Table S4. Non- Synonymous/Synonymous substitution rate for Trihelix genes of adzuki bean

Sub-group Assigned name Rice orthologs S N ds dN dN/ dS
GT VangMSL03 OsMSL03 (0s01g34400.1) 276.5 845.5 5.5474 1.1519 | 0.2077
VangMSL08.1 OsMSL08 (0s02g01380.1) 194.1 744.9 60.2435 0.6881 | 0.0114

VangMSL08.2 190.1 805.9 64.9062 0.7547 | 0.0116

VangMSL21 OsMSL21 (Os04g40930.1) 243.9 791.1 1.6967 0.2396 | 1.1412

SH4 VangMSL11.1 OsMSL11 (0s02g31160.1) 167.2 642.8 61.3698 0.4163 | 0.0068
VangMSL11.2 182.1 615.9 55.6060 0.4064 | 0.0073

VangMSL11.3 180.3 641.7 37.8132 0.5524 | 0.0146

VangMSL12.1 OsMSL12 (0s02g33610.1) 604.4 1882.6 2.6726 0.2260 | 0.0845

VangMSL12.2 100.7 355.3 10.1704 0.5715 | 0.0562

VangMSL23.1 OsMSL23 (0s04g57530.1) 236.1 786.9 54.8690 0.4389 | 0.0080

VangMSL23.2 219.2 767.8 56.7386 0.5155 | 0.0091

S1P1 VangMSL20 OsMSL20 (0Os04g36790.1) 143.8 687.2 30.2950 0.4049 | 0.0134
VangMSL25.1 OsMSL25 (0s05g48690.1) 136.4 520.6 40.4956 0.4732 | 0.0117

VangMSL25.2 147.4 599.6 63.7805 0.5217 | 0.0082

VangMSL31 OsMSL31 (0Os08g37810.1) 115.7 571.3 60.9547 0.5786 | 0.0095

VangMSL34.1 OsMSL34 (0s09g38570.1) 193.8 661.2 55.2848 0.6103 | 0.0110

VangMSL34.2 183.5 635.5 6.1449 0.6267 | 0.1020

VangMSL36.1 OsMSL36 (0s10g41460.1) 126.1 683.9 69.7139 0.5860 | 0.0084

VangMSL36.2 135.7 623.3 70.3148 0.5172 | 0.0074

GTd VangMSL16 OsMSL16 (Os03g44130.1) 203.3 783.7 58.7625 1.1284 | 0.0192
VangMSL06.1 OsMSL06 (0s01g52090.1) 156.5 683.5 66.8967 0.6627 | 0.0099

VangMSL06.2 211.6 628.4 37.5151 0.6685 | 0.0178

VangMSL15.1 OsMSL15 (0s02g43300.1) 67.9 289.1 18.0477 0.4015 | 0.0222

VangMSL15.2 314.4 1284.6 64.0989 0.4958 | 0.0077

VangMSL15.3 356.6 1329.4 59.3878 0.5561 | 0.0094

VangMSL15.4 275.6 927.4 54.6418 0.6245 | 0.0114

VangMSL15.5 336.2 1262.8 59.5961 0.5961 | 0.0100

VangMSL15.6 324.3 1205.7 59.0751 0.6083 | 0.0103

GTy VangMSL15.7 259.8 1183.2 69.5142 0.5905 | 0.0085
VangMSL15.8 281.6 1092.4 60.4568 0.7688 | 0.0127

VangMSL15.9 167.6 693.4 63.9648 0.6807 | 0.0106

VangMSL15.10 315.1 1250.9 61.6486 0.7470 | 0.0121

VangMSL22.1 OsMSL22 (0s04g45750.1) 202.7 724.3 53.7936 0.6205 | 0.0115

VangMSL22.2 219.4 878.6 61.5451 0.8744 | 0.0142

VangMSL24.1 OsMSL24 (0Os05g03740.1) 158.8 642.2 12.1779 0.5488 | 0.0451

VangMSL24.2 185.8 711.2 36.2998 0.7581 | 0.0209

VangMSL37 OsMSL37 (Os11g06410.1) 189 957 7.0827 0.5987 | 0.0845

VangMSL40.1 OsMSL40 (0s12g06640.1) 271.1 961.9 5.4525 0.4188 | 0.0768

VangMSL40.2 258 972 5.9371 0.4520 | 0.0761

VangMSL40.3 258 963 59.2511 0.6057 | 0.0102

VangMSL40.4 216.7 899.3 64.5553 0.5805 | 0.0090

Vang, Vigna angularis; S, Number of synonymous site; N, Number of non- synonymous site; ds, Synonymous substitution

rate; dn, Non- Synonymous substitution rate.




