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Figure S1. Comparison of the AC53 DNA polymerase Sanger sequence and the AC53 DNA
polymerase reference sequence showing 100% nucleotide identity and no polymorphisms identified.

Table S1. Polymorphisms detected within ORFs. BRO-A has the highest number of polymorphisms

(30) and HOAR and P74 have the second highest (13).

ORF

Polymorphisms

Exons and Intergenic Regions

BRO-A
Hr 4
Hr5
Hr2

HOAR
P74
Hr1

Helicase
ODV-E66
Lef-8

Cathepsin

OREF82
ORF91
ORF105
Chitinase
ORF132
VP80

DNA polymerase

ORF93
ORF102
P49
VP39
EGT
IE-1
Lef-4
ORF64
ORF67
ORF88
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ORF136
ORF137
ORF138
P26
Hr3
ALK-EXO
BRO-B
HE56
IAP-2
lef-3
ME53
ODV-EC27
ORF6
ORF13
ORF25
ORF33
ORF44
ORF76
ORF96
ORF125
P6.9
P47
VP91
FP
GP41
Hypothetical ORF
Lef-1
ODV-E56
ORF2
ORF5
ORF26
ORF27
ORF34
ORF71
ORF73
ORF75
ORF99
ORF124
PKIP-1
Polyhedrin
VP1054
38.7K protein
39K/PP31
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BRO-C
CALYX/PEP
CG30
DBP1
FGF
GP19
GP37
IE-0
Lef-5
Lef-9
ODV-E25
ORF18
ORF29
ORE36
ORF37
ORF40
ORF50
ORF52
ORFé61
ORF78
ORF85
ORF92
ORF97
ORF100
ORF103
ORF104
ORF106
ORF109
ORF110
ORF112
ORF118
ORF135
P10
PK1
Ubiquitin
VLEF-1
ORF113
ORF131
ARIF-1
P24
Lef-2
ORF57
ORF39
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ORF130
ORF30
Lef-6
ORF42
ORF87
ORF83
SOD
ORF51
ORF69
ORF128
ORF43
ORF117
Lef-11
ORF70
ORF101
ORF111
ORF12
ORF114
ORF45
Lef-10
ORF119
ORF48
ORF22
ORF49
ORF54
ODV-E18
ORF95
ORF17
ORF7
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