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Table. S1 PCR primers used for amplification of different drug resistance- and biofilm associated genes.

Gene Name Oligonucleotide Sequence (5'-3") Product Size ~ Annealing Temperature (°C) References
(bp)

blavv Forward: GATGGTGTTTGGTCGCATA 390 60 [23,24]
Reverse: CGAATGCGCAGCACCAG

blamr Forward: GAAGGCGTTTATGTTCATAC 382 56 [23,24]
Reverse: GTAAGTTTCAAGAGTGATGC

blanom Forward: GGTTTGGCGATCTGGTTTTC 621 61 [23,24]
Reverse: CGGAATGGCTCATCACGATC

blaoxa-2-like Forward: GATCGGATTGGAGAACCAGA 501 60 [24,25]
Reverse: ATTTCTGACCGCATTTCCAT

blaoxa-24-like Forward: GGTTAGTTGGCCCCCTTAAA 246 61 [24,25]
Reverse: AGTTGAGCGAAAAGGGGATT

blaoxa-s1-like Forward: TAATGCTTTGATCGGCCTTG 353 60 [24,25]
Reverse: TGGATTGCACTTCATCTTGG

csuE Forward: ATGCATGTTCTCTGGACTGATGTTGAC 976 60 [3]
Reverse:
CGACTTGTACCGTGACCGTATCTTGATAAG

pgaB Forward: AAGAAAATGCCTGTGCCGACCA 490 57 [3]

Reverse: GCGAGACCTGCAAAGGGCTGAT




