
Table S1. Total number of paired end and mate pair reads and Estimated Coverage Generated by the 
Trimming after the sequencing process 

Sample          Filtered PE (M)      Filtered MP (M)       E. Coverage 

1­S                  8,35M (*2)            1,4M (*2)                   556,75X 
1­R                 3,81M (*2)             3,39M (*2)                492,98X 

 

 

 


