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Abstract: Concomitant administration of multiple drugs frequently causes severe pharmacokinetic
or pharmacodynamic drug–drug interactions (DDIs) resulting in the possibility of enhanced toxicity
and/or treatment failure. The activity of cytochrome P450 (CYP) 3A4 and P-glycoprotein (P-gp), a
drug efflux pump sharing localization and substrate affinities with CYP3A4, is a critical determinant
of drug clearance, interindividual variability in drug disposition and clinical efficacy, and appears
to be involved in the mechanism of numerous clinically relevant DDIs, including those involving
dexamethasone. The recent increase in the use of high doses of dexamethasone during the COVID-19
pandemic have emphasized the need for better knowledge of the clinical significance of drug–drug
interactions involving dexamethasone in the clinical setting. We therefore aimed to review the already
published evidence for various DDIs involving dexamethasone in vitro in cell culture systems and
in vivo in animal models and humans.

Keywords: dexamethasone; drug–drug interaction; cytochrome P450 (CYP) 3A4; P-glycoprotein(P-gp);
pharmacokinetics; side effect

1. Introduction

Concomitant administration of multiple drugs frequently causes severe pharmacoki-
netic or pharmacodynamic drug–drug interactions (DDIs) resulting in the possibility of
enhanced toxicity and/or therapy failure. A DDI occurs when the effects of one drug are
changed by the presence of another drug, food or some environmental factor. Pharmacoki-
netic DDI may be divided into two categories, i.e., induction and inhibition of enzymes
and transporters involved in drug metabolism and transport. The induction and inhibition
of such enzymes and/or transporters may result in decreases or increases in the blood
concentration of a drug, thus modifying the drug’s effects. Important advances in the
knowledge of human drug-metabolizing enzymes have fueled the integration of in vitro
drug metabolism and clinical DDI studies for use in drug development programs and in
the clinical setting.

The activity of cytochrome P450 (CYP) 3A4 and P-glycoprotein (P-gp), a drug efflux
pump sharing localization and substrate affinities with CYP3A4 is a critical determinant
of drug clearance, interindividual variability in drug disposition and clinical efficacy, and
appears to be involved in the mechanism of numerous clinically relevant DDIs. Usually,
the risk of significant DDI increases when a patient requires numerous medications, higher
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doses of medication and a longer duration of therapy, as observed in many patients who
may be candidates to be treated with dexamethasone, classically described as a CYP3A4
and P-gp substrate and modulator [1].

The current literature review is based on published citations on PUBMED and EM-
BASE, between 1967 and May 2023, using “dexamethasone”, “Drug”, “Interaction”,
“P-glycoprotein” and/or “transporters” as keywords. We aimed to review the already
published evidence for various DDIs involving orally or intravenously administered dex-
amethasone, identified in vitro in cell culture systems and in vivo in animal models and
humans, mostly healthy volunteers. The current revised non-clinical and clinical overview
of DDIs involving dexamethasone focused on their respective mechanisms as well as the
respective role of liver and small intestinal CYP3A4 and transporters in the occurrence
of such DDIs, together with the ability of in vitro tools to accurately predict the in vivo
consequences of the identified or putative DDIs with dexamethasone.

2. Dexamethasone, an Increasingly Used Molecule

Apart from the use of -dose dexamethasone in endocrinologic diagnosis tests [2],
this drug has mainly been used at high dosages in hematologic malignancy multi-drug
protocols, especially in multiple myeloma [3], but also in lymphoma, most often as a
second-line treatment; except in the management of mantle cell lymphoma, where dex-
amethasone is used as a first-line therapy [4]. Over the past 3 years, its utilization has,
however, somewhat changed. The COVID-19 pandemic has dramatically increased the
use of high-dose dexamethasone outside of the scope of hematologic malignancies, with
proven efficacy in patients with severe COVID-19 infection [5–7]. Molecular analysis of
its structure and binding affinities tends to confirm a specific activity on COVID-19 pro-
teins, compared with other steroids [8]. In systemic autoimmune diseases, Prednisone
remains the main used steroid, but high dosages of dexamethasone have recently been
used in immune thrombocytopenic purpura, allowing a shorter course of therapy, and
some authors recommend its utilization as a first-line treatment [9,10]. Consequently, the
increase in dexamethasone prescription may be associated with increased frequency of
DDI, as described in some observational database studies. In a large cross-sectional study
of 444 elderly and diabetic Portuguese patients for instance, DDI between dexamethasone
and fluoroquinolones, enhancing the risk of tendinopathy and tendon rupture, was found
in 12 patients, and accounted for as much as 27% of potentially serious DDIs detected in
this cohort [11]. A study of potential DDI with imatinib, performed in 544 French patients
with at least one prescription of imatinib, a substrate and inhibitor of CYP3A4, revealed
that dexamethasone, which was prescribed in as much as 23% of patients, was the third
potentially interacting agent involved (after Paracetamol and proton pump inhibitors),
leading to specific recommendations to prescribers [12]. This is consistent with a Chinese
study on potential DDI with every oral antineoplastic agent (13.917 patients), which found
interaction between these oral chemotherapies and dexamethasone in 117 patients (39%
of every registered DDI in this study) [13]. Nevertheless, the real impact of such DDI
with dexamethasone remains poorly defined, as shown in a recent review of six databases
of DDI between COVID-19 treatments and, respectively, cardiovascular and antidiabetic
agents, where dexamethasone was described as a “moderate risk of DDI which requires
caution and close monitoring“ with all 19 anti-diabetic, anti-hypertensive and cardiovascu-
lar system-acting agents screened in this study [14]. The recent increase in the use of high
doses of dexamethasone during the COVID-19 pandemic have therefore highlighted the
need for better knowledge of the clinical significance of DDI involving dexamethasone in
the clinical setting.

3. Dexamethasone Pharmacokinetics, Metabolism, and Drug Interactions

The pharmacokinetics of dexamethasone in human subjects has been extensively stud-
ied and documented in the literature. As dexamethasone is almost eliminated from plasma
within 24 h, single-dose studies are representative for a once-daily dosing regimen, which
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is the most common mode of administration in clinical practice. Overall, glucocorticoids
display high oral bioavailability varying from 60% to 100% [15]. In humans, the fraction of
administered dose systemically available for oral dexamethasone is 76% ± 10%. Dexam-
ethasone is eliminated (Kel = 0.16) mainly by hepatic metabolism and renal excretions of the
metabolites. Plasma concentrations follow a bi-exponential pattern [15]. Dexamethasone
protein binding and hepatic metabolism have been well characterized in the literature.
Key intrinsic (age, sex, body weight, ethnicity) and extrinsic (smoking) factors have been
investigated. The pharmacokinetic parameters of dexamethasone, as established from the
literature, are summarized in Table 1. The pharmacokinetic properties of a 20 mg oral
dose of NEOFORDEX® (the main form of oral dexamethasone available in 2023) have been
studied clinically and are summarized in Table 2.

The dexamethasone hepatic metabolism is a two-step process. Firstly, oxygen or
hydrogen atoms are added then, secondly, conjugation takes place (glucuronidation or
sulphation). Dexamethasone is extensively metabolized to 6-hydroxy-dexamethasone (6-
OH-DEX) and side-chain cleaved metabolites in the human liver both in vitro and in vivo,
with CYP3A4 responsible for the formation of 6-hydroxylated products [15]. Metabolites
are excreted in the urine and the bile [16]. The renal excretion of unchanged dexamethasone
is ≤10%. Dexamethasone is a well-known substrate [15] and inducer of CYP3A4 and
P-gp and may therefore be subject to metabolic DDI, as noted in the CHMP “Note for
Guidance on the Investigation of Drug Interactions” (CPMP/EWP/560/95). There is a
reduced metabolic clearance rate (98 ± 43 l·m2 versus 153 ± 45 l·m2 daily) and prolonged
plasma half-life (5.9 ± 2.2 h versus 3.5 ± 1.0 h) in patients with liver disease [17].

Table 1. Dexamethasone’s pharmacokinetic parameters following systemic administration (from
reference [14], except for the Vd and CL of oral dexamethasone, which were adapted from
reference [18]).

Drug Route F (%) Cmax (µg/L/1
mg-dose) tmax (h) t1/2 (h) Vd (L) * CL (L/h) * ke (h−1)

Dexamethasone
after dexamethasone
sodium phosphate

IV 90 10.5 ± 2.8
(10.2–10.8) 4.6 ± 1.2 65.7 ± 17.3

(27.0–98)
12 ± 4
(5–21) 0.21 ± 0.03

Dexamethasone Oral 76 ± 10
(61–86) 8.4 ± 3.6 1.5

(1.0–2.0) 4.0 ± 0.9 76.3 7.7
(5.2–9.7) 0.16

* Volume of distribution (Vd) and total clearance (CL) parameters were normalized to 70 kg body weight;
IV: intravenous; F: oral availability (% of the administered dose systemically available); Cmax: peak plasma
concentration; tmax: time to reach Cmax; h: hours; t1/2: terminal half-life; ke: elimination rate constant.

Table 2. Pharmacokinetic properties of a single 20 mg oral dose of dexamethasone (NEOFORDEX®)
(adapted from dexamethasone assessment report—European Medicinal Agency, 17 December 2015,
EMA/CHMP/6613/2016).

Pharmacokinetic Parameter Arithmetic Means (±Standard Deviation *)

AUC(0–36) (h·µg/L) 1116.86 (±346.20)
AUC(0–∞) (h·µg/L) 1140.30 (±366.43)
Cmax (µg/L) 125.93 (±23.06)
tmax (h) 3.43 (1.8–8.0)
Half-life (h) 4.60 (±1.26)

* range for tmax.

4. Clinical Rationale for the Study of Pharmacokinetic Drug–Drug Interactions
Involving Dexamethasone

A dose–effect relationship for glucocorticoids was first described in 1967 in patients
with multiple myeloma and intermittent high-dose dexamethasone was chosen for practical
reasons. There is an excellent linear relationship between oral dexamethasone dose and,
respectively, AUC and Cmax. However, AUC is independent of the individual oral solid
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dosage form and differences in bioavailability have a minor influence on AUC. No non-
clinical or clinical studies have been conducted that specifically address the question
whether the total exposure or the peak exposure to dexamethasone is more important for its
pharmacodynamic action in these patients. There is evidence to suggest that total exposure
is the relevant factor. In the first line treatment of multiple myeloma, dexamethasone
is more effective when combined with other drugs than when administered alone, and
that some drug combinations including dexamethasone are more effective than others.
Furthermore, in the context of specific drug combinations, dexamethasone dosing may
have prognostic implications. In COVID-19, a randomized controlled study comparing
6 versus 12 mg of dexamethasone failed to identify any statistically significant difference
in terms of days alive without life support [19]. However, post hoc analysis highlighted
interindividual variability and suggested that a dose of 12 mg could be more beneficial in
some patients, yet the presence of co-medications (except for other immunosuppressive
drugs) was not studied [20]. For dexamethasone, an agent that is regularly prescribed
and frequently associated with other drugs, either empirical data on differing efficacy
depending on the co-medications or data on its interaction with major proteins implicated
in drug metabolism, and the observed trend towards personalized adaptation of the dosage
to patient-specific characteristics in a precision medicine approach, emphasizes the need
to explore the clinical relevance of drug–drug interactions that could led to the choice of
another glucocorticoid or, alternatively, adjustment of the recommended dosage.

5. In Vitro Evidence of Drug–Drug Interactions Involving Dexamethasone

(A) Induction of CYPs by Dexamethasone: Role of Nuclear Receptors

(1) Induction of Liver CYP3A4

Members of the CYP3A subfamily, mainly the CYP3A4 isoform, are highly expressed
in the human liver and small intestinal tract, playing a pivotal role in the systemic ex-
posure of more than 50% of the currently marketed drugs [21]. CYP3A4 is the major
drug-metabolizing enzyme in the human liver and small intestine and is responsible for the
clearance of many commonly used drugs including steroids, benzodiazepines, statins, cal-
cium channel blockers, direct oral anticoagulant medications and HIV-1 protease inhibitors.
CYP3A4 has been shown to be inducible in humans by dexamethasone [22,23] Induction
by a drug can affect not only the clearance of a concomitantly administered medication but
also its own clearance (auto-induction) by the induced enzyme. Such induction is mediated
by the binding of dexamethasone to nuclear receptors, mainly the Pregnane X receptor
(PXR), the constitutive androstane receptor (CAR) and/or the Glucocorticoid receptor
(GR) in a concentration-dependent manner [24]. Nuclear receptors are a class of proteins
directly binding and interacting with DNA, regulating the expression of adjacent genes and
acting as transcription factors. PXR and CAR are known to have an important place in the
activation of several transporters and CYP family proteins. A schematic synthesis of their
action is described in Figure 1. Studies conducted in several hepatocyte cell lines showed
that dexamethasone was a strong PXR substrate and liver CYP3A inducer even when
tested at low, nanomolar (0.01 µM), clinically relevant concentrations [25]. This study also
demonstrated that dexamethasone activated the PXR promoter, which may synergistically
induce CYP3A4 with profound toxicological consequences in clinical practice [25]. In sum-
mary, by using several distinct in vitro cultured hepatocytes, dexamethasone significantly
enhanced CYP3A4 mRNA synthesis, protein expression and activity, starting at nanomolar
concentrations and displaying a dose–response curve with fold-induction increasing with
dose to a point of saturation (Emax usually up to a 15-fold induction) at up to 250 µM,
leading to an EC50 of 50 to 75 µM of dexamethasone [26–28]. These in vitro cell culture
systems appeared to be good clinical predictors of CYP3A4 induction in clinical practice; it
is interesting to note that the most potent clinical inducer, i.e., rifampicin, produced the
highest CYP3A4 mRNA fold-induction in immortalized hepatocytes [27]. A dual effect
on the intensity of induction has been detected with two various mechanisms depending
on the dexamethasone concentration. At concentrations >10 µm, dexamethasone has a
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direct binding effect on PXR, inducing a PXR activation which in turn induced CYP3A
with a high amplitude (a factor of 15–30), whereas at sub-micromolar concentrations (i.e.,
more physiological conditions), the mechanism of CYP3A4 induction was a GR-dependent
transactivation of PXR and/or CAR, xenobiotic-independent and of lower amplitude (a
factor of 3–4) [28].

(2) Induction of Other CYPs
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Figure 1. Effect of PXR on the regulation of CYP3A, CYP2C or the ABCB1 genes (the effect of hCAR
on the regulation of CYP3A, CYP2B, CYP2C and transporter genes would give a similar picture),
(adapted from reference [29]).

Dexamethasone also induced CYP2C9 expression and activity in human hepatocytes [25,26].
The CYP2C subfamily is an important class of drug-metabolizing enzymes responsible for the
metabolism of up to 20% of all currently prescribed drugs [30]. In humans, this subfamily is
composed of CYP2C8, CYP2C9, CYP2C18 and CYP2C19, with CYP2C8 and CYP2C9 being
expressed at the highest level in the human liver [23]. In a study performed using primary human
hepatocytes, 10 µM dexamethasone enhanced CYP2C8 mRNA two-fold, through GR activation,
suggesting that dexamethasone might also induce CYP2C8 expression and activity in extra-hepatic
tissues [30]. These results were consistent with studies performed in hepatocyte cultures and
showing that dexamethasone increased human constitutive androstane receptor (CAR) by a GR-
dependent mechanism and induction of CYP3A4, CYP2C8 but also CYP2B6 [31]. An enhancement
of the effects of induction by known inducers such as phenobarbital and rifampicin has also
been shown, with maximum induction of CYP2C8 and CYP2C9 at 0.1 µM dexamethasone, a
dose at which neither CYP3A4 nor CYP2B6 were induced, suggesting complex mechanisms
of regulation, involving all three nuclear receptors (PXR, CAR and GR) simultaneously [32].
CYP2A6 is expressed predominantly in the liver, representing between 1 and 10% of total hepatic
P450s and responsible of the metabolism of substrates ranging from pharmaceuticals to toxins
including procarcinogens, especially nicotine-to-cotinine C oxidation in smokers. In four different
primary human hepatocyte cultures, dexamethasone induced CYP2A6 mRNA up to 10-fold in a
concentration-dependent manner, starting as low as 0.1 µM, through activation of the GR and
interaction with hepatic nuclear factor 4α. Hence, dexamethasone-mediated induction of CYP2A6
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expression and activity may have profound implications on the rate of nicotine metabolism and
clearance, and hence tobacco dependence in the clinical setting [33].

(B) Regulation of Expression and Activity of Transporters by Dexamethasone: Potential
Implications for Drug–Drug Interactions

The modulation of expression and activity of drug-metabolizing enzymes and drug
transporters by inducers is a major concern in the development of new drugs because it
potentially leads to changes in the bioavailability of drugs and may disturb the balance
between efficacy and toxicity [34]. Besides the liver, the small intestine expresses a broad
spectrum of phase I and phase II drug metabolizing enzymes and transporters commonly
referred to as phase III enzymes in drug metabolism. Phase I, II and III enzymes were
shown to play a cooperative role in detoxifying and excreting xenobiotics, by liver and
intestinal first-pass extraction. A comprehensive image of first-pass extraction is presented
in Figure 2. Similarly to the human liver, small intestinal CYPs and transporters have been
reported to be sensitive to induction [34].

(1) The Major Role Played by P-glycoprotein

CYP3A4

CYP3A4 CYP3A4
P-gp

P-gp

D

m

m

D
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ENTEROCYTES
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D

Figure 2. Schematic representation of combined human liver and intestinal first-pass extraction of
xenobiotics (CYP3A4: cytochrome P450 3A4; P-gp: P-glycoprotein; D: drug; m: metabolite) (from
reference [35]).

P-glycoprotein (ABCB1, P-gp) is the product of the MDR1 gene in humans and was
first characterized as the ATP-dependent transporter responsible for efflux of chemothera-
peutic agents from resistant cancer cells. P-gp is located within the brush border on the
apical (luminal) surface of mature enterocytes and on the apical surface of hepatocytes [36].
There is wide overlapping substrate specificity between CYP3A4 and P-gp, including drugs
with a narrow therapeutic index, such as terfenadine, simvastatin, lovastatin, felodipine,
amiodarone and midazolam [37] Although it has not been demonstrated so far, dexam-
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ethasone may induce their metabolism and transport, thus accelerating their elimination or
preventing intestinal absorption, which in turn may decrease their efficacy. Typically, if a
drug undergoes significant (greater than 60%) CYP3A4 metabolism in the gut and the liver
in addition to P-gp-mediated efflux, the likelihood of significant DDI increases, especially
in patients taking multiple CYP3A4 and/or P-gp substrates. The well-conserved fam-
ily of transmembrane proteins also includes multidrug resistance-related proteins (MRP)
1 to 6 but the clinical relevance of the latter transport proteins in DDI in humans has yet to
be determined. Interactions that occur at the P-gp level may explain many non-metabolic
DDIs, emphasizing the need to assess the respective role of metabolizing enzymes and
transporters in drug biotransformation.

(2) Induction of P-glycoprotein by Dexamethasone

By using human jejunum originated from surgical resections and carefully prepared
in a laboratory, Van de Kerkhof EG et al. showed that 100 µM of dexamethasone incubated
for 24 h led to a four-fold induction of jejunal CYP3A4 mRNA, associated with a 50%
increase in CYP3A4 activity, and a two-fold induction of jejunal MDR1 mRNA, the gene
encoding for human P-gp [34]. Using sandwich-cultured rat hepatocytes and Rhodamine
123 as a model P-gp substrate, some authors observed that 10–50 µM of dexamethasone
added to the hepatocytes for 48 h led to a significant three-fold increase in P-gp-mediated
efflux transport of the model substrate and biliary clearance, but had a lesser effect on the
biliary excretion index, suggesting increased hepatocyte uptake of Rhodamine 123 through
induction of another transporter in rats [38]. As observed with CYP3A4, upregulation
of P-gp expression and activity by dexamethasone was dose- and time-dependent, with
maximal induction obtained with 10 µM concentrations, and strongly correlated with
dose-dependent PXR upregulation [39]. Collectively, the current results may have signifi-
cant clinical implications. Indeed, dexamethasone-mediated P-gp induction can lead to
altered pharmacokinetics and variable drug disposition of concomitantly administered
medications. Of note, the regulation of P-gp by dexamethasone appeared to be tissue- or
cell-specific, with some authors reporting similar increases in P-gp expression and activity
in brain, retinal barrier, small intestine, lung and canalicular biliary tract, while others
reported no change or decreased expression in the colon and kidney [38–40] or even a
decrease in the kidney [40]. Additionally, a study observed a GR-dependent eight-fold P-gp
mRNA induction in human lymphocytes treated with 1 µM dexamethasone, suggesting
that dexamethasone may increase P-gp-mediated efflux of drugs such as antiretroviral
agents, that need to enter the lymphocyte to be effective [41]. The same team observed a
four-fold P-gp gene expression induction in ex vivo human cytotrophoblasts by dexametha-
sone and betamethasone, but not by prednisone. This result suggests that dexamethasone
may decrease the maternal–fetal permeability to associated P-gp substrate medications,
which may be protective or deleterious for the fetus [42]. This supports the recommen-
dation by the French reference center to preferentially use prednisone, prednisolone or
methylprednisolone over dexamethasone during pregnancy, for other reasons than obstet-
rical indications. In summary, the clinical implication of P-gp induction by dexamethasone
in DDI in the clinical setting is not straightforward and deserves specific evaluation of each
potential interaction in clinical studies.

(3) Effect of Dexamethasone on Other Transporters and Metabolism Enzymes

Besides P-gp (the MDR1 gene product), other ABC transporters also catalyze the
detoxification of xenobiotics and excretion of their conjugated metabolites in humans. In an
in vitro study conducted on A549 cells (the non-small-cell lung cancer cell line) treated with
dexamethasone, Pulaski L et al. showed a two-fold induction of the multidrug resistant
protein MRP3 mRNA, while MRP2 expression was not induced [43]. In human embryonic
kidney line-cells, dexamethasone increased MRP2- and MRP4-mediated transport of 3H-
Methotrexate up to 170% and 140%, respectively [44]. These results highlight the fact that
the scope of clinically significant DDI involving dexamethasone may go beyond CYP3A4
and P-gp. Breast cancer-related protein (BCRP), another ABC efflux transporter located
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all along the human small intestinal and canalicular biliary tracts, is responsible for the
efflux of several widely prescribed medications such as methotrexate, mitoxantrone or
non-steroidal anti-inflammatory drugs [45]. In a breast cancer cell line overexpressing
BCRP, dexamethasone significantly decreased BCRP activity, thus increasing the entrance
of mitoxantrone into the cell and its cytotoxicity [46]. Two further studies confirmed the
impact of dexamethasone on the modulation of the placental barrier in pregnant women
and revealed that it not only involved P-gp but also other transporters, such as modulation
of BCRP transcription and activity and the increase of MRP4 expression, which may affect
drug toxicity and efficacy during pregnancy [47,48].

Organic anion transporting polypeptides (OATPs in humans, Oatps in rodents) belong
to a growing superfamily of ATP-independent transport proteins that mediate uptake
of structurally diverse amphiphilic organic solutes [49]. To the best of our knowledge,
11 human OATPs have been identified to date and some of them (namely OATP1B1 and
OATP1B3) mediate the transport of a variety of drugs including rifampicin and dexam-
ethasone. An induction of OATP1A4 by dexamethasone, via the difference between the
level of biliary excretion index and the level of P-gp induction, has been hypothesized [38]
but it has not been reported elsewhere. Conversely, dexamethasone was shown to inhibit
OATP1A2-mediated dehydroepiandrosterone transport [50].

In terms of metabolism, after a CYP3A-mediated biotransformation, Phase II reac-
tions (also known as ‘conjugation reactions’) generally serve as a detoxifying step in drug
metabolism by adding a hydrophilic compound to the drug. Phase II drug metabolizing
enzymes are mainly transferases (UDP-glucuronosyltransferases (UGT family)), sulfotrans-
ferases (SULT family), N-acetyltransferases, glutathione S-transferases (GST family) and
methyltransferases (mainly thiopurine S-methyl transferase and catechol O-methyl trans-
ferase). Induction of several of these enzymes by dexamethasone was previously described
in rat hepatocytes but not in human cell lines, emphasizing the limits of in vitro cell cul-
ture systems to predict in vivo DDI involving dexamethasone and phase II metabolizing
enzymes [51–54].

(C) In Vitro Interaction between Dexamethasone and Other Treatments

In vitro experiments using mice and rat primary hepatocyte cultures and human
liver microsomes showed consistently that docetaxel concentrations were significantly
decreased by dexamethasone, which is associated with a 50% induction of P-gp efflux
and/or CYP3A-mediated docetaxel metabolism [55–57]. In a work on a triple negative
breast cancer cell line, the combination of docetaxel and dexamethasone did not decrease the
cytotoxicity of docetaxel, which was even higher than with docetaxel alone, suggesting that,
despite the DDI between either drug, efficacy may not be altered in the clinical setting [57].
Similarly, when dexamethasone and doxorubicin, both drugs being substrates of P-gp
and CYP3A, were simultaneously administered, a significantly higher cell survival rate
was observed as compared to the cell survival rate observed with doxorubicin alone [57].
Similar unfavorable pharmacodynamic interaction was observed between dexamethasone
and camptothecin (a topoisomerase inhibitor, whose derived products, irinotecan and
topotecan, are widely prescribed and substrates of P-gp and CYP3A) with an increase
in the cell survival rate under their combination compared to camptothecin alone [58].
Finally, no significant difference in terms of antiproliferative activity was detected with
adjunction of dexamethasone to cisplatin and docetaxel on a carcinoma of head and neck
cell lines [59]. In the FDA-approved anti-vascular endothelial growth factor tyrosine
kinase tivozanib intrinsic clearance was increased by 60% with concomitant administration
of dexamethasone [60]. However, the clinical implication of such pharmacokinetically
significant DDI has yet to be determined. In terms of rheumatic diseases, a recent study
on the dual-drug interaction between dexamethasone and the immunosuppressive Janus
kinase inhibitor tofacitinib, suggests a possible gender-dependence of interaction, finding a
synergistic effect on the lymphocyte proliferation inhibition in male lymphocytes, but an
antagonistic effect in female lymphocytes, both in humans and rats [61].

(D) In Vitro Interaction with Dexamethasone as a CYP3A4 and P-gp Substrate
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Besides its induction property, dexamethasone is also a substrate of CYP3A and P-
gp. Therefore, DDI affecting the efficacy and toxicity of dexamethasone may occur. The
level of its efflux by P-gp, estimated using transfected cell lines, showed an efflux-ratio
of 3.7 compared to 1 without the presence of P-gp, consistent with the definition of a
moderate substrate as compared to other corticosteroids [62]. However, cyclosporine
A, at concentrations used in rheumatoid arthritis patients in clinical practice, may dose-
dependently enhance the intracellular uptake of dexamethasone by inhibition of P-gp-
mediated efflux, as shown in a human leukemic resistant cell line [63]. In another study
using human liver microsomes to explore three statins (atorvastatin, rosuvastatin and
Fluvastatin) and their ability to activate PXR, CYP2A6, 2B6 and 3A4, dexamethasone-
induced GR activity, assessed by luciferase-activity, was dose-dependently antagonized
by several fluvastatin enantiomers, suggesting a potential risk of efficiency decreasing
by co-administration between fluvastatin and dexamethasone [64]. In human cancer cell
lines and human hepatocytes, proton pump inhibitor lansoprazole, but not omeprazole,
activated PXR and GR and induced GR-dependent luciferase activity by dexamethasone
from 27- to 97-fold [65].

(E) In Vitro Studies General Conclusion

Collectively, these in vitro studies highlighted the role of dexamethasone in the regu-
lation and modulation of the expression and activity of numerous transporters in human
cancer cell lines and normal tissues. The activity of dexamethasone, as a substrate, may
vary. Whether or not these findings may be extrapolated in vivo in humans is currently un-
known and may be hard to conclusively determine given the species differences observed
by some authors between rats and humans [66]. However, future studies will be warranted
to confirm the major and growing role of uptake transporters in the drug–drug interactions
that may occur with high-dose dexamethasone.

6. In Vivo Evidence of Drug–Drug Interactions Involving Dexamethasone

(A) Relative Contribution of CYP3A4 and P-gp in Drug–Drug Interactions Involving
Dexamethasone in Animal Studies

The consequences of exposure to dexamethasone on the expression and function of
liver and small intestinal CYP3A4 and on the expression and efflux of P-gp were previously
evaluated in rats [67]. Compared to controls, CYP3A4 expression and activity (as measured
by triazolam hydroxylation) in rat liver microsomes was increased by 10 to 14-fold by
dexamethasone, with high correlation between CYP3A4 protein expression and activity.
Intestinal P-gp protein expression was increased by 2.8-fold, while P-gp expressed in brain
microvessels only increased 1.3-fold following dexamethasone treatment [67]. Changes
observed in the expression and activity of liver and intestinal CYP3A4 and P-gp, at both
mRNA and protein levels, were probably responsible for the cyclosporine-dexamethasone
drug–drug interaction observed in rats treated with 1 or 75 mg/kg of dexamethasone once
a day for 1–7 days. In this study, total cyclosporine clearance was unchanged but oral
bioavailability was decreased by 30% after 7 days of treatment with 1 mg/kg dexametha-
sone. In rats treated with 75 mg/kg dexamethasone, the concentration of cyclosporine in the
blood was significantly decreased after intravenous and oral administration, respectively.
Cyclosporine bioavailability also decreased and total clearance significantly increased,
consistent with a drug–drug interaction occurring at the liver and small intestine levels [68].
The respective role of P-gp and CYP3A in these mechanisms of absorption was studied in
the intestine, with mdr1−/− knockout mice, without expression of P-gp. Expression of
either gene’s mRNA was not homogenously distributed in the rat intestine, CYP 3a being
more expressed in the upper intestine, than in the lower; MDR1 expression, being the exact
opposite and that in physiological conditions; CYP3A expression in the upper intestine
is the main determinant of cyclosporine absorption [69]. It has been shown that, after
treatment with 1 or 75 mg/kg of dexamethasone, the oral bioavailability of cyclosporine
was 43 and 25% in wild-type mice, respectively, but increase to 89 and 73% of the control
in knockout mice. Whereas the induction of CYP3A was observed only with high-dosage
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dexamethasone in the intestine. This suggests that, unlike in physiological conditions as
stated above, P-gp become a major determinant of cyclosporine absorption in the intestine
after induction by dexamethasone [70]. Based on these results, we assume that patients
treated with cyclosporine, and are candidates to receive high doses of dexamethasone,
should be carefully monitored regarding their cyclosporine trough concentrations. Pre-
treatment of rats with 40 mg/kg/day of dexamethasone for three days had no effect on the
systemic exposure of intravenous indinavir, a well-known CYP3A4 and P-gp substrate [71].
However, when 20 mg/kg of indinavir was given orally to pre-treated rats, dexamethasone
decreased Cmax 10-fold, increased tmax two-fold, decreased indinavir systemic exposure
(as measured by the AUC) three-fold and decreased oral bioavailability from 28% to 12%,
which is consistent with a strong involvement of indinavir pre-systemic small intestinal
first-pass induction in this drug–drug interaction with dexamethasone [71]. The effects of
dexamethasone in decreasing the AUC of several molecules have been reported in more
recent studies with several new drugs, known CYP3A substrates in mice and/or rats: a
39% decrease in AUC of tyrosine kinase inhibitor erlotinib [72]; an 85% and 91% decrease
in AUC of triptolide and (5R)-5-hydroxytriptolide, an active agent of Tripterygium wilfordii,
a Chinese plant used in rheumatisms [73]; a 47% decrease in the AUC of loxoprofen, a
cyclooxygenase inhibitor, with the formation of an (OH)-loxoprofen metabolite [74]; a 90%
decrease in AUC of abiraterone acetate, a prostate cancer hormonotherapy [75]. Interest-
ingly, the same extent of AUC decrease (56%) was reported with widely used antalgic
nefopam in a rat population, the metabolism of which is not fully elucidated; however,
suggesting the involvement of CYP3A [76].

The role of P-gp has also been emphasized in a study on nadolol, a non-metabolized beta
blocker, conducted in rats and showing that dexamethasone, given orally at 8 mg/kg/day for
4 days increased the P-gp levels two-fold in the liver and small intestine, which is consistent
with previous findings, and decreased its systemic exposure by one-third, and increased its P
gp-mediated renal excretion almost two-fold, which is consistent with a major role of P-gp in
the DDI [77]. In rats pretreated with 100 mg/kg/day of dexamethasone given orally for two
days, P-gp expression increased two-fold in the intestine, as previously observed, but not in
the liver. In vitro metabolism studies in microsomal suspensions indicated a 9.7-fold increase
in liver CYP3A activity, consistent with dexamethasone induction. In vivo, dexamethasone
increased Rhodamine 123 intestinal efflux two-fold, in good agreement with Western Blot
analysis. In pre-treated rats, the inhibitory potencies of midazolam, a CYP3A substrate and
modulator, and verapamil, a CYP3A and P-gp substrate and modulator, decreased both in the
liver and small intestine due to dexamethasone induction of P-gp and CYP3A in rats [78].

A mechanism-based PK/PD model was developed to characterize the complex concentration-
induction response relationship between dexamethasone and CYP3A and to resolve the drug- and
system-specific PK/PD parameters for the course of induction [79]. A two-compartment model
with zero-order absorption was applied to describe the pharmacokinetic characteristics of dexam-
ethasone. The maximum induction of CYP3A mRNA via PXR transactivation by dexamethasone
was achieved, showing a 21.3-fold increase relative to the basal level. The CYP3A protein was
increased eight-fold and the total enzyme activity was increased almost three-fold, as previously
described, with a lag-time of 40 h from the tmax of the dexamethasone plasma concentration [79].
These results were consistent with another work in which an oral and intravenous in vivo CYP3A
probe (13C-erythromycin breath test) [80] was used with or without dexamethasone, in order to
describe dexamethasone-mediated CYP3A induction in rats by means of a physiologically based
pharmacokinetic model [81]. The clinical significance of such interaction is not always obvious
but in a veterinary study dexamethasone interfered with the pharmacokinetics of ivermectin, a
well-known P-gp substrate widely used in humans and veterinary medicine. This DDI, studied
in young cattle, and presumably involving ivermectin P-gp-mediated intestinal transport, was
associated with the decreased clinical efficacy of ivermectin (based a less-effective reduction of fecal
egg count) and lower plasma concentrations (as characterized by a 40% reduction of AUC) [82].

Another important property of P-gp is its crucial role at the blood–brain barrier. [83]
The brain benzodiazepine receptor binding of oral midazolam was significantly reduced by
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pre-treatment with 80 mg/kg of dexamethasone 24 h before oral midazolam administration,
due to liver and small intestinal CYP3A induction in rats, which was consistent with the
80% decreased plasma concentrations of midazolam. These results were consistent with
previous findings showing that dexamethasone shortened the sleeping time induced by
midazolam, in addition to significant decreases in the midazolam plasma concentrations
in rats. Hence, this study demonstrated for the first time, by means of the brain benzodi-
azepine receptor occupancy measurement, the potential pharmacodynamic consequences
of this pharmacokinetic DDI between dexamethasone and oral midazolam [84]. Dexametha-
sone also decreased misonidazole neurotoxicity in mice by significantly increasing drug
clearance and shortening drug half-life, presumably through the induction of misonidazole
liver metabolism and/or elimination, although the latter assumption was not verified in
the study. Interestingly, the diminution of AUC in the brain (a 57% reduction) was superior
to its diminution in blood (a 16% reduction), as compared to the control [85]. To our knowl-
edge, no study on P-gp efflux or expression was performed with any molecule, despite
the fact that several studies confirmed an induction of P-gp at the blood-brain barrier
level [86]. Consistent with in vitro findings, P-gp and CYP3A induction by dexamethasone
are the two mainly described determinants of DDI in vivo in animal studies, although the
possibility of other independent mechanisms with some other targets cannot be ruled out.

(B) Drug-Drug Interactions with Other Transporters in Animals

One study conducted in rats showed that dexamethasone reduced methotrexate biliary
excretion by 53% and potentiated its hepatotoxicity in rats without affecting methotrexate
pharmacokinetics and systemic exposure, presumably through the induction of uptake
transporters located at the basolateral membrane of the hepatocytes (Oatp1a4 and Oat2),
although upregulation of the efflux ABC transporter MRP2 and downregulation of MRP3,
located in the canalicular (apical) membrane of the hepatocytes, were also observed in
this study [87]. Whether these results should be extrapolated to humans deserves further
confirmation. Inhibition of BCRP by dexamethasone in the placenta was also confirmed in
a study on pregnant mouse placenta. A dose-dependent inhibition of BCRP at a high-dose
of dexamethasone (1 mg/kg) with decreased mRNA levels and protein function, as attested
by the accumulation of substrates in the fetus [88].

(C) Interaction by Unknown or Unspecified Mechanisms

In a mouse model of cysticidal infection, albendazole treatment efficacy (a CYP3A4
but not P-gp substrate) was significantly reduced by co-administration of dexametha-
sone at an inflammatory disease equivalence dosage, as attested by the number of alive
parasites [89]. The exact mechanism of such DDI is unknown, as albendazole phar-
macokinetics parameters are increased in the presence of concomitant dexamethasone
treatment [90]. In an in vivo model of human ovarian carcinoma xenocraft on nude mice,
a premedication with dexamethasone reduced the inhibitory effect of paclitaxel, another
taxane family antitumor agent, on tumor growth by approximately 20% [91]. In a model of
rheumatoid arthritis, a synergistic effect was observed between tofacitinib and dexametha-
sone, on paw growth with a 0.76 interaction factor [92]. Taken together, these studies indi-
cate that dexamethasone-mediated induction of CYP3A-mediated metabolism and trans-
port of widely used medications in various therapeutic areas may significantly influence
clinical outcomes.

7. Drug–Drug Interactions Involving Dexamethasone in Humans

(A) Clinical Rationale

As mentioned above, members of the CYP3A subfamily of drug metabolizing enzymes
are the most abundantly expressed cytochrome P450 enzymes in the human liver and small
intestinal tract and are involved in the metabolism of more than 50% of clinically used
medications. In addition, because many drugs, including some used in chemotherapy
regimens, are metabolized in whole or in part by the CYP3A system, the determination of
the role of dexamethasone in DDI observed in humans and the extent of CYP3A induction
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by dexamethasone in vitro and in vivo is important, because the relative role of well-
described CYP3A inducers, such as rifampicin or carbamazepine, is well-described in the
literature and they are known perpetrators of DDIs. Descriptions of clinically relevant DDIs
involving dexamethasone is sparse and, as underlined by some authors, the majority of
potential DDIs reported in databases are only theoretical [93]. In adults, hepatic CYP3A
activity reflects primarily the net contributions of CYP3A4 and CYP3A5, which share
overlapping substrate specificities but differ in terms of expression and transcriptional
regulation [94]. Recent efforts to understand inter-individual variability in CYP3A activity
have focused primarily CYP3A5 genetic polymorphisms since variability in the contribution
of functional CYP3A5 activity could influence an individual’s susceptibility to inducer- or
inhibitor-mediated DDI. The major CYP3A5 polymorphisms include the CYP3A5*3, *6 and
*7 alleles which are functionally inactive, while the CYP3A5*1 allele is the only functional
allele known to contribute to total CYP3A activity [94]. The CYP3A5*1 allele is known
to differ among ethnic groups and has been associated with higher midazolam systemic
clearance and tacrolimus dose requirements in adults, and a interindividual difference in
terms of susceptibility to DDI with dexamethasone might be supposed [94].

(B) The Role of CYP3A Activity and P-gp in Drug–Drug Interactions Involving Dexam-
ethasone in Humans: Published Evidence

As the influence of the CYP3A5 genetic polymorphisms on the extent of DDI involving
CYP3A inducers is unknown, a clinical study was conducted in 27 healthy volunteers,
half of whom were carrying the functional CYP3A5*1 allele and the half were not. The
CYP3A activity was measured by means of the 14C-Erythromycin Breath Test, a specific
and validated probe for liver CYP3A activity [80]. In this study, dexamethasone, 8 mg
given orally twice daily, significantly increased the CYP3A activity by 50% in non-carriers
of the CYP3A5*1 allele, while CYP3A was not significantly induced in those carrying the
functional allele [95]. Hence, the risk of DDI involving dexamethasone in clinical practice
may depend on the CYP3A5 genetic polymorphism that is not routinely determined except
in some organ transplant recipients treated with tacrolimus, a well-known substrate of liver
and small intestinal CYP3A4/5. Lapatinib, an orally administered chemotherapeutic agent
for the treatment of metastatic breast cancer is predominantly metabolized by CYP3A4.
In nested case-control studies involving 120 patients with metastatic breast cancer treated
with lapatinib, patients receiving the combination were 4.57 times (95% CI, 1.23–16.88,
p = 0.02) more likely to develop hepatotoxicity and 3.48 times (95%CI, 1.24–9.80, p = 0.02)
more likely to develop a clinically important change in liver enzymes, as compared to pa-
tients who did not receive the combination [96]. These results, obtained from a retrospective
study, were ascribed by an in vitro study showing a 59% decrease in hepatocytes’ viability
in a cell culture system treated with the combination. Collectively, these findings provided
substantial evidence and insights into the clinical relevance of dexamethasone-lapatinib
DDI, through CYP3A induction, in increasing lapatinib-induced hepatotoxicity in humans.
Panobinostat, a histone deacetylase inhibitor used in the treatment of refractory multiple
myeloma, is being widely prescribed in combination with dexamethasone. Approximately
40% of Panobinostat undergoes liver CYP3A4-mediated metabolism [97]. In a phase
Ib study evaluating the combination of panobinostat with bortezomib and dexamethasone
(20 mg given orally) in the treatment of multiple myeloma, the authors observed a 20%
reduction of panobinostat systemic exposure as compared to a cycle without
dexamethasone [98]. However, the overall response rate was superior in patients receiving
the combination with dexamethasone.

Dexamethasone induction of CYP3A4, but also P-gp activity, may be dose-dependent,
as low doses of dexamethasone (1.5 mg/day for 4 days) did not induce triazolam metabolism
and systemic exposure in ten healthy volunteers [99], while higher doses of dexametha-
sone (10 mg/day for 2 days) decreased cyclophosphamide systemic exposure by almost
50%, in nine patients treated with high-dose cyclophosphamide before bone marrow
transplantation [100]. Likewise, dexamethasone given orally to 18 healthy volunteers at
a dose of 4 mg for only one day did not interact with the cyclosporine analog and the
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well-known P-gp substrate valspodar [101]. In addition, valspodar did not significantly
affect dexamethasone’s pharmacokinetics in this study. The new direct oral anticoagulants
(apixaban, rivaroxaban, edoxaban and dabigatran) are substrates of P-gp, and all but dabi-
gatran undergo CYP3A4-mediated liver and small intestinal metabolism. The possible
occurrence of clinically relevant DDI in the context of COVID-19 has been a major concern,
as most hospitalized patients received high doses dexamethasone, concomitant with oral
anticoagulants in some patients. In a recent study, no change in the peak and trough plasma
concentrations of 26 patients treated with anticoagulants (apixaban, rivaroxaban and edox-
aban) was observed when measured 48 to 72 h after the initiation of dexamethasone and
14 to 21 days after cessation [102] A nested case–control study from the National COVID
Cohort Collaborative on 172 patients who received dexamethasone and rivaroxaban or
apixaban and 344 controls without dexamethasone, found no increase in thromboembolic
events under treatment with dexamethasone [103].

(C) Drug–Drug Interactions Involving Dexamethasone with Other CYPs in Humans

Dexamethasone may also interact with some other CYP substrates, such as CYP2C9,
CYP2C8 or CYP2B6, which were shown to be inducible by dexamethasone. Voriconazole, a
major antifungal agent approved in the treatment of invasive aspergillosis, is a substrate
of multiple CYP450 isoenzymes mainly including CYP2C19, CYP2C9 and CYP3A4. Some
case reports have reported treatment failure with voriconazole administered to cure in-
vasive fungal infection, associated with suboptimal concentration of voriconazole due to
coadministration with dexamethasone, consistent with a previous pharmacokinetic study
showing that dexamethasone decreased voriconazole trough concentrations at suboptimal
therapeutic levels [104–106]. Interestingly, a recent pharmacogenetic study revealed that
the CYP2C19*17 “gain-of-function” allelic variant [107], associated with increased enzy-
matic activity, was associated with an even more significant decrease in Cmin induced by
glucocorticoid [106].

Among the various side effects associated with the use of the antiseizure drug pheny-
toin, severe thrombopenia is rather unusual and mostly occurred in patients concomitantly
treated with dexamethasone [108–113]. Phenytoin is metabolized through aromatic hy-
droxylation catalyzed by the CYP2C9 (90%) and CYP2C19 (10%) isoforms. The reactive
intermediate, epoxide may be responsible for such severe side effect and, even if conflicting
data exist, most published evidence showed that dexamethasone administration resulted
in decreased phenytoin concentration, consistent with induced CYP2C9/19-mediated
metabolism [108–113].

(D) Dexamethasone Pharmacokinetics May Also Be Affected by Well-Known and Potent
CYP3A/P-gp Modulators in Humans

The pharmacokinetics of dexamethasone may also be affected by CYP3A4 and/or
P-gp modulators, some of which are widely prescribed by physicians in various ther-
apeutic areas in clinical practice. A randomized crossover study versus placebo con-
ducted in healthy volunteers receiving 4.5 mg oral or 5 mg intravenous dexamethasone
revealed that the potent CYP3A4/P-gp inhibitor itraconazole markedly increased dexam-
ethasone plasma concentrations and enhanced its adrenal-suppressant effect when given at
200 mg/day [114]. In this study, the systemic exposure of oral and intravenous dexam-
ethasone was increased 3.5-fold, together with a three-fold increase in the elimination
half-life. Intestinal absorption of oral dexamethasone was also 50% faster with itraconazole,
as ascribed by the 50% decreased Tmax, consistent with possible inhibition of intestinal
P-gp-mediated efflux of the steroid [114]. In addition, the morning plasma cortisol concen-
tration was suppressed after dexamethasone administration for at least two days longer in
the presence of usual therapeutic doses of itraconazole, consistent with a clinically relevant
DDI. Oral bioavailability of dexamethasone was, however, only slightly increased from
75% to 86%, suggesting systemic rather than pre-systemic enzyme inhibition to explain this
drug interaction [114].
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In clinical practice, the antiemetic drugs from the neurokinin-1 (NK1) receptor antag-
onist family, i.e., Aprepitant and fosaprepitant, are weak CYP3A4/P-gp inhibitors, and
often concomitantly prescribed with dexamethasone in various chemotherapy associa-
tions. Aprepitant, given at 125 mg on day 1, then 80 mg on days 2 to 5 increased the
systemic exposure of dexamethasone by two-fold at day 1 and day 5. The authors therefore
recommended dexamethasone dose adjustment in patients treated with aprepitant [115].
Fosaprepitant, given intravenously at a dose of 150 mg/day, increased the systemic ex-
posure of dexamethasone, given orally (8 mg/day) for 3 days, two-fold [116]. As with
aprepitant, the authors suggested that the dexamethasone dosing regimen should be de-
creased by 50% in the presence of fosaprepitant, as ascribed in a recent retrospective study
on patients with lymphoma treated with a chemotherapy combination including dexam-
ethasone (R-DHAP) [117]. Interestingly, dexamethasone clearance was only decreased
by 30% when concomitantly administered intravenously with oral aprepitant, suggesting
limited interaction only at the level of the liver but not intestinal CYP3A4 [118].

To our knowledge, no study with other well-known liver and intestinal CYP3A/P-gp
inducers (e.g., phenobarbital, primidone, carbamazepine, rifampicin, aminogluthetimide
and rifabutin) or inhibitors (ketoconazole, itraconazole, posaconazole, voriconazole, riton-
avir, nelfinavir, erythromycin, clarithromycin and telithromycin) has ever shown that such
decreased efficacy or increased toxicity in humans, respectively, at dosages used in hematol-
ogy or cancerology population. Some clinical case reports have, however, been described
with low-dose dexamethasone. Primidone, an anti-seizure drug known as a potent inducer
of CYP3A4, CYP2C9 and CYP2C19, and also P-gp, have demonstrated clinically significant
DDIs with dexamethasone in two children with congenital adrenal hyperplasia and taking
either medication concomitantly. In one patient, introduction of primidone led to an eight-
fold increase in dexamethasone dosing regimen to achieve clinical efficacy [119]. In the
second case, primidone withdrawal led to dexamethasone overdosage, further requiring
a three-fold reduction in the dexamethasone dosing regimen [120]. Finally, interference
with the 1 mg dexamethasone suppression test was described with co-administration of the
well-known potent CYP3A4/P-gp inducers, rifampicin, carbamazepine and troglitazone
in previously published reports [121–123]. Such clinically relevant interactions, including
the clinical consequences and the currently available level of evidence are summarized in
Table 3.

(E) Impact of Pharmacogenomics on the Potentiality and Prediction of Dexamethasone
Induced DDIs

Table 3. Examples of clinically relevant and severe drug–drug interactions with dexamethasone in
humans with clinical implications.

Drugs Implicated Time to
Occurrence

Dexamethasone
Dosage * Nature of Interaction Clinical Implication Quality of

Evidence

Lapatinib Days to weeks Low to high

Induction of lapatinib
CYP3A-mediated

metabolism: exposition to
reactive, potentially toxic
metabolites of lapatinib

Hepatotoxicity leading to
lapatinib withdrawal in

some cases
Moderate

Panobinostat Few days High
Decrease in panobinostat
plasma concentrations by

up to 20%

Possibly better disease
control under a
combination of

dexamethasone and
Panobinostat

Moderate

Cyclophosphamide Few days High
Decrease in

Cyclophosphamide
plasma concentrations

Theoretical decreased
cyclophosphamide

efficacy although no
available signal so far

Low
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Table 3. Cont.

Drugs Implicated Time to
Occurrence

Dexamethasone
Dosage * Nature of Interaction Clinical Implication Quality of

Evidence

Voriconazole Few days High to moderate

Decreased voriconazole
plasma concentrations

due to CYPC19, CYP2C9
and CYP3A induction

High to moderate
increase in the risk
of treatment failure,

thus requiring
voriconazole therapeutic

drug monitoring

Moderate

Itraconazole Few days Moderate

Increase in
dexamethasone plasma

concentration by
itraconazole mediated

CYP3A4 inhibition

Potential increase
in adrenal suppression

at day 4, scant
data currently

available regarding
potentially prolonged
adrenal suppression

Moderate

Aprepitant/fosaprepitant Immediate High

Increase in
dexamethasone plasma

concentration by
itraconazole mediated

CYP3A4 inhibition

Low clinical implication
due to sequential

treatment and anticipated
lowering of

dexamethasone posology
in the guidelines

Moderate

Phenytoine few days High
Induction of phenytoine

metabolism by
CYP2C9/CYP2C19

High, thrombopenia with
fatal cases reported Very low

Primidone <1 month Low
Decrease in

dexamethasone activity
by metabolism induction

Moderate, lack of
control of congenital
adrenal hyperplasia

Very low

rifampicin

Immediate Low
Decrease in

dexamethasone activity
by metabolism induction

Moderate, misdiagnosis
of Cushing syndrome

Very low

carbamazepine Very low

troglitazone Very low

*: Low doses did not exceed 1 mg, intermediate dosage ranged from 5 to 10 mg, as observed in patients hospitalized
with COVID-19 infection, and high dosages were 20 mg and above, usually observed in cancer patients.

As previously published [95,106], genetic background can significantly influence
the occurrence and clinical relevance of DDI. A growing number of single nucleotide
polymorphisms (SNPs) have been identified and are currently studied to predict inter-
individual variability of drug efficacy and toxicity. However, despite evidence of the
role of genetic background in the occurrence of DDI’s, even suggesting drug-drug-gene
interactions [124], only a few pharmacogenomic-based studies have proved to be useful
in individualizing drug treatment and dosing regimen, e.g., anti-platelet agents or anti-
depressant drugs [125,126], or reducing the incidence of clinically relevant adverse drug
reactions [127]. A modern approach with bioinformatics tools, combining a larger panel
of genes and a faster computerized approach, may help the clinician to reduce the risk
of DDI, although generalization and the feasibility of such an approach has yet to be
determined [128,129]. Regarding dexamethasone, the genes encoding for transport proteins
and metabolizing enzymes involved in its liver first-pass and pre-systemic metabolism are
commonly studied. CYP3A5*1, for instance, is an SNP present in up to 80% of humans of
African American descent and confers functional CYP3A5 activity in this population, in
addition to CYP3A4 [94]. Tacrolimus dose adjustment is based on CYP3A5-based genetic
polymorphism in transplant recipients in clinical practice [130]. Whether patients with a
functional CYP3A5*1 allele may be less sensitive to dexamethasone induction is currently
unknown [95]. These patients may indeed be less sensitive to dexamethasone induction of
tacrolimus metabolism, thus requiring lower or no dose adjustment as compared to patients
who do not carry the allele. However, in some cases the genotyping of CYP3A5 failed to
clearly reflect the activity of CYP3A, being, for instance, unable to predict lapatinib-induced
hepatotoxicity [131]. Despite a relatively minor allele frequency (MAF) of 3–5%, the main
genetic variant of CYP3A4, i.e., CYP3A4*22, which directly affects CYP3A4 activity, failed
to predict interindividual variability of various substrate concentrations [132,133].
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Other clinically relevant SNPs have been described for the metabolizing enzymes
CYP2C8, CYP2C9, CYP2B6 and CYP2C19. However, to the best of our knowledge, no
association with the extent of dexamethasone metabolism or inductor potency have
been specifically detected, except for the aforementioned work in which CYP2C19*17
SNP enhanced the decrease in Voriconazole by dexamethasone induction of enzymatic
activity [106]. CYP2C19*17 is the main “gain-of-function” SNP for this CYP. Single nu-
cleotide polymorphisms were also described in the transporters’ genes, especially in the
ABCB1 gene encoding for P-gp [134]. Single nucleotide polymorphisms in the genes of
nuclear receptors [135] were also described. The role of these various SNPs in predicting the
dexamethasone level of enzyme or transporter induction in humans is still unknown and
will be presumably challenging in the future of personalized medicine. Indeed, to date, the
best-described and relevant SNPs do not concern the proteins involved in dexamethasone
pharmacokinetics and metabolism/transport, but rather pharmacodynamics and targets
such as chaperone or the glucocorticoid receptor [136–140]. However, specific association
with ABCB1 genetic polymorphisms (rs1128503, rs2032582 and rs1045642) and dexam-
ethasone, but not prednisone or hydrocortisone efficacy, has been observed in children
with congenital adrenal hyperplasia [137]. A trend toward increased time to progression
for carriers of the ABCB1 SNP (rs2229109), as compared to non-carriers, was observed in
patients with multiple myeloma treated with dexamethasone and lenalidomide [141]. As
no impact of ABCB1 on lenalidomide systemic exposure and efficacy was observed in a
separate study [142], the results presented in the Falk et al. study [141] may be attributed to
dexamethasone systemic exposure variation. Finally, association between pharmacokinetic
parameters and the efficacy of dexamethasone have only been studied in patients with
multiple myeloma and those with leukemia [143,144].

8. Overall Conclusions

Dexamethasone has well-established clinical indications, involving both systemic
and local administration, regarding its anti-inflammatory, immunosuppressant and anti-
neoplastic properties. There is strong in vitro and in vivo evidence that dexamethasone,
at a clinically relevant dosing regimen, e.g., doses used in the treatment of COVID-19
infection or hematologic malignancies, is a potent inducer of CYP3A4, CYP2C9, P-gp, and
presumably other transporters, as confirmed in several studies including human studies or
case reports. Despite the lack of warnings regarding the clinical relevance of such DDIs
in daily practice, prescribers should be aware that dexamethasone, especially at the high
dosages used clinically, may significantly alter the efficacy and safety of drugs with a
narrow therapeutic index, such as substrates of CYP3A4 and P-gp, as has recently been
observed in COVID-19 patients treated with the antiviral nirmatrelvir and concomitantly
receiving potent CYP3A4/P-gp inducers [145]. Moreover, as dexamethasone is a substrate
of CYP3A4, it may also be susceptible to DDI when administered with strong inducers or
inhibitors such as rifampicin, phenytoin or carbamazepine [146,147]. Better knowledge
of an individual patient’s pharmacogenetic background and a pharmacogenomic-based
approach may be useful in anticipating DDI between individual drugs in the clinical setting.
The recent substantial increase in the use of dexamethasone in clinical practice during the
COVID-19 pandemic has highlighted the urgent need of clinical DDI studies to optimize
dosing regimens in patients with comorbidities and concomitant medications.
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93. Matoulková, P.; Pávek, P.; Malý, J.; Vlček, J. Cytochrome P450 enzyme regulation by glucocorticoids and consequences in terms of
drug interaction. Expert Opin. Drug Metab. Toxicol. 2014, 10, 425–435. [CrossRef] [PubMed]

https://doi.org/10.1016/j.bcp.2006.07.020
https://doi.org/10.1016/j.ijpharm.2005.11.015
https://doi.org/10.1007/s00280-015-2856-y
https://doi.org/10.1038/aps.2017.170
https://www.ncbi.nlm.nih.gov/pubmed/29283173
https://doi.org/10.3390/pharmaceutics11090479
https://www.ncbi.nlm.nih.gov/pubmed/31527544
https://doi.org/10.3390/medicines10030021
https://www.ncbi.nlm.nih.gov/pubmed/36976310
https://doi.org/10.1159/000362844
https://doi.org/10.2133/dmpk.DMPK-12-RG-111
https://doi.org/10.1038/aps.2011.161
https://doi.org/10.1016/S0009-9236(01)00127-8
https://doi.org/10.1002/jps.22616
https://doi.org/10.1016/j.vetpar.2012.07.011
https://www.ncbi.nlm.nih.gov/pubmed/22959189
https://doi.org/10.1002/bdd.2331
https://www.ncbi.nlm.nih.gov/pubmed/36198662
https://doi.org/10.1111/j.2042-7158.2010.01176.x
https://www.ncbi.nlm.nih.gov/pubmed/21155816
https://doi.org/10.1038/bjc.1984.33
https://www.ncbi.nlm.nih.gov/pubmed/6696821
https://doi.org/10.1152/ajpcell.00491.2007
https://doi.org/10.1016/j.tox.2009.11.010
https://doi.org/10.1177/1933719110395399
https://doi.org/10.1016/j.exppara.2019.107801
https://doi.org/10.1007/s40262-015-0243-9
https://doi.org/10.1208/s12248-019-0362-6
https://doi.org/10.1517/17425255.2014.878703
https://www.ncbi.nlm.nih.gov/pubmed/24451000


J. Clin. Med. 2023, 12, 7120 21 of 23

94. Rodriguez-Antona, C.; Savieo, J.L.; Lauschke, V.M.; Sangkuhl, K.; Drögemöller, B.I.; Wang, D.; van Schaik, R.H.N.; Gilep, A.A.;
Peter, A.P.; Boone, E.C.; et al. PharmVar GeneFocus: CYP3A5. Clin. Pharmacol. Ther. 2022, 112, 1159–1171. [CrossRef] [PubMed]

95. Roberts, P.J.; Rollins, K.D.; Kashuba, A.D.; Paine, M.F.; Nelsen, A.C.; Williams, E.E.; Moran, C.; Lamba, J.K.; Schuetz, E.G.; Hawke,
R.L. The influence of CYP3A5 genotype on dexamethasone induction of CYP3A activity in African Americans. Drug Metab.
Dispos. 2008, 36, 1465–1469. [CrossRef] [PubMed]

96. Teo, Y.L.; Saetaew, M.; Chanthawong, S.; Yap, Y.S.; Chan, E.C.; Ho, H.K.; Chan, A. Effect of CYP3A4 inducer dexamethasone on
hepatotoxicity of lapatinib: Clinical and in vitro evidence. Breast Cancer Res. Treat. 2012, 133, 703–711. [CrossRef] [PubMed]

97. Mu, S.; Kuroda, Y.; Shibayama, H.; Hino, M.; Tajima, T.; Corrado, C.; Lin, R.; Waldron, E.; Binlich, F.; Suzuki, K. Panobinostat
PK/PD profile in combination with bortezomib and dexamethasone in patients with relapsed and relapsed/refractory multiple
myeloma. Eur. J. Clin. Pharmacol. 2016, 72, 153–161. [CrossRef]

98. San-Miguel, J.F.; Richardson, P.G.; Günther, A.; Sezer, O.; Siegel, D.; Bladé, J.; LeBlanc, R.; Sutherland, H.; Sopala, M.; Mishra, K.K.;
et al. Phase Ib study of panobinostat and bortezomib in relapsed or relapsed and refractory multiple myeloma. J. Clin. Oncol.
2013, 31, 3696–3703. [CrossRef]

99. Villikka, K.; Kivistö, K.T.; Neuvonen, P.J. The effect of dexamethasone on the pharmacokinetics of triazolam. Pharmacol. Toxicol.
1998, 83, 135–138. [CrossRef]

100. Moore, M.J.; Hardy, R.W.; Thiessen, J.J.; Soldin, S.J.; Erlichman, C. Rapid development of enhanced clearance after high-dose
cyclophosphamide. Clin. Pharmacol. Ther. 1988, 44, 622–628. [CrossRef]

101. Kovarik, J.M.; Purba, H.S.; Pongowski, M.; Gerbeau, C.; Humbert, H.; Mueller, E.A. Pharmacokinetics of dexamethasone and
valspodar, a P-glycoprotein (mdr1) modulator: Implications for coadministration. Pharmacotherapy 1998, 18, 1230–1236. [CrossRef]

102. Potere, N.; Candeloro, M.; Porreca, E.; Marinari, S.; Federici, C.; Auciello, R.; Di Nisio, M. Direct oral anticoagulant plasma levels
in hospitalized COVID-19 patients treated with dexamethasone. J. Thromb. Thrombolysis 2022, 53, 346–351. [CrossRef] [PubMed]

103. Kravchenko, O.V.; Boyce, R.D.; Gomez-Lumbreras, A.; Kocis, P.T.; Villa Zapata, L.; Tan, M.; Leonard, C.E.; Andersen, K.M.;
Mehta, H.; Alexander, G.C.; et al. Drug-drug interaction between dexamethasone and direct-acting oral anticoagulants: A nested
case-control study in the National COVID Cohort Collaborative (N3C). BMJ Open 2022, 12, e066846. [CrossRef] [PubMed]

104. Wallace, K.L.; Filipek, R.L.; La Hoz, R.M.; Williamson, J.C. Subtherapeutic voriconazole concentrations associated with concomi-
tant dexamethasone: Case report and review of the literature. J. Clin. Pharm. Ther. 2016, 41, 441–443. [CrossRef] [PubMed]

105. Taghvaye Masoumi, H.; Hadjibabaie, M.; Gholami, K.; Zarif-Yeganeh, M.; Ghavamzadeh, A. Significant drug interaction between
voriconazole and dexamethasone: A case report. J. Oncol. Pharm. Pract. 2019, 25, 1239–1242. [CrossRef] [PubMed]

106. Jia, S.J.; Gao, K.Q.; Huang, P.H.; Guo, R.; Zuo, X.C.; Xia, Q.; Hu, S.Y.; Yu, Z.; Xie, Y.L. Interactive Effects of Glucocorticoids and
Cytochrome P450 Polymorphisms on the Plasma Trough Concentrations of Voriconazole. Front. Pharmacol. 2021, 12, 666296.
[CrossRef] [PubMed]

107. Li-Wan-Po, A.; Girard, T.; Farndon, P.; Cooley, C.; Lithgow, J. Pharmacogenetics of CYP2C19: Functional and clinical implications
of a new variant CYP2C19*17. Br. J. Clin. Pharmacol. 2010, 69, 222–230. [CrossRef] [PubMed]

108. Wong, Y.Y.; Lichtor, T.; Brown, F.D. Severe thrombocytopenia associated with phenytoin and cimetidine therapy. Surg. Neurol.
1985, 23, 169–172. [CrossRef]

109. Yue, C.P.; Mann, K.S.; Chan, K.H. Severe thrombocytopenia due to combined cimetidine and phenytoin therapy. Neurosurgery
1987, 20, 963–965. [CrossRef]

110. Arbiser, J.L.; Goldstein, A.M.; Gordon, D. Thrombocytopenia following administration of phenytoin, dexamethasone and
cimetidine: A case report and a potential mechanism. J. Intern. Med. 1993, 234, 91–94. [CrossRef]

111. Thorning, G.; Raghavan, K. Fatal phenytoin-induced thrombocytopaenia in a neurosurgical patient. Eur. J. Anaesthesiol. 2007,
24, 897–898. [CrossRef]

112. Pandey, M.; Yarlagadda, L. Drug-induced thrombocytopenia: A less known interaction. Blood Coagul. Fibrinolysis 2012,
23, 778–780. [CrossRef] [PubMed]

113. Gattis, W.A.; May, D.B. Possible interaction involving phenytoin, dexamethasone, and antineoplastic agents: A case report and
review. Ann. Pharmacother. 1996, 30, 520–526. [CrossRef] [PubMed]

114. Varis, T.; Kivistö, K.T.; Backman, J.T.; Neuvonen, P.J. The cytochrome P450 3A4 inhibitor itraconazole markedly increases the
plasma concentrations of dexamethasone and enhances its adrenal-suppressant effect. Clin. Pharmacol. Ther. 2000, 68, 487–494.
[CrossRef]

115. McCrea, J.B.; Majumdar, A.K.; Goldberg, M.R.; Iwamoto, M.; Gargano, C.; Panebianco, D.L.; Hesney, M.; Lines, C.R.; Petty, K.J.;
Deutsch, P.J.; et al. Effects of the neurokinin1 receptor antagonist aprepitant on the pharmacokinetics of dexamethasone and
methylprednisolone. Clin. Pharmacol. Ther. 2003, 74, 17–24. [CrossRef] [PubMed]

116. Marbury, T.C.; Ngo, P.L.; Shadle, C.R.; Jin, B.; Panebianco, D.; Caro, L.; Valentine, J.; Murphy, G. Pharmacokinetics of oral
dexamethasone and midazolam when administered with single-dose intravenous 150 mg fosaprepitant in healthy adult subjects.
J. Clin. Pharmacol. 2011, 51, 1712–1720. [CrossRef] [PubMed]

117. Hatano, K.; Fujiwara, S.I.; Umino, K.; Ikeda, T.; Nakano, H.; Mashima, K.; Kawaguchi, S.I.; Ito, S.; Toda, Y.; Nagayama, T.; et al.
Clinical interaction between dexamethasone and aprepitant in chemotherapy for lymphoma. Ann. Hematol. 2022, 101, 1211–1216.
[CrossRef]

https://doi.org/10.1002/cpt.2563
https://www.ncbi.nlm.nih.gov/pubmed/35202484
https://doi.org/10.1124/dmd.107.020065
https://www.ncbi.nlm.nih.gov/pubmed/18490434
https://doi.org/10.1007/s10549-012-1995-7
https://www.ncbi.nlm.nih.gov/pubmed/22370628
https://doi.org/10.1007/s00228-015-1967-z
https://doi.org/10.1200/JCO.2012.46.7068
https://doi.org/10.1111/j.1600-0773.1998.tb01457.x
https://doi.org/10.1038/clpt.1988.203
https://doi.org/10.1002/j.1875-9114.1998.tb03142.x
https://doi.org/10.1007/s11239-021-02561-w
https://www.ncbi.nlm.nih.gov/pubmed/34498156
https://doi.org/10.1136/bmjopen-2022-066846
https://www.ncbi.nlm.nih.gov/pubmed/36581417
https://doi.org/10.1111/jcpt.12401
https://www.ncbi.nlm.nih.gov/pubmed/27207573
https://doi.org/10.1177/1078155218783248
https://www.ncbi.nlm.nih.gov/pubmed/29945531
https://doi.org/10.3389/fphar.2021.666296
https://www.ncbi.nlm.nih.gov/pubmed/34113252
https://doi.org/10.1111/j.1365-2125.2009.03578.x
https://www.ncbi.nlm.nih.gov/pubmed/20233192
https://doi.org/10.1016/0090-3019(85)90338-6
https://doi.org/10.1227/00006123-198706000-00025
https://doi.org/10.1111/j.1365-2796.1993.tb00710.x
https://doi.org/10.1017/S0265021507000750
https://doi.org/10.1097/MBC.0b013e328358e9a1
https://www.ncbi.nlm.nih.gov/pubmed/22964772
https://doi.org/10.1177/106002809603000516
https://www.ncbi.nlm.nih.gov/pubmed/8740335
https://doi.org/10.1067/mcp.2000.110772
https://doi.org/10.1016/S0009-9236(03)00066-3
https://www.ncbi.nlm.nih.gov/pubmed/12844131
https://doi.org/10.1177/0091270010387792
https://www.ncbi.nlm.nih.gov/pubmed/21209230
https://doi.org/10.1007/s00277-022-04832-9


J. Clin. Med. 2023, 12, 7120 22 of 23

118. Nijstad, A.L.; de Vos-Kerkhof, E.; Enters-Weijnen, C.F.; van de Wetering, M.D.; Tissing, W.J.E.; Tibben, M.M.; Rosing, H.;
Lalmohamed, A.; Huitema, A.D.R.; Zwaan, C.M. Overestimation of the effect of (fos)aprepitant on intravenous dexamethasone
pharmacokinetics requires adaptation of the guidelines for children with chemotherapy-induced nausea and vomiting. Support.
Care Cancer 2022, 30, 9991–9999. [CrossRef]

119. Hancock, K.W.; Levell, M.J. Primidone/dexamethasone interaction. Lancet 1978, 2, 97–98. [CrossRef]
120. Young, M.C.; Hughes, I.A. Loss of therapeutic control in congenital adrenal hyperplasia due to interaction between dexamethasone

and primidone. Acta Paediatr. Scand. 1991, 80, 120–124. [CrossRef]
121. Kyriazopoulou, V.; Vagenakis, A.G. Abnormal overnight dexamethasone suppression test in subjects receiving rifampicin therapy.

J. Clin. Endocrinol. Metab. 1992, 75, 315–317. [CrossRef]
122. Privitera, M.R.; Greden, J.F.; Gardner, R.W.; Ritchie, J.C.; Carroll, B.J. Interference by carbamazepine with the dexamethasone

suppression test. Biol. Psychiatry 1982, 17, 611–620.
123. Dimaraki, E.V.; Jaffe, C.A. Troglitazone induces CYP3A4 activity leading to falsely abnormal dexamethasone suppression test. J.

Clin. Endocrinol. Metab. 2003, 88, 3113–3116. [CrossRef] [PubMed]
124. Malki, M.A.; Pearson, E.R. Drug-drug-gene interactions and adverse drug reactions. Pharmacogenomics J. 2020, 20, 355–366.

[CrossRef]
125. Claassens, D.M.F.; Vos, G.J.A.; Bergmeijer, T.O.; Hermanides, R.S.; van’t Hof, A.W.J.; van der Harst, P.; Barbato, E.; Morisco, C.;

Tjon Joe Gin, R.M.; Asselbergs, F.W.; et al. A Genotype-Guided Strategy for Oral P2Y. N. Engl. J. Med. 2019, 381, 1621–1631.
[CrossRef] [PubMed]

126. Oslin, D.W.; Lynch, K.G.; Shih, M.C.; Ingram, E.P.; Wray, L.O.; Chapman, S.R.; Kranzler, H.R.; Gelernter, J.; Pyne, J.M.; Stone, A.;
et al. Effect of Pharmacogenomic Testing for Drug-Gene Interactions on Medication Selection and Remission of Symptoms in
Major Depressive Disorder: The PRIME Care Randomized Clinical Trial. JAMA 2022, 328, 151–161. [CrossRef] [PubMed]

127. Swen, J.J.; van der Wouden, C.H.; Manson, L.E.; Abdullah-Koolmees, H.; Blagec, K.; Blagus, T.; Böhringer, S.; Cambon-Thomsen,
A.; Cecchin, E.; Cheung, K.C.; et al. A 12-gene pharmacogenetic panel to prevent adverse drug reactions: An open-label,
multicentre, controlled, cluster-randomised crossover implementation study. Lancet 2023, 401, 347–356. [CrossRef]

128. Borro, M.; Gentile, G.; Preissner, S.H.; Pomes, L.M.; Gohlke, B.O.; Del Casale, A.; Eckert, A.; Marchetti, P.; Preissner, S.; Preissner, R.;
et al. Individualized Drugs’ Selection by Evaluation of Drug Properties, Pharmacogenomics and Clinical Parameters: Performance
of a Bioinformatic Tool Compared to a Clinically Established Counselling Process. Pharmgenomics Pers. Med. 2021, 14, 955–962.
[CrossRef]

129. Preissner, S.H.; Marchetti, P.; Simmaco, M.; Gohlke, B.O.; Eckert, A.; Preissner, S.; Preissner, R. Man vs. machine: Comparison of
pharmacogenetic expert counselling with a clinical medication support system in a study with 200 genotyped patients. Eur. J.
Clin. Pharmacol. 2022, 78, 579–587. [CrossRef]

130. Thervet, E.; Anglicheau, D.; King, B.; Schlageter, M.H.; Cassinat, B.; Beaune, P.; Legendre, C.; Daly, A.K. Impact of cytochrome
p450 3A5 genetic polymorphism on tacrolimus doses and concentration-to-dose ratio in renal transplant recipients. Transplantation
2003, 76, 1233–1235. [CrossRef]

131. Bissada, J.E.; Truong, V.; Abouda, A.A.; Wines, K.J.; Crouch, R.D.; Jackson, K.D. Interindividual Variation in CYP3A Activity
Influences Lapatinib Bioactivation. Drug Metab. Dispos. 2019, 47, 1257–1269. [CrossRef]

132. Werk, A.N.; Cascorbi, I. Functional gene variants of CYP3A4. Clin. Pharmacol. Ther. 2014, 96, 340–348. [CrossRef] [PubMed]
133. Mulder, T.A.M.; van Eerden, R.A.G.; de With, M.; Elens, L.; Hesselink, D.A.; Matic, M.; Bins, S.; Mathijssen, R.H.J.; van Schaik,

R.H.N. Genotyping in Clinical Practice: Ready for Implementation? Front. Genet. 2021, 12, 711943. [CrossRef]
134. Chinn, L.W.; Kroetz, D.L. ABCB1 pharmacogenetics: Progress, pitfalls, and promise. Clin. Pharmacol. Ther. 2007, 81, 265–269.

[CrossRef] [PubMed]
135. Zhang, B.; Xie, W.; Krasowski, M.D. PXR: A xenobiotic receptor of diverse function implicated in pharmacogenetics. Pharmacoge-

nomics 2008, 9, 1695–1709. [CrossRef] [PubMed]
136. Botelho Barra, C.; Villela, T.R.; Soares, N.F.; Colosimo, E.A.; Belisário, A.R.; Silva, A.C.S.E.; Silva, I.N. Pharmacogenomic markers

of glucocorticoid response in congenital adrenal hyperplasia. PLoS ONE 2022, 17, e0279298. [CrossRef] [PubMed]
137. Nebesio, T.D.; Renbarger, J.L.; Nabhan, Z.M.; Ross, S.E.; Slaven, J.E.; Li, L.; Walvoord, E.C.; Eugster, E.A. Differential effects of

hydrocortisone, prednisone, and dexamethasone on hormonal and pharmacokinetic profiles: A pilot study in children with
congenital adrenal hyperplasia. Int. J. Pediatr. Endocrinol. 2016, 2016, 17. [CrossRef]

138. Jackson, R.K.; Irving, J.A.; Veal, G.J. Personalization of dexamethasone therapy in childhood acute lymphoblastic leukaemia. Br. J.
Haematol. 2016, 173, 13–24. [CrossRef]

139. Shinohara, T.; Urayama, K.Y.; Watanabe, A.; Akahane, K.; Goi, K.; Huang, M.; Kagami, K.; Abe, M.; Sugita, K.; Okada, Y.; et al.
Inherited genetic variants associated with glucocorticoid sensitivity in leukaemia cells. J. Cell. Mol. Med. 2020, 24, 12920–12932.
[CrossRef]

140. Vohra, M.; Sharma, A.R.; Satyamoorthy, K.; Rai, P.S. Pharmacogenomic considerations for repurposing of dexamethasone as a
potential drug against SARS-CoV-2 infection. Per. Med. 2021, 18, 389–398. [CrossRef]

141. Jakobsen Falk, I.; Lund, J.; Gréen, H.; Gruber, A.; Alici, E.; Lauri, B.; Blimark, C.; Mellqvist, U.H.; Swedin, A.; Forsberg, K.;
et al. Pharmacogenetic study of the impact of ABCB1 single-nucleotide polymorphisms on lenalidomide treatment outcomes
in patients with multiple myeloma: Results from a phase IV observational study and subsequent phase II clinical trial. Cancer
Chemother. Pharmacol. 2018, 81, 183–193. [CrossRef]

https://doi.org/10.1007/s00520-022-07423-6
https://doi.org/10.1016/S0140-6736(78)91405-8
https://doi.org/10.1111/j.1651-2227.1991.tb11744.x
https://doi.org/10.1210/jcem.75.1.1619024
https://doi.org/10.1210/jc.2002-021778
https://www.ncbi.nlm.nih.gov/pubmed/12843151
https://doi.org/10.1038/s41397-019-0122-0
https://doi.org/10.1056/NEJMoa1907096
https://www.ncbi.nlm.nih.gov/pubmed/31479209
https://doi.org/10.1001/jama.2022.9805
https://www.ncbi.nlm.nih.gov/pubmed/35819423
https://doi.org/10.1016/S0140-6736(22)01841-4
https://doi.org/10.2147/PGPM.S316556
https://doi.org/10.1007/s00228-021-03254-2
https://doi.org/10.1097/01.TP.0000090753.99170.89
https://doi.org/10.1124/dmd.119.088823
https://doi.org/10.1038/clpt.2014.129
https://www.ncbi.nlm.nih.gov/pubmed/24926778
https://doi.org/10.3389/fgene.2021.711943
https://doi.org/10.1038/sj.clpt.6100052
https://www.ncbi.nlm.nih.gov/pubmed/17259950
https://doi.org/10.2217/14622416.9.11.1695
https://www.ncbi.nlm.nih.gov/pubmed/19018724
https://doi.org/10.1371/journal.pone.0279298
https://www.ncbi.nlm.nih.gov/pubmed/36538565
https://doi.org/10.1186/s13633-016-0035-5
https://doi.org/10.1111/bjh.13924
https://doi.org/10.1111/jcmm.15882
https://doi.org/10.2217/pme-2020-0183
https://doi.org/10.1007/s00280-017-3481-8


J. Clin. Med. 2023, 12, 7120 23 of 23

142. Chen, N.; Weiss, D.; Reyes, J.; Liu, L.; Kasserra, C.; Wang, X.; Zhou, S.; Kumar, G.; Weiss, L.; Palmisano, M. No clinically significant
drug interactions between lenalidomide and P-glycoprotein substrates and inhibitors: Results from controlled phase I studies in
healthy volunteers. Cancer Chemother. Pharmacol. 2014, 73, 1031–1039. [CrossRef] [PubMed]

143. Maggini, V.; Buda, G.; Martino, A.; Presciuttini, S.; Galimberti, S.; Orciuolo, E.; Barale, R.; Petrini, M.; Rossi, A.M. MDR1
diplotypes as prognostic markers in multiple myeloma. Pharmacogenet. Genom. 2008, 18, 383–389. [CrossRef] [PubMed]

144. Jamroziak, K.; Młynarski, W.; Balcerczak, E.; Mistygacz, M.; Trelinska, J.; Mirowski, M.; Bodalski, J.; Robak, T. Functional C3435T
polymorphism of MDR1 gene: An impact on genetic susceptibility and clinical outcome of childhood acute lymphoblastic
leukemia. Eur. J. Haematol. 2004, 72, 314–321. [CrossRef] [PubMed]

145. Cox, D.S.; Van Eyck, L.; Pawlak, S.; Beckerman, B.; Linn, C.; Ginman, K.; Thay Cha, Y.; LaBadie, R.R.; Shi, H.; Damle, B. Effects of
itraconazole and carbamazepine on the pharmacokinetics of nirmatrelvir/ritonavir in healthy adults. Br. J. Clin. Pharmacol. 2023,
89, 2867–2876. [CrossRef] [PubMed]

146. Ghasemiyeh, P.; Mortazavi, N.; Karimzadeh, I.; Vazin, A.; Mahmoudi, L.; Moghimi-Sarani, E.; MohammadSadeghi, A.; Shahisa-
vandi, M.; Kheradmand, A.; Mohammadi-Samani, S. Psychiatric Adverse Drug Reactions and Potential Anti-COVID-19 Drug
Interactions with Psychotropic Medications. Iran J. Pharm. Res. 2021, 20, 66–77. [CrossRef] [PubMed]

147. Jain, S.; Potschka, H.; Chandra, P.P.; Tripathi, M.; Vohora, D. Management of COVID-19 in patients with seizures: Mechanisms
of action of potential COVID-19 drug treatments and consideration for potential drug-drug interactions with anti-seizure
medications. Epilepsy Res. 2021, 174, 106675. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1007/s00280-014-2438-4
https://www.ncbi.nlm.nih.gov/pubmed/24659021
https://doi.org/10.1097/FPC.0b013e3282f82297
https://www.ncbi.nlm.nih.gov/pubmed/18408561
https://doi.org/10.1111/j.1600-0609.2004.00228.x
https://www.ncbi.nlm.nih.gov/pubmed/15059065
https://doi.org/10.1111/bcp.15788
https://www.ncbi.nlm.nih.gov/pubmed/37184075
https://doi.org/10.22037/ijpr.2021.114717.15007
https://www.ncbi.nlm.nih.gov/pubmed/34903970
https://doi.org/10.1016/j.eplepsyres.2021.106675

	Introduction 
	Dexamethasone, an Increasingly Used Molecule 
	Dexamethasone Pharmacokinetics, Metabolism, and Drug Interactions 
	Clinical Rationale for the Study of Pharmacokinetic Drug–Drug Interactions Involving Dexamethasone 
	In Vitro Evidence of Drug–Drug Interactions Involving Dexamethasone 
	In Vivo Evidence of Drug–Drug Interactions Involving Dexamethasone 
	Drug–Drug Interactions Involving Dexamethasone in Humans 
	Overall Conclusions 
	References

