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Figure S1. Five models were predicted using the I-TASSER tool.



Structures

180

Bl Membrane Structures
160 @ Soluble Structures
140}
1201 Your Model
100} \
80 |-
60 |-
Pseudo energy output of membrane
401 locating algorithm. Your model
is within the expected range of
20l a transmembrane structure.
—0500000 —-400000 —-300000 —-200000 —-100000 0

Membrane Insertion Energy

Figure S2. Energy minimization using OPLS-AA was performed on the initial structure obtained
from I-TASSER to correct any bond-clashes and refine the stereochemistry of the predicted best
protein model.



