Supplementary Table S1. Polymorphic marker between 02428 and mp3 screened in this study
No Primers Ge.zr}omlc Forward 5'-3' Reverse3'-5' Polymorphic
position(bp) marker
1 SNBH 3785864 GCCATCTCTCTCTCTCTCTCTC | CCTTAGCTCATCAAGCGAGG Polymorphism
2 RM175 3865706 cttcggegecgtcatcaaggtg cgttgagcagcgegacgttgac
3 §M581 4285381 CACTCCAGAACCCAGTAGTAGC | ACCCAACAACTGGTAGACGG Polymorphism
RM648
4, 4313896 CTCTAGCTTGGAGCTCGTGG CTCTCTGACTCCTTGTCCCC
RM435 .
51, 4313896 GTTGTTGCACCATAGTCAGA ATACATTCATGAAACCTGCC Polymorphism
RM659
6 |, 4333680 CTCATGACCTCGTCCTCCTC ACGTGGTAGCACTCCAGCTC
7 RM489 4333680 acttgagacgatcggacacc tcacccatggatgttgtcag Polymorphism
8 I;M584 4723228 AGTAATCTTATGTGCAATTC ATCTTATGATTTTTCTTTCA
9 §M499 4723228 CAGCCTGCTAATTTAGTATT ACTCGAAATCCTTCTCTATA Polymorphism
10 (I;MMS 5337569 AAGAAGAGGATTTCCTCGCC GTCCAAGATTTCGCAACGG Polymorphism
11 §M544 5591402 AACGTACCAGTCGCTGGTTC CCCGTGATTTCCTCCGAC Polymorphism
RM319
12 | 5788042 AATAGACCGGAAGAAAGCCC | ATATTCGCCGGAGAGAGAGG
RM377
1B | 5958781 ACGAAGTCCATGGTTCTTGG GCATTTGATCTTGTGGGGAG
14 I;M?’% 6003496 ATAATGGCAGGGTTGTCTCG CTCGGTGAGCCTCCTACAAC Polymorphism
15 | L3-118 6012517 GAATTGGGAACTCCCGCCTA TCATGACACTATCCTGCACCA Polymorphism
16 | L3-119 6012674 TAAGACCCAGCTGCTGCTACC | TGTGAAAACCTGCAAACATGCG
17 | 13-120 6016243 CTCGCGAGGGTTGATGAGAT AGATGCTGGAGAGTCAACGC Polymorphism
18 | L3-121 6036861 TGCATGCTCTCCTTAGGCTT CTCGGACACACTTGGGGGTA
19 [ 1312 6036861 ACAGATCCGTGTGTGCAAGC ATCATGCATGGTGTATCTCTGC
20 | L3-123 6037116 CCCAAGTGTGTCCGAGCTTA TGCACCATGGGTGAGTCAAA
21 | L3124 6037120 AGTGTGTCCGAGCTTAGTGC ATTGTGCACCATGGGTGAGT
2 | L3125 6037120 AGTGTGTCCGAGCTTAGTGC ATTGTGCACCATGGGTGAGT
23 | L3-126 6037120 CCTGCAGCCTATGCTAGATATT | ACGTATTGATGTAATAATTTGTCGT
24 | L3127 6037321 ATACCCCCAAGTGTGTCCGA AGCGAAAGTCAACAGGGGAA
25 | L3-128 6037321 TCGGCAGAGATACACCATGC TGCACCATGGGTGAGTCAAA
26 | L3-129 6040504 GGATCGGATGGACACCACTC TGGTGTGTAAGAAGCACGGG
27 | L3-130 6041103 ACCATGGATCTCATCTCGCT GTTGCAATAATGGCGAGGGG
28 | L3131 6042404 TCTCCCCAACTGATCACCCC TCCTCGCAAGAAGCTACCCA
29 | L3-132 6043090 TTGCCTGTTTTCCGAGTITGAC AGCTTCCAGCTCTAGCACATT Polymorphism
30 | L3133 6043090 TTGCCTGTTTTCCGAGTTGAC AGCTTCCAGCTCTAGCACATT Polymorphism
31 | L3-134 6048507 TACCCCCTATAAGACCCAGC GAAAACCTGCAAACATGCGT
32 [ 1313 6048599 CGGAGCTTCTGTTCATGTGTC GACTGCTTCTTGTACGACGAC Polymorphism
33 | L3126 6058181 CAGAACTGGCTCAAATGCTTGT | CTTTAACGGTGCGTGCAGT
34 | L3137 6058818 CCAGAACTGGCTCAAATGCTTG | TCTTTAACGGTGCGTGCAGTA
35 | L3-138 6061085 CCTCAGATCGACGAGTGTTT TCTCCAGCTCATCATGGTACG
36 | L3-139 6061085 CCTCAGATCGACGAGTGTTT TCTCCAGCTCATCATGGTACG
37 | L3-140 6067340 AGTGGGGTCAAACCGTCATC GCCGGAAACGAAGGAGAACT
38 | L3141 6067340 GCCGGAAACGAAGGAGAACT | AGTGGGGTCAAACCGTCATC
39 §M757 6078216 CTGCCCTGCCTTTTGTACAC GCGAGCATTCTTTCTTCCAC Polymorphism
40 | L3-94 6124355 CCCCTTTGGCAAACGCATAA EGAAACAGAAGATTGAATCCTACC Polymorphism
41 [ 137 6127102 CAGTAGCACGCGATTCCAGT CAGTTGCGGAACTCGTCCTT
42 | 139 6127475 TGAGGAATGATTTCACTTTCCC TGCAGCTAGAGAATGGTCGAT Polymorphism
3 | L3 6164430 AGCGTGACGTCCTTCCAGTC CCGACGCCGTGTCTAGG
4 | L1373 6227774 TAGGAGCACGTCCAGCTATTT | GCCGTTGCAGAGCCTAACC
45 | L374 6227953 CACGCCTTTCCCCGTACAA ACCCCTTCCGGCGGT
46 | 13-9% 6239662 GGTCTAACGGCCAGTCACTC ACGATTCCGACGACAAGGAG




47 [ 1397 6239662 TAACGGCCAGTCACTCTCCA CGATTCCGACGACAAGGAGT Polymorphism
48 | 1398 6239927 CGGCCAGTCACTCTCCAAAT CACGATTCCGACGACAAGGA Polymorphism
19 | 139 6240243 TGACATGCACGAAACGAGAGT | GTCGGTGATGGTGTCGTAGG Polymorphism
50 | 13-100 6240244 GCACGATTGATCACAGCTCG TGCATGAAACCGACACCGAT

51 | 13-101 6240244 GCACGATTGATCACAGCTCG TGCATGAAACCGACACCGAT Polymorphism
52 | 13-102 6240278 TTCTTTCGCTGACGCTTGAC ACTTGGACTGCATACGGCTG

53 | 13-103 6240278 ATCACAGCTCGATCCTTGGG ACTTGGACTGCATACGGCTG

54 | 1375 6259697 AAGTCTTGTCCAAATTGCCCG | TTGGTGCCTACGTGAATGGA

55 | 1376 6263525 CTGGAGCACTCTACTTTGACCA | TTGCACGTTCATATGGCTTGT

56 | 13-77 6264597 GAGCCCTGAAAACATGAACCC | TGGTCGTCGACTTTTGCTCG

57 | 1378 6282747 GAGGTGAGGCTCCGAGGTAG | ACCTCGCTCGATCACGAAC

58 | 13-79 6300751 TAACTCCCCGCTCCCTTTCA GGCGTTAAATGCGTTTGGCT

59 | 13-80 6300751 TAACTCCCCGCTCCCTTTCA GGCGTTAAATGCGTTTGGCT

60 | 13-81 6300963 ATGCAGCTTTCTGGCCAATC TCCAAACCTGGACATCGACAG

61 | 13-104 6324800 TGCAGGTATTGGCTGTCCTTC ACGAAGCACCGTTATCGTCT

62 | 13-82 6388455 GACCAGCAAGTCGAGGTAGC | CCCCAATCATACTAGCGCGG

63 | 13-83 6417306 CACCCTTCTTGTGACCCCTC CATCACTTAGTTCTCTCTTCTCTCA

64 | 13-105 6428615 ACGAGATCCGGGAGAAGAAGA | CGCCGCCGTATATGAGATCG

65 | L3-106 6428615 CCTACAGTTGATACGGGAGACA | ACGTAGTTGCTTCCCCCATT

66 | L3107 6428615 ACAGTTGATACGGGAGACATCA | ATACGTAGTTGCTTCCCCCA

67 | L3-84 6428617 GACGTCGAGAAGTACGTGCG GAGATCGTAGCACTCCGGC

68 | 13-108 6428617 AGAAGAGCGCCTGCTACAC ACATCTCACTCTCACGCCG

69 | L3-85 6469138 TTTTCCGAATGGGACGGAGT GCAACCCTGTCTGGTAGAGAA

70 | 13-86 6469139 SACCTACAGTTGATACGGGAGA ATACGTAGTTGCTTCCCCCA

71| L1387 6512933 GGTTGGATCTGCTTGCCTTG AGCATCCTCTTGAGCACGG Polymorphism
72 | 1388 6535503 AGGGCACGTTGAGACTGAAG | CACTTTCTACCCAGCTAGCAATC Polymorphism
73 | 13-109 6537734 ZGAGAATTGAGATATGGTGGGG CAGCGATGGATCGCCATTTG

74 | 13110 6537923 GAGGCTAGGGTTTCTGCGTC GGGTCCGAGACCATGTCGTA Polymorphism
75 EM‘O’% 6543081 AGTCAACCTTGGGGGTAAGG AGATACTGCCCGTGTCATCC Polymorphism
76 §M320 6552729 GCGCCTCTCTTCTTCCTCTC GAAAATCGAATCACGGCGAC Polymorphism
77 I;M547 6552729 CACGCATTGTTCGTGATAGG GCTAATACCGAGCGAGATGG Polymorphism
78 | L3111 6553617 AGGGGGCTAAACGAGCAATC | CCGTCCTCGAGTCCTACCTC Polymorphism
79 | L3112 6553723 TGATGTACAACGGGCCAACC TCAACTGACAAGTTGCGCCT

80 | 13-89 6553866 AATGACGCACGCATTGTTCG TTCAACTGACAAGTTGCGCC

81 | 13-90 6561432 GCAACAGTAACCAAGGAACCC | ACCCCATACAGTGAACTAAGTC

82 | 1391 6561581 GCTAAACGAGCAATCGGTGC CCTCCGTCCTCGAGTCCTAC

83 | L3113 6561581 GCTAAACGAGCAATCGGTGC CCTCCGTCCTCGAGTCCTAC

84 | L3114 6577494 CGTGGCCCATCGTGCATTTT TGCCACTGTCCAAAGAATAAGGA

85 | L3115 6583326 AGGTTATGCAGGTATTGGCTGT | AAGCACCGTTATCGTCTGCC

86 | L3-92 6636543 CTTCTCGTCTCATCCCGTCG CCGAGACCATGTCGTACACC

87 | 1393 6636618 CCTTTTAAGAGGGCGTCCCA GCCGCTCCGCCAGGA

88 I;M575 6707871 GGAATCGTTGCTCTCGTTTC CAGACACCGGCCTTAATCAC Polymorphism
89 | L3116 6714200 AGATCGTCAGACCTCTCGAA CCGTACGTTGAAGTAGCTGA

90 | L3117 6714204 CAAAGATCGTCAGACCTCTCG | CCGTACGTTGAAGTAGCTGAA

91 I;M756 6807113 TGATTCCTGCGACCGATC CATGCATGCTCTCCTTAGGC Polymorphism
92 | 1351 6812447 GTGGCAGCCCACTACAAGTC TCACGCAACGAGGTTACGAT

93 | 1352 6812449 GGCAGCCCACTACAAGTCTA ACGAACGGGAAGTGCAAGAA

94 | 1353 6812449 GGCAGCCCACTACAAGTCTA ACGAACGGGAAGTGCAAGAA

95 | 13-54 6812449 GTGGCAGCCCACTACAAGTC TCACGCAACGAGGTTACGAT

9% §M371 6839264 GTCGTTCGGTTGACTCGTTG CACACATATATACCCCCCCC Polymorphism
97 | 135 6840297 AGTCTCATGCTTTTCTGCACG GGCGTCAGATGCACATTCTC

98 | 13-56 6840310 TCTGCACGTACGATCGTCTTTT | CGTGCATCTGAAGCCATCAAG

99 | 1357 6840559 ATCCTCCCAAGCTTGACTTGT TTGGCGTCAGATGCACATTC

100 | 1.3-58 6840563 TCCTCCCAAGCTTGACTTGT GAGTTTGGCGTCAGATGCAC

101 | 1.3-59 6840619 TGCACGTACGATCGTCTTTT GTCGTGCATCTGAAGCCATC

102 | RM387 6851987 GGAAGAAAGGATCTATATCA | TACGATTTGTTTAAGTTCAA Polymorphism




103 | L3-60 6852926 ATAGAGCAGGGCTGGAACAC | TGCTTGCCTTAGTGICCGTA
104 | La-61 6852930 AGCAGGGCTGGAACACATTT ATGCTTGCCTTAGTGTCCGT
105 | L3-62 6852981 ATCCGGGGCTCACCAAATTA GCTIGCCTTAGIGTCCGTAG
106 | L3-63 6854060 TCGACCACGCTGGTTGATTAG | TTAGGCGICGACACGAAGG Polymorphism
107 | La-64 6854288 TCGACCACGCTGGTTGATT GITAGGCGTCGACACGAAGG Polymorphism
108 | L3-65 6856728 TGGTGATTIGGGTTGCCCTG GGGGAATTTTCAGACAGCCG
109 | L3-66 6856929 ATCAGGTTCAGGTICAGGICG GGGGCGAAGAGATAGGGGAA Polymorphism
110 | L3-16 6871001 TCCTCCTTCCGTTAGGGCAT GGAAGTTCTGAGCGAGCGAT Polymorphism
111 | 1367 6871001 TCCTCCTICCGTTAGGGCAT GGAAGTTCTGAGCGAGCGAT Polymorphism
112 | 1317 6871060 CTGTTCTGGTCGGTCGAGAG TGAACGGTCGATGACAGGTG
113 | L3-68 6871060 CTGTTCTGGTCGGTCGAGAG TGAACGGTCGATGACAGGTG
114 | 1L3-35 6871261 TCCAAAACAGAGTAGCGCGT | TGAACGGTCGATGACAGGTG Polymorphism
115 | L3-36 6871261 CTGTTCTGGTCGGTCGAGAG GAGCCTTCAATGTGCGTTGG Polymorphism
116 | L3-69 6871270 TTCGAGTGTTTCGTCCAGGG TTCCGGTTTGAACGGTCGAT Polymorphism
117 | L3-70 6934496 ATATGGGAGGCATGCCAAGA | TATAGAGCCAACACAACGGC
118 | 1337 6957212 ATCTCTACGTCCTCCGGGAT CACGGGAATACCTTTCCCCA Polymorphism
119 | L3-38 6973794 CAAACAACACCTCGTGCGTT GGCAAATGCATGGCTGGAAT
120 | L339 6987563 TATGCTGCCCAAGTTAATCGC | GCCTTTTGTGCTATGGCAACTT
121 | L340 6987564 TGCTGCCCAAGITAATCGCA GCCTTTIGTIGCTATGGCAACT
122 | 1341 6996952 AGAGGAAGTTGCAGGTCGTG | GITAGGCTICTCGCTCTCCC
123 | L3-42 7027054 TAAATGGCCGCTGCGTACAA ATCGAGCTGTCCCTCACTCA
124 | L343 7040253 GAGGCCTICTTGICTGACCG CGATCAAACGCTIGGTGAGG
125 | L3-44 7050657 GTACTCGTTGTCCCGCATGTA | ACGGCATAACACCATTGICG
126 | L3-45 7050842 GATGTACTCGTTGTCCCGCA GGCATAACACCATTGTCGCC Polymorphism
127 | L3-46 7051206 GITTGGTGCCGTACTGTCGT CGIGATGAATCGCTCGCAC Polymorphism
128 | 1347 7051320 GGGTTTGGTGCCGTACTGT CGAATCCGTGATGAATCGCTC
129 | L3-48 7051323 GGGTTTGGTGCCGTACTGTC CGTCGAATCCGTGATGAATCG
130 | L3-49 7051366 TTTGGTGCCGTACTGTCGTG AAACCGTCACGCTTCCTAGA
131 | L3-50 7051366 GTTTGGTGCCGTACTGTCGT GAAACCGTCACGCTTCCTAGA
132 | L3-18 7105849 TTTGCTGACTAGGCGGATGC AGTCAGICCGAGGTCCCTAAT Polymorphism
133 | L3-19 7105859 CTCCAAGGTCGGGATCTICC CTTCACGTTGAGTCAGTCCGA
134 | 1320 7127158 CGCCGCACGATCCGGT ATCGCGTGTGCGTGTCTAT Polymorphism
135 | 1321 7127158 CCGCACGATCCGGTG TTAATTGATCGCGTGTGCGT Polymorphism
136 | L322 7127163 GCCGCACGATCCGGTG TAATIGATCGCGTGTGCGTG Polymorphism
137 | 1323 7143188 TGTTGCTACCCTAGCTTTGAT TCGCCTCTITATGGTAGCTGG Polymorphism
138 | L3-1 7180481 ATCACGGTCCAATTCACACC CCGIGTGCTGTCGTTACTTG Polymorphism
139 | L3-24 7180481 ATCACGGTCCAATTCACACC CCGTGTGCTGICGTTACTIG
120 | 1325 7180481 ATCACGGTCCAATTICACACCA | GIGCTGICGTTACTIGATTCGG
141 | L2 7180483 CACGGTCCAATTCACACCAG CAGACAAATCGCCGIGTGC
122 | L33 7180483 ATCACGGTCCAATTCACACCA | GCAGACAAATCGCCGIGIG Polymorphism
123 | L3-26 7180795 CACGGTCCAATTCACACCAG CGIGTGCTGICGTTACTTGAT Polymorphism
144 | L1327 718079% ACGGTCCAATTCACACCAGA CCGTGTGCTGICGTTACTIGA Polymorphism
145 | 1328 7180807 CAGCACACGGCGATTTGIC TGGGTCTAGAGGAAGCGACT Polymorphism
126 | 1329 7211315 GCTCCTGACGTCAAAATGCAG | ACTTGGTAGGATGCACGGTT Polymorphism
127 | 1330 7211447 TCCATCAACCGTGCATCCTA CTGATCAGGATCGGGTTGCG Polymorphism
148 | L33l 7211454 ACCGTGCATCCTACCAAGTT TGGTCACGATGACGTAGCTG
149 ?MSS 1 7230837 GCTTTCTGGCCAATCTGATG CCAAACCTGGACATCGACAG
150 | L34 7241879 GACAGGAGTTTGGCAGCTAGA | TCACTAACAGTTGGGGCGIT Polymorphism
151 | L322 7241879 GACAGGAGTTTGGCAGCTAGA | TCACTAACAGTTGGGGCGTT Polymorphism
152 | L35 7328828 ACATGGTCGGAGTTGTGGAA GGGCCTTGTAATCGAGAGGC
153 | L6 7402543 GGIGCCGTTTTGTTCCTIGG GGATGCTCAATCGATGCCGA
154 | 137 7487037 CAAGAGACCAGAGCGGCAAA | TTTTAGCGCGGCATCTGCAT
155 | L3-8 7632934 ATCGGGAGGGCAGAATGATG | GAATAAGCCGGAGAGCACGA
156 | L39 8438806 TAGCAAGAGCTGTTCTCCATTG | TCTCGTGTGATACTGGGCAT
157 | L3-10 8445268 CTCAGATGCCGCTACTCGG TTTGTCCACGTTGCGICAGA Polymorphism
158 | La-11 8456048 AGATACGAGATTACGCCCGC | CAATTTTAGCGCGGGACGAG Polymorphism
159 | L3-12 8503372 CTCAAATTGICGAATGCACGGA | GTACCCTACCATGITGGITTGT Polymorphism
160 | L3-13 9013252 TATCTCGCAGGACAAGCGTC CGTCGCCTGATCTCCTCATT
161 | L3-14 9083162 TCTTGTAGGCTAAGIGTGCGT | ATGACCACTTGTGGCACGAT
162 | L3-15 9229810 GCCCATAGAGGTTGTCTCAC GCAAGCAACGAGAAGACCG

RM719 AACGTGGGAATTTCTAGCCC GITTTGGGCCTAAACGAGTG

163

9888524

Polymorphism




164 §M380 10657060 GACCTCTACAAGTCACCCGG GCTAGCCGGACTTGTAAAAG Polymorphism
RM592
165 5 10903514 GTGGAACTCACGGCTAGCC AGTGTGGCATGACACGAGAG
RMB328 .
166 0 10903514 TCTAGCTTCTGGGAAGCAGC CACCTGTCCTAACATTGCTACG Polymorphism
RM742
167 5 13548957 AGCCAGAGAGAGAGAGACGG ACATCAACACATTCCCCTCC
RM622 .
168 9 13548957 CGAGGGGATTCGATCGAC ATCCCTTCACACTGCTCCAC Polymorphism

Genomic position (bp) reference to the genome sequence of Nipponbare

Supplementary Table S2. Recombinants for mp3 fine mapping in rice

Primer  RM3467 L3-118 L3-132 L3-135 RM7576 L3-95 L3-97 L3-101 L3-52 RM7197

No/GP (bp) 6003496 6012517 6043090 6048599 6078216 6127475 6239662 6240244 6812449 9888524

1 1 1 1 1 1 1 1 1 1 H
2 1 1 1 1 1 H H H H H
3 H H 1 1 1 1 1 1 1 1
4 1 1 1 1 1 1 1 1 H H
5 1 1 1 1 1 1 1 1 1 H
6 1 1 1 1 1 1 1 1 H H
7 1 1 1 1 1 1 1 1 1 H
8 1 1 1 1 1 1 1 1 1 H
9 H H H H 1 1 1 1 1 1
10 1 1 1 1 1 1 1 1 H H
11 1 1 1 1 1 1 1 1 1 H
12 1 1 1 1 1 1 1 1 H H
13 1 1 1 1 1 1 1 1 1 H
14 1 1 1 1 1 1 1 H H H
15 1 1 1 1 1 1 1 1 1 H
16 1 1 1 1 1 1 1 1 1 H
17 1 1 1 1 1 1 1 1 1 H
18 1 1 1 1 1 1 1 1 1 H
19 1 1 1 1 1 1 1 1 1 H
20 1 1 1 1 1 H H H H H
21 1 1 1 1 1 1 1 1 1 H
22 1 1 1 1 1 1 1 1 1 H
23 1 1 1 1 H H H H H H
24 1 1 1 1 1 1 H H H H
25 1 1 1 1 1 1 1 H H H
26 H H 1 1 1 1 1 1 1 1
27 1 1 1 1 1 1 1 1 H H
28 1 1 1 1 1 1 1 1 1 H
29 1 1 1 1 1 1 1 1 1 H
30 1 1 1 1 1 1 1 1 1 H
31 1 1 1 1 1 1 1 1 1 H
32 1 1 1 1 1 1 1 1 1 H
33 1 1 1 1 1 1 1 1 1 H
34 1 1 1 1 1 1 1 1 1 H
35 1 1 1 1 1 1 1 1 1 H
36 1 1 1 1 1 1 1 1 1 H
37 1 1 1 1 1 1 1 1 1 H
38 1 1 1 1 1 1 1 1 H H
39 H H H H 1 1 1 1 1 1
40 1 1 1 1 1 1 1 1 1 H
41 1 1 1 1 1 1 1 1 1 H
42 1 1 1 1 1 1 1 1 1 H
43 H H 1 1 1 1 1 1 1 1
44 1 1 1 1 1 1 1 1 H H
45 1 1 1 1 1 1 1 1 1 H
46 1 1 1 1 1 1 1 1 H H



47

48

49

50
51

52
53
54
55
56
57
58
59
60
61

H: Exchange of recombinant plants for mp3. GP: Genomic position (bp) with reference to the genome sequence of

Nippobare



