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Figure S1. Cross-reactivity analysis of all Multiplexed Identification of T cell Receptor Antigen
(MIRA) T cell receptors (TCRs) only from CD8+ T cells. Related to Figure 5. The cross-reactivity
is depicted as a heatmap of unique MIRA complementarity-determining region 3 (CDR3) counts that
exhibit cross-reactivity between SARS-CoV-2 (x-axis) and other pathogens and diseases (y-axis).
The heatmap values correspond to the number of unique cross-reactive CDR3 sequences rather
than the frequency of occurrence across MIRA samples.
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