
The following supplements refer to Table 1 in the manuscript. 

 
Figure S1. Sequence Motif Consensus Sequence Analysis from Peptide Sequences using MEME (https://meme­ 
suite.org/meme/tools/meme).  The thickness of the bar corresponds to probability of sequence overlap.  And the length 
corresponds to the location. 

 
Figure S2. Discovered Motifs from Peptide Sequences using MEME (https://meme­ suite.org/meme/tools/meme).  See Mo­
tif consensus sequence above in Supplemental Figure 1. 

 



 
Figure S3. Frequency of Amino Acids from Peptide Sequences using MEME (https://meme­ suite.org/meme/tools/meme). 
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Figure S4. Settings Used for Analysis of Peptides Using MEME (https://meme­ suite.org/meme/tools/meme). 


