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Figure S1. Sequence alignment of trihelix domain of GTgroup present in four Vigna species.
Vang, Vigna angularis; Vrad, V. radiata; Vung, V. unguiculata; Vumb, V. umbellata; and Os
Oryza sativa. MSL, Myb/SANT-LIKE.
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VungMsL31 - - PWTHQETVHLIRAYQE ALKRGPLRHNQWE EVAVVVAARCGYDLAYPAKSALQCRH KMEKLRQRHRAEKKHVAAT - - - == == === LRPAAWQYNALME - -
VangMSL31 - - PWIHQETVHLIGAYQE ALKRGPLRHI EVAVIVAARCGYDLAYPAKSALQCRH KMEKLRQRHRAEKKHVAAT----------- LRPAAWQYNALME - -
VumbMSL31 - - PWIHQETVHLIRAYQEXWYALKRGPLRH EVAVIVAARCGYDLAYPAKSALQCRH KMEKLRQRHRAEKKHVAAT - ----=----- LRPAAWQYNALME - -
VangMSL36.2 -PLWYPDETLALIDAYR SLGRGNLKA EVADAVANRCPNA-SPP-KTPVQCRH KMEKLRKRYRTEIQRARSLPVSRF-------- NSSWVHFKLMDSM
VungMsL36.2 -PCWYPDETLALIDAYRDKWYSLGRGNLKA EVADAVANRCPNA-SPP-KTPVQCRH KMEKLRKRYRTEIQRARSLPVSRF-------- NSSWVHFKLMDSM
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VumbMSL20.1 ED{W! EVADIVSGREDYT--KAPKTDIQCKN RIDTVKKKYKSEKAKIAA- WPFFDRLDKL
VumbMSL20.2 EDLW! EVADIVSGREDYT--KAPKTDIQCKN RIDTVKKKYKSEKAKIAA WPFFDRLDKL
VungMsL20 EDLW EVADIVSGREDYT--KAPKTDIQCKN RIDTVKKKYKSEKAKIAA WPFFDRLDKL
VradMsL20 -=F- EVADIVSGREDYT--KAPKTDIQCKN RIDTVKKKYKSEKAKIAA-- WPFFDRLDKL
VangMsL25.1 EDLW! OEVADTVNARHGNAGARARRTDVQCKN RIDTLKKKYKIEKARVSDS- WPFFRRLEF -
VradMsL25 EDLW! OEVADTVNARHGNAGARARRTDVQCKN RIDTLKKKYKIEKARVSDS- AWPFFRRLEF-
VungMsL25.2 EDLW! EVADTVNARHGHAGARARRTDVQCKN RIDTLKKKYKIEKARVSDS- AWPFFRRLEF -
VradMsSLes --F- DWODVADAVNALHGHTK-KTHRTDVQCKN RIDTIKKKYKIEKARVSSS--------- WPFYERLDAL
VangMsSL25.2 EDLCW! DVADAVNALHGHTK-KTHRTDVQCKN RIDTIKKKYKIEKARVSSS--------- WPFYERLDAL
VumbMSL25.1 EDLCW! DVADAVNALHGHTK-KTHRTDVQCKN RIDTIKKKYKIEKARVSSS--------- WPFYERLDAL
VumbMSL25.2 EDLCW! DVADAVNALHGHTK-KTHRTDVQCKN RIDTIKKKYKIEKARVSSS--------- WPFYERLDAL
VungMsL25.1 EDCW DVADAVNALHGHTK -KTHRTDVQCKN RIDTIKKKYKIEKARVSSS---=-=--~ WPFYERLDAL

Figure S2. Sequence alignment of trihelix domain of S1P1 group present in four Vigna
species. Vang, Vigna angularis; Vrad, V. radiata; Vung, V. unguiculata; Vumb,
V. umbellata; and Os Oryza sativa. MSL, Myb/SANT-LIKE.
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Figure S3. Sequence alignment of trihelix domain of GT6 group present in four Vigna
species. Vang, Vigna angularis; Vrad, V. radiata; Vung, V. unguiculata; Vumb,
V. umbellata; and Os Oryza sativa. MSL, Myb/SANT-LIKE.
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Figure S4. Sequence alignment of trihelix domain of GTy group present in four Vigna
species. Vang, Vigna angularis; Vrad, V. radiata; Vung, V. unguiculata; Vumb,
V. umbellata; and Os Oryza sativa. MSL, Myb/SANT-LIKE.
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