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Figure S1. Heatmaps of DEGs in BEAS-2B cells after PS-NPs exposure of diverse concentrations

compared with the control group. (A) low dose group vs control group. (B) high dose group vs
control group.
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Figure S2. (A-I) The DEGs related to oxidative stress that regulated by BACH1 (A), FOXO3 (B),
FOXO4 (C), GATA2 (D), GATAG6 (E), NFE2 (F), PBX1 (G), SOX9 (H) and STATS3 (I). “OS” represents
oxidative stress.
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Table S2. The primer sequences for qPCR.

Gene Symbol

Forward Sequence (5’ to 3’)

Reverse Sequence (5’ to 3")

Bachl1
Gata2
Gatab
Sox9
Pbx1
Nfe2
Foxo3
Foxo4
Tnfrsf12a
Gapdh

CTCAGCCTTAATGACCAGCGG
ACTGACGGAGAGCATGAAGAT
CTCAGTTCCTACGCTTCGCAT
AGCGAACGCACATCAAGAC
GACAACTCAGTGGAGCATTCA
CGGCGCAGCGAATATGTAGA
CGGACAAACGGCTCACTCT
CCGGAGAAGCGACTGACAC
GGGTGCCCTCCTTCCTA
CCTGTTCCAGAGACAGCCGC

GCCTACGATTCTTGAGTGGAAG
CCGGCACATAGGAGGGGTA
GTCGAGGTCAGTGAACAGCA
CTGTAGGCGATCTGTTGGGG
CTCTCGCAGGAGATTCATCAC
CCGACGTTCATCCCGACTC
CGGATCGAGTTCTTCCATCCTG
CCTTCGAGGAGCAGAGTGCG
GCCAGCCCTCCTAGTGG
GCGCCCAATACGGCCAAATC




