Supplementary Figure S1. Graphs from Phobius prediction of putative effectors

Prediction of FIDop_ 00023

10 FlDop_0@623

FT SIGNAL 1 32

FT REGION 1 12 N-REGION.

FT REGION 12 24 H-REGION.

FT REGION 25 32 C-REGION.

FT TOPO_DOM 33 296 NOM CYTOPLASMIC.
FT TRANSMEM 297 316

FT TOPO_DOM 317 320 CYTOPLASMIC.
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Prediction of FIDop_00035

ID  FlDop @@035

FT ~ TOPO_DOM 1 11 CYTOPLASMIC.

FT  TRANSMEM 12 32

FT ~ TOPO_DOM 33 497 NON CYTOPLASMIC.
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Prediction of FIDop_ 00041

ID FlDop_e@edl

FT TOPO_DOM 1 11 CYTOPLASMIC.

FT TRANSMEM 12 34

FT TOPO_DOM 35 228 MNON CYTOPLASMIC.
FT TRANSMEM 229 251

FT TOPO_DOM 252 261 CYTOPLASMIC.
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Prediction of FIDop_ 00048

1D FlDop @we4s

FT  SIGNAL 1 34

FT REGION 1 14 N-REGION.

FT REGION 15 30 H-REGION.

FT REGION 31 34 C-REGION.

FT  TOPO_DOM 35 645 NON CYTOPLASMIC.
FT  TRANSMEM 646 666

FT  TOPO_DOM 667 673 CYTOPLASMIC.
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Prediction of FIDop_ 00049

10 FlDop 00049

FT TOPO_DOM 1 11 CYTOPLASMIC.

FT TRANSMEM 12 32

FT TOPO_DOM 33 248 NON CYTOPLASMIC.
FT TRANSMEM 249 270

FT TOPO_DOM 271 285 CYTOPLASMIC.
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Prediction of FIDop 00090

ID  FlDop @@@98

FT ~ SIGMAL 1 32

FT  REGION 1 12 N-REGION.

FT  REGION 13 24 H-REGION.

FT  REGION 25 32 C-REGION.

FT  TOPO_DOM 33 445 NON CYTOPLASMIC.
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Prediction of FIDop 00101

10 Flbop ee1e1

FT  TOPO_DOM 1 11 CYTOPLASMIC.

FT  TRANSMEM 12 32

FT  TOPO_DOM 33 1038 NOM CYTOPLASMIC.
FT  TRANSMEM 1039 1058

FT ~ TOPO_DOM 1059 1059 CYTOPLASMIC.

1/

Phobius posterior probabilities for FlDop_00101
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Prediction of FIDop 00112

1D FlDop @011z

FT SIGMHAL 1 19
FT  REGION 1 2 N-REGION.
FT  REGION 3 14 H-REGION.
FT  REGION 15 19 C-REGION.
FT  TOPO_DOM 20 108 NOM CYTOPLASMIC.
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Prediction of FIDop 00153

ID  FlDop_ee153

FT TOPO_DOM 1 13 HON CYTOPLASMIC.
FT TRANSMEM 14 35

FT TOPO_DOM 36 382 CYTOPLASMIC.
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Prediction of FIDop 00158

ID  FlDop 00158

FT  SIGNAL 1 36

FT  REGION 1 15 N-REGION.

FT  REGION 16 28 H-REGION.

FT  REGION 29 36 C-REGION.

FT  TOPO_DOM 37 234 NON CYTOPLASMIC.
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Prediction of FIDop_00183

ID  FlDop_oe183

FT SIGNAL 1 33

FT REGION 1 12 N-REGION.

FT REGION 13 24 H-REGION.

FT REGION 25 33 C-REGION.

FT TOPO_DOM 34 137 NON CYTOPLASMIC.
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Prediction of FIDop 00185

ID FlDop_0e185

FT  SIGNAL 1 32

FT  REGION 1 9 N-REGION.

FT  REGION 10 25 H-REGION.

FT  REGION 26 32 C-REGION.

FT  TOPO_DOM 33 125 NON CYTOPLASMIC.
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Prediction of FIDop_00190

Posterior label probability

FlDop 081960

SIGNAL 1 17
REGION 1 4 N-REGION.
REGION 5 12 H-REGION.
REGION 13 17 C-REGION.
TOPO_DOM 18 117 MOM CYTOPLASMIC.
Phobius posterior probabilities for FlDop_00190
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Prediction of FIDop_00246

Posterior label probability

FlDop_66246

SIGMNAL 1 EL]

REGION 1 13 N-REGION.

REGION 14 25 H-REGION.

REGION 26 EL] C-REGION.
TOPO_DOM 31 211 NOM CYTOPLASMIC.
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Prediction of FIDop_00265

ID  FlDop_80265

FT  TOPO_DOM 1 6 CYTOPLASMIC.

FT  TRANSMEM 7 27

FT  TOPO_DOM 28 626 NON CYTOPLASMIC.
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Prediction of FIDop_00266

D FlDop_86266

FT STIGNAL 1 35

FT REGION 1 18 N-REGION.

FT REGION 19 38 H-REGION.

FT REGION 31 35 C-REGION.

FT TOPO_DOM 36 458 NOM CYTOPLASMIC.
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Prediction of FIDop_00269

ID  FlDop_8@269

FT TOPO_DOM 1 11 CYTOPLASMIC.

FT  TRANSMEM 12 32

FT  TOPO_DOM 33 497 NON CYTOPLASMIC.
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ID FlDop_00278

FT  SIGNAL 1 16
FT  REGION 1 1 N-REGION.
FT  REGION 2 1@ H-REGION
FT  REGION 11 16 C-REGION
FT  TOPO_DOM 17 118 NON CYTOPLASMIC.
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Prediction of FIDop 00279

ID FlDop_@@279

FT TOPO_DOM 1 11 CYTOPLASMIC.

FT TRANSMEM 12 31

FT TOPO_DOM 32 83 NON CYTOPLASMIC.
FT TRANSMEM 84 184

FT TOPO_DOM 1as 131 CYTOPLASMIC.
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ID FlDop_e@292 ;
FT  TOPO_DOM 1 11 CYTOPLASMIC. ﬁSH prOteIn
FT TRANSMEM 12 32
FT  TOPO_DOM 33 125 NON CYTOPLASMIC.
FT  TRANSMEM 126 156
FT  TOPO_DOM 157 599 CYTOPLASMIC.
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ID

FT
FT
FT
FT
1

Posterior label probabilitu

F1Dop_0e298

SIGNAL 1 33
REGION 1 12 N-REGION.
REGION 13 24 H-REGION.
REGION 25 33 C-REGION.
TOPO_DOM 34 398 NON CYTOPLASMIC.
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Prediction of FlDop_00402

Posterior label probability

FlDop_68482

TOPO_DOM
TRANSMEM
TOPO_DOM
TRANSMEM
TOPO_DOM

11 CYTOPLASMIC.

39
17e NON CYTOPLASMIC.
189
284 CYTOPLASMIC.
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ID FlDop_00428

FT  SIGNAL 1 29
FT  REGION 1 13 N-REGION.
FT  REGION 14 25 H-REGION.
FT  REGION 26 29 C-REGION.
FT  TOPO_DOM 30 324 NON CYTOPLASMIC.
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Prediction of FIDop_00531

ID  FlDop_ees31

FT  SIGNAL 1 32

FT  REGION 1 12 M-REGION.

FT  REGION 13 24 H-REGION.

FT  REGION 25 32 C-REGION.

FT  TOPO_DOM 33 122 MNON CYTOPLASMIC.
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