
Supplementary Figure S1. Overlap of promoter regions (1000 bp upstream of the transcription 
start site and 500 downstream from the transcription start site) with high DNA methylation 
variation across the  tissues and leukocytes in the A) Control and B) Prenatally Stressed group.  

Supplementary Figure S 2. Overlap of cytosine-phosphate-guanine islands with high 
DNA methylation variation across the  tissues and leukocytes in the A) Control and B) 
Prenatally Stressed group. 



Supplementary Figure S3. Overlap of cytosine-phosphate-guanine shores (2,000 bp upstream and 
2,000 bp downstream of cytosine-phosphate-guanine islands) with high DNA methylation 
variation across the  tissues and leukocytes in the A) Control and B) Prenatally Stressed group. 



Supplementary Figure S4. Inflammation mediated by chemokine and cytokine signaling pathway 


