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Table S1. Gene sequence of silaffin Sil3 from T. pseudonana (NCBI database).

Gene sequence

ATGAAGACTTCTGCCATTGCATTGCTTGCCGTTCTCGCCACCACTGCTGCCACCGAGCC

CCGCCGATTGAGAACTCTTGAAGGACATGGGGGAGATCACTCCATCTCCATGTCCATG

CACAGCTCGAAAGCTGAGAAGCAAGCCATCGAGGCAGCTGTTGAGGAGGATGTTGCT

GGCCCTGCAAAGGCAGCCAAGCTTTTCAAGCCCAAAGCAAGCAAGGCTGGTTCCATGC

CTGATGAGGCCGGTGCAAAGAGTGCCAAGATGAGCATGGACACCAAGAGTGGAAAGT

CGGAGGACGCAGCTGCCGTAGATGCCAAAGCTTCCAAGGAATCTCACATGTCTATAAG

TGGTGATATGAGCATGGCCAAGTCACACAAGGCCGAGGCCGAGGACGTCACTGAGAT

GTCCATGGCAAAGGCCGGCAAGGATGAGGCTTCAACCGAGGATATGTGTATGCCCTTC

GCTAAAAGTGACAAGGAAATGAGCGTCAAATCGAAGCAAGGAAAGACCGAGATGA

GTGTGGCCGATGCCAAGGCCTCAAAGGAGTCTAGCATGCCCTCTTCGAAGGCTGC

CAAGATCTTCAAGGGAAAGAGTGGGAAGTCCGGGAGTCTCTCCATGCTCAAGAGTG

AAAAGGCAAGCTCCGCTCACAGCCTCAGTATGCCAAAAGCTGAGAAGGTCCACTCCAT

GAGCGCTTGA

Amino acid sequence

MKTSAIALLAVLATTAATEPRRLRTLEGHGGDHSISMSMHSSKAEKQAIEAAVEEDVAGP
AKAAKLFKPKASKAGSMPDEAGAKSAKMSMDTKSGKSEDAAAVDAKASKESHMSISGD
MSMAKSHKAEAEDVTEMSMAKAGKDEASTEDMCMPFAKSDKEMSVKSKOGKTEMSVA

DAKASKESSMPSSKAAKIEKGKSGKSGSLSMLKSEKASSAHSLSMPKAEKVHSMSA
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Figure S1. DNA sequence of T8 domain of silaffin and SBP. The codons of lysine (K), glycine
(G), serine (S) and proline (P) were modified to those having higher codon usage in host strain,
E. coli BL21 (DE3).
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Figure S2. Histogram of particle size distribution of SBP-MBP@SMMBs. The diameter of
SBP-MBP@SMMBs was estimated by measuring at least 100 particles in SEM images.
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Figure S3. The magnetic hysteresis of SBP-MBP@SMMBs. The inset shows instant
separation of SBP-MBP@SMMBs in aqueous solution under the external magnetic field.
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Figure S4. The effect of TX-100 treatment on the recovery efficiency of SBP-MBP@SMMBs
for the SiO; present in casein-based simulated food.



N
&)}

1 = Control - TX-100
< 20{($=149.3137.5) ($=142.1+34.5)
= 15-
e
£ 10-
-
Z g

0 et —iie !

10 100 1000

Hydrodynamic diameter (nm)

Figure S5. The effect of TX-100 treatment on the hydrodynamic diameter of SiO» before (black)
and after (blue) magnetic separation using SBP-MBP@SMMBs from the sample containing
casein.
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Figure S6. The effect of TX-100 treatment on the zeta potential of SiO2 before (black) and after
(blue) magnetic separation using SBP-MBP@SMMBs from the sample containing casein.



