
Supplementary: 

Figure S1. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031464240.1| and OTUD3 marker 

(452-bp) sequences. 



 

Figure S2. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|MW557315.1| and TLR2 marker (540-bp) 

sequences. 

https://www.ncbi.nlm.nih.gov/nucleotide/MW557315.1?report=genbank&log$=nuclalign&blast_rank=1&RID=DJB50ZH3013


Figure S3. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_010998333.2| and TLR4 marker (405-

bp) sequences. 



Figure S4. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031462916.1| and STAB2 marker (498-

bp) sequences. 



Figure S5. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_010975501.1| and MBL2 marker (389-

bp) sequences. 



Figure S6. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031439680.1| and TRAPPC9 marker 

(423-bp) sequences. 



Figure S7. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031435000.1| and C4A marker (444-

bp) sequences. 



Figure S8. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_011000575.2| and CAT marker (540-

bp) sequences. 

https://www.ncbi.nlm.nih.gov/nucleotide/XM_011000575.2?report=genbank&log$=nuclalign&blast_rank=1&RID=DJFPX2W6013


Figure S9. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_010963047.2| and SOD3 marker (458-

bp) sequences. 



Figure S10. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_010984536.2| and PRDX6 marker 

(471-bp) sequences. 



Figure S11. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_045509732.1| and OXSR1 marker 

(420-bp) sequences. 



Figure S12. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031442846.1| and NDUFS6 marker 

(303-bp) sequences. 



Figure S13. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_031466025.1| and SERP2 marker 

(373-bp) sequences. 



Figure S14. Analysis of nitrogenous bases matching for DNA in healthy and mastitis affected camels using GenBank gb|XM_010994738.2| and ST1P1 marker (442-

bp) sequences. 



Figure S15. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031464240.1| and OTUD3 marker (452-bp). 

Figure S16. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|MW557315.1| and TLR2 marker (540-bp). 

Figure S17. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_010998333.2| and TLR4 marker (405-bp). 

Figure S18. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031462916.1| and STAB2 marker (498-bp). 

https://www.ncbi.nlm.nih.gov/nucleotide/MW557315.1?report=genbank&log$=nuclalign&blast_rank=1&RID=DJB50ZH3013


Figure S19. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_010975501.1| and MBL2 marker (389-bp). 

Figure S20. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031439680.1| and TRAPPC9 marker (423-bp). 

Figure S21. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031435000.1| and C4A marker (444-bp). 

Figure S22. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_011000575.2| and CAT marker (540-bp). 

https://www.ncbi.nlm.nih.gov/nucleotide/XM_011000575.2?report=genbank&log$=nuclalign&blast_rank=1&RID=DJFPX2W6013


Figure S23. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_010963047.2| and SOD3 marker (458-bp). 

Figure S24. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_010984536.2| and PRDX6 marker (471-bp). 

Figure S25. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_045509732.1| and OXSR1 marker (420-bp). 

Figure S26. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031442846.1| and NDUFS6 marker (303-bp). 



Figure S27. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_031466025.1| and SERP2 marker (373-bp). 

Figure S28. Analysis of amino acid matching in healthy and mastitis affected 

camels using GenBank gb|XM_010994738.2| and ST1P1 marker (442-bp). 


