
Citation: Qasem, J.R.; Alfalahi, A.O.;

Alsubeie, M.S.; Almehemdi, A.F.;

Synowiec, A. Genetic Variations

among Fleabane (Conyza bonariensis

(L.) Cronquist) Populations in Jordan

and Their Susceptibility Levels to

Contact Herbicides. Agriculture 2023,

13, 435. https://doi.org/10.3390/

agriculture13020435

Academic Editor: Anna Andolfi

Received: 14 November 2022

Revised: 22 January 2023

Accepted: 11 February 2023

Published: 13 February 2023

Copyright: © 2023 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

agriculture

Article

Genetic Variations among Fleabane (Conyza bonariensis (L.)
Cronquist) Populations in Jordan and Their Susceptibility
Levels to Contact Herbicides
Jamal Ragheb Qasem 1 , Ayoob Obaid Alfalahi 2,* , Moodi Saham Alsubeie 3, Ali Fadaam Almehemdi 4

and Agnieszka Synowiec 5

1 Plant Protection Department, Faculty of Agriculture, University of Jordan, Amman 19328, Jordan
2 Department of Plant Protection, College of Agriculture, University of Anbar, Anbar 55431, Iraq
3 Biology Department, College of Science, Imam Mohammad Ibn Saud Islamic University (IMSIU),

Riyadh 11623, Saudi Arabia
4 Center of Desert Studies, University of Anbar, Anbar 55431, Iraq
5 Department of Agroecology and Crop Production, The University of Agriculture in Krakow,

31-120 Kraków, Poland
* Correspondence: ag.ayoob.obaid@uoanbar.edu.iq

Abstract: A field demonstration and pot experiments were implemented to assess the effect of
paraquat, oxadiazon, and oxyfluorfen herbicides in controlling selected populations of fleabane
Conyza bonariensis (L.), grown in the central valley of Jordan. Conyza mature seeds were collected
from six investigated sites (five from Jordan valley named P1, P2, P3, P4, P5, and one from the
University of Jordan Campus named P6). Only populations proved to be C. bonariensis via ITS
assessment were involved in the glasshouse experiments at the University of Jordan in 2017 and
2019. Results showed that recommended or two-fold higher rates (2.5 and 5 kg ha−1) of paraquat
failed to affect weed plants in a date palm orchard located at Tal-al-Ramel in the Central Jordan
Valley. Paraquat, oxyfluorfen, and oxadiazon (2.5, 3.3, and 5 kg ha−1, respectively), failed to control
plants of the same weed population grown in pot experiments. Treated plants at Tal-al-Ramel grew
similarly to untreated control, mostly due to different genetic backgrounds. The other C. bonariensis
populations (University Research Station, al-Twal, and University Campus) were effectively con-
trolled with all herbicides. The application of recommended or 10-fold higher rates of herbicides
failed to control or slightly injured the resistant population. Seed DNA analysis of the ITS region
showed genetic differences among the investigated populations. It indicated that four populations
are C. bonariensis (P1, P3, P4, and P6). At the same time, two are C. canadensis (a closely related
species) collected from the University Research Station (P2) and al-Twal sites (P5), and also that
the population of C. bonariensis in the date palm orchard was genetically distinct from the other
C. bonariensis populations. It is concluded that C. bonariensis population in the Tal-al-Ramel site devel-
oped resistance to paraquat, oxadiazon, and oxyfluorfen herbicides. Thus, novel alternative practices
in controlling the resistant weed population are necessary to prevent its possible spread to other
regions in the country and obstruct the development of new herbicide-resistance weed populations.

Keywords: genetic variations; paraquat; oxadiazon; oxyfluorfen; herbicide resistance; ITS

1. Introduction

Chemical weed control using herbicides as a cost-effective, not exhaustive, easy-to-
implement, and rapid solution for weed problems is the farmer’s preference. However,
heavy reliance on herbicides created unforeseen problems for agriculture and farmers
worldwide [1], including selection pressure leading to the development of herbicide-
resistant populations of weeds. Herbicide resistance is the inherited ability of a plant or a
biotype to survive and reproduce after exposure to a herbicide dose normally lethal to the
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wild type [2,3]. In many cases, restrictions on production, development, and legislation of
new herbicides to break the resistance barrier lead to failure in weed eradication practices.
Therefore, a decreased response of a weed population to the applied herbicides is observed.
Notably, repeated use of one or more herbicides with a similar mechanism of action,
with usually multiple applications in one season, will lead to the selection of resistant
individuals until they are completely dominant in the local environment. At the same time,
the frequency of herbicide-sensitive individuals is gradually decreasing. However, this
development usually takes a long time for the population to shift and depends on various
factors, i.e., weed species more prone to the selection of herbicide-resistant biotypes, the
herbicide/herbicides used, the timing/frequency of herbicide applications, concentration,
and quantity used, etc. [4].

Conyza plants are weeds in more than 40 crops in 70 countries [5]. Herbicide resis-
tance within Conyza populations is a common phenomenon [6] since these are weeds
of good fitness and particularly successful in spreading due to a large number of wind-
dispersed seeds (up to 200,000 per plant), which can be effectively spread to a distance
of 100 km [7]. They are annuals able to germinate over a wide period from late au-
tumn through to spring. Although several species belong to the Conyza genus, only five,
i.e., Conyza aegyptiaca (L.) Aiiton, Conyza albida Sprigel, Conyza bonariensis (L.) Conquist,
Conyza canadensis (L.) Conquist, and Conyza stricta Willd occur in Jordan while C. bonariensis
is the most prevalent. Many farmers have reported Conyza bonariensis to resist different
herbicides, including glyphosate [8–19] and paraquat [20,21]. The glyphosate rates re-
quired to control resistant populations were 7–10 times higher than those for susceptible
populations [8]. Several reported cases in which biotypes showed resistance to herbicides
have been documented in different parts of the world [9,10,22]. The mechanism of C. bonar-
iensis resistance to glyphosate was due to the low translocation and high basal insensitive
5-enolpyruvylshikimate-3-phosphate synthase (EPSPS) transcript levels [9]. These reasons
suggest that similar agricultural practices (repeated application of glyphosate, no crop and
herbicide rotation, no-tillage) have effectively contributed to developing herbicide-resistant
species from the resistance-prone Conyza genus. The resistance mechanism has also been
mentioned due to the differential translocation of glyphosate in the weed biotypes [10]. In
paraquat-resistant Conyza weeds, high constitutive levels of chloroplast enzymes protect
the plant from paraquat damage by detoxifying the applied herbicide. In the same context,
herbicide toxification or sequestration can only come after paraquat temporarily inhibits
chloroplast activity, and thus internal chloroplast protection reactions have temporal pri-
macy over sequestration [23]. The high genetic constitutiveness of the enzyme levels in the
resistant biotype allows rapid protection of resistant plants until paraquat sequestration,
measured at 4 h [24].

Conyza species can hybridize with each other and include diploids and polyploids [25,26].
Admixed individuals have been characterized in many invasive populations. Nevertheless,
admixture may occur in the invaded range, or admixed individuals can be introduced to a
specific region [27]. Estimated heterozygosity indicated a relatively low population differ-
entiation between horseweed (C. canadensis) and hairy fleabane (C. bonariensis). Therefore,
a substantial genetic exchange between the two Conyza species is proposed as an estimate
of gene flow and was found to be high for many alleles. That provides additional evidence
of the occurrence of outcrossing between populations or dispersion of samples of one for
other sites. Previous studies reported that outcrossing is a common process in Conyza spp.,
effectively contributing to novel variability and enhancing herbicide resistance [28]. The
internal transcribed spacer (ITS) is an effective DNA barcoding tool widely used to iden-
tify plant species, especially wild and weed populations [29]. The ITS region is a highly
sensitive domain of approximately 100 copies per single genome positioned between the
18S and 28S rRNA genes. This conservative region clearly defines the possible inter- and
intra-specific variation; furthermore, it offers several advantages over other traditional
molecular tools, which make it suitable for identifying the genetic basis of speciation and
understanding the evolutionary history of closely related wild species. [30]. Based on
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any differences in weed populations’ responses to the herbicides, molecular assay on the
DNA level may be conducted further to investigate the genetic basis for any resistance to
herbicides. Therefore, the objectives of this study were to examine the effects of paraquat
with two other foliage-applied contact herbicides (oxyfluorfen and oxadiazon) widely
used by farmers on populations of Conyza spp. collected from different regions in the
country. Further investigation on the DNA molecular level was conducted to investigate
the different evolutionary paths these populations may go through.

2. Materials and Methods
2.1. Conyza Bonariensis Populations

Mature seeds of six Conyza spp. populations (Table 1) were collected from wildly
growing plants in four sites. Five weed populations were from Jordan valley: one (P1)
from a date palm orchard at Tal-al-Ramel, two (P2 and P3) from the University of Jordan
Research Station in Central Jordan Valley, and two (P4 and P5) from al-Twal, about 40 km
north of the first site. Seeds of the sixth weed population, P6, were gathered from the
University of Jordan Campus at al-Jubeiha, Amman.

Table 1. The collected populations of Conyza spp. and their geographical distribution.

Site of Collection Conyza spp. Symbol Field Description Geographical Coordinates

Tal-al-Ramel Conyza bonariensis P1 Date palm orchard 32.059821◦ N, 35.598875◦ E

University of Jordan Research Station Conyza canadensis P2 Cultivated fields
32.145968◦ N, 35.696554◦ EConyza bonariensis P3 Cultivated fields

Al-Twal
Conyza bonariensis P4 Uncultivated fields

32.147574◦ N, 35.692870◦ EConyza canadensis P5 Uncultivated fields
The University of Jordan Campus Conyza bonariensis P6 Gardens 32.0161◦ N, 35.8695◦ E

2.2. DNA Analysis of Conyza spp. Populations
2.2.1. Extraction Quantification and Qualification of Total Genomic DNA

DNA analysis was carried out on seeds of all six populations (P1–P6) of Conyza spp.
Each six-seed lot was split into three replicates and prepared for total genomic DNA
extraction using ZR Plant/Seed DNA MiniPrep™ (Zymo, Irvine, CA, USA). The extraction
protocol was followed literally as the supplier instructed. Quantification and qualification
of the extracted DNA were accomplished accordingly with the aid of Nanodrop, where
reads ranged between 1.7–2 and were adjusted to a final concentration of 50 ng µL−1.

2.2.2. PCR Conditions

The PCR amplification was accomplished in a total volume of 25 µL, containing 1.5 µL
DNA, 5 µL Taq PCR PreMix (Intron, Seongnam, Republic of Korea), 1 µL of each primer
(10 pmol), then distilled water was added to reach a total volume of 25 µL. A pair of primers
were used to amplify the ITS region, ITS1 as forward (F: 5′-TCCGTAGGTGAACCTGCGG-
3′) and ITS4 as a reverse (R: 5′-TCCTCCGCTTATTGATATGC-3′) supplied by Integrated
DNA Technologies Company-IDT, Kanata, ON, Canada.

The thermal cycling conditions were as follows: denaturation at 94 ◦C for 3 min,
followed by 35 cycles of 94 ◦C for 45 s, 52 ◦C for 1 min, and 72 ◦C for 1 min with final
incubation at 72 ◦C for 7 min. using a thermal cycler (Gene Amp, PCR system 9700; Applied
Biosystem, Waltham, MA, USA). The PCR products were separated by 1.5% agarose gel
electrophoresis and visualized by ultraviolet light (302 nm) after red stain staining (Intron,
Seongnam, Republic of Korea).

2.2.3. Preparation of Agarose Gel

According to Sambrook and Russell [31], the agarose gel has been made in
1.5% condensation by melting 1.5 g of agarose in 100 mL of previously prepared TBE
buffer. Subsequently, the electrophoresed gel was stained in a pool of a staining solution
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(3 µL red safe nucleic acid and 500 mL of distilled water), ultimately tested with a 336 nm
UV light, and photographed.

2.2.4. Sequencing Protocol

The procedure followed for Gel Extraction DNA was as stated by Vogelstein and
Gillespie [32]. Sanger sequencing method was applied to sequence the gel extracted
DNA in the National Instrumentation Center for Environmental Management (NICEM)
(http://nicem.snu.ac.kr/main/?en_skin=index.html, accessed on 15 June 2020), biotech-
nology lab using 3730XL Genetic Analyzer (Applied Biosystems, USA). Homology investi-
gation was conducted using Basic Local Alignment Search Tool (BLAST) software at the
National Center Biotechnology Information (NCBI), (www.ncbi.nlm.nih.gov, accessed on
15 June 2020) and BioEdit and MEGA6 software [33].

2.3. Field Trial at Tal-al-Ramel

The experiment started on 18 April 2017, in a date palm orchard at Tal-al-Ramel, in the
central Jordan valley. The area is 255 m below sea level and is characterized by its tropical
climate. Date palm trees were 15 years old. Conyza bonariensis plants at full vegetative or
pre-flowering growth stages were spread almost over the entire field and growing in the
pure stand at an average density of 30 plants m−2, except for some spots where Cynodon
dactylon and Prosopis farcta were found. A weed-infested piece of land was divided into
33 plots of 4 m2 each. Herbicides paraquat (Gramaxon, Sandoz, UK); oxadiazon (Ronstar,
Bayer, Germany), and oxyfluorfen (Goal; Rohm and Haas, Mozzata, Italy) available in local
markets were used (Table 2).

Table 2. Herbicides used for controlling Conyza bonariensis populations.

Common Name Trade Name and a.i
Percentage Chemical Name Rate of Application

(kg ha−1) Mode of Action

Paraquat Gramaxon 20% (v/v) 1,1′-dimethyl-(4,4′-bipyridiniom)
dichloride 2.5 Contact

Oxadiazon Ronstar 25%(v/v)
2-tert-butyl-4-(2,4-dichloro-5-
isopropyloxyphenyl)-1,3,4-
oxadiazolin-5-one

5 Contact

Oxyfluorfen Goal 24%(v/v)
[2-chloro-N-[[4-methoxy-6-methyl-
I,3,5-triazine-2-yl)-
amino]carbboennyzl]esulphonamide

3.3 Contact

The herbicides were applied at recommended, double, and 10-fold rates in 3 repetitions:
paraquat 2.5, 5.0, or 25 kg ha−1; oxadiazon 5.0, 10, or 50 kg ha−1; oxyfluorfen 3.3, 6.6, or
33 kg ha−1. The remaining plots were included as untreated control. The herbicides were
applied as an aqueous spray on the foliage parts of the weed and at a constant pressure
in the morning without air movement, using a Knapsack sprayer with a single nozzle
at a volume rate of 1083.3 l ha−1. Visual estimation, on a scale of 0 to 10, of the effects
of herbicides on weed injuries was carried out two weeks after their application. In this
scale, zero denotes the plants were completely controlled. Scores 1–2 mean plants were
almost killed/desiccated with no possible recovery; 3–4 plants were severely harmed with
no possible resuming normal growth; 5–6 plants were harmed by necrotic spots scattered
on their vegetative parts but had moderate possible growth recovery; 7–8 plants showed
some scattered necrotic spots on foliage parts but with high possible growth recovery,
resumed normal growth and seeding; 9–10 plants were slightly or not affected and set
seeds [4]. Three persons conducted the evaluation, and the average of the three scores
was considered for each plot. Representative photos of severely affected or completely
controlled C. bonariensis plants were included for documentation (Figure 1).

http://nicem.snu.ac.kr/main/?en_skin=index.html
www.ncbi.nlm.nih.gov
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Figure 1. Field demonstration showing; (A) C. bonariensis untreated with paraquat, (B) treated with
paraquat at 2.5 kg ha−1, and (C) treated with paraquat at 5 kg ha−1.

2.4. Herbicide Treatment Pots Experiments

The four populations (P1, P3, P4, P6) that proved to be Conyza bonariensis (L.) through
molecular analysis were subjected to further investigation with herbicides paraquat, oxadi-
azon, and oxyfluorfen in a glasshouse.

PVC pots of ten-centimeter diameter were filled with soil/peat mixture (1:1 v/v) to
grow seeds of each of the four C. bonariensis populations on 15 January 2019. Five plants
were growing in each pot in an unconditioned glasshouse at an average day temperature
of 24 ◦C and irrigated as needed.

At full vegetative growth (about 25 cm tall), the pots were divided into two groups,
each of which included 80 pots.

Herbicides were applied using shoulder-held sprayers. Each contained 570 mL solu-
tion calculated to cover an area of 2 m2. Five pots of each population (a total of twenty pots
for each population) were placed and treated with a single herbicide.

2.4.1. Experiment 1

Three groups, each of twenty pots, were treated with paraquat, oxyfluorfen, or oxa-
diazon, and the fourth group (twenty pots) was kept untreated and considered a control.
The herbicides were applied at recommended doses (2.5, 3.3, and 5.0 kg ha−1 for the three
herbicides, respectively). The effect of herbicides on the growth of weed plants was visually
estimated five days after application using a zero to ten scale (the same as in experiment 2.3).
Two people carried out the evaluation, and the average of the two estimated scores was
considered for each herbicide on each weed population. The same herbicides were re-
applied on the same plants two weeks after the first application using the same rates as in
the first spray. The effect of herbicides was visually estimated five days after application
using a zero to ten evaluation scale. In this experiment, each herbicide was applied twice
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and exactly as carried out in the field. However, since herbicides tested are all of the contact
actions, complete coverage treatment was performed on each weed population.

2.4.2. Experiment 2

The second group of 80 pots of each population of C. bonariensis raised in the glasshouse
was divided, as before, into 4 groups for each weed population, each of 5 pots. Three groups
of each population were treated with ten-fold the recommended rate, equal to 25, 33, and
50 kg ha−1 of paraquat, oxyfluorfen, and oxadiazon, respectively. While the fourth group
(20 pots) was kept untreated and considered a control.

As in experiment 1, visual estimation of weed injuries was performed five days after
treatment using the same scale and methods to evaluate the effect of herbicides on weed
growth. On the same plants, another application of the same herbicides was made two
weeks after the first application using the same rates. The effect was visually estimated
after five days of application, and a similar evaluation was performed.

2.5. Statistic Analysis

Treatments in both glasshouse experiments were laid out in a complete randomized
block design with five replicates. Recorded data of the studied parameters to estimate
the effects of herbicides used on weed populations were subjected to analysis of variance
(ANOVA) using SAS® software version 9.1 [34]. Treatments were compared at ≥0.05
significance level using the least significant difference test (LSD).

Based on the results of ITS sequences, the maximum likelihood method was adopted
to generate the evolutionary tree of investigated weed populations [35].

P(r τ) = exp(r τ Q)

where Pij(r τ) is the probability that nucleotide i will be replaced by nucleotide j after
τ units of time at relative rate r.

3. Results
3.1. Molecular Analysis of C. Bonariensis Seed Samples

ITS Sequencing
The amplified ITS region was about 550 bp in molecular size (Figure 2) in all three

replicates of the six collected seed lots of Conyza spp. The amplified sequences were
registered in the DDBJ (DNA Data Bank of Japan) under the two accession numbers of
(LC574985) and (LC574986).
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Figure 2. The amplified ITS region of the three replicates (r1 to r3) of each of the six seed lots (P1 to P6)
of Conyza spp. run on 1.5% agarose gel.

From the viewpoint of nrDNA analysis, it was found that the first tested population P1
(date palm population, Tal-al-Ramel) in its three replicates (P1-r1, P1-r2, and P1-r3) has ex-
pressed a unique genetic background as it composed a single main cluster (Figures 3 and 4)
according to the maximum composite likelihood model in characterizing ITS polymor-
phism. Although the ITS region includes a small area of the genome compared to the
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total genome size, the genetic variation in such a highly conservative domain may play a
crucial role in the exhibited phenotypic and physiologic plasticity, a common feature for
the Conyza genus. Hence, this magnitude of genetic differences may partly reflect this
genus’s ability to cope with the toxic effect of different herbicides.

Agriculture 2023, 13, x FOR PEER REVIEW 7 of 15 
 

 

Figure 2. The amplified ITS region of the three replicates (r1 to r3) of each of the six seed lots (P1 to 
P6) of Conyza spp. run on 1.5% agarose gel. 

From the viewpoint of nrDNA analysis, it was found that the first tested population 
P1 (date palm population, Tal-al-Ramel) in its three replicates (P1-r1, P1-r2, and P1-r3) has 
expressed a unique genetic background as it composed a single main cluster (Figures 3 
and 4) according to the maximum composite likelihood model in characterizing ITS pol-
ymorphism. Although the ITS region includes a small area of the genome compared to 
the total genome size, the genetic variation in such a highly conservative domain may 
play a crucial role in the exhibited phenotypic and physiologic plasticity, a common fea-
ture for the Conyza genus. Hence, this magnitude of genetic differences may partly reflect 
this genus’s ability to cope with the toxic effect of different herbicides. 

Yet, the comparative ITS DNA profile indicated that the three replicates (r1–r3) of the 
collected seeds of each P2 population (collected from the University of Jordan Research 
Station) and P5 (r1–r3) population (collected from al-Twal) showed a higher rate of com-
mon sequences in their ITS region. That made them eligible to combine one main cluster 
separated into two sub-clusters, one for the P2 and the other for the P5 population (Figures 
3 and 4). The sequence of the ITS region indicates that both P2 and P5 seed lots were C. 
canadensis. 

Regarding the P4 population (al-Twal site), although the entire tested replicates were 
also C. bonariensis, this population tended to separate in a single sub-cluster and highlight 
distinct ITS sequence (Figures 3 and 4). The updated ITS sequence may demonstrate a differ-
ent evolutionary path of these populations, which may be affected by the practiced weed con-
trol methods, the type of herbicides used, and the local herbivores. 

The ITS sequencing results indicated that the collected seeds lots from the fifth site 
(P5), which is raised from seeds collected from the University Research Station located in 
the Jordan Valley, and the sixth site (P6), raised from seeds collected from the University 
of Jordan Campus belong to C. bonariensis, hence, the same sub-cluster (Figures 3 and 4). 
According to the ITS sequence data, most of the different replicates of each seed lot still 
occupy the same sub-cluster, indicating the high genetic similarity of these samples. 

 
Figure 3. Cluster analysis using the maximum composite likelihood model based on ITS sequencing 
of the three replicates (r1 to r3) of each six seed lots (P1 to P6) of Conyza spp. P1 (C. bonariensis) = Tal-

Figure 3. Cluster analysis using the maximum composite likelihood model based on ITS se-
quencing of the three replicates (r1 to r3) of each six seed lots (P1 to P6) of Conyza spp.
P1 (C. bonariensis) = Tal-al-Ramel site, P2 (C. canadensis) and P3 (C. bonariensis) = University of
Jordan Research Station site, P4 (C. bonariensis) and P5 (C. canadensis) = al-Twal site and
P6 (C. bonariensis) = University of Jordan Campus site.

Yet, the comparative ITS DNA profile indicated that the three replicates (r1–r3) of
the collected seeds of each P2 population (collected from the University of Jordan Re-
search Station) and P5 (r1–r3) population (collected from al-Twal) showed a higher rate
of common sequences in their ITS region. That made them eligible to combine one main
cluster separated into two sub-clusters, one for the P2 and the other for the P5 population
(Figures 3 and 4). The sequence of the ITS region indicates that both P2 and P5 seed lots
were C. canadensis.

Regarding the P4 population (al-Twal site), although the entire tested replicates were
also C. bonariensis, this population tended to separate in a single sub-cluster and highlight
distinct ITS sequence (Figures 3 and 4). The updated ITS sequence may demonstrate a
different evolutionary path of these populations, which may be affected by the practiced
weed control methods, the type of herbicides used, and the local herbivores.

The ITS sequencing results indicated that the collected seeds lots from the fifth site
(P5), which is raised from seeds collected from the University Research Station located in
the Jordan Valley, and the sixth site (P6), raised from seeds collected from the University
of Jordan Campus belong to C. bonariensis, hence, the same sub-cluster (Figures 3 and 4).
According to the ITS sequence data, most of the different replicates of each seed lot still
occupy the same sub-cluster, indicating the high genetic similarity of these samples.
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3.2. Field Trial at Tal-al-Ramel

The effects of herbicides on C. bonariensis were visually estimated in the field two
weeks after application (Table 3). The paraquat used at rates 2.5, 5.0, and 25 kg ha−1

caused no obvious phytotoxic effect on weeds. However, the level of injuries following
oxyfluorfen in the highest dose and oxadiazon in all doses significantly differed from the
control treatments. Additionally, oxadiazon and oxyfluorfen-treated plants showed a slight
change in green color with some burning on leaf tips (Figure 5).

Table 3. Visual estimations of foliage-applied herbicides’ effects on Conyza bonariensis of Tal-al-Ramel
population (P1) control at 15 days after herbicides application (DAT).

Treatments 15 Days after Herbicides Application (DAT)

Untreated (control) 10.0 a

Paraquat (2.5 kg ha−1) 10.0 ± 0.4 a

Paraquat (5 kg ha−1) 10.0 ± 0.4 a

Paraquat (25 kg ha−1) 9.0 ± 0.6 ab

Oxadiazon (5.0 kg ha−1) 7.8 ± 0.5 b

Oxadiazon (10.0 kg ha−1) 7.4 ± 0.6 b

Oxadiazon (50 kg ha−1) 7.8 ± 0.6 b

Oxyfluorfen (3.3 kg ha−1) 9.8 ± 0.6 a

Oxyfluorfen (6.6 kg ha−1) 10.0 ± 0.5 a

Oxyfluorfen (33 kg ha−1) 7.2 ± 0.7 b

LSD ≤ p (0.05) 1.8
Mean values (±SD values) for three replicates treated with each herbicide applied at different rates and evaluated
using a scale of 0–10, where 0 denotes that the weed was completely controlled, and 10 means that the weed was
not affected. Mean values in the column followed by the same lower-case letter are not significantly different
according to Fisher’s LSD at p = 0.05.
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Figure 5. Control and recommended rate Paraquat-treated Conyza bonariensis plants from a population
found in Jordan valley (Tal-al-Ramel population, P1).

3.3. Glasshouse Experiments
3.3.1. Experiment 1

The effect of paraquat, oxadiazon, and oxyfluorfen on C. bonariensis populations
used at field rates at two spraying dates is shown in Table 4. Notably, herbicides used at
recommended application rates revealed no significant effect on Conyza bonariensis plants
grown from Tal-al-Ramel’s date palm orchard population (Table 4 and Figure 5).

Table 4. The effect of field rate application of three herbicides sprayed at two dates at the full
vegetative growth stage of four populations of C. bonariensis grown in a pot experiment.

Treatments Recommended Rates of
Application (kg ha−1)

First Spray 15
October 2019
Score Out of 10

Second Spray 30
October 2019
Score Out of 10

Date palm population (Tal-al-Ramel) of C. bonariensis (P 1)
Control 0.0 10.0 ± 0.6 a 10.0 ± 0.2 a

Paraquat 2.5 9.2 ± 0.3 ab 7.4 ± 0.5 dc

Oxadiazon 5.0 9.4 ± 0.5 ab 8.8 ± 0.2 ab

Oxyfluorfen 3.0 9.2 ± 0.3 ab 8.4 ± 0.3 bc

University of Jordan Research Station Population of C. bonariensis (P3)
Control 0.0 10.0 ± 0.3 a 10.0 ± 0.3 a

Paraquat 2.5 0.0 ± 1.4 e 0.0 ± 1.2 g

Oxadiazon 5.0 7.0 ± 1.2 c 4.2 ± 1.0 f

Oxyfluorfen 3.0 6.8 ± 0.9 c 3.4 ± 1.3 f

Al-Twal Population of C. bonariensis (P4)
Control 0.0 10.0 ± 0.8 a 10.0 ± 0.3 a

Paraquat 2.5 1.6 ± 1.3 d 0.4 ± 1.4 g

Oxadiazon 5.0 8.4 ± 0.4 b 8.4 ± 0.3 bc

Oxyfluorfen 3.0 0.6 ± 0.6 de 0.6 ± 1.2 g

The University of Jordan Campus Population of C. bonariensis (P6)
Control 0.0 10.0 ± 0.5 a 10.0 ± 0.4 a

Paraquat 2.5 7.2 ± 0.3 c 6.2 ± 0.6 de

Oxadiazon 5.0 7.3 ± 0.6 c 5.6 ± 0.6 e

Oxyfluorfen 3.0 7.2 ± 0.3 c 3.8 ± 0.8 f

LSD (p = 0.05) - 1.2 1.2
Mean values (±SD) for five replicate pots treated with each herbicide on a scale of 0–10, where 10 denotes the
weed is not affected by herbicide, and 0 means that the weed was completely killed. The means within the column
followed by the same letter are not significantly different using the least significant difference (LSD) at p = 0.05.
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The three herbicides negatively affected the growth of other weed populations to
various degrees. Paraquat was most effective on weed populations grown from Al-Twal
and the University of Jordan Research Station. Paraquat reduced the growth of the Al-
Twal population by 84% compared with the untreated control, while oxyfluorfen caused a
94% growth reduction in the same population. However, the lowest effect of paraquat was
on the weed population obtained from the University of Jordan Campus. The effects of
oxadiazon and oxyfluorfen were similar on weed populations of the University Research
Station and the University Campus and reduced weed growth by 30–35%, respectively,
compared with the untreated control. Oxadiazon appeared least effective on all populations
of C. bonariensis.

Repeated application of the same herbicides using the same rates resulted in no
phytotoxic effects on the weed population from the date palm orchard (Table 4). The al-
Twal weed population was the most sensitive; the growth of this population was reduced
by 96% and 94% with paraquat and oxyfluorfen herbicides, respectively.

Generally, all herbicides showed more phytotoxic effects on weed populations ob-
tained from other sites, with the University of Jordan population being the least responsive.
More weed growth reduction was obtained in all populations at the second spray time
compared with the first application. Oxyflourfen appeared more effective than oxadiazon
on all weed populations. At the two application dates, repeated application of all herbicides
failed to effectively control the weed from the date palm orchard (Tal al-Ramel site) and, to
a lesser extent, that of the University Campus population.

It was noticed that plants of the herbicide-resistant population were not branched or of
a low number of branches, late flowering, and a low number of flowers that consequently
produced lower seed numbers compared with herbicide-susceptible plants (Figure 5).

3.3.2. Experiment 2

Using ten-fold higher rates of the three herbicides than the recommended ones resulted
in only partial control of weed populations (Table 5 and Figure 6). At first application, weed
plants from the date palm population were the least responsive to herbicide treatments.
Paraquat was most effective and caused a 36% growth reduction compared with the
untreated control.

Table 5. The effect of high rate application of three herbicides sprayed at two dates at full vegetative
growth stage of four populations of C. bonariensis grown in a pot experiment.

Treatments High Rates of Application
(kg ha−1)

First Spray 15 October 2019
Score Out of 10

Second Spray
30 October 2019
Score Out of 10

Date palm population of C. bonariensis (P1)
Control 0 10.0 ±0.4 a 10.0 ±0.2 a

Paraquat 25 6.4 ± 0.8 cd 4.8 ± 1.3 c

Oxadiazon 50 8.8 ± 0.6 ab 7.4 ± 0.5 b

Oxyfluorfen 30 8.0 ± 0.7 bc 7.8 ± 0.6 b

University of Jordan Research Station Population of C. bonariensis (P3)
Control 0 10.0 ± 0.3 a 10.0 ± 0.3 a

Paraquat 25 0.0 ± 1.3 g 0.0 ± 1.2 e

Oxadiazon 50 6.2 ± 0.8 cd 4.4 ± 0.9 c

Oxyfluorfen 30 6.0 ± 0.7 d 4.0 ± 0.8 c

Al-Twal Population of C. bonariensis (P4)
Control 0 10.0 ± 0.3 a 10.0 ± 0.2 a

Paraquat 25 1.4 ± 0.5 fg 1.0 ± 1.3 de

Oxadiazon 50 7.2 ± 0.6 bcd 6.8 ± 0.7 b

Oxyfluorfen 30 2.0 ± 0.3 ef 1.6 ± 1.3 d

The University of Jordan Campus Population of C. bonariensis (P6)
Control 0 10.0 ± 0.3 a 10.0 ± 0.1 a

Paraquat 25 3.6 ± 1.2 e 5.0 ± 1.0 c

Oxadiazon 50 6.6 ± 0.8 cd 5.2 ± 0.6 c

Oxyfluorfen 30 6.4 ± 0.7 cd 4.6 ± 0.7 c

LSD (p = 0.05) - 1.9 1.4

Mean values (± SD) for five replicate pots treated with each herbicide on a scale of 0–10, where 10 denotes no
herbicide effects on the weed, and 0 means that the weed was completely killed. Mean separation was carried out
using the least significant difference (LSD p = 0.05).



Agriculture 2023, 13, 435 11 of 15

Agriculture 2023, 13, x FOR PEER REVIEW 11 of 15 
 

 

Control 0 10.0 ± 0.3 a 10.0 ± 0.2 a 
Paraquat 25 1.4 ± 0.5 fg 1.0 ± 1.3 de 
Oxadiazon 50 7.2 ± 0.6 bcd 6.8 ± 0.7 b 
Oxyfluorfen 30 2.0 ± 0.3 ef 1.6 ± 1.3 d 

The University of Jordan Campus Population of C. bonariensis (P6) 
Control 0 10.0 ± 0.3 a 10.0 ± 0.1 a 
Paraquat 25 3.6 ± 1.2 e 5.0 ± 1.0 c 
Oxadiazon 50 6.6 ± 0.8 cd 5.2 ± 0.6 c 
Oxyfluorfen 30 6.4 ± 0.7 cd 4.6 ± 0.7 c 
LSD (p = 0.05) - 1.9 1.4 
Mean values (± SD) for five replicate pots treated with each herbicide on a scale of 0–10, where 10 
denotes no herbicide effects on the weed, and 0 means that the weed was completely killed. Mean 
separation was carried out using the least significant difference (LSD p= 0.05). 

 
Figure 6. Dose–response curve of three herbicides applied on four populations of C. bonariensis (P1, 
P3, P4, and P6) sown in a pot experiment and sprayed at two dates at full vegetative growth stage 
(paraquat, (A,B); oxadiazon, (C,D); oxyfluorofen (E,F)). 

Oxyfluorfen reduced weed growth by 20%, while the effect of oxadiazon was not 
more than 12%. The effect of the three herbicides on other weed populations varied. Par-
aquat was the most effective and almost eliminated weed population from the al-Twal site 
and, to a lesser extent, that of the University Research Station. This herbicide reduced the 
growth of the University Campus population of C. bonariensis by 64% compared with the 

Figure 6. Dose–response curve of three herbicides applied on four populations of C. bonariensis
(P1, P3, P4, and P6) sown in a pot experiment and sprayed at two dates at full vegetative growth
stage (paraquat, (A,B); oxadiazon, (C,D); oxyfluorofen (E,F)).

Oxyfluorfen reduced weed growth by 20%, while the effect of oxadiazon was not more
than 12%. The effect of the three herbicides on other weed populations varied. Paraquat
was the most effective and almost eliminated weed population from the al-Twal site and,
to a lesser extent, that of the University Research Station. This herbicide reduced the
growth of the University Campus population of C. bonariensis by 64% compared with the
control. The effect of oxyfluorfen on the al-Twal weed population was severe, resulting
in an 80% growth reduction. In contrast, its effect on other populations was lower and
similar to that of oxadiazon, showing little difference in its effect on the growth of weed
populations from all sites. Still, paraquat remained more effective compared with the other
two herbicides. It showed little difference in their effects on all populations except the
al-Twal population, which was more affected by oxyfluorfen (Table 5 and Figure 6).

Results of herbicide applications at recommended and high rates and at two dates
showed that the population grown from seeds collected from the date palm orchard
(Tal-al-Ramel site) was least affected or irresponsive to the three herbicides followed by
the University Campus. In contrast, the al-Twal site population was most susceptible
to paraquat and oxyfluorfen and much reduced in growth at both application rates but
showed a lower response to oxadiazon herbicide (Table 5 and Figure 6).
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4. Discussion

Conyza spp. is among the world’s worst weeds [5], well adapted to agricultural
and marginal lands, roadsides, waste places, and uncultivated land. Certain species of
this genera have been reported as resistant to herbicides [15–21]. In the last few years,
fleabane (Conyza bonariensis (L.) Cronquist) population numbers dramatically increased in
different locations in Jordan and became commonly observed in vegetable fields and fruit
tree orchards. Many local farmers reported the ineffectiveness of paraquat, the common
herbicide against fleabane. Although paraquat is recently banned, its stock is still available
in local agricultural companies. Paraquat is a cheap, rapid desiccant and is thus favored by
local farmers. Glyphosate was introduced as a suitable replacement since it takes over all
vegetation and has a wider weed control spectrum. However, paraquat and glyphosate
have been reported as resisted by certain species of Conyza [15,16,19,20].

A farmer field demonstration in the central Jordan valley confirmed resistance of
at least one fleabane population to paraquat. A pot trial was conducted to investigate
the possible resistance of different populations of C. bonariensis in Jordan to paraquat,
oxyfluorfen, and oxadiazon. Although local farmers try other weed control methods,
including tillage and grazing, both are often ineffective. That is because of the huge
number of seeds produced by fleabane that can be transmitted through animal hairs or
wool. In addition, the weed’s ability to re-vegetate after animals partially graze shoot tips
enhances the development of auxiliary buds and lateral shoots, enabling weed recovery,
seed production, and re-introduction [36,37].

In the present study, three widely used herbicides were tested for possible control of
C. bonariensis plants grown by seeds collected from weed populations in different geo-
graphical locations. Paraquat has been repeatedly mentioned and emphasized along with
glyphosate as resisted by the same weed species [20,21,24]. Oxyfluorfen was suggested as
a possible herbicide for managing the weed-resistant populations [14], while no reports
on oxadiazon use on this weed. Our results were compatible with reports of other au-
thors from different parts of the world [20,21] on fleabane resistance to paraquat. Results
of the glasshouse experiment on four C. bonariensis populations showed that one of the
populations was not readily controlled by paraquat, and the other two herbicides, at recom-
mended and 10-fold rates. When the herbicides were re-applied, their effects on the same
weed population were still poor. The current findings agreed with previous reports and
confirmed the resistance of C. bonariensis to paraquat herbicide [20,21,24]. It is worth noting
that oxadiazole and oxyfluorfen are widely used herbicides for weed control in vegetable
fields (especially onions and garlic), orchids, and uncultivated areas across Jordan. This
is a major factor in developing individuals and/or populations resistant to frequently
applied pesticides. Conversely, results obtained on the oxyfluorfen effect on fleabane did
not agree with previous results by [9], who reported managing resistant accessions of the
weed species by the mixture of glufosinate + oxyfluorfen. The effect could be more due to
glufosinate or the interaction between herbicides.

Applying 10-fold paraquat, oxadiazon, and oxyfluorfen herbicides did not improve
herbicides’ phytotoxicity to fleabane in the date palm weed population in Tal-al-Ramel
(Table 5 and Figure 6). However, all treated plants continued growth at relatively lower
levels than the untreated control. Other workers reported differences between populations
of C. bonariensis in response to different herbicides [10,15].

A molecular analysis study has confirmed the genetic basis of herbicide resistance
of at least one C. bonariensis population in Jordan (Figures 3 and 4). The resistant weed
population, raised from seeds of the Tal-al-Ramel population, showed distinct genetic dif-
ferences from other weed populations and the closely related populations of C. canadensis.
In addition, the weed population of the al-Twal site was genetically different from others. It
seems that it has developed its specific developmental characteristics to fit environmental
conditions and agricultural practices in that site. Since paraquat-susceptible populations
are not fully controlled with oxyfluorfen and oxadiazon herbicides, even though they were
used at the 10-fold application rates, this raises great concerns about developing these
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populations to new resistance mechanisms. Other workers reported on the genetic bases
between populations of the same weed species’ resistance to glyphosate [13]. At this stage,
it may be necessary to diversify the herbicides used, especially those with a completely or
partially different mode of action, to reduce the spreading of resistant populations. Accord-
ingly, the efficacy of glyphosate and phenoxy herbicides can be improved in combination
or integration with other weed control methods.

Despite the importance of single methods, integrating agronomic, herbicidal, and
environmental factors will be more important in addressing the spreading of this harmful,
herbicide-resistant weed in arable and perennial fields. Unfortunately, most Jordanian
farmers do not have sufficient knowledge about C. bonariensis resistance to the commonly
used herbicides. Nevertheless, this is the first report investigating the resistance of Conyza
weeds to commonly applied herbicides. It is known that the three herbicides to which
the studied weeds have shown resistance in the current study are a cornerstone in weed
control programs in Jordan and have been in use for a long time. Therefore, priority should
be given to diversifying agricultural management practices to prevent the development of
herbicide-resistant populations of noxious weeds.

However, the herbicide rotation technique is emerging as a rapid alternative practice
that prevents or limits the development of resistant C. bonariensis populations. It should
also be indicated by warning labels on all chemical products explaining better the selection
pressure resulting from these herbicides. To achieve a higher level of control, however,
all chemicals used against C. bonariensis should be integrated with other weed control
methods to prevent an escalation of herbicide resistance.

5. Conclusions

Results revealed that resistance to the three tested herbicides is well-developed in
the Tal-al-Ramel population. The ITS genetic analysis efficiently distinguished between
C. bonarienses and C. canadensis populations. The herbicide-resistant weed population from
the Tal-al-Ramel site showed a distinct genetic background from other populations. In
addition, the University Research Station’s population showed tolerance to oxadiazon.
Diverse management practices of C. bonariensis populations may counter the spread of
resistant populations and reduce the weed effect on agriculture and the environment.

Author Contributions: Conceptualization, J.R.Q.; A.O.A. and M.S.A.; methodology, J.R.Q., A.O.A.
and A.S.; software, J.R.Q. and A.O.A.; validation, A.O.A., A.F.A. and A.S.; formal analysis, A.O.A.
and A.F.A.; investigation, A.F.A.; resources, M.S.A.; data curation, A.F.A.; writing—original draft
preparation, J.R.Q. and A.O.A.; writing—review and editing, J.R.Q., M.S.A. and A.S.; visualization,
M.S.A.; supervision, J.R.Q. and A.O.A.; project administration, J.R.Q. All authors have read and
agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Data Availability Statement: Not applicable.

Acknowledgments: The authors thank Luai Al-Batsh and Madi Al-Abaddi for their technical assis-
tance. Thanks also go to the University of Anbar for encouraging reputable scientific publications.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Heap, I. The International Survey of Herbicide-Resistant Weeds. 2017. Available online: https://weedscience.org/Summary/

Species.aspx (accessed on 8 May 2020).
2. Smith, C.M.; Namuth, D. Herbicide Resistance: Mechanisms, Inheritance, and Molecular Genetics. eLearn and Grow Library,

2005, PP, 7. Available online: http://plantandsoil.unl.edu/croptechnology2005/pageincludes/printModule.jsp?inform (accessed
on 22 August 2021).

3. Gunsolus, J.L. Herbicide Resistant Weeds. Regents of the University of Minnesota. University of Minnesota Extension. 2008.
Available online: http://www.extension.umn.edu/distribution/cropsystems/DC6077.html (accessed on 14 March 2020).

https://weedscience.org/Summary/Species.aspx
https://weedscience.org/Summary/Species.aspx
http://plantand soil.unl.edu/croptechnology2005/pageincludes/printModule.jsp?inform
http://www.extension.umn.edu/distribution/cropsystems/DC6077.html


Agriculture 2023, 13, 435 14 of 15

4. Qasem, J.R. Herbicide-Resistant Weeds: The Technology and Weed Management. In Herbicides—Current Research and
Case Studies in Use; Price, A.J., Kelton, J.A., Eds.; InTech: Rang-Du-Fliers, France, 2013; pp. 445–471. Available online:
https://www.intechopen.com/articles/show/title/herbicide-resistant-weeds-the-technology-and-weed-management (accessed
on 3 May 2020).

5. Holm, L.G.; Doll, J.; Holm, E.; Pancho, J.V.; Herberger, J.P. World Weeds, Natural Histories and Distribution; Wiley: Hoboken, NJ,
USA, 1997.

6. Heap, I. The International Survey of Herbicide Resistant Weeds. 2022. Available online: www.weedscience.org (accessed on 7
November 2022).

7. Monsanto Company. Management Guide for Marestail. For Cropland and Orchards in CA and AZ. 2005. Available online:
http://www.monsanto.com/weedmanagement/Documents/Marestail.pdf (accessed on 16 June 2016).

8. Urbano, J.M.; Borrego, A.; Torres, V.; Leon, J.M.; Jimenez, C.; Dinelli, G.; Barnes, J. Glyphosate-resistant hairy fleabane (Conyza
bonariensis) in Spain. Weed Technol. 2007, 21, 396–401. [CrossRef]

9. Dinelli, G.; Marotti, I.; Bonetti, A.; Catizone, P.; Urbano, J.M.; Barnes, J. Physiological and molecular bases of glyphosate resistance
in Conyza bonariensis biotypes from Spain. Weed Res. 2008, 48, 257–265. [CrossRef]

10. Ferreira, E.A.; Galon, L.; Aspiazú, I.; Silva, A.A.; Concenço, G.; Silva, A.F.; Oliveira, J.A.; Vargas, L. Glyphosate translocation in
hairy fleabane (Conyza bonariensis) biotypes. Planta Daninha 2008, 26, 637–643. [CrossRef]

11. Travlos, I.S.; Chachalis, D. Glyphosate-resistant hairy fleabane (Conyza bonariensis) is reported in Greece. Weed Technol. 2010, 24,
569–573. [CrossRef]

12. Heap, I. The International Survey of Herbicide-Resistant Weeds. Weed Science. 2012. Available online: www.weedscience.com
(accessed on 8 May 2012).

13. Sansom, M.; Saborido, A.A.; Dubois, M. Control of Conyza spp. with glyphosate—A review of the situation in Europe. Plant Prot.
Sci. 2013, 49, 44–53. [CrossRef]

14. Mylonas, F.N.; Giannopolitis, C.N.; Efthimiadis, P.G.; Menexes, G.C.; Madesis, P.B.; Eleftherohorinos, I.G. Glyphosate resistance
of molecularly identified Conyza albida and Conyza bonariensis populations. Crop Prot. 2014, 65, 207–215. [CrossRef]

15. Okada, M.; Hanson, B.D.; Hembree, K.J.; Peng, Y.; Shrestha, A.; Stewart, C.N.; Wright, S.D.; Jasieniuk, M. Evolution and spread of
glyphosate resistance in Conyza bonariensis in California and a comparison with closely related Conyza canadensis. Weed Res. 2015,
55, 173–184. [CrossRef]

16. Kaspary, T.E.; Lamego, F.; Langaro, A.; Ruchel, Q.; Agostinetto, D. Investigation of the mechanism of resistance to glyphosate
herbicide in hairy fleabane. Planta Daninha 2016, 34, 555–564. [CrossRef]

17. Aves, C.S. Herbicide Resistance in Conyza bonariensis (L) Cronquist (Flaxleaf Fleabane) Populations from Northeast Victoria
and Its Management in Mixed Farming Systems. Ph.D. Thesis, School of Agriculture, Food and Wine, University of Adelaide,
Adelaide, Australia, 2017; p. 100.

18. Hereward, J.P.; Werth, J.A.; Thornby, D.F.; Keenan, M.; Chauhan, B.S.; Walter, G.H. Complete chloroplast genome of glyphosate
resistant Conyza bonariensis (L.) Cronquist from Australia. Mitochondrial DNA Part B Resour. 2017, 2, 444–445. [CrossRef]

19. Santo, T.L.d.E.; de Mendonga, C.G.; Graichen, F.A.S.; Raetano, C.G.; Teodoro, P.E. Control of Conyza bonariensis with glyphosate
associated to adjuvants applied with different spray nozzles. Biosci. J. Uberlandia 2017, 33, 297–305. [CrossRef]

20. Szigeti, Z.; RÃ¡cz, I.; LÃ¡sztity, D. Paraquat resistance of weeds—The case of Conyza canadensis (L.) Cronq. Z. Naturforsch. 2001, 56,
319–328. [CrossRef]

21. Moretti, M.L.; Hanson, B.D. Reduced translocation is involved in resistance to glyphosate and paraquat in Conyza bonariensis
and Conyza canadensis from California. Weed Res. 2017, 57, 25–34. [CrossRef]

22. Vargas, L.; Bianchi, M.A.; Rizzardi, M.A.; Agostinetto, D.; e Dal Magro, T. Conyza bonariensis biotypes resistant to the glyphosate
in Southern Brazil. Planta 2007, 25, 573–578.

23. Shaaltiel, Y.; Gressel, J. Multienzyme oxygen radical detoxifying system correlated with paraquat resistance in Conyza bonariensis.
Pestic. Biochem. Physiol. 1986, 26, 22–28. [CrossRef]

24. Fuerst, E.P.; Nakatani, H.Y.; Dodge, A.D.; Penner, D.; Arntzen, C.J. Paraquat resistance in Conyza. Plant Physiol. 1985, 77, 984–989.
[CrossRef] [PubMed]

25. Thébaud, C.; Abbott, R. Characterization of invasive Conyza species (Asteracae) in Europe: Quantitative trait and isozyme
analysis. Am. J. Bot. 1995, 82, 360–368. [CrossRef]

26. Van Gessel, M.J. Glyphosate-resistant horseweed from Delaware. Weed Sci. 2001, 49, 703–705. [CrossRef]
27. Bhattacharya, S.; Hernández, F.; Alves, M.F.; Machado, R.M.; Sun, Y.-Y.; Wang, M.-R.; Zhang, C.-B.; Hao, J.-H. Genetic diversity

and population structure of invasive and native populations of Erigeron canadensis L. J. Plant Ecol. 2022, 15, 864–876. [CrossRef]
28. Soares, A.A.F.; Fregonezi, A.M.D.; Mangolin, C.A.; Collet, S.A.; Machado, R.S. Evidence of high gene flow between samples of

horseweed (Conyza canadensis) and hairy fleabane (Conyza bonariensis) as revealed by isozyme polymorphisms. Weed Sci. 2015, 63,
604–612. [CrossRef]

29. Shaik, R.S.; Zhu, X.; Clements, D.R.; Weston, L.A. Understanding invasion history and predicting invasive niches using genetic
sequencing technology in Australia: Case studies from Cucurbitaceae and Boraginaceae. Conserv. Physiol. 2016, 4, cow030.
[CrossRef]

30. Alfalahi, A.O.; Saleh, A.T. Molecular detection of Johnsongrass Sorghum halepense L. evalution in Iraq. Asian J. Plant Sci. 2018, 17,
160–172. [CrossRef]

https://www.intechopen.com/articles/show/title/herbicide-resistant-weeds-the-technology-and-weed-management
www.weedscience.org
http://www.monsanto.com/weedmanagement/Documents/Marestail.pdf
http://doi.org/10.1614/WT-06-096.1
http://doi.org/10.1111/j.1365-3180.2008.00623.x
http://doi.org/10.1590/S0100-83582008000300020
http://doi.org/10.1614/WT-D-09-00080.1
www.weedscience.com
http://doi.org/10.17221/67/2011-PPS
http://doi.org/10.1016/j.cropro.2014.07.012
http://doi.org/10.1111/wre.12131
http://doi.org/10.1590/s0100-83582016340300016
http://doi.org/10.1080/23802359.2017.1357441
http://doi.org/10.14393/BJ-v33n2-33818
http://doi.org/10.1515/znc-2001-5-601
http://doi.org/10.1111/wre.12230
http://doi.org/10.1016/0048-3575(86)90058-1
http://doi.org/10.1104/pp.77.4.984
http://www.ncbi.nlm.nih.gov/pubmed/16664176
http://doi.org/10.1002/j.1537-2197.1995.tb12640.x
http://doi.org/10.1614/0043-1745(2001)049[0703:RPRHFD]2.0.CO;2
http://doi.org/10.1093/jpe/rtac016
http://doi.org/10.1614/WS-D-14-00044.1
http://doi.org/10.1093/conphys/cow030
http://doi.org/10.3923/ajps.2018.160.172


Agriculture 2023, 13, 435 15 of 15

31. Sambrook, J.; Russell, D.W. Molecular Cloning: A Laboratory Manual, 3rd ed.; Cold Spring Harbor Laboratory Press: New York, NY,
USA, 2001; p. 2100.

32. Vogelstein, B.; Gillespie, D. Preparative and analytical purification of DNA from agarose. Proc. Natl. Acad. Sci. USA. 1979, 76,
615–619. [CrossRef] [PubMed]

33. Tamura, K.; Stecher, G.; Peterson, D.; Filipski, A.; Kumar, S. MEGA6: Molecular evolutionary genetics analysis version 6.0. Mol.
Biol. Evol. 2013, 30, 2725–2729. [CrossRef] [PubMed]

34. SAS Institute Inc. SAS/STAT® 9.1 User’s Guide. Ver. 9.1; SAS Institute Inc.: Cary, NC, USA, 2004.
35. Rogers, J.S. Maximum likelihood estimation of phylogenetic trees is consistent when substitution rates vary according to the

invariable sites plus gamma distribution. Syst. Biol. 2001, 50, 713–722. [CrossRef]
36. Walia, S.; Banerjee, T.; Kumar, R. Efficacy of weed management techniques onw control, biomass yield, and soil herbicide residue

in transplanted wild marigold (Tagetes minuta L.) under high rainfall conditions of western Himalaya. Agronomy 2021, 11, 2119.
[CrossRef]

37. Scarabel, L.; Farinati, S.; Sattin, M. Occurrence of resistance to ALS inhibitors in European Cyperus Esculentus L.: Characterization
and implications for management. Agronomy 2020, 10, 1133. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.1073/pnas.76.2.615
http://www.ncbi.nlm.nih.gov/pubmed/284385
http://doi.org/10.1093/molbev/mst197
http://www.ncbi.nlm.nih.gov/pubmed/24132122
http://doi.org/10.1080/106351501753328839
http://doi.org/10.3390/agronomy11112119
http://doi.org/10.3390/agronomy10081133

	Introduction 
	Materials and Methods 
	Conyza Bonariensis Populations 
	DNA Analysis of Conyza spp. Populations 
	Extraction Quantification and Qualification of Total Genomic DNA 
	PCR Conditions 
	Preparation of Agarose Gel 
	Sequencing Protocol 

	Field Trial at Tal-al-Ramel 
	Herbicide Treatment Pots Experiments 
	Experiment 1 
	Experiment 2 

	Statistic Analysis 

	Results 
	Molecular Analysis of C. Bonariensis Seed Samples 
	Field Trial at Tal-al-Ramel 
	Glasshouse Experiments 
	Experiment 1 
	Experiment 2 


	Discussion 
	Conclusions 
	References

