCTCATGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna92-LysCTT (29932803-29932875)  Lys (CTT) 73 bp  Sc: 59.15 
TCCTGGCTAGCTCAGTCGGTAGAGCATAAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5779-LysCTT (48328085-48328013)  Lys (CTT) 73 bp  Sc: 59.17 
GCTCGTCTAGTTCAGTCGGTATAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr22.trna254-LysCTT (30628840-30628912)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna264-LysCTT (30630968-30631040)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna284-LysCTT (30635219-30635291)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna296-LysCTT (30637771-30637843)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3142-LysCTT (48849714-48849786)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6629-LysCTT (42557234-42557162)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6676-LysCTT (42547051-42546979)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna406-LysCTT (40449611-40449683)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna414-LysCTT (40451309-40451381)  Lys (CTT) 73 bp  Sc: 59.25 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2660-LysCTT (46035271-46035343)  Lys (CTT) 73 bp  Sc: 59.25 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTCGAAC 
CCCAAGTTGGGTG 
>Danio_rerio_chr4.trna303-LysCTT (30458781-30458853)  Lys (CTT) 73 bp  Sc: 59.29 
ACTCGTCTAGTTCAGTCGGTATAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 



>Danio_rerio_chr4.trna313-LysCTT (30461377-30461449)  Lys (CTT) 73 bp  Sc: 59.29 
ACTCGTCTAGTTCAGTCGGTATAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna564-LysCTT (31750704-31750776)  Lys (CTT) 73 bp  Sc: 59.32 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGCCTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACATTGGGCA 
>Danio_rerio_chr22.trna238-LysCTT (30625445-30625517)  Lys (CTT) 73 bp  Sc: 59.33 
GCCCGGCTAGGTCAGTTGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3138-LysCTT (48848868-48848940)  Lys (CTT) 73 bp  Sc: 59.33 
GCCCGGCTAGGTCAGTTGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna36-LysCTT (308304-308376)  Lys (CTT) 73 bp  Sc: 59.38 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCGACGTTGGGCG 
>Danio_rerio_chr4.trna327-LysCTT (30497575-30497647)  Lys (CTT) 73 bp  Sc: 59.48 
GCTAGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTTAAGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna566-LysCTT (31751124-31751196)  Lys (CTT) 73 bp  Sc: 59.48 
GCTAGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTTAAGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna567-LysCTT (31751424-31751496)  Lys (CTT) 73 bp  Sc: 59.48 
GCTAGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTTAAGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6156-LysCTT (45735004-45734932)  Lys (CTT) 73 bp  Sc: 59.48 
GCTAGGCTAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTTAAGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3462.trna92-LysCTT (64061-63989)  Lys (CTT) 73 bp  Sc: 59.56 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna842-LysCTT (33578153-33578225)  Lys (CTT) 73 bp  Sc: 59.59 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTCGAGC 
CCCTAGTTGGGCG 
>Danio_rerio_chr4.trna5795-LysCTT (48324280-48324208)  Lys (CTT) 73 bp  Sc: 59.77 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGAGTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna2693-LysCTT (46042386-46042458)  Lys (CTT) 73 bp  Sc: 59.89 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2703-LysCTT (46052017-46052089)  Lys (CTT) 73 bp  Sc: 59.89 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5214-LysCTT (53801207-53801136)  Lys (CTT) 72 bp  Sc: 60.08 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGGGGTTCGAGCC 
CCATGTTGGGTG 
>Danio_rerio_chr4.trna3210-LysCTT (48868836-48868908)  Lys (CTT) 73 bp  Sc: 60.13 
GCCCGGCTAGCTCAGACGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna416-LysCTT (40451735-40451807)  Lys (CTT) 73 bp  Sc: 60.13 
GCCCGGCTAGCTCAGACGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr6.trna70-LysCTT (21367666-21367738)  Lys (CTT) 73 bp  Sc: 60.23 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCATGTTCGTGGGTTCGAGC 
CCCACGTTGTGCG 
>Danio_rerio_Zv9_NA28.trna16-LysCTT (127037-127109)  Lys (CTT) 73 bp  Sc: 60.24 
AGCCGGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna153-LysCTT (812011-811939)  Lys (CTT) 73 bp  Sc: 60.24 
AGCCGGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_chr4.trna4390-LysCTT (57744309-57744238)  Lys (CTT) 72 bp  Sc: 60.31 
TCCCTGGTAGTCTTGTGGTTAGGACTTAGCGCTCTTACCGCTGTGGCCCGGGTTCAATTC 
CTGGTCAGGGAG 
>Danio_rerio_Zv9_scaffold3462.trna50-LysCTT (73730-73658)  Lys (CTT) 73 bp  Sc: 60.32 
GCCCGGCTATCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3134-LysCTT (48848014-48848086)  Lys (CTT) 73 bp  Sc: 60.38 



GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGACG 
>Danio_rerio_chr4.trna6611-LysCTT (42561056-42560984)  Lys (CTT) 73 bp  Sc: 60.38 
GTTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGACG 
>Danio_rerio_chr4.trna3977-LysCTT (55385157-55385229)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6077-LysCTT (45983212-45983140)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6085-LysCTT (45981329-45981257)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6091-LysCTT (45979873-45979801)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna28-LysCTT (227140-227212)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna31-LysCTT (227867-227939)  Lys (CTT) 73 bp  Sc: 60.40 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna375-LysCTT (30640305-30640377)  Lys (CTT) 73 bp  Sc: 60.56 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna390-LysCTT (30643687-30643759)  Lys (CTT) 73 bp  Sc: 60.56 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACCCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA251.trna40-LysCTT (60572-60500)  Lys (CTT) 73 bp  Sc: 60.58 
GCTCGTGTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA251.trna30-LysCTT (62702-62630)  Lys (CTT) 73 bp  Sc: 60.62 
GCCCGGTTAGCTCGGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTAGAGCG 
>Danio_rerio_chr4.trna204-LysCTT (29870208-29870280)  Lys (CTT) 73 bp  Sc: 60.68 
GCCCGCCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTTGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr2.trna445-LysCTT (7250284-7250209)  Lys (CTT) 76 bp  Sc: 60.82 
GCCCGGCTAGATGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCG 
AGCCCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna23-LysCTT (27978-28050)  Lys (CTT) 73 bp  Sc: 60.82 
GCCTGGCTAGCTCGGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCTACGTTGGTCG 
>Danio_rerio_chr4.trna5652-LysCTT (49652694-49652622)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_NA580.trna17-LysCTT (10547-10475)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna165-LysCTT (809491-809419)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna171-LysCTT (808235-808163)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna183-LysCTT (805701-805629)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna199-LysCTT (802313-802241)  Lys (CTT) 73 bp  Sc: 60.88 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_chr4.trna470-LysCTT (30662104-30662176)  Lys (CTT) 73 bp  Sc: 60.90 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna6630-LysCTT (42556808-42556736)  Lys (CTT) 73 bp  Sc: 60.90 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGGCTCTTAATGTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGTC 
>Danio_rerio_chr4.trna4790-LysCTT (55551359-55551287)  Lys (CTT) 73 bp  Sc: 61.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTACAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4806-LysCTT (55547962-55547890)  Lys (CTT) 73 bp  Sc: 61.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTACAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3554.trna78-LysCTT (317203-317275)  Lys (CTT) 73 bp  Sc: 61.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTACAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna3972-LysCTT (55384000-55384072)  Lys (CTT) 73 bp  Sc: 61.05 
GCCCGGCTAGGTCAGTTGGTAGAACATGAGACTCTTAATCTCTGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3601-LysCTT (52530804-52530876)  Lys (CTT) 73 bp  Sc: 61.06 
GCTCAGCTAGTTCAGTCGGTAGACCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna395-LysCTT (30644960-30645032)  Lys (CTT) 73 bp  Sc: 61.08 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACTCTTAATGTTAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna456-LysCTT (30658923-30658995)  Lys (CTT) 73 bp  Sc: 61.08 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACTCTTAATGTTAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna511-LysCTT (2960829-2960757)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCAGCTAGCTCCGTCGGTAGAGTATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2282-LysCTT (44119438-44119510)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna2314-LysCTT (44126223-44126295)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna2328-LysCTT (44129191-44129263)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna4784-LysCTT (55552630-55552558)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna4822-LysCTT (55544559-55544487)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna4844-LysCTT (55539885-55539813)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna4866-LysCTT (55535211-55535139)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_chr4.trna4888-LysCTT (55530537-55530465)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_Zv9_scaffold3554.trna40-LysCTT (309150-309222)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_Zv9_scaffold3554.trna46-LysCTT (310424-310496)  Lys (CTT) 73 bp  Sc: 61.09 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTCGGCG 
>Danio_rerio_Zv9_scaffold3503.trna224-LysCTT (796404-796332)  Lys (CTT) 73 bp  Sc: 61.12 
GCCAGGCTAGTTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna131-LysCTT (42009-41937)  Lys (CTT) 73 bp  Sc: 61.13 
GCCTGGCTAGCTCAGTCGGTAGAGCACGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCTCGTCGGGCG 
>Danio_rerio_chr22.trna740-LysCTT (30581388-30581316)  Lys (CTT) 73 bp  Sc: 61.15 
GCTCGGCTAGTTTAGTCGGTAAAGCTTGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2062-LysCTT (42608763-42608835)  Lys (CTT) 73 bp  Sc: 61.15 
GCTCGGCTAGTTTAGTCGGTAAAGCTTGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 



>Danio_rerio_chr5.trna694-LysCTT (54678060-54677988)  Lys (CTT) 73 bp  Sc: 61.15 
GCTCGGCTAGTTTAGTCGGTAAAGCTTGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_Zv9_scaffold3514.trna132-LysCTT (31320-31248)  Lys (CTT) 73 bp  Sc: 61.15 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCTCGTTCGGCG 
>Danio_rerio_chr22.trna713-LysCTT (30587860-30587788)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr22.trna727-LysCTT (30584358-30584286)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2032-LysCTT (42601871-42601943)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2036-LysCTT (42603258-42603330)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2046-LysCTT (42605373-42605445)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2048-LysCTT (42605793-42605865)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2068-LysCTT (42610208-42610280)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2078-LysCTT (42612319-42612391)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna2080-LysCTT (42612738-42612810)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr5.trna667-LysCTT (54684532-54684460)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr5.trna681-LysCTT (54681030-54680958)  Lys (CTT) 73 bp  Sc: 61.19 
GCTCGGCTAGTTTAGTCGGTAAAGCATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_Zv9_scaffold3494.trna33-LysCTT (228289-228361)  Lys (CTT) 73 bp  Sc: 61.31 
GCCCGGCTAGCTCAGTCGGTAGAGCATGACACTCTTAATCTCAGGATCGTGGGTTTGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna1223-LysCTT (37220942-37221014)  Lys (CTT) 73 bp  Sc: 61.32 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna6434-LysCTT (43652591-43652519)  Lys (CTT) 73 bp  Sc: 61.32 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_NA580.trna43-LysCTT (4103-4031)  Lys (CTT) 73 bp  Sc: 61.37 
CTTTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna65-LysCTT (445585-445657)  Lys (CTT) 73 bp  Sc: 61.38 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTAGTGCGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna107-LysCTT (29937889-29937961)  Lys (CTT) 73 bp  Sc: 61.41 
GCCTGGCTAGCTCAGTCGGTAAAGCATGACACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna7377-LysCTT (38050695-38050623)  Lys (CTT) 73 bp  Sc: 61.42 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTAATGTCAGGGTTGTAGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7397-LysCTT (38046463-38046391)  Lys (CTT) 73 bp  Sc: 61.42 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTAATGTCAGGGTTGTAGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7409-LysCTT (38043919-38043847)  Lys (CTT) 73 bp  Sc: 61.42 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTAATGTCAGGGTTGTAGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna86-LysCTT (318878-318950)  Lys (CTT) 73 bp  Sc: 61.45 



GCCCGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCTACGTTTGGCG 
>Danio_rerio_chr4.trna7789-LysCTT (33935396-33935324)  Lys (CTT) 73 bp  Sc: 61.64 
GCCCGGCTAGCGCAGTCGGTAGAGCATGAGAGTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGACG 
>Danio_rerio_chr22.trna734-LysCTT (30582660-30582588)  Lys (CTT) 73 bp  Sc: 61.67 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2056-LysCTT (42607491-42607563)  Lys (CTT) 73 bp  Sc: 61.67 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2082-LysCTT (42613157-42613229)  Lys (CTT) 73 bp  Sc: 61.67 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna688-LysCTT (54679332-54679260)  Lys (CTT) 73 bp  Sc: 61.67 
GCTCGGCTAGTTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2072-LysCTT (42611051-42611123)  Lys (CTT) 73 bp  Sc: 61.67 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGATTCTTAATCTCAGGGTCGTAGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3554.trna50-LysCTT (311272-311343)  Lys (CTT) 72 bp  Sc: 61.69 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGTCGTGGGTTCGAGCC 
CCACGTTGGGCG 
>Danio_rerio_chr4.trna6656-LysCTT (42551300-42551228)  Lys (CTT) 73 bp  Sc: 61.70 
GCCTGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna287-LysCTT (30452695-30452767)  Lys (CTT) 73 bp  Sc: 61.70 
GCTCAGCTAGTTCAGTCGTTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2594-LysCTT (45761670-45761742)  Lys (CTT) 73 bp  Sc: 61.71 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna2604-LysCTT (45763795-45763867)  Lys (CTT) 73 bp  Sc: 61.71 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna116-LysCTT (419182-419110)  Lys (CTT) 73 bp  Sc: 61.71 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr12.trna481-LysCTT (2967559-2967487)  Lys (CTT) 73 bp  Sc: 61.80 
GCCCGGCTAGCTCCGTCGGTAGAGCATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna503-LysCTT (2962521-2962449)  Lys (CTT) 73 bp  Sc: 61.80 
GCCCGGCTAGCTCCGTCGGTAGAGCATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna513-LysCTT (2960405-2960333)  Lys (CTT) 73 bp  Sc: 61.80 
GCCCGGCTAGCTCCGTCGGTAGAGCATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna521-LysCTT (2958703-2958631)  Lys (CTT) 73 bp  Sc: 61.80 
GCCCGGCTAGCTCCGTCGGTAGAGCATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna531-LysCTT (2956576-2956504)  Lys (CTT) 73 bp  Sc: 61.80 
GCCCGGCTAGCTCCGTCGGTAGAGCATGAGACTCTTAATGTCATTGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna290-LysCTT (30636497-30636569)  Lys (CTT) 73 bp  Sc: 61.82 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACACTTAATGTCAAGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3363-LysCTT (50447971-50448043)  Lys (CTT) 73 bp  Sc: 61.82 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCCGGGTCGCGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna8350-LysCTT (30434953-30434881)  Lys (CTT) 73 bp  Sc: 61.87 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTCGAGC 
CCCACGGTGGGGG 
>Danio_rerio_chr2.trna437-LysCTT (7251974-7251902)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna449-LysCTT (7249401-7249329)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2549-LysCTT (45751920-45751992)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2561-LysCTT (45754466-45754538)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2571-LysCTT (45756587-45756659)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2580-LysCTT (45758698-45758770)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2582-LysCTT (45759122-45759194)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna99-LysCTT (422964-422892)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna121-LysCTT (33863-33791)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna151-LysCTT (27243-27171)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna155-LysCTT (26397-26325)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna161-LysCTT (25124-25052)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna173-LysCTT (22583-22511)  Lys (CTT) 73 bp  Sc: 61.88 
GCCCGGCTACCTCAGTCGGTAAAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2684-LysCTT (46040283-46040355)  Lys (CTT) 73 bp  Sc: 61.90 
GCCCGGCTAGCTCAGGCGGAAGAGCATGAGACTCTTAATCTCAGGGTCGAGGGTTCGAGC 
CCCAAGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna38-LysCTT (77135-77063)  Lys (CTT) 73 bp  Sc: 61.90 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna7383-LysCTT (38049424-38049352)  Lys (CTT) 73 bp  Sc: 62.09 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna7413-LysCTT (38043071-38042999)  Lys (CTT) 73 bp  Sc: 62.09 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3498.trna8-LysCTT (26793-26865)  Lys (CTT) 73 bp  Sc: 62.12 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCATGTTGGGGG 
>Danio_rerio_chr4.trna1156-LysCTT (36996199-36996271)  Lys (CTT) 73 bp  Sc: 62.13 
GCCTGGCTAGCCCAGTCGGTAGAGCATGAGACTCTTACTCTCAGGCTCGTGTGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3976-LysCTT (55384851-55384923)  Lys (CTT) 73 bp  Sc: 62.15 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_chr4.trna3986-LysCTT (55392257-55392329)  Lys (CTT) 73 bp  Sc: 62.15 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_chr4.trna3991-LysCTT (55393412-55393484)  Lys (CTT) 73 bp  Sc: 62.15 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_chr4.trna6095-LysCTT (45979026-45978954)  Lys (CTT) 73 bp  Sc: 62.15 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTCGAGC 
CCCAGCTTGGGCG 
>Danio_rerio_chr4.trna2678-LysCTT (46039019-46039091)  Lys (CTT) 73 bp  Sc: 62.16 
GCCCGGCTAGCTCAGGCGGAAGAGCATGAGACTCTTAATCTCAGGGTCGAGGGTTCGAGC 
TCCACGTTGGGCG 



>Danio_rerio_chr4.trna7956-LysCTT (33070221-33070149)  Lys (CTT) 73 bp  Sc: 62.34 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGA 
CCTATGCTGGGTG 
>Danio_rerio_chr4.trna5584-LysCTT (50636898-50636826)  Lys (CTT) 73 bp  Sc: 62.35 
ACCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna2354-LysCTT (44134691-44134763)  Lys (CTT) 73 bp  Sc: 62.41 
GCCTGCCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna824-LysCTT (33574131-33574203)  Lys (CTT) 73 bp  Sc: 62.41 
GCCCGGCTACCTCAGTTGGTAGAGCATGAGACTCTTAATGTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna834-LysCTT (33576356-33576428)  Lys (CTT) 73 bp  Sc: 62.41 
GCCCGGCTACCTCAGTTGGTAGAGCATGAGACTCTTAATGTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7419-LysCTT (38041806-38041734)  Lys (CTT) 73 bp  Sc: 62.45 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCAAGTTGGGTG 
>Danio_rerio_chr4.trna4828-LysCTT (55543288-55543216)  Lys (CTT) 73 bp  Sc: 62.45 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAAAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4850-LysCTT (55538614-55538542)  Lys (CTT) 73 bp  Sc: 62.45 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAAAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4872-LysCTT (55533940-55533868)  Lys (CTT) 73 bp  Sc: 62.45 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAAAGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3536.trna38-LysCTT (31361-31433)  Lys (CTT) 73 bp  Sc: 62.56 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGATTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna252-LysCTT (30628414-30628486)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr22.trna300-LysCTT (30638621-30638693)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr2.trna457-LysCTT (7247708-7247636)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3212-LysCTT (48869262-48869334)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6680-LysCTT (42546201-42546129)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr8.trna420-LysCTT (40452585-40452657)  Lys (CTT) 73 bp  Sc: 62.56 
GCCTGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna5801-LysCTT (48323010-48322938)  Lys (CTT) 73 bp  Sc: 62.61 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGTGTCATGGGTTCGAGC 
CACACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna8-LysCTT (84451-84379)  Lys (CTT) 73 bp  Sc: 62.61 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7934-LysCTT (33207906-33207834)  Lys (CTT) 73 bp  Sc: 62.62 
GCCCGGATAGCTCAGTCGCTAGAGCATCAGACTCTTAATCTGAGGGTCCAAGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr4.trna5492-LysCTT (51995961-51995889)  Lys (CTT) 73 bp  Sc: 63.06 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna560-LysCTT (31749859-31749931)  Lys (CTT) 73 bp  Sc: 63.12 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGCCTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6155-LysCTT (45735308-45735236)  Lys (CTT) 73 bp  Sc: 63.12 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGCCTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr2.trna447-LysCTT (7249855-7249783)  Lys (CTT) 73 bp  Sc: 63.32 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna5706-LysCTT (49640532-49640460)  Lys (CTT) 73 bp  Sc: 63.32 
GCCCGGCTAACTCAGTCGGCAGAGCATGCGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA580.trna34-LysCTT (6359-6287)  Lys (CTT) 73 bp  Sc: 63.32 
GCCCGGCTAACTCAGTCGGCAGAGCATGCGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna30-LysCTT (79050-78978)  Lys (CTT) 73 bp  Sc: 63.37 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna42-LysCTT (76289-76217)  Lys (CTT) 73 bp  Sc: 63.37 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna56-LysCTT (72460-72388)  Lys (CTT) 73 bp  Sc: 63.37 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna64-LysCTT (70764-70692)  Lys (CTT) 73 bp  Sc: 63.37 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna74-LysCTT (68313-68241)  Lys (CTT) 73 bp  Sc: 63.37 
GCCTGGCTAGCTCAGTCGGTACAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7361-LysCTT (38054089-38054017)  Lys (CTT) 73 bp  Sc: 63.49 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGTGTTCGAGC 
TCCATGTTGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna131-LysCTT (24380-24308)  Lys (CTT) 73 bp  Sc: 63.49 
GCCCGGCTAGCTCAGTCGGTGTAGCATGTGACTCTTAATCTCAGGGTCGTGGGTTCGAGT 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna36-LysCTT (14209637-14209709)  Lys (CTT) 73 bp  Sc: 63.53 
GCCTGGCTAGCTCGGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACATTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna161-LysCTT (810330-810258)  Lys (CTT) 73 bp  Sc: 63.69 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCACGTTGGATG 
>Danio_rerio_Zv9_scaffold3470.trna161-LysCTT (92618-92546)  Lys (CTT) 73 bp  Sc: 63.72 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2575-LysCTT (45757436-45757508)  Lys (CTT) 73 bp  Sc: 63.73 
GCCCTACTAGCTCAGTCGGTAGTGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna125-LysCTT (26066-25994)  Lys (CTT) 73 bp  Sc: 63.78 
GCTCAGCTAGTTCAGTCGGTAGAGTATGAGACTCTTAATCTCAAGGTCGTGGGCTCGAGC 
CCCACGTTGAGTG 
>Danio_rerio_chr4.trna3926-LysCTT (55240617-55240689)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna165-LysCTT (91776-91704)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna179-LysCTT (88712-88640)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna159-LysCTT (35652-35580)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3353-LysCTT (50434405-50434477)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7797-LysCTT (33933703-33933631)  Lys (CTT) 73 bp  Sc: 63.81 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACACTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3168-LysCTT (48855241-48855313)  Lys (CTT) 73 bp  Sc: 63.82 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr5.trna432-LysCTT (54292199-54292271)  Lys (CTT) 73 bp  Sc: 63.89 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCTTAATCTGAAGCTCGTGAGTTCGAGC 



CTCACACAGGGCA 
>Danio_rerio_chr4.trna8343-LysCTT (30436611-30436539)  Lys (CTT) 73 bp  Sc: 63.92 
GCTCAGCTAGTTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGTGTG 
>Danio_rerio_Zv9_scaffold3462.trna24-LysCTT (80320-80248)  Lys (CTT) 73 bp  Sc: 63.95 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGT 
CCCACGTTAGGCA 
>Danio_rerio_Zv9_scaffold3462.trna36-LysCTT (77559-77487)  Lys (CTT) 73 bp  Sc: 63.95 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGT 
CCCACGTTAGGCA 
>Danio_rerio_chr22.trna192-LysCTT (22258742-22258813)  Lys (CTT) 72 bp  Sc: 64.01 
AGCTGAGTGGCGCAGCGGAAGCGTGCTGGGCCCTTAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr2.trna113-LysCTT (29940133-29940205)  Lys (CTT) 73 bp  Sc: 64.08 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAGTCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna88-LysCTT (29931112-29931184)  Lys (CTT) 73 bp  Sc: 64.08 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAGTCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna99-LysCTT (29935344-29935416)  Lys (CTT) 73 bp  Sc: 64.08 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAGTCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1485-LysCTT (38065402-38065474)  Lys (CTT) 73 bp  Sc: 64.25 
GCTCGGCTAGCTCAGTCGGTAGGGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna23-LysCTT (145051-145123)  Lys (CTT) 73 bp  Sc: 64.33 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGCTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr22.trna736-LysCTT (30582236-30582164)  Lys (CTT) 73 bp  Sc: 64.34 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTCGGTG 
>Danio_rerio_chr4.trna2058-LysCTT (42607915-42607987)  Lys (CTT) 73 bp  Sc: 64.34 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTCGGTG 
>Danio_rerio_chr5.trna690-LysCTT (54678908-54678836)  Lys (CTT) 73 bp  Sc: 64.34 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTCGGTG 
>Danio_rerio_Zv9_scaffold3498.trna75-LysCTT (218536-218464)  Lys (CTT) 73 bp  Sc: 64.39 
GCCCAGCTAGCTCAGTTGGTAGAGCGTGAGACTCTTAATCTCAGGGTCTTGGGTTCAAGC 
CCCACCTTGAGCG 
>Danio_rerio_Zv9_scaffold3462.trna20-LysCTT (81387-81315)  Lys (CTT) 73 bp  Sc: 64.44 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna5701-LysCTT (49641803-49641731)  Lys (CTT) 73 bp  Sc: 64.50 
GCCCGGCTAGCTCAGTTGGTAAAGCATGAGACTCTTTATCTCATGGTCGTTGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA580.trna29-LysCTT (7630-7558)  Lys (CTT) 73 bp  Sc: 64.50 
GCCCGGCTAGCTCAGTTGGTAAAGCATGAGACTCTTTATCTCATGGTCGTTGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3761-LysCTT (53773715-53773787)  Lys (CTT) 73 bp  Sc: 64.50 
GTCTGGCTAGCCCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGCTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr8.trna356-LysCTT (40439004-40439076)  Lys (CTT) 73 bp  Sc: 64.55 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna4782-LysCTT (55553054-55552982)  Lys (CTT) 73 bp  Sc: 64.58 
ACCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGTG 
>Danio_rerio_chr4.trna4820-LysCTT (55544983-55544911)  Lys (CTT) 73 bp  Sc: 64.58 
ACCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGTG 
>Danio_rerio_chr4.trna4842-LysCTT (55540309-55540237)  Lys (CTT) 73 bp  Sc: 64.58 
ACCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGTG 
>Danio_rerio_chr4.trna4864-LysCTT (55535635-55535563)  Lys (CTT) 73 bp  Sc: 64.58 
ACCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGTG 



>Danio_rerio_chr4.trna4886-LysCTT (55530961-55530889)  Lys (CTT) 73 bp  Sc: 64.58 
ACCCCGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGTG 
>Danio_rerio_Zv9_scaffold3470.trna149-LysCTT (95145-95073)  Lys (CTT) 73 bp  Sc: 64.63 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna8352-LysCTT (30434526-30434454)  Lys (CTT) 73 bp  Sc: 64.64 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGTTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna248-LysCTT (30627564-30627636)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna280-LysCTT (30634369-30634441)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna288-LysCTT (30636071-30636143)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3164-LysCTT (48854394-48854466)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3186-LysCTT (48859069-48859141)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3192-LysCTT (48860340-48860412)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3196-LysCTT (48865856-48865928)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3204-LysCTT (48867558-48867630)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6664-LysCTT (42549598-42549526)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna364-LysCTT (40440705-40440777)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna370-LysCTT (40441983-40442055)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna384-LysCTT (40444957-40445029)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna390-LysCTT (40446235-40446307)  Lys (CTT) 73 bp  Sc: 64.67 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7381-LysCTT (38049848-38049776)  Lys (CTT) 73 bp  Sc: 64.68 
GCCCGGCTAGCTCAGTCGGTAGAGCGTGAGACTCTTAATGTCAGGGTTGTGGGATCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7411-LysCTT (38043495-38043423)  Lys (CTT) 73 bp  Sc: 64.68 
GCCCGGCTAGCTCAGTCGGTAGAGCGTGAGACTCTTAATGTCAGGGTTGTGGGATCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3536.trna19-LysCTT (27130-27202)  Lys (CTT) 73 bp  Sc: 64.70 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGAA 
>Danio_rerio_chr4.trna7355-LysCTT (38055357-38055285)  Lys (CTT) 73 bp  Sc: 64.75 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna62-LysCTT (14216783-14216855)  Lys (CTT) 73 bp  Sc: 64.76 
GCCCGGCTAGCTCGGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CGCACGTTGGGCG 
>Danio_rerio_chr4.trna472-LysCTT (30662528-30662600)  Lys (CTT) 73 bp  Sc: 64.76 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna408-LysCTT (30647923-30647995)  Lys (CTT) 73 bp  Sc: 64.83 



GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna449-LysCTT (30657229-30657301)  Lys (CTT) 73 bp  Sc: 64.83 
GCCCGGCTAGCTCAGTCGGTAGAGTATGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna317-LysCTT (30462223-30462295)  Lys (CTT) 73 bp  Sc: 64.84 
GCTCAGCTAGTTCAGTCGTTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGAGCG 
>Danio_rerio_chr4.trna7218-LysCTT (39178654-39178582)  Lys (CTT) 73 bp  Sc: 64.84 
GCTCAGCTAGTTCAGTCGTTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGAGCG 
>Danio_rerio_chr4.trna4704-LysCTT (55815011-55814939)  Lys (CTT) 73 bp  Sc: 64.87 
GCCTGGCTAGTTTAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna292-LysCTT (30455723-30455795)  Lys (CTT) 73 bp  Sc: 64.91 
ACCCGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCACAGGGTCGTGGGTTCGAGC 
CCCACATTGGGTA 
>Danio_rerio_chr4.trna4780-LysCTT (55553483-55553411)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4812-LysCTT (55546686-55546614)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4818-LysCTT (55545412-55545340)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4834-LysCTT (55542012-55541940)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4840-LysCTT (55540738-55540666)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4856-LysCTT (55537338-55537266)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4862-LysCTT (55536064-55535992)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4878-LysCTT (55532664-55532592)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4884-LysCTT (55531390-55531318)  Lys (CTT) 73 bp  Sc: 65.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACGCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna855-LysCTT (33661289-33661361)  Lys (CTT) 73 bp  Sc: 65.05 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGCTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6915-LysCTT (40472091-40472019)  Lys (CTT) 73 bp  Sc: 65.16 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7106-LysCTT (39762166-39762094)  Lys (CTT) 73 bp  Sc: 65.16 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATTGTGGGTTTGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7198-LysCTT (39240384-39240312)  Lys (CTT) 73 bp  Sc: 65.17 
GCTCAGCTAGTTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5678-LysCTT (49646849-49646777)  Lys (CTT) 73 bp  Sc: 65.20 
AGCCGGCTAGTTCAGTTGGTAGAACATGAGACCCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_chr8.trna392-LysCTT (40446661-40446733)  Lys (CTT) 73 bp  Sc: 65.27 
GCCCGGCTAGCTCAGTCGGTAGCGTATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna408-LysCTT (40450037-40450109)  Lys (CTT) 73 bp  Sc: 65.27 
GCCCGGCTAGCTCAGTCGGTAGCGTATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3944-LysCTT (55244431-55244503)  Lys (CTT) 73 bp  Sc: 65.46 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAAACACTTAATGTCAGGGTCGTGGGTTCGAAC 



CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA513.trna2-LysCTT (4208-4280)  Lys (CTT) 73 bp  Sc: 65.48 
GCCCAGCTAGCTCAGTTGGTAGAGCATGACATTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCTACGTTGGGCG 
>Danio_rerio_chr4.trna2569-LysCTT (45756163-45756235)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGAATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2272-LysCTT (44117317-44117389)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2288-LysCTT (44120710-44120782)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2306-LysCTT (44124528-44124600)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2320-LysCTT (44127495-44127567)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2348-LysCTT (44133420-44133492)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2565-LysCTT (45755317-45755389)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2573-LysCTT (45757012-45757084)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3930-LysCTT (55241465-55241537)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3948-LysCTT (55245279-55245351)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna828-LysCTT (33574980-33575052)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna845-LysCTT (33580033-33580105)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna171-LysCTT (90404-90332)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna185-LysCTT (87439-87367)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna91-LysCTT (424661-424589)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna95-LysCTT (423812-423740)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna179-LysCTT (31410-31338)  Lys (CTT) 73 bp  Sc: 65.51 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna826-LysCTT (33574554-33574626)  Lys (CTT) 73 bp  Sc: 65.61 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCTAGTTGGGCG 
>Danio_rerio_chr4.trna8339-LysCTT (30437434-30437362)  Lys (CTT) 73 bp  Sc: 65.66 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna861-LysCTT (33662620-33662692)  Lys (CTT) 73 bp  Sc: 65.67 
GCCCGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATCTCAGGACTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1747-LysCTT (40518818-40518890)  Lys (CTT) 73 bp  Sc: 65.70 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCATGTTGGGTG 



>Danio_rerio_chr4.trna5688-LysCTT (49644751-49644680)  Lys (CTT) 72 bp  Sc: 65.75 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGGGGTTCGAGCC 
CCACGTTGGGCG 
>Danio_rerio_chr8.trna376-LysCTT (40443255-40443327)  Lys (CTT) 73 bp  Sc: 65.78 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna6746-LysCTT (41647472-41647400)  Lys (CTT) 73 bp  Sc: 65.81 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCCAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna5218-LysCTT (53800360-53800288)  Lys (CTT) 73 bp  Sc: 65.81 
GCCTGGCTAGCTCAGTCGTTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna857-LysCTT (33661715-33661787)  Lys (CTT) 73 bp  Sc: 65.87 
GCCTGGATAGCTCAGTCGGAAGAGCATGAGACTCTTAATCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna12-LysCTT (25442-25514)  Lys (CTT) 73 bp  Sc: 65.92 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGAA 
>Danio_rerio_Zv9_scaffold3536.trna15-LysCTT (26283-26355)  Lys (CTT) 73 bp  Sc: 65.92 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGAA 
>Danio_rerio_chr4.trna6760-LysCTT (41644409-41644337)  Lys (CTT) 73 bp  Sc: 65.98 
GCCTGGCTAGCTCAGTCGGTAGCGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna4654-LysCTT (56421989-56421917)  Lys (CTT) 73 bp  Sc: 66.00 
GCTCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTGATCTCAGGGTCATGGGTTCAAGC 
CCCATGTTGGACG 
>Danio_rerio_chr22.trna258-LysCTT (30629692-30629764)  Lys (CTT) 73 bp  Sc: 66.05 
GCCCGGCTAGCTCAGTCGGTTGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGT 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna362-LysCTT (40440282-40440354)  Lys (CTT) 73 bp  Sc: 66.10 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTTATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7365-LysCTT (38053239-38053167)  Lys (CTT) 73 bp  Sc: 66.37 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7387-LysCTT (38048582-38048510)  Lys (CTT) 73 bp  Sc: 66.37 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7417-LysCTT (38042229-38042157)  Lys (CTT) 73 bp  Sc: 66.37 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr2.trna415-LysCTT (7257972-7257900)  Lys (CTT) 73 bp  Sc: 66.37 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2268-LysCTT (44116470-44116542)  Lys (CTT) 73 bp  Sc: 66.37 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2527-LysCTT (45747265-45747337)  Lys (CTT) 73 bp  Sc: 66.37 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4751-LysCTT (55560527-55560455)  Lys (CTT) 73 bp  Sc: 66.37 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2330-LysCTT (44129619-44129691)  Lys (CTT) 73 bp  Sc: 66.40 
GCCCGGCTATCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCCG 
>Danio_rerio_chr4.trna4733-LysCTT (55808669-55808597)  Lys (CTT) 73 bp  Sc: 66.42 
GCCCGCCTACCTCAGTCGGTAGAGCATGAGACTCTTAATGTCATGGTCGTGGGTTCGAAT 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2278-LysCTT (44118593-44118665)  Lys (CTT) 73 bp  Sc: 66.47 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2294-LysCTT (44121986-44122058)  Lys (CTT) 73 bp  Sc: 66.47 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2324-LysCTT (44128345-44128417)  Lys (CTT) 73 bp  Sc: 66.47 



GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2338-LysCTT (44131310-44131382)  Lys (CTT) 73 bp  Sc: 66.47 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr22.trna298-LysCTT (30638197-30638269)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna3144-LysCTT (48850140-48850212)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna6621-LysCTT (42558932-42558860)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna6642-LysCTT (42554266-42554194)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna6678-LysCTT (42546625-42546553)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr8.trna329-LysCTT (40433088-40433160)  Lys (CTT) 73 bp  Sc: 66.48 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTC 
>Danio_rerio_chr4.trna365-LysCTT (30638194-30638266)  Lys (CTT) 73 bp  Sc: 66.55 
GCCCGGCTAGCTCAGTCGGTAGAGTGTGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna371-LysCTT (30639460-30639532)  Lys (CTT) 73 bp  Sc: 66.55 
GCCCGGCTAGCTCAGTCGGTAGAGTGTGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna439-LysCTT (30655113-30655185)  Lys (CTT) 73 bp  Sc: 66.55 
GCCCGGCTAGCTCAGTCGGTAGAGTGTGAGACTCTTAATGTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1074-LysCTT (35506218-35506290)  Lys (CTT) 73 bp  Sc: 66.56 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna3934-LysCTT (55242311-55242383)  Lys (CTT) 73 bp  Sc: 66.61 
GCCCGGCTAGCGCGGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3987-LysCTT (55392563-55392635)  Lys (CTT) 73 bp  Sc: 66.68 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3992-LysCTT (55393718-55393790)  Lys (CTT) 73 bp  Sc: 66.68 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6082-LysCTT (45982059-45981987)  Lys (CTT) 73 bp  Sc: 66.68 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6096-LysCTT (45978720-45978648)  Lys (CTT) 73 bp  Sc: 66.68 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna36-LysCTT (229018-229090)  Lys (CTT) 73 bp  Sc: 66.68 
GCCCGGCTAGGTCAGTCGGTAGAACATGAGACTCTTAATCTCAGGGTCGTGGGTTAGATC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna294-LysCTT (30456129-30456201)  Lys (CTT) 73 bp  Sc: 66.81 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAAACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACTTTGGGTG 
>Danio_rerio_chr4.trna5232-LysCTT (53455074-53455002)  Lys (CTT) 73 bp  Sc: 66.97 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGA 
CCCACGCTTGGTG 
>Danio_rerio_Zv9_scaffold3554.trna44-LysCTT (310000-310072)  Lys (CTT) 73 bp  Sc: 66.98 
GCCCGGCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCTTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1160-LysCTT (36997052-36997124)  Lys (CTT) 73 bp  Sc: 67.04 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna859-LysCTT (33662137-33662209)  Lys (CTT) 73 bp  Sc: 67.04 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGATC 



CCCACGTTGGGCA 
>Danio_rerio_chr4.trna863-LysCTT (33663046-33663118)  Lys (CTT) 73 bp  Sc: 67.04 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGATC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna1991-LysCTT (41738249-41738321)  Lys (CTT) 73 bp  Sc: 67.08 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGA 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3703-LysCTT (53352647-53352719)  Lys (CTT) 73 bp  Sc: 67.08 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGA 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna512-LysCTT (54568821-54568893)  Lys (CTT) 73 bp  Sc: 67.08 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGA 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna388-LysCTT (40445809-40445881)  Lys (CTT) 73 bp  Sc: 67.11 
GCCTGGCTAGCTCAGTCGGTCGAGCATGATACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3345-LysCTT (50432705-50432777)  Lys (CTT) 73 bp  Sc: 67.15 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTGGGTTTGAGC 
CCCATGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna54-LysCTT (312121-312193)  Lys (CTT) 73 bp  Sc: 67.22 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna72-LysCTT (315933-316005)  Lys (CTT) 73 bp  Sc: 67.22 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna74-LysCTT (316357-316429)  Lys (CTT) 73 bp  Sc: 67.22 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna208-LysCTT (29871060-29871132)  Lys (CTT) 73 bp  Sc: 67.38 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGCGTCGTGGGTTCGAGC 
CCCACATTGGGTG 
>Danio_rerio_chr4.trna3942-LysCTT (55244007-55244079)  Lys (CTT) 73 bp  Sc: 67.48 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCTCGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna157-LysCTT (36076-36004)  Lys (CTT) 73 bp  Sc: 67.48 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCTCGTTGGGCG 
>Danio_rerio_chr4.trna5208-LysCTT (53802476-53802404)  Lys (CTT) 73 bp  Sc: 67.49 
GCCTGGCTAGTTCAGTTGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3462.trna102-LysCTT (59769-59697)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna26-LysCTT (79896-79824)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna52-LysCTT (73306-73234)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna70-LysCTT (69159-69087)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna80-LysCTT (66820-66748)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna84-LysCTT (65974-65902)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna88-LysCTT (64907-64835)  Lys (CTT) 73 bp  Sc: 67.53 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna2276-LysCTT (44118169-44118241)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2292-LysCTT (44121562-44121634)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 



>Danio_rerio_chr4.trna2298-LysCTT (44122835-44122907)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2310-LysCTT (44125378-44125450)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2322-LysCTT (44127921-44127993)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2336-LysCTT (44130886-44130958)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3462.trna100-LysCTT (60193-60121)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3462.trna47-LysCTT (74797-74725)  Lys (CTT) 73 bp  Sc: 67.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_NA580.trna49-LysCTT (2826-2754)  Lys (CTT) 73 bp  Sc: 67.70 
GCCCGGCTAGCTCAGTCGGTAGAGCATGCGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2670-LysCTT (46037329-46037401)  Lys (CTT) 73 bp  Sc: 67.78 
GCATGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna561-LysCTT (31029709-31029637)  Lys (CTT) 73 bp  Sc: 67.79 
GCCCGGCTAGCTCAGTCCGTAGAGCATGAGACTCTTAATCTGAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7777-LysCTT (33937939-33937867)  Lys (CTT) 73 bp  Sc: 67.84 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTTGGTTCGAGC 
CCCACGTAGGGCG 
>Danio_rerio_chr22.trna554-LysCTT (31031403-31031331)  Lys (CTT) 73 bp  Sc: 67.86 
GCCTGGTTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7194-LysCTT (39241229-39241157)  Lys (CTT) 73 bp  Sc: 67.87 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTATTCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCC 
>Danio_rerio_chr4.trna3339-LysCTT (50431437-50431509)  Lys (CTT) 73 bp  Sc: 67.87 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCTTCGTTGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna13-LysCTT (142929-143001)  Lys (CTT) 73 bp  Sc: 67.87 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCTTCGTTGGGCG 
>Danio_rerio_chr4.trna816-LysCTT (33572336-33572408)  Lys (CTT) 73 bp  Sc: 67.97 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTGGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA297.trna32-LysCTT (48134-48062)  Lys (CTT) 73 bp  Sc: 68.11 
ACCCTGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGA 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna6748-LysCTT (41647048-41646976)  Lys (CTT) 73 bp  Sc: 68.18 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGTTCGTGGGTTCGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna558-LysCTT (31749439-31749511)  Lys (CTT) 73 bp  Sc: 68.25 
GCTCGGCTAGCTCAGTTGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna6153-LysCTT (45735728-45735656)  Lys (CTT) 73 bp  Sc: 68.25 
GCTCGGCTAGCTCAGTTGGTAGAGCATGAGACCCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna2691-LysCTT (46041962-46042034)  Lys (CTT) 73 bp  Sc: 68.48 
GCCCGGCTAGCTCAGGCGGAAGAGCATGAGACTCTTAATCTCAGGGTCGAGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2701-LysCTT (46051593-46051665)  Lys (CTT) 73 bp  Sc: 68.48 
GCCCGGCTAGCTCAGGCGGAAGAGCATGAGACTCTTAATCTCAGGGTCGAGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna125-LysCTT (29944423-29944495)  Lys (CTT) 73 bp  Sc: 68.56 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 
CCCATGTTGGGCG 
>Danio_rerio_Zv9_NA289.trna2-LysCTT (6834-6906)  Lys (CTT) 73 bp  Sc: 68.62 



GCCCAGCTAGCTCAGTTGGTAGAGCATGACATTCTTAATTTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr2.trna127-LysCTT (29945268-29945340)  Lys (CTT) 73 bp  Sc: 68.67 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna200-LysCTT (29869371-29869443)  Lys (CTT) 73 bp  Sc: 68.69 
ACCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CACACGTTGGGTG 
>Danio_rerio_chr4.trna297-LysCTT (30457517-30457589)  Lys (CTT) 73 bp  Sc: 68.72 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGTTG 
>Danio_rerio_chr4.trna870-LysCTT (33664791-33664863)  Lys (CTT) 73 bp  Sc: 68.83 
GCTTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATTGTGGGTTCGAAC 
CCCATGTTGGGCG 
>Danio_rerio_chr5.trna428-LysCTT (54288790-54288862)  Lys (CTT) 73 bp  Sc: 68.83 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCTTAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna5697-LysCTT (49642648-49642576)  Lys (CTT) 73 bp  Sc: 68.89 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGCTCGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr5.trna435-LysCTT (54294754-54294826)  Lys (CTT) 73 bp  Sc: 68.97 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCTTAATCTGAAGCTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna6081-LysCTT (45982365-45982293)  Lys (CTT) 73 bp  Sc: 68.98 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCAGGTTTGGCA 
>Danio_rerio_chr4.trna7783-LysCTT (33936667-33936595)  Lys (CTT) 73 bp  Sc: 69.00 
GCCCGGCTAGCTTAGTTGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTTGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna548-LysCTT (31032664-31032592)  Lys (CTT) 73 bp  Sc: 69.00 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna333-LysCTT (40433934-40434006)  Lys (CTT) 73 bp  Sc: 69.00 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7818-LysCTT (33891806-33891734)  Lys (CTT) 73 bp  Sc: 69.02 
GCCCGGCTAGCTCAGTCGGTAGAGCATTAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCCG 
>Danio_rerio_chr4.trna4775-LysCTT (55554759-55554687)  Lys (CTT) 73 bp  Sc: 69.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3488.trna52-LysCTT (38102-38030)  Lys (CTT) 73 bp  Sc: 69.05 
GCTCGGCTAGCTCAGTTGGTAGAGCATGAGGCTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7200-LysCTT (39239958-39239886)  Lys (CTT) 73 bp  Sc: 69.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTATTCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGCC 
>Danio_rerio_chr5.trna847-LysCTT (54575945-54575873)  Lys (CTT) 73 bp  Sc: 69.23 
GCCCGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna5234-LysCTT (53454649-53454577)  Lys (CTT) 73 bp  Sc: 69.34 
GCCTGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCTG 
>Danio_rerio_chr4.trna7958-LysCTT (33069796-33069724)  Lys (CTT) 73 bp  Sc: 69.34 
GCCTGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCTG 
>Danio_rerio_Zv9_NA251.trna32-LysCTT (62270-62198)  Lys (CTT) 73 bp  Sc: 69.36 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACCCTTAATCTCAGGGTCGAGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna27-LysCTT (28826-28898)  Lys (CTT) 73 bp  Sc: 69.36 
GCCTGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATTTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5790-LysCTT (48325550-48325478)  Lys (CTT) 73 bp  Sc: 69.48 
GCCAGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCACAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3052-LysCTT (48485923-48485995)  Lys (CTT) 73 bp  Sc: 69.52 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 



CCCACGTTGAGCG 
>Danio_rerio_Zv9_scaffold3514.trna140-LysCTT (29621-29549)  Lys (CTT) 73 bp  Sc: 69.75 
GCCCGGTTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA502.trna32-LysCTT (37670-37598)  Lys (CTT) 73 bp  Sc: 69.75 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACCTTGGGCG 
>Danio_rerio_chr4.trna5423-LysCTT (52239804-52239732)  Lys (CTT) 73 bp  Sc: 69.78 
GCCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr12.trna475-LysCTT (2968833-2968761)  Lys (CTT) 73 bp  Sc: 69.78 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGATCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna488-LysCTT (2965886-2965814)  Lys (CTT) 73 bp  Sc: 69.78 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGATCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna501-LysCTT (2962947-2962875)  Lys (CTT) 73 bp  Sc: 69.78 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGATCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7793-LysCTT (33934549-33934477)  Lys (CTT) 73 bp  Sc: 69.85 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTTGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA502.trna6-LysCTT (43937-43865)  Lys (CTT) 73 bp  Sc: 69.88 
ACCCGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna4914-LysCTT (55520983-55520911)  Lys (CTT) 73 bp  Sc: 69.98 
GCCCGCCTAGCTCTGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7379-LysCTT (38050271-38050199)  Lys (CTT) 73 bp  Sc: 70.02 
GCCCGGCTAGCTCAGTCGGTAGAGCGTGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_chr4.trna7385-LysCTT (38049006-38048934)  Lys (CTT) 73 bp  Sc: 70.02 
GCCCGGCTAGCTCAGTCGGTAGAGCGTGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_chr4.trna7415-LysCTT (38042653-38042581)  Lys (CTT) 73 bp  Sc: 70.02 
GCCCGGCTAGCTCAGTCGGTAGAGCGTGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGATGGGCG 
>Danio_rerio_chr4.trna1481-LysCTT (38064554-38064626)  Lys (CTT) 73 bp  Sc: 70.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTCGAGC 
CCCAAGTTGGGTG 
>Danio_rerio_chr4.trna6425-LysCTT (43654709-43654637)  Lys (CTT) 73 bp  Sc: 70.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCTTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna847-LysCTT (33580419-33580491)  Lys (CTT) 73 bp  Sc: 70.07 
ACCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7423-LysCTT (38040960-38040888)  Lys (CTT) 73 bp  Sc: 70.14 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCATGTTGGGCG 
>Danio_rerio_chr4.trna3351-LysCTT (50433982-50434054)  Lys (CTT) 73 bp  Sc: 70.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTGGGTTCGAGC 
CCCACGTTGGCCG 
>Danio_rerio_Zv9_scaffold3462.trna12-LysCTT (83605-83533)  Lys (CTT) 73 bp  Sc: 70.19 
GCCTGGCTAGCTCAGTCGGTAGAGTATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5867-LysCTT (47771548-47771476)  Lys (CTT) 73 bp  Sc: 70.22 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA513.trna4-LysCTT (5072-5144)  Lys (CTT) 73 bp  Sc: 70.24 
GCCCGGCTAGCTCAGTTGTTAGAGCATGAGACTCTTAATCTCAGGATTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna123-LysCTT (26490-26418)  Lys (CTT) 73 bp  Sc: 70.37 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGAG 
>Danio_rerio_Zv9_scaffold3503.trna73-LysCTT (446015-446087)  Lys (CTT) 73 bp  Sc: 70.39 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCA 



>Danio_rerio_chr2.trna429-LysCTT (7253667-7253595)  Lys (CTT) 73 bp  Sc: 70.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3470.trna157-LysCTT (93465-93393)  Lys (CTT) 73 bp  Sc: 70.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3514.trna117-LysCTT (34709-34637)  Lys (CTT) 73 bp  Sc: 70.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6652-LysCTT (42552150-42552078)  Lys (CTT) 73 bp  Sc: 70.75 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGATTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5225-LysCTT (53626945-53626873)  Lys (CTT) 73 bp  Sc: 70.99 
GCCCGGCTAGCTCAGTCGGTATAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna7421-LysCTT (38041382-38041310)  Lys (CTT) 73 bp  Sc: 71.10 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGATCGTGGGTTCGAGC 
CCCACGCTGGGCG 
>Danio_rerio_chr12.trna454-LysCTT (2973905-2973833)  Lys (CTT) 73 bp  Sc: 71.13 
GCCCGGCTAGCTCAGTCGATAGAGCATGAGACTCTTACTCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna57-LysCTT (14215049-14215121)  Lys (CTT) 73 bp  Sc: 71.30 
CCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGAG 
>Danio_rerio_chr4.trna8356-LysCTT (30433670-30433598)  Lys (CTT) 73 bp  Sc: 71.32 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATCGTGGGATCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr12.trna498-LysCTT (2963774-2963702)  Lys (CTT) 73 bp  Sc: 71.32 
GCCTGGCCAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1745-LysCTT (40517856-40517928)  Lys (CTT) 73 bp  Sc: 71.32 
GCCTGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna92-LysCTT (320149-320221)  Lys (CTT) 73 bp  Sc: 71.32 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGGGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna58-LysCTT (14215465-14215537)  Lys (CTT) 73 bp  Sc: 71.42 
GCCCGGCTAGTTCAGTCGGTAGAGCATGAGACTCTTAATCTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5783-LysCTT (48327237-48327165)  Lys (CTT) 73 bp  Sc: 71.43 
GCCCGGCTAGCTCAGTCGGTAGAGGATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna725-LysCTT (30584782-30584710)  Lys (CTT) 73 bp  Sc: 71.44 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGCTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna679-LysCTT (54681454-54681382)  Lys (CTT) 73 bp  Sc: 71.44 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGCTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna307-LysCTT (30460113-30460185)  Lys (CTT) 73 bp  Sc: 71.50 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGTTG 
>Danio_rerio_chr4.trna1479-LysCTT (38064128-38064200)  Lys (CTT) 73 bp  Sc: 71.56 
GCCCGGCTAGCTCAGTCGGTAGAGCCTGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCAAGTTGGGCG 
>Danio_rerio_chr4.trna2074-LysCTT (42611475-42611547)  Lys (CTT) 73 bp  Sc: 71.66 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5869-LysCTT (47771124-47771052)  Lys (CTT) 73 bp  Sc: 71.66 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6250-LysCTT (44585535-44585463)  Lys (CTT) 73 bp  Sc: 71.66 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3979-LysCTT (55385579-55385651)  Lys (CTT) 73 bp  Sc: 71.67 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3989-LysCTT (55392987-55393059)  Lys (CTT) 73 bp  Sc: 71.67 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6079-LysCTT (45982790-45982718)  Lys (CTT) 73 bp  Sc: 71.67 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6093-LysCTT (45979451-45979379)  Lys (CTT) 73 bp  Sc: 71.67 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGATCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna868-LysCTT (33664365-33664437)  Lys (CTT) 73 bp  Sc: 71.68 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTTAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr2.trna105-LysCTT (29937044-29937116)  Lys (CTT) 73 bp  Sc: 71.81 
CCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna874-LysCTT (54432819-54432747)  Lys (CTT) 73 bp  Sc: 71.95 
GCCCGGCTAGCTCAGTCGGTAGAGCATGCGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna90-LysCTT (29931958-29932030)  Lys (CTT) 73 bp  Sc: 71.99 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAGTCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna233-LysCTT (794292-794220)  Lys (CTT) 73 bp  Sc: 72.00 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCCCGTTGGGTG 
>Danio_rerio_chr15.trna37-LysCTT (14210052-14210124)  Lys (CTT) 73 bp  Sc: 72.08 
GCCCGGCTAGCTCAGACGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr15.trna49-LysCTT (14212908-14212980)  Lys (CTT) 73 bp  Sc: 72.08 
GCCCGGCTAGCTCAGACGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr2.trna433-LysCTT (7252820-7252748)  Lys (CTT) 73 bp  Sc: 72.13 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3514.trna138-LysCTT (30045-29973)  Lys (CTT) 73 bp  Sc: 72.13 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3536.trna40-LysCTT (31785-31857)  Lys (CTT) 73 bp  Sc: 72.13 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3462.trna18-LysCTT (81815-81743)  Lys (CTT) 73 bp  Sc: 72.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna29-LysCTT (122627-122699)  Lys (CTT) 73 bp  Sc: 72.28 
GCCTGGCTAGCTCAGTCGGGAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3347-LysCTT (50433129-50433201)  Lys (CTT) 73 bp  Sc: 72.33 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3488.trna49-LysCTT (39735-39663)  Lys (CTT) 73 bp  Sc: 72.37 
GCTTGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna2356-LysCTT (44135115-44135187)  Lys (CTT) 73 bp  Sc: 72.54 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGGGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4917-LysCTT (55520132-55520060)  Lys (CTT) 73 bp  Sc: 72.54 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7822-LysCTT (33890957-33890885)  Lys (CTT) 73 bp  Sc: 72.54 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA580.trna24-LysCTT (8895-8823)  Lys (CTT) 73 bp  Sc: 72.54 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3552.trna70-LysCTT (67561-67633)  Lys (CTT) 73 bp  Sc: 72.54 
GCCCGGCTAGCTCAGTCAGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4916-LysCTT (55520559-55520487)  Lys (CTT) 73 bp  Sc: 72.56 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTAGAGC 



CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna111-LysCTT (420407-420335)  Lys (CTT) 73 bp  Sc: 72.56 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGATTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA297.trna26-LysCTT (49412-49340)  Lys (CTT) 73 bp  Sc: 72.62 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_Zv9_NA297.trna28-LysCTT (48986-48914)  Lys (CTT) 73 bp  Sc: 72.62 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr4.trna4923-LysCTT (55518863-55518791)  Lys (CTT) 73 bp  Sc: 72.74 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGGTC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2555-LysCTT (45753193-45753265)  Lys (CTT) 73 bp  Sc: 72.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2586-LysCTT (45759972-45760044)  Lys (CTT) 73 bp  Sc: 72.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2598-LysCTT (45762520-45762592)  Lys (CTT) 73 bp  Sc: 72.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna103-LysCTT (422112-422040)  Lys (CTT) 73 bp  Sc: 72.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna109-LysCTT (420837-420765)  Lys (CTT) 73 bp  Sc: 72.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCAAAC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5494-LysCTT (51995539-51995467)  Lys (CTT) 73 bp  Sc: 72.86 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna1070-LysCTT (35505368-35505440)  Lys (CTT) 73 bp  Sc: 72.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4898-LysCTT (55528418-55528346)  Lys (CTT) 73 bp  Sc: 72.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6650-LysCTT (42552574-42552502)  Lys (CTT) 73 bp  Sc: 72.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA28.trna22-LysCTT (128298-128370)  Lys (CTT) 73 bp  Sc: 72.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna183-LysCTT (30564-30492)  Lys (CTT) 73 bp  Sc: 72.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6599-LysCTT (42825529-42825457)  Lys (CTT) 73 bp  Sc: 72.96 
GCCTGGCTAGCTCAGTCGGTAGAGCACGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna523-LysCTT (2958279-2958207)  Lys (CTT) 73 bp  Sc: 73.03 
CCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna465-LysCTT (2971359-2971287)  Lys (CTT) 73 bp  Sc: 73.03 
TCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3498.trna10-LysCTT (27392-27464)  Lys (CTT) 73 bp  Sc: 73.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGAG 
>Danio_rerio_chr5.trna850-LysCTT (54575235-54575163)  Lys (CTT) 73 bp  Sc: 73.03 
GCCCGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna82-LysCTT (318033-318105)  Lys (CTT) 73 bp  Sc: 73.09 
GCCCGGCTATCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna86-LysCTT (65331-65259)  Lys (CTT) 73 bp  Sc: 73.09 
GCCCGGCTAGCTCAGTCGGTAGAGAATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Danio_rerio_Zv9_scaffold3554.trna138-LysCTT (40311-40239)  Lys (CTT) 73 bp  Sc: 73.09 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna148-LysCTT (38195-38123)  Lys (CTT) 73 bp  Sc: 73.09 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna62-LysCTT (313824-313896)  Lys (CTT) 73 bp  Sc: 73.09 
GCCCGGCTACCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna423-LysCTT (7256283-7256211)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2535-LysCTT (45748955-45749027)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna2541-LysCTT (45750225-45750297)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna6744-LysCTT (41647860-41647788)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3514.trna147-LysCTT (28089-28017)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3536.trna32-LysCTT (30096-30168)  Lys (CTT) 73 bp  Sc: 73.36 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna7432-LysCTT (37663803-37663731)  Lys (CTT) 73 bp  Sc: 73.40 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGTGCG 
>Danio_rerio_Zv9_scaffold3514.trna169-LysCTT (23429-23357)  Lys (CTT) 73 bp  Sc: 73.55 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3924-LysCTT (55240193-55240265)  Lys (CTT) 73 bp  Sc: 73.59 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGCCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna2350-LysCTT (44133846-44133918)  Lys (CTT) 73 bp  Sc: 73.77 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGCCG 
>Danio_rerio_chr12.trna460-LysCTT (2972629-2972557)  Lys (CTT) 73 bp  Sc: 73.82 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1076-LysCTT (35506641-35506713)  Lys (CTT) 73 bp  Sc: 73.82 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGAGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4771-LysCTT (55555607-55555535)  Lys (CTT) 73 bp  Sc: 73.84 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGTG 
>Danio_rerio_chr22.trna240-LysCTT (30625867-30625939)  Lys (CTT) 73 bp  Sc: 73.84 
GCCCGGCTAGCTGAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2563-LysCTT (45754892-45754964)  Lys (CTT) 73 bp  Sc: 73.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCTTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna93-LysCTT (424237-424165)  Lys (CTT) 73 bp  Sc: 73.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCTTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna451-LysCTT (7248977-7248905)  Lys (CTT) 73 bp  Sc: 73.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCATGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2567-LysCTT (45755740-45755812)  Lys (CTT) 73 bp  Sc: 73.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAACCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2060-LysCTT (42608339-42608411)  Lys (CTT) 73 bp  Sc: 73.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATCTTGGGCG 
>Danio_rerio_chr4.trna972-LysCTT (34831315-34831387)  Lys (CTT) 73 bp  Sc: 73.89 



GCCTGGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr13.trna466-LysCTT (20824502-20824430)  Lys (CTT) 73 bp  Sc: 73.92 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCTAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2551-LysCTT (45752344-45752416)  Lys (CTT) 73 bp  Sc: 74.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna7791-LysCTT (33934973-33934901)  Lys (CTT) 73 bp  Sc: 74.03 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTTGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna3140-LysCTT (48849290-48849362)  Lys (CTT) 73 bp  Sc: 74.06 
GCCCGGCTAGCTCAGTCGGTAGAGGTTGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna14-LysCTT (25865-25937)  Lys (CTT) 73 bp  Sc: 74.13 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGTCG 
>Danio_rerio_Zv9_scaffold3536.trna17-LysCTT (26706-26778)  Lys (CTT) 73 bp  Sc: 74.13 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna4792-LysCTT (55550934-55550862)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna4814-LysCTT (55546261-55546189)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna4836-LysCTT (55541587-55541515)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna4858-LysCTT (55536913-55536841)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_chr4.trna4880-LysCTT (55532239-55532167)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna58-LysCTT (312971-313043)  Lys (CTT) 73 bp  Sc: 74.14 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
TCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna140-LysCTT (39888-39816)  Lys (CTT) 73 bp  Sc: 74.32 
GCCCGGCTAGCGCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5220-LysCTT (53799935-53799863)  Lys (CTT) 73 bp  Sc: 74.40 
GCGCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4919-LysCTT (55519707-55519635)  Lys (CTT) 73 bp  Sc: 74.40 
GCCCGGCTAGCCTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3453.trna21-LysCTT (171858-171929)  Lys (CTT) 72 bp  Sc: 74.44 
TCCCTGGTGGTCTAGTGGTTAGGATTCGGCGCTCTTACCGCTGTGGCCCGGGTTCGATTC 
CCGGTCAGGGAA 
>Danio_rerio_chr2.trna111-LysCTT (29939287-29939359)  Lys (CTT) 73 bp  Sc: 74.49 
GCCTGGCTAGCTCAGTCGGTAGAGCATAAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3552.trna65-LysCTT (66292-66364)  Lys (CTT) 73 bp  Sc: 74.50 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTTAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCT 
>Danio_rerio_chr5.trna869-LysCTT (54434096-54434024)  Lys (CTT) 73 bp  Sc: 74.50 
GCTTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5863-LysCTT (47772381-47772309)  Lys (CTT) 73 bp  Sc: 74.70 
GCTCATCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3146-LysCTT (48850564-48850636)  Lys (CTT) 73 bp  Sc: 74.77 
GTCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna40-LysCTT (14210765-14210837)  Lys (CTT) 73 bp  Sc: 74.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 



CCCACGTTGGGTG 
>Danio_rerio_chr22.trna260-LysCTT (30630118-30630190)  Lys (CTT) 73 bp  Sc: 75.16 
GCCCGGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACTTTGGGCG 
>Danio_rerio_chr4.trna3936-LysCTT (55242736-55242808)  Lys (CTT) 73 bp  Sc: 75.34 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTAGGCG 
>Danio_rerio_Zv9_scaffold3536.trna21-LysCTT (27554-27626)  Lys (CTT) 73 bp  Sc: 75.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGTCG 
>Danio_rerio_Zv9_scaffold3514.trna123-LysCTT (33439-33367)  Lys (CTT) 73 bp  Sc: 75.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGACG 
>Danio_rerio_Zv9_scaffold3514.trna165-LysCTT (24278-24206)  Lys (CTT) 73 bp  Sc: 75.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGACG 
>Danio_rerio_Zv9_scaffold3514.trna175-LysCTT (22159-22087)  Lys (CTT) 73 bp  Sc: 75.35 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGACG 
>Danio_rerio_Zv9_NA297.trna34-LysCTT (47709-47637)  Lys (CTT) 73 bp  Sc: 75.39 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr12.trna533-LysCTT (2956152-2956080)  Lys (CTT) 73 bp  Sc: 75.44 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna6084-LysCTT (45981635-45981563)  Lys (CTT) 73 bp  Sc: 75.61 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTAGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna715-LysCTT (30586897-30586825)  Lys (CTT) 73 bp  Sc: 75.61 
GCCTGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2034-LysCTT (42602834-42602906)  Lys (CTT) 73 bp  Sc: 75.61 
GCCTGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna669-LysCTT (54683569-54683497)  Lys (CTT) 73 bp  Sc: 75.61 
GCCTGGCTAGCTCAGTCGGTAAAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna125-LysCTT (33014-32942)  Lys (CTT) 73 bp  Sc: 75.88 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATTTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna11-LysCTT (142505-142577)  Lys (CTT) 73 bp  Sc: 76.13 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAAGGTCGTGGGTTTGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna119-LysCTT (29941887-29941959)  Lys (CTT) 73 bp  Sc: 76.47 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna25-LysCTT (28402-28474)  Lys (CTT) 73 bp  Sc: 76.56 
GCCCGGCTAGCTCAGTAGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5212-LysCTT (53801630-53801558)  Lys (CTT) 73 bp  Sc: 76.60 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTATTCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr12.trna535-LysCTT (2955498-2955426)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr15.trna43-LysCTT (14211480-14211552)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr15.trna46-LysCTT (14212193-14212265)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr15.trna52-LysCTT (14213621-14213693)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr15.trna55-LysCTT (14214334-14214406)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 



>Danio_rerio_chr4.trna2084-LysCTT (42613581-42613653)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna3194-LysCTT (48860763-48860835)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna3198-LysCTT (48866282-48866354)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna3994-LysCTT (55394142-55394214)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna410-LysCTT (30648347-30648419)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4713-LysCTT (55812899-55812827)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4719-LysCTT (55811629-55811557)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4786-LysCTT (55552207-55552135)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4824-LysCTT (55544136-55544064)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4846-LysCTT (55539462-55539390)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4868-LysCTT (55534788-55534716)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna4890-LysCTT (55530114-55530042)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna5859-LysCTT (47773235-47773163)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr4.trna840-LysCTT (33577730-33577802)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_NA251.trna34-LysCTT (61846-61774)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3554.trna70-LysCTT (315513-315585)  Lys (CTT) 73 bp  Sc: 76.62 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_chr8.trna354-LysCTT (40438580-40438652)  Lys (CTT) 73 bp  Sc: 76.66 
GCCCGGTTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna374-LysCTT (40442831-40442903)  Lys (CTT) 73 bp  Sc: 76.66 
GCCCGGTTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna157-LysCTT (25973-25901)  Lys (CTT) 73 bp  Sc: 76.67 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGCTGGACG 
>Danio_rerio_chr4.trna3700-LysCTT (53348488-53348560)  Lys (CTT) 73 bp  Sc: 76.68 
GCCTGGCTAGCTCAATCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2662-LysCTT (46035697-46035769)  Lys (CTT) 73 bp  Sc: 76.84 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4906-LysCTT (55526719-55526647)  Lys (CTT) 73 bp  Sc: 76.84 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGAGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna822-LysCTT (33573707-33573779)  Lys (CTT) 73 bp  Sc: 77.02 



GCCCGGCTAGCTCAGGCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna832-LysCTT (33575932-33576004)  Lys (CTT) 73 bp  Sc: 77.02 
GCCCGGCTAGCTCAGGCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3166-LysCTT (48854817-48854889)  Lys (CTT) 73 bp  Sc: 77.06 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGATCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna348-LysCTT (40437308-40437380)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGACC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna400-LysCTT (40448339-40448411)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTTAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGACC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna570-LysCTT (31022063-31021991)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr22.trna738-LysCTT (30581812-30581740)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr5.trna692-LysCTT (54678484-54678412)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr8.trna380-LysCTT (40444107-40444179)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_Zv9_NA28.trna25-LysCTT (129143-129215)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCATGTTGGGCG 
>Danio_rerio_chr4.trna7775-LysCTT (33938363-33938291)  Lys (CTT) 73 bp  Sc: 77.69 
GCCCTGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3536.trna7-LysCTT (24174-24246)  Lys (CTT) 73 bp  Sc: 77.71 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGATCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2066-LysCTT (42609784-42609856)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6087-LysCTT (45980907-45980835)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6090-LysCTT (45980179-45980107)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7357-LysCTT (38054935-38054863)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna28-LysCTT (79474-79402)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna40-LysCTT (76713-76641)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna72-LysCTT (68737-68665)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna173-LysCTT (89983-89911)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna169-LysCTT (33530-33458)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTTGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna159-LysCTT (93042-92970)  Lys (CTT) 73 bp  Sc: 77.80 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTGGGGCG 
>Danio_rerio_chr12.trna483-LysCTT (2967135-2967063)  Lys (CTT) 73 bp  Sc: 77.82 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTACTCTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2557-LysCTT (45753618-45753690)  Lys (CTT) 73 bp  Sc: 77.85 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna67-LysCTT (444742-444814)  Lys (CTT) 73 bp  Sc: 78.02 
GCCCGGCTAGCTCAGCCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna61-LysCTT (14216525-14216597)  Lys (CTT) 73 bp  Sc: 78.14 
GCCCGGCTAGCTCAGTCGGTAGAGCCTGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna211-LysCTT (799773-799701)  Lys (CTT) 73 bp  Sc: 78.26 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCT 
>Danio_rerio_chr4.trna6674-LysCTT (42547474-42547402)  Lys (CTT) 73 bp  Sc: 78.69 
GCCCGTCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA580.trna40-LysCTT (4955-4883)  Lys (CTT) 73 bp  Sc: 78.69 
GCCCGTCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2713-LysCTT (46054145-46054217)  Lys (CTT) 73 bp  Sc: 78.79 
GCCCGGCTAGCTCAGTTGGTAGAGCCTGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna8354-LysCTT (30434102-30434030)  Lys (CTT) 73 bp  Sc: 79.04 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTACTCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3156-LysCTT (48852692-48852764)  Lys (CTT) 73 bp  Sc: 79.07 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3170-LysCTT (48855665-48855737)  Lys (CTT) 73 bp  Sc: 79.07 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3178-LysCTT (48857367-48857439)  Lys (CTT) 73 bp  Sc: 79.07 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTGATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna102-LysCTT (29936194-29936266)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna109-LysCTT (29938442-29938514)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna116-LysCTT (29940983-29941055)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna121-LysCTT (29942732-29942804)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna84-LysCTT (29929420-29929492)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna95-LysCTT (29933653-29933725)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna97-LysCTT (29934498-29934570)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1987-LysCTT (41737396-41737468)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2576-LysCTT (45757848-45757920)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2588-LysCTT (45760397-45760469)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2590-LysCTT (45760820-45760892)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Danio_rerio_chr4.trna2600-LysCTT (45762945-45763017)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3960-LysCTT (55247815-55247887)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4735-LysCTT (55808245-55808173)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5676-LysCTT (49647269-49647197)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6632-LysCTT (42556384-42556312)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna668-LysCTT (33134650-33134722)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna508-LysCTT (54567968-54568040)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna82-LysCTT (66398-66326)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna105-LysCTT (421687-421615)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna112-LysCTT (420032-419960)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna177-LysCTT (89136-89064)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna81-LysCTT (489465-489537)  Lys (CTT) 73 bp  Sc: 79.24 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna87-LysCTT (490905-490977)  Lys (CTT) 73 bp  Sc: 79.38 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna30-LysCTT (227561-227633)  Lys (CTT) 73 bp  Sc: 80.00 
GCCTAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr1.trna121-LysCTT (41874612-41874684)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr15.trna63-LysCTT (14217192-14217264)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr19.trna3-LysCTT (795790-795862)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna244-LysCTT (30626715-30626787)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna250-LysCTT (30627990-30628062)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna262-LysCTT (30630544-30630616)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna266-LysCTT (30631394-30631466)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna272-LysCTT (30632671-30632743)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna276-LysCTT (30633519-30633591)  Lys (CTT) 73 bp  Sc: 80.47 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna282-LysCTT (30634795-30634867)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna294-LysCTT (30637347-30637419)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna552-LysCTT (31031817-31031745)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna565-LysCTT (31028438-31028366)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna572-LysCTT (31021639-31021567)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna744-LysCTT (30580543-30580471)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna425-LysCTT (7255860-7255788)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna439-LysCTT (7251552-7251480)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna61-LysCTT (21539126-21539198)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1072-LysCTT (35505792-35505864)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1492-LysCTT (38067098-38067170)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2042-LysCTT (42604525-42604597)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2044-LysCTT (42604949-42605021)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2296-LysCTT (44122409-44122481)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2302-LysCTT (44123680-44123752)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2537-LysCTT (45749379-45749451)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2543-LysCTT (45750649-45750721)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2553-LysCTT (45752769-45752841)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2584-LysCTT (45759548-45759620)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2596-LysCTT (45762096-45762168)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna301-LysCTT (30458356-30458428)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna311-LysCTT (30460952-30461024)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3188-LysCTT (48859492-48859564)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3190-LysCTT (48859916-48859988)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3337-LysCTT (50431013-50431085)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3355-LysCTT (50446273-50446345)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3359-LysCTT (50447122-50447194)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3605-LysCTT (52531642-52531714)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna367-LysCTT (30638617-30638689)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna373-LysCTT (30639884-30639956)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna380-LysCTT (30641578-30641650)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna386-LysCTT (30642845-30642917)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3920-LysCTT (55239343-55239415)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3932-LysCTT (55241888-55241960)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3950-LysCTT (55245702-55245774)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3971-LysCTT (55383694-55383766)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna397-LysCTT (30645384-30645456)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna441-LysCTT (30655537-30655609)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna458-LysCTT (30659347-30659419)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna468-LysCTT (30661678-30661750)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4776-LysCTT (55554334-55554262)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4894-LysCTT (55529267-55529195)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4900-LysCTT (55527993-55527921)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4910-LysCTT (55525870-55525798)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Danio_rerio_chr4.trna492-LysCTT (31267745-31267817)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5227-LysCTT (53626527-53626455)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna5670-LysCTT (49648527-49648455)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6098-LysCTT (45978292-45978220)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6589-LysCTT (42827645-42827573)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6617-LysCTT (42559782-42559710)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6623-LysCTT (42558508-42558436)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6627-LysCTT (42557658-42557586)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6638-LysCTT (42555116-42555044)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6646-LysCTT (42553418-42553346)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6658-LysCTT (42550874-42550802)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6670-LysCTT (42548324-42548252)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7367-LysCTT (38052815-38052743)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7771-LysCTT (33939213-33939141)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7799-LysCTT (33933279-33933207)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna7803-LysCTT (33932426-33932354)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna820-LysCTT (33573178-33573250)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna830-LysCTT (33575403-33575475)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna836-LysCTT (33576779-33576851)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna698-LysCTT (54677215-54677143)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna863-LysCTT (54435374-54435302)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna98-LysCTT (36871042-36871114)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr5.trna99-LysCTT (36873567-36873639)  Lys (CTT) 73 bp  Sc: 80.47 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr7.trna115-LysCTT (23946095-23946167)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr7.trna30-LysCTT (9805701-9805773)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna325-LysCTT (40432238-40432310)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna396-LysCTT (40447509-40447581)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna404-LysCTT (40449187-40449259)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr8.trna412-LysCTT (40450885-40450957)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna54-LysCTT (72884-72812)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna60-LysCTT (71612-71540)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna62-LysCTT (71188-71116)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna68-LysCTT (69804-69732)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna78-LysCTT (67465-67393)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna90-LysCTT (64485-64413)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3462.trna94-LysCTT (63527-63455)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna101-LysCTT (422536-422464)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna163-LysCTT (92200-92128)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna167-LysCTT (91350-91278)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna183-LysCTT (87863-87791)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna187-LysCTT (87016-86944)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna63-LysCTT (306354-306426)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna27-LysCTT (226834-226906)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna217-LysCTT (798081-798009)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna226-LysCTT (795979-795907)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 



CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna55-LysCTT (442196-442268)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna59-LysCTT (443044-443116)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna127-LysCTT (32591-32519)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna144-LysCTT (28776-28704)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna159-LysCTT (25548-25476)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna167-LysCTT (23853-23781)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna177-LysCTT (21734-21662)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna69-LysCTT (446433-446505)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna30-LysCTT (29672-29744)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3552.trna60-LysCTT (65029-65101)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna129-LysCTT (42435-42363)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna133-LysCTT (41583-41511)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna142-LysCTT (39465-39393)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna149-LysCTT (37772-37700)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna165-LysCTT (34379-34307)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna173-LysCTT (32682-32610)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna181-LysCTT (30987-30915)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna52-LysCTT (311697-311769)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna90-LysCTT (319725-319797)  Lys (CTT) 73 bp  Sc: 80.47 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr2.trna123-LysCTT (29943577-29943649)  Lys (CTT) 73 bp  Sc: 80.63 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGT 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna213-LysCTT (29872203-29872275)  Lys (CTT) 73 bp  Sc: 80.79 
GCCCGACTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna361-LysCTT (30637347-30637419)  Lys (CTT) 73 bp  Sc: 80.79 
GCCCGACTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 



>Danio_rerio_chr4.trna435-LysCTT (30654266-30654338)  Lys (CTT) 73 bp  Sc: 80.79 
GCCCGACTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna63-LysCTT (443893-443965)  Lys (CTT) 73 bp  Sc: 80.79 
GCCCGACTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna4808-LysCTT (55547537-55547465)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna4830-LysCTT (55542863-55542791)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna4852-LysCTT (55538189-55538117)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna4874-LysCTT (55533515-55533443)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna7781-LysCTT (33937091-33937019)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr4.trna7787-LysCTT (33935819-33935747)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_NA251.trna38-LysCTT (60998-60926)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3554.trna80-LysCTT (317628-317700)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_Zv9_scaffold3560.trna17-LysCTT (143778-143850)  Lys (CTT) 73 bp  Sc: 80.94 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCA 
>Danio_rerio_chr22.trna559-LysCTT (31030133-31030061)  Lys (CTT) 73 bp  Sc: 81.11 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2274-LysCTT (44117743-44117815)  Lys (CTT) 73 bp  Sc: 81.11 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2290-LysCTT (44121136-44121208)  Lys (CTT) 73 bp  Sc: 81.11 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2308-LysCTT (44124954-44125026)  Lys (CTT) 73 bp  Sc: 81.11 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna6076-LysCTT (45983518-45983446)  Lys (CTT) 73 bp  Sc: 81.11 
GCCCGGCTAGCTCAGTTGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA251.trna28-LysCTT (63128-63056)  Lys (CTT) 73 bp  Sc: 81.22 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA502.trna14-LysCTT (41954-41882)  Lys (CTT) 73 bp  Sc: 81.22 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA502.trna21-LysCTT (40390-40318)  Lys (CTT) 73 bp  Sc: 81.22 
GCCCAGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna723-LysCTT (30585206-30585134)  Lys (CTT) 73 bp  Sc: 81.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGCG 
>Danio_rerio_chr5.trna677-LysCTT (54681878-54681806)  Lys (CTT) 73 bp  Sc: 81.83 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACGTCGGGCG 
>Danio_rerio_Zv9_NA502.trna19-LysCTT (40812-40740)  Lys (CTT) 73 bp  Sc: 81.92 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCATGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna159-LysCTT (810750-810678)  Lys (CTT) 73 bp  Sc: 83.04 



GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCTTAATCTCAAGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna3-LysTTT (96745-96817)  Lys (TTT) 73 bp  Sc: 49.26 
GCTTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGC 
CCATGTTTGGGTT 
>Danio_rerio_chr4.trna1148-LysTTT (36561363-36561435)  Lys (TTT) 73 bp  Sc: 54.55 
GCCCGGATAGCTGAGTCAGTAGAGCATCAAACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna5991-LysTTT (47186320-47186248)  Lys (TTT) 73 bp  Sc: 55.21 
TCCCGGATAGCTCAGTCAGTTGAGCAACAGACTTTTGATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2086-LysTTT (42627188-42627260)  Lys (TTT) 73 bp  Sc: 55.38 
TCCTGGATAGCTCAGTCAGTTGAGCAACAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna226-LysTTT (1457939-1458011)  Lys (TTT) 73 bp  Sc: 55.96 
GCCTGGCTAGCTCAGTCAGTAGAGCATGAGACTTTTAATCTCAGGGTCGTGGGTTTGAGT 
CCCATGTTGGCCG 
>Danio_rerio_chr4.trna4722-LysTTT (55811022-55810949)  Lys (TTT) 74 bp  Sc: 56.47 
GTCTCTGTGGCGCAATCGGTTAGCGCGTTTGGCTTTTAACTGAAAGGTTGGTGGTTGAAG 
CCCACCCAAGGACG 
>Danio_rerio_chr4.trna3158-LysTTT (48853116-48853188)  Lys (TTT) 73 bp  Sc: 56.61 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna3172-LysTTT (48856089-48856161)  Lys (TTT) 73 bp  Sc: 56.61 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr4.trna3180-LysTTT (48857791-48857863)  Lys (TTT) 73 bp  Sc: 56.61 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTTGTGGGTTTGAGC 
CCCACGTTGGTCG 
>Danio_rerio_chr3.trna696-LysTTT (9438561-9438489)  Lys (TTT) 73 bp  Sc: 56.94 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAGGT 
CACTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna6-LysTTT (97774-97846)  Lys (TTT) 73 bp  Sc: 57.06 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCGTGTTCAGCCG 
>Danio_rerio_chr4.trna2145-LysTTT (43053996-43054069)  Lys (TTT) 74 bp  Sc: 57.29 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTTTTGGTGAGAGAGGTCCCGGGTTCAAA 
TCCCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna14-LysTTT (97306-97378)  Lys (TTT) 73 bp  Sc: 57.32 
GCCCGGACAGCTCAGTCGGTAGAGCATCAGACTTTTAAACTGAGGGTCTAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr4.trna6852-LysTTT (40792781-40792711)  Lys (TTT) 71 bp  Sc: 57.35 
CCCTGGATAGCTCAGTCGGTAGAGCATCAGATTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTCTGGGCG 
>Danio_rerio_chr4.trna1107-LysTTT (36170760-36170832)  Lys (TTT) 73 bp  Sc: 57.79 
GCCCAGATAGCTCAGTCGGTAGAACATCAGACTTTTAGTCTGAGGGTCCAAGGTTCAAGT 
CTCTGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3538.trna7-LysTTT (170374-170446)  Lys (TTT) 73 bp  Sc: 57.88 
GCCCGGATGACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_chr4.trna2421-LysTTT (44951742-44951814)  Lys (TTT) 73 bp  Sc: 58.16 
GCCCGGATACCTCAGTCGATAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCAGGCA 
>Danio_rerio_chr2.trna86-LysTTT (29930266-29930338)  Lys (TTT) 73 bp  Sc: 58.29 
GCCTGGCTTGCTCAGTCGGTAGAGCATGAGACTTTTAATATCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_scaffold3480.trna65-LysTTT (153315-153387)  Lys (TTT) 73 bp  Sc: 58.34 
GCCCGGACAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCGTGTTCGGCTG 
>Danio_rerio_chr4.trna7522-LysTTT (36283939-36283867)  Lys (TTT) 73 bp  Sc: 58.43 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr4.trna1913-LysTTT (41375978-41376050)  Lys (TTT) 73 bp  Sc: 58.59 
GCCCGGATACCTCATTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTTTGGCA 
>Danio_rerio_chr4.trna4342-LysTTT (57738535-57738607)  Lys (TTT) 73 bp  Sc: 58.82 
ACCTGGATAACTCAGTCGGTAGAGCACCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4642-LysTTT (56497740-56497668)  Lys (TTT) 73 bp  Sc: 59.24 
GCCCGGATAACTTAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCTGGGTTCAAGT 
CCCTGATTGGGTG 
>Danio_rerio_Zv9_NA10.trna48-LysTTT (13881-13809)  Lys (TTT) 73 bp  Sc: 59.48 
GCCTGGATAGCTCAGTCGGTATCGCATCAGACTTTTACTCTGAGGCTCCAGGGTTCAAGT 
CCCTGTCTTGGCG 
>Danio_rerio_Zv9_NA297.trna2-LysTTT (24715-24787)  Lys (TTT) 73 bp  Sc: 59.78 
GCCCGGATACCTCAGTCGGTAGAGCATCAGACTTTTAATCTGTGGGTCCAGGGTTCAAGT 
CCCTATTCAGGCA 
>Danio_rerio_chr4.trna7320-LysTTT (38306414-38306342)  Lys (TTT) 73 bp  Sc: 60.03 
GCCCGAATAACTCAGTCGGTAGAGCATCAGACCTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr3.trna709-LysTTT (9433863-9433791)  Lys (TTT) 73 bp  Sc: 60.24 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGTGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna718-LysTTT (9430770-9430698)  Lys (TTT) 73 bp  Sc: 60.24 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGTGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr4.trna2781-LysTTT (47615681-47615753)  Lys (TTT) 73 bp  Sc: 60.35 
GCCCGGATAACTCAGTCGGTAAAGCATCAGACTTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna35-LysTTT (123476-123548)  Lys (TTT) 73 bp  Sc: 60.54 
GCCCGGATAGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna5204-LysTTT (53824843-53824771)  Lys (TTT) 73 bp  Sc: 60.64 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGTTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr4.trna6056-LysTTT (46592057-46591985)  Lys (TTT) 73 bp  Sc: 60.64 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGTTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr4.trna4666-LysTTT (56418636-56418564)  Lys (TTT) 73 bp  Sc: 60.70 
GACAGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCAAGTTGGGCG 
>Danio_rerio_chr4.trna4644-LysTTT (56496718-56496646)  Lys (TTT) 73 bp  Sc: 60.74 
GCCCGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCTGGGTTCAAGT 
CCCTGATTGGGTG 
>Danio_rerio_chr4.trna1572-LysTTT (39021401-39021473)  Lys (TTT) 73 bp  Sc: 61.16 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGAGTCCAGGGTTCAAGT 
CTGTGTTCGGCCG 
>Danio_rerio_chr4.trna483-LysTTT (31248165-31248237)  Lys (TTT) 73 bp  Sc: 61.19 
ACCCGGATAGCTCTGTCGGTAGAGAATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_chr4.trna2400-LysTTT (44410929-44411001)  Lys (TTT) 73 bp  Sc: 61.28 
TCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTAAGGTGCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1569-LysTTT (39020373-39020445)  Lys (TTT) 73 bp  Sc: 61.53 
GCTCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCCTGTTTGGGTA 
>Danio_rerio_chr4.trna5858-LysTTT (47773478-47773405)  Lys (TTT) 74 bp  Sc: 61.69 
GTCTCTGTGGCGCAATCGGATAGTGCGTTCGGCTTTTAACTAAAAGGTTGGTGGTTCAAG 
CCCACCCAGAGACG 
>Danio_rerio_Zv9_scaffold3473.trna49-LysTTT (214457-214529)  Lys (TTT) 73 bp  Sc: 61.72 
GCCTGGATAGCTCAGTTGGTTGAGCATCAGACTTTTAATTTGAGGGTACAGGGTTCAAGT 
CCATGTTCGGGCA 
>Danio_rerio_Zv9_scaffold3493.trna17-LysTTT (137350-137278)  Lys (TTT) 73 bp  Sc: 61.77 
GCCCGGATAGCTAAGTCGGAAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCTTGTTTTGGCG 
>Danio_rerio_chr4.trna911-LysTTT (33974141-33974213)  Lys (TTT) 73 bp  Sc: 62.03 
TCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGTTCCAGGATTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_Zv9_NA28.trna31-LysTTT (130414-130486)  Lys (TTT) 73 bp  Sc: 62.10 
GCCCGGCTTGCTCAGTCGGTAGAGTATGAGACTTTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGTG 
>Danio_rerio_Zv9_scaffold3530.trna4-LysTTT (13093-13165)  Lys (TTT) 73 bp  Sc: 62.16 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTTGGTG 



>Danio_rerio_chr4.trna4308-LysTTT (57227724-57227796)  Lys (TTT) 73 bp  Sc: 62.18 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGTTGAGGGTCCAGGGTTCAAGT 
TCCTGTTCAGGCG 
>Danio_rerio_chr4.trna6602-LysTTT (42733201-42733129)  Lys (TTT) 73 bp  Sc: 63.14 
GCCCAGATAGCCAAGTCGTTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2727-LysTTT (46766617-46766689)  Lys (TTT) 73 bp  Sc: 63.29 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr4.trna7637-LysTTT (35139265-35139193)  Lys (TTT) 73 bp  Sc: 63.29 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr8.trna545-LysTTT (40877564-40877636)  Lys (TTT) 73 bp  Sc: 63.29 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3498.trna71-LysTTT (257006-256934)  Lys (TTT) 73 bp  Sc: 63.29 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3521.trna7-LysTTT (177810-177738)  Lys (TTT) 73 bp  Sc: 63.29 
GCCTGGATGGCTGAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna176-LysTTT (807217-807144)  Lys (TTT) 74 bp  Sc: 63.31 
GTCTCTGTGTCGCAATAGGTTAGCGCGTTCGGCTTTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna196-LysTTT (802976-802903)  Lys (TTT) 74 bp  Sc: 63.31 
GTCTCTGTGTCGCAATAGGTTAGCGCGTTCGGCTTTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3503.trna204-LysTTT (801295-801222)  Lys (TTT) 74 bp  Sc: 63.31 
GTCTCTGTGTCGCAATAGGTTAGCGCGTTCGGCTTTTAACTGAAAGGTTGGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_Zv9_scaffold3561.trna43-LysTTT (48055-47981)  Lys (TTT) 75 bp  Sc: 63.31 
GCCAGGATAGCTCAGTCGATACAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAA 
GTCCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna58-LysTTT (42899-42825)  Lys (TTT) 75 bp  Sc: 63.31 
GCCAGGATAGCTCAGTCGATACAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAA 
GTCCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6855-LysTTT (40791749-40791677)  Lys (TTT) 73 bp  Sc: 63.52 
GCCTGGATAGGTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCCAGT 
CCCTCTTCAGGCG 
>Danio_rerio_Zv9_scaffold3473.trna39-LysTTT (210850-210922)  Lys (TTT) 73 bp  Sc: 63.85 
GCCCGGATAACTCAGTCGGTAGAACATCAGACTTTTAATCTGTGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7323-LysTTT (38305382-38305310)  Lys (TTT) 73 bp  Sc: 63.98 
GCCCGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr4.trna6107-LysTTT (45880916-45880844)  Lys (TTT) 73 bp  Sc: 64.09 
GCACGTATAGCTCAGTCGCTAGAGCATCAGACTTTTAATCTGGGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8378-LysTTT (29938978-29938906)  Lys (TTT) 73 bp  Sc: 64.09 
GCACGTATAGCTCAGTCGCTAGAGCATCAGACTTTTAATCTGGGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3482.trna17-LysTTT (261768-261840)  Lys (TTT) 73 bp  Sc: 64.09 
GCACGTATAGCTCAGTCGCTAGAGCATCAGACTTTTAATCTGGGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA580.trna39-LysTTT (5198-5125)  Lys (TTT) 74 bp  Sc: 64.10 
GTCTCTGTGGCGCAATAGGTTAGCGCGTTCGGCTTTTAACTGAAAGGTTCGTGGTTCAAC 
CCCACCCAGGGACG 
>Danio_rerio_chr4.trna6726-LysTTT (41777571-41777499)  Lys (TTT) 73 bp  Sc: 64.29 
GCAAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCATGGTTCAAGT 
CCCTGTTCGTGTG 
>Danio_rerio_chr4.trna1473-LysTTT (38062858-38062930)  Lys (TTT) 73 bp  Sc: 64.46 
GCCTGGCTTGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTCGTGGGTTCAAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA10.trna49-LysTTT (12968-12896)  Lys (TTT) 73 bp  Sc: 64.53 
GCCTGGATGGCTCAGTCAGTAAAGCATCAAACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_chr4.trna7294-LysTTT (38315689-38315617)  Lys (TTT) 73 bp  Sc: 64.62 



GCCCGGATAACTCAGTTGGTAGAGCATCAGACTTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna81-LysTTT (140699-140627)  Lys (TTT) 73 bp  Sc: 64.70 
GCCCGGATACCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTTTGGCA 
>Danio_rerio_chr4.trna7334-LysTTT (38145724-38145652)  Lys (TTT) 73 bp  Sc: 64.86 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_Zv9_NA773.trna3-LysTTT (4659-4731)  Lys (TTT) 73 bp  Sc: 64.86 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_chr3.trna690-LysTTT (9440623-9440551)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna693-LysTTT (9439592-9439520)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna702-LysTTT (9436499-9436427)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna712-LysTTT (9432832-9432760)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna715-LysTTT (9431801-9431729)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna721-LysTTT (9429739-9429667)  Lys (TTT) 73 bp  Sc: 64.87 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_Zv9_NA297.trna5-LysTTT (25767-25839)  Lys (TTT) 73 bp  Sc: 65.09 
GCCTGGATAGCTCTGTCGGTGGAGCATCAGACTTTTAATCTGAAGGTCTAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna71-LysTTT (445591-445663)  Lys (TTT) 73 bp  Sc: 65.09 
TCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA10.trna1-LysTTT (23809-23881)  Lys (TTT) 73 bp  Sc: 65.18 
GACTGCATAGCTCAGTCGGTAGAGCATCACACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_Zv9_NA513.trna6-LysTTT (2189-2117)  Lys (TTT) 73 bp  Sc: 65.19 
GTCCTGATAGATCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6432-LysTTT (43653254-43653181)  Lys (TTT) 74 bp  Sc: 65.34 
GTCTCTGTGGTGCAATCGGTTAGCGCATTCGGCTTTTAACTGAAAAGTCGGTGGTTCAAG 
CCCACCCAGGGACC 
>Danio_rerio_chr4.trna5248-LysTTT (53379940-53379868)  Lys (TTT) 73 bp  Sc: 65.43 
GCGCGGATAGCTCAGTCTGTAGAGCATCAGACTTTTAATCTGAGGGTCTAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna6-LysTTT (40192-40264)  Lys (TTT) 73 bp  Sc: 65.50 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_chr22.trna609-LysTTT (30805784-30805712)  Lys (TTT) 73 bp  Sc: 65.52 
GCCCGGATAGCTCAGTCGGTAGAGCATAAGACTTTTAAACTGAGCGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna667-LysTTT (9450608-9450536)  Lys (TTT) 73 bp  Sc: 65.78 
GACTGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCTTGTTCGGGCA 
>Danio_rerio_chr4.trna562-LysTTT (31750283-31750355)  Lys (TTT) 73 bp  Sc: 65.80 
GCCTGGCTAGCTCAGTCAGTAGAGCATGAGACTTTTAATCTCAGGGTCGTGGGTTCTAGT 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna3804-LysTTT (54039459-54039531)  Lys (TTT) 73 bp  Sc: 65.80 
GCCCGGATAGCTCAGTCGGCAGAGCAACAGACTTTTAATCTGAGGGTCCAGGGGTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7809-LysTTT (33902656-33902584)  Lys (TTT) 73 bp  Sc: 65.81 
GCCCGGATAGCTCAGTCGATAGAGCATCAGACTTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_Zv9_scaffold3493.trna19-LysTTT (136306-136235)  Lys (TTT) 72 bp  Sc: 65.82 
GTCTGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGTC 



CCTGTTCGGGCG 
>Danio_rerio_chr4.trna8482-LysTTT (29420729-29420657)  Lys (TTT) 73 bp  Sc: 66.03 
GCCCGGATAACTCAGTCGGTAGAGCATTAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr4.trna1143-LysTTT (36550543-36550615)  Lys (TTT) 73 bp  Sc: 66.05 
GCCTGGATAACTCAGCCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTCTTCGGGCG 
>Danio_rerio_chr4.trna8375-LysTTT (29940030-29939958)  Lys (TTT) 73 bp  Sc: 66.07 
GCCCGGATACCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCAGGCA 
>Danio_rerio_chr4.trna8119-LysTTT (31421911-31421839)  Lys (TTT) 73 bp  Sc: 66.45 
GTTGGTATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4934-LysTTT (55362973-55362901)  Lys (TTT) 73 bp  Sc: 66.59 
GCCCGGATAGCTCAGTCGGTAGAACATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGAGTG 
>Danio_rerio_chr4.trna6159-LysTTT (45570584-45570512)  Lys (TTT) 73 bp  Sc: 66.61 
GCATGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGGT 
>Danio_rerio_Zv9_scaffold3536.trna51-LysTTT (125662-125734)  Lys (TTT) 73 bp  Sc: 66.70 
GCCCGGATAGCTCAGTCGGTAGAGCATCTGACTTTTAATCTGAGGGTCCAGGGTTTAAGT 
CTCTGTTCGGGCG 
>Danio_rerio_chr4.trna8104-LysTTT (31658394-31658322)  Lys (TTT) 73 bp  Sc: 66.84 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCATGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_Zv9_scaffold3536.trna84-LysTTT (139648-139576)  Lys (TTT) 73 bp  Sc: 66.90 
GCCTGGATAGCTCTGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3490.trna1-LysTTT (184470-184398)  Lys (TTT) 73 bp  Sc: 67.06 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_Zv9_scaffold3473.trna47-LysTTT (213934-214006)  Lys (TTT) 73 bp  Sc: 67.24 
ACCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGTTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1136-LysTTT (36548092-36548164)  Lys (TTT) 73 bp  Sc: 67.28 
GCCCGGATAACTCAGCCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTCTTCGGGCG 
>Danio_rerio_chr4.trna1140-LysTTT (36549531-36549603)  Lys (TTT) 73 bp  Sc: 67.28 
GCCCGGATAACTCAGCCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTCTTCGGGCG 
>Danio_rerio_Zv9_NA688.trna2-LysTTT (18513-18441)  Lys (TTT) 73 bp  Sc: 67.36 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGTA 
>Danio_rerio_Zv9_scaffold3473.trna35-LysTTT (209411-209483)  Lys (TTT) 73 bp  Sc: 67.50 
CCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CGCTGTTCGGGTG 
>Danio_rerio_chr4.trna4683-LysTTT (56222758-56222686)  Lys (TTT) 73 bp  Sc: 67.53 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTA 
>Danio_rerio_chr4.trna927-LysTTT (34103381-34103453)  Lys (TTT) 73 bp  Sc: 67.53 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTA 
>Danio_rerio_chr4.trna6859-LysTTT (40790220-40790148)  Lys (TTT) 73 bp  Sc: 67.61 
GCCTGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna48-LysTTT (352183-352255)  Lys (TTT) 73 bp  Sc: 67.72 
GCCTGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCATGTTCGGGCG 
>Danio_rerio_chr4.trna2439-LysTTT (45029357-45029429)  Lys (TTT) 73 bp  Sc: 67.76 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
TCCTGTTCAGGCG 
>Danio_rerio_chr4.trna2448-LysTTT (45032450-45032522)  Lys (TTT) 73 bp  Sc: 67.76 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
TCCTGTTCAGGCG 
>Danio_rerio_chr4.trna2455-LysTTT (45035153-45035225)  Lys (TTT) 73 bp  Sc: 67.76 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
TCCTGTTCAGGCG 



>Danio_rerio_chr4.trna2458-LysTTT (45036184-45036256)  Lys (TTT) 73 bp  Sc: 67.76 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
TCCTGTTCAGGCG 
>Danio_rerio_chr4.trna4640-LysTTT (56525934-56525862)  Lys (TTT) 73 bp  Sc: 67.95 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGCGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3741-LysTTT (53427613-53427685)  Lys (TTT) 73 bp  Sc: 68.01 
GCCCGGATAGCTCAGTCGCTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6901-LysTTT (40536164-40536092)  Lys (TTT) 73 bp  Sc: 68.02 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGATTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2089-LysTTT (42628208-42628280)  Lys (TTT) 73 bp  Sc: 68.11 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAACTGAGGGTCCAGGGTTCAAGT 
CCCTGTTGGGGTG 
>Danio_rerio_Zv9_NA297.trna8-LysTTT (29683-29755)  Lys (TTT) 73 bp  Sc: 68.12 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCGGGTG 
>Danio_rerio_chr4.trna3292-LysTTT (50048982-50049054)  Lys (TTT) 73 bp  Sc: 68.22 
GCCCCGATAGCTCAGTCGGGAGAGCATCAGACTTTTAATCTGAGGGTGCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna1726-LysTTT (40364688-40364760)  Lys (TTT) 73 bp  Sc: 68.29 
GCCTGGATGGCTGAGTCGGAAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3538.trna10-LysTTT (171105-171177)  Lys (TTT) 73 bp  Sc: 68.33 
GCCTGGATAGCTCGGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3595-LysTTT (52529529-52529601)  Lys (TTT) 73 bp  Sc: 68.38 
GCCCGGCTAGCTCAGTCTGTAGAGCATGAGACTTTTAATCTCAGGGTCGTGGGTTCGAGC 
CCCACATTGGGCG 
>Danio_rerio_chr4.trna4442-LysTTT (57160528-57160456)  Lys (TTT) 73 bp  Sc: 68.46 
ACCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
GCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3738-LysTTT (53426583-53426655)  Lys (TTT) 73 bp  Sc: 68.63 
GCCCGGATAGCTCAGTCGGTGGATCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3747-LysTTT (53429676-53429748)  Lys (TTT) 73 bp  Sc: 68.63 
GCCCGGATAGCTCAGTCGGTGGATCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1856-LysTTT (40884551-40884623)  Lys (TTT) 73 bp  Sc: 68.83 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGATTCAAGT 
CCCTGTTCGTGCG 
>Danio_rerio_chr4.trna6907-LysTTT (40534078-40534006)  Lys (TTT) 73 bp  Sc: 68.83 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGATTCAAGT 
CCCTGTTCGTGCG 
>Danio_rerio_chr4.trna7722-LysTTT (34464138-34464066)  Lys (TTT) 73 bp  Sc: 69.23 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGCCG 
>Danio_rerio_Zv9_NA502.trna29-LysTTT (38399-38327)  Lys (TTT) 73 bp  Sc: 69.34 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATCCCAGGGTCGTGGGTTCGAGG 
CCCACGTTGGGCG 
>Danio_rerio_chr3.trna724-LysTTT (9428708-9428636)  Lys (TTT) 73 bp  Sc: 69.44 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTATGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr4.trna2804-LysTTT (47713842-47713914)  Lys (TTT) 73 bp  Sc: 69.44 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTATGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr4.trna1531-LysTTT (38767937-38768009)  Lys (TTT) 73 bp  Sc: 69.47 
GCCTGGATAGCTCTGTCGGTGGAGCATCAGACTTTTAATCTGAAGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3493.trna5-LysTTT (168096-168168)  Lys (TTT) 73 bp  Sc: 69.47 
GCCTGGATAGCTCTGTCGGTGGAGCATCAGACTTTTAATCTGAAGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna136-LysTTT (918708-918636)  Lys (TTT) 73 bp  Sc: 69.53 
CCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCGGTTTGGGCG 
>Danio_rerio_chr4.trna6779-LysTTT (41527066-41526994)  Lys (TTT) 73 bp  Sc: 69.57 



GCCCGGATAGCTCGGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
ACCTGTTCGGGCG 
>Danio_rerio_chr4.trna323-LysTTT (30496729-30496801)  Lys (TTT) 73 bp  Sc: 69.57 
GCCTGGCTAGCTCAGTCAGTAGAGCATGAGACTTTTAATCTCAGGGTCGTGGGTTCGAGT 
CCCATGTTGGGCG 
>Danio_rerio_chr5.trna889-LysTTT (54338429-54338357)  Lys (TTT) 73 bp  Sc: 69.82 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGG 
TCCTGTTTGGGCG 
>Danio_rerio_chr4.trna4740-LysTTT (55788302-55788230)  Lys (TTT) 73 bp  Sc: 69.95 
GTCCGGATAGCTCAGTCGGGAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna6372-LysTTT (43881732-43881660)  Lys (TTT) 73 bp  Sc: 69.96 
GCCTGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTA 
>Danio_rerio_chr4.trna3521-LysTTT (52010148-52010220)  Lys (TTT) 73 bp  Sc: 69.97 
CCCCGGATAGCTCAGTCGGTAGAGCATCAGATTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3524-LysTTT (52011179-52011251)  Lys (TTT) 73 bp  Sc: 69.97 
CCCCGGATAGCTCAGTCGGTAGAGCATCAGATTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1145-LysTTT (36551570-36551642)  Lys (TTT) 73 bp  Sc: 70.01 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCATGTTTGGGCG 
>Danio_rerio_chr4.trna6861-LysTTT (40789303-40789231)  Lys (TTT) 73 bp  Sc: 70.01 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTACAGGGTTCAAGT 
CCATGTTTGGGCG 
>Danio_rerio_Zv9_scaffold3453.trna80-LysTTT (70466-70394)  Lys (TTT) 73 bp  Sc: 70.02 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTAAGGGTCCAGGGTTCAAGG 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4448-LysTTT (57158466-57158394)  Lys (TTT) 73 bp  Sc: 70.11 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCAAGGGTTCAAGT 
CCTTGTTCGGGCG 
>Danio_rerio_chr4.trna5409-LysTTT (52444570-52444498)  Lys (TTT) 73 bp  Sc: 70.14 
ACCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGGTCGGGCG 
>Danio_rerio_chr4.trna6910-LysTTT (40533048-40532976)  Lys (TTT) 73 bp  Sc: 70.21 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGTG 
>Danio_rerio_Zv9_NA28.trna3-LysTTT (25660-25732)  Lys (TTT) 73 bp  Sc: 70.38 
TCCTGGATAGCTCAGTCGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAAGGCG 
>Danio_rerio_chr20.trna517-LysTTT (24391502-24391430)  Lys (TTT) 73 bp  Sc: 70.41 
GCCTGGATAGCTCAGTCGGTAGAGCATCACACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTACGGGCG 
>Danio_rerio_Zv9_scaffold3542.trna1-LysTTT (40439-40367)  Lys (TTT) 73 bp  Sc: 70.43 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
GCCCGTTCGGGCG 
>Danio_rerio_Zv9_NA10.trna7-LysTTT (25795-25867)  Lys (TTT) 73 bp  Sc: 70.46 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGCGTCCAGGGTTCAAGT 
ACCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3461.trna8-LysTTT (240764-240836)  Lys (TTT) 73 bp  Sc: 70.66 
GTCCGGATAGCTCAGTCGATAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_Zv9_scaffold3472.trna29-LysTTT (108268-108340)  Lys (TTT) 73 bp  Sc: 70.77 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGTTTCAAGT 
CCCTGTTCTGGCG 
>Danio_rerio_Zv9_scaffold3536.trna44-LysTTT (122296-122368)  Lys (TTT) 73 bp  Sc: 70.77 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGCTTCAAGT 
CCCTGTTCTGGCG 
>Danio_rerio_Zv9_scaffold3536.trna78-LysTTT (352600-352528)  Lys (TTT) 73 bp  Sc: 70.78 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGCCTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_chr4.trna1504-LysTTT (38129989-38130061)  Lys (TTT) 73 bp  Sc: 70.80 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCTGGCG 
>Danio_rerio_chr4.trna7709-LysTTT (34468759-34468687)  Lys (TTT) 73 bp  Sc: 70.80 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCTGGCG 
>Danio_rerio_Zv9_NA800.trna7-LysTTT (29231-29303)  Lys (TTT) 73 bp  Sc: 70.89 
GCCCTGATAGATCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3840-LysTTT (54719762-54719834)  Lys (TTT) 73 bp  Sc: 70.91 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3874-LysTTT (55090709-55090781)  Lys (TTT) 73 bp  Sc: 70.91 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna905-LysTTT (33972356-33972428)  Lys (TTT) 73 bp  Sc: 70.91 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_scaffold3488.trna43-LysTTT (73479-73407)  Lys (TTT) 73 bp  Sc: 70.91 
GCCTGGATAGCTCAGTCAGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3750-LysTTT (53430707-53430779)  Lys (TTT) 73 bp  Sc: 71.04 
GCCTGGATAGCTCAGTCGCTAAAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna100-LysTTT (520726-520798)  Lys (TTT) 73 bp  Sc: 71.19 
GTCGGTATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1581-LysTTT (39262724-39262796)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr4.trna635-LysTTT (32770129-32770201)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_chr8.trna735-LysTTT (40348388-40348316)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_NA70.trna1-LysTTT (3450-3522)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3464.trna12-LysTTT (110064-109992)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3488.trna37-LysTTT (115604-115532)  Lys (TTT) 73 bp  Sc: 71.21 
GCCTGGATGGCTGAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCAGTTTGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna291-LysTTT (104922-104850)  Lys (TTT) 73 bp  Sc: 71.34 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna18-LysTTT (104642-104714)  Lys (TTT) 73 bp  Sc: 71.35 
GCCTGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna3295-LysTTT (50094215-50094288)  Lys (TTT) 74 bp  Sc: 71.37 
GGCGCTGTGGCTTAGCTGGTCAAAGCGCCTGTCTTTTAAACAGGAGATCCTGGGCTCAAA 
TCCCAGCAGCGCCT 
>Danio_rerio_chr4.trna6851-LysTTT (40793185-40793113)  Lys (TTT) 73 bp  Sc: 71.39 
GCCTGGATAACTCAGCCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna1228-LysTTT (37253467-37253539)  Lys (TTT) 73 bp  Sc: 71.51 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_chr4.trna1360-LysTTT (37749358-37749430)  Lys (TTT) 73 bp  Sc: 71.51 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCGCGCA 
>Danio_rerio_chr4.trna6736-LysTTT (41774088-41774016)  Lys (TTT) 73 bp  Sc: 71.76 
GCTCGGATAGCTCAGTCGGTAGATCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3482.trna7-LysTTT (120481-120553)  Lys (TTT) 73 bp  Sc: 72.02 
GCCTGGATAGCTCAGTAGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna46-LysTTT (216343-216271)  Lys (TTT) 73 bp  Sc: 72.07 
GCTCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAAGGTTCAAGT 
CCCTGTTCGGGCG 



>Danio_rerio_Zv9_NA297.trna17-LysTTT (40264-40336)  Lys (TTT) 73 bp  Sc: 72.12 
GCCCGGATAGCTCAGTCGGTAGAGCATGAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTCGCGCG 
>Danio_rerio_chr3.trna699-LysTTT (9437530-9437458)  Lys (TTT) 73 bp  Sc: 72.21 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_chr3.trna706-LysTTT (9434894-9434822)  Lys (TTT) 73 bp  Sc: 72.21 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CACTGTTCGGGCG 
>Danio_rerio_Zv9_NA10.trna10-LysTTT (26826-26898)  Lys (TTT) 73 bp  Sc: 72.34 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CTCTGTTCGGGCG 
>Danio_rerio_chr4.trna1852-LysTTT (40883086-40883158)  Lys (TTT) 73 bp  Sc: 72.40 
GCCCGGATAGCTCAGTCGGTAGAGAATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna21-LysTTT (144627-144699)  Lys (TTT) 73 bp  Sc: 72.52 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTTTTAATGTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna1859-LysTTT (40885581-40885653)  Lys (TTT) 73 bp  Sc: 72.56 
GCCCCGATAGCTCAGTCGGTATAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5984-LysTTT (47192513-47192441)  Lys (TTT) 73 bp  Sc: 72.58 
GCCCGGATAGCTCAGTCGGTAGAGCATCAAACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_Zv9_scaffold3538.trna13-LysTTT (172136-172208)  Lys (TTT) 73 bp  Sc: 72.69 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAGTCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna275-LysTTT (30113283-30113355)  Lys (TTT) 73 bp  Sc: 72.71 
GCCCGGATAGCTCAGTCGGTAGAGCATCTGACTTTTAATCTGAGGGTCAAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_Zv9_scaffold3554.trna94-LysTTT (225133-225061)  Lys (TTT) 73 bp  Sc: 72.76 
GACTGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna3283-LysTTT (49677468-49677540)  Lys (TTT) 73 bp  Sc: 72.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGAGTG 
>Danio_rerio_Zv9_scaffold3494.trna49-LysTTT (215350-215278)  Lys (TTT) 73 bp  Sc: 72.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGAGTG 
>Danio_rerio_Zv9_scaffold3561.trna61-LysTTT (41866-41794)  Lys (TTT) 73 bp  Sc: 72.97 
GTCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr4.trna1289-LysTTT (37496873-37496945)  Lys (TTT) 73 bp  Sc: 73.21 
GCCCGGAAAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna912-LysTTT (54189554-54189482)  Lys (TTT) 73 bp  Sc: 73.25 
GCCTGGATAGCTCAGTCGGTAGAGCATCACGCTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna1135-LysTTT (36547687-36547759)  Lys (TTT) 73 bp  Sc: 73.29 
GCCTGGAAAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_NA588.trna3-LysTTT (12890-12818)  Lys (TTT) 73 bp  Sc: 73.31 
GCCCGCATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna6858-LysTTT (40790970-40790898)  Lys (TTT) 73 bp  Sc: 73.33 
CCCTGGATAGCTCAGTCGGTAGAGCATCAGATTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1078-LysTTT (35713646-35713718)  Lys (TTT) 73 bp  Sc: 73.49 
GCCCGGATAGCTCAGTTGGAAGAGCATTAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGCTCGGGCG 
>Danio_rerio_chr4.trna5987-LysTTT (47190414-47190342)  Lys (TTT) 73 bp  Sc: 73.55 
GCCCGGATAGCTCAGCCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGGTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4746-LysTTT (55786232-55786160)  Lys (TTT) 73 bp  Sc: 73.55 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATATGAGGGTTCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4749-LysTTT (55785193-55785121)  Lys (TTT) 73 bp  Sc: 73.55 



GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATATGAGGGTTCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5832-LysTTT (47952958-47952886)  Lys (TTT) 73 bp  Sc: 73.64 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCTAGGGTTCAAGC 
CCCTATTCAGGCA 
>Danio_rerio_Zv9_scaffold3470.trna139-LysTTT (279581-279509)  Lys (TTT) 73 bp  Sc: 73.73 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr4.trna3427-LysTTT (51005175-51005247)  Lys (TTT) 73 bp  Sc: 73.82 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna5708-LysTTT (49611950-49611878)  Lys (TTT) 73 bp  Sc: 73.88 
GCGCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna6274-LysTTT (44232081-44232009)  Lys (TTT) 73 bp  Sc: 73.93 
GCTCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCTGGCG 
>Danio_rerio_chr13.trna218-LysTTT (48323106-48323178)  Lys (TTT) 73 bp  Sc: 74.00 
GCCCGAATAGCTCAGTTGGTAGAGCATTAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGAGCA 
>Danio_rerio_chr4.trna2470-LysTTT (45040308-45040380)  Lys (TTT) 73 bp  Sc: 74.08 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr4.trna5171-LysTTT (54196165-54196093)  Lys (TTT) 73 bp  Sc: 74.22 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAAGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna7481-LysTTT (36685292-36685220)  Lys (TTT) 73 bp  Sc: 74.23 
GCCTGGATAGCTTAGTCGGTAGAGCATCAGACTTTTAATCTGAGGTTCCAGGGTTCAAGT 
CCCTGTTTGGGCA 
>Danio_rerio_chr4.trna2768-LysTTT (47054795-47054867)  Lys (TTT) 73 bp  Sc: 74.30 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCAGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGTCA 
>Danio_rerio_chr4.trna3406-LysTTT (50996976-50997048)  Lys (TTT) 73 bp  Sc: 74.51 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3411-LysTTT (50999020-50999092)  Lys (TTT) 73 bp  Sc: 74.51 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3416-LysTTT (51001069-51001141)  Lys (TTT) 73 bp  Sc: 74.51 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3421-LysTTT (51003118-51003190)  Lys (TTT) 73 bp  Sc: 74.51 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna2498-LysTTT (45050593-45050665)  Lys (TTT) 73 bp  Sc: 74.51 
GCCCGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTATTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna43-LysTTT (183010-183082)  Lys (TTT) 73 bp  Sc: 74.65 
GCCTGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna908-LysTTT (33973110-33973182)  Lys (TTT) 73 bp  Sc: 74.81 
GCCTGGATAGCTCAGTCGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna6730-LysTTT (41776142-41776070)  Lys (TTT) 73 bp  Sc: 74.87 
GCCTGGATAGCTCGGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGC 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8108-LysTTT (31656965-31656893)  Lys (TTT) 73 bp  Sc: 74.87 
GCCTGGATAGCTCGGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGC 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna21-LysTTT (105677-105749)  Lys (TTT) 73 bp  Sc: 75.14 
CCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna3227-LysTTT (49052448-49052520)  Lys (TTT) 73 bp  Sc: 75.26 
GCCCGGATAGCTCAGTTGGAAGAGCATCAGACTTTTAATCTAAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna310-LysTTT (802509-802437)  Lys (TTT) 73 bp  Sc: 75.30 
GCCCGGATAGCTCAGTTGGAAGAGCATCAGACTTTTAATCTGAGGGTCAAGGGTTCAAGT 



CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna3877-LysTTT (55091463-55091535)  Lys (TTT) 73 bp  Sc: 75.32 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGATTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna30-LysTTT (108388-108460)  Lys (TTT) 73 bp  Sc: 75.66 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGAGTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6729-LysTTT (41776839-41776767)  Lys (TTT) 73 bp  Sc: 75.66 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTTAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8107-LysTTT (31657662-31657590)  Lys (TTT) 73 bp  Sc: 75.66 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTTAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA800.trna4-LysTTT (28257-28329)  Lys (TTT) 73 bp  Sc: 75.81 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 
CTCTGTTCGGGCG 
>Danio_rerio_chr3.trna670-LysTTT (9449653-9449581)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAGGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2649-LysTTT (45997762-45997834)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGACAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2792-LysTTT (47707894-47707966)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAGGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3318-LysTTT (50184554-50184626)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3807-LysTTT (54040490-54040562)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4937-LysTTT (55361944-55361872)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGACAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5020-LysTTT (54901286-54901214)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCCGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5412-LysTTT (52443540-52443468)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6795-LysTTT (41519316-41519244)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGATAGCTCAGTCAGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA251.trna58-LysTTT (10333-10261)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGAGAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna55-LysTTT (213327-213255)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGACAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna103-LysTTT (521749-521821)  Lys (TTT) 73 bp  Sc: 75.88 
GCCCGGAAAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6733-LysTTT (41775111-41775039)  Lys (TTT) 73 bp  Sc: 75.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGATTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna733-LysTTT (9409037-9408965)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna736-LysTTT (9408006-9407934)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2510-LysTTT (45719800-45719872)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2513-LysTTT (45720831-45720903)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 



>Danio_rerio_chr4.trna3735-LysTTT (53425552-53425624)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4613-LysTTT (56574751-56574679)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5003-LysTTT (54992570-54992498)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7712-LysTTT (34467728-34467656)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7715-LysTTT (34466697-34466625)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8086-LysTTT (31766633-31766561)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna33-LysTTT (179487-179559)  Lys (TTT) 73 bp  Sc: 75.92 
GCCCGGATAGCTCAGTCGGTGGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna24-LysTTT (106712-106784)  Lys (TTT) 73 bp  Sc: 75.92 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGTGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3480.trna114-LysTTT (289065-288993)  Lys (TTT) 73 bp  Sc: 75.92 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4454-LysTTT (57156404-57156332)  Lys (TTT) 73 bp  Sc: 75.94 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACGTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2507-LysTTT (45718769-45718841)  Lys (TTT) 73 bp  Sc: 75.97 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCCGGGTTCAAGT 
CCCTGTGCGGGCG 
>Danio_rerio_chr4.trna8083-LysTTT (31767664-31767592)  Lys (TTT) 73 bp  Sc: 75.97 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCCGGGTTCAAGT 
CCCTGTGCGGGCG 
>Danio_rerio_chr4.trna3502-LysTTT (51944930-51945002)  Lys (TTT) 73 bp  Sc: 76.17 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTAAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3505-LysTTT (51945961-51946033)  Lys (TTT) 73 bp  Sc: 76.17 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTAAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna4628-LysTTT (56569595-56569523)  Lys (TTT) 73 bp  Sc: 76.20 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr4.trna8098-LysTTT (31762501-31762429)  Lys (TTT) 73 bp  Sc: 76.20 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGATTGGGCG 
>Danio_rerio_chr20.trna18-LysTTT (3123477-3123549)  Lys (TTT) 73 bp  Sc: 76.22 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATATGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5994-LysTTT (47185429-47185357)  Lys (TTT) 73 bp  Sc: 76.29 
GCCCAGATAGCTTAGTCGGTAGAGCATCAGACTTTTGATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr22.trna746-LysTTT (30565486-30565414)  Lys (TTT) 73 bp  Sc: 76.30 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr5.trna700-LysTTT (54662158-54662086)  Lys (TTT) 73 bp  Sc: 76.30 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna37-LysTTT (180952-181024)  Lys (TTT) 73 bp  Sc: 76.37 
CCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3880-LysTTT (55092493-55092565)  Lys (TTT) 73 bp  Sc: 76.43 
GCCCGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6369-LysTTT (43882756-43882684)  Lys (TTT) 73 bp  Sc: 76.43 



GCCCGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7805-LysTTT (33921938-33921866)  Lys (TTT) 73 bp  Sc: 76.43 
GCCCGGATAGCTCAGTCGGTAGAGAATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4743-LysTTT (55787271-55787199)  Lys (TTT) 73 bp  Sc: 76.55 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTTCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3560.trna1-LysTTT (95722-95794)  Lys (TTT) 73 bp  Sc: 76.65 
GCCCGGATAGCTCAGTCGGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGATCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3515-LysTTT (51950073-51950145)  Lys (TTT) 73 bp  Sc: 76.73 
GCACGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA10.trna4-LysTTT (24764-24836)  Lys (TTT) 73 bp  Sc: 76.73 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGCGCG 
>Danio_rerio_Zv9_scaffold3472.trna26-LysTTT (107234-107306)  Lys (TTT) 73 bp  Sc: 76.86 
GCCTGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna31-LysTTT (112438-112510)  Lys (TTT) 73 bp  Sc: 76.86 
GCCTGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3660-LysTTT (53108614-53108686)  Lys (TTT) 73 bp  Sc: 76.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTTAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5031-LysTTT (54897234-54897162)  Lys (TTT) 73 bp  Sc: 76.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTGAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5713-LysTTT (49609913-49609841)  Lys (TTT) 73 bp  Sc: 76.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTTAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna55-LysTTT (199409-199481)  Lys (TTT) 73 bp  Sc: 76.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTGAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna324-LysTTT (606042-605970)  Lys (TTT) 73 bp  Sc: 76.89 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGACGGTCCAGGGTTTAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3538.trna16-LysTTT (173160-173232)  Lys (TTT) 73 bp  Sc: 76.94 
GCCTGGATAGCTCAGTTGGTAGAGCAGCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4631-LysTTT (56568564-56568492)  Lys (TTT) 73 bp  Sc: 77.10 
GACCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4451-LysTTT (57157435-57157363)  Lys (TTT) 73 bp  Sc: 77.10 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCAAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna67-LysTTT (39802-39730)  Lys (TTT) 73 bp  Sc: 77.10 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTTTTCGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna127-LysTTT (921801-921729)  Lys (TTT) 73 bp  Sc: 77.10 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTCTTCGGGCG 
>Danio_rerio_chr4.trna3668-LysTTT (53111525-53111597)  Lys (TTT) 73 bp  Sc: 77.15 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna13-LysTTT (42956-43028)  Lys (TTT) 73 bp  Sc: 77.15 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna100-LysTTT (223147-223075)  Lys (TTT) 73 bp  Sc: 77.15 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGAGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4436-LysTTT (57162591-57162519)  Lys (TTT) 73 bp  Sc: 77.42 
GCCCGGATAGCTCAGTCGGTAGAGGATCAGACTTTTAATCTGACGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA800.trna1-LysTTT (27227-27299)  Lys (TTT) 73 bp  Sc: 77.50 
GCCCGGATAGCTCAGTCGGTAGAACATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna108-LysTTT (523703-523775)  Lys (TTT) 73 bp  Sc: 77.53 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTCAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1081-LysTTT (35714682-35714754)  Lys (TTT) 73 bp  Sc: 77.57 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCAAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_Zv9_scaffold3470.trna131-LysTTT (282661-282589)  Lys (TTT) 73 bp  Sc: 77.64 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2490-LysTTT (45047513-45047585)  Lys (TTT) 73 bp  Sc: 77.65 
GCCCGGATAGCACAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2495-LysTTT (45049563-45049635)  Lys (TTT) 73 bp  Sc: 77.65 
GCCCGGATAGCACAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2643-LysTTT (45995738-45995810)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5251-LysTTT (53378909-53378837)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5257-LysTTT (53376847-53376775)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr8.trna682-LysTTT (41064550-41064478)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA112.trna6-LysTTT (13117-13045)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA251.trna55-LysTTT (11364-11292)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA251.trna64-LysTTT (7169-7097)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna31-LysTTT (52182-52110)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna34-LysTTT (51149-51077)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna37-LysTTT (50116-50044)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna46-LysTTT (47021-46949)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna52-LysTTT (44960-44888)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna64-LysTTT (40833-40761)  Lys (TTT) 73 bp  Sc: 77.67 
GCCAGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2382-LysTTT (44404744-44404816)  Lys (TTT) 73 bp  Sc: 77.69 
GCCCGGATAGCTCATTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4311-LysTTT (57228755-57228827)  Lys (TTT) 73 bp  Sc: 77.85 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna2442-LysTTT (45030388-45030460)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2445-LysTTT (45031419-45031491)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 



>Danio_rerio_chr4.trna2451-LysTTT (45033481-45033553)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2452-LysTTT (45034122-45034194)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2461-LysTTT (45037215-45037287)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2464-LysTTT (45038246-45038318)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2467-LysTTT (45039277-45039349)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2476-LysTTT (45042370-45042442)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2481-LysTTT (45044421-45044493)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2484-LysTTT (45045451-45045523)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2487-LysTTT (45046482-45046554)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3527-LysTTT (52012210-52012282)  Lys (TTT) 73 bp  Sc: 77.99 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2385-LysTTT (44405775-44405847)  Lys (TTT) 73 bp  Sc: 78.04 
GCCTGGATAGCTCAGACGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna914-LysTTT (33975172-33975244)  Lys (TTT) 73 bp  Sc: 78.06 
GCGCGAATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna44-LysTTT (212901-212973)  Lys (TTT) 73 bp  Sc: 78.08 
GCCCGGATAACTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna333-LysTTT (602962-602890)  Lys (TTT) 73 bp  Sc: 78.19 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna338-LysTTT (600910-600838)  Lys (TTT) 73 bp  Sc: 78.19 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_chr4.trna7090-LysTTT (40063208-40063136)  Lys (TTT) 73 bp  Sc: 78.19 
GCCCTGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr22.trna581-LysTTT (30964872-30964800)  Lys (TTT) 73 bp  Sc: 78.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5604-LysTTT (50271266-50271194)  Lys (TTT) 73 bp  Sc: 78.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAAGCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3472.trna11-LysTTT (94468-94540)  Lys (TTT) 73 bp  Sc: 78.32 
GCCTGGATAGCTCAGACGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAAT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna2504-LysTTT (45717739-45717811)  Lys (TTT) 73 bp  Sc: 78.32 
GCCAGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5188-LysTTT (54107837-54107765)  Lys (TTT) 73 bp  Sc: 78.47 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CTCTGTTCGGGCG 
>Danio_rerio_chr4.trna2519-LysTTT (45722893-45722965)  Lys (TTT) 73 bp  Sc: 78.55 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_chr4.trna8092-LysTTT (31764571-31764499)  Lys (TTT) 73 bp  Sc: 78.55 



GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_chr22.trna583-LysTTT (30963862-30963790)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr22.trna751-LysTTT (30563437-30563365)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr5.trna705-LysTTT (54660109-54660037)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_Zv9_scaffold3561.trna40-LysTTT (49085-49013)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_Zv9_scaffold3561.trna49-LysTTT (45990-45918)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_Zv9_scaffold3561.trna55-LysTTT (43929-43857)  Lys (TTT) 73 bp  Sc: 78.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCAGGCG 
>Danio_rerio_chr4.trna1510-LysTTT (38137631-38137703)  Lys (TTT) 73 bp  Sc: 78.67 
GCCGGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1516-LysTTT (38139692-38139764)  Lys (TTT) 73 bp  Sc: 78.67 
GCCGGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5245-LysTTT (53380971-53380899)  Lys (TTT) 73 bp  Sc: 78.68 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGACG 
>Danio_rerio_chr4.trna2652-LysTTT (45998793-45998865)  Lys (TTT) 73 bp  Sc: 78.70 
ACCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_Zv9_NA513.trna11-LysTTT (422-350)  Lys (TTT) 73 bp  Sc: 78.73 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna142-LysTTT (916646-916574)  Lys (TTT) 73 bp  Sc: 78.73 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna1564-LysTTT (39018315-39018387)  Lys (TTT) 73 bp  Sc: 78.83 
GCCTGGATAGCTCAGTCGGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_NA28.trna1-LysTTT (21511-21583)  Lys (TTT) 73 bp  Sc: 78.83 
GCCTGGATAGCTCAGTCGGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna7940-LysTTT (33206093-33206021)  Lys (TTT) 73 bp  Sc: 78.86 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGGCTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna38-LysTTT (210445-210517)  Lys (TTT) 73 bp  Sc: 78.99 
GCCTGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3278-LysTTT (49672099-49672171)  Lys (TTT) 73 bp  Sc: 79.06 
GCTCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4929-LysTTT (55373225-55373153)  Lys (TTT) 73 bp  Sc: 79.06 
GCTCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA800.trna10-LysTTT (30264-30336)  Lys (TTT) 73 bp  Sc: 79.06 
GCTCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8125-LysTTT (31419858-31419786)  Lys (TTT) 73 bp  Sc: 79.18 
GCCCAGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2479-LysTTT (45043401-45043473)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2493-LysTTT (45048543-45048615)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4317-LysTTT (57230817-57230889)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5711-LysTTT (49610926-49610854)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna6-LysTTT (56638-56710)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna9-LysTTT (57669-57741)  Lys (TTT) 73 bp  Sc: 79.21 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5000-LysTTT (54993601-54993529)  Lys (TTT) 73 bp  Sc: 79.22 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTGCGGGCG 
>Danio_rerio_chr4.trna5254-LysTTT (53377878-53377806)  Lys (TTT) 73 bp  Sc: 79.42 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCTAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna308-LysTTT (806669-806597)  Lys (TTT) 73 bp  Sc: 79.48 
GCCTGGATAGCTCAGTTGGTAGAGCATCACACTTTTAATGTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr3.trna673-LysTTT (9448622-9448550)  Lys (TTT) 73 bp  Sc: 79.55 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCGGTTCGGGCG 
>Danio_rerio_chr4.trna2795-LysTTT (47708925-47708997)  Lys (TTT) 73 bp  Sc: 79.55 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCGGTTCGGGCG 
>Danio_rerio_chr4.trna1542-LysTTT (38786251-38786323)  Lys (TTT) 73 bp  Sc: 79.68 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCTAGGGTTCAAGT 
CCCTATTCGGGCG 
>Danio_rerio_chr4.trna1286-LysTTT (37495844-37495916)  Lys (TTT) 73 bp  Sc: 79.77 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna340-LysTTT (599890-599818)  Lys (TTT) 73 bp  Sc: 79.77 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTAGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna75-LysTTT (353631-353559)  Lys (TTT) 73 bp  Sc: 79.77 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTGGGGCG 
>Danio_rerio_chr4.trna6788-LysTTT (41522161-41522089)  Lys (TTT) 73 bp  Sc: 79.88 
GCCCGGATAGCTCAGTCGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7074-LysTTT (40069369-40069297)  Lys (TTT) 73 bp  Sc: 79.88 
GCCCGGATAGCTCAGTCGGCAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5010-LysTTT (54990069-54989997)  Lys (TTT) 73 bp  Sc: 79.91 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTTCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2646-LysTTT (45996731-45996803)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGACGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna336-LysTTT (30533014-30533086)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna7076-LysTTT (40068349-40068277)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna7081-LysTTT (40066298-40066226)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_Zv9_NA297.trna11-LysTTT (30705-30777)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_Zv9_scaffold3514.trna46-LysTTT (184041-184113)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 



>Danio_rerio_Zv9_scaffold3530.trna343-LysTTT (598859-598787)  Lys (TTT) 73 bp  Sc: 79.95 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_chr4.trna3508-LysTTT (51946991-51947063)  Lys (TTT) 73 bp  Sc: 80.21 
GCCCGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3513-LysTTT (51949053-51949125)  Lys (TTT) 73 bp  Sc: 80.21 
GCCCGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5988-LysTTT (47187348-47187276)  Lys (TTT) 73 bp  Sc: 80.21 
GCCCGCATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6904-LysTTT (40535133-40535061)  Lys (TTT) 73 bp  Sc: 80.36 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCT 
>Danio_rerio_chr4.trna4940-LysTTT (55360913-55360841)  Lys (TTT) 73 bp  Sc: 80.60 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGTG 
>Danio_rerio_Zv9_scaffold3530.trna6-LysTTT (14199-14271)  Lys (TTT) 73 bp  Sc: 80.84 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGGGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4637-LysTTT (56526950-56526878)  Lys (TTT) 73 bp  Sc: 80.93 
GCCCGGATAGCTCAGTCGGTAGAGCGTCAGACTTTTAATTTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2784-LysTTT (47616680-47616752)  Lys (TTT) 73 bp  Sc: 81.21 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna1507-LysTTT (38136601-38136673)  Lys (TTT) 73 bp  Sc: 81.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTATTCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1513-LysTTT (38138662-38138734)  Lys (TTT) 73 bp  Sc: 81.67 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTATTCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3536.trna47-LysTTT (123315-123387)  Lys (TTT) 73 bp  Sc: 81.69 
GCCCGGGTAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna3288-LysTTT (49679461-49679533)  Lys (TTT) 73 bp  Sc: 81.80 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAAGGTCCAGGGTTCAAGT 
CCCTGTTTGGGTG 
>Danio_rerio_Zv9_scaffold3503.trna294-LysTTT (103893-103821)  Lys (TTT) 73 bp  Sc: 82.02 
GCCCGTATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2473-LysTTT (45041339-45041411)  Lys (TTT) 73 bp  Sc: 82.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCGGGCG 
>Danio_rerio_chr4.trna4314-LysTTT (57229786-57229858)  Lys (TTT) 73 bp  Sc: 82.31 
GCCCGGATAGCTCAGTCGGTAGAGCATTAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTCCGGGCG 
>Danio_rerio_chr4.trna1241-LysTTT (37257765-37257837)  Lys (TTT) 73 bp  Sc: 82.33 
GCCCGGATAGCTCAGTCGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1375-LysTTT (37754224-37754296)  Lys (TTT) 73 bp  Sc: 82.33 
GCCCGGATAGCTCAGTCGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna218-LysTTT (29873447-29873519)  Lys (TTT) 73 bp  Sc: 82.33 
GCCCGGATAGCTCAGTCGGTAGAGTATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4610-LysTTT (56575782-56575710)  Lys (TTT) 73 bp  Sc: 82.41 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTGATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr13.trna216-LysTTT (48320147-48320219)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr3.trna684-LysTTT (9442685-9442613)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna1519-LysTTT (38140723-38140795)  Lys (TTT) 73 bp  Sc: 82.43 



GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3429-LysTTT (51006191-51006263)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3510-LysTTT (51948011-51948083)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna5007-LysTTT (54991103-54991031)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna6831-LysTTT (41019472-41019400)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_Zv9_scaffold3488.trna46-LysTTT (72725-72653)  Lys (TTT) 73 bp  Sc: 82.43 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr15.trna5-LysTTT (1590057-1590129)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1139-LysTTT (36549126-36549198)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3744-LysTTT (53428645-53428717)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3842-LysTTT (54720504-54720576)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3888-LysTTT (55096015-55096087)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4305-LysTTT (57226689-57226761)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4339-LysTTT (57737502-57737574)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4616-LysTTT (56573719-56573647)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5013-LysTTT (54989038-54988966)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6791-LysTTT (41521130-41521058)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6850-LysTTT (40793590-40793518)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7719-LysTTT (34465169-34465097)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA297.trna23-LysTTT (42321-42393)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA513.trna8-LysTTT (1453-1381)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna48-LysTTT (214054-214126)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna130-LysTTT (920770-920698)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna133-LysTTT (919739-919667)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna139-LysTTT (917677-917605)  Lys (TTT) 73 bp  Sc: 82.58 
GCCTGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna855-LysTTT (54574022-54573950)  Lys (TTT) 73 bp  Sc: 82.92 
GCCTGGATAGCTCAGTCGGTAGAGCGTCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3882-LysTTT (55093949-55094021)  Lys (TTT) 73 bp  Sc: 83.22 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7932-LysTTT (33209371-33209299)  Lys (TTT) 73 bp  Sc: 83.22 
GCCTGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5182-LysTTT (54111445-54111373)  Lys (TTT) 73 bp  Sc: 83.37 
GCCTGAATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr1.trna133-LysTTT (45456896-45456968)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr17.trna496-LysTTT (16265550-16265478)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr22.trna578-LysTTT (30965903-30965831)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr22.trna749-LysTTT (30564456-30564384)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna676-LysTTT (9445767-9445695)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna679-LysTTT (9444736-9444664)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna681-LysTTT (9443716-9443644)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna687-LysTTT (9441654-9441582)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr3.trna730-LysTTT (9410066-9409994)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1231-LysTTT (37254199-37254271)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1234-LysTTT (37255199-37255271)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1238-LysTTT (37256734-37256806)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1244-LysTTT (37260272-37260344)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1283-LysTTT (37494813-37494885)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1292-LysTTT (37497895-37497967)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1363-LysTTT (37750090-37750162)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1366-LysTTT (37751090-37751162)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 



>Danio_rerio_chr4.trna1368-LysTTT (37751658-37751730)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1372-LysTTT (37753193-37753265)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1378-LysTTT (37756731-37756803)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1544-LysTTT (38788081-38788153)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1547-LysTTT (38789110-38789182)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1550-LysTTT (38790139-38790211)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1553-LysTTT (38791168-38791240)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1556-LysTTT (38792197-38792269)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1559-LysTTT (38794441-38794513)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1562-LysTTT (38795472-38795544)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna1862-LysTTT (40886612-40886684)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2262-LysTTT (43822306-43822378)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2379-LysTTT (44403713-44403785)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2388-LysTTT (44406806-44406878)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2391-LysTTT (44407837-44407909)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2394-LysTTT (44408868-44408940)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2397-LysTTT (44409899-44409971)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2436-LysTTT (45028322-45028394)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2516-LysTTT (45721862-45721934)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2525-LysTTT (45724954-45725026)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2725-LysTTT (46641501-46641573)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2798-LysTTT (47711780-47711852)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna2801-LysTTT (47712811-47712883)  Lys (TTT) 73 bp  Sc: 83.80 



GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3286-LysTTT (49678460-49678532)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3315-LysTTT (50183523-50183595)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna339-LysTTT (30534045-30534117)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3402-LysTTT (50994949-50995021)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3404-LysTTT (50995960-50996032)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3414-LysTTT (51000051-51000123)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3419-LysTTT (51002100-51002172)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna342-LysTTT (30535070-30535142)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3424-LysTTT (51004149-51004221)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3665-LysTTT (53110544-53110616)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3694-LysTTT (53282247-53282319)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3697-LysTTT (53283278-53283350)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3798-LysTTT (54037397-54037469)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3801-LysTTT (54038428-54038500)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3845-LysTTT (54721535-54721607)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3850-LysTTT (54723172-54723244)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna3851-LysTTT (54723515-54723587)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4439-LysTTT (57161559-57161487)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4445-LysTTT (57159497-57159425)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4604-LysTTT (56577841-56577769)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4619-LysTTT (56572688-56572616)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4622-LysTTT (56571657-56571585)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4625-LysTTT (56570626-56570554)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4634-LysTTT (56527981-56527909)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna4652-LysTTT (56436993-56436921)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5016-LysTTT (54988007-54987935)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5023-LysTTT (54900255-54900183)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5026-LysTTT (54899224-54899152)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5185-LysTTT (54109640-54109568)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5996-LysTTT (47184398-47184326)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6268-LysTTT (44234143-44234071)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6271-LysTTT (44233112-44233040)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6277-LysTTT (44231050-44230978)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6782-LysTTT (41526035-41525963)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6785-LysTTT (41525006-41524934)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna6913-LysTTT (40532006-40531934)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7079-LysTTT (40067318-40067246)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7084-LysTTT (40065267-40065195)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7087-LysTTT (40064239-40064167)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7337-LysTTT (38144693-38144621)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7706-LysTTT (34469790-34469718)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7718-LysTTT (34465696-34465624)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7725-LysTTT (34463110-34463038)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7811-LysTTT (33901668-33901596)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 



>Danio_rerio_chr4.trna7854-LysTTT (33287340-33287268)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7857-LysTTT (33286310-33286238)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna7860-LysTTT (33285280-33285208)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8089-LysTTT (31765602-31765530)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8101-LysTTT (31761470-31761398)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8111-LysTTT (31655934-31655862)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8122-LysTTT (31420889-31420817)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna8128-LysTTT (31418836-31418764)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna1024-LysTTT (21886404-21886332)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna703-LysTTT (54661128-54661056)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna879-LysTTT (54341882-54341810)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna882-LysTTT (54340850-54340778)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna884-LysTTT (54340155-54340083)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr5.trna886-LysTTT (54339460-54339388)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr6.trna432-LysTTT (11180744-11180672)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr8.trna677-LysTTT (41067113-41067041)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr8.trna679-LysTTT (41066102-41066030)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr9.trna37-LysTTT (13164382-13164454)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA251.trna52-LysTTT (12394-12322)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA297.trna14-LysTTT (31732-31804)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_NA297.trna20-LysTTT (41291-41363)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3461.trna11-LysTTT (241791-241863)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3461.trna2-LysTTT (238770-238842)  Lys (TTT) 73 bp  Sc: 83.80 



GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna133-LysTTT (281642-281570)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3470.trna136-LysTTT (280612-280540)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3473.trna10-LysTTT (41921-41993)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3494.trna3-LysTTT (55607-55679)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3503.trna297-LysTTT (102862-102790)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna30-LysTTT (178456-178528)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna40-LysTTT (181980-182052)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna49-LysTTT (197289-197361)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3514.trna52-LysTTT (198378-198450)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna327-LysTTT (605011-604939)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna330-LysTTT (603993-603921)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna335-LysTTT (601942-601870)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna358-LysTTT (454422-454350)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3530.trna8-LysTTT (15218-15290)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna97-LysTTT (224178-224106)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna28-LysTTT (53213-53141)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3561.trna70-LysTTT (38772-38700)  Lys (TTT) 73 bp  Sc: 83.80 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna497-LysTTT (31268954-31269026)  Lys (TTT) 73 bp  Sc: 84.15 
GCCCGGATAGCTCAGTCGGTAGAGCGTCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTTGGGCG 
>Danio_rerio_chr4.trna3518-LysTTT (51951115-51951187)  Lys (TTT) 73 bp  Sc: 84.27 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna3662-LysTTT (53109513-53109585)  Lys (TTT) 73 bp  Sc: 84.27 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna4607-LysTTT (56576810-56576738)  Lys (TTT) 73 bp  Sc: 84.27 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna5716-LysTTT (49608889-49608817)  Lys (TTT) 73 bp  Sc: 84.27 
GCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 



CCCTGTTCGGGCA 
>Danio_rerio_chr4.trna345-LysTTT (30536093-30536165)  Lys (TTT) 73 bp  Sc: 84.45 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna348-LysTTT (30537118-30537190)  Lys (TTT) 73 bp  Sc: 84.45 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_chr4.trna5960-LysTTT (47411717-47411645)  Lys (TTT) 73 bp  Sc: 84.45 
GCCCGGATAGCTCAGTTGGTAGAGCATCAGACTTTTAATCTGAGGGTCCAGGGTTCAAGT 
CCCTGTTCGGGCG 
>Danio_rerio_Zv9_scaffold3554.trna35-LysTTT (240432-240520)  Lys (TTT) 89 bp  Sc: 58.40 
GGCTCTGTGGCGCAATGGATAGCACATTGGACTTTTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_Zv9_NA827.trna18-LysTTT (27836-27924)  Lys (TTT) 89 bp  Sc: 70.58 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTTTAGGCTGTGAGCTGAGCCATTCAAA 
GGTCGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr4.trna5267-LysTTT (53272107-53272019)  Lys (TTT) 89 bp  Sc: 67.91 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTTTAGGCTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTCG 
>Danio_rerio_chr3.trna96-LysTTT (9469680-9469768)  Lys (TTT) 89 bp  Sc: 64.70 
GGCTCTGTGGCGCAATGGATAGCGCATTGGACTTTTAGGTTGTGAGCTGAGCCATTCAAA 
GGTTGTGGGTTCGAGTCCCACCAGAGTTG 
>Danio_rerio_chr22.trna195-MetCAT (22260457-22260528)  Met (CAT) 72 bp  Sc: 38.86 
AGCAGAGTGGTGCAGCGGAAGCGTGCTGGGCCCATAACCTAGATGTTGATGGATTAAAAC 
CATTCTCTGCTA 
>Danio_rerio_chr9.trna143-MetCAT (49127650-49127721)  Met (CAT) 72 bp  Sc: 46.72 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTT 
>Danio_rerio_chr9.trna152-MetCAT (49132978-49133049)  Met (CAT) 72 bp  Sc: 46.72 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTT 
>Danio_rerio_chr9.trna174-MetCAT (49145361-49145432)  Met (CAT) 72 bp  Sc: 46.72 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTT 
>Danio_rerio_chr9.trna176-MetCAT (49146798-49146869)  Met (CAT) 72 bp  Sc: 46.72 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTT 
>Danio_rerio_chr9.trna185-MetCAT (49152126-49152197)  Met (CAT) 72 bp  Sc: 46.72 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTT 
>Danio_rerio_chr22.trna139-MetCAT (21565236-21565307)  Met (CAT) 72 bp  Sc: 48.50 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGACGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna827-MetCAT (21564901-21564830)  Met (CAT) 72 bp  Sc: 48.50 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGACGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna149-MetCAT (49131204-49131275)  Met (CAT) 72 bp  Sc: 49.40 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna156-MetCAT (49134775-49134846)  Met (CAT) 72 bp  Sc: 49.40 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna165-MetCAT (49140033-49140104)  Met (CAT) 72 bp  Sc: 49.40 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna171-MetCAT (49143587-49143658)  Met (CAT) 72 bp  Sc: 49.40 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna182-MetCAT (49150352-49150423)  Met (CAT) 72 bp  Sc: 49.40 
AGCAGAGTGGCGCAGCGGAAGCGTTCCGGGCCCATAACCCAGAGGTCGATGGGTTGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna1681-MetCAT (39896110-39896182)  Met (CAT) 73 bp  Sc: 52.81 
GCCTTGTTGGTGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTTGTGAGTTCAAGC 
CTTACATGGGGCA 
>Danio_rerio_chr22.trna135-MetCAT (21562776-21562847)  Met (CAT) 72 bp  Sc: 53.96 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGACGATGGACCGAAAC 
CATCCTCTGCTA 



>Danio_rerio_chr4.trna5861-MetCAT (47772809-47772737)  Met (CAT) 73 bp  Sc: 54.74 
GCCTGGCTAGCTCAGTCAGTAAAGCATGAGACTCATAATTTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna138-MetCAT (21564007-21564078)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna43-MetCAT (21514119-21514190)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna46-MetCAT (21515966-21516037)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna49-MetCAT (21517813-21517884)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna52-MetCAT (21519660-21519731)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna55-MetCAT (21521507-21521578)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna58-MetCAT (21523354-21523425)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna61-MetCAT (21525201-21525272)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna64-MetCAT (21527048-21527119)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna67-MetCAT (21528895-21528966)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna70-MetCAT (21530742-21530813)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna73-MetCAT (21532589-21532660)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna76-MetCAT (21534436-21534507)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna79-MetCAT (21536283-21536354)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna82-MetCAT (21538130-21538201)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna85-MetCAT (21539977-21540048)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna88-MetCAT (21541824-21541895)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna91-MetCAT (21543671-21543742)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna94-MetCAT (21545518-21545589)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna97-MetCAT (21547365-21547436)  Met (CAT) 72 bp  Sc: 55.01 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna834-MetCAT (21562442-21562371)  Met (CAT) 72 bp  Sc: 55.02 
AGCAGAGTGGTGCAGCGGAAGCATGCTGGGCCCATAATCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna3687-MetCAT (53258011-53258083)  Met (CAT) 73 bp  Sc: 55.11 



GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTTACACGGGGCA 
>Danio_rerio_chr4.trna3689-MetCAT (53259720-53259792)  Met (CAT) 73 bp  Sc: 55.11 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTTACACGGGGCA 
>Danio_rerio_Zv9_scaffold3554.trna112-MetCAT (186037-185965)  Met (CAT) 73 bp  Sc: 55.28 
ACCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCACGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2786-MetCAT (47660292-47660364)  Met (CAT) 73 bp  Sc: 55.43 
GCCTCGTTGGCGCATTAGGCAGCGCGTTAGTCTCATAATCTGAAGGTTGTGAATTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2246-MetCAT (43779299-43779371)  Met (CAT) 73 bp  Sc: 55.55 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTTAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna869-MetCAT (21546412-21546341)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna874-MetCAT (21544565-21544494)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna879-MetCAT (21542718-21542647)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna884-MetCAT (21540871-21540800)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna889-MetCAT (21539024-21538953)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna894-MetCAT (21537177-21537106)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna899-MetCAT (21535330-21535259)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna904-MetCAT (21533483-21533412)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna909-MetCAT (21531636-21531565)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna914-MetCAT (21529789-21529718)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna919-MetCAT (21527942-21527871)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna924-MetCAT (21526095-21526024)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna929-MetCAT (21524248-21524177)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna934-MetCAT (21522401-21522330)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna939-MetCAT (21520554-21520483)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna944-MetCAT (21518707-21518636)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna949-MetCAT (21516860-21516789)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna954-MetCAT (21515013-21514942)  Met (CAT) 72 bp  Sc: 55.59 
AGCAGAGTGGCGCAGTGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 



CATCCTCTGCTA 
>Danio_rerio_Zv9_NA385.trna22-MetCAT (30949-31021)  Met (CAT) 73 bp  Sc: 55.67 
GTCGCGTGGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr20.trna343-MetCAT (37697259-37697331)  Met (CAT) 73 bp  Sc: 55.78 
ACCTTGTTGGCACAGTTGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr17.trna310-MetCAT (31152655-31152583)  Met (CAT) 73 bp  Sc: 55.95 
GTTTCCGTAGTGTAGTGGTTAACACGTTCGCCTCATACACTAAAGGTCCCCAGTACGAAA 
CTGGGAGGAAACA 
>Danio_rerio_chr22.trna115-MetCAT (21554790-21554861)  Met (CAT) 72 bp  Sc: 55.99 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGTCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr21.trna711-MetCAT (25216105-25216034)  Met (CAT) 72 bp  Sc: 56.03 
AGCAGAGTGGCGCAGCGGTAGTGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCGGCTA 
>Danio_rerio_chr4.trna6816-MetCAT (41282896-41282823)  Met (CAT) 74 bp  Sc: 56.03 
GGAGCTGTGGCTTAGTTGGTCAAAGCGCCTGACTCATAAACAGGAGATCCTGGGTTTAAA 
TCCCAACAGTCCCC 
>Danio_rerio_chr22.trna122-MetCAT (21557860-21557931)  Met (CAT) 72 bp  Sc: 56.20 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTAGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna40-MetCAT (21512887-21512958)  Met (CAT) 72 bp  Sc: 56.24 
AGCAGATTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna2127-MetCAT (42906443-42906515)  Met (CAT) 73 bp  Sc: 56.60 
GCCTCGTTGGCGCATTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTGGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr22.trna194-MetCAT (22259805-22259876)  Met (CAT) 72 bp  Sc: 56.81 
AGCAGAGAGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGTTGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna7071-MetCAT (40196091-40196019)  Met (CAT) 73 bp  Sc: 56.81 
CCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna14-MetCAT (29769-29841)  Met (CAT) 73 bp  Sc: 56.81 
CCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna16-MetCAT (31450-31522)  Met (CAT) 73 bp  Sc: 56.81 
CCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr22.trna37-MetCAT (21511648-21511719)  Met (CAT) 72 bp  Sc: 57.02 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTTGCTGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna127-MetCAT (21559705-21559776)  Met (CAT) 72 bp  Sc: 57.24 
AGCAGAGTGGCGCAGCGGAACCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna3306-MetCAT (50154915-50154987)  Met (CAT) 73 bp  Sc: 57.27 
GCCTCGTTGGCGCATTAGGCAGCGCGTCAGTCTCATAATCTGAAAGTCGTGAATTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna830-MetCAT (21563669-21563598)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna867-MetCAT (21547026-21546955)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna872-MetCAT (21545179-21545108)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna877-MetCAT (21543332-21543261)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna882-MetCAT (21541485-21541414)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna887-MetCAT (21539638-21539567)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 



>Danio_rerio_chr22.trna892-MetCAT (21537791-21537720)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna897-MetCAT (21535944-21535873)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna902-MetCAT (21534097-21534026)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna907-MetCAT (21532250-21532179)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna912-MetCAT (21530403-21530332)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna917-MetCAT (21528556-21528485)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna922-MetCAT (21526709-21526638)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna927-MetCAT (21524862-21524791)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna932-MetCAT (21523015-21522944)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna937-MetCAT (21521168-21521097)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna942-MetCAT (21519321-21519250)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna947-MetCAT (21517474-21517403)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna952-MetCAT (21515627-21515556)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna957-MetCAT (21513780-21513709)  Met (CAT) 72 bp  Sc: 57.35 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCCA 
>Danio_rerio_chr22.trna125-MetCAT (21559091-21559162)  Met (CAT) 72 bp  Sc: 57.58 
AGCAGAGTGGTGCAGCGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_scaffold3530.trna237-MetCAT (1474160-1474232)  Met (CAT) 73 bp  Sc: 57.69 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTTAAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna433-MetCAT (54293047-54293119)  Met (CAT) 73 bp  Sc: 57.74 
GCTTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCGGAAGGTAGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna436-MetCAT (54295602-54295674)  Met (CAT) 73 bp  Sc: 57.74 
GCTTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCGGAAGGTAGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna844-MetCAT (21557526-21557455)  Met (CAT) 72 bp  Sc: 58.28 
AGCAGAGTGGTGCAGCGGAAGCATGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTCCTA 
>Danio_rerio_chr9.trna161-MetCAT (49137852-49137923)  Met (CAT) 72 bp  Sc: 58.90 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGACGTCGAAGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna119-MetCAT (21556019-21556090)  Met (CAT) 72 bp  Sc: 59.04 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATTGAAAC 
CATCCTCTGCTC 
>Danio_rerio_chr22.trna187-MetCAT (22256537-22256609)  Met (CAT) 73 bp  Sc: 59.07 
GCCCCAGTGGCCTAATGGATAAGGCACTGATCTCATATGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr22.trna191-MetCAT (22258663-22258735)  Met (CAT) 73 bp  Sc: 59.07 



GCCCCAGTGGCCTAATGGATAAGGCACTGATCTCATATGCCAGGGATTGTGGGTTCGAGT 
CCCATCTGGGGTG 
>Danio_rerio_chr4.trna7094-MetCAT (39896868-39896786)  Met (CAT) 83 bp  Sc: 59.09 
GTCAGGATGGCTGAGGGATCTAAGGTGCTGCGTTCATATCGCAGTCTCTGCTGGAGGCGT 
GGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_Zv9_scaffold3494.trna77-MetCAT (134317-134245)  Met (CAT) 73 bp  Sc: 59.36 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTAAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna12-MetCAT (15565-15493)  Met (CAT) 73 bp  Sc: 59.48 
GCCTCGTTGGCCCAGTATGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4511-MetCAT (56922463-56922391)  Met (CAT) 73 bp  Sc: 59.54 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr9.trna1-MetCAT (60756-60827)  Met (CAT) 72 bp  Sc: 59.71 
AGCAGAGTGGCACAGCAGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna3399-MetCAT (50912988-50913060)  Met (CAT) 73 bp  Sc: 59.90 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGACGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_Zv9_NA385.trna11-MetCAT (20668-20740)  Met (CAT) 73 bp  Sc: 60.33 
GCCTCGTTGGCNCAGTAGGCAGCGCGTCAGTCTCATAGTCTGAAGGTCGTGAGTTCGACC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA580.trna5-MetCAT (13449-13377)  Met (CAT) 73 bp  Sc: 60.42 
AGCCGGCTAGTTCAGTTGGTAGAGCATGAGACCCATAATCTCAAGGTCGTGGGTTCGAGC 
CCCGCGTTGGGTG 
>Danio_rerio_Zv9_NA328.trna21-MetCAT (6312-6240)  Met (CAT) 73 bp  Sc: 60.47 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATCATCTGAATATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna3-MetCAT (2504-2576)  Met (CAT) 73 bp  Sc: 60.47 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATCATCTGAATATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2430-MetCAT (45005009-45005081)  Met (CAT) 73 bp  Sc: 60.49 
GCCTCGTTGGCGCAGTAGGCAGTGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2431-MetCAT (45005863-45005935)  Met (CAT) 73 bp  Sc: 60.49 
GCCTCGTTGGCGCAGTAGGCAGTGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2545-MetCAT (45751075-45751147)  Met (CAT) 73 bp  Sc: 60.63 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCATAATGTCAGGGTTGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna134-MetCAT (21562163-21562234)  Met (CAT) 72 bp  Sc: 60.94 
AGCAGAGTGGTGCAGCGGAAGCATGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTCCTA 
>Danio_rerio_chr22.trna104-MetCAT (21550438-21550509)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna111-MetCAT (21552984-21553055)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna121-MetCAT (21557247-21557318)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna123-MetCAT (21558477-21558548)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna824-MetCAT (21565920-21565849)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna836-MetCAT (21561215-21561144)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna838-MetCAT (21559984-21559913)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna847-MetCAT (21555684-21555613)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 



CATCCTCTGCTA 
>Danio_rerio_chr22.trna850-MetCAT (21554455-21554384)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna855-MetCAT (21552034-21551963)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna856-MetCAT (21551331-21551260)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna859-MetCAT (21550103-21550032)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna860-MetCAT (21549487-21549416)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna959-MetCAT (21513166-21513095)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna98-MetCAT (21547980-21548051)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna99-MetCAT (21548594-21548665)  Met (CAT) 72 bp  Sc: 61.05 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGACCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna804-MetCAT (22253106-22253035)  Met (CAT) 72 bp  Sc: 61.07 
AGCAGAGTGGCGCAGCGAAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna107-MetCAT (21551755-21551826)  Met (CAT) 72 bp  Sc: 61.07 
AGCAGAGTGGCGCCGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr17.trna312-MetCAT (31152030-31151958)  Met (CAT) 73 bp  Sc: 61.35 
GTTTCCGTAGTGTAGTGGTTAACACATTCGCCTCATACACTAAAGGTCCCCAGTTCGAAA 
CTGGGCGGAAAAA 
>Danio_rerio_chr22.trna825-MetCAT (21565515-21565444)  Met (CAT) 72 bp  Sc: 61.72 
AGCGGAGTGGTGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna7439-MetCAT (37526162-37526091)  Met (CAT) 72 bp  Sc: 61.77 
GGCTAGTTGGTCTAGGGGTATGATTCTCGCTTCATGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna53-MetCAT (118951-118879)  Met (CAT) 73 bp  Sc: 61.84 
GCCTCGTTGGTGCAGTAGGCAGTGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCAAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna18-MetCAT (42919-42847)  Met (CAT) 73 bp  Sc: 61.87 
ACCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGGGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna817-MetCAT (22239285-22239214)  Met (CAT) 72 bp  Sc: 61.88 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGACGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna2207-MetCAT (43273581-43273653)  Met (CAT) 73 bp  Sc: 61.92 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATCATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr22.trna180-MetCAT (22252363-22252434)  Met (CAT) 72 bp  Sc: 61.94 
AGCAGAGTGGTGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna184-MetCAT (22254489-22254560)  Met (CAT) 72 bp  Sc: 61.94 
AGCAGAGTGGTGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_scaffold3470.trna153-MetCAT (94308-94236)  Met (CAT) 73 bp  Sc: 62.01 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCATAATGTCAGGGTCGTGGGTTAGACC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA385.trna12-MetCAT (21523-21595)  Met (CAT) 73 bp  Sc: 62.05 
GCCTCCTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna2767-MetCAT (46964534-46964606)  Met (CAT) 73 bp  Sc: 62.11 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 



>Danio_rerio_chr4.trna8366-MetCAT (30005302-30005230)  Met (CAT) 73 bp  Sc: 62.21 
GCTTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2226-MetCAT (43755467-43755539)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2231-MetCAT (43761432-43761504)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2234-MetCAT (43764836-43764908)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2237-MetCAT (43768240-43768312)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2240-MetCAT (43771644-43771716)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2243-MetCAT (43775048-43775120)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna2245-MetCAT (43777598-43777670)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4479-MetCAT (56954849-56954777)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4482-MetCAT (56952287-56952215)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4484-MetCAT (56949736-56949664)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4490-MetCAT (56942922-56942850)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4495-MetCAT (56937811-56937739)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4502-MetCAT (56930991-56930919)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4506-MetCAT (56927575-56927503)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4518-MetCAT (56915642-56915570)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr4.trna4527-MetCAT (56907956-56907884)  Met (CAT) 73 bp  Sc: 62.21 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACGCGGAGCA 
>Danio_rerio_chr22.trna840-MetCAT (21558756-21558685)  Met (CAT) 72 bp  Sc: 62.87 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna858-MetCAT (21550717-21550646)  Met (CAT) 72 bp  Sc: 62.87 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna960-MetCAT (21512551-21512480)  Met (CAT) 72 bp  Sc: 62.87 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna152-MetCAT (22237479-22237550)  Met (CAT) 72 bp  Sc: 62.87 
AGCAGAGTGGCGCAGCGGAAGCGTGCTAGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna170-MetCAT (22247048-22247119)  Met (CAT) 72 bp  Sc: 62.87 
AGCAGAGTGGCGCAGCGGAAGCGTGCTAGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna160-MetCAT (22241731-22241802)  Met (CAT) 72 bp  Sc: 62.93 



AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna145-MetCAT (49128708-49128779)  Met (CAT) 72 bp  Sc: 62.93 
AGCAGAGTGGCGCAGCGGAAGTGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr5.trna437-MetCAT (54296456-54296528)  Met (CAT) 73 bp  Sc: 63.09 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGTGGCA 
>Danio_rerio_chr4.trna3871-MetCAT (54873055-54873128)  Met (CAT) 74 bp  Sc: 63.09 
GGCGCTGTGGCTTAGTTGGTCAAAGCGCCTGACTCATAAACAGGAGATCCTGGGTTTAAA 
TCCCAACAGTGCCC 
>Danio_rerio_Zv9_scaffold3494.trna86-MetCAT (120543-120470)  Met (CAT) 74 bp  Sc: 63.09 
GGCGCTGTGGCTTAGTTGGTCAAAGCGCCTGACTCATAAACAGGAGATCCTGGGTTTAAA 
TCCCAACAGTGCCC 
>Danio_rerio_Zv9_NA564.trna24-MetCAT (36798-36726)  Met (CAT) 73 bp  Sc: 63.23 
GCCTCGTTGGCGCAGCAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAATTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr2.trna419-MetCAT (7257126-7257054)  Met (CAT) 73 bp  Sc: 63.29 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCATAATGTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr4.trna2531-MetCAT (45748112-45748184)  Met (CAT) 73 bp  Sc: 63.29 
GCCTGGCTAGCTCAGTCGGTAGAGCATGAGACTCATAATGTCAGGGTCGTGGGTTAGAGC 
CCCACGTTGGGCG 
>Danio_rerio_Zv9_NA564.trna17-MetCAT (44200-44128)  Met (CAT) 73 bp  Sc: 63.30 
GCCTCGTTGGCACAGTAGGCAGCGCGTCAGTGTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3812-MetCAT (54175585-54175657)  Met (CAT) 73 bp  Sc: 63.36 
GCCTCGTTGGCGCAGTATGCAGCGCGTCAGTCTCATAATCTGAAGATCGTGAGTTCAAGC 
CTCACACGGGGCA 
>Danio_rerio_chr9.trna137-MetCAT (49123790-49123861)  Met (CAT) 72 bp  Sc: 63.45 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCTGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna808-MetCAT (22248854-22248783)  Met (CAT) 72 bp  Sc: 63.46 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGGCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna6281-MetCAT (44214245-44214173)  Met (CAT) 73 bp  Sc: 63.46 
GCCTCGTTGGCACAGTAGGTAGCGGGTCAGTCTCATAATCTGAAAGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr22.trna188-MetCAT (22256616-22256687)  Met (CAT) 72 bp  Sc: 63.55 
AGCTGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_NA385.trna20-MetCAT (29237-29309)  Met (CAT) 73 bp  Sc: 63.59 
GTCGCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna5-MetCAT (4213-4285)  Met (CAT) 73 bp  Sc: 63.87 
GCCTCGTTGGCGCAGTAGGCAGCGCGTTAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna3398-MetCAT (50912136-50912208)  Met (CAT) 73 bp  Sc: 63.97 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCAAGC 
CTCACACAGGGCA 
>Danio_rerio_chr5.trna425-MetCAT (54286229-54286301)  Met (CAT) 73 bp  Sc: 64.08 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTAAGTTCGAGC 
CTCACACGGGGTA 
>Danio_rerio_chr5.trna429-MetCAT (54289638-54289710)  Met (CAT) 73 bp  Sc: 64.08 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTAAGTTCGAGC 
CTCACACGGGGTA 
>Danio_rerio_chr8.trna919-MetCAT (22385707-22385636)  Met (CAT) 72 bp  Sc: 64.33 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGAAGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna191-MetCAT (49159755-49159826)  Met (CAT) 72 bp  Sc: 64.33 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGAAGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna5399-MetCAT (52474069-52473997)  Met (CAT) 73 bp  Sc: 64.33 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAAC 
CTCACACGGGGTA 
>Danio_rerio_Zv9_scaffold3494.trna76-MetCAT (135172-135100)  Met (CAT) 73 bp  Sc: 64.48 
GCCTCGTTGGCGCAGTAGGCAGCATGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 



CTCACACGGGGCA 
>Danio_rerio_chr22.trna315-MetCAT (30714331-30714403)  Met (CAT) 73 bp  Sc: 64.49 
GCCTCGTTGGCGCAGTAGGCAGTGCATCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr9.trna142-MetCAT (49127248-49127319)  Met (CAT) 72 bp  Sc: 64.57 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna151-MetCAT (49132576-49132647)  Met (CAT) 72 bp  Sc: 64.57 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna173-MetCAT (49144959-49145030)  Met (CAT) 72 bp  Sc: 64.57 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna175-MetCAT (49146396-49146467)  Met (CAT) 72 bp  Sc: 64.57 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna184-MetCAT (49151724-49151795)  Met (CAT) 72 bp  Sc: 64.57 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_scaffold3530.trna13-MetCAT (27954-28026)  Met (CAT) 73 bp  Sc: 64.75 
GCCTCGTTGGCGCAGTAGGCAACGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna2208-MetCAT (43274714-43274786)  Met (CAT) 73 bp  Sc: 64.79 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGATCGTGAGTTTGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna8365-MetCAT (30006346-30006274)  Met (CAT) 73 bp  Sc: 65.03 
GCCTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATTTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna19-MetCAT (8507-8435)  Met (CAT) 73 bp  Sc: 65.13 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTCAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr22.trna100-MetCAT (21549208-21549279)  Met (CAT) 72 bp  Sc: 65.32 
AGCAGAGTGGCGCAGTGGAAGCGTGCTGGGCCCATAACCTAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_scaffold3555.trna54-MetCAT (118098-118026)  Met (CAT) 73 bp  Sc: 65.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3555.trna57-MetCAT (115257-115185)  Met (CAT) 73 bp  Sc: 65.35 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGAGAGTTCGACC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5567-MetCAT (50670512-50670440)  Met (CAT) 73 bp  Sc: 65.37 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna25-MetCAT (35943-35871)  Met (CAT) 73 bp  Sc: 65.58 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCATAC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna1941-MetCAT (41572425-41572497)  Met (CAT) 73 bp  Sc: 66.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATATGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna15-MetCAT (30598-30670)  Met (CAT) 73 bp  Sc: 66.23 
GCCAAGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACATGGCA 
>Danio_rerio_chr22.trna829-MetCAT (21564286-21564215)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna842-MetCAT (21558139-21558068)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna864-MetCAT (21548259-21548188)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna866-MetCAT (21547644-21547573)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna871-MetCAT (21545797-21545726)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 



>Danio_rerio_chr22.trna876-MetCAT (21543950-21543879)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna881-MetCAT (21542103-21542032)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna886-MetCAT (21540256-21540185)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna891-MetCAT (21538409-21538338)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna896-MetCAT (21536562-21536491)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna901-MetCAT (21534715-21534644)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna906-MetCAT (21532868-21532797)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna911-MetCAT (21531021-21530950)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna916-MetCAT (21529174-21529103)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna921-MetCAT (21527327-21527256)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna926-MetCAT (21525480-21525409)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna931-MetCAT (21523633-21523562)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna936-MetCAT (21521786-21521715)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna941-MetCAT (21519939-21519868)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna946-MetCAT (21518092-21518021)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna951-MetCAT (21516245-21516174)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna956-MetCAT (21514398-21514327)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna136-MetCAT (49123072-49123143)  Met (CAT) 72 bp  Sc: 66.31 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna5077-MetCAT (54422331-54422259)  Met (CAT) 73 bp  Sc: 66.34 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGAGGCA 
>Danio_rerio_chr4.trna6693-MetCAT (42519159-42519087)  Met (CAT) 73 bp  Sc: 66.61 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAAGTCGTGAGTTCGAAA 
CTCACACGGGACA 
>Danio_rerio_chr4.trna7068-MetCAT (40199297-40199225)  Met (CAT) 73 bp  Sc: 66.68 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3473.trna108-MetCAT (97355-97283)  Met (CAT) 73 bp  Sc: 66.68 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna1599-MetCAT (39327869-39327941)  Met (CAT) 73 bp  Sc: 66.72 



GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTTGAGT 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna322-MetCAT (30476056-30476128)  Met (CAT) 73 bp  Sc: 66.85 
GCATCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3555.trna59-MetCAT (113107-113035)  Met (CAT) 73 bp  Sc: 66.90 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAAGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna344-MetCAT (30922355-30922427)  Met (CAT) 73 bp  Sc: 66.94 
GCCTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCT 
>Danio_rerio_chr4.trna3856-MetCAT (54854811-54854883)  Met (CAT) 73 bp  Sc: 66.99 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTACGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1601-MetCAT (39330135-39330207)  Met (CAT) 73 bp  Sc: 67.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAATTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1602-MetCAT (39332401-39332473)  Met (CAT) 73 bp  Sc: 67.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAATTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna16-MetCAT (11072-11000)  Met (CAT) 73 bp  Sc: 67.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAATTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna317-MetCAT (30716041-30716113)  Met (CAT) 73 bp  Sc: 67.15 
GCCTCGTTGGCGCAGTAGGCAGTGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr9.trna138-MetCAT (49124821-49124892)  Met (CAT) 72 bp  Sc: 67.24 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCAAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna2223-MetCAT (43752905-43752977)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna2250-MetCAT (43783558-43783630)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna4472-MetCAT (56961669-56961597)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna4483-MetCAT (56950590-56950518)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna4485-MetCAT (56948882-56948810)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna4537-MetCAT (56898574-56898502)  Met (CAT) 73 bp  Sc: 67.32 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna3686-MetCAT (53257156-53257228)  Met (CAT) 73 bp  Sc: 67.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAATCTCATAATATGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6686-MetCAT (42527129-42527057)  Met (CAT) 73 bp  Sc: 67.34 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTGTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6690-MetCAT (42523432-42523360)  Met (CAT) 73 bp  Sc: 67.34 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTGTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1939-MetCAT (41558299-41558371)  Met (CAT) 73 bp  Sc: 67.39 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCAGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3861-MetCAT (54860077-54860149)  Met (CAT) 73 bp  Sc: 67.40 
GCCTCGTTGGCGCAGTAGGCAGTGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3640-MetCAT (52668660-52668732)  Met (CAT) 73 bp  Sc: 67.48 
ACCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA787.trna15-MetCAT (21791-21719)  Met (CAT) 73 bp  Sc: 67.48 
ACCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 



CTCACACGGGGCA 
>Danio_rerio_chr22.trna345-MetCAT (30923210-30923282)  Met (CAT) 73 bp  Sc: 67.48 
TCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1596-MetCAT (39324470-39324542)  Met (CAT) 73 bp  Sc: 67.48 
TCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1598-MetCAT (39326736-39326808)  Met (CAT) 73 bp  Sc: 67.48 
TCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr17.trna287-MetCAT (31163307-31163235)  Met (CAT) 73 bp  Sc: 67.50 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCATACGCAAAAGGTCTCCAGTTCGAAA 
CTGGGGGGAAACA 
>Danio_rerio_Zv9_NA385.trna10-MetCAT (19522-19594)  Met (CAT) 73 bp  Sc: 67.55 
GCCTCGTTGGCGCAGTAGGCAGTGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3473.trna107-MetCAT (98487-98415)  Met (CAT) 73 bp  Sc: 67.62 
GCCTCGTTGGAGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4475-MetCAT (56959107-56959035)  Met (CAT) 73 bp  Sc: 67.62 
GCCTCGTTGGGGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4520-MetCAT (56913934-56913862)  Met (CAT) 73 bp  Sc: 67.62 
GCCTCGTTGGGGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna238-MetCAT (1475868-1475940)  Met (CAT) 73 bp  Sc: 67.73 
GCCTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna102-MetCAT (21549824-21549895)  Met (CAT) 72 bp  Sc: 67.78 
AGCAGAGTGGCGCAGCGGAAGCGCGCTGGGCCCATAACCCAGAGGTTGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna6540-MetCAT (43218197-43218125)  Met (CAT) 73 bp  Sc: 67.85 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGAGCA 
>Danio_rerio_chr4.trna3864-MetCAT (54862643-54862715)  Met (CAT) 73 bp  Sc: 67.92 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTAAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna802-MetCAT (22255232-22255161)  Met (CAT) 72 bp  Sc: 67.98 
AGCAGAGTGGCGCAGCGGCAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr4.trna1942-MetCAT (41573558-41573630)  Met (CAT) 73 bp  Sc: 67.98 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCTCATGGGGCA 
>Danio_rerio_Zv9_NA385.trna6-MetCAT (16102-16174)  Met (CAT) 73 bp  Sc: 67.98 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGCGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna1940-MetCAT (41559181-41559253)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2255-MetCAT (43788670-43788742)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4540-MetCAT (56895165-56895093)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5562-MetCAT (50674783-50674711)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5565-MetCAT (50672218-50672146)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5569-MetCAT (50668246-50668174)  Met (CAT) 73 bp  Sc: 68.00 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTTGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna8010-MetCAT (31863153-31863081)  Met (CAT) 73 bp  Sc: 68.19 
GCCTCATTGACGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAAC 
CTCACATGGGGCA 



>Danio_rerio_chr4.trna2126-MetCAT (42905451-42905523)  Met (CAT) 73 bp  Sc: 68.29 
GCCTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna4474-MetCAT (56959961-56959889)  Met (CAT) 73 bp  Sc: 68.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCATGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4480-MetCAT (56953995-56953923)  Met (CAT) 73 bp  Sc: 68.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCATGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5398-MetCAT (52474922-52474850)  Met (CAT) 73 bp  Sc: 68.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCATGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1685-MetCAT (39900559-39900631)  Met (CAT) 73 bp  Sc: 68.37 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna3394-MetCAT (50902845-50902917)  Met (CAT) 73 bp  Sc: 68.37 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna3215-MetCAT (48896956-48897030)  Met (CAT) 75 bp  Sc: 68.39 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATATTATCTGAAGGTCGTGAGTTCGA 
GCCTCACACGGGGCA 
>Danio_rerio_chr4.trna1943-MetCAT (41573818-41573890)  Met (CAT) 73 bp  Sc: 68.62 
GCCTCGTTGGCGCAGTAGGCAGCACGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna1-MetCAT (804-876)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTCAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna13-MetCAT (22378-22450)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTCAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna342-MetCAT (30919533-30919605)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTTAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna346-MetCAT (30924065-30924137)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2225-MetCAT (43754613-43754685)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2230-MetCAT (43760578-43760650)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2233-MetCAT (43763982-43764054)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2236-MetCAT (43767386-43767458)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2239-MetCAT (43770790-43770862)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2242-MetCAT (43774194-43774266)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2249-MetCAT (43782704-43782776)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3642-MetCAT (52670368-52670440)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4494-MetCAT (56938665-56938593)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4500-MetCAT (56933541-56933469)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4523-MetCAT (56911372-56911300)  Met (CAT) 73 bp  Sc: 68.65 



GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4526-MetCAT (56908810-56908738)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6542-MetCAT (43216489-43216417)  Met (CAT) 73 bp  Sc: 68.65 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTAAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna31-MetCAT (27107-27035)  Met (CAT) 73 bp  Sc: 68.68 
GCCACGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3555.trna56-MetCAT (116112-116040)  Met (CAT) 73 bp  Sc: 68.86 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTGTGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna8367-MetCAT (30004462-30004390)  Met (CAT) 73 bp  Sc: 68.87 
GCCTCGTTGGCGCAGTAGGCAGTGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3555.trna58-MetCAT (114238-114166)  Met (CAT) 73 bp  Sc: 68.87 
GCCTCGTTGGCGCAGTAGGCAGTGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr1.trna132-MetCAT (45456055-45456126)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr12.trna551-MetCAT (294552-294481)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr19.trna130-MetCAT (46898428-46898499)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr21.trna56-MetCAT (15809252-15809323)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr21.trna768-MetCAT (9137273-9137202)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna105-MetCAT (21551052-21551123)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna109-MetCAT (21552369-21552440)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna112-MetCAT (21553580-21553651)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna114-MetCAT (21554176-21554247)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna129-MetCAT (21560321-21560392)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna136-MetCAT (21563390-21563461)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna141-MetCAT (21565641-21565712)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna148-MetCAT (22235351-22235422)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna150-MetCAT (22236415-22236486)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna154-MetCAT (22238542-22238613)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna158-MetCAT (22240668-22240739)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 



CATCCTCTGCTA 
>Danio_rerio_chr22.trna162-MetCAT (22242794-22242865)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna164-MetCAT (22243857-22243928)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna166-MetCAT (22244921-22244992)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna168-MetCAT (22245984-22246055)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna172-MetCAT (22248111-22248182)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna178-MetCAT (22251300-22251371)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna182-MetCAT (22253426-22253497)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna41-MetCAT (21513501-21513572)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna44-MetCAT (21515348-21515419)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna47-MetCAT (21517195-21517266)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna50-MetCAT (21519042-21519113)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna53-MetCAT (21520889-21520960)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna56-MetCAT (21522736-21522807)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna59-MetCAT (21524583-21524654)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna62-MetCAT (21526430-21526501)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna65-MetCAT (21528277-21528348)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna68-MetCAT (21530124-21530195)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna71-MetCAT (21531971-21532042)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna74-MetCAT (21533818-21533889)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna77-MetCAT (21535665-21535736)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna799-MetCAT (22258422-22258351)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna801-MetCAT (22256296-22256225)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 



>Danio_rerio_chr22.trna80-MetCAT (21537512-21537583)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna805-MetCAT (22252043-22251972)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna806-MetCAT (22250980-22250909)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna807-MetCAT (22249917-22249846)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna809-MetCAT (22247791-22247720)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna810-MetCAT (22246728-22246657)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna811-MetCAT (22245664-22245593)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna812-MetCAT (22244601-22244530)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna813-MetCAT (22243537-22243466)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna815-MetCAT (22241411-22241340)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna816-MetCAT (22240348-22240277)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna818-MetCAT (22238222-22238151)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna819-MetCAT (22237159-22237088)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna820-MetCAT (22236095-22236024)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna821-MetCAT (22235031-22234960)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna83-MetCAT (21539359-21539430)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna832-MetCAT (21563055-21562984)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna835-MetCAT (21561829-21561758)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna846-MetCAT (21556912-21556841)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna86-MetCAT (21541206-21541277)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna89-MetCAT (21543053-21543124)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna92-MetCAT (21544900-21544971)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr22.trna95-MetCAT (21546747-21546818)  Met (CAT) 72 bp  Sc: 68.98 



AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr3.trna464-MetCAT (58016748-58016819)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr3.trna465-MetCAT (58017413-58017484)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr3.trna466-MetCAT (58018078-58018149)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna140-MetCAT (49125560-49125631)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna141-MetCAT (49126278-49126349)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna144-MetCAT (49127987-49128058)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna146-MetCAT (49129744-49129815)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna148-MetCAT (49130802-49130873)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna150-MetCAT (49131541-49131612)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna153-MetCAT (49133315-49133386)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna154-MetCAT (49134036-49134107)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna155-MetCAT (49134373-49134444)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna157-MetCAT (49135112-49135183)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna158-MetCAT (49136143-49136214)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna159-MetCAT (49136480-49136551)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna160-MetCAT (49137515-49137586)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna162-MetCAT (49138573-49138644)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna163-MetCAT (49139294-49139365)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna164-MetCAT (49139631-49139702)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna166-MetCAT (49140370-49140441)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna167-MetCAT (49141091-49141162)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna168-MetCAT (49142127-49142198)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 



CATCCTCTGCTA 
>Danio_rerio_chr9.trna170-MetCAT (49143185-49143256)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna172-MetCAT (49143924-49143995)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna177-MetCAT (49147135-49147206)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna178-MetCAT (49147856-49147927)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna179-MetCAT (49148892-49148963)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna181-MetCAT (49149950-49150021)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna183-MetCAT (49150689-49150760)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna186-MetCAT (49152463-49152534)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna187-MetCAT (49153184-49153255)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna188-MetCAT (49157662-49157733)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna189-MetCAT (49158383-49158454)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna190-MetCAT (49158720-49158791)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_chr9.trna192-MetCAT (49161072-49161143)  Met (CAT) 72 bp  Sc: 68.98 
AGCAGAGTGGCGCAGCGGAAGCGTGCTGGGCCCATAACCCAGAGGTCGATGGATCGAAAC 
CATCCTCTGCTA 
>Danio_rerio_Zv9_NA328.trna20-MetCAT (7167-7095)  Met (CAT) 73 bp  Sc: 69.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACAAGGGGCA 
>Danio_rerio_chr4.trna1683-MetCAT (39898629-39898701)  Met (CAT) 73 bp  Sc: 69.01 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACAGGGGGCA 
>Danio_rerio_chr4.trna8368-MetCAT (30002401-30002329)  Met (CAT) 73 bp  Sc: 69.18 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCAAAC 
CTCACGCGGGGCA 
>Danio_rerio_chr22.trna310-MetCAT (30709503-30709575)  Met (CAT) 73 bp  Sc: 69.27 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Danio_rerio_chr22.trna312-MetCAT (30711489-30711561)  Met (CAT) 73 bp  Sc: 69.27 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACCCGGGGCA 
>Danio_rerio_Zv9_NA787.trna14-MetCAT (22649-22577)  Met (CAT) 73 bp  Sc: 69.30 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGAGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna71-MetCAT (139404-139332)  Met (CAT) 73 bp  Sc: 69.30 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGCGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna32-MetCAT (26252-26180)  Met (CAT) 73 bp  Sc: 69.47 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCTGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGAGGCA 
>Danio_rerio_Zv9_NA385.trna25-MetCAT (33512-33584)  Met (CAT) 73 bp  Sc: 69.61 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 



>Danio_rerio_chr22.trna314-MetCAT (30713476-30713548)  Met (CAT) 73 bp  Sc: 69.62 
GCCTCGTTGGTGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1684-MetCAT (39899705-39899777)  Met (CAT) 73 bp  Sc: 70.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATTTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6279-MetCAT (44215962-44215890)  Met (CAT) 73 bp  Sc: 70.54 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCAAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3218-MetCAT (48900654-48900726)  Met (CAT) 73 bp  Sc: 71.31 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3225-MetCAT (48908322-48908394)  Met (CAT) 73 bp  Sc: 71.31 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna903-MetCAT (33859702-33859775)  Met (CAT) 74 bp  Sc: 71.70 
GGCGCTGTGGCTTAGTTGGTCAAAGCGCCTGTCTCATAAACAGGAGATCCTGGGTTCATA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna6692-MetCAT (42520868-42520796)  Met (CAT) 73 bp  Sc: 71.73 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAAGTCGTGAGTTCGAAA 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna21-MetCAT (30094-30166)  Met (CAT) 73 bp  Sc: 71.87 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna2766-MetCAT (46963666-46963738)  Met (CAT) 73 bp  Sc: 72.10 
GCCTCGTTGGCGCAGTAGGCAGCGCGTTAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2432-MetCAT (45006717-45006789)  Met (CAT) 73 bp  Sc: 72.16 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGATCGAAC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna1595-MetCAT (39323337-39323409)  Met (CAT) 73 bp  Sc: 72.25 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3221-MetCAT (48903774-48903846)  Met (CAT) 73 bp  Sc: 72.25 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3857-MetCAT (54855666-54855738)  Met (CAT) 73 bp  Sc: 72.25 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5560-MetCAT (50676768-50676696)  Met (CAT) 73 bp  Sc: 72.25 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTTGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna340-MetCAT (30917268-30917340)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna341-MetCAT (30918400-30918472)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4503-MetCAT (56930137-56930065)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4519-MetCAT (56914788-56914716)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna20-MetCAT (41210-41138)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna233-MetCAT (1469058-1469130)  Met (CAT) 73 bp  Sc: 72.28 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1603-MetCAT (39333534-39333606)  Met (CAT) 73 bp  Sc: 72.78 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATATTCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr8.trna422-MetCAT (40467218-40467290)  Met (CAT) 73 bp  Sc: 73.02 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna230-MetCAT (1466496-1466568)  Met (CAT) 73 bp  Sc: 73.02 



GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGATCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6543-MetCAT (43215636-43215564)  Met (CAT) 73 bp  Sc: 73.17 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCAAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6545-MetCAT (43212821-43212749)  Met (CAT) 73 bp  Sc: 73.19 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6547-MetCAT (43211112-43211040)  Met (CAT) 73 bp  Sc: 73.19 
GCCTCGTTGGCGCAGTAGGCAGCGCATCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3222-MetCAT (48905483-48905555)  Met (CAT) 73 bp  Sc: 73.44 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5400-MetCAT (52473219-52473147)  Met (CAT) 73 bp  Sc: 73.44 
GCCTCGTTGGCGCAGTAGGCAGCGTGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna14-MetCAT (13855-13783)  Met (CAT) 73 bp  Sc: 73.46 
GCCTTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACAGGGCA 
>Danio_rerio_chr4.trna3214-MetCAT (48885527-48885599)  Met (CAT) 73 bp  Sc: 73.50 
GCCCTGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1597-MetCAT (39325325-39325397)  Met (CAT) 73 bp  Sc: 73.52 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATGATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3688-MetCAT (53258866-53258938)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna7066-MetCAT (40202442-40202370)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA328.trna17-MetCAT (10217-10145)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA328.trna4-MetCAT (3359-3431)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA385.trna18-MetCAT (27526-27598)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA385.trna23-MetCAT (31804-31876)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA385.trna8-MetCAT (17812-17884)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA564.trna22-MetCAT (38640-38568)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA564.trna27-MetCAT (34233-34161)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_scaffold3555.trna52-MetCAT (119806-119734)  Met (CAT) 73 bp  Sc: 73.59 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna3860-MetCAT (54859222-54859294)  Met (CAT) 73 bp  Sc: 73.79 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGATGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6280-MetCAT (44215101-44215029)  Met (CAT) 73 bp  Sc: 73.88 
GCCTCGTTGGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAAGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA328.trna13-MetCAT (14710-14638)  Met (CAT) 73 bp  Sc: 73.91 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_Zv9_NA328.trna15-MetCAT (11926-11854)  Met (CAT) 73 bp  Sc: 73.91 
GCCTCATTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 



CTCACATGGGGCA 
>Danio_rerio_chr2.trna177-MetCAT (45750468-45750540)  Met (CAT) 73 bp  Sc: 73.94 
GCCTCATTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna14-MetCAT (24116-24188)  Met (CAT) 73 bp  Sc: 74.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGAGGCA 
>Danio_rerio_Zv9_NA385.trna15-MetCAT (24966-25038)  Met (CAT) 73 bp  Sc: 74.33 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGAGGCA 
>Danio_rerio_chr22.trna2-MetCAT (2130215-2130287)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna308-MetCAT (30707796-30707868)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna309-MetCAT (30708650-30708722)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna311-MetCAT (30710636-30710708)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna313-MetCAT (30712622-30712694)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna316-MetCAT (30715186-30715258)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr22.trna343-MetCAT (30920666-30920738)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna1594-MetCAT (39322204-39322276)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2220-MetCAT (43750344-43750416)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2221-MetCAT (43751198-43751270)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2222-MetCAT (43752051-43752123)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2224-MetCAT (43753759-43753831)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2227-MetCAT (43757163-43757235)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2228-MetCAT (43758870-43758942)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2229-MetCAT (43759724-43759796)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2232-MetCAT (43763128-43763200)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2235-MetCAT (43766532-43766604)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2238-MetCAT (43769936-43770008)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2241-MetCAT (43773340-43773412)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 



>Danio_rerio_chr4.trna2244-MetCAT (43776744-43776816)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2251-MetCAT (43785254-43785326)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2252-MetCAT (43786108-43786180)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2253-MetCAT (43786962-43787034)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2764-MetCAT (46960767-46960839)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2765-MetCAT (46962827-46962899)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3216-MetCAT (48898668-48898740)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3217-MetCAT (48899521-48899593)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3219-MetCAT (48901508-48901580)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3220-MetCAT (48902641-48902713)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3223-MetCAT (48906336-48906408)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3224-MetCAT (48907189-48907261)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3226-MetCAT (48909176-48909248)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3396-MetCAT (50909237-50909309)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3397-MetCAT (50910076-50910148)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3637-MetCAT (52666124-52666196)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3639-MetCAT (52667806-52667878)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3641-MetCAT (52669514-52669586)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3858-MetCAT (54856521-54856593)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3859-MetCAT (54857871-54857943)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3862-MetCAT (54860933-54861005)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3863-MetCAT (54861788-54861860)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4471-MetCAT (56962523-56962451)  Met (CAT) 73 bp  Sc: 74.91 



GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4473-MetCAT (56960815-56960743)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4476-MetCAT (56957410-56957338)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4477-MetCAT (56956556-56956484)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4478-MetCAT (56955703-56955631)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4481-MetCAT (56953141-56953069)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4486-MetCAT (56946338-56946266)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4487-MetCAT (56945484-56945412)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4488-MetCAT (56944630-56944558)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4489-MetCAT (56943776-56943704)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4491-MetCAT (56942070-56941998)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4492-MetCAT (56940373-56940301)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4493-MetCAT (56939519-56939447)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4496-MetCAT (56936957-56936885)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4497-MetCAT (56936103-56936031)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4498-MetCAT (56935249-56935177)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4499-MetCAT (56934395-56934323)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4501-MetCAT (56931845-56931773)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4504-MetCAT (56929283-56929211)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4505-MetCAT (56928429-56928357)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4507-MetCAT (56925879-56925807)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4508-MetCAT (56925025-56924953)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4509-MetCAT (56924171-56924099)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 



CTCACACGGGGCA 
>Danio_rerio_chr4.trna4510-MetCAT (56923317-56923245)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4512-MetCAT (56921609-56921537)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4513-MetCAT (56920755-56920683)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4514-MetCAT (56919901-56919829)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4515-MetCAT (56919047-56918975)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4516-MetCAT (56918193-56918121)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4521-MetCAT (56913080-56913008)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4522-MetCAT (56912226-56912154)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4524-MetCAT (56910518-56910446)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4525-MetCAT (56909664-56909592)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4528-MetCAT (56906259-56906187)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4529-MetCAT (56905405-56905333)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4530-MetCAT (56904551-56904479)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4531-MetCAT (56903697-56903625)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4532-MetCAT (56902844-56902772)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4533-MetCAT (56901990-56901918)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4534-MetCAT (56901136-56901064)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4535-MetCAT (56900282-56900210)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna4536-MetCAT (56899428-56899356)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5561-MetCAT (50675916-50675844)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5563-MetCAT (50673928-50673856)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5564-MetCAT (50673073-50673001)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 



>Danio_rerio_chr4.trna5566-MetCAT (50671363-50671291)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5568-MetCAT (50669379-50669307)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5571-MetCAT (50665684-50665612)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5572-MetCAT (50664829-50664757)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna5573-MetCAT (50663974-50663902)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6538-MetCAT (43219905-43219833)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6539-MetCAT (43219050-43218978)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6541-MetCAT (43217342-43217270)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6683-MetCAT (42529969-42529897)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6684-MetCAT (42529117-42529045)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6685-MetCAT (42527984-42527912)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6688-MetCAT (42525419-42525347)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna6689-MetCAT (42524564-42524492)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna7067-MetCAT (40201616-40201544)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna7069-MetCAT (40198456-40198384)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna426-MetCAT (54287082-54287154)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna427-MetCAT (54287936-54288008)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna430-MetCAT (54290491-54290563)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna431-MetCAT (54291345-54291417)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna434-MetCAT (54293900-54293972)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna438-MetCAT (54297310-54297382)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna980-MetCAT (39187356-39187284)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr5.trna981-MetCAT (39175714-39175642)  Met (CAT) 73 bp  Sc: 74.91 



GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr8.trna423-MetCAT (40468073-40468145)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA328.trna18-MetCAT (9362-9290)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna16-MetCAT (25816-25888)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna17-MetCAT (26671-26743)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna24-MetCAT (32659-32731)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna7-MetCAT (16957-17029)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA385.trna9-MetCAT (18667-18739)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna19-MetCAT (42065-41993)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna21-MetCAT (39500-39428)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna23-MetCAT (37653-37581)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna26-MetCAT (35088-35016)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna28-MetCAT (33378-33306)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna29-MetCAT (28816-28744)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA564.trna30-MetCAT (27962-27890)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA787.trna16-MetCAT (20937-20865)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_NA787.trna17-MetCAT (20082-20010)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna72-MetCAT (138272-138200)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna73-MetCAT (137419-137347)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna74-MetCAT (136287-136215)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna75-MetCAT (135432-135360)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna78-MetCAT (133462-133390)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3494.trna79-MetCAT (132607-132535)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 



CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna12-MetCAT (27114-27186)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna231-MetCAT (1467350-1467422)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna232-MetCAT (1468204-1468276)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna234-MetCAT (1469912-1469984)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna235-MetCAT (1470766-1470838)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3530.trna236-MetCAT (1472463-1472535)  Met (CAT) 73 bp  Sc: 74.91 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr12.trna468-MetCAT (2970511-2970439)  Met (CAT) 73 bp  Sc: 75.42 
GCCCGGCTAGCTCAGTCGGTAGAGCATGAGACTCATAATTTCAGGGTCGTGGGTTCGAGC 
CCCACGTTGGGCG 
>Danio_rerio_chr22.trna339-MetCAT (30916135-30916207)  Met (CAT) 73 bp  Sc: 76.56 
GCCTCGTTGGCGCAGTAGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAAC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna2817-MetCAT (47800505-47800577)  Met (CAT) 73 bp  Sc: 76.93 
GTTTCCGTAGTGTAGTGGTTATCACGTTTGCCTCATATGCAAAAGGTCCCCAGTTCGAAA 
CTGGGGGGAAACA 
>Danio_rerio_Zv9_NA564.trna33-MetCAT (25402-25330)  Met (CAT) 73 bp  Sc: 77.10 
GCCTCGTTGGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACATGGGGCA 
>Danio_rerio_chr4.trna6546-MetCAT (43211967-43211895)  Met (CAT) 73 bp  Sc: 78.42 
GCCTCGTTGGCGCAGTGGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr4.trna3305-MetCAT (50154060-50154132)  Met (CAT) 73 bp  Sc: 79.46 
GCCTCGTTGGCGCAGTTGGCAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGAGC 
CTCACACGGGGCA 
>Danio_rerio_chr19.trna269-MetCAT (9853042-9852970)  Met (CAT) 73 bp  Sc: 79.85 
GCCTCGTTAGCGCAGTAGGTAGCGCGTCAGTCTCATAATCTGAAGGTCGTGAGTTCGATC 
CTCACACGGGGCA 
>Danio_rerio_Zv9_scaffold3503.trna115-MetCAT (958245-958173)  Met (CAT) 73 bp  Sc: 84.46 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCATACGCGAAAGGTCCCCAGTTCGAAA 
CTGGGCGGAAACA 
>Danio_rerio_Zv9_scaffold3503.trna118-MetCAT (955505-955433)  Met (CAT) 73 bp  Sc: 84.46 
GTTTCCGTAGTGTAGTGGTTATCACGTTCGCCTCATACGCGAAAGGTCCCCAGTTCGAAA 
CTGGGCGGAAACA 
>Danio_rerio_chr20.trna733-MetCAT (10191069-10190958)  Met (CAT) 112 bp  Sc: 67.79 
GTCAGAATGGCCGAGTGGTCTAAGGTACCAGACTCATGGTGATTAAATTTTCTCTAGAAA 
TGAGATTTCTGGTCTCCAGCTGGAGGCGTGGGTTCAAATCCCACTTCTGACA 
>Danio_rerio_chr25.trna190-PheAAA (25870660-25870588)  Phe (AAA) 73 bp  Sc: 56.95 
GCTGAAATAGCTCAGTTGCGAGAGCATTAGACTAAAGATCTTAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3635-PheAAA (52647883-52647955)  Phe (AAA) 73 bp  Sc: 66.44 
GCCGAAATAGCTCAGTTGGGGGAGCGTTAGACTAAAGATCTAAAGGTCCCTGGTTTGATC 
CCGGGTTTCGGCT 
>Danio_rerio_chr13.trna217-PheAAA (48320338-48320419)  Phe (AAA) 82 bp  Sc: 68.04 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAAAAATACATTGGGGTCTCGCCGTGCA 
GGTTCGAATCCTGCTGATTACG 
>Danio_rerio_Zv9_scaffold3480.trna77-PheAAA (302103-302175)  Phe (AAA) 73 bp  Sc: 68.81 
GTCGAAATAGCTCAGTTGGGAGAGCCTTAGACTAAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTAGGCA 
>Danio_rerio_chr4.trna2505-PheAAA (45717930-45718011)  Phe (AAA) 82 bp  Sc: 71.00 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAAAAATCCTTTGGGGTCTCCCCGCGCA 
GATTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna2123-PheAAA (42723587-42723659)  Phe (AAA) 73 bp  Sc: 71.61 
GTTTCTGTAGTGTAGTGGTCATCACGTTCGCCTAAAACATGAAAGGTCCTCGGTTCGAAA 
CCGAGCAGAAACA 



>Danio_rerio_Zv9_scaffold3494.trna151-PheAAA (46017-45944)  Phe (AAA) 74 bp  Sc: 79.24 
GGCCGGTTAGCTCAGCTGGTTAGAGCATGGTGCTAAAAACGCCAAGGTCGCGGGTTCGAT 
CCCCGTACTGGCCA 
>Danio_rerio_Zv9_scaffold3473.trna115-PheAAA (32125-32053)  Phe (AAA) 73 bp  Sc: 79.48 
GCCGAAATAGCTCAGTTGGAAGAGCGTTAGACTAAAGATCTAAAGGTCCCTGGTTCAATC 
CCTGGTTTTGGCA 
>Danio_rerio_chr4.trna7710-PheAAA (34468568-34468487)  Phe (AAA) 82 bp  Sc: 81.87 
GTAGTCGTGGCAGAGTGGTTAAGGCGATGGACTAAAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna246-PheAAA (25988217-25988328)  Phe (AAA) 112 bp  Sc: 47.13 
GTCAGAATGGCCGAGTGGTCTAAGGTGCCAGACTAAAGGTGAATCAACTTTCTCAGTTAA 
TGAGAATTCTGATCTCCCGATGGCGGTGTGGGTTCAAATCCAACTTCTGACA 
>Danio_rerio_chr3.trna67-PheGAA (9456550-9456622)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr3.trna82-PheGAA (9462534-9462606)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna1689-PheGAA (40077943-40078015)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5894-PheGAA (47699202-47699130)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5916-PheGAA (47689635-47689563)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5925-PheGAA (47686036-47685964)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5928-PheGAA (47684837-47684765)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5943-PheGAA (47678234-47678162)  Phe (GAA) 73 bp  Sc: 46.05 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna3711-PheGAA (53388234-53388306)  Phe (GAA) 73 bp  Sc: 47.67 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAGCTGAAGATCTAAAGGTCCCTGGTTTGATC 
CTGGATTTTGGCA 
>Danio_rerio_Zv9_NA109.trna9-PheGAA (5619-5547)  Phe (GAA) 73 bp  Sc: 48.80 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGACC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_NA10.trna66-PheGAA (931-859)  Phe (GAA) 73 bp  Sc: 49.62 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTACGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna4157-PheGAA (56535811-56535883)  Phe (GAA) 73 bp  Sc: 49.88 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_Zv9_NA10.trna60-PheGAA (3326-3254)  Phe (GAA) 73 bp  Sc: 49.88 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_chr4.trna5888-PheGAA (47701601-47701529)  Phe (GAA) 73 bp  Sc: 50.03 
GCTGAAATTGTTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_scaffold3473.trna67-PheGAA (253705-253633)  Phe (GAA) 73 bp  Sc: 50.29 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATA 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna4043-PheGAA (55794273-55794345)  Phe (GAA) 73 bp  Sc: 51.42 
GCCGAAATTGCTGAGTTGGGAGAGCGTTAAATTGAAGATCTAAAGGTCCCTGATTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr3.trna64-PheGAA (9455350-9455422)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr3.trna85-PheGAA (9463734-9463806)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna4154-PheGAA (56534612-56534684)  Phe (GAA) 73 bp  Sc: 51.50 



GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna5906-PheGAA (47694405-47694333)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna5908-PheGAA (47693218-47693146)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna5940-PheGAA (47679432-47679360)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna5946-PheGAA (47677034-47676962)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_scaffold3494.trna154-PheGAA (44654-44582)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATCGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_scaffold3494.trna157-PheGAA (43460-43388)  Phe (GAA) 73 bp  Sc: 51.50 
GCTGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_chr4.trna502-PheGAA (31433700-31433772)  Phe (GAA) 73 bp  Sc: 52.48 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAAGTCCCTGGTTTGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3517.trna4-PheGAA (63220-63148)  Phe (GAA) 73 bp  Sc: 52.75 
GCTGAAATAGCTCAGTTGGGACAGCCTTAAACTGAAGATCTAAAGGTCCCTGGTTCAATC 
TCGTGTTTCAGCA 
>Danio_rerio_chr4.trna3304-PheGAA (50111069-50111141)  Phe (GAA) 73 bp  Sc: 53.95 
GCCGAAATAGCTCAGTTGTGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTTGATC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_NA109.trna12-PheGAA (4417-4345)  Phe (GAA) 73 bp  Sc: 54.36 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTACGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna146-PheGAA (29295245-29295317)  Phe (GAA) 73 bp  Sc: 54.36 
GCCGAAATAGCTCAGTTGGGACAGCCTTAAACTGAAGATCTAAAGGTCCCTGGTTCAATC 
TCGTGTTTCGGCA 
>Danio_rerio_chr5.trna452-PheGAA (54352435-54352507)  Phe (GAA) 73 bp  Sc: 54.43 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGTTTTTGGCA 
>Danio_rerio_Zv9_NA10.trna51-PheGAA (6925-6853)  Phe (GAA) 73 bp  Sc: 54.62 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_Zv9_scaffold3494.trna146-PheGAA (48254-48182)  Phe (GAA) 73 bp  Sc: 54.62 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
TTGGGTTTAGGCA 
>Danio_rerio_Zv9_scaffold3503.trna16-PheGAA (129771-129840)  Phe (GAA) 70 bp  Sc: 55.19 
TGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATCCC 
GGGGTTGTAA 
>Danio_rerio_chr4.trna5173-PheGAA (54192442-54192370)  Phe (GAA) 73 bp  Sc: 55.28 
GCCGAAATAGCTCAGTTGGGAGATCATTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGTCTTTAGGCA 
>Danio_rerio_chr4.trna3623-PheGAA (52643043-52643115)  Phe (GAA) 73 bp  Sc: 55.55 
GCCGAAATAGCTCAGAAGGGAGAGCGTTAGACTGAAGATTTAAAGGTCCCTGCTTCGATC 
CCGGGTTTCCGCA 
>Danio_rerio_chr4.trna7211-PheGAA (39186884-39186812)  Phe (GAA) 73 bp  Sc: 55.67 
GACGAAATAGCTCAGTTGGGAGTGTGTTAGACTGAAAATATAAAGGTTCCTGGTTCGATC 
CCGGGTTTAGGCA 
>Danio_rerio_chr4.trna511-PheGAA (31437310-31437382)  Phe (GAA) 73 bp  Sc: 55.91 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCATGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna882-PheGAA (33842554-33842626)  Phe (GAA) 73 bp  Sc: 55.91 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGAGTTTCGGCA 
>Danio_rerio_chr4.trna885-PheGAA (33843757-33843829)  Phe (GAA) 73 bp  Sc: 55.91 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGAGTTTCGGCA 
>Danio_rerio_chr4.trna5476-PheGAA (52003702-52003630)  Phe (GAA) 73 bp  Sc: 55.93 
GCTAAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCAATC 



CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6376-PheGAA (43816134-43816062)  Phe (GAA) 73 bp  Sc: 56.32 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGCTTTCGGCA 
>Danio_rerio_chr4.trna4424-PheGAA (57219758-57219686)  Phe (GAA) 73 bp  Sc: 56.43 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTACCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna1753-PheGAA (40542894-40542966)  Phe (GAA) 73 bp  Sc: 56.47 
GATGAAATAGCTCAGTTGGGAGTGTGTTAAACTGAAGATCTAAAGGTTCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3494.trna166-PheGAA (39878-39805)  Phe (GAA) 74 bp  Sc: 56.80 
GTTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGTGGTTGTAAAA 
>Danio_rerio_chr4.trna4160-PheGAA (56537012-56537084)  Phe (GAA) 73 bp  Sc: 57.20 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTGGGCA 
>Danio_rerio_chr4.trna5520-PheGAA (51930577-51930505)  Phe (GAA) 73 bp  Sc: 57.26 
GACGAATTAGCTCTGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCGTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr5.trna449-PheGAA (54351236-54351308)  Phe (GAA) 73 bp  Sc: 57.47 
GCCGAAATTGCTCAGTTGGGAGAACGTTAAACTGAAGATCTAAAGGTCCCTCGTTCGATC 
CTGGGTTTCGGCT 
>Danio_rerio_chr4.trna4163-PheGAA (56538198-56538269)  Phe (GAA) 72 bp  Sc: 57.73 
TTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGTTCTAAAGGTCCCTGGTTCGATCC 
CGGGGTTGTAAA 
>Danio_rerio_chr25.trna193-PheGAA (25869805-25869733)  Phe (GAA) 73 bp  Sc: 58.48 
GCTGAAATAACTCAGTTAGGAGAGCGTTAGACTGAAAATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr20.trna234-PheGAA (25859239-25859310)  Phe (GAA) 72 bp  Sc: 58.54 
GGGGGTATAGCTCAGTGGGAGAATATTTGACTGAAGATCAAGAGGTCCCCGGTTCAAATC 
GGGGTGCCCCCT 
>Danio_rerio_Zv9_NA109.trna3-PheGAA (8020-7948)  Phe (GAA) 73 bp  Sc: 58.83 
GTTGAAATAGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3536.trna73-PheGAA (368025-368097)  Phe (GAA) 73 bp  Sc: 58.95 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTTGATC 
CTGGGTTTTGGCA 
>Danio_rerio_chr3.trna88-PheGAA (9464927-9464999)  Phe (GAA) 73 bp  Sc: 59.43 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6178-PheGAA (45021483-45021411)  Phe (GAA) 73 bp  Sc: 59.81 
GCTGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr5.trna446-PheGAA (54350036-54350108)  Phe (GAA) 73 bp  Sc: 59.84 
GCCGAAATTGCTCAGTTTGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr3.trna91-PheGAA (9466113-9466184)  Phe (GAA) 72 bp  Sc: 59.85 
TTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATCC 
CGGGGTTGTAAA 
>Danio_rerio_chr4.trna6193-PheGAA (45015478-45015407)  Phe (GAA) 72 bp  Sc: 59.85 
TTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATCC 
CGGGGTTGTAAA 
>Danio_rerio_chr4.trna5609-PheGAA (50170644-50170572)  Phe (GAA) 73 bp  Sc: 59.86 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
GTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3530.trna88-PheGAA (456645-456717)  Phe (GAA) 73 bp  Sc: 60.03 
GCTGATGTAGCTCAGTTGGGAGAGCATTAGACTGAAAATCTAAAGGTCTCTGGTTCCATC 
CCAGGTTTCTGCA 
>Danio_rerio_chr4.trna5937-PheGAA (47681245-47681173)  Phe (GAA) 73 bp  Sc: 60.07 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGATTCGGCA 
>Danio_rerio_Zv9_scaffold3538.trna32-PheGAA (163619-163547)  Phe (GAA) 73 bp  Sc: 60.69 
GCCGAAATTGCTCAGTTGGGAGAGCATTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTAGGCA 
>Danio_rerio_Zv9_scaffold3503.trna10-PheGAA (127386-127458)  Phe (GAA) 73 bp  Sc: 61.07 
GGCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 



>Danio_rerio_chr4.trna6840-PheGAA (40875163-40875091)  Phe (GAA) 73 bp  Sc: 61.17 
AACGAAATAGCTCAGTTGGGAGTGTGTTAGACTGAAGATCTAAAGGTTCCTGGTTCGATT 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna891-PheGAA (33846158-33846230)  Phe (GAA) 73 bp  Sc: 61.21 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAATTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3708-PheGAA (53387034-53387106)  Phe (GAA) 73 bp  Sc: 61.33 
GCCGAAATTGCTCAGATGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTTGGCA 
>Danio_rerio_Zv9_scaffold3536.trna71-PheGAA (366837-366908)  Phe (GAA) 72 bp  Sc: 61.56 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGTTTTGGCA 
>Danio_rerio_chr4.trna514-PheGAA (31438513-31438585)  Phe (GAA) 73 bp  Sc: 61.72 
TCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATT 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna1695-PheGAA (40080341-40080413)  Phe (GAA) 73 bp  Sc: 62.28 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3301-PheGAA (50109862-50109934)  Phe (GAA) 73 bp  Sc: 62.28 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_NA109.trna6-PheGAA (6818-6746)  Phe (GAA) 73 bp  Sc: 62.28 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_NA251.trna10-PheGAA (21449-21521)  Phe (GAA) 73 bp  Sc: 62.28 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGATCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna4046-PheGAA (55795472-55795544)  Phe (GAA) 73 bp  Sc: 62.47 
GCCGAAATTGTTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5649-PheGAA (49662886-49662815)  Phe (GAA) 72 bp  Sc: 62.66 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGATCCCTGGTTCGATT 
TGGGTTTTGGCA 
>Danio_rerio_Zv9_scaffold3530.trna348-PheGAA (510593-510521)  Phe (GAA) 73 bp  Sc: 62.82 
GCCGAAATAGCTCAGTTGTGAGAGTGTTAGACTGAAGATATAAAGGTCCCTGGTTCTATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna5554-PheGAA (50879101-50879029)  Phe (GAA) 73 bp  Sc: 63.02 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3503.trna13-PheGAA (128584-128656)  Phe (GAA) 73 bp  Sc: 63.02 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3536.trna65-PheGAA (363364-363436)  Phe (GAA) 73 bp  Sc: 63.02 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna505-PheGAA (31434905-31434977)  Phe (GAA) 73 bp  Sc: 63.04 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATTTTAAGGTCCCTGGTTCGATT 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna508-PheGAA (31436111-31436183)  Phe (GAA) 73 bp  Sc: 63.04 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATTTTAAGGTCCCTGGTTCGATT 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna520-PheGAA (31440921-31440993)  Phe (GAA) 73 bp  Sc: 63.04 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATTTTAAGGTCCCTGGTTCGATT 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna523-PheGAA (31442124-31442196)  Phe (GAA) 73 bp  Sc: 63.04 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATTTTAAGGTCCCTGGTTCGATT 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna1692-PheGAA (40079148-40079220)  Phe (GAA) 73 bp  Sc: 64.17 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_NA10.trna54-PheGAA (5723-5651)  Phe (GAA) 73 bp  Sc: 64.17 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_NA10.trna63-PheGAA (2127-2055)  Phe (GAA) 73 bp  Sc: 64.17 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3473.trna70-PheGAA (252500-252428)  Phe (GAA) 73 bp  Sc: 64.17 



GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3473.trna73-PheGAA (250751-250679)  Phe (GAA) 73 bp  Sc: 64.17 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3473.trna76-PheGAA (249553-249481)  Phe (GAA) 73 bp  Sc: 64.17 
GCCGAAATTGCTCAGTTGGGAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna7241-PheGAA (38780183-38780111)  Phe (GAA) 73 bp  Sc: 64.90 
GCTGAAATAGCTCAGTTGTGAGAGCGTTAGACTGAAGACCTAAAGGTTCCTGGTTCGATC 
CCAGGTTTCGGCA 
>Danio_rerio_chr6.trna82-PheGAA (27958276-27958348)  Phe (GAA) 73 bp  Sc: 64.94 
GCCGAAATAGCTCAGTTGGGAGAGCTTTAGACTGAAGATCTAAAGCTCCCAGGTTCAATC 
CAAGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3503.trna7-PheGAA (126178-126250)  Phe (GAA) 73 bp  Sc: 65.09 
GCTGAAATAGCTTAGTTGGGAGAGTGTTAGACTGAATATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5949-PheGAA (47675841-47675769)  Phe (GAA) 73 bp  Sc: 65.64 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6387-PheGAA (43799948-43799876)  Phe (GAA) 73 bp  Sc: 65.64 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5375-PheGAA (52682074-52682002)  Phe (GAA) 73 bp  Sc: 65.87 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTTGGCA 
>Danio_rerio_Zv9_scaffold3536.trna60-PheGAA (361645-361717)  Phe (GAA) 73 bp  Sc: 65.87 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTTGGCA 
>Danio_rerio_Zv9_scaffold3536.trna63-PheGAA (362843-362915)  Phe (GAA) 73 bp  Sc: 65.87 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTTGGCA 
>Danio_rerio_chr4.trna1997-PheGAA (41784497-41784569)  Phe (GAA) 73 bp  Sc: 66.01 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGTTCCCTGGTTTGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3536.trna68-PheGAA (365639-365711)  Phe (GAA) 73 bp  Sc: 66.03 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6181-PheGAA (45020283-45020211)  Phe (GAA) 73 bp  Sc: 67.28 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6184-PheGAA (45019083-45019011)  Phe (GAA) 73 bp  Sc: 67.28 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6187-PheGAA (45017883-45017811)  Phe (GAA) 73 bp  Sc: 67.28 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6190-PheGAA (45016683-45016611)  Phe (GAA) 73 bp  Sc: 67.28 
GCTGAAATTGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3536.trna57-PheGAA (360445-360517)  Phe (GAA) 73 bp  Sc: 67.29 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCG 
>Danio_rerio_chr4.trna3550-PheGAA (52451969-52452041)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3553-PheGAA (52453168-52453240)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3556-PheGAA (52454370-52454442)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3559-PheGAA (52455570-52455642)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3562-PheGAA (52456770-52456842)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 



CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3565-PheGAA (52457970-52458042)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3568-PheGAA (52459176-52459248)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna3571-PheGAA (52460371-52460443)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5372-PheGAA (52683274-52683202)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5479-PheGAA (52002504-52002432)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5617-PheGAA (50166668-50166596)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna5620-PheGAA (50165466-50165394)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna6379-PheGAA (43814933-43814861)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr5.trna443-PheGAA (54348835-54348907)  Phe (GAA) 73 bp  Sc: 67.76 
GCCGAAATTGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna7457-PheGAA (37486231-37486159)  Phe (GAA) 73 bp  Sc: 68.21 
GCAGAAATAGTTCAGTTGGGAAAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_NA10.trna57-PheGAA (4524-4452)  Phe (GAA) 73 bp  Sc: 68.47 
GCCGAAATTGCTCAGTTGGTAGAGTGTTAAACTGAAGTTCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3482.trna35-PheGAA (99138-99066)  Phe (GAA) 73 bp  Sc: 69.10 
GTCAAAATAGCTCAGTTGGGAGAGCCTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna231-PheGAA (12993708-12993636)  Phe (GAA) 73 bp  Sc: 69.81 
GCCGAAATAGATCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTAGGCA 
>Danio_rerio_chr8.trna731-PheGAA (40527628-40527557)  Phe (GAA) 72 bp  Sc: 69.97 
GCCGAAATAGCTCAGTTGGGAGAGTGTAGACTGAAGATCTAAAGGTCCCTGGTTCGATCC 
CGGGTTTCGGCA 
>Danio_rerio_chr4.trna1091-PheGAA (36085982-36086054)  Phe (GAA) 73 bp  Sc: 70.53 
GCTGAAATAGTTCAGTTGGGAAAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_NA251.trna7-PheGAA (20250-20322)  Phe (GAA) 73 bp  Sc: 71.06 
GCCAAAATAGTTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
GCGGGTTTTGGCA 
>Danio_rerio_chr3.trna360-PheGAA (39046399-39046471)  Phe (GAA) 73 bp  Sc: 71.28 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATGTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr3.trna418-PheGAA (39074017-39074089)  Phe (GAA) 73 bp  Sc: 72.51 
GCCGAAATAGTTCAGTTGGTAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTAGGCA 
>Danio_rerio_chr3.trna228-PheGAA (37599515-37599587)  Phe (GAA) 73 bp  Sc: 72.69 
GCCAAAATAGCACAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna237-PheGAA (37603072-37603144)  Phe (GAA) 73 bp  Sc: 72.69 
GCCAAAATAGCACAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3482.trna32-PheGAA (100329-100257)  Phe (GAA) 73 bp  Sc: 72.86 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAAACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3503.trna273-PheGAA (346499-346427)  Phe (GAA) 73 bp  Sc: 74.12 
GCTGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 



>Danio_rerio_chr4.trna2366-PheGAA (44252975-44253047)  Phe (GAA) 73 bp  Sc: 75.27 
GCCGAAATAGTTCAGTTGGGAAAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna159-PheGAA (26028045-26027973)  Phe (GAA) 73 bp  Sc: 76.17 
GCCGAAATAGCTCAGTTGGGAGAGCGATAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3453.trna12-PheGAA (78003-78075)  Phe (GAA) 73 bp  Sc: 76.23 
GCCGAAATAGTTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTTCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna276-PheGAA (39005464-39005536)  Phe (GAA) 73 bp  Sc: 76.34 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACAGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna177-PheGAA (25976539-25976467)  Phe (GAA) 73 bp  Sc: 76.82 
GCCGAAATAGCTCAGTTGGGACAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna183-PheGAA (25970840-25970768)  Phe (GAA) 73 bp  Sc: 77.12 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr4.trna4290-PheGAA (57172090-57172162)  Phe (GAA) 73 bp  Sc: 77.16 
GCCGAAATAGTTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna233-PheGAA (12992752-12992680)  Phe (GAA) 73 bp  Sc: 77.55 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATG 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna316-PheGAA (39025631-39025703)  Phe (GAA) 73 bp  Sc: 78.86 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CTGGGTTTCGGCA 
>Danio_rerio_chr3.trna220-PheGAA (37595974-37596046)  Phe (GAA) 73 bp  Sc: 78.90 
GCCGAAATAGTTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna171-PheGAA (25990875-25990803)  Phe (GAA) 73 bp  Sc: 79.09 
GCCGAAATAGCTCAGTTGGGAGAGTGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTTGGCA 
>Danio_rerio_chr25.trna185-PheGAA (25968676-25968604)  Phe (GAA) 73 bp  Sc: 79.09 
GCCGAAATAGCTCAGTTGGGAGAGTGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTTGGCA 
>Danio_rerio_chr22.trna770-PheGAA (29111708-29111636)  Phe (GAA) 73 bp  Sc: 79.81 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTACCTGGTTCGATC 
CCAGGTTTCGGCA 
>Danio_rerio_chr4.trna4295-PheGAA (57174507-57174579)  Phe (GAA) 73 bp  Sc: 80.11 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTTCCTGGTTCGATC 
CCAGGTTTTGGCA 
>Danio_rerio_chr25.trna227-PheGAA (13004248-13004176)  Phe (GAA) 73 bp  Sc: 80.56 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTTGGCA 
>Danio_rerio_Zv9_scaffold3530.trna280-PheGAA (1096760-1096688)  Phe (GAA) 73 bp  Sc: 82.02 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCTGGTTTCGGCA 
>Danio_rerio_chr25.trna157-PheGAA (26030208-26030136)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna161-PheGAA (26025714-26025642)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna163-PheGAA (26015573-26015501)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna164-PheGAA (26011856-26011784)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna166-PheGAA (26009621-26009549)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna169-PheGAA (25993039-25992967)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna175-PheGAA (25986908-25986836)  Phe (GAA) 73 bp  Sc: 82.45 



GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna179-PheGAA (25974374-25974302)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna181-PheGAA (25973005-25972933)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna187-PheGAA (25967120-25967048)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna189-PheGAA (25964956-25964884)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna229-PheGAA (12994662-12994590)  Phe (GAA) 73 bp  Sc: 82.45 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna288-PheGAA (39012414-39012486)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna292-PheGAA (39014302-39014374)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna300-PheGAA (39018078-39018150)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna304-PheGAA (39019966-39020038)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna312-PheGAA (39023742-39023814)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna328-PheGAA (39031295-39031367)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna332-PheGAA (39033183-39033255)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna340-PheGAA (39036959-39037031)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna348-PheGAA (39040736-39040808)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna368-PheGAA (39050176-39050248)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna372-PheGAA (39052064-39052136)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna380-PheGAA (39055839-39055911)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna388-PheGAA (39059613-39059685)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna396-PheGAA (39063390-39063462)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna400-PheGAA (39065278-39065350)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna408-PheGAA (39069054-39069126)  Phe (GAA) 73 bp  Sc: 82.48 
GCCGAAATAGCTCAGTTGGGAGAGCATTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr25.trna173-PheGAA (25988710-25988638)  Phe (GAA) 73 bp  Sc: 82.83 
GCCGAAATAGCTCAGTTGGCAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCAATC 



CCGGGTTTCGGCA 
>Danio_rerio_chr20.trna480-PheGAA (37483562-37483490)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr23.trna64-PheGAA (19434370-19434442)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna217-PheGAA (37594789-37594861)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna223-PheGAA (37597159-37597231)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna225-PheGAA (37598330-37598402)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna231-PheGAA (37600702-37600774)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna234-PheGAA (37601887-37601959)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna239-PheGAA (37604245-37604317)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna241-PheGAA (37605418-37605490)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna243-PheGAA (37606589-37606661)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna246-PheGAA (37607774-37607846)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna252-PheGAA (37610144-37610216)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna254-PheGAA (37611318-37611390)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna256-PheGAA (37612489-37612561)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna258-PheGAA (37613662-37613734)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna260-PheGAA (37614833-37614905)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna262-PheGAA (37616004-37616076)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna271-PheGAA (39002719-39002791)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna273-PheGAA (39004084-39004156)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna280-PheGAA (39008637-39008709)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna284-PheGAA (39010526-39010598)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna296-PheGAA (39016190-39016262)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 



>Danio_rerio_chr3.trna308-PheGAA (39021854-39021926)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna320-PheGAA (39027519-39027591)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna324-PheGAA (39029407-39029479)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna336-PheGAA (39035071-39035143)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna344-PheGAA (39038847-39038919)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna352-PheGAA (39042624-39042696)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna356-PheGAA (39044512-39044584)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna364-PheGAA (39048287-39048359)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna376-PheGAA (39053951-39054023)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna384-PheGAA (39057725-39057797)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna392-PheGAA (39061502-39061574)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna404-PheGAA (39067166-39067238)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna411-PheGAA (39070929-39071001)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna415-PheGAA (39072816-39072888)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna3626-PheGAA (52644247-52644319)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna3629-PheGAA (52645440-52645512)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna3632-PheGAA (52646684-52646756)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna6373-PheGAA (43817334-43817262)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr4.trna7209-PheGAA (39188054-39187982)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr6.trna315-PheGAA (40093939-40093867)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr8.trna910-PheGAA (24524439-24524367)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3480.trna74-PheGAA (300915-300987)  Phe (GAA) 73 bp  Sc: 84.19 
GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCGGGTTTCGGCA 
>Danio_rerio_chr3.trna249-PheGAA (37608960-37609032)  Phe (GAA) 73 bp  Sc: 84.67 



GCCGAAATAGCTCAGTTGGGAGAGCGTTAGACTGAAGATCTAAAGGTCCCTGGTTCGATC 
CCAGGTTTCGGCA 
>Danio_rerio_Zv9_scaffold3530.trna25-ProAGG (290024-290095)  Pro (AGG) 72 bp  Sc: 30.14 
GGCTCGTTGGTCTATGGGTATGATTCTTGCATAGGTTGCGAGAGGACCTGGGTTCAATAC 
CCGTATGAGCCT 
>Danio_rerio_chr4.trna4003-ProAGG (55440497-55440568)  Pro (AGG) 72 bp  Sc: 30.20 
GGCTCATTGGTCTATGGGTATGATTTTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CTGGATAAGCCC 
>Danio_rerio_chr4.trna1618-ProAGG (39421336-39421407)  Pro (AGG) 72 bp  Sc: 35.69 
GGCTCATTGGTCTATGGGTATGGTTCTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGATCCC 
>Danio_rerio_chr4.trna4001-ProAGG (55439472-55439543)  Pro (AGG) 72 bp  Sc: 40.08 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCGAGAGGACCCCGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna21-ProAGG (36745-36816)  Pro (AGG) 72 bp  Sc: 40.08 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna4012-ProAGG (55444901-55444972)  Pro (AGG) 72 bp  Sc: 41.12 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCAAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr9.trna44-ProAGG (13833879-13833950)  Pro (AGG) 72 bp  Sc: 41.57 
GACTCGTTGGTCTAGGGGTGTGATTCTCGCGTAGGGTGCGAGAGGTCCTGGGTCCAAAAC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna5421-ProAGG (52244254-52244183)  Pro (AGG) 72 bp  Sc: 45.19 
GACTTGTTAGTCTAGGGGTATGATTCTCGCTTAGGTTGCGAGAGGTCTTGGGTTCAAATC 
CTGCATGAGTCC 
>Danio_rerio_chr4.trna666-ProAGG (33130056-33130127)  Pro (AGG) 72 bp  Sc: 45.19 
GACTTGTTAGTCTAGGGGTATGATTCTCGCTTAGGTTGCGAGAGGTCTTGGGTTCAAATC 
CTGCATGAGTCC 
>Danio_rerio_chr4.trna3820-ProAGG (54197338-54197409)  Pro (AGG) 72 bp  Sc: 46.07 
GGCTCGTTGGTCTATGGGTGTGATTCTCGCTTAGGGTGCGAGAGGTCCCAGGTCCAAATC 
CTGGACAAGCCC 
>Danio_rerio_chr4.trna5359-ProAGG (53054390-53054319)  Pro (AGG) 72 bp  Sc: 47.02 
GGCTCGTTGGTCAAGGGGTATGATTCTTGCTTAGGATGTGAAAGGTCCTGGGTTCAATCC 
CCTGACGAGCCC 
>Danio_rerio_chr22.trna689-ProAGG (30675972-30675901)  Pro (AGG) 72 bp  Sc: 47.07 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1623-ProAGG (39423655-39423726)  Pro (AGG) 72 bp  Sc: 47.07 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna42-ProAGG (179289-179218)  Pro (AGG) 72 bp  Sc: 47.07 
GGCTCATTGGTCTATGGGTATGATTCTCGCATAGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna18-ProAGG (82923-82994)  Pro (AGG) 72 bp  Sc: 47.14 
GGCTCAATGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGATCTTGGGTTCAATCC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna137-ProAGG (74247-74176)  Pro (AGG) 72 bp  Sc: 48.98 
GGCTTGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGTGAGAGGTCCTGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna4247-ProAGG (57009228-57009299)  Pro (AGG) 72 bp  Sc: 49.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGCACCCGGTTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA799.trna38-ProAGG (17479-17550)  Pro (AGG) 72 bp  Sc: 49.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGCACCCGGTTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna49-ProAGG (151544-151615)  Pro (AGG) 72 bp  Sc: 49.74 
TGCTCGTTGGTCTACGGGCATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGTCC 
>Danio_rerio_Zv9_scaffold3472.trna57-ProAGG (155347-155418)  Pro (AGG) 72 bp  Sc: 49.74 
TGCTCGTTGGTCTACGGGCATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGTCC 
>Danio_rerio_chr8.trna771-ProAGG (40273003-40272932)  Pro (AGG) 72 bp  Sc: 50.53 
GGCTCGTTGGTCTAGGGATATGAATCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna2-ProAGG (8802-8873)  Pro (AGG) 72 bp  Sc: 50.53 
GGCTCGTTGGTCTAGGGATATGAATCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 



CTGGATGAGCCC 
>Danio_rerio_chr4.trna796-ProAGG (33521485-33521556)  Pro (AGG) 72 bp  Sc: 51.95 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr20.trna399-ProAGG (47548443-47548514)  Pro (AGG) 72 bp  Sc: 52.07 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
ATGGATGAGCCC 
>Danio_rerio_chr4.trna3825-ProAGG (54203770-54203841)  Pro (AGG) 72 bp  Sc: 52.07 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
ATGGATGAGCCC 
>Danio_rerio_chr4.trna6601-ProAGG (42788858-42788787)  Pro (AGG) 72 bp  Sc: 52.07 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
ATGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna75-ProAGG (19004-18933)  Pro (AGG) 72 bp  Sc: 52.07 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
ATGGATGAGCCC 
>Danio_rerio_chr4.trna260-ProAGG (30056291-30056362)  Pro (AGG) 72 bp  Sc: 53.15 
GGCTCGTTGGTCTAGGGGTATGAATCTCGCTTAGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCGGACGAGTTC 
>Danio_rerio_chr4.trna6701-ProAGG (42335170-42335099)  Pro (AGG) 72 bp  Sc: 53.81 
GGCTAGTTGGTCTAGGGTTATGATTCTCGTTTAGGGTGCGAGAGGTCCCGGGTTCAAATT 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA602.trna18-ProAGG (7495-7424)  Pro (AGG) 72 bp  Sc: 54.01 
GGCTCGTTGGTCTAGGGGTGTGATTCTCGGTTAGGGTGCGAGAGGTCCCAAGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna8-ProAGG (3604-3675)  Pro (AGG) 72 bp  Sc: 54.41 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAAAAGTCCTGGGTTTAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna32-ProAGG (200871-200800)  Pro (AGG) 72 bp  Sc: 54.68 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGATTCCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr8.trna86-ProAGG (27869333-27869404)  Pro (AGG) 72 bp  Sc: 55.21 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTTCCAGGTTCAAATC 
CCAGATGAGCCC 
>Danio_rerio_chr4.trna4242-ProAGG (57007345-57007416)  Pro (AGG) 72 bp  Sc: 55.64 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4245-ProAGG (57008564-57008635)  Pro (AGG) 72 bp  Sc: 55.64 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna36-ProAGG (16815-16886)  Pro (AGG) 72 bp  Sc: 55.64 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3464.trna11-ProAGG (170600-170529)  Pro (AGG) 72 bp  Sc: 56.13 
GGCTCGTTGGGCAAGGGGTATGATTCTCGCTTAGGATGTGAGAGGTCCTGGGTTCAATCC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3521.trna19-ProAGG (138625-138554)  Pro (AGG) 72 bp  Sc: 56.13 
GGCTCGTTGGGCAAGGGGTATGATTCTCGCTTAGGATGTGAGAGGTCCTGGGTTCAATCC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna394-ProAGG (47543252-47543323)  Pro (AGG) 72 bp  Sc: 56.43 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCCGGGATCAAATC 
CCAGACGAGACC 
>Danio_rerio_chr4.trna7636-ProAGG (35308979-35308908)  Pro (AGG) 72 bp  Sc: 56.64 
GGCTTGTTGGTCAAGGGGTATGATTCTTGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCCGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna8-ProAGG (6485-6556)  Pro (AGG) 72 bp  Sc: 57.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGACGTCCCGGGTTCCAATC 
CCCGACGAGCCC 
>Danio_rerio_chr8.trna158-ProAGG (27893965-27894037)  Pro (AGG) 73 bp  Sc: 57.76 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCAGGTTCAAATC 
CCGAGATGAGCCC 
>Danio_rerio_chr4.trna2265-ProAGG (44003834-44003905)  Pro (AGG) 72 bp  Sc: 57.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCTGGTTCAAATC 
CCGGACAAGCCC 
>Danio_rerio_chr4.trna6366-ProAGG (43953161-43953090)  Pro (AGG) 72 bp  Sc: 57.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCTGGTTCAAATC 
CCGGACAAGCCC 



>Danio_rerio_chr5.trna1097-ProAGG (4395704-4395633)  Pro (AGG) 72 bp  Sc: 57.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCTGGTTCAAATC 
CCGGACAAGCCC 
>Danio_rerio_chr8.trna553-ProAGG (40943425-40943496)  Pro (AGG) 72 bp  Sc: 57.82 
GGCTCGTTGGTCTAGGGGTATGATTCCCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna7648-ProAGG (35102005-35101934)  Pro (AGG) 72 bp  Sc: 57.83 
GGCTCGTTGCTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACACGCCC 
>Danio_rerio_chr3.trna28-ProAGG (9371934-9372005)  Pro (AGG) 72 bp  Sc: 58.11 
GGCTCGTTGGTCTGGTGGTATGAATCTCGCTTAGGGTGCGAGTGGTCCCGGGTTAAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna118-ProAGG (84037-83966)  Pro (AGG) 72 bp  Sc: 58.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTATGAGAGGTCCAGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna4408-ProAGG (57275595-57275524)  Pro (AGG) 72 bp  Sc: 58.46 
GGCTTGTTGGTCTAGGGGTATTATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAGTC 
CAGGACGAGCCC 
>Danio_rerio_chr4.trna5804-ProAGG (48294056-48293985)  Pro (AGG) 72 bp  Sc: 59.08 
GGCTAGTTGGTCTAGGGGTATGATTCTCGTTTAGGGTGCGAGAGGTCCCGGGTTCAAATT 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna109-ProAGG (28070982-28071053)  Pro (AGG) 72 bp  Sc: 59.21 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGCCCTGGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna37-ProAGG (198426-198355)  Pro (AGG) 72 bp  Sc: 59.23 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAACCC 
>Danio_rerio_chr4.trna1928-ProAGG (41402550-41402621)  Pro (AGG) 72 bp  Sc: 59.27 
GGCTCGTTGGTCAAGGGGTATGATTCTTGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCCGACGAGCCC 
>Danio_rerio_chr4.trna5585-ProAGG (50587129-50587058)  Pro (AGG) 72 bp  Sc: 59.46 
GGCTCATTGGTCTAGGGCTATGATTCTCGCTTAGGGTGGGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA679.trna3-ProAGG (19827-19756)  Pro (AGG) 72 bp  Sc: 59.53 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGCGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna1678-ProAGG (39805318-39805389)  Pro (AGG) 72 bp  Sc: 59.72 
GGCTCGTTTGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCCGACGAGCCC 
>Danio_rerio_chr13.trna367-ProAGG (48244443-48244372)  Pro (AGG) 72 bp  Sc: 59.84 
GGCTTGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCAAGAGGTCCTGGGTTCAATTC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6814-ProAGG (41409485-41409414)  Pro (AGG) 72 bp  Sc: 59.84 
GGCTTGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCAAGAGGTCCTGGGTTCAATTC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna586-ProAGG (31891243-31891314)  Pro (AGG) 72 bp  Sc: 60.37 
GGCTCGTTGGTCTAGGGGTATGATTCTCGTTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna33-ProAGG (15596-15667)  Pro (AGG) 72 bp  Sc: 60.38 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCTGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr12.trna19-ProAGG (2860578-2860649)  Pro (AGG) 72 bp  Sc: 60.50 
GGCTCGTTAATCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCCGACGAGCCC 
>Danio_rerio_chr4.trna1183-ProAGG (37190796-37190867)  Pro (AGG) 72 bp  Sc: 60.89 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna1189-ProAGG (37193804-37193875)  Pro (AGG) 72 bp  Sc: 60.89 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCAGACGAGCCC 
>Danio_rerio_chr8.trna226-ProAGG (27916787-27916858)  Pro (AGG) 72 bp  Sc: 60.94 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna65-ProAGG (27915-27844)  Pro (AGG) 72 bp  Sc: 61.04 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGACC 
>Danio_rerio_chr4.trna1630-ProAGG (39438705-39438776)  Pro (AGG) 72 bp  Sc: 61.08 



GGCTCGTTGGTCAAGGGGTATGATTCTTGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCGGACGAGCCC 
>Danio_rerio_chr1.trna128-ProAGG (45085691-45085762)  Pro (AGG) 72 bp  Sc: 61.38 
AGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCGGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna29-ProAGG (202460-202389)  Pro (AGG) 72 bp  Sc: 61.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAGTC 
CTGAACGAGCCC 
>Danio_rerio_chr4.trna8169-ProAGG (31317140-31317069)  Pro (AGG) 72 bp  Sc: 61.60 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCAGGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna44-ProAGG (136176-136105)  Pro (AGG) 72 bp  Sc: 61.60 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCAGGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna2267-ProAGG (44005156-44005227)  Pro (AGG) 72 bp  Sc: 61.67 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATT 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6368-ProAGG (43951839-43951768)  Pro (AGG) 72 bp  Sc: 61.67 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATT 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1099-ProAGG (4394382-4394311)  Pro (AGG) 72 bp  Sc: 61.67 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATT 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3999-ProAGG (55438520-55438591)  Pro (AGG) 72 bp  Sc: 61.71 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna24-ProAGG (289550-289621)  Pro (AGG) 72 bp  Sc: 61.97 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCAATAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr22.trna693-ProAGG (30673914-30673843)  Pro (AGG) 72 bp  Sc: 62.11 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGCACGAGCCC 
>Danio_rerio_chr8.trna550-ProAGG (40941574-40941645)  Pro (AGG) 72 bp  Sc: 62.12 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGACCCGGGTTCAAATC 
CCGCACGAGCCC 
>Danio_rerio_Zv9_NA799.trna14-ProAGG (6388-6459)  Pro (AGG) 72 bp  Sc: 62.20 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGAGTTCAAATC 
CCGGACGACCCC 
>Danio_rerio_chr8.trna124-ProAGG (27882158-27882229)  Pro (AGG) 72 bp  Sc: 62.60 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGCTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna214-ProAGG (27912737-27912808)  Pro (AGG) 72 bp  Sc: 62.60 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGCTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr3.trna26-ProAGG (9370902-9370973)  Pro (AGG) 72 bp  Sc: 62.66 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
TCGGACGAGCCC 
>Danio_rerio_Zv9_NA34.trna7-ProAGG (1561-1490)  Pro (AGG) 72 bp  Sc: 62.71 
GCCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGTCC 
>Danio_rerio_chr4.trna4236-ProAGG (57004389-57004460)  Pro (AGG) 72 bp  Sc: 62.98 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CGGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna13-ProAGG (6017-6088)  Pro (AGG) 72 bp  Sc: 62.98 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCAAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna7444-ProAGG (37524105-37524034)  Pro (AGG) 72 bp  Sc: 63.02 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_NA679.trna6-ProAGG (18529-18458)  Pro (AGG) 72 bp  Sc: 63.02 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna6353-ProAGG (43959680-43959609)  Pro (AGG) 72 bp  Sc: 63.04 
GGCTCGTTGGTCTAAGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCTGGTTCAAATC 
TTGGACGAGCCC 
>Danio_rerio_chr5.trna1084-ProAGG (4402223-4402152)  Pro (AGG) 72 bp  Sc: 63.04 
GGCTCGTTGGTCTAAGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCTGGTTCAAATC 



TTGGACGAGCCC 
>Danio_rerio_chr8.trna96-ProAGG (27872726-27872797)  Pro (AGG) 72 bp  Sc: 63.17 
GGCTCTTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
TCGGACGAGTCC 
>Danio_rerio_Zv9_NA602.trna22-ProAGG (5058-4987)  Pro (AGG) 72 bp  Sc: 63.64 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCAGATGAGCTC 
>Danio_rerio_chr4.trna2930-ProAGG (48116751-48116822)  Pro (AGG) 72 bp  Sc: 63.67 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTAAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna8182-ProAGG (31213236-31213165)  Pro (AGG) 72 bp  Sc: 63.74 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACACGCCC 
>Danio_rerio_chr4.trna7849-ProAGG (33316958-33316887)  Pro (AGG) 72 bp  Sc: 63.86 
GGCTTGTTGGTTTAGGGGTATGATTCTTGCTTAGGGTGCAAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna109-ProAGG (88547-88476)  Pro (AGG) 72 bp  Sc: 63.97 
GGCTCGTTGGTCTAGGGGTATGATTCTTACTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna5806-ProAGG (48293135-48293064)  Pro (AGG) 72 bp  Sc: 64.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCATAGGGTGCGAGAGGTTCCGGGATCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna768-ProAGG (9259575-9259504)  Pro (AGG) 72 bp  Sc: 64.33 
GGCTCGTTGGTCTAGGGGTATAATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna2942-ProAGG (48122546-48122617)  Pro (AGG) 72 bp  Sc: 64.34 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr8.trna112-ProAGG (27878070-27878142)  Pro (AGG) 73 bp  Sc: 64.57 
GGCTCGTTGGTCTAGGGGAATGATTCTCGCTTAGGGTGCGAGAGGTCCCCGGGTTCAAAT 
CCCGGACGAGCCC 
>Danio_rerio_chr4.trna580-ProAGG (31888392-31888463)  Pro (AGG) 72 bp  Sc: 64.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna1652-ProAGG (39785944-39786015)  Pro (AGG) 72 bp  Sc: 64.79 
GGCTCGTTGGTCTAGGGGTATAATTCACGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna55-ProAGG (154548-154619)  Pro (AGG) 72 bp  Sc: 64.96 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCTC 
>Danio_rerio_chr4.trna8188-ProAGG (31210366-31210295)  Pro (AGG) 72 bp  Sc: 65.02 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGCTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna200-ProAGG (27908200-27908271)  Pro (AGG) 72 bp  Sc: 65.07 
GGCTCTTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGCTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2927-ProAGG (48115245-48115316)  Pro (AGG) 72 bp  Sc: 65.08 
GGCTAGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2895-ProAGG (47879938-47880009)  Pro (AGG) 72 bp  Sc: 65.20 
GGCGTGTTGGTCTAGGGGTATGAATCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGTGCCC 
>Danio_rerio_chr4.trna3368-ProAGG (50566945-50567016)  Pro (AGG) 72 bp  Sc: 65.22 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCCGACGAGCCC 
>Danio_rerio_chr4.trna6703-ProAGG (42334248-42334177)  Pro (AGG) 72 bp  Sc: 65.43 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCATAGGGTGCGAGAGGTCCCGGGATCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA799.trna24-ProAGG (10998-11069)  Pro (AGG) 72 bp  Sc: 65.64 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAAGTCCCGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna721-ProAGG (33484120-33484191)  Pro (AGG) 72 bp  Sc: 65.66 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna737-ProAGG (33492118-33492189)  Pro (AGG) 72 bp  Sc: 65.66 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_chr4.trna753-ProAGG (33500116-33500187)  Pro (AGG) 72 bp  Sc: 65.66 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna769-ProAGG (33508114-33508185)  Pro (AGG) 72 bp  Sc: 65.66 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna785-ProAGG (33516112-33516183)  Pro (AGG) 72 bp  Sc: 65.66 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna63-ProAGG (29418-29347)  Pro (AGG) 72 bp  Sc: 66.26 
GGCTCGTTGGTCTAGGGGTACGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2155-ProAGG (43058916-43058987)  Pro (AGG) 72 bp  Sc: 66.41 
GGCTTGTTGGTCTAGGGGTATGATTGTTGCTTAGGGTGCAAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna241-ProAGG (48534168-48534239)  Pro (AGG) 72 bp  Sc: 66.61 
GGCTTGTTGGTCTAGGGGTATGATTGTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna254-ProAGG (48541037-48541108)  Pro (AGG) 72 bp  Sc: 66.67 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna128-ProAGG (27883531-27883602)  Pro (AGG) 72 bp  Sc: 66.72 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna136-ProAGG (27886205-27886276)  Pro (AGG) 72 bp  Sc: 66.72 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna180-ProAGG (27901405-27901476)  Pro (AGG) 72 bp  Sc: 66.72 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna184-ProAGG (27902740-27902811)  Pro (AGG) 72 bp  Sc: 66.72 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna17-ProAGG (275744-275815)  Pro (AGG) 72 bp  Sc: 66.97 
GGCTTGTTGGGCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1174-ProAGG (37186394-37186465)  Pro (AGG) 72 bp  Sc: 67.29 
GGCTCGTTGATCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna244-ProAGG (48535638-48535709)  Pro (AGG) 72 bp  Sc: 67.38 
GGCTTTTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1624-ProAGG (39424207-39424278)  Pro (AGG) 72 bp  Sc: 67.42 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGTCC 
>Danio_rerio_Zv9_scaffold3494.trna114-ProAGG (86018-85947)  Pro (AGG) 72 bp  Sc: 67.61 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CAGGATGAGCCC 
>Danio_rerio_chr13.trna237-ProAGG (48532219-48532290)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna240-ProAGG (48533613-48533684)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna242-ProAGG (48534714-48534785)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna246-ProAGG (48536663-48536734)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna251-ProAGG (48539635-48539706)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna388-ProAGG (47540463-47540534)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna744-ProAGG (9275127-9275056)  Pro (AGG) 72 bp  Sc: 67.99 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1177-ProAGG (37187897-37187968)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1186-ProAGG (37192299-37192370)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1192-ProAGG (37195307-37195378)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna577-ProAGG (31886916-31886987)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna11-ProAGG (2440-2369)  Pro (AGG) 72 bp  Sc: 67.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCACATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna188-ProAGG (27904114-27904185)  Pro (AGG) 72 bp  Sc: 68.04 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna230-ProAGG (27918125-27918196)  Pro (AGG) 72 bp  Sc: 68.04 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna264-ProAGG (27929822-27929893)  Pro (AGG) 72 bp  Sc: 68.04 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1648-ProAGG (39783962-39784033)  Pro (AGG) 72 bp  Sc: 68.33 
GGCTCGTTGGTCTAGGGGTATGATTCTCTCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna155-ProAGG (27893000-27893071)  Pro (AGG) 72 bp  Sc: 68.48 
AGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna240-ProAGG (27921768-27921839)  Pro (AGG) 72 bp  Sc: 68.48 
AGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna26-ProAGG (292015-292086)  Pro (AGG) 72 bp  Sc: 68.64 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna118-ProAGG (28075199-28075270)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCGGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna4017-ProAGG (55447606-55447677)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8000-ProAGG (32352790-32352719)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna25-ProAGG (38803-38874)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna30-ProAGG (41222-41293)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna50-ProAGG (175394-175323)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna52-ProAGG (174368-174297)  Pro (AGG) 72 bp  Sc: 68.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCAGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7623-ProAGG (35321756-35321685)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CAGGACGAGCCC 
>Danio_rerio_chr4.trna7628-ProAGG (35319226-35319155)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CAGGACGAGCCC 
>Danio_rerio_chr4.trna6364-ProAGG (43954271-43954200)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCAGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_chr5.trna1095-ProAGG (4396814-4396743)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCAGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna106-ProAGG (28069580-28069651)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr13.trna112-ProAGG (28072385-28072456)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr13.trna88-ProAGG (28061162-28061233)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna4250-ProAGG (57011206-57011277)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna582-ProAGG (31889232-31889303)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna591-ProAGG (31893695-31893766)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr8.trna116-ProAGG (27879445-27879516)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr8.trna147-ProAGG (27890290-27890361)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna30-ProAGG (14007-14078)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna41-ProAGG (19457-19528)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna47-ProAGG (176788-176717)  Pro (AGG) 72 bp  Sc: 68.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr13.trna256-ProAGG (48542507-48542578)  Pro (AGG) 72 bp  Sc: 69.38 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACCAGCCC 
>Danio_rerio_chr4.trna2815-ProAGG (47752790-47752861)  Pro (AGG) 72 bp  Sc: 69.84 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTAGGATGCGAGAGGTCCTGGGTTCAATCC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna7621-ProAGG (35322782-35322711)  Pro (AGG) 72 bp  Sc: 69.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna90-ProAGG (27870670-27870741)  Pro (AGG) 72 bp  Sc: 69.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8185-ProAGG (31211842-31211771)  Pro (AGG) 72 bp  Sc: 69.94 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTACGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4227-ProAGG (57000007-57000078)  Pro (AGG) 72 bp  Sc: 69.96 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4230-ProAGG (57001485-57001556)  Pro (AGG) 72 bp  Sc: 69.96 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4239-ProAGG (57005867-57005938)  Pro (AGG) 72 bp  Sc: 69.96 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7633-ProAGG (35316696-35316625)  Pro (AGG) 72 bp  Sc: 69.96 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna20-ProAGG (9367802-9367873)  Pro (AGG) 72 bp  Sc: 70.01 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_Zv9_scaffold3494.trna101-ProAGG (92477-92406)  Pro (AGG) 72 bp  Sc: 70.01 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna122-ProAGG (81963-81892)  Pro (AGG) 72 bp  Sc: 70.01 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna204-ProAGG (27909538-27909609)  Pro (AGG) 72 bp  Sc: 70.01 
GGCTCTTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna212-ProAGG (27912250-27912321)  Pro (AGG) 72 bp  Sc: 70.01 
GGCTCTTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1923-ProAGG (41391811-41391882)  Pro (AGG) 72 bp  Sc: 70.10 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGTCC 
>Danio_rerio_chr4.trna798-ProAGG (33522521-33522592)  Pro (AGG) 72 bp  Sc: 70.24 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna594-ProAGG (31895284-31895355)  Pro (AGG) 72 bp  Sc: 70.27 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGTGCCC 
>Danio_rerio_chr13.trna248-ProAGG (48538140-48538211)  Pro (AGG) 72 bp  Sc: 70.27 
GGCTCGATGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4010-ProAGG (55444059-55444130)  Pro (AGG) 72 bp  Sc: 70.27 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGTCGAGCCC 
>Danio_rerio_chr4.trna4007-ProAGG (55442554-55442625)  Pro (AGG) 72 bp  Sc: 70.29 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna7619-ProAGG (35324287-35324216)  Pro (AGG) 72 bp  Sc: 70.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
TCGGACGAGCCC 
>Danio_rerio_chr4.trna7441-ProAGG (37525580-37525509)  Pro (AGG) 72 bp  Sc: 70.71 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGGGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna22-ProAGG (9368825-9368896)  Pro (AGG) 72 bp  Sc: 70.71 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGATGCAAGAGGTCCCGGGTTCAAATC 
CCGGACGAGTGG 
>Danio_rerio_chr8.trna108-ProAGG (27876735-27876806)  Pro (AGG) 72 bp  Sc: 70.85 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGCTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna256-ProAGG (27927153-27927224)  Pro (AGG) 72 bp  Sc: 70.85 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGCTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1613-ProAGG (39418988-39419059)  Pro (AGG) 72 bp  Sc: 70.94 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGAGCGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna21-ProAGG (288044-288115)  Pro (AGG) 72 bp  Sc: 71.01 
GGCTCGTTGGTCTAGGGGTATGAGTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna16-ProAGG (10282-10353)  Pro (AGG) 72 bp  Sc: 71.06 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTACCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna24-ProAGG (14441-14512)  Pro (AGG) 72 bp  Sc: 71.06 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTACCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna59-ProAGG (156369-156440)  Pro (AGG) 72 bp  Sc: 71.17 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna67-ProAGG (160334-160405)  Pro (AGG) 72 bp  Sc: 71.17 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna132-ProAGG (27884868-27884939)  Pro (AGG) 72 bp  Sc: 71.31 
GGCTCGTTGGTCTAGGGGTATAATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1661-ProAGG (39790395-39790466)  Pro (AGG) 72 bp  Sc: 71.33 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4697-ProAGG (56003365-56003294)  Pro (AGG) 72 bp  Sc: 71.33 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6358-ProAGG (43957066-43956995)  Pro (AGG) 72 bp  Sc: 71.33 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1089-ProAGG (4399609-4399538)  Pro (AGG) 72 bp  Sc: 71.33 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4306-ProAGG (57226884-57226965)  Pro (AGG) 82 bp  Sc: 71.43 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGGAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCTTGCTGACTACG 
>Danio_rerio_Zv9_NA23.trna14-ProAGG (1046-975)  Pro (AGG) 72 bp  Sc: 71.61 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2437-ProAGG (45028517-45028598)  Pro (AGG) 82 bp  Sc: 71.90 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGGAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCTTGCTGACTACA 
>Danio_rerio_chr4.trna2140-ProAGG (43051476-43051547)  Pro (AGG) 72 bp  Sc: 71.96 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna63-ProAGG (158351-158422)  Pro (AGG) 72 bp  Sc: 71.96 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna71-ProAGG (162316-162387)  Pro (AGG) 72 bp  Sc: 71.96 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna391-ProAGG (47541857-47541928)  Pro (AGG) 72 bp  Sc: 72.85 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1180-ProAGG (37189401-37189472)  Pro (AGG) 72 bp  Sc: 72.85 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2936-ProAGG (48119645-48119716)  Pro (AGG) 72 bp  Sc: 72.85 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna218-ProAGG (27914112-27914183)  Pro (AGG) 72 bp  Sc: 72.99 
GGCTCGTTGGTCTAGGGGAATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna397-ProAGG (47544647-47544718)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna690-ProAGG (30675420-30675349)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1917-ProAGG (41388425-41388496)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2945-ProAGG (48124051-48124122)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna714-ProAGG (33480632-33480703)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna730-ProAGG (33488630-33488701)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna746-ProAGG (33496628-33496699)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna762-ProAGG (33504626-33504697)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna778-ProAGG (33512624-33512695)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_chr8.trna162-ProAGG (27895303-27895374)  Pro (AGG) 72 bp  Sc: 73.28 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2939-ProAGG (48121040-48121111)  Pro (AGG) 72 bp  Sc: 74.03 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGATCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8212-ProAGG (30998095-30998024)  Pro (AGG) 72 bp  Sc: 74.26 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAGTC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4253-ProAGG (57012795-57012866)  Pro (AGG) 72 bp  Sc: 74.42 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr13.trna202-ProAGG (48214757-48214828)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna4004-ProAGG (55441049-55441120)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna4013-ProAGG (55445453-55445524)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna8214-ProAGG (30997097-30997026)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna232-ProAGG (27919094-27919165)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna125-ProAGG (80482-80411)  Pro (AGG) 72 bp  Sc: 74.59 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1621-ProAGG (39422813-39422884)  Pro (AGG) 72 bp  Sc: 74.79 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGTGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1670-ProAGG (39794590-39794661)  Pro (AGG) 72 bp  Sc: 74.83 
GGCTCGTTGGTCTAGAGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna15-ProAGG (6572-6643)  Pro (AGG) 72 bp  Sc: 74.92 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1904-ProAGG (41076975-41077046)  Pro (AGG) 72 bp  Sc: 74.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCT 
>Danio_rerio_chr4.trna3819-ProAGG (54196857-54196928)  Pro (AGG) 72 bp  Sc: 75.72 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTAGGGTGCAAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna100-ProAGG (28066774-28066845)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna103-ProAGG (28068177-28068248)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna115-ProAGG (28073796-28073867)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna91-ProAGG (28062565-28062636)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna94-ProAGG (28063968-28064039)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna97-ProAGG (28065371-28065442)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr15.trna247-ProAGG (38773589-38773518)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_chr1.trna59-ProAGG (17334247-17334318)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr19.trna149-ProAGG (49956360-49956289)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr19.trna150-ProAGG (49949623-49949552)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr19.trna66-ProAGG (23619249-23619320)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna684-ProAGG (30678208-30678137)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna687-ProAGG (30676814-30676743)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr2.trna300-ProAGG (48293803-48293732)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna757-ProAGG (9267666-9267595)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1294-ProAGG (37570183-37570254)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1664-ProAGG (39791866-39791937)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1920-ProAGG (41390297-41390368)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1925-ProAGG (41393019-41393090)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2147-ProAGG (43054986-43055057)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2151-ProAGG (43056934-43057005)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2159-ProAGG (43060966-43061037)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna258-ProAGG (30055366-30055437)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2897-ProAGG (47880974-47881045)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3608-ProAGG (52558676-52558747)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3823-ProAGG (54198827-54198898)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4002-ProAGG (55440024-55440095)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4232-ProAGG (57002409-57002480)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4404-ProAGG (57277399-57277328)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4689-ProAGG (56007503-56007432)  Pro (AGG) 72 bp  Sc: 75.92 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4695-ProAGG (56004316-56004245)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6350-ProAGG (43961083-43961012)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6356-ProAGG (43958176-43958105)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna719-ProAGG (33483083-33483154)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna726-ProAGG (33486649-33486720)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna735-ProAGG (33491081-33491152)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna742-ProAGG (33494647-33494718)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna751-ProAGG (33499079-33499150)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna758-ProAGG (33502645-33502716)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7626-ProAGG (35320252-35320181)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7631-ProAGG (35317722-35317651)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7653-ProAGG (35099652-35099581)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna767-ProAGG (33507077-33507148)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna774-ProAGG (33510643-33510714)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna783-ProAGG (33515075-33515146)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7997-ProAGG (32354184-32354113)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8194-ProAGG (31207453-31207382)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1081-ProAGG (4403626-4403555)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1087-ProAGG (4400719-4400648)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna985-ProAGG (38112819-38112748)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna100-ProAGG (27874062-27874133)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna104-ProAGG (27875398-27875469)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_chr8.trna120-ProAGG (27880821-27880892)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna140-ProAGG (27887542-27887613)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna144-ProAGG (27888916-27888987)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna151-ProAGG (27891664-27891735)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna164-ProAGG (27896024-27896095)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna168-ProAGG (27897359-27897430)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna172-ProAGG (27898733-27898804)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna176-ProAGG (27900068-27900139)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna192-ProAGG (27905452-27905523)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna196-ProAGG (27906826-27906897)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna208-ProAGG (27910875-27910946)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna222-ProAGG (27915449-27915520)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna236-ProAGG (27920431-27920502)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna244-ProAGG (27923105-27923176)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna248-ProAGG (27924479-27924550)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna252-ProAGG (27925816-27925887)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna260-ProAGG (27928488-27928559)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna271-ProAGG (27932194-27932265)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna275-ProAGG (27933568-27933639)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna94-ProAGG (27872007-27872078)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna15-ProAGG (9728-9799)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna18-ProAGG (11206-11277)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_Zv9_NA143.trna22-ProAGG (13333-13404)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna3-ProAGG (4144-4215)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA296.trna2-ProAGG (49473-49402)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna23-ProAGG (10627-10698)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna26-ProAGG (12032-12103)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna2-ProAGG (623-694)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna5-ProAGG (2102-2173)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna14-ProAGG (33587-33658)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna16-ProAGG (34511-34582)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna19-ProAGG (35903-35974)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna22-ProAGG (37297-37368)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna51-ProAGG (152566-152637)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna106-ProAGG (90026-89955)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna120-ProAGG (83000-82929)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna123-ProAGG (81408-81337)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna132-ProAGG (76784-76713)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna133-ProAGG (76229-76158)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna99-ProAGG (93514-93443)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna28-ProAGG (293040-293111)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna68-ProAGG (26520-26449)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna71-ProAGG (25015-24944)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna36-ProAGG (182078-182007)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna37-ProAGG (181523-181452)  Pro (AGG) 72 bp  Sc: 75.92 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna40-ProAGG (180131-180060)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna43-ProAGG (178737-178666)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna45-ProAGG (177712-177641)  Pro (AGG) 72 bp  Sc: 75.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2900-ProAGG (47882468-47882539)  Pro (AGG) 72 bp  Sc: 77.73 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCCTAGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna51-ProAGG (175022-174849)  Pro (AGG) 174 bp  Sc: 43.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCGTTAGAGAAAGT 
TTTCTGACTATCTGACGCCTTGTGAAATTCTCTCAATTAAGTGGCTCATTGGTCTATGGG 
TATGATTCTCGCATTGGTTGCGAGAGGACCCGGGTTCAATACCCGGATGATCCC 
>Danio_rerio_chr4.trna254-ProAGG (30053286-30053459)  Pro (AGG) 174 bp  Sc: 35.38 
GGCTCGGTGGTCTAGGGGTATGATTCTCACTTAGGGTGCCCTTGATTCGTTAGGGAAAGA 
TTTCTGACTATCTGACGCCTTGTGAAATTCTCTCAATTTAGTGGTTCATTGGTCCATCTG 
TTTGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTCTCGGATGAGCCC 
>Danio_rerio_chr4.trna7629-ProAGG (35318856-35318674)  Pro (AGG) 183 bp  Sc: 46.22 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCGTTAGAGAAAGT 
TTTCTGACTATCTGATGCTTCTGAGGCCATGTGAAATTCTCTCAATTTAGTGGCTCGTTG 
GTCTTGGGGTATGATTCTTGTTTTGGGTGTGAGAGCTCCTGGGTTCAAATCCCGGACGAG 
CCC 
>Danio_rerio_chr4.trna7624-ProAGG (35321386-35321204)  Pro (AGG) 183 bp  Sc: 46.22 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCGTTAGAGAAAGT 
TTTCTGACTATCTGATGCTTCTGAGGCCATGTGAAATTCTCTCAATTTAGTGGCTCGTTG 
GTCTTGGGGTATGATTCTTGTTTTGGGTGTGAGAGCTCCTGGGTTCAAATCCCGGACGAG 
CCC 
>Danio_rerio_Zv9_scaffold3470.trna26-ProAGG (39174-39347)  Pro (AGG) 174 bp  Sc: 43.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCGTTAGAGAAAGT 
TTTCTGACTATCTGACGCCTTGTGAAATTCTCTCAATTAAGTGGCTCATTGGTCTATGGG 
TATGATTCTCGCATTGGTTGCGAGAGGACCCGGGTTCAATACCCGGATGATCCC 
>Danio_rerio_chr4.trna2143-ProAGG (43052945-43053118)  Pro (AGG) 174 bp  Sc: 49.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCGTTAGAGAAAGA 
TTTCTGACTATCTGACGCCTTGTGAAATTCTCTCAATTTAGTGGTTCATTGGTCTATGGG 
TATGATTCTTGCTTCGGTTGCGAGAGGACCTGGGTTCAATTCCCGGATGAGCCC 
>Danio_rerio_chr4.trna2899-ProAGG (47881825-47881998)  Pro (AGG) 174 bp  Sc: 39.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTAGGGTGCCCTTGATTCATTAGAGAAAGA 
TTTCTGACTATCTGACGCCTTGTGAAATTCTCTCTATTTAGTGGTTCATTGGTCTATGGG 
TATGATTCTCGCTTCGGTTGCGAGAGGACTTGGGTTCAATTCTCGGATGAGCCC 
>Danio_rerio_chr22.trna683-ProCGG (30678760-30678689)  Pro (CGG) 72 bp  Sc: 26.99 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGAGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna795-ProCGG (33520933-33521004)  Pro (CGG) 72 bp  Sc: 26.99 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGAGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna13-ProCGG (33035-33106)  Pro (CGG) 72 bp  Sc: 26.99 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGAGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna35-ProCGG (182630-182559)  Pro (CGG) 72 bp  Sc: 26.99 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGAGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna44-ProCGG (178264-178193)  Pro (CGG) 72 bp  Sc: 26.99 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGAGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna36-ProCGG (198978-198907)  Pro (CGG) 72 bp  Sc: 29.05 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGTGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA143.trna2-ProCGG (3040-3111)  Pro (CGG) 72 bp  Sc: 29.83 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA799.trna7-ProCGG (3052-3123)  Pro (CGG) 72 bp  Sc: 29.83 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 



CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna105-ProCGG (90578-90507)  Pro (CGG) 72 bp  Sc: 29.83 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA799.trna22-ProCGG (10075-10146)  Pro (CGG) 72 bp  Sc: 30.95 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAAGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna8193-ProCGG (31208004-31207933)  Pro (CGG) 72 bp  Sc: 30.97 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGTACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA23.trna13-ProCGG (1598-1527)  Pro (CGG) 72 bp  Sc: 32.33 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGGTTGCGAGAGGACACGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA23.trna16-ProCGG (204-133)  Pro (CGG) 72 bp  Sc: 32.33 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGGTTGCGAGAGGACACGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna1127-ProCGG (36374935-36375006)  Pro (CGG) 72 bp  Sc: 32.56 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTACAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_scaffold3472.trna62-ProCGG (157800-157871)  Pro (CGG) 72 bp  Sc: 33.74 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCTGGGTTAAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna66-ProCGG (159783-159854)  Pro (CGG) 72 bp  Sc: 33.74 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCTGGGTTAAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna2947-ProCGG (48125006-48125077)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGAGAGAGGACCCGGGTTCAATTA 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna73-ProCGG (24060-23989)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGAGAGAGGACCCGGGTTCAATTA 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna239-ProCGG (48533061-48533132)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr3.trna743-ProCGG (9275679-9275608)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna257-ProCGG (30054814-30054885)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna576-ProCGG (31886364-31886435)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna590-ProCGG (31893143-31893214)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna718-ProCGG (33482531-33482602)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna734-ProCGG (33490529-33490600)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna750-ProCGG (33498527-33498598)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna766-ProCGG (33506525-33506596)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna782-ProCGG (33514523-33514594)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna8211-ProCGG (30998647-30998576)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA143.trna7-ProCGG (5933-6004)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 



>Danio_rerio_Zv9_NA23.trna5-ProCGG (7164-7093)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA799.trna12-ProCGG (5470-5541)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_NA799.trna29-ProCGG (13456-13527)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna28-ProCGG (203012-202941)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna112-ProCGG (87125-87054)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna117-ProCGG (84589-84518)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna128-ProCGG (79053-78982)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna130-ProCGG (77735-77664)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna136-ProCGG (74800-74729)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna98-ProCGG (94066-93995)  Pro (CGG) 72 bp  Sc: 34.58 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna50-ProCGG (152015-152086)  Pro (CGG) 72 bp  Sc: 35.81 
GGTTCATTGGTTTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATCAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna58-ProCGG (155818-155889)  Pro (CGG) 72 bp  Sc: 35.81 
GGTTCATTGGTTTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATCAGCCC 
>Danio_rerio_chr4.trna4700-ProCGG (56001676-56001605)  Pro (CGG) 72 bp  Sc: 36.79 
GGCTCGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTT 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna1651-ProCGG (39785393-39785464)  Pro (CGG) 72 bp  Sc: 37.21 
GGTTTATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCTGATGAGCCC 
>Danio_rerio_chr4.trna3822-ProCGG (54198275-54198346)  Pro (CGG) 72 bp  Sc: 37.60 
GGCTCATTGGTCTATGCGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGTTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1612-ProCGG (39418436-39418507)  Pro (CGG) 72 bp  Sc: 37.65 
GGCTCATTGGTCTATGGGTGTGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAA 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna19-ProCGG (287022-287093)  Pro (CGG) 72 bp  Sc: 37.65 
GGCTCATTGGTCTATGGGTGTGATTCTCGCTTCGGTTGCGAGAGGACCCGGATTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA602.trna21-ProCGG (5609-5538)  Pro (CGG) 72 bp  Sc: 38.84 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGTGAGAGGACCCGGGTTCAATTC 
CAGGATGAGCCT 
>Danio_rerio_chr4.trna2154-ProCGG (43058365-43058436)  Pro (CGG) 72 bp  Sc: 38.84 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCAGATGAGCCC 
>Danio_rerio_chr4.trna1647-ProCGG (39783445-39783516)  Pro (CGG) 72 bp  Sc: 38.96 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCAGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna4006-ProCGG (55442002-55442073)  Pro (CGG) 72 bp  Sc: 39.24 
GGCTCATTGGTCTACGGGTATGATTCTCGCTTCGGTTGCTAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna4009-ProCGG (55443507-55443578)  Pro (CGG) 72 bp  Sc: 39.24 
GGCTCATTGGTCTACGGGTATGATTCTCGCTTCGGTTGCTAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna4016-ProCGG (55447054-55447125)  Pro (CGG) 72 bp  Sc: 39.24 



GGCTCATTGGTCTACGGGTATGATTCTCGCTTCGGTTGCTAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna48-ProCGG (151177-151248)  Pro (CGG) 72 bp  Sc: 39.28 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAAAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna775-ProCGG (9255943-9255872)  Pro (CGG) 72 bp  Sc: 39.39 
GGCTTGTTGGTCTATAGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna1657-ProCGG (39788339-39788410)  Pro (CGG) 72 bp  Sc: 39.84 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCTGATGAGCCC 
>Danio_rerio_chr4.trna2139-ProCGG (43050925-43050996)  Pro (CGG) 72 bp  Sc: 40.00 
GGTTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna2146-ProCGG (43054469-43054540)  Pro (CGG) 72 bp  Sc: 40.00 
GGTTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna70-ProCGG (161765-161836)  Pro (CGG) 72 bp  Sc: 40.00 
GGTTCATTGGTCTATGGGTATGATTCTGGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna4258-ProCGG (57015289-57015360)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna598-ProCGG (31897450-31897521)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna625-ProCGG (32715581-32715652)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna8202-ProCGG (31194809-31194738)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_NA296.trna9-ProCGG (45446-45375)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_scaffold3453.trna42-ProCGG (194855-194784)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_scaffold3488.trna22-ProCGG (215969-215898)  Pro (CGG) 72 bp  Sc: 40.48 
GGCTTGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_scaffold3530.trna23-ProCGG (288998-289069)  Pro (CGG) 72 bp  Sc: 40.83 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCTAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna1644-ProCGG (39782021-39782092)  Pro (CGG) 72 bp  Sc: 41.02 
GGTTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCTGGGTTCAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna2136-ProCGG (43049502-43049573)  Pro (CGG) 72 bp  Sc: 41.02 
GGTTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCTGGGTTCAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1615-ProCGG (39419942-39420013)  Pro (CGG) 72 bp  Sc: 41.82 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCTAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna2929-ProCGG (48116199-48116270)  Pro (CGG) 72 bp  Sc: 42.19 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGTGAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr22.trna695-ProCGG (30672961-30672890)  Pro (CGG) 72 bp  Sc: 43.08 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna8002-ProCGG (32351837-32351766)  Pro (CGG) 72 bp  Sc: 43.08 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna2902-ProCGG (47883421-47883492)  Pro (CGG) 72 bp  Sc: 43.11 
GGCTCGTTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_Zv9_scaffold3472.trna56-ProCGG (154981-155051)  Pro (CGG) 71 bp  Sc: 43.95 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAAAGGCCCGGGTTCAATTCT 



CGGATGAGCCC 
>Danio_rerio_chr3.trna21-ProCGG (9368273-9368344)  Pro (CGG) 72 bp  Sc: 45.37 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
CCGGATGAGACC 
>Danio_rerio_chr4.trna1660-ProCGG (39789844-39789915)  Pro (CGG) 72 bp  Sc: 45.95 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna1663-ProCGG (39791349-39791420)  Pro (CGG) 72 bp  Sc: 45.95 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna7652-ProCGG (35100203-35100132)  Pro (CGG) 72 bp  Sc: 45.95 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna54-ProCGG (153997-154068)  Pro (CGG) 72 bp  Sc: 45.95 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna7635-ProCGG (35315855-35315784)  Pro (CGG) 72 bp  Sc: 46.32 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAC 
CCAGATGAGCCC 
>Danio_rerio_chr4.trna1179-ProCGG (37188850-37188921)  Pro (CGG) 72 bp  Sc: 46.78 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna2941-ProCGG (48121994-48122065)  Pro (CGG) 72 bp  Sc: 46.78 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna2944-ProCGG (48123499-48123570)  Pro (CGG) 72 bp  Sc: 46.78 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna70-ProCGG (25567-25496)  Pro (CGG) 72 bp  Sc: 46.78 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATAC 
ACGGATGAGCCC 
>Danio_rerio_chr4.trna720-ProCGG (33483565-33483636)  Pro (CGG) 72 bp  Sc: 46.88 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna736-ProCGG (33491563-33491634)  Pro (CGG) 72 bp  Sc: 46.88 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna752-ProCGG (33499561-33499632)  Pro (CGG) 72 bp  Sc: 46.88 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna768-ProCGG (33507559-33507630)  Pro (CGG) 72 bp  Sc: 46.88 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna784-ProCGG (33515557-33515628)  Pro (CGG) 72 bp  Sc: 46.88 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna7436-ProCGG (37529286-37529216)  Pro (CGG) 71 bp  Sc: 48.11 
GGCTTCTTGGTCTAGGGGTATGATTCTTGCTTCGGGAGTGGAGGTCCCGGGTTCAACTCC 
CGGATGAGCCC 
>Danio_rerio_chr4.trna2142-ProCGG (43052428-43052499)  Pro (CGG) 72 bp  Sc: 48.21 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGAGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna2893-ProCGG (47878904-47878975)  Pro (CGG) 72 bp  Sc: 48.76 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTTCTGGCTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna6355-ProCGG (43958728-43958657)  Pro (CGG) 72 bp  Sc: 49.11 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTTAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna6363-ProCGG (43954823-43954752)  Pro (CGG) 72 bp  Sc: 49.11 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTTAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr5.trna1086-ProCGG (4401271-4401200)  Pro (CGG) 72 bp  Sc: 49.11 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTTAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr5.trna1094-ProCGG (4397366-4397295)  Pro (CGG) 72 bp  Sc: 49.11 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTTAATTC 
CCGGATGAGCCC 



>Danio_rerio_chr4.trna8215-ProCGG (30996726-30996655)  Pro (CGG) 72 bp  Sc: 49.22 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGTTGCGAATGGTCTCAGGTTCAATTC 
CTGGACGAGCAC 
>Danio_rerio_chr4.trna4696-ProCGG (56003844-56003773)  Pro (CGG) 72 bp  Sc: 49.48 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGACCCGGGTTCAATTC 
CCGGATTAGCCC 
>Danio_rerio_chr4.trna4693-ProCGG (56005348-56005277)  Pro (CGG) 72 bp  Sc: 51.07 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTCGGTTGCGAGAGGGCCCGGGTTCAATTC 
CCGGATTAGCCC 
>Danio_rerio_chr4.trna2141-ProCGG (43051958-43052029)  Pro (CGG) 72 bp  Sc: 52.10 
GGCTTGTTGGTCTAGGGGTATGAATCTCGCTTCGGGTGTAAGAGGTCCTGGGTTCAAATC 
CCAGACGAGCTC 
>Danio_rerio_chr3.trna769-ProCGG (9259278-9259207)  Pro (CGG) 72 bp  Sc: 54.35 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTCGGGTGTGACAGGTCCCGGGTTCAAATC 
CCGGGTGAGCCC 
>Danio_rerio_chr4.trna2940-ProCGG (48121523-48121594)  Pro (CGG) 72 bp  Sc: 54.69 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTCGGGTATGAGAGGTCCCGGGTTTAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8186-ProCGG (31211472-31211401)  Pro (CGG) 72 bp  Sc: 54.74 
GGCTTGTTGGTATAGGGGTATGATTCTCGCTTCGGGTGTGAGGGGTCCCGGGTTCAAATC 
CTGGACAAGCCC 
>Danio_rerio_chr4.trna1614-ProCGG (39419471-39419542)  Pro (CGG) 72 bp  Sc: 54.81 
GGCTCGTTGGTCTAGGGATATGATTCTTGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4409-ProCGG (57275104-57275033)  Pro (CGG) 72 bp  Sc: 55.62 
TGGTTGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACAAGCCC 
>Danio_rerio_Zv9_NA296.trna7-ProCGG (47130-47059)  Pro (CGG) 72 bp  Sc: 55.75 
GGCTCGTTGGTCTAGGGGTATTATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGAACGAGCCC 
>Danio_rerio_chr4.trna2934-ProCGG (48118628-48118699)  Pro (CGG) 72 bp  Sc: 56.59 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCTGGCTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna1668-ProCGG (39793788-39793859)  Pro (CGG) 72 bp  Sc: 56.87 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTACTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna694-ProCGG (30673432-30673361)  Pro (CGG) 72 bp  Sc: 57.16 
GGCTCGTTGGTCTAGGGATATGATTCTCGCTCCGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8001-ProCGG (32352308-32352237)  Pro (CGG) 72 bp  Sc: 57.16 
GGCTCGTTGGTCTAGGGATATGATTCTCGCTCCGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna19-ProCGG (11689-11760)  Pro (CGG) 72 bp  Sc: 57.16 
GGCTCGTTGGTCTAGGGATATGATTCTCGCTCCGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna31-ProCGG (41704-41775)  Pro (CGG) 72 bp  Sc: 57.16 
GGCTCGTTGGTCTAGGGATATGATTCTCGCTCCGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1622-ProCGG (39423184-39423255)  Pro (CGG) 72 bp  Sc: 58.01 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTCGGGTCTGAGAGTTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1667-ProCGG (39793309-39793380)  Pro (CGG) 72 bp  Sc: 58.06 
GGCTTGTTGGTCTAGGGGTATGAATCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCAGACGAGCTC 
>Danio_rerio_chr4.trna5607-ProCGG (50170981-50170910)  Pro (CGG) 72 bp  Sc: 58.06 
GGTTCCATGGTGTAATGGTTAGCACTCTAGACTCGGATTCCAGCGATCCGAGTTCAAATC 
TCTGTGGGACCT 
>Danio_rerio_chr4.trna2946-ProCGG (48124534-48124605)  Pro (CGG) 72 bp  Sc: 58.88 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna6354-ProCGG (43959199-43959128)  Pro (CGG) 72 bp  Sc: 59.33 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGTGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1085-ProCGG (4401742-4401671)  Pro (CGG) 72 bp  Sc: 59.33 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGTGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1655-ProCGG (39787386-39787457)  Pro (CGG) 72 bp  Sc: 59.33 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCGCGGGTTCAAATC 
CCGGACGAGACC 
>Danio_rerio_Zv9_scaffold3472.trna65-ProCGG (159312-159383)  Pro (CGG) 72 bp  Sc: 59.76 
GGCTCGTTGGTCTAGGGGTGTGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna255-ProCGG (48541408-48541479)  Pro (CGG) 72 bp  Sc: 60.01 
GGCTCGTTGGTCTAGGGGTATGATTCTGGCTTCGGGTCTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2149-ProCGG (43055947-43056018)  Pro (CGG) 72 bp  Sc: 61.36 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGCGTGAGAGGTCCCGGGTTCAAATC 
TCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna25-ProCGG (11480-11551)  Pro (CGG) 72 bp  Sc: 61.38 
GGCTTGTTGGTCTAGGTGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4691-ProCGG (56006189-56006118)  Pro (CGG) 72 bp  Sc: 61.73 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGAAGAGCCC 
>Danio_rerio_Zv9_NA143.trna14-ProCGG (9175-9246)  Pro (CGG) 72 bp  Sc: 62.64 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1672-ProCGG (39795551-39795622)  Pro (CGG) 72 bp  Sc: 62.71 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGTTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna2266-ProCGG (44004603-44004674)  Pro (CGG) 72 bp  Sc: 62.78 
GGCTCGTTGGTCTAGGGGGATGATTCTCGCTTCGGGTGTGAGAGGTACCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6367-ProCGG (43952392-43952321)  Pro (CGG) 72 bp  Sc: 62.78 
GGCTCGTTGGTCTAGGGGGATGATTCTCGCTTCGGGTGTGAGAGGTACCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna1098-ProCGG (4394935-4394864)  Pro (CGG) 72 bp  Sc: 62.78 
GGCTCGTTGGTCTAGGGGGATGATTCTCGCTTCGGGTGTGAGAGGTACCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna578-ProCGG (31887287-31887358)  Pro (CGG) 72 bp  Sc: 64.01 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6362-ProCGG (43955294-43955223)  Pro (CGG) 72 bp  Sc: 64.95 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr5.trna1093-ProCGG (4397837-4397766)  Pro (CGG) 72 bp  Sc: 64.95 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna592-ProCGG (31894177-31894248)  Pro (CGG) 72 bp  Sc: 65.26 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGACAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna31-ProCGG (14489-14560)  Pro (CGG) 72 bp  Sc: 65.26 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGACAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr9.trna422-ProCGG (4463691-4463620)  Pro (CGG) 72 bp  Sc: 65.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna15-ProCGG (33958-34029)  Pro (CGG) 72 bp  Sc: 65.75 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGATCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna46-ProCGG (177341-177270)  Pro (CGG) 72 bp  Sc: 65.75 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGATCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna247-ProCGG (48537034-48537105)  Pro (CGG) 72 bp  Sc: 65.96 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTCTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna398-ProCGG (47545128-47545199)  Pro (CGG) 72 bp  Sc: 65.98 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4231-ProCGG (57001856-57001927)  Pro (CGG) 72 bp  Sc: 65.98 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4240-ProCGG (57006238-57006309)  Pro (CGG) 72 bp  Sc: 65.98 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna72-ProCGG (24532-24461)  Pro (CGG) 72 bp  Sc: 65.98 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4014-ProCGG (55445824-55445895)  Pro (CGG) 72 bp  Sc: 66.03 
GGCTCTTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3610-ProCGG (52559580-52559651)  Pro (CGG) 72 bp  Sc: 66.11 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGAGCGAGAGGTCCTGGGTTTAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna4406-ProCGG (57276496-57276425)  Pro (CGG) 72 bp  Sc: 66.11 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGAGCGAGAGGTCCTGGGTTTAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA143.trna21-ProCGG (12780-12851)  Pro (CGG) 72 bp  Sc: 66.26 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna1-ProCGG (70-141)  Pro (CGG) 72 bp  Sc: 66.26 
GGCTCGTTGGTCTAGGGGTATGATTATCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1181-ProCGG (37189773-37189844)  Pro (CGG) 72 bp  Sc: 66.29 
GGCGCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8213-ProCGG (30997650-30997579)  Pro (CGG) 72 bp  Sc: 66.31 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna8183-ProCGG (31212865-31212794)  Pro (CGG) 72 bp  Sc: 66.99 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGCTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna38-ProCGG (197944-197873)  Pro (CGG) 72 bp  Sc: 67.38 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCG 
>Danio_rerio_chr22.trna685-ProCGG (30677837-30677766)  Pro (CGG) 72 bp  Sc: 67.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna12-ProCGG (8252-8323)  Pro (CGG) 72 bp  Sc: 67.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna17-ProCGG (10653-10724)  Pro (CGG) 72 bp  Sc: 67.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna9-ProCGG (6856-6927)  Pro (CGG) 72 bp  Sc: 67.63 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna368-ProCGG (48236049-48235977)  Pro (CGG) 73 bp  Sc: 67.82 
GGCCCAGTGGCCTAATGGATAAGGCATCAGCCTCGGGAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTCG 
>Danio_rerio_chr4.trna1656-ProCGG (39787868-39787939)  Pro (CGG) 72 bp  Sc: 67.96 
GGCTCGTTGGTCTAGGGGTATGATTCTCGTTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna551-ProCGG (40942320-40942391)  Pro (CGG) 72 bp  Sc: 68.27 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA602.trna19-ProCGG (7012-6941)  Pro (CGG) 72 bp  Sc: 68.40 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCTGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4694-ProCGG (56004869-56004798)  Pro (CGG) 72 bp  Sc: 68.87 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGGGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1193-ProCGG (37195789-37195860)  Pro (CGG) 72 bp  Sc: 68.94 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGAGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8190-ProCGG (31209414-31209343)  Pro (CGG) 72 bp  Sc: 68.97 
GGCTCGTTGGTCAAGGGGTATGATTCTCGCTTCGGATGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna395-ProCGG (47543624-47543695)  Pro (CGG) 72 bp  Sc: 69.01 
GGCTCGTTGGTCTAGGGGAATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_chr4.trna5807-ProCGG (48292657-48292586)  Pro (CGG) 72 bp  Sc: 70.57 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6704-ProCGG (42333756-42333685)  Pro (CGG) 72 bp  Sc: 70.57 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7620-ProCGG (35323804-35323733)  Pro (CGG) 72 bp  Sc: 70.61 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna238-ProCGG (48532590-48532661)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna243-ProCGG (48535085-48535156)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna252-ProCGG (48540006-48540077)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna392-ProCGG (47542229-47542300)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna688-ProCGG (30676443-30676372)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna25-ProCGG (9370353-9370424)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna750-ProCGG (9272295-9272224)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna758-ProCGG (9267295-9267224)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1175-ProCGG (37186876-37186947)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1620-ProCGG (39422260-39422331)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1653-ProCGG (39786425-39786496)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2153-ProCGG (43057894-43057965)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna259-ProCGG (30055738-30055809)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2931-ProCGG (48117123-48117194)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2937-ProCGG (48120017-48120088)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4011-ProCGG (55444430-55444501)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4228-ProCGG (57000378-57000449)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4237-ProCGG (57004760-57004831)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7651-ProCGG (35100672-35100601)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7998-ProCGG (32353813-32353742)  Pro (CGG) 72 bp  Sc: 71.93 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr9.trna418-ProCGG (4465034-4464963)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna12-ProCGG (2069-1998)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna15-ProCGG (675-604)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA296.trna3-ProCGG (49102-49031)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna3-ProCGG (995-1066)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna30-ProCGG (201978-201907)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna20-ProCGG (36274-36345)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna53-ProCGG (153526-153597)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna61-ProCGG (157329-157400)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna69-ProCGG (161294-161365)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna107-ProCGG (89655-89584)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna64-ProCGG (28936-28865)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna66-ProCGG (27543-27472)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna41-ProCGG (179760-179689)  Pro (CGG) 72 bp  Sc: 71.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4410-ProCGG (57274726-57274655)  Pro (CGG) 72 bp  Sc: 72.22 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA679.trna4-ProCGG (19449-19378)  Pro (CGG) 72 bp  Sc: 72.56 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna997-ProCGG (34989185-34989256)  Pro (CGG) 72 bp  Sc: 76.28 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAATTC 
CCGGACGAGCCC 
>Danio_rerio_chr15.trna97-ProCGG (18858670-18858741)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna5808-ProCGG (48292277-48292206)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna6705-ProCGG (42333376-42333305)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7606-ProCGG (35513082-35513011)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr6.trna373-ProCGG (27602904-27602833)  Pro (CGG) 72 bp  Sc: 76.52 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTCGGGTGCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_chr3.trna756-ProGGG (9268218-9268147)  Pro (GGG) 72 bp  Sc: 34.26 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTGGGTTGCGAGAGGACCCGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_chr4.trna1619-ProGGG (39421888-39421959)  Pro (GGG) 72 bp  Sc: 76.20 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTGGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8184-ProTGG (31212394-31212323)  Pro (TGG) 72 bp  Sc: 29.91 
GGCTCATTGGTCTATGGGTATGATTCTCGCTTTGGTTGCGAGAGGACCTGGGTTCAGTTC 
CTGGATTAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna127-ProTGG (79524-79453)  Pro (TGG) 72 bp  Sc: 31.20 
GGCTCGTTGGTCTAGGAGTATGATTCTCGCTTTGGTTGAGAGATGTCCCGGGTTCATATC 
CTGGACGAGCTC 
>Danio_rerio_chr4.trna7625-ProTGG (35320804-35320733)  Pro (TGG) 72 bp  Sc: 32.25 
GGCTCATTGGTCTATGGGTGTGATTCTTGCTTTGGTTGCGAGAGGACCCAGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna7630-ProTGG (35318274-35318203)  Pro (TGG) 72 bp  Sc: 32.25 
GGCTCATTGGTCTATGGGTGTGATTCTTGCTTTGGTTGCGAGAGGACCCAGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna97-ProTGG (94537-94466)  Pro (TGG) 72 bp  Sc: 33.80 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGATGTCCCGGGTTCATATC 
CTGGACGAGCTC 
>Danio_rerio_Zv9_scaffold3494.trna116-ProTGG (85060-84989)  Pro (TGG) 72 bp  Sc: 39.12 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGTTGAGAGATGTCCCGGGTTCATATC 
CTGGACGAGCTC 
>Danio_rerio_Zv9_NA143.trna6-ProTGG (5463-5534)  Pro (TGG) 72 bp  Sc: 39.65 
GGCTTGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CTGGACGAGCCC 
>Danio_rerio_chr22.trna686-ProTGG (30677366-30677295)  Pro (TGG) 72 bp  Sc: 40.25 
GGCTCATTGGTCTATGGGTATGATTCTCGCATTGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGATCCC 
>Danio_rerio_Zv9_scaffold3470.trna18-ProTGG (35351-35422)  Pro (TGG) 72 bp  Sc: 40.25 
GGCTCATTGGTCTATGGGTATGATTCTCGCATTGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGATCCC 
>Danio_rerio_Zv9_scaffold3560.trna39-ProTGG (180683-180612)  Pro (TGG) 72 bp  Sc: 40.25 
GGCTCATTGGTCTATGGGTATGATTCTCGCATTGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGATCCC 
>Danio_rerio_chr4.trna7622-ProTGG (35322308-35322237)  Pro (TGG) 72 bp  Sc: 40.60 
GGCTCATTGGTCTATGGGTGTGATTCTCGCTTTGGTTGTGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr3.trna742-ProTGG (9275875-9275804)  Pro (TGG) 72 bp  Sc: 42.28 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna575-ProTGG (31885893-31885964)  Pro (TGG) 72 bp  Sc: 42.28 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna8210-ProTGG (30999118-30999047)  Pro (TGG) 72 bp  Sc: 42.28 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna18-ProTGG (8276-8347)  Pro (TGG) 72 bp  Sc: 42.34 
GGCTTGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna20-ProTGG (12160-12231)  Pro (TGG) 72 bp  Sc: 42.72 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTTGGTTGCGAGAGGACCCGGGTTCAATTC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna32-ProTGG (42175-42246)  Pro (TGG) 72 bp  Sc: 42.72 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTTGGTTGCGAGAGGACCCGGGTTCAATTC 
CTGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna54-ProTGG (173415-173344)  Pro (TGG) 72 bp  Sc: 42.72 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTTGGTTGCGAGAGGACCCGGGTTCAATTC 
CTGGATGAGCCC 
>Danio_rerio_chr13.trna204-ProTGG (48215710-48215781)  Pro (TGG) 72 bp  Sc: 42.79 
GGCTCATTGGTCTATGGGTATGATTCTTGCTTTGGTTGCGAGAGGACCCGGGTTTAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr3.trna766-ProTGG (9260598-9260527)  Pro (TGG) 72 bp  Sc: 42.95 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATT 
CCGGACGAGCCC 



>Danio_rerio_Zv9_NA799.trna6-ProTGG (2581-2652)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCTGGGTTCATGTC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna723-ProTGG (33485071-33485142)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna739-ProTGG (33493069-33493140)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna755-ProTGG (33501067-33501138)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna771-ProTGG (33509065-33509136)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna787-ProTGG (33517063-33517134)  Pro (TGG) 72 bp  Sc: 43.31 
GGCTCGTTGGCCTAGGGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna366-ProTGG (48245920-48245849)  Pro (TGG) 72 bp  Sc: 44.31 
GGCTCATTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_chr4.trna3367-ProTGG (50565476-50565547)  Pro (TGG) 72 bp  Sc: 44.31 
GGCTCATTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_chr4.trna6813-ProTGG (41411003-41410932)  Pro (TGG) 72 bp  Sc: 44.31 
GGCTCATTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_chr4.trna8192-ProTGG (31208460-31208389)  Pro (TGG) 72 bp  Sc: 44.32 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGCTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna755-ProTGG (9268689-9268618)  Pro (TGG) 72 bp  Sc: 44.91 
GGCTCGTTGGCCCAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna774-ProTGG (9256414-9256343)  Pro (TGG) 72 bp  Sc: 44.91 
GGCTCGTTGGCCCAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4249-ProTGG (57010183-57010254)  Pro (TGG) 72 bp  Sc: 44.97 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna40-ProTGG (18434-18505)  Pro (TGG) 72 bp  Sc: 44.97 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7627-ProTGG (35319778-35319707)  Pro (TGG) 72 bp  Sc: 45.19 
GGCTCATTGGTCTATGGGTGTGATTCTCGCTTTGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna7632-ProTGG (35317248-35317177)  Pro (TGG) 72 bp  Sc: 45.19 
GGCTCATTGGTCTATGGGTGTGATTCTCGCTTTGGTTGCGAGAGGACCCGGGTTCAATAC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna111-ProTGG (87596-87525)  Pro (TGG) 72 bp  Sc: 46.77 
GGCTCGTTGGCCTAGTGGTATGATTCTTGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr9.trna41-ProTGG (13832775-13832846)  Pro (TGG) 72 bp  Sc: 46.87 
GGCTCGTTGGTCTAGGGGTAAGATTCTTGCTTTGGGTGTGAGAGGTCCTGGGTTTAAATC 
CTAGATGAGCCC 
>Danio_rerio_Zv9_NA23.trna8-ProTGG (4220-4149)  Pro (TGG) 72 bp  Sc: 46.98 
GGCTCGTTGGCCTAGGGGTATGATCCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3365-ProTGG (50557742-50557813)  Pro (TGG) 72 bp  Sc: 47.07 
GGCTTATTGGTCTATGGGTATGATTCTTGCTTTGGTTGCGAGAGGACCCGGGTTCAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna4235-ProTGG (57003836-57003907)  Pro (TGG) 72 bp  Sc: 47.94 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_NA286.trna7-ProTGG (23323-23394)  Pro (TGG) 72 bp  Sc: 48.10 
GGCTCGTTGGTCAAGGGCTATGATTCTTGCTTTGGGTGCGAGAGGTCCTGGGTTCAAATC 
CCAGATGAACCC 
>Danio_rerio_chr4.trna266-ProTGG (30059220-30059291)  Pro (TGG) 72 bp  Sc: 48.44 



GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCATAAC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3554.trna6-ProTGG (15719-15790)  Pro (TGG) 72 bp  Sc: 48.98 
GGCTCATTGGTGTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAATGAGCCC 
>Danio_rerio_Zv9_scaffold3555.trna17-ProTGG (81396-81467)  Pro (TGG) 72 bp  Sc: 49.12 
GGCTCATTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTAAACGAGCCC 
>Danio_rerio_chr3.trna752-ProTGG (9270117-9270046)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna728-ProTGG (33487607-33487678)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna744-ProTGG (33495605-33495676)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna760-ProTGG (33503603-33503674)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna776-ProTGG (33511601-33511672)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8180-ProTGG (31214157-31214086)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna4-ProTGG (7635-7564)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna17-ProTGG (7798-7869)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna35-ProTGG (199449-199378)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna104-ProTGG (91049-90978)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna135-ProTGG (75271-75200)  Pro (TGG) 72 bp  Sc: 49.27 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGTTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna211-ProTGG (48235505-48235576)  Pro (TGG) 72 bp  Sc: 50.27 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_chr18.trna210-ProTGG (46749073-46749002)  Pro (TGG) 72 bp  Sc: 50.27 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna43-ProTGG (65160-65231)  Pro (TGG) 72 bp  Sc: 50.27 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna65-ProTGG (156725-156654)  Pro (TGG) 72 bp  Sc: 50.27 
GGCTCATTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCTTGGGTTCAAATC 
CTGAACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna45-ProTGG (149786-149857)  Pro (TGG) 72 bp  Sc: 50.91 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTTGGTTGCGAGAGGACCCGGGTTCAATTC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna794-ProTGG (33520462-33520533)  Pro (TGG) 72 bp  Sc: 51.03 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna12-ProTGG (32564-32635)  Pro (TGG) 72 bp  Sc: 51.03 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna34-ProTGG (183101-183030)  Pro (TGG) 72 bp  Sc: 51.03 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna4323-ProTGG (57394060-57394131)  Pro (TGG) 72 bp  Sc: 51.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGATCCTTGGTTTAAGTC 



CTGGATGAGCTC 
>Danio_rerio_Zv9_scaffold3560.trna32-ProTGG (184055-183984)  Pro (TGG) 72 bp  Sc: 52.08 
GGCTCGTTGGGGTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA375.trna4-ProTGG (45904-45833)  Pro (TGG) 72 bp  Sc: 53.44 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAAGTCCTGGGTTCAAATC 
CCAGACGACCCC 
>Danio_rerio_Zv9_scaffold3494.trna119-ProTGG (83555-83484)  Pro (TGG) 72 bp  Sc: 53.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGATGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_Zv9_scaffold3494.trna121-ProTGG (82518-82447)  Pro (TGG) 72 bp  Sc: 53.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGATGTGAGAGGTCCCGGGTTTAAATC 
CCAGACGAGTTC 
>Danio_rerio_chr4.trna2948-ProTGG (48125558-48125629)  Pro (TGG) 72 bp  Sc: 54.22 
GGCTAGTTGGTCTAGGGGTATGATTCTCACTTTGGGTATGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGTCC 
>Danio_rerio_chr4.trna5358-ProTGG (53060191-53060120)  Pro (TGG) 72 bp  Sc: 54.22 
GGCTAGTTGGTCTAGGGGTATGATTCTCACTTTGGGTATGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGTCC 
>Danio_rerio_Zv9_scaffold3555.trna74-ProTGG (23508-23437)  Pro (TGG) 72 bp  Sc: 54.22 
GGCTAGTTGGTCTAGGGGTATGATTCTCACTTTGGGTATGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGTCC 
>Danio_rerio_chr4.trna1295-ProTGG (37570673-37570744)  Pro (TGG) 72 bp  Sc: 54.22 
GGCTTCTTGGTCTAGGGGTATGATTCTCGATTTGGATGCGAGAGGGCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna748-ProTGG (9273252-9273181)  Pro (TGG) 72 bp  Sc: 54.33 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr9.trna28-ProTGG (8586901-8586972)  Pro (TGG) 72 bp  Sc: 54.80 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCATATT 
CCAGACGAGCCC 
>Danio_rerio_chr22.trna682-ProTGG (30679231-30679160)  Pro (TGG) 72 bp  Sc: 55.33 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1125-ProTGG (36373250-36373321)  Pro (TGG) 72 bp  Sc: 55.33 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCCGGGTTCATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2901-ProTGG (47882950-47883021)  Pro (TGG) 72 bp  Sc: 55.81 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGATCCCGGGTCCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna574-ProTGG (31885416-31885487)  Pro (TGG) 72 bp  Sc: 56.36 
GGCTCGTTGGTCTAGGGGTGGGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr8.trna123-ProTGG (27881820-27881891)  Pro (TGG) 72 bp  Sc: 56.72 
GTCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGAGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna20-ProTGG (9127-9198)  Pro (TGG) 72 bp  Sc: 56.73 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTATGGGTGTGAGAGGTCCCAGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3366-ProTGG (50558294-50558365)  Pro (TGG) 72 bp  Sc: 57.30 
GGCTGGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTACGAGAGGTCCCGGGTTCAGATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2898-ProTGG (47881456-47881527)  Pro (TGG) 72 bp  Sc: 57.39 
GGCTCGTTGGTCTAGCGGTATGATTCTCGCTTTGGGTGTGAGAGGTCATAGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna1643-ProTGG (39781550-39781621)  Pro (TGG) 72 bp  Sc: 57.63 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna1916-ProTGG (41387872-41387943)  Pro (TGG) 72 bp  Sc: 57.63 
GGCTCGTTGGCCTAGGGGTATGATTCTCGCTTTGGGTGAGAGAGGTCCTGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr12.trna23-ProTGG (3040730-3040801)  Pro (TGG) 72 bp  Sc: 57.66 
GGCTCATTGGTCTCGCGGTATAATTCTCGCTTTGGGTGTGAGAGGTCCCAGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna1642-ProTGG (39781072-39781143)  Pro (TGG) 72 bp  Sc: 57.81 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGAGTTCAAATC 
CCAGACGAGCCC 



>Danio_rerio_chr4.trna6359-ProTGG (43956694-43956623)  Pro (TGG) 72 bp  Sc: 57.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGTGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr5.trna1090-ProTGG (4399237-4399166)  Pro (TGG) 72 bp  Sc: 57.93 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGTGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr13.trna245-ProTGG (48536111-48536182)  Pro (TGG) 72 bp  Sc: 58.03 
GGCTTGTTGGTCTAGGGGCATGATTCTCGCTTTGGGTGTGAGAGGTCCCAGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7650-ProTGG (35101152-35101081)  Pro (TGG) 72 bp  Sc: 58.56 
GGCTCGTTGGTCTAGGGGTATGAATCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna8209-ProTGG (30999595-30999524)  Pro (TGG) 72 bp  Sc: 58.92 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCACGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna680-ProTGG (30680185-30680114)  Pro (TGG) 72 bp  Sc: 59.06 
GGCTCGTTGGGGTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna27-ProTGG (12510-12581)  Pro (TGG) 72 bp  Sc: 59.13 
GGCTATTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna11-ProTGG (32087-32158)  Pro (TGG) 72 bp  Sc: 59.21 
GGCTCGTTGGTCTACGGGTATGATTTTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr3.trna23-ProTGG (9369306-9369377)  Pro (TGG) 72 bp  Sc: 59.35 
GGCTCGTTGGCCTAGGGGAATGATTCTCGCTTTGGGTGAGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCT 
>Danio_rerio_chr13.trna236-ProTGG (48531667-48531738)  Pro (TGG) 72 bp  Sc: 59.86 
GGCTCGTTGCTCTAGGGGCATGATTCTCGCTTTGGGTGTGAGAGATCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3514.trna57-ProTGG (152475-152404)  Pro (TGG) 72 bp  Sc: 60.11 
GGCTCATTGGTCTCGTGGTATAATTCTCGCTTTGGGTGTGAGAGGTCCCAGGTTCAAATC 
CTGGATGAGCCC 
>Danio_rerio_chr4.trna2137-ProTGG (43049975-43050046)  Pro (TGG) 72 bp  Sc: 60.26 
GGCTCGTTGGTCTAGGGGTATGGTTCTCGCTTTGGGTGTGAGAGGTCCCCGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3530.trna22-ProTGG (288527-288598)  Pro (TGG) 72 bp  Sc: 60.28 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr8.trna107-ProTGG (27876397-27876468)  Pro (TGG) 72 bp  Sc: 60.32 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTAATATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna150-ProTGG (27891326-27891397)  Pro (TGG) 72 bp  Sc: 60.32 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTAATATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna3821-ProTGG (54197821-54197892)  Pro (TGG) 72 bp  Sc: 60.44 
GGCTCGTTGGTCTAGTGGTATGATTCTCGCTCTGGGTGTGAGAGAACCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna265-ProTGG (30058743-30058814)  Pro (TGG) 72 bp  Sc: 60.71 
GGCTCGTTGGTCTAGGGGTATGAGTCTTGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2888-ProTGG (47876721-47876792)  Pro (TGG) 72 bp  Sc: 60.73 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACAAGCCC 
>Danio_rerio_Zv9_NA143.trna11-ProTGG (7883-7954)  Pro (TGG) 72 bp  Sc: 60.90 
GGCTCGTTGGTCTAGGGGTATGATTCTCGTTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGTACGAGCCC 
>Danio_rerio_chr3.trna765-ProTGG (9261075-9261004)  Pro (TGG) 72 bp  Sc: 60.92 
GGCTTGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCGCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna2144-ProTGG (43053520-43053591)  Pro (TGG) 72 bp  Sc: 60.96 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAAGTCCCCGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr3.trna741-ProTGG (9276352-9276281)  Pro (TGG) 72 bp  Sc: 61.32 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna773-ProTGG (9256891-9256820)  Pro (TGG) 72 bp  Sc: 61.37 



GCCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1659-ProTGG (39789372-39789444)  Pro (TGG) 73 bp  Sc: 61.65 
GGCTCGTTGGTCTTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAAT 
CCCGGACGAGCCC 
>Danio_rerio_chr4.trna1662-ProTGG (39790877-39790949)  Pro (TGG) 73 bp  Sc: 61.65 
GGCTCGTTGGTCTTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAAT 
CCCGGACGAGCCC 
>Danio_rerio_chr4.trna7442-ProTGG (37525395-37525324)  Pro (TGG) 72 bp  Sc: 62.04 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCCTTGGGTGTGAGAGGTTTTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr22.trna681-ProTGG (30679708-30679637)  Pro (TGG) 72 bp  Sc: 62.56 
GGCTCGTTGGTCTACGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna33-ProTGG (183578-183507)  Pro (TGG) 72 bp  Sc: 62.56 
GGCTCGTTGGTCTACGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna4234-ProTGG (57003361-57003432)  Pro (TGG) 72 bp  Sc: 63.00 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTCTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2892-ProTGG (47878424-47878495)  Pro (TGG) 72 bp  Sc: 63.65 
GGCTCGTTGGTCTAGGTGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8179-ProTGG (31214634-31214563)  Pro (TGG) 72 bp  Sc: 64.14 
AGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2891-ProTGG (47878055-47878126)  Pro (TGG) 72 bp  Sc: 64.46 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCAGACGAGCCC 
>Danio_rerio_chr4.trna1645-ProTGG (39782495-39782566)  Pro (TGG) 72 bp  Sc: 64.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna4248-ProTGG (57009706-57009777)  Pro (TGG) 72 bp  Sc: 64.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna39-ProTGG (17957-18028)  Pro (TGG) 72 bp  Sc: 64.58 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_chr4.trna255-ProTGG (30053866-30053937)  Pro (TGG) 72 bp  Sc: 64.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna115-ProTGG (85537-85466)  Pro (TGG) 72 bp  Sc: 64.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna126-ProTGG (80001-79930)  Pro (TGG) 72 bp  Sc: 64.92 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGAGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2886-ProTGG (47875872-47875943)  Pro (TGG) 72 bp  Sc: 65.03 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACAAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna129-ProTGG (78206-78135)  Pro (TGG) 72 bp  Sc: 65.25 
GGCTCGTTGGTCTGGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna754-ProTGG (9269168-9269097)  Pro (TGG) 72 bp  Sc: 65.31 
GGTTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGTCC 
>Danio_rerio_chr8.trna179-ProTGG (27901067-27901138)  Pro (TGG) 72 bp  Sc: 65.36 
GGCTCGTTGGTCTAGGGGAGTGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna7-ProTGG (4697-4626)  Pro (TGG) 72 bp  Sc: 65.50 
GGGTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2890-ProTGG (47877758-47877829)  Pro (TGG) 72 bp  Sc: 65.67 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGACC 
>Danio_rerio_chr9.trna420-ProTGG (4464358-4464287)  Pro (TGG) 72 bp  Sc: 65.95 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 



CCGGATGAGCCC 
>Danio_rerio_chr4.trna1915-ProTGG (41387395-41387466)  Pro (TGG) 72 bp  Sc: 67.25 
GGCTCGTTGATCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2134-ProTGG (43048555-43048626)  Pro (TGG) 72 bp  Sc: 67.25 
GGCTCGTTGATCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna770-ProTGG (9258482-9258411)  Pro (TGG) 72 bp  Sc: 67.27 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna584-ProTGG (31890183-31890254)  Pro (TGG) 72 bp  Sc: 67.27 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3472.trna43-ProTGG (148838-148909)  Pro (TGG) 72 bp  Sc: 67.27 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCTGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna716-ProTGG (33481583-33481654)  Pro (TGG) 72 bp  Sc: 67.62 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna732-ProTGG (33489581-33489652)  Pro (TGG) 72 bp  Sc: 67.62 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna748-ProTGG (33497579-33497650)  Pro (TGG) 72 bp  Sc: 67.62 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna764-ProTGG (33505577-33505648)  Pro (TGG) 72 bp  Sc: 67.62 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna780-ProTGG (33513575-33513646)  Pro (TGG) 72 bp  Sc: 67.62 
GGCTCGTTGGTCTAGGGTTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna250-ProTGG (48539083-48539154)  Pro (TGG) 72 bp  Sc: 67.65 
GGCTCGTTGGTCTAGGGGCATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna253-ProTGG (48540485-48540556)  Pro (TGG) 72 bp  Sc: 67.65 
GGCTCGTTGGTCTAGGGGCATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna2887-ProTGG (47876241-47876312)  Pro (TGG) 72 bp  Sc: 67.94 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAAGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna117-ProTGG (28074465-28074536)  Pro (TGG) 72 bp  Sc: 68.13 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna90-ProTGG (28061831-28061902)  Pro (TGG) 72 bp  Sc: 68.13 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna99-ProTGG (28066040-28066111)  Pro (TGG) 72 bp  Sc: 68.13 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCGCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr8.trna135-ProTGG (27885867-27885938)  Pro (TGG) 72 bp  Sc: 68.24 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTAAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna103-ProTGG (27875060-27875131)  Pro (TGG) 72 bp  Sc: 68.28 
GGCTCGTTGGTCTAGGGCTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA143.trna4-ProTGG (4515-4586)  Pro (TGG) 72 bp  Sc: 68.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGGGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna108-ProTGG (28070249-28070320)  Pro (TGG) 72 bp  Sc: 68.88 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCAAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna111-ProTGG (28071651-28071722)  Pro (TGG) 72 bp  Sc: 68.88 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCAAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna96-ProTGG (28064637-28064708)  Pro (TGG) 72 bp  Sc: 68.88 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCAAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 



>Danio_rerio_chr4.trna588-ProTGG (31892194-31892265)  Pro (TGG) 72 bp  Sc: 69.00 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGGGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7654-ProTGG (35099167-35099096)  Pro (TGG) 72 bp  Sc: 69.00 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGGGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8196-ProTGG (31206501-31206430)  Pro (TGG) 72 bp  Sc: 69.17 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CTGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna103-ProTGG (91526-91455)  Pro (TGG) 72 bp  Sc: 69.17 
GGCTCGTTGGTCTAGCGGTATGATTCTAGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCG 
>Danio_rerio_chr4.trna4688-ProTGG (56008118-56008047)  Pro (TGG) 72 bp  Sc: 69.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCACTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna157-ProTGG (27893627-27893698)  Pro (TGG) 72 bp  Sc: 70.18 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAACC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna85-ProTGG (27868995-27869066)  Pro (TGG) 72 bp  Sc: 70.18 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAACC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna154-ProTGG (27892663-27892734)  Pro (TGG) 72 bp  Sc: 70.20 
GGCTCGTTGGTCTAGGGGTATGATTCTTGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna1124-ProTGG (36372773-36372844)  Pro (TGG) 72 bp  Sc: 70.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr4.trna793-ProTGG (33519985-33520056)  Pro (TGG) 72 bp  Sc: 70.25 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna102-ProTGG (28067443-28067514)  Pro (TGG) 72 bp  Sc: 70.65 
GGCTCGTTTGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna105-ProTGG (28068846-28068917)  Pro (TGG) 72 bp  Sc: 70.65 
GGCTCGTTTGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr13.trna114-ProTGG (28073062-28073133)  Pro (TGG) 72 bp  Sc: 70.65 
GGCTCGTTTGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna131-ProTGG (27884530-27884601)  Pro (TGG) 72 bp  Sc: 71.09 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGCTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna24-ProTGG (9369873-9369944)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr3.trna745-ProTGG (9274756-9274685)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna262-ProTGG (30057242-30057313)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna727-ProTGG (33487130-33487201)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna743-ProTGG (33495128-33495199)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna759-ProTGG (33503126-33503197)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna7634-ProTGG (35316326-35316255)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna775-ProTGG (33511124-33511195)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr4.trna8191-ProTGG (31208937-31208866)  Pro (TGG) 72 bp  Sc: 71.57 



GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna143-ProTGG (27888578-27888649)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna146-ProTGG (27889952-27890023)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna171-ProTGG (27898395-27898466)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna191-ProTGG (27905114-27905185)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna199-ProTGG (27907862-27907933)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna203-ProTGG (27909200-27909271)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna207-ProTGG (27910537-27910608)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna211-ProTGG (27911912-27911983)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna217-ProTGG (27913774-27913845)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna278-ProTGG (27934567-27934638)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA23.trna3-ProTGG (8112-8041)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_NA799.trna9-ProTGG (3975-4046)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna134-ProTGG (75748-75677)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna96-ProTGG (95014-94943)  Pro (TGG) 72 bp  Sc: 71.57 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna93-ProTGG (27871669-27871740)  Pro (TGG) 72 bp  Sc: 72.55 
GGCTCGTTGGTTTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr20.trna585-ProTGG (24364124-24364043)  Pro (TGG) 82 bp  Sc: 74.71 
GTAGTCGTGGCCGAGAGGTTAAGGCGATGGACTTGGAATTCATTGGGGTATCCCCGCGCA 
GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_chr13.trna120-ProTGG (28075876-28075947)  Pro (TGG) 72 bp  Sc: 74.83 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna93-ProTGG (28063234-28063305)  Pro (TGG) 72 bp  Sc: 74.83 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGATGAGCCC 
>Danio_rerio_chr13.trna87-ProTGG (28060428-28060499)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr15.trna248-ProTGG (38772966-38772895)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr5.trna527-ProTGG (56377509-56377580)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr6.trna374-ProTGG (27602551-27602480)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 



CCGGACGAGCCC 
>Danio_rerio_chr6.trna377-ProTGG (26579938-26579867)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna111-ProTGG (27877733-27877804)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna115-ProTGG (27879107-27879178)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna119-ProTGG (27880484-27880555)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna127-ProTGG (27883195-27883266)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna139-ProTGG (27887204-27887275)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna161-ProTGG (27894965-27895036)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna167-ProTGG (27897022-27897093)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna175-ProTGG (27899731-27899802)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna183-ProTGG (27902404-27902475)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna187-ProTGG (27903776-27903847)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna221-ProTGG (27915111-27915182)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna225-ProTGG (27916448-27916519)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna229-ProTGG (27917787-27917858)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna235-ProTGG (27920093-27920164)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna239-ProTGG (27921430-27921501)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna243-ProTGG (27922767-27922838)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna247-ProTGG (27924141-27924212)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna251-ProTGG (27925478-27925549)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna255-ProTGG (27926815-27926886)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna259-ProTGG (27928151-27928222)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna263-ProTGG (27929485-27929556)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 



>Danio_rerio_chr8.trna267-ProTGG (27930820-27930891)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna270-ProTGG (27931856-27931927)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna274-ProTGG (27933230-27933301)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna89-ProTGG (27870332-27870403)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr8.trna99-ProTGG (27873725-27873796)  Pro (TGG) 72 bp  Sc: 76.15 
GGCTCGTTGGTCTAGGGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCC 
>Danio_rerio_chr15.trna345-SeC(e)TCA (16157692-16157607)  SeC(e) (TCA) 86 bp  Sc: 71.41 
GCCCGGATGAACCTCGGTGGTCCGGGGTGCAGGCTTCAAACCTGTAGCTGCCTAGCGGCA 
GAGTGGTTCAATTCCACCTTTCGGGC 
>Danio_rerio_chr1.trna300-SeCTCA (22240054-22239982)  SeC (TCA) 73 bp  Sc: 51.80 
GGCCCAGTGGCCTAATGGATAAGACACCGGCCTTCAAAGCTGGGTATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4662-SeCTCA (56419474-56419404)  SeC (TCA) 71 bp  Sc: 54.92 
GCTCGGCTAGCTCAGTCGGTAGAGCATGAGACTCAATCTCAGGGTCGTGGGTTCGAGCCC 
CATATTGGGCC 
>Danio_rerio_chr1.trna278-SeCTCA (22257139-22257067)  SeC (TCA) 73 bp  Sc: 55.90 
GGCCCAGTGGCCTAATGGATAAGGCACCAACCTTCAAAGCTGAGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr1.trna281-SeCTCA (22251110-22251038)  SeC (TCA) 73 bp  Sc: 55.90 
GGCCCAGTGGCCTAATGGATAAGGCACCAACCTTCAAAGCTGAGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna4054-SeCTCA (56220354-56220426)  SeC (TCA) 73 bp  Sc: 58.97 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCAAAACTGGGAATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7747-SeCTCA (34105785-34105713)  SeC (TCA) 73 bp  Sc: 58.97 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCAAAACTGGGAATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna1119-SeCTCA (36242494-36242566)  SeC (TCA) 73 bp  Sc: 59.97 
GGCCCAGTTGCCCAATGGATAAGGCACCAGCCTTCAAAGCTGGGGATTGTGGGTTCAAGT 
CCCATCTGGGTTG 
>Danio_rerio_Zv9_scaffold3464.trna4-SeCTCA (171969-172041)  SeC (TCA) 73 bp  Sc: 61.35 
AGCATGGTGGCCTAATGGATAAGGCACCAGCCTTCAAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGGGTTG 
>Danio_rerio_Zv9_scaffold3472.trna46-SeCTCA (150265-150336)  SeC (TCA) 72 bp  Sc: 61.58 
GGCTCGTTGGTCTAGGGGTATAATTCTTGCTTTCAGTGTGAGAGGTCCCGGGTTCAAATC 
CCGGACGAGCCT 
>Danio_rerio_Zv9_scaffold3521.trna3-SeCTCA (139995-140067)  SeC (TCA) 73 bp  Sc: 61.67 
AGCATAGTGGCCTAATGGATAAGGCACCAGCCTTCAAAGCTGGGGATTGTGGGTTCGAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr22.trna448-SeCTCA (31132741-31132813)  SeC (TCA) 73 bp  Sc: 65.17 
GGCCCAGTGGCCTAATGTTTAAGGCACCAGCCTTCAAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna5453-SeCTCA (52114368-52114296)  SeC (TCA) 73 bp  Sc: 68.57 
GGCCCAGTGGCCTAATGGATAAGGCACCAGCCTTCAAAGCTGGGGATTGTGGGTTCAAGT 
CCCACCTGGGTTG 
>Danio_rerio_chr4.trna7723-SeCTCA (34463950-34463869)  SeC (TCA) 82 bp  Sc: 80.85 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTTCAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8035-SerACT (31856888-31856818)  Ser (ACT) 71 bp  Sc: 53.78 
GCATTGGTGGTTCAGTGGTAGAATTCTCGCCTACTACGCGGAAGACCTGGGTCTGATTCC 
CGGCCAATGCA 
>Danio_rerio_chr4.trna5875-SerACT (47739821-47739740)  Ser (ACT) 82 bp  Sc: 56.63 
GATGAGGTGGCCGAATGGTTAAGGCGATGGACTACTAATCCATTGTGCTTTGCACGCGTG 
GGTTAGAATCCCATGTTTGTTG 
>Danio_rerio_Zv9_scaffold3530.trna183-SerACT (809337-809418)  Ser (ACT) 82 bp  Sc: 57.81 
GACAAGTTGGCCGAGTGGTTAAGGCGATGGACTACTAATCCATTGGGCTCTGCATGCGTG 
GGTTTGAATTCCATCCTTGTCG 
>Danio_rerio_chr4.trna7232-SerACT (39015665-39015584)  Ser (ACT) 82 bp  Sc: 61.66 



GACAAGTTGGCTGAGTGGTTAAGGCGATGGACTACTAATCCATTGTGCTCTGCACGCGTG 
GGTTTGAATTCCATCCTTGTCG 
>Danio_rerio_Zv9_scaffold3503.trna145-SerACT (887195-887114)  Ser (ACT) 82 bp  Sc: 62.13 
GACGAGGTGGCCGAGTGGTTAAGGCGATGTACTACTAATCCATTGTGCTCTGCACGTGAG 
GGTTCGAATCCCATCCTCCTCG 
>Danio_rerio_chr4.trna5734-SerACT (49047404-49047323)  Ser (ACT) 82 bp  Sc: 65.27 
GACAAGTTGGCCGAGTGGTTAAGGCGATGGACTACTAATCCATTGTGCTCTGCACGCGTG 
GGTTTGAATTCCATCCTTGTCG 
>Danio_rerio_chr4.trna3327-SerACT (50331043-50331115)  Ser (ACT) 73 bp  Sc: 65.94 
GGGCCAGTGGCGCAGTGGATAACGTGTCTGACTACTGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTTG 
>Danio_rerio_Zv9_scaffold3480.trna136-SerACT (27042-26970)  Ser (ACT) 73 bp  Sc: 68.70 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACTGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_Zv9_scaffold3480.trna141-SerACT (23577-23505)  Ser (ACT) 73 bp  Sc: 68.70 
GGGCCAGTGGCGCAATGGATAACGCGTCTGACTACTGATCAGAAGATTCTAGGTTCGACT 
CCTGGCTGGCTCG 
>Danio_rerio_chr4.trna6204-SerACT (44934451-44934370)  Ser (ACT) 82 bp  Sc: 69.72 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTACTAATCCATTGTGCTCTGCACGTGAG 
GGTTCGAATCCCATCCTCCTCG 
>Danio_rerio_chr4.trna6209-SerACT (44931499-44931418)  Ser (ACT) 82 bp  Sc: 69.72 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTACTAATCCATTGTGCTCTGCACGTGAG 
GGTTCGAATCCCATCCTCCTCG 
>Danio_rerio_chr4.trna6213-SerACT (44929180-44929099)  Ser (ACT) 82 bp  Sc: 69.72 
GACGAGGTGGCCGAGTGGTTAAGGCGATGGACTACTAATCCATTGTGCTCTGCACGTGAG 
GGTTCGAATCCCATCCTCCTCG 
>Danio_rerio_chr7.trna459-SerACT (42446520-42446449)  Ser (ACT) 72 bp  Sc: 72.06 
GACCTTGTGGCGCAACGGTAGCGCGTCTGACTACTGATCAGAAGGTTGCGTGTTCAAATC 
ACGTCAGGGTCA 
>Danio_rerio_chr4.trna2217-SerACT (43566283-43566364)  Ser (ACT) 82 bp  Sc: 73.22 
GACGAAGTGGCCGAGTGGTTAAGGTGATGGACTACTAATCCATTGTGCTCTGCACTCGTG 
GGTTCGAATCCCATCCTCGTCG 
>Danio_rerio_Zv9_scaffold3536.trna42-SerAGA (121450-121531)  Ser (AGA) 82 bp  Sc: 45.43 
GTAGTCGTGGCTGAGTGGTTAAGGCGATCGACTAGAAATCCGTTGGGATATTCTCCCGCA 
GGTTCAAGTTCTGCCAACTATA 
>Danio_rerio_Zv9_NA297.trna1-SerAGA (23941-24022)  Ser (AGA) 82 bp  Sc: 46.96 
GTAGTCGTGGCCAAGTGGTTAAGGCGATTGACTAGAAATCCATTGGGGTCTCTACCTGCA 
GGTTCAAGTCCTGCTAACTATA 
>Danio_rerio_Zv9_scaffold3514.trna58-SerAGA (146936-146865)  Ser (AGA) 72 bp  Sc: 49.48 
GGCTTGTTGGTCTAGTGGTATGATTCTCACTTAGAGTGCGAGAGATCTTGGGTTCAAATC 
CTAGATGAGACC 
>Danio_rerio_chr4.trna1517-SerAGA (38139883-38139964)  Ser (AGA) 82 bp  Sc: 55.81 
GTATTCGTGGCCGAGAGGTTACGGCGATGGACTAGAAATCCATTGCGGTCTCCCCGCGCA 
GGTTCGTATTCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3493.trna21-SerAGA (135798-135717)  Ser (AGA) 82 bp  Sc: 56.02 
GTAGTCGTGGCCAAGTGGTTAAGGCGATGGACTAGAAATCCATTGGTGTCTTGCTGCGCA 
GGTTTGGATCCTGCCAACTACA 
>Danio_rerio_chr4.trna3410-SerAGA (50998193-50998274)  Ser (AGA) 82 bp  Sc: 56.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAATTCCATTCGGGTCTCCCCGCTCA 
GCTTTGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna3400-SerAGA (50994112-50994193)  Ser (AGA) 82 bp  Sc: 56.45 
GTGGTCGTGGCCGAGTGGTTAAGGCGAAGGACTAGAAGTCCATTGGGGCCTCCCCGTGCG 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5989-SerAGA (47187157-47187076)  Ser (AGA) 82 bp  Sc: 58.33 
GTAGTTGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCGATTGGGGTCTCCCCGCGCA 
GGTTTCAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna7810-SerAGA (33902465-33902384)  Ser (AGA) 82 bp  Sc: 58.64 
GTAGTCGTGGCCGAGTGGTTAAGGCAATAGACTAGAAATCCATTGGGGTGTCCCCACGCA 
GGTTTGAATCCAGCCGACTATG 
>Danio_rerio_chr4.trna7335-SerAGA (38145532-38145451)  Ser (AGA) 82 bp  Sc: 58.67 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGATTAGAAATCCATTGCGGTCTCCGTGTGCA 
GGTTCGAATCGTGTCGACTATG 
>Danio_rerio_Zv9_scaffold3473.trna7-SerAGA (40383-40464)  Ser (AGA) 82 bp  Sc: 58.94 
GTAGTCATGGCCGAGTGGTTAAGGCGATGTATTAGAAATCCATTAGGGTCTCCCCGTGCA 
GGTTCGAATCCTGTCGACTATG 
>Danio_rerio_chr4.trna2446-SerAGA (45031610-45031691)  Ser (AGA) 82 bp  Sc: 59.85 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 



GGTTTGAATCCTGGTGACTACG 
>Danio_rerio_chr4.trna2453-SerAGA (45034313-45034394)  Ser (AGA) 82 bp  Sc: 59.85 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGGTGACTACG 
>Danio_rerio_chr4.trna2477-SerAGA (45042561-45042642)  Ser (AGA) 82 bp  Sc: 59.85 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGGTGACTACG 
>Danio_rerio_chr4.trna3293-SerAGA (50049174-50049254)  Ser (AGA) 81 bp  Sc: 60.20 
TAATCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATTCATTGGGGTCTCCCCGTGCAG 
GTTCAAATCCTGCCGATGTAG 
>Danio_rerio_Zv9_NA297.trna9-SerAGA (29866-29947)  Ser (AGA) 82 bp  Sc: 60.32 
GCAGTCGTGGCCAAGTGGTTAAGGCGATGGACTAGAAATACATTGTAGTCTCCCCGTGCA 
GGTGCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna2485-SerAGA (45045642-45045723)  Ser (AGA) 82 bp  Sc: 60.72 
ATAGTCGTGGCTGAGTGGTTGAGGTGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1560-SerAGA (38794632-38794713)  Ser (AGA) 82 bp  Sc: 60.76 
GTAGTCGTGGCCGAGTAGTTAAGGTGATAGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATACTGCCGACTATG 
>Danio_rerio_chr8.trna680-SerAGA (41065911-41065830)  Ser (AGA) 82 bp  Sc: 61.44 
GTAGTCGTGGCCGAATGGTTAAGGCGATGGACTAGAATTCCATTCGGGTCTCCCCGCTCA 
GGTTTGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3536.trna45-SerAGA (122487-122568)  Ser (AGA) 82 bp  Sc: 61.88 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCCGCACA 
GGTTGCAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna6603-SerAGA (42733010-42732929)  Ser (AGA) 82 bp  Sc: 62.52 
GTAGTCGCGGCCGAGTGGTTAAGGTGATGGACCAGAAATCCATTGGGGTTTCCCCACGCA 
GGTTCGAATCCTGACGACTATG 
>Danio_rerio_Zv9_scaffold3482.trna8-SerAGA (120672-120753)  Ser (AGA) 82 bp  Sc: 62.58 
GTAGTCATGGCTGAGTGGTTAAGGTGATGGACTAGAAATCCATCGCGGTCTCCCTGTGCA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna5417-SerAGA (52331697-52331616)  Ser (AGA) 82 bp  Sc: 63.15 
GTAGTCGTGTCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGTGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTTTG 
>Danio_rerio_Zv9_NA773.trna4-SerAGA (4850-4931)  Ser (AGA) 82 bp  Sc: 63.98 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTGTCCCTGCGCA 
GGTTCGAAGCCAGCCGCCTACG 
>Danio_rerio_chr4.trna3428-SerAGA (51005366-51005447)  Ser (AGA) 82 bp  Sc: 64.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAATTCCATTCGGGTCTCCCCGCTCA 
GGTTTGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna8123-SerAGA (31420698-31420617)  Ser (AGA) 82 bp  Sc: 64.03 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGAGTCTCCCCGCGCA 
GGTCCGAATCCTGCCGAGTATG 
>Danio_rerio_Zv9_scaffold3554.trna22-SerAGA (233518-233591)  Ser (AGA) 74 bp  Sc: 64.51 
GGCGCTCAGGCTTAGTTGGTCAAAGCGCCTGTCTAGAAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna7812-SerAGA (33901477-33901396)  Ser (AGA) 82 bp  Sc: 64.93 
GTAGTCGTGGCCGAGTGGTAAAGGCGATGGACTAGAGATCCATTGGGGTCTCCCCGTGCA 
AGTTCGAATCCTGCTGACTATG 
>Danio_rerio_chr4.trna3878-SerAGA (55091653-55091734)  Ser (AGA) 82 bp  Sc: 65.40 
GTAGTCGTGGCCGAGTGGTTTAGGCGATCGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGGTGACTACG 
>Danio_rerio_chr4.trna6370-SerAGA (43882565-43882484)  Ser (AGA) 82 bp  Sc: 65.67 
GTAGTCGTGGCCGAGAGGTTAAGGCGATGGACAAGAAATCCATTGGGGTGTCCCCGCGCA 
GGTTCGAATCCTGCAGACTACG 
>Danio_rerio_chr13.trna219-SerAGA (48323296-48323377)  Ser (AGA) 82 bp  Sc: 66.42 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGAATAGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAATCCTGTTGACTATG 
>Danio_rerio_chr4.trna2468-SerAGA (45039468-45039549)  Ser (AGA) 82 bp  Sc: 66.43 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCTGACTACG 
>Danio_rerio_chr22.trna607-SerAGA (30806621-30806540)  Ser (AGA) 82 bp  Sc: 66.57 
GTAGTCGTGGCCGAGTGGTTAAGGCGATAGACTAGATATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3536.trna79-SerAGA (352409-352328)  Ser (AGA) 82 bp  Sc: 66.61 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTTGAATCCTACTGACTACG 



>Danio_rerio_chr4.trna1898-SerAGA (41061119-41061192)  Ser (AGA) 74 bp  Sc: 66.85 
GGTGCTGTGGCTTAGTTGGTCAAAGCACCCGTCTAGAAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna6829-SerAGA (41020310-41020229)  Ser (AGA) 82 bp  Sc: 66.96 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCTATTGGGGTCTCCCCGTGCA 
TGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA297.trna24-SerAGA (42509-42590)  Ser (AGA) 82 bp  Sc: 66.98 
GTAGTTGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCGCCGCGCA 
GGTTCGAATTCTACCGACTACG 
>Danio_rerio_chr4.trna5180-SerAGA (54115502-54115422)  Ser (AGA) 81 bp  Sc: 67.28 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTTGGGTCTCCCCGCGCA 
GGTTCGAATCCTGTCGACACT 
>Danio_rerio_chr4.trna3669-SerAGA (53111716-53111797)  Ser (AGA) 82 bp  Sc: 67.55 
GTAGTCGTGGCCGAGTGGTTAAAGCGATGGACGAGAAATCCATTGGGGTCTCTCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna909-SerAGA (33973301-33973382)  Ser (AGA) 82 bp  Sc: 67.59 
GTACTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGCGGTCTCCCCGCGCA 
GGTTTGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_NA297.trna15-SerAGA (31923-32004)  Ser (AGA) 82 bp  Sc: 67.74 
GTAGTCGTGGCCGATTGGTTAAGGCGATGGACTAGAAGTCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna219-SerAGA (29873638-29873719)  Ser (AGA) 82 bp  Sc: 67.85 
GTAGTCGTGGCCAAGTGGTTAAGACGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCTTGGCGACTACG 
>Danio_rerio_Zv9_scaffold3554.trna95-SerAGA (224942-224861)  Ser (AGA) 82 bp  Sc: 68.14 
GTAGTCGTGGCTGAGTGGTTAAGGTGATGGATTAGAAATCCATTGGGGTATCCCTGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna912-SerAGA (33974332-33974413)  Ser (AGA) 82 bp  Sc: 68.29 
GTATTCGTGGCCGAGTGGTTAAGGCGATGGACTAGATATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA251.trna59-SerAGA (10142-10061)  Ser (AGA) 82 bp  Sc: 69.18 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTAGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCGGACTATG 
>Danio_rerio_Zv9_scaffold3472.trna12-SerAGA (94653-94734)  Ser (AGA) 82 bp  Sc: 69.33 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATAGGGGTCTCCCCGCGCA 
GGGTTGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3538.trna8-SerAGA (170565-170646)  Ser (AGA) 82 bp  Sc: 69.86 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGATTAGAACTCCATTGGGGTCTCCCCGTGCA 
GGTTCGAATCCTGTCGACTATG 
>Danio_rerio_chr4.trna1105-SerAGA (36169430-36169511)  Ser (AGA) 82 bp  Sc: 69.87 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTTGAATCCTGCTGACTATG 
>Danio_rerio_chr4.trna2790-SerAGA (47707130-47707211)  Ser (AGA) 82 bp  Sc: 69.88 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTATCCCCGCGTA 
GCTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr8.trna678-SerAGA (41066922-41066841)  Ser (AGA) 82 bp  Sc: 69.94 
GTAGTCATGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGTGCA 
TGTTCGAATCCTGCCGACTACA 
>Danio_rerio_chr4.trna4309-SerAGA (57227915-57227996)  Ser (AGA) 82 bp  Sc: 69.96 
GTAGTCGTGGCCGACGGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4629-SerAGA (56569404-56569323)  Ser (AGA) 82 bp  Sc: 70.20 
GTATTCGTGGCCGAGAGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGTATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2087-SerAGA (42627379-42627460)  Ser (AGA) 82 bp  Sc: 70.20 
GTAGTCGTGGCCGAGTGGTTAAGGCGATAGACTAGATATCCACTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna109-SerAGA (523894-523975)  Ser (AGA) 82 bp  Sc: 70.20 
GTAGTCGTGGCTGAGTGGTTAAGGCTATGGACTAGAAATCCATTGGAGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGAGTATG 
>Danio_rerio_Zv9_scaffold3480.trna115-SerAGA (288874-288793)  Ser (AGA) 82 bp  Sc: 70.22 
GTAGTCATGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATCGGGGTCTACCTGTGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6737-SerAGA (41773897-41773816)  Ser (AGA) 82 bp  Sc: 70.32 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTAGGCTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr20.trna522-SerAGA (24389311-24389230)  Ser (AGA) 82 bp  Sc: 70.39 



GCAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCACCGCGCA 
GGTTCGAATCCTTCCGACTATG 
>Danio_rerio_Zv9_NA10.trna2-SerAGA (24000-24081)  Ser (AGA) 82 bp  Sc: 70.65 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGAGGTATCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1245-SerAGA (37260463-37260544)  Ser (AGA) 82 bp  Sc: 70.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
AGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1379-SerAGA (37756922-37757003)  Ser (AGA) 82 bp  Sc: 70.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
AGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna668-SerAGA (9450417-9450336)  Ser (AGA) 82 bp  Sc: 70.87 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTATCCCCGCGTA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2726-SerAGA (46641692-46641770)  Ser (AGA) 79 bp  Sc: 70.91 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTACTCCGCAGGT 
TCGAATCCTACCGACTACG 
>Danio_rerio_chr4.trna498-SerAGA (31269145-31269226)  Ser (AGA) 82 bp  Sc: 71.24 
GTATTTGTGGCCGAGTGGTTAAGGCGGTGGACTAGAAATCCATTGGGGTCTGCCTGCGCA 
GGTTTGAATCCTGCCGACTACA 
>Danio_rerio_chr4.trna1229-SerAGA (37253658-37253739)  Ser (AGA) 82 bp  Sc: 71.29 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGATTAGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTTGAATCCTGTCGACTACC 
>Danio_rerio_chr4.trna1361-SerAGA (37749549-37749630)  Ser (AGA) 82 bp  Sc: 71.29 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGATTAGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTTGAATCCTGTCGACTACC 
>Danio_rerio_Zv9_scaffold3461.trna9-SerAGA (240955-241036)  Ser (AGA) 82 bp  Sc: 71.45 
GTAGTCGTGGCTGAGTGGTTAAGGTGATCGACTAGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna3808-SerAGA (54040681-54040762)  Ser (AGA) 82 bp  Sc: 71.67 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCATGCA 
GGTTCGAATCCGGCCAACTACG 
>Danio_rerio_Zv9_scaffold3530.trna344-SerAGA (598668-598587)  Ser (AGA) 82 bp  Sc: 72.05 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
AGTCCGAACCCTGCCGACTACG 
>Danio_rerio_chr5.trna476-SerAGA (54366684-54366757)  Ser (AGA) 74 bp  Sc: 72.42 
GGCGCTGTGGCTTAGTTGGTCAAAGTGCCTGTCTAGAAAACAGGAGATCCTGGGTTTGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_Zv9_scaffold3503.trna128-SerAGA (921610-921529)  Ser (AGA) 82 bp  Sc: 72.86 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGATTAGAAATCCATTGGATTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3886-SerAGA (55095175-55095256)  Ser (AGA) 82 bp  Sc: 73.03 
GTAGTTGTGGCCGAGTTGTTAAGGCAATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr5.trna856-SerAGA (54573831-54573750)  Ser (AGA) 82 bp  Sc: 73.12 
GTATTCGTGGCCGAGTGGTTAAGGCGGTGGACTAGAAATCCATTGGGGTCTGCCTGCGCA 
GGTTTGAATCCTGCCGACTACA 
>Danio_rerio_chr4.trna5246-SerAGA (53380780-53380699)  Ser (AGA) 82 bp  Sc: 73.19 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGCGGTCTCCCTGCACA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5995-SerAGA (47185238-47185157)  Ser (AGA) 82 bp  Sc: 73.26 
GTAGTCGTGGCCGAGAGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCACA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna6275-SerAGA (44231890-44231809)  Ser (AGA) 82 bp  Sc: 73.34 
GTAGTCGTGGCCGAGTGGTTAAGGCGATAGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna1287-SerAGA (37496035-37496116)  Ser (AGA) 82 bp  Sc: 73.56 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCTGTTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_chr4.trna2383-SerAGA (44404935-44405016)  Ser (AGA) 82 bp  Sc: 73.64 
GTAGTCGTGGCCGAGTGGTTAAGGCGACGGACTAGAAATCTATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2482-SerAGA (45044612-45044693)  Ser (AGA) 82 bp  Sc: 73.65 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna4315-SerAGA (57229977-57230058)  Ser (AGA) 82 bp  Sc: 73.65 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 



GGTTTGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna6731-SerAGA (41775951-41775870)  Ser (AGA) 82 bp  Sc: 73.88 
GTAGTCGTGGCCGAGTGGCTAAGGCGATGGCCTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna3412-SerAGA (50999211-50999292)  Ser (AGA) 82 bp  Sc: 74.10 
GTAGTCGTGGCCGAGTGGTTAAAGCGATGGACTAGAAATCCATTGGGGTCACCCCGCGCA 
GGTTCGAATCCTGCCGACTAAG 
>Danio_rerio_chr4.trna7858-SerAGA (33286119-33286038)  Ser (AGA) 82 bp  Sc: 74.40 
GTAGTCGTGGCCGAATGGTTAAGACGATGGACTAGAAATCCATTAGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3536.trna52-SerAGA (125853-125934)  Ser (AGA) 82 bp  Sc: 74.76 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGTTCTCCCCGCGCA 
GTTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4129-SerAGA (56499634-56499715)  Ser (AGA) 82 bp  Sc: 74.96 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCAATGGGGTCTCCCCGCGCA 
GGTTGGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5413-SerAGA (52443349-52443268)  Ser (AGA) 82 bp  Sc: 74.96 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCTTCTACG 
>Danio_rerio_chr4.trna343-SerAGA (30535261-30535342)  Ser (AGA) 82 bp  Sc: 75.11 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTCGGGTCTCCCCGCGTA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr5.trna880-SerAGA (54341691-54341610)  Ser (AGA) 82 bp  Sc: 75.15 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
AGTTCGAATCCTGCCAACTACG 
>Danio_rerio_chr4.trna1111-SerAGA (36171983-36172064)  Ser (AGA) 82 bp  Sc: 75.17 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGTTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna346-SerAGA (30536284-30536365)  Ser (AGA) 82 bp  Sc: 75.39 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGCAGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna4638-SerAGA (56526759-56526678)  Ser (AGA) 82 bp  Sc: 75.44 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGGGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna161-SerAGA (611147-611220)  Ser (AGA) 74 bp  Sc: 75.60 
GGCTCTGTGGCTTAGTTGGTCAAAGCGCCTGTCTAGAAAACAGGAGATCCTGGGTTCAAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna6796-SerAGA (41519125-41519044)  Ser (AGA) 82 bp  Sc: 75.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTGGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna3403-SerAGA (50995140-50995221)  Ser (AGA) 82 bp  Sc: 75.73 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
TGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4635-SerAGA (56527790-56527709)  Ser (AGA) 82 bp  Sc: 75.78 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna1293-SerAGA (37498086-37498167)  Ser (AGA) 82 bp  Sc: 75.84 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAGATCCATTGGGGTCTCCCCGTGCA 
AGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6914-SerAGA (40531815-40531734)  Ser (AGA) 82 bp  Sc: 75.94 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCACA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna688-SerAGA (9441463-9441382)  Ser (AGA) 82 bp  Sc: 76.06 
GTAGTCATGGCCGAGTGTTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8112-SerAGA (31655743-31655662)  Ser (AGA) 82 bp  Sc: 76.16 
GTAGTCGTGGCCGAGTGGTTAAGGCGACGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCTTGCCGACTACG 
>Danio_rerio_chr4.trna3692-SerAGA (53281407-53281488)  Ser (AGA) 82 bp  Sc: 76.56 
GTAGTCGTGGCCGAGTGGTTAAGGCAATGGACTAGAAATCAATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna3514-SerAGA (51949244-51949325)  Ser (AGA) 82 bp  Sc: 76.61 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna4452-SerAGA (57157244-57157163)  Ser (AGA) 82 bp  Sc: 76.65 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGATCTCCCCGCGCA 
GGTTCGAATACTGCCGACTACG 



>Danio_rerio_chr4.trna2769-SerAGA (47054986-47055067)  Ser (AGA) 82 bp  Sc: 76.77 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGCGGTCTCCCCGCGCA 
GGTTCGAATTCTGCTGACTACG 
>Danio_rerio_chr4.trna1557-SerAGA (38792388-38792469)  Ser (AGA) 82 bp  Sc: 76.94 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCACA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna3511-SerAGA (51948202-51948283)  Ser (AGA) 82 bp  Sc: 76.95 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTAGG 
>Danio_rerio_chr4.trna2462-SerAGA (45037406-45037487)  Ser (AGA) 82 bp  Sc: 76.97 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2465-SerAGA (45038437-45038518)  Ser (AGA) 82 bp  Sc: 76.97 
ATAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5008-SerAGA (54990912-54990831)  Ser (AGA) 82 bp  Sc: 77.27 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCTTTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5985-SerAGA (47192322-47192240)  Ser (AGA) 83 bp  Sc: 77.50 
GTAGTCGTGGCCGAGTGGTTAAGGCTGATGGACTAGAAATCCATTGGGGTCTCCCCGCGC 
AGGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3494.trna4-SerAGA (55798-55879)  Ser (AGA) 82 bp  Sc: 77.50 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7838-SerAGA (33604413-33604340)  Ser (AGA) 74 bp  Sc: 77.51 
GGCGCTGTGGCTTAGTTGGTCAAAGTGCCTGTTTAGAAAACAGGAGATCCTGGGTTCGAA 
TCCCAGCAGTGCCT 
>Danio_rerio_chr4.trna4632-SerAGA (56568373-56568292)  Ser (AGA) 82 bp  Sc: 77.53 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCAGACTATG 
>Danio_rerio_chr4.trna8109-SerAGA (31656774-31656693)  Ser (AGA) 82 bp  Sc: 77.57 
GTAGTCGTGGCCGAGTGGCTAAGGCGAAGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3461.trna12-SerAGA (241982-242063)  Ser (AGA) 82 bp  Sc: 77.64 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCACA 
GGTTCGAATCCTGCCGATTACG 
>Danio_rerio_Zv9_NA800.trna5-SerAGA (28448-28528)  Ser (AGA) 81 bp  Sc: 78.01 
GTAGTCGTGGCCGAGTGGTAAGGTGATCGACTAGAAATCCATTGGGGTCTCCCCACGCAG 
GTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2653-SerAGA (45998984-45999065)  Ser (AGA) 82 bp  Sc: 78.08 
GTAGTCGTGGCCAAGCGGTTAAGGCGATGGACTAGAAATCCTTTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA297.trna21-SerAGA (41482-41563)  Ser (AGA) 82 bp  Sc: 78.41 
GTAGACGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACCACG 
>Danio_rerio_chr4.trna5709-SerAGA (49611759-49611678)  Ser (AGA) 82 bp  Sc: 78.51 
GTAGTCGTGGCCGAGTGGTTAAGATGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA800.trna2-SerAGA (27418-27499)  Ser (AGA) 82 bp  Sc: 78.55 
GTAGTCGTGGCCGAGTGGTTAAGGTGATTGACTAGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3519-SerAGA (51951306-51951387)  Ser (AGA) 82 bp  Sc: 78.55 
GTAGTTGTGGCCGAGTGGTTAAGGTGATTGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA513.trna12-SerAGA (231-150)  Ser (AGA) 82 bp  Sc: 78.63 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna143-SerAGA (916455-916374)  Ser (AGA) 82 bp  Sc: 78.63 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1543-SerAGA (38786440-38786521)  Ser (AGA) 82 bp  Sc: 78.67 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTCTG 
>Danio_rerio_chr3.trna725-SerAGA (9428517-9428437)  Ser (AGA) 81 bp  Sc: 78.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGCTCCCCGCGCAG 
GTTCGAATCCTGCCGATTATG 
>Danio_rerio_chr4.trna2805-SerAGA (47714033-47714113)  Ser (AGA) 81 bp  Sc: 78.69 



GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGCTCCCCGCGCAG 
GTTCGAATCCTGCCGATTATG 
>Danio_rerio_chr4.trna3407-SerAGA (50997167-50997248)  Ser (AGA) 82 bp  Sc: 78.71 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCACCCCGCGCA 
GGTTCGAATCCTGCCGACTAAG 
>Danio_rerio_chr4.trna3417-SerAGA (51001260-51001341)  Ser (AGA) 82 bp  Sc: 78.71 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCACCCCGCGCA 
GGTTCGAATCCTGCCGACTAAG 
>Danio_rerio_chr4.trna3422-SerAGA (51003309-51003390)  Ser (AGA) 82 bp  Sc: 78.71 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCACCCCGCGCA 
GGTTCGAATCCTGCCGACTAAG 
>Danio_rerio_Zv9_scaffold3536.trna48-SerAGA (123506-123587)  Ser (AGA) 82 bp  Sc: 79.00 
GTAGTCATGGCCAAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGATTACA 
>Danio_rerio_Zv9_NA637.trna1-SerAGA (17522-17441)  Ser (AGA) 82 bp  Sc: 79.22 
GTAGTCGTGGCCGAGTGGTGAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2499-SerAGA (45050784-45050865)  Ser (AGA) 82 bp  Sc: 79.72 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6727-SerAGA (41777380-41777299)  Ser (AGA) 82 bp  Sc: 79.74 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACGACG 
>Danio_rerio_chr4.trna8105-SerAGA (31658203-31658122)  Ser (AGA) 82 bp  Sc: 79.74 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACGACG 
>Danio_rerio_chr4.trna5712-SerAGA (49610735-49610654)  Ser (AGA) 82 bp  Sc: 79.98 
GTAGTCGTGGCCGAGTGGTTAAGACGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna41-SerAGA (182170-182251)  Ser (AGA) 82 bp  Sc: 80.09 
GTAGTCGCGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna50-SerAGA (197479-197560)  Ser (AGA) 82 bp  Sc: 80.09 
GTAGTCGCGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna700-SerAGA (9437339-9437258)  Ser (AGA) 82 bp  Sc: 80.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTAGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3751-SerAGA (53430898-53430979)  Ser (AGA) 82 bp  Sc: 80.10 
GTAGTCGTGGCCGAGTGCTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8099-SerAGA (31762310-31762229)  Ser (AGA) 82 bp  Sc: 80.11 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GATTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4750-SerAGA (55785002-55784921)  Ser (AGA) 82 bp  Sc: 80.21 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGGTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7855-SerAGA (33287149-33287068)  Ser (AGA) 82 bp  Sc: 80.43 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATACATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1853-SerAGA (40883277-40883358)  Ser (AGA) 82 bp  Sc: 80.60 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCTTTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3848-SerAGA (54722332-54722413)  Ser (AGA) 82 bp  Sc: 80.63 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna1520-SerAGA (38140914-38140995)  Ser (AGA) 82 bp  Sc: 80.64 
GTAGTCGTGGCCGAGTGGTTAAGGAGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7082-SerAGA (40066107-40066026)  Ser (AGA) 82 bp  Sc: 80.91 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTCCCGACTACG 
>Danio_rerio_Zv9_scaffold3536.trna76-SerAGA (353440-353359)  Ser (AGA) 82 bp  Sc: 80.92 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGCTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna104-SerAGA (521931-522012)  Ser (AGA) 82 bp  Sc: 81.06 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTGTCCCCGCGCA 



GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr22.trna579-SerAGA (30965712-30965631)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTGGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna734-SerAGA (9408846-9408765)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1857-SerAGA (40884742-40884823)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2386-SerAGA (44405966-44406047)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2389-SerAGA (44406997-44407078)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2392-SerAGA (44408028-44408109)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2401-SerAGA (44411120-44411201)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna349-SerAGA (30537309-30537390)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4935-SerAGA (55362782-55362701)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7088-SerAGA (40064048-40063967)  Ser (AGA) 82 bp  Sc: 81.10 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTTGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna545-SerAGA (24380021-24379940)  Ser (AGA) 82 bp  Sc: 81.19 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGATTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna5714-SerAGA (49609722-49609641)  Ser (AGA) 82 bp  Sc: 81.19 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGCCTACG 
>Danio_rerio_chr4.trna4449-SerAGA (57158275-57158194)  Ser (AGA) 82 bp  Sc: 81.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCAGACTACG 
>Danio_rerio_chr4.trna6734-SerAGA (41774920-41774839)  Ser (AGA) 82 bp  Sc: 81.49 
GTAGTCGTGGCCGAGTGGTTAAGGCGACGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3883-SerAGA (55094143-55094224)  Ser (AGA) 82 bp  Sc: 81.61 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGTTGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna7-SerAGA (14390-14471)  Ser (AGA) 82 bp  Sc: 81.68 
GTAGTCGTGGCCTAGTGGTTAAGGCGATGGACTAGAAATCCATTGAGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna106-SerAGA (522863-522944)  Ser (AGA) 82 bp  Sc: 81.72 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr22.trna582-SerAGA (30964690-30964609)  Ser (AGA) 82 bp  Sc: 81.75 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGAGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7091-SerAGA (40063017-40062936)  Ser (AGA) 82 bp  Sc: 81.80 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCAACTACG 
>Danio_rerio_chr4.trna7713-SerAGA (34467537-34467456)  Ser (AGA) 82 bp  Sc: 81.82 
GTAGTCGTGGCAGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5001-SerAGA (54993410-54993329)  Ser (AGA) 82 bp  Sc: 81.82 
GTAGTCGTGGCGGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3415-SerAGA (51000242-51000323)  Ser (AGA) 82 bp  Sc: 81.89 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCAGCGCA 
GGTTCGAATCCTGCCGACTACG 



>Danio_rerio_chr4.trna4608-SerAGA (56576619-56576538)  Ser (AGA) 82 bp  Sc: 81.91 
GTAGTCGTGGCCGAGTGGTTAAGGCGATTGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6911-SerAGA (40532857-40532776)  Ser (AGA) 82 bp  Sc: 81.91 
GTAGTCGTGGCCGAGTGGTTAAGGCGATAGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna541-SerAGA (24381570-24381489)  Ser (AGA) 82 bp  Sc: 82.29 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCAACTACG 
>Danio_rerio_chr22.trna750-SerAGA (30564265-30564184)  Ser (AGA) 82 bp  Sc: 82.34 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTTTCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr5.trna704-SerAGA (54660937-54660856)  Ser (AGA) 82 bp  Sc: 82.34 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTTTCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1108-SerAGA (36170951-36171032)  Ser (AGA) 82 bp  Sc: 82.38 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA297.trna12-SerAGA (30896-30977)  Ser (AGA) 82 bp  Sc: 82.38 
GTAGTCATGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3509-SerAGA (51947182-51947263)  Ser (AGA) 82 bp  Sc: 82.43 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCAGCCGACTACG 
>Danio_rerio_chr4.trna2517-SerAGA (45722053-45722134)  Ser (AGA) 82 bp  Sc: 82.49 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCTTTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7806-SerAGA (33921747-33921666)  Ser (AGA) 82 bp  Sc: 82.49 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCTTTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8090-SerAGA (31765411-31765330)  Ser (AGA) 82 bp  Sc: 82.49 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCTTTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6780-SerAGA (41526875-41526794)  Ser (AGA) 82 bp  Sc: 82.63 
GTAGTCGTGGCCGAGTGGTTAAGGCTATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3473.trna11-SerAGA (42114-42195)  Ser (AGA) 82 bp  Sc: 82.79 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3663-SerAGA (53109704-53109785)  Ser (AGA) 82 bp  Sc: 82.80 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCTACTACG 
>Danio_rerio_chr4.trna6278-SerAGA (44230859-44230778)  Ser (AGA) 82 bp  Sc: 82.84 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACA 
>Danio_rerio_chr4.trna7338-SerAGA (38144502-38144421)  Ser (AGA) 82 bp  Sc: 82.88 
GTAGTCGTGGCCGAGTGGTTAGGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2494-SerAGA (45048734-45048815)  Ser (AGA) 82 bp  Sc: 82.95 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCGCCCCACGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3852-SerAGA (54723705-54723786)  Ser (AGA) 82 bp  Sc: 83.00 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTGACTACG 
>Danio_rerio_chr4.trna1290-SerAGA (37497064-37497145)  Ser (AGA) 82 bp  Sc: 83.30 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCGTTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna3420-SerAGA (51002291-51002372)  Ser (AGA) 82 bp  Sc: 83.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCAGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3425-SerAGA (51004340-51004421)  Ser (AGA) 82 bp  Sc: 83.36 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCAGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5992-SerAGA (47186129-47186048)  Ser (AGA) 82 bp  Sc: 83.47 
GTAGTCGTGGCCGAGAGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1545-SerAGA (38788272-38788353)  Ser (AGA) 82 bp  Sc: 83.52 



GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna1548-SerAGA (38789301-38789382)  Ser (AGA) 82 bp  Sc: 83.52 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna1551-SerAGA (38790330-38790411)  Ser (AGA) 82 bp  Sc: 83.52 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna1554-SerAGA (38791359-38791440)  Ser (AGA) 82 bp  Sc: 83.52 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTGCG 
>Danio_rerio_chr4.trna5011-SerAGA (54989878-54989797)  Ser (AGA) 82 bp  Sc: 83.65 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGAGTACG 
>Danio_rerio_chr4.trna5014-SerAGA (54988847-54988766)  Ser (AGA) 82 bp  Sc: 83.65 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGAGTACG 
>Danio_rerio_Zv9_scaffold3503.trna295-SerAGA (103702-103621)  Ser (AGA) 82 bp  Sc: 83.71 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGTA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1505-SerAGA (38130180-38130261)  Ser (AGA) 82 bp  Sc: 83.76 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCGCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1511-SerAGA (38137822-38137903)  Ser (AGA) 82 bp  Sc: 83.76 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCGCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna560-SerAGA (24373825-24373744)  Ser (AGA) 82 bp  Sc: 83.97 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGCGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1242-SerAGA (37257956-37258037)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1376-SerAGA (37754415-37754496)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1863-SerAGA (40886803-40886884)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2520-SerAGA (45723084-45723165)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4455-SerAGA (57156213-57156132)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4744-SerAGA (55787072-55786991)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4747-SerAGA (55786033-55785952)  Ser (AGA) 82 bp  Sc: 84.26 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6269-SerAGA (44233952-44233871)  Ser (AGA) 82 bp  Sc: 84.32 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTGCCCGCGCA 
GGTTCGAATCCTGCCGACTATG 
>Danio_rerio_chr4.trna2443-SerAGA (45030579-45030660)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna2456-SerAGA (45035344-45035425)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna2459-SerAGA (45036375-45036456)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna3316-SerAGA (50183714-50183795)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna3319-SerAGA (50184745-50184826)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 



GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna8120-SerAGA (31421729-31421648)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna8126-SerAGA (31419676-31419595)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna8129-SerAGA (31418654-31418573)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_NA10.trna8-SerAGA (25986-26067)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_NA513.trna7-SerAGA (1998-1917)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3461.trna3-SerAGA (238961-239042)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3488.trna47-SerAGA (72534-72453)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna101-SerAGA (520908-520989)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna9-SerAGA (15409-15490)  Ser (AGA) 82 bp  Sc: 84.38 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_NA800.trna8-SerAGA (29422-29503)  Ser (AGA) 82 bp  Sc: 84.41 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3473.trna8-SerAGA (41081-41162)  Ser (AGA) 82 bp  Sc: 84.41 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3805-SerAGA (54039650-54039731)  Ser (AGA) 82 bp  Sc: 84.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTGTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6789-SerAGA (41521970-41521889)  Ser (AGA) 82 bp  Sc: 84.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTGTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7075-SerAGA (40069178-40069097)  Ser (AGA) 82 bp  Sc: 84.69 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTGTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3470.trna134-SerAGA (281451-281370)  Ser (AGA) 82 bp  Sc: 84.73 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACA 
>Danio_rerio_chr20.trna580-SerAGA (24366084-24366003)  Ser (AGA) 82 bp  Sc: 84.74 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6786-SerAGA (41524815-41524734)  Ser (AGA) 82 bp  Sc: 84.81 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCTTCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2480-SerAGA (45043592-45043673)  Ser (AGA) 82 bp  Sc: 84.83 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCGCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2488-SerAGA (45046673-45046754)  Ser (AGA) 82 bp  Sc: 84.83 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCGCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7707-SerAGA (34469599-34469518)  Ser (AGA) 82 bp  Sc: 85.35 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3430-SerAGA (51006382-51006463)  Ser (AGA) 82 bp  Sc: 86.11 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGATTACG 
>Danio_rerio_chr4.trna5183-SerAGA (54111263-54111182)  Ser (AGA) 82 bp  Sc: 86.12 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAATCCTGCCGACTACG 



>Danio_rerio_chr4.trna5186-SerAGA (54109458-54109377)  Ser (AGA) 82 bp  Sc: 86.12 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2263-SerAGA (43822497-43822578)  Ser (AGA) 82 bp  Sc: 86.20 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGATTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna731-SerAGA (9409875-9409794)  Ser (AGA) 82 bp  Sc: 86.20 
GTAGTCGTGGCCTAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2647-SerAGA (45996922-45997003)  Ser (AGA) 82 bp  Sc: 86.27 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna337-SerAGA (30533205-30533286)  Ser (AGA) 82 bp  Sc: 86.27 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5410-SerAGA (52444379-52444298)  Ser (AGA) 82 bp  Sc: 86.54 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna906-SerAGA (33972547-33972628)  Ser (AGA) 82 bp  Sc: 86.62 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_chr20.trna548-SerAGA (24378472-24378391)  Ser (AGA) 82 bp  Sc: 87.04 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATCGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr17.trna195-SerAGA (49103552-49103633)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr22.trna747-SerAGA (30565295-30565214)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna180-SerAGA (25524208-25524289)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna691-SerAGA (9440432-9440351)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna694-SerAGA (9439401-9439320)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna697-SerAGA (9438370-9438289)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna703-SerAGA (9436308-9436227)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna707-SerAGA (9434703-9434622)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna710-SerAGA (9433672-9433591)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna713-SerAGA (9432641-9432560)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna716-SerAGA (9431610-9431529)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna719-SerAGA (9430579-9430498)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr3.trna722-SerAGA (9429548-9429467)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1232-SerAGA (37254390-37254471)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1235-SerAGA (37255390-37255471)  Ser (AGA) 82 bp  Sc: 88.01 



GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1239-SerAGA (37256925-37257006)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1284-SerAGA (37495004-37495085)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1364-SerAGA (37750281-37750362)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1367-SerAGA (37751281-37751362)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1369-SerAGA (37751849-37751930)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1373-SerAGA (37753384-37753465)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1508-SerAGA (38136792-38136873)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1514-SerAGA (38138853-38138934)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1563-SerAGA (38795663-38795744)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1850-SerAGA (40882246-40882327)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna1860-SerAGA (40885772-40885853)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2380-SerAGA (44403904-44403985)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2395-SerAGA (44409059-44409140)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2398-SerAGA (44410090-44410171)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2440-SerAGA (45029548-45029629)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2449-SerAGA (45032641-45032722)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2471-SerAGA (45040499-45040580)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2474-SerAGA (45041530-45041611)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2491-SerAGA (45047704-45047785)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2508-SerAGA (45718960-45719041)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2511-SerAGA (45719991-45720072)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna2526-SerAGA (45725145-45725226)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 



GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3284-SerAGA (49677659-49677740)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna340-SerAGA (30534236-30534317)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3503-SerAGA (51945121-51945202)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3506-SerAGA (51946152-51946233)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3522-SerAGA (52010339-52010420)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3525-SerAGA (52011370-52011451)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3661-SerAGA (53108805-53108886)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3739-SerAGA (53426773-53426854)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3742-SerAGA (53427804-53427885)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3748-SerAGA (53429867-53429948)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3802-SerAGA (54038619-54038700)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4312-SerAGA (57228946-57229027)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4446-SerAGA (57159306-57159225)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4605-SerAGA (56577650-56577569)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4611-SerAGA (56575591-56575510)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4617-SerAGA (56573528-56573447)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4620-SerAGA (56572497-56572416)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4623-SerAGA (56571466-56571385)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4626-SerAGA (56570435-56570354)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4741-SerAGA (55788111-55788030)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna4941-SerAGA (55360722-55360641)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5017-SerAGA (54987816-54987735)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 



>Danio_rerio_chr4.trna5021-SerAGA (54901095-54901014)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5024-SerAGA (54900064-54899983)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5032-SerAGA (54897128-54897047)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5258-SerAGA (53376656-53376575)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna5717-SerAGA (49608698-49608617)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6792-SerAGA (41520939-41520858)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6799-SerAGA (41518095-41518014)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6905-SerAGA (40534942-40534861)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7077-SerAGA (40068158-40068077)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7080-SerAGA (40067127-40067046)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7085-SerAGA (40065076-40064995)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7726-SerAGA (34462919-34462838)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7861-SerAGA (33285089-33285008)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8084-SerAGA (31767473-31767392)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8093-SerAGA (31764380-31764299)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8102-SerAGA (31761279-31761198)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr5.trna701-SerAGA (54661967-54661886)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr5.trna890-SerAGA (54338238-54338157)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA251.trna53-SerAGA (12203-12122)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA297.trna18-SerAGA (40455-40536)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA513.trna9-SerAGA (1262-1181)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3470.trna132-SerAGA (282470-282389)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3470.trna140-SerAGA (279390-279309)  Ser (AGA) 82 bp  Sc: 88.01 



GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3473.trna14-SerAGA (43149-43230)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3494.trna50-SerAGA (215159-215078)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3494.trna53-SerAGA (214167-214086)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3494.trna7-SerAGA (56829-56910)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna131-SerAGA (920579-920498)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna134-SerAGA (919548-919467)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna137-SerAGA (918517-918436)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna140-SerAGA (917486-917405)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3503.trna298-SerAGA (102671-102590)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna31-SerAGA (178647-178728)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna38-SerAGA (181143-181224)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna47-SerAGA (184232-184313)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3514.trna56-SerAGA (199515-199596)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna336-SerAGA (601750-601669)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna341-SerAGA (599699-599618)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna359-SerAGA (454231-454150)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3538.trna14-SerAGA (172327-172408)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3554.trna101-SerAGA (222956-222875)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3561.trna41-SerAGA (48894-48813)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3561.trna50-SerAGA (45799-45718)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3561.trna56-SerAGA (43738-43657)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3561.trna68-SerAGA (39611-39530)  Ser (AGA) 82 bp  Sc: 88.01 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 



GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna6272-SerAGA (44232921-44232840)  Ser (AGA) 82 bp  Sc: 88.17 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTGCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna3799-SerAGA (54037588-54037669)  Ser (AGA) 82 bp  Sc: 88.48 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACA 
>Danio_rerio_chr20.trna525-SerAGA (24387762-24387681)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna529-SerAGA (24386217-24386136)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna533-SerAGA (24384668-24384587)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna537-SerAGA (24383119-24383038)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna552-SerAGA (24376923-24376842)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna564-SerAGA (24372276-24372195)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna568-SerAGA (24370727-24370646)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna572-SerAGA (24369182-24369101)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr20.trna576-SerAGA (24367633-24367552)  Ser (AGA) 82 bp  Sc: 88.50 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTTTCCCCGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr16.trna139-SerAGA (43012890-43012971)  Ser (AGA) 82 bp  Sc: 88.95 
GTTGTCGTGGCCGAGTGGTTAAGGCGATGGACTAGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCCGACAACG 
>Danio_rerio_Zv9_NA23.trna2-SerCGA (8590-8519)  Ser (CGA) 72 bp  Sc: 26.05 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACACGGGTTCAATTC 
TTGGATGAGCCC 
>Danio_rerio_chr4.trna261-SerCGA (30056764-30056835)  Ser (CGA) 72 bp  Sc: 30.59 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGTGAAGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna712-SerCGA (33479601-33479672)  Ser (CGA) 72 bp  Sc: 31.83 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGATTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna753-SerCGA (9269646-9269575)  Ser (CGA) 72 bp  Sc: 31.94 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGGTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA799.trna11-SerCGA (5000-5071)  Ser (CGA) 72 bp  Sc: 32.64 
GGTTCATTGGTCTATGGGTATGATTCTCGCTTCGATTGCGAGAGGACCAGGGTTTAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna8178-SerCGA (31215112-31215041)  Ser (CGA) 72 bp  Sc: 33.04 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACACGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna8189-SerCGA (31209892-31209821)  Ser (CGA) 72 bp  Sc: 33.04 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACACGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA23.trna6-SerCGA (5175-5104)  Ser (CGA) 72 bp  Sc: 33.04 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACACGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna740-SerCGA (9276830-9276759)  Ser (CGA) 72 bp  Sc: 33.78 
GGTTCATTGGTCTATCTGTATGATTCTTGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna764-SerCGA (9261552-9261481)  Ser (CGA) 72 bp  Sc: 35.44 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCTGGGTTCAATTC 
TCGGATGAGCCC 



>Danio_rerio_chr13.trna249-SerCGA (48538605-48538676)  Ser (CGA) 72 bp  Sc: 35.78 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCTGGGTTCAATTC 
TCGGATGAGCCT 
>Danio_rerio_chr13.trna257-SerCGA (48542972-48543043)  Ser (CGA) 72 bp  Sc: 35.78 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCTGGGTTCAATTC 
TCGGATGAGCCT 
>Danio_rerio_chr4.trna8195-SerCGA (31206979-31206908)  Ser (CGA) 72 bp  Sc: 35.89 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCTC 
>Danio_rerio_chr3.trna747-SerCGA (9273730-9273659)  Ser (CGA) 72 bp  Sc: 36.39 
GGTTCATTGGTCTATCTGTATGATTTTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr13.trna235-SerCGA (48531189-48531260)  Ser (CGA) 72 bp  Sc: 36.67 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGATCAATTC 
TCGGATGAGCCT 
>Danio_rerio_chr4.trna581-SerCGA (31888865-31888936)  Ser (CGA) 72 bp  Sc: 36.81 
GGTTCATTGGTCTATCTGAATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna583-SerCGA (31889705-31889776)  Ser (CGA) 72 bp  Sc: 36.81 
GGTTCATTGGTCTATCTGAATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA143.trna5-SerCGA (4986-5057)  Ser (CGA) 72 bp  Sc: 37.07 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGATCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3561.trna90-SerCGA (135-64)  Ser (CGA) 72 bp  Sc: 37.07 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGATCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr22.trna679-SerCGA (30680663-30680592)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna760-SerCGA (9266109-9266038)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna771-SerCGA (9258009-9257938)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr3.trna772-SerCGA (9257369-9257298)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna587-SerCGA (31891716-31891787)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna715-SerCGA (33481105-33481176)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna722-SerCGA (33484593-33484664)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna731-SerCGA (33489103-33489174)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna738-SerCGA (33492591-33492662)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna747-SerCGA (33497101-33497172)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna754-SerCGA (33500589-33500660)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna763-SerCGA (33505099-33505170)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna770-SerCGA (33508587-33508658)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna779-SerCGA (33513097-33513168)  Ser (CGA) 72 bp  Sc: 39.74 



GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna786-SerCGA (33516585-33516656)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna792-SerCGA (33519507-33519578)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna8198-SerCGA (31205553-31205482)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_NA296.trna6-SerCGA (47608-47537)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3453.trna33-SerCGA (200398-200327)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3470.trna9-SerCGA (31132-31203)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna102-SerCGA (92004-91933)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna110-SerCGA (88074-88003)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3560.trna31-SerCGA (184533-184462)  Ser (CGA) 72 bp  Sc: 39.74 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna573-SerCGA (31884938-31885009)  Ser (CGA) 72 bp  Sc: 40.44 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATCGCGAGAGGACCCGGGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_Zv9_scaffold3494.trna95-SerCGA (95492-95421)  Ser (CGA) 72 bp  Sc: 42.00 
GGTTCATTGGTCTATCTGTATGATTCTCGCTTCGATTGCGAGAGGACCCGAGTTCAATTC 
TCGGATGAGCCC 
>Danio_rerio_chr4.trna3843-SerCGA (54720695-54720776)  Ser (CGA) 82 bp  Sc: 57.26 
GTAATCGTGGCCGAGTAGTTAAGGCGATAGACTCGAAATTCGTTGGGGTCTACCCGCGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_chr4.trna6862-SerCGA (40789114-40789033)  Ser (CGA) 82 bp  Sc: 60.49 
GTAGTCGTGGCCGAGTGGTTAAGGTGATGGACTCGAAATGCATTGGGGTCTCCCTGTGCA 
GGTTTGAATCCTGCCGATTATG 
>Danio_rerio_chr20.trna17-SerCGA (3122780-3122861)  Ser (CGA) 82 bp  Sc: 62.29 
GTAGTCGTGGCCGAGAGGTTAAGGCGATGAACTCGAAATACATTGGGGTCTCCCCGCGCA 
GGTTCAGACCCTGCTGACTACA 
>Danio_rerio_chr4.trna5205-SerCGA (53824655-53824574)  Ser (CGA) 82 bp  Sc: 63.63 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTTGTGCTGACTATG 
>Danio_rerio_chr4.trna6108-SerCGA (45880725-45880644)  Ser (CGA) 82 bp  Sc: 67.53 
GTAGTTGTGGCCGAGTGGTTAAGCCGATGGACTCGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCTGACCACG 
>Danio_rerio_Zv9_scaffold3482.trna18-SerCGA (261959-262040)  Ser (CGA) 82 bp  Sc: 68.16 
GTAGTTGTGGCCGAGTGGTTAAGCCGATGGACTCGAAATCCATTGGGGTCTCCCTGCGCA 
GGTTCGAATCCTGCTAACCACG 
>Danio_rerio_chr4.trna2422-SerCGA (44951933-44952014)  Ser (CGA) 82 bp  Sc: 70.16 
GTAGTCGTGGCCGAGTGGTTAAGGCAATGGACTCGAAATTCAATGGGGTCTCCCCGCGCA 
GGTTAGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna8379-SerCGA (29938787-29938706)  Ser (CGA) 82 bp  Sc: 71.28 
GTAGTTGTGGCCGAGTGGTTAAGCCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAATCCTGCTGACCACG 
>Danio_rerio_chr4.trna484-SerCGA (31248356-31248437)  Ser (CGA) 82 bp  Sc: 72.44 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTTTCCCCACGCA 
TGTTCAAATCCTGTCGACTACG 
>Danio_rerio_chr4.trna928-SerCGA (34103572-34103653)  Ser (CGA) 82 bp  Sc: 73.21 
ATAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCGAAAACCATTGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_chr20.trna15-SerCGA (3122325-3122406)  Ser (CGA) 82 bp  Sc: 74.33 
GTAGTCGTGGCCGAGAGGTTAAAGCGATGGACTCGAAATCCATTGGGGTCTCCCTGCGCA 



GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3530.trna5-SerCGA (13284-13365)  Ser (CGA) 82 bp  Sc: 74.80 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGAGTCTCCCCATGCA 
GGTTCGAACCCTGCTGACTACG 
>Danio_rerio_Zv9_NA297.trna3-SerCGA (24906-24987)  Ser (CGA) 82 bp  Sc: 75.19 
GTAGTCGTGGCCGAATGGTTAAGGCGATGCACTCGAAATCCATTGGGGTTACCCCACGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3462.trna2-SerCGA (188740-188821)  Ser (CGA) 82 bp  Sc: 76.61 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCACACA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna7638-SerCGA (35139077-35138996)  Ser (CGA) 82 bp  Sc: 77.17 
GTAGTTGTGGCCGAATGGTTAAGGCAATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3521.trna8-SerCGA (177622-177541)  Ser (CGA) 82 bp  Sc: 77.17 
GTAGTTGTGGCCGAATGGTTAAGGCAATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_chr4.trna7941-SerCGA (33205904-33205823)  Ser (CGA) 82 bp  Sc: 78.72 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGAGTCTCCCTGCGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_chr4.trna7482-SerCGA (36685104-36685023)  Ser (CGA) 82 bp  Sc: 79.56 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCACGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_chr4.trna8373-SerCGA (29940831-29940750)  Ser (CGA) 82 bp  Sc: 79.98 
GTAGTCGTGGCTGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTTTCCCCACGCA 
GGTTCGAATCCTGCTGACTACG 
>Danio_rerio_Zv9_NA688.trna3-SerCGA (18325-18244)  Ser (CGA) 82 bp  Sc: 80.32 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTTGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_chr5.trna487-SerCGA (54396283-54396364)  Ser (CGA) 82 bp  Sc: 81.44 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_Zv9_scaffold3488.trna38-SerCGA (115416-115335)  Ser (CGA) 82 bp  Sc: 81.44 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCTGACTACG 
>Danio_rerio_chr4.trna1727-SerCGA (40364876-40364957)  Ser (CGA) 82 bp  Sc: 82.01 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCGTTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3482.trna15-SerCGA (260908-260989)  Ser (CGA) 82 bp  Sc: 82.21 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGTCTCGAAATCCATTGGGGTTTCCCCACGCA 
GGTTCGAATCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3464.trna13-SerCGA (109876-109795)  Ser (CGA) 82 bp  Sc: 82.41 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGTGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_Zv9_scaffold3488.trna44-SerCGA (73288-73207)  Ser (CGA) 82 bp  Sc: 83.60 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAACCCTGCTGACTACG 
>Danio_rerio_chr6.trna42-SerCGA (9091489-9091570)  Ser (CGA) 82 bp  Sc: 84.60 
GTCACGGTGGCCGAGAGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Danio_rerio_chr9.trna352-SerCGA (25252931-25252850)  Ser (CGA) 82 bp  Sc: 84.60 
GTCACGGTGGCCGAGAGGTTAAGGCGTTGGACTCGAAATCCAATGGGGTTTCCCCGCACA 
GGTTCGAATCCTGTTCGTGACG 
>Danio_rerio_chr4.trna8114-SerCGA (31531545-31531464)  Ser (CGA) 82 bp  Sc: 84.99 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCAAATCCTGCCGACTACG 
>Danio_rerio_Zv9_NA28.trna2-SerCGA (21702-21783)  Ser (CGA) 82 bp  Sc: 85.03 
GTAGTCGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCTCGCA 
GGTTCGAACCCTGCCGACTACG 
>Danio_rerio_chr4.trna1582-SerCGA (39262912-39262993)  Ser (CGA) 82 bp  Sc: 85.07 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna5830-SerCGA (48071608-48071527)  Ser (CGA) 82 bp  Sc: 85.07 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 
>Danio_rerio_chr4.trna7523-SerCGA (36283751-36283670)  Ser (CGA) 82 bp  Sc: 85.07 
GTAGTTGTGGCCGAGTGGTTAAGGCGATGGACTCGAAATCCATTGGGGTCTCCCCGCGCA 
GGTTCGAGTCCTGCCGACTACG 



P22 proximity to AL of Bacteria 5S ribosomal RNAs 

Thermotoga maritima MSB8 strain MSB8 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_103224.1 

ATCCCCGGGTGCCGATACTGGGGCGGGAAACACCCGGTTCCATTCCGAACCCGGCCGTTAAGCCGCCCTG 
GGCCGATGGTAGTATGGGGGCAGCCCCATGCGAGAGTAGGTAGCGCCCGGGGATTTGT 
 
5 124 4 

Aquifex aeolicus VF5 strain VF5 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075107.1 

CCCCTGGTGGCCATAGCGGGGGGGAAACACCCGGTCCCATTCCGAACCCGGCAGTTAAGCCCCCCAGCGC 
CGATGATACTGTGCCGGCAGCGGCACGGGAAAGTAGGTCGCTGCCAGGGG 
 
7 116 6 

Thermoanaerobacter tengcongensis MB4 strain MB4 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_075126.1 

GGTGGCGATAGCGGAGGGGAAACACCCGTTCCCATTCCGAACACGGAAGTTAAGCCCTCCAGCGCCGATG 
GTACTGCATAAGCGGGAGAGTAGGTCGCTGCCGGAA 
 
9 102 8.8 

Oceanobacillus iheyensis HTE831 strain HTE831 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075294.1 
TCTGGTAGCGATAGCGAAGAGGCCACACCTGTTCCCATGCCGAACACAGAAGTTAAGCTCTTCAGCGCCG 
ATGGTAGTTGGGGCTTTGCCCCTGCAAGAGTAGGACGCCGCCAGGC 
 
4 112 3.6 

Bacillus halodurans 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075283.1 

TTTGGTGGCGATAGCGAAGAGGCCACACCCGTTCCCATGCCGAACACGGTCGTTAAGCTCTTCAGCGCCG 
ATGGTAGTTGGGGGCTTCCCCCTGCGAGAGTAGGACGCTGCCAAGC 
 
4 112 3.6 

Bacillus subtilis subsp. subtilis str. 168 strain 168 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_103286.1 

TCTGGTGATGATGGCGAAGAGGTCACACCCGTTCCCATGCCGAACACGGAAGTTAAGCTCTTCAGCGCCG 
ATGGTAGTCGGGGGTTTCCCCCTGTGAGAGTAGGACATCGCCAGGC 
 
3 112 2.7 

Staphylococcus aureus subsp. aureus N315 strain N315 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_075288.1 

TCTGGTGACTATAGCAAGGAGGTCACACCTGTTCCCATGCCGAACACAGAAGTTAAGCTCCTTAGCGTCG 
ATGGTAGTCGAACTTACGTTCCGCTAGAGTAGAACGTTGCCAGGC 
 
3 111 2.7 

Listeria innocua 5S rRNA, tRNA-Asn, tRNA-Thr genes and ORF1, ORF2 and ORF3 (partial) GenBank: AJ249398.1 

TCTGGTAGTTATGGCGAGAAGGTCACACCCGTTCCCATCCCGAACACGGTAGTTAAGCTTCTCTGCGCCA 
ATGGTAGTTGGGGGCTTCCCCCTGCGAGAGTAGGTCGCTGCCGGGC 
 
4. 112 3.6 



 

Lactobacillus plantarum WCFS1 strain WCFS1 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075186.1 

TGTGGTGACGATGGCGAGAAGGATACACCTGTTCCCATGTCGAACACAGAAGTTAAGCTTCTTAGCGCCG 
AGAGTAGTTGGGGGATCGCTCCCTGCGAGGGTAGGACGTTGCCATGCGA 
 
2 115 1.7 

Enterobacter cloacae strain GGT036, complete genome GenBank: CP009756.1 

GCCTGGCGGCTTTAGCGCGGTGGTCCCACCTGACCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGCC 
GATGGTAGTGTGGGGTCTCCCCATGTGAGAGTAGGGAACTGCCAGGCA 
 
5 114 4.4 

Streptococcus mutans UA159 strain UA159 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075139.1 

TTAAGTGATGATAGCCTAGGGGAGACACCTGTATCCATGCCGAACACAGCAGTTAAGCCCTAGCACGCCT 
GAAGTAGTTGGGGGTTGCCCCCTGTGAGATAGGGTCGTCGCTTAGCAAGA 
 
2 116 1.7 

Lactococcus lactis subsp. cremoris C4 DNA, complete genome GenBank: AP018499.1: 3947-4088 5S 

TGCTCTCCCAGCTGAGCTAAACTCCCAAACTTGGCCACTCGCATATCTCCCAGGGGGCAACCCCCAAGTA 
CTTCCGCCGTAGATGGACTTAACTTCTGTGTTCGACATGGGAACAGGTGTATCTCCATCGCAATGATGAC 
CA 
 
2 138 1.4 

Bifidobacterium longum NCC2705 strain NCC2705 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075141. 

TTTGCGGCGGCCATGGCCCAGGTGAGACGCCCGGTCCCATTCCGAACCCGGAAGCTAAGGCCTGGCACGG 
CGATGGTACTGCACCCGACAGGGTGTGGGAGAGTAGCACGCCGCCGCATC 
 
9 116 7.8 

Mycobacterium bovis BCG str. Pasteur 1173P2 strain BCG Pasteur 1173P2 5S ribosomal RNA, complete sequence NCBI Reference 
Sequence: NR_075200.1 

TTACGGCGGCCACAGCGGCAGGGAAACGCCCGGTCCCATTCCGAACCCGGAAGCTAAGCCTGCCAGCGCC 
GATGATACTGCCCCTCCGGGTGGAAAAGTAGGACACCGCCGAACA 
 
 
8 111 7.2 

Streptomyces coelicolor A3(2) complete genome GenBank: AL645882.2: 4535678-4535798 5S ribosomal RNA 

TGTTTCGGTGGTCATAGCGTAGGGGAAACGCCCGGTTACATTTCGAACCCGGAAGCTAAGCCTTACAGCG 
CCGATGGTACTGCAGGGGGGACCCTGTGGGAGAGTAGGACGCCGCCGAACA 
 
6 117 5.1 
 

Fusobacterium nucleatum subsp. nucleatum ATCC 25586 strain ATCC 25586 5S ribosomal RNA, complete sequence NCBI 
Reference Sequence: NR_075133.1 

CTTGGTGAGTATAGCTATGGGGGTACACCTAGTTACATTCCGAACCTAGAAGTTAAGCCCATATACGCTG 
ATGGTACTTGGCTGGAAGTGGCCTGGGAGAGTATGGATTTGCCAAG 



 
6 112 5.4 

Clostridium perfringens ATCC 13124 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_121812.1 

TCTGGTGATGATGCTCTTTAGGGTAACACCCGTTTTCCATTCCGAACACGAAGGTTAAGCCTATTGAGGC 
CGATGGTACTGCACGGGAGACTGTGTGGGAGAGTAGGTGGTTGCCAGGT 
 
11 115 9.6 

Ureaplasma urealyticum serovar 10 str. ATCC 33699 strain ATCC 33699 5S ribosomal RNA, complete sequence NCBI Reference 
Sequence: NR_103362.1 

TGTAGTGATCATATCAGAGTGGAAATACCTGTTCCCATCCCGAACACAGAAGTCAAGCACTCTAGAGCCG 
AAAATAGCGCAAGTAAAATAGGTCATCGCTACGC 
 
1 100 1 

Mycoplasma genitalium G37 strain G-37 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_076075.1 

TGCTAATATCGCTGTGGAAACACCTGGAACCATCCCGAACCCAGCAGTTAAGCACAGTGGAGCTAAATGT 
AGGTAGTAATACTGAGAATAGGTAAGCACCAAGC 
 
1 100 1 

Campylobacter jejuni subsp. jejuni NCTC 11168 = ATCC 700819 strain NCTC 11168 5S ribosomal RNA, complete sequence NCBI 
Reference Sequence: NR_075182.1 

ATGTCCGTGATTATACAGATGTGGAAACGCCTTGCTCCATCCCGAACCAAGAAGCTAAGCACATCGTGGG 
TGATGATACTACGCCTTACTGGCAGGGGGAAAGTAGCTCATTGCGGACTT 
 
4 116 3.4 

Helicobacter pylori 26695 strain 26695 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075103.1 

TCCCTTTTCCTTGTGCCTTTAGAGAAGAGGAACTACCCAGTTAACCATTCCGAACCTGGAAGTCAAGCTC 
TTCATCGCTGATAATACTGCTCTTTTCAAGAGTGGGAATGTAGGTCGGTGCAGGGATAGGGAAAT 
 
9 131 6.9 

Xylella fastidiosa 9a5c 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075114.1 

TCCCTGGTGATATTAGCGCTGTGGAACCACCCGATCCCATCCCGAACTCGGAAGTGAAACGCAGCTGCGC 
CGATGGTAGTGTGGGTCTCCCATGCGAGAGTAGGTCATTGCCAGGGTC 
 
3 114 2.6 

Pseudomonas aeruginosa NCGM2.S1 DNA, complete genome GenBank: AP012280.1 

TGCTTGACGATCATAGAGCGTTGGAACCACCTGATCCCTTCCCGAACTCAGAAGTGAAACGACGCATCGC 
CGATGGTAGTGTGGGGTCTCCCCATGTGAGAGTAGGTCATCGTCAAGCTC 
 
3 116 2.6 

Pasteurella multocida subsp. multocida str. Pm70 strain Pm70 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_103876.1 

TATCTTGGCGGCGATAGTGCAGTGGACCCACCTAATTCCATGCCGAACTTAGAAGTGAAACGCTGTAACG 
CCGATGGTAGTGTGGGGCTTCCCCATGTGAGAGTAGGACACCGCCAGGT 
 



2 115 1.7 
 

Yersinia pestis KIM10+ strain KIM 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075134.1 

TGCCTGGCGGCCATAGCGCGGTGGTCCCACCTGATCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGC 
CGATGGTAGTGTGGGGTCTCCCCATGCGAGAGTAGGACACTGCCAGGCAT 
 
6 116 5.2 

Salmonella enterica subsp. enterica serovar Typhimurium str. LT2 strain LT2; SGSC 1412; ATCC 700720 5S ribosomal RNA, 
complete sequence NCBI Reference Sequence: NR_075120.1 

TGCCTGGCGGCACTAGCGCGGTGGTCCCACCTGACCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGC 
CGATGGTAGTGTGGGGTCTCCCCATGCGAGAGTAGGGAACTGCCAGGCAT 
 
5 116 4.3 

Escherichia coli str. K-12 substr. MG1655 strain K-12 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_103249.1 

TGCCTGGCGGCCGTAGCGCGGTGGTCCCACCTGACCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGC 
CGATGGTAGTGTGGGGTCTCCCCATGCGAGAGTAGGGAACTGCCAGGCAT 
 
5 116 4.3 

Vibrio vulnificus 5S rRNA sequence GenBank: X00930.1 

TGCCTGGCGACCATAGCGTTTTGGACCCACCTGAACCCATTCCGAACTCAGAAGTGAAACGAAATAGCGT 
CGATGGTAGTGTGGGGTTTCCCCATGTGAGAGTAGAACATCGCCAGGCAT 
 
4 116 3.4 

Shewanella oneidensis MR-1 strain MR-1 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075142.1 

TGCTTGGTGACAATAGCATTGTGGTCCCACCTGATCCCATCCCGAACTCAGAAGTGAAACGCAATCGCGC 
CGATGGTAGTGTGGGGTCTCCCCATGTGAGAGTAGGTCATCGCCAAGCGC 
 
2 116 1.7 

Neisseria meningitidis strain M21273 chromosome, complete genome GenBank: CP018907.1: 131469-131582 5S ribosomal RNA 

TTTGGCGGCCATAGCGAGTTGGTCCCACGCCTTCCCATCCCGAACAGGACCGTGAAACGACTCAGCGCCG 
ATGATAGTGTGGTTCTTCCATGCGAAAGTAGGTCACTGCCAAAC 
 
5 110 4.5 

Nitrosomonas europaea ATCC 19718 strain ATCC 19718 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_075187.1 

TTGCTTGGCGGCCATAGCGCTTTGGACCCACCTTTTCCCATCCCGAACAGAGAAGTGAAACGAAGCAGCG 
CCGATGATAGTGTGTTTCCACATGTGAAAGTAGGTCACCGCCAGGCTT 
 
2 114 1.8 

Ralstonia solanacearum GMI1000 strain GMI1000 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075185.1 

GCCTGGTGACCATAGCGAGTCGGTACCACCCCTTCCCATCCCGAACAGGACCGTGAAACGACTCCGCGCC 
GATGATAGTGCGGATTCCCGTGTGAAAGTAGGTCATCGCCAGGC 
 



2 110 1.8 
 

Rickettsia prowazekii str. NMRC Madrid E strain NMRC Madrid E 5S ribosomal RNA, complete sequence NCBI Reference 
Sequence: NR_103904.1 

AGCTTGGTGGTCATAGCATGAGTGAAACACACGATCCCATCCCGAACTCGAACGTGAAACCTCATAGCGC 
TAATGGTACTATGTCATAAGCCATGGGAGAGTAAGTCGCTGCCAAGCTT 
 
8 115 7 

Caulobacter crescentus CB15 strain CB15 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075118.1 

GACCTGGTGGCTATGCCGGGGGTTCCCCACCCGATCCCATTCCGAACTCGGTCGTTAAGTCCCCCTGGGC 
CAATGGTACTTCGTCTCAAGGCGCGGGAGAGTAGGTCGCCGCCAGG 
 
8 112 7.2 

Bradyrhizobium japonicum strain E109, complete genomGenBank: CP010313.1: 1610083-1610197  

CCTGGTGGTTTTAGCGAAGAGCCTCAACCCGATCCCATCCCGAACTCGGCCGTTAAACTCTTCAGCGCCA 
ATGGTACTATGGCTTAAGCCCTGGGAGAGTAGGTCACTGCCAGGC 
 
8 111 7.2 

Brucella suis 1330 strain 1330 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_103895.1 

CGACCTGGTGGTTATGGCGGAGCGGCTGCACCCGATCCCATTCCGAACTCGGCCGTGAAACGCTCCAGCG 
CCAATGGTACTTCGTCTCAAGACGCGGGAGAGTAGGTCGCTGCCAGGTCTGCAAAG 
 
11 122 9 

Agrobacterium radiobacter K84 strain K84 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075465.1 

GACCTGGTGGTTATGGCGGGGTGGCCGCACCCGTTCCCTTTCCGAACACGGCCGTGAAACGCCCCTGCGC 
CCATGGTACTTCGTCTTAAGACGCGGGAGAGTAGGTCGCTGCCAGGTCT 
 
6 115 5.2 

Deinococcus radiodurans R1 strain R1 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075105.1 

ACACCCCCGTGCCCATAGCACTGTGGAACCACCCCACCCCATGCCGAACTGGGTCGTGAAACACAGCAGC 
GCCAATGATACTCGGACCGCAGGGTCCCGGAAAAGTCGGTCAGCGCGGGGGTTT 
 
0 120 0 

Prochlorococcus marinus subsp. marinus str. CCMP1375 strain CCMP1375; SS120 5S ribosomal RNA, complete sequence NCBI 
Reference Sequence: NR_075160.1 

TCCTGGTGTTCATCGCGATGTGGACCCACTCCGATCCATCCCGAACTCGGTTGTGAAACGCATCAGCGGC 
GACGATATTTGGGGGGAAGCCCCCTGAGAAAATAGCTCAATGCC 
 
0 110 0 

Thermosynechococcus elongatus BP-1 strain BP-1 5S ribosomal RNA, complete sequence NCBI Reference Sequence: NR_075298.1 

TGCCTAGTGCCTATAGCGCGGCGGAACCACGCTGATCCATCCCGAACTCAGAGGTGAAACGTCGCAGCGG 
TGAAGATAGTAGGAGGGTCGCCTCCTGCAAAAATAGCTCGGTGCTAGGCAA 
 
1 117 0.9 



Synechococcus elongatus PCC 6301 strain PCC 6301 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_075223.1 

TCCTGGTGTCTATGGCGGTATGGAACCACTCTGACCCCATCCCGAACTCAGTTGTGAAACATACCTGCGG 
CAACGATAGCTCCCGGGTAGCCGGTCGCTAAAATAGCTCGACGCCAGGTC 
 
0 116 0 

Nostoc punctiforme PCC 73102 strain ATCC 29133; PCC 73102 5S ribosomal RNA, complete sequence NCBI Reference Sequence: 
NR_075567.1 

TCCTGGTGTCTATTGCGCGGTGGAACCACACTGAACCCTTCCCGAACTCAGAGGTGAAACGCTGTTGCGG 
CAACGATAGTTTAGGGGTCGCCCTACGCAAAAATAGCTCGGTGCCAGGT 
 
1 115 0.9 

Rhodopirellula baltica strain BR-MGV Assembly_2_29_len:84785, whole genome shotgun sequence NCBI Reference Sequence: 
NZ_PPHI01000085.1 

TTTGGCGACCATATCGGAAAGGTCCCACCTGTTCCCATCCCGAACACAGCAGTTAAGCTTTCCGAGCCGA 
TGATAGTGCCCACCAGCGTGAAAGTAGGTCTCGCCATTT 
 
3 105 2.9 
 
 


