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Abstract: SARS-CoV-2 has been found in soil and aquatic environments in addition to aerosols.
SARS-CoV-2 enters the soil from various sources, including organic amendments and waste irrigation
water. The virus counts and virulence in soil depend on spillover routes and soil properties. Organic
matter (OM) and clay minerals protect and enable SARS-CoV-2 to survive for longer periods in soil.
Therefore, life forms residing in soil may be at risk, but there is a paucity of scientific interest in such
interactions. With this perspective, we aim to provide a new viewpoint on the effects of SARS-CoV-2
on soil microbes. In particular, we present a conceptual model showing how successive mutations
within soil animals having the SARS-CoV-2 receptor angiotensin-converting enzyme 2 (ACE2) may
change its characteristics and, thus, enable it to infect micro- and macroorganisms and be transferred
by them. SARS-CoV-2 particles could be adsorbed on mineral or OM surfaces, and these surfaces
could serve as encounter sites for infectious attacks. SARS-CoV-2 accumulation in soil over time
can perturb bacteria and other microbes, leading to imbalances in microbial diversity and activities.
Thus, SARS-CoV-2 and its interactions with biotic and abiotic soil components should be a future
research priority.
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1. Introduction

Since March 2020, human civilization has grappled with the COVID-19 pandemic. At
the time of writing (13 September 2022), 6.5 million deaths and 610 million cases of infection
have been reported worldwide (WHO)—these are almost certainly underestimations, given
uneven testing and reporting procedures across countries. The COVID-19 pandemic was
caused by the virus SARS-CoV-2, which is generally transmitted via droplets and aerosols.
SARS-CoV-2 has recently been found in other environmental compartments, such as soils
and waters [1,2]. Most virus particles enter urban and peri-urban soils (parks, playgrounds,
etc.), threatening to re-infect human populations.

SARS-CoV-2 in soils could span quite a range in terms of number of RNA copies,
depending upon spillover routes. For instance, SARS-CoV-2 content in soils near hospitals
and wastewater ranged between 205–550 RNA copies g−1, which is largely a result of
patient respiratory droplets and aerosols from wastewater, respectively [2,3]. Additionally,
SARS-CoV-2 can survive for prolonged periods (>10 weeks) in soil (with 10% moisture
content) compared to other environments (40 days in wastewater) due to the absence of
sanitization and presence of organic matter (OM) that protects and shields viruses [2–5].
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In contrast, other viruses, e.g., avian influenza (H5N1) could not maintain a viral load in
sandy soils [6]. Thus, the spread of SARS-CoV-2 to 226 countries, alongside the continuous
emergence of new variants such as Omicron, Alpha, Beta, Delta, etc., mount serious
challenges for both soil ecology and public health. Above all, the higher environmental
stability of these variants, especially Omicron, compared to original strain of SARS-CoV-2
could present new challenges [7].

Soil amendments tainted by sewage sludge (receiving stool with 8 × 109–7.5 × 1010 virus
copies g−1), irrigation with wastewater (1.03 × 102–1.31 × 104 virus copies mL−1), and in-
correct disposal of urban, rural, and hospital wastes (can supply 5.6 × 107–1.13 × 1010 virus
genomes infected person−1 d−1) are all major routes by which SARS-CoV-2 could enter
soils [8]. This type of nonpoint source viral loading gives rise to a new set of issues be-
cause: (1) there is a continuum and frequent interplay between soil and contaminated
matrices, which may result in the omnipresence of SARS-CoV-2 in soils and, eventually,
competition for microbial niches, which would possibly be deleterious to beneficial bacteria;
(2) given a high load of SARS-CoV-2 from contaminated inputs, equilibrium of soil micro-
biota may be susceptible to change in a short period, affecting deliverance of key services;
and (3) SARS-CoV-2 can survive by using its hydrophobic envelope to engage in adsorption
onto clay minerals, iron (hydr)oxides, and organic matter, subsequently posing ecological
risks to microbes and animals. These phenomena may seriously jeopardize soil ecosystems
worldwide, yet the scientific community has been slow to acknowledge potential interac-
tions between SARS-CoV-2 and soils. Although some recent studies draw attention to the
microbial effects of SARS-CoV-2, relevant empirical evidence is still very scarce [9,10]. Sep-
aration between environmental compartments, unidentified loading sources, accumulation
in soils compared to air or water, and non-standardized monitoring and detection methods
for soil (unlike water [11,12]) explain this lag. Nonetheless, the paucity of our discipline’s
interest in SARS-CoV-2 and soil interactions is surprising, given that the occurrence of
viruses in soil itself is not a new phenomenon [11].

2. SARS-CoV-2: A New Challenge for Soil Ecosystems

Plant–virus interactions have long since been an established research topic in plant
pathology, physiology, and other related fields. Recent reports have highlighted that viruses
can also be problematic for soil-dwelling microbes, particularly bacteria [13]. This raises
the question: is the loading of SARS-CoV-2 and its mutants a hidden threat for bacteria
or fungi? Through mutation and recombination, coronaviruses acclimatize quickly to
new environments, allowing them to efficiently alter host range and tissue tropism [14,15].
Recently, SARS-CoV-2 has been reported in farmed mink, and mutation resulted in the virus
being identified later in both mink and humans, demonstrating its ability to switch hosts
with ease for survival. In addition, SARS-CoV-2 has been identified in several other animals,
such as cats, dogs, lions, tigers, etc. However, no records exist that SARS-CoV-2 has jumped
the mammalian class barrier. Cross-kingdom viral infection is plausible, as some plant
viruses are well reported in humans and other vertebrate. For instance, tobacco mosaic
virus and pepper mild mottle virus have been detected in animal/human feces, lungs, and
serum, leading to some clinical signs of fever and abnormal pain [16–20]. Plant viruses
are able to replicate in insect bodies, which act as a transmission vector [21]. Likewise,
SARS-CoV-2 is also able to reach other organisms, mutate, and change its characteristics
within a few days of survival, and it could threaten unicellular organisms [10].

3. SARS-CoV-2 Localizations and Effects on Soil Microbial Life

Considering reported mutations in various hosts and widespread contamination from
a broad range of sources, we propose a conceptual model explaining how SARS-CoV-
2 could affect soil life (Figure 1). Like marine mammals, soil mammals with a similar
receptor (ACE-2) are also threatened by SARS-CoV-2 spillovers, capable of becoming
new hosts for viral mutations (possibly in spike proteins and genomic parts) [22,23] and
further infecting soil animals or microbes. Plausibly, higher homology of ACE-2 between
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human and terrestrial species of Primates and Rodentia exist [23]. This can also result
in the back transmission of the SARS-CoV-2 infection, along with its impacts on soil
organisms, including microbes. Additionally, genetic exchanges between viruses take place
in wastewater [24], which may give rise to new variants capable of infecting various life
forms in soil. A positive shift in bacterial abundance has been observed, owing to viral
depletion in aquatic ecosystems [25]. In soil, the reduction in bacterial abundance has
been speculated in bacteriophage hotspots [26]. Thus, SARS-CoV-2 could also affect soil
microbial life through other pathways—for instance, being smaller in size (60–220 nm),
SARS-CoV-2 could occupy space inside the soil pores smaller than 10 µm, and eventually
cause a shift in bacterial colonies there (Figure 2).
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(organic matter and rhizodeposits) and mineral (clay minerals and iron oxides) constituents, and
allocation in pores.

Phage virions are passively distributed in soils due to their smaller size and hydropho-
bicity, and are present across all soil compartments [13]. Phage virions adsorb on soil at a
rate of 1.68 × 106–9 × 108 g−1 soil [27]. SARS-CoV-2 could potentially be distributed in soil
compartments by passive transport with waste or manure applications, irrigation, or tillage,
or adsorb on mineral or OM surfaces due to the positive charge on the SARS-CoV-2 surface
(as a consequence of increased cation exchange capacity) [28]. Thus, OM and mineral
surfaces can serve as sites (Figure 2) where free-living bacteria may encounter infectious
viruses—a similar phenomenon (2–37% bacteria killed by virus lysis) was observed during
organic particle flux in water [29]. This might be a more serious problem in the rhizosphere,
where root-released rhizodeposits provide OM for virus attachment and protection. Under
drought, microbial abundance commonly decreases, and viruses occupy the thin soil layer
due to hydrophobic interactions. Thus, the coupling of drought and frequent SARS-CoV-2
loading could lead to exacerbated habitat degradation.

Virus particles affect microbial assembly [30], and SARS-CoV-2 accumulation over a
period (resulting from frequent spilling) may perturb bacteria and other microorganisms in
soils. This could imbalance microbial diversity and activities, processes and nutrient cycles.
The viral load of SARS-CoV-2 could be highly maintained in alkaline soils, given that the
acidic pH (<7) leads to inactivation of enveloped viruses [6]. Thus, microbial life in alkaline
soils (common in (semi)arid climates) is prone to increased threat. Potentially, SARS-CoV-2
can pass to new vectors (including plants and pets) through transport with water or direct
contact with soil, and, subsequently, may cause reverse infections to humans (Figure 1).
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4. Conclusions

SARS-CoV-2 and its variants have appeared as new threats in various ecosystem parts,
including soil. In the foreseeable future, these viruses will enter soil and likely remain there
for a few days to months. SARS-CoV-2 T90 (time needed for 1 log10 unit reduction) in water
bodies varies between 6–600 days [5,31–33]. SARS-CoV-2 interactions with soil life should
be a research priority, with exploration into developing methods for quantifying the virus
and threats to soil microorganisms, as well as measuring its persistence. Ambitious actions
in such directions are required to avoid possible damage to soil micro- and macroorganisms.
The degree of the challenge varies across land uses and management, as SARS-CoV-2 loads
may be affected by a variety of factors, such as temperature, moisture, pH, OM, clay, and
nutrient contents. Thus, the targeted research framework crucially needs to develop for
soil monitoring, considering site-specific practices.

Author Contributions: Conceptualization, S.I. and Y.K.; methodology, S.I. and Y.K.; software, S.K.;
resources, J.X.; data curation, S.K. and S.N.; writing—original draft preparation, S.I. and Y.K.; writing—
review and editing, Y.K. and J.X.; visualization, Y.K., S.I., S.K. and S.N.; supervision, Y.K. and J.X.;
funding acquisition, S.I. All authors have read and agreed to the published version of the manuscript.

Funding: Shahid Iqbal is thankful to the CAS President’s International Fellowship Initiative pro-
gram (Grant No. 2021PB00094) and Postdoctoral Directional Training Foundation of Yunnan for
financial support.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Acknowledgments: Authors are grateful to the RUDN University Strategic Academic Leadership
Program and Strategic Academic Leadership Program “Priority 2030” of the Kazan Federal University.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Rimoldi, S.G.; Stefani, F.; Gigantiello, A.; Polesello, S.; Comandatore, F.; Mileto, D.; Maresca, M.; Longobardi, C.; Mancon,

A.; Romeri, F. Presence and infectivity of SARS-CoV-2 virus in wastewaters and rivers. Sci. Total Environ. 2020, 744, 140911.
[CrossRef]

2. Zhang, D.; Zhang, X.; Yang, Y.; Huang, X.; Jiang, J.; Li, M.; Ling, H.; Li, J.; Liu, Y.; Li, G. SARS-CoV-2 spillover into hospital
outdoor environments. J. Hazard. Mater. Lett. 2021, 2, 100027. [CrossRef] [PubMed]

3. Anand, U.; Bianco, F.; Suresh, S.; Tripathi, V.; Núñez-Delgado, A.; Race, M. SARS-CoV-2 and other viruses in soil: An environmen-
tal outlook. Environ. Res. 2021, 198, 111297. [CrossRef] [PubMed]

4. Li, M.; Yang, Y.; Lu, Y.; Zhang, D.; Liu, Y.; Cui, X.; Yang, L.; Liu, R.; Liu, J.; Li, G. Natural host–environmental media–human: A
new potential pathway of COVID-19 outbreak. Engineering 2020, 6, 1085–1098. [CrossRef] [PubMed]

5. Mohapatra, S.; Menon, N.G.; Mohapatra, G.; Pisharody, L.; Pattnaik, A.; Menon, N.G.; Bhukya, P.L.; Srivastava, M.; Singh, M.;
Barman, M.K. The novel SARS-CoV-2 pandemic: Possible environmental transmission, detection, persistence and fate during
wastewater and water treatment. Sci. Total Environ. 2021, 765, 142746. [CrossRef] [PubMed]

6. Gutiérrez, R.A.; Buchy, P. Contaminated soil and transmission of influenza virus (H5N1). Emerg. Infect. Dis. 2012, 18, 1530.
[CrossRef]

7. Hirose, R.; Itoh, Y.; Ikegaya, H.; Miyazaki, H.; Watanabe, N.; Yoshida, T.; Bandou, R.; Daidoji, T.; Nakaya, T. Differences in
environmental stability among SARS-CoV-2 variants of concern: Both Omicron BA. 1 and BA. 2 have higher stability. Clin.
Microbiol. Infect. 2022. [CrossRef]

8. Iyer, M.; Tiwari, S.; Renu, K.; Pasha, M.Y.; Pandit, S.; Singh, B.; Raj, N.; Saikrishna, K.; Kwak, H.J.; Balasubramanian, V.
Environmental Survival of SARS-CoV-2–A solid waste perspective. Environ. Res. 2021, 197, 111015. [CrossRef]

9. Núñez-Delgado, A. SARS-CoV-2 in soils. Environ. Res. 2020, 190, 110045. [CrossRef]
10. Núñez-Delgado, A. What do we know about the SARS-CoV-2 coronavirus in the environment? Sci. Total Environ. 2020, 727,

138647. [CrossRef]
11. Farkas, K.; Pellett, C.; Alex-Sanders, N.; Bridgman, M.T.; Corbishley, A.; Grimsley, J.M.; Kasprzyk-Hordern, B.; Kevill, J.L.;

Pântea, I.; Richardson-O’Neill, I.S.; et al. Comparative assessment of filtration-and precipitation-based methods for the concentra-
tion of SARS-CoV-2 and other viruses from wastewater. Microbiol. Spectr. 2022, 10, e01102-22. [CrossRef]

http://doi.org/10.1016/j.scitotenv.2020.140911
http://doi.org/10.1016/j.hazl.2021.100027
http://www.ncbi.nlm.nih.gov/pubmed/34977842
http://doi.org/10.1016/j.envres.2021.111297
http://www.ncbi.nlm.nih.gov/pubmed/33971130
http://doi.org/10.1016/j.eng.2020.08.010
http://www.ncbi.nlm.nih.gov/pubmed/33520330
http://doi.org/10.1016/j.scitotenv.2020.142746
http://www.ncbi.nlm.nih.gov/pubmed/33092831
http://doi.org/10.3201/eid1809.120402
http://doi.org/10.1016/j.cmi.2022.05.020
http://doi.org/10.1016/j.envres.2021.111015
http://doi.org/10.1016/j.envres.2020.110045
http://doi.org/10.1016/j.scitotenv.2020.138647
http://doi.org/10.1128/spectrum.01102-22


Challenges 2022, 13, 52 6 of 6

12. Kevill, J.L.; Lambert-Slosarska, K.; Pellett, C.; Woodhall, N.; Pântea, I.; Alex-Sanders, N.; Jones, D.L. Assessment of two types
of passive sampler for the efficient recovery of SARS-CoV-2 and other viruses from wastewater. J. Sci. Total Environ. 2022, 838,
156580. [CrossRef] [PubMed]

13. Kuzyakov, Y.; Mason-Jones, K. Viruses in soil: Nano-scale undead drivers of microbial life, biogeochemical turnover and
ecosystem functions. Soil Biol. Biochem. 2018, 127, 305–317. [CrossRef]

14. Graham, R.L.; Baric, R.S. Recombination, reservoirs, and the modular spike: Mechanisms of coronavirus cross-species transmis-
sion. J. Virol. 2010, 84, 3134–3146. [CrossRef] [PubMed]

15. Li, F. Receptor recognition and cross-species infections of SARS coronavirus. Antivir. Res. 2013, 100, 246–254. [CrossRef] [PubMed]
16. Zhang, T.; Breitbart, M.; Lee, W.H.; Run, J.-Q.; Wei, C.L.; Soh, S.W.L.; Hibberd, M.L.; Liu, E.T.; Rohwer, F.; Ruan, Y. RNA viral

community in human feces: Prevalence of plant pathogenic viruses. PLoS Biol. 2006, 4, e3. [CrossRef] [PubMed]
17. Jiwaji, M.; Matcher, G.F.; de Bruyn, M.-M.; Awando, J.A.; Moodley, H.; Waterworth, D.; Jarvie, R.A.; Dorrington, R.A. Providence

virus: An animal virus that replicates in plants or a plant virus that infects and replicates in animal cells? PLoS ONE 2019, 14,
e0217494. [CrossRef] [PubMed]

18. Balique, F.; Lecoq, H.; Raoult, D.; Colson, P. Can plant viruses cross the kingdom border and be pathogenic to humans? Viruses
2015, 7, 2074–2098. [CrossRef] [PubMed]

19. Bousbia, S.; Papazian, L.; La Scola, B.; Raoult, D. Detection of plant DNA in the bronchoalveolar lavage of patients with
ventilator-associated pneumonia. PLoS ONE 2010, 5, e11298. [CrossRef]

20. Colson, P.; Richet, H.; Desnues, C.; Balique, F.; Moal, V.; Grob, J.-J.; Berbis, P.; Lecoq, H.; Harlé, J.-R.; Berland, Y. Pepper mild
mottle virus, a plant virus associated with specific immune responses, fever, abdominal pains, and pruritus in humans. PLoS
ONE 2010, 5, e10041. [CrossRef]

21. Kim, J.S.; Yoon, S.J.; Park, Y.J.; Kim, S.Y.; Ryu, C.M. Crossing the kingdom border: Human diseases caused by plant pathogens.
Environ. Microbiol. 2020, 22, 2485–2495. [CrossRef]

22. Audino, T.; Grattarola, C.; Centelleghe, C.; Peletto, S.; Giorda, F.; Florio, C.L.; Caramelli, M.; Bozzetta, E.; Mazzariol, S.; Di Guardo,
G. SARS-CoV-2, a threat to marine mammals? A study from Italian seawaters. Animals 2021, 11, 1663. [CrossRef] [PubMed]

23. Wei, Y.; Aris, P.; Farookhi, H.; Xia, X. Predicting mammalian species at risk of being infected by SARS-CoV-2 from an ACE2
perspective. Sci. Rep. 2021, 11, 1702. [CrossRef] [PubMed]

24. Abe, K.; Nomura, N.; Suzuki, S. Biofilms: Hot spots of horizontal gene transfer (HGT) in aquatic environments, with a focus on a
new HGT mechanism. FEMS Microbiol. Ecol. 2020, 96, fiaa031. [CrossRef]

25. Liu, H.; Tan, S.; Xu, J.; Guo, W.; Xia, X.; Yan Cheung, S. Interactive regulations by viruses and dissolved organic matter on the
bacterial community. Limnol. Oceanogr. 2017, 62, S364–S380. [CrossRef]

26. Pratama, A.A.; Van Elsas, J.D. The Viruses in Soil—Potential Roles, Activities, and Impacts. In Modern Soil Microbiology; CRC
Press: Boca Raton, FL, USA, 2019; pp. 91–104.

27. Bixby, R.L.; O’Brien, D.J. Influence of fulvic acid on bacteriophage adsorption and complexation in soil. Appl. Environ. Microbiol.
1979, 38, 840–845. [CrossRef]

28. Kimura, M.; Jia, Z.-J.; Nakayama, N.; Asakawa, S. Ecology of viruses in soils: Past, present and future perspectives. Soil Sci. Plant
Nutr. 2008, 54, 1–32. [CrossRef]

29. Proctor, L.; Fuhrman, J. Roles of viral infection in organic particle flux. Mar. Ecol. Prog. Ser. 1991, 69, 133–142. [CrossRef]
30. Adler, P.B.; HilleRisLambers, J.; Levine, J.M. A niche for neutrality. Ecol. Lett. 2007, 10, 95–104. [CrossRef]
31. Ahmed, W.; Bertsch, P.M.; Bibby, K.; Haramoto, E.; Hewitt, J.; Huygens, F.; Gyawali, P.; Korajkic, A.; Riddell, S.; Sherchan, S.P.

Decay of SARS-CoV-2 and surrogate murine hepatitis virus RNA in untreated wastewater to inform application in wastewater-
based epidemiology. Environ. Res. 2020, 191, 110092. [CrossRef] [PubMed]

32. Bivins, A.; Greaves, J.; Fischer, R.; Yinda, K.C.; Ahmed, W.; Kitajima, M.; Munster, V.J.; Bibby, K. Persistence of SARS-CoV-2 in
water and wastewater. Environ. Sci. Technol. Lett. 2020, 7, 937–942. [CrossRef]

33. Franklin, A.B.; Bevins, S.N. Spillover of SARS-CoV-2 into novel wild hosts in North America: A conceptual model for perpetuation
of the pathogen. Sci. Total Environ. 2020, 733, 139358. [CrossRef] [PubMed]

http://doi.org/10.1016/j.scitotenv.2022.156580
http://www.ncbi.nlm.nih.gov/pubmed/35690190
http://doi.org/10.1016/j.soilbio.2018.09.032
http://doi.org/10.1128/JVI.01394-09
http://www.ncbi.nlm.nih.gov/pubmed/19906932
http://doi.org/10.1016/j.antiviral.2013.08.014
http://www.ncbi.nlm.nih.gov/pubmed/23994189
http://doi.org/10.1371/journal.pbio.0040003
http://www.ncbi.nlm.nih.gov/pubmed/16336043
http://doi.org/10.1371/journal.pone.0217494
http://www.ncbi.nlm.nih.gov/pubmed/31163039
http://doi.org/10.3390/v7042074
http://www.ncbi.nlm.nih.gov/pubmed/25903834
http://doi.org/10.1371/journal.pone.0011298
http://doi.org/10.1371/journal.pone.0010041
http://doi.org/10.1111/1462-2920.15028
http://doi.org/10.3390/ani11061663
http://www.ncbi.nlm.nih.gov/pubmed/34204885
http://doi.org/10.1038/s41598-020-80573-x
http://www.ncbi.nlm.nih.gov/pubmed/33462320
http://doi.org/10.1093/femsec/fiaa031
http://doi.org/10.1002/lno.10612
http://doi.org/10.1128/aem.38.5.840-845.1979
http://doi.org/10.1111/j.1747-0765.2007.00197.x
http://doi.org/10.3354/meps069133
http://doi.org/10.1111/j.1461-0248.2006.00996.x
http://doi.org/10.1016/j.envres.2020.110092
http://www.ncbi.nlm.nih.gov/pubmed/32861728
http://doi.org/10.1021/acs.estlett.0c00730
http://doi.org/10.1016/j.scitotenv.2020.139358
http://www.ncbi.nlm.nih.gov/pubmed/32416535

	Introduction 
	SARS-CoV-2: A New Challenge for Soil Ecosystems 
	SARS-CoV-2 Localizations and Effects on Soil Microbial Life 
	Conclusions 
	References

