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Figure S1 Diagram for the RT-qPCR protocol.
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Figure S2 Multiple sequence alignment of PRX (a) (b), PL (c¢), and PSK (d)

proteins

The deduced amino acid sequences of PRX, PL, and PSK proteins using MEGA 5.1.



Table S1 Primers used for RACE in this study

Primers Sequences (5-3")

AmPL-GSP1 TGCTCTGGCGAGGACCGCACATT
AmPL-GSP2 GCAGAGAACCGCCAAAAGTTAGCCG
AmPL-NGSP1 GCATAACGGAGTGTCCCCGGCCT
AmPL-NGSP2 TGGGGACGACGACCCTGTCAACC
AmPRX2-GSP1 CGCTTCTCTCCTTCGCCTCCACTTT
AmPRX2-GSP2 GGAATCACACCGTTATTTGCCGC

AmPRX2-NGSP1
AmPRX2-NGSP2

GCTTCGTTCAAGGCTGTGATGCGTC
CGGGCAGCAATGGTTAGGATGTCG

Table S2 Primers used for qRT-PCR analysis in this study

Gene Sequences (5'-3")

Forward Reverse
Aml18S CCCGTTGCTGCGATGAT GCTGCCTTCCTTGGATGTG
AmPRX1 AGCCACGGACAAGAGGAC ACCCTTTGTGCCAGTGAG
AmPRX2 CAATGGTATGTGCTCCTG TCGTTATCAGCCAACTTTA
AmPL ACGACCCTGTCAACCCTA CATTATCAATTCCTCCTTCA
AmPSK TTCTCCTGCTCTTCTCCC ACTCTGGCTCCCTCTGTC




