Supplementary Materials

Table S1. Drug combinations and dosage regimens.

Cogs;r;:;on Drug A with Dose Drug B with Dose
; Co-amoxiclav Gentamicin
' (1 mL/10 kg body weight, IM) (3.3 mg/kg BW, IM)
i Oxytetracycline
' (17 mg/kg BW)
Gentamicin Enrofloxacin
e (6.6 mg/15 kg BW, IM) (2.5 mg/kg BW, IM)
. Gentamicin
v (6.6 mg/15 kg BW, IM)
v Enrofloxacin Metronidazole
' (20 mL, TU) (100 mL, TU)
. Amoxicillin Streptomycin
Vi (25mL, IU) (g, IU)
vii. Amoxicillin Metronidazole
(25mL , IU) (100 mL, IU)
viii. Amoxicillin Gentamicin
(25mL , IU) (10mL ,1U)

BW, body weight; IM, intramuscular; IU, Intrauterine.

Table S2. MIC comparison of tested antibiotics against E. coli.

95% Confidence Interval for Mean

Antibiotics Mean + Std. Lower Bound Upper Bound p-value
Amoxicillin 13.54+4.77 8.5322 18.5512
Calamox 7.70+4.40 3.0819 12.3261
Metronidazole 166.67+75.69 87.2336 246.0998
Enrofloxacin 2.20+1.37 0.7705 3.6403 0.0000
Streptomycin 11.59+4.11 7.2718 15.9053
Gentamicin 3.02+2.55 0.3447 5.6937

Oxytetracycline 17.07+7.78 8.9102 25.2333
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Figure S1. Multiple sequence alignment of E. coli 23S ribosomal protein (reference and local isolates PK nucleotide se-

quences).
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- Sequence E. coli PK (Human) Pakistan
CP083518.1 E. coll (Rectal swab) Laos
CP071438.1 E, coli (Human unne) USA

CP048410.1 E. coli (Swine liver) China
23

4 | CPO70383.1 E. coli (Chicken meat inner stip) Romania

CP019301.1 E. coli (Human Urine) China

CP048010.1 E. coli (Humans) Spain

CP082901.1 E. ook (Pig feces) Canada

CPD82865.1 E coll (Pig feces) Canada
CP058342.1 E. coli (HMuman urine) China

-

10 || CPDE8825 1E. coli (Muman) Netherands
CPDB82853.1 E. coli(Pig) Canada

APD23230.2 E. coli (Human) Japan
CP034108.1 E. coli (Duck) China

CP( 1E ool (H JUSA

CPO048025.1 E. coli (Dairy manure) Canada
CPO70930.1 E, coli (Human feces) Singapore

APD23286.1 E. coli (Human rectal swabd) Viet Nam

CPO8T7311.1 £ coll (Waste water) Switzerland

CPOAT274.1 E coll (Waste water) Switzerland

CPY( 1E ocoli (M ) Netherlands

Figure S2. Phylogenetic tree of E. coli 23S ribosomal gene (nucleotide sequences). Analysis has been performed among different
source samples of E. coli 23S ribosomal gene from different countries with our isolated sequenced samples. The branch length (numbers)
are representing the nucleotide substitutions per 100 nucleotide sites.
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TGACAGCCCOGTACACAAANMAAAATGCACATACTGTGAGCTCGATGAGTA
AGGAGCCCAGAGCCTGAATCAGTCTCTGTCTTAGTRGARGOGTCTGGARA
ATCAACOGAGATTCCCCCAGTAGCGGOGA
CTCCTGACTGACCGATAGTGA

Figure S3. Motifs locations in gene sequences (1 to 5), sequence of individual motif and p-value of motifs in sequence 1 to

5.
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Figure S4. Structural analysis of 23S E. coli ribosomal gene from Pakistan.



