supplementray Table 1 DE genes RPE/Choroid

FeaturelD. EntrezID Gene Name TranscriptType GeneBiotype logFC. FC PValue FDR Status
1| <a href=" nim.nih. 2term=NA' target="_blank"> NA </a> NA NA NA -1.84828071812607  -3. 498 0.000 8073 0. 142729 Down in EPR_Meteorin
1| <a href= nim.ni. 2term=NA' target="_blank"> NA </a> NA NA NA 1.65640105502531 | 3.15229172848854 | 2.07130796254484¢-05 0.00747892768863177 | Up in EPR_Meteorin
2 | <ahref-" nim.nih. 2term=NA' target="_blank"> NA </a> NA NA NA -7.73301022714488  -212 18 4 0 Down in EPR_Meteorin
1.1 | <a href=" nim.nih, term=NA' target="_blank"> NA </a> NA NA NA -0.840892576196551 -1.79115796468691 7.444313371602148-06 0.00330308563305852  Down in EPR_Meteorin
1| <a href=" nim.nih. 2term=NA' target="_blank"> NA </a> NA NA NA -1.24115698871656  -2. 2 0. Down in EPR_Meteorin
.1 | <a href= nim.nih. 2term=NA' target="_blank"> NA </a> NA NA NA -5.12004759242854  -34. 0.000 0. 1 Down in EPR_Meteorin
.1 | <a href="https nim.nih.g 2term=NA' target="_blank"> NA </a> NA NA NA 261933849119444 6. 2 05 0. Up in EPR_Meteorin
Abcg2 <a href=" nim.nih. i 12382 target="_blank"> 312382 </a> ATP binding cassette subfamiy G member 2 protein_coding  protein_coding  2.04479219986669  4.12613836162135 | 0.000254293638536338 0.0387502407167595  Up in EPR_Meteorin
AC108574.1 <a href="https://www.ncbi.nim.nih. gov/gene/2term=NA' target="_blank"> NA </a> NA NA NA 1 15 2.0 6951 000317 Up in EPR_Meteorin
Acer2 <ahref= nim.nih. ' target="_blank"> 313339 </a> alkaline ceramidase 2 protein_coding  protein_coding  1.30495672000371  2.47076316712509  9.193926474326066-06 0.00374863715653197  Up in EPR_Meteorin
Adgri4 <ahref= nim.nih, ‘ target="_blank"> 64124 </a> adhesion G protein-coupled receptor L4 NA NA 1.17621971042658 | 2.25983855750705  0.00023628741023234  0.036748782172836  Up in EPR_Meteorin
Aiplt <ahref= nim.ni, term=59110' target="_blank"> 59110 </a> aryl hydrocarbon receptor-interacting protein-like 1 protein_coding  protein_coding -2 -4 0.000 0. Down in EPR_Meteorin
Atpbv0e2 <ahref=" nim.nih. ' target="_blank"> 436582 </a> ATPase, H+ transporting VO subunit e2 protein_coding  protein_coding  -1.03791573918584  -2. 3 0. Down in EPR_Meteorin
Atpbyib2 <ahref= nim.nih, 2term=117596' target="_blank"> 117596 </a> ATPase H+ transporting V1 subunit 82 protein_coding  protein_coding  -0.889492004104625 -1 1 0. Down in EPR_Meteorin
Calmi4. <ahref= nim.nih. ' target="_blank"> 691455 </a> calmodulin-like 4 protein_coding  protein_coding -1.35639823226388  -2.56045150072229 9.73563587961419¢-05 0.0211082284822366  Down in EPR_Meteorin
Cenj <a href= nim.nih. ' target="_blank"> 294053 </a> cyclinJ protein_coding  protein_coding  8.0107748549131 | 257.9 2131 0. 177 Up in EPR_Meteorin
Cdhii <ahref= nim.nih. " target="_blank"> 84407 </a> cadherin 11 protein_coding  protein_coding | 0. 1.926 1 176-06 0. 12026 | Up in EPR_Meteorin
Cers1 <ahref= nim.nih, ' target="_blank"> 290658 </a> ceramide synthase 1 protein_coding  protein_coding  21.3050845782008  2502620.42174806  1.34715387203836¢-06 0.00114104896122474  Up in EPR_Meteorin
Ckmt1 <ahref= nim.nih, ‘ target="_blank"> 29593 </a> creatine kinass, mitochondrial 1 NA NA -157 -2.97957261937287 0 13848 0. Down in EPR_Meteorin
cita <ahref= nim.nih, ' target="_blank"> 83800 </a> clathrin, light chain A protein_coding  protein_coding | -0.750263287832745 | -1.68209978102979 0.000336421363778074 0.0474322681678133  Down in EPR_Meteorin
Crx <ahref= nim.nih,  target="_blank"> 60446 </a> cone-rod homeobox protein_coding  protein_coding  -2.55136453137402 -5 1031 2 156-05 0. Down in EPR_Meteorin
Ctnna2 <ahref= nim.nih, = " target="_blank"> 207357 </a> catenin alpha 2 protein_coding  protein_coding  -2.36400170461928  -5.1470630717878  3.46490415265407¢-05 0.0106676620503958  Down in EPR_Meteorin
Daplt <ahref= nim.nih, term=362136' target="_blank"> 362136 </a> death associated protein-like 1 protein_coding  protein_coding -2.3011567022367  -4.92852759010921 0.000152620175479814 0.0281522917770906  Down in EPR_Meteorin
Dnase2b <ahref= nim.nih,  target="_blank"> 59296 </a> deoxyribonuciease 2 beta protein_coding  protsin_coding -3, 7 -8, 6 05 0.0160411502527415  Down in EPR_Meteorin
Dusp? <ahref= nim.nih, ' target="_blank"> 300980 </a> dual specificity phosphatase 7 protein_coding  protein_coding  0.840859769870012 | 1.79111723491152  4.5617892278807¢-06  0.00237307421695891  Up in EPR_Meteorin
Ebft <ahref= nim.nih. 2term=116543' target="_blank"> 116543 </a> EBF transcription factor 1 protein_coding  protein_coding  0.887394365373747 | 1.84983214474515 | 9.79435233830413¢-05 | 0.0211082284822366  Up in EPR_Meteorin
Echsi <ahref= nim.nih, term=140547" target="_blank"> 140547 </a> enoyl-CoA hydratase, short chain 1 protein_coding  protein_coding -1.1392506460024  -2.20266584215823 0.000182652190223034 0.031312397064826  Down in EPR_Meteorin
Edn3 <ahref= nim.nih, = ' target="_blank"> 366270 </a> endothelin 3 protein_coding  protein_coding  0.973077440438081 | 1.96302349531081  6.1371008071612¢-05  0.0156022547079379  Up in EPR_Meteorin
Enot <ahref= nim.nih. ‘ target="_blank"> 24333 </a> enolase 1 protein_coding  protein_coding -0 BE 2 0 Down in EPR_Meteorin
Eno2 <ahref= nim.nih, ‘ target="_blank"> 24334 </a> enolase 2 protein_coding  protein_coding  -1.27641206915051  -2. 461459113694 5.35505553015403¢-05  Down in EPR_Meteorin
Erg <ahref= nim.nih, 2term=170909 target="_blank"> 170909 </a> ETS transcription factor ERG protein_coding  protein_coding 1.1 3711 0. 103 | Up in EPR_Meteorin
Esrrb <ahref= nim.nih, 1erm=299210' target="_blank"> 209210 </a> estrogen-related receptor beta protein_coding  protein_coding -2.84108913036541  -7.16560804162378 | 4.78377753936877e-06 0. Down in EPR_Meteorin
Fi3at <ahref= nim.nih, 2term=60327" target="_blank"> 60327 </a> coagulation factor XIll AT chain protein_coding  protein_coding -1.55043111483241  -2.9473759927187 | 5.97238649533543¢-05 0.0156922547079379  Down in EPR_Meteorin
F2r <ahref= nim.nih, ' target="_blank"> 25439 </a> coagulation factor Il thrombin) receptor protein_coding  protein_coding  1.40552838085646  2.64914788216249 6. 0 Up in EPR_Meteorin
Fam169a <ahref= nim.nih. ' target="_blank"> 310013 </a> family with sequence similarity 169, member A protein_coding  protein_coding -1.53954414032281  -2.90702633357297 0.000167848517514838 0.0297139834999513  Down in EPR_Meteorin
Famgga <ahref= nim.nih. 2 141" target="_blank"> 361441 </a> family with sequence similarity 89, member A protein_coding  protein_coding -2.38794341198252 | -5.2341069800986  0.000112475281577303 0.0235666958038221  Down in EPR_Meteorin
Fdftl <ahref= nim.nih, ' target="_blank"> 20580 </a> farnesyl diphosphate famesyl transferase 1 protein_coding  protein_coding -0 -1 0.000286321261431012 | 0.0423 48 | Down in EPR_Meteorin
Fgd5 <a href= nim.nih, ' target="_blank"> 362402 </a> FYVE, RhoGEF and PH domain containing 5 protein_coding  protein_coding  0.99585653137352 | 1.99426417349355 | 0.000112074368116607 0.0235666958038221  Up in EPR_Meteorin
Fkbps <a href- nim.nih, term= ' target="_blank"> 361810 </a> FKBP prolyl isomerase 5 protein_coding  protein coding 1.8280661107068 3. 127 3 11 |9, 16908 Up in EPR_Meteorin
Fmo2 <ahref= nim.nih, ' target="_blank"> 246245 </a> flavin containing dimethylaniine monoxygenase 2  protein_coding  protein_coding 2.1 1 4.52703810143509 8. 4895 0.0036: Up in EPR_Meteorin
@6pd <ahref= nim.nih, 2term=24377" target="_blank"> 24377 </a> glucose-6-phosphate dehydrogenase protein_coding  protein_coding -0 -1 o 0, 1 Down in EPR_Meteorin
agts <ahref= nim.nih, ' target="_blank"> 408206 </a> gamma-glutamyl transferase 6 protein_coding  protein_coding  -2.20708370665468  -4.91456524136888 0.00021484022624262  0.0358784801093923  Down in EPR_Meteorin
Gip <ahref= nim.nih, ' target="_blank"> 25040 </a> gastric inhibitory polypeptide protein_coding  protein coding -2.30193358115726  -4.93118227469418 1.05292817863819e-08 | 1.58844745020357€-05 Down in EPR_Meteorin
Gnatl <a href-' nim.nih, term=363143' target="_blank"> 363143 </a> G protein subunit alpha transducin 1 protein_coding  protein coding  -2.10763649475426 -4 00001 0 Down in EPR_Meteorin
arki <ahref= nim.nih. 2term=81760' target="_blank"> 81760 </a> G protein-coupled receptor kinase 1 protein_coding  protein_coding  -2.36059364940248  -5.13581647419147 0.000265373968393508 0.0396379374968750  Down in EPR_Meteorin
Gstpl <ahref= nim.nih,  target="_blank"> 24426 </a> glutathione S-transferase pi 1 protein_coding  protein_coding -1.19174900989369  -2.28420505326971 2.92426001787787¢-06 0.00169674563960406 Down in EPR_Meteorin
Hes1 <a href= nim.nih, 2term=29577" target="_blank"> 29577 </a> hes family bHLH transcription factor 1 protein_coding  protein_coding  0.972181371902703 1 0.000 0 Up in EPR_Meteorin
Hpgd <ahref=" nim.nih. 2term=79242" target="_blank"> 79242 </a> 15-hydroxyprostaglandin dehydrogenase protein_coding  protein coding -4.01986838567233  -16.2218717185969 1 42 915067 Down in EPR_Meteorin
Hspatb <a href-' nim.nih, 2term=24472" target="_blank"> 24472 </a> heat shock protein family A (Hsp70) member 1B protein_coding  protein_coding 0.969773765279542  1.95853344570009  0.00025415307211189  0.0387502407167595  Up in EPR_Meteorin
Igfbp3 <ahref-1 nim.nih, ‘ target="_blank"> 24484 </a> insulin-like growth factor binding protein 3 protein_coding  protein_coding  1.20692319399854 | 2.35695333312368 | 6.59254484734172e-05 0.0160411502527415  Up in EPR_Meteorin
Kene2 <ahref= nim.nih, 2term=171138' target="_blank"> 171138 </a> potassium voltage-gated channel subfamily E regu protein_coding  protein_coding -1 -3.361 24 5 0. Down in EPR_Meteorin
Kenjt4 <ahref-= nim.nih. 2term=276720 target="_blank"> 276720 </a> potassium inwardly-rectifying channel, subfamily J protein_coding  protein_coding -2.42006878169535  -5.38545702716459  2.11449002275853e-05 | 0.00747802768863177 ' Down in EPR_Meteorin
Kifo <a href-' nim.nih, term=117560' target="_blank"> 117560 </a> Kruppel-like factor 9 protein_coding  protein coding 1.201 2.300 3679 5 0.011 Up in EPR_Meteorin
Lamp3 <a href-' nim.nih, 2term-303801" target-"_blank"> 303801 </a> lysosomal-associated membrane protein 3 protein_coding  protein_coding -3 -8. 0.0001530: 0.0281522917770906  Down in EPR_Meteorin
Ldha <ahref-1 nim.nih. ' target="_blank"> 24533 </a> lactate dehydrogenase A protein_coding  protein coding -1.16656738017745  -2.24476960592163 1 o 1083 Down in EPR_Meteorin
L <a href= nim.nih, 2term=100364062' target="_blank"> 100364062 </a> M2 pyruvate kinase-like NA NA -1.18276350247025  -2.27011218139668 7. 0 Down in EPR_Meteorin
LOC100911725 | <ahref-" nim.nih. 2term=100911725' target="_blank"> 100911725 </a> 6-phosphofructo-2-kinase/fructose-2,6-bisphosph NA NA -6.00934507895613  -122.730157049583 0,000218800223390169 0.0358784801093923  Down in EPR_Meteorin
L <ahref-1 nim.nih, 2term=100912399' target="_blank"> 100912399 </a> mitogen-activated protein kinase kinase kinase 1-Ii protein_coding  protein_coding | 20.5288255666443 | 1512837.46556109 3 e-06 0. Up in EPR_Meteorin
L <ahref-1 nim.nih. 2term-102556337" target="_blank"> 102556337 </a> mitochondrial fission factor-like protein_coding  protein_coding -2.5310523920908  -5.77993148858034 1 2 Down in EPR_Meteorin
L <ahref- nim.nih. 2term-108348055' target="_blank"> 108348055 </a> B domain-containing protein 1 NA NA -757665508797103  -190.897710245174 6.4946212519021e-05  0.0160411502527415  Down in EPR_Meteorin
LOC108351137 | <ahref= nim.nih, 2term=108351137" target="_blank"> 108351137 </a> _glyceraldehyde-3-phosphate dehydrogenase  NA NA -0 1234 -1, [} 169554 0. Down in EPR_Meteorin
LOC685431 <a href-' nim.nih, 2term-685431' target="_blank"> 685431 </a> similar to Alp! phospho-D-glycerate h -1.08381759634975 | -2.11963755861594 2.46808444745351e-06  0.00161884878149059 | Down in EPR_Meteorin
Map3ké <ahref-1 nim.nih. ’ blank"> 313022 </a> mitogen-activated protein kinase kinase kinase 6 _ protein_coding  protein_coding 2. 14 4.008674 5.03957 Up in EPR_Meteorin
Marcks <ahref- nim.nih. blank"> 25603 </a> myristoylated alanine rich protein kinase C substra protein_coding  protein_coding | 0.787194862777564 | 1.725 0.0001641 0 Up in EPR_Meteorin
Mfapd <ahref- nim.nih. 7term-287382" target-"_blank"> 287382 </a> microfibril associated protein 4 NA NA 1 2 1 0 Up in EPR_Meteorin
Mfges <ahref-" nim.nih, 2term=25277" target="_blank"> 25277 </a> milk fat globule EGF and factor V/VIll domain cont: protein_coding  protsin_coding -0.771265344001851 -1.70676607995159 0.000300413830210085 0.0440004178888286  Down in EPR_Meteorin
Mmp10 <a href-' nim.nih, 2term=117061" target="_blank"> 117061 </a> matrix metaliopeptidase 10 protein_coding  protein_coding  -6.20105825027051  -73.5706407032332  6.26322061747057e-26 | 2.36217365587903-22  Down in EPR_Meteorin
Mmp3 <ahref- nim.nih, 2term=171045' target="_blank"> 171045 </a> matrix metallopeptidase 3 protein_coding  protein_coding  -6.05965593214801 | -66.7018990834327 6.29647162658775¢-64 9.49885709587028-60 Down in EPR_Meteorin
Mpp4 <a href- nim.nih. 2 8808" target-"_blank"> 58808 </a> membrane palmitoylated protein 4 protein_coding  protein_coding  -2.21015160049223  -4.62723894707025 6.13629081079108e-05 0.0156922547079379  Down in EPR_Meteorin
Ndst2 <ahref-" nim.nih. 2term=114002" target="_blank"> 114002 </a> N-deacetylase and N-sulfotransferase 2 protein_coding  protein coding 1.0741457641571  2.10547502747805 0.000169389008418123 0.0297139834999513  Up in EPR_Meteorin
Netl <ahref-" nim.nih. blank"> 307098 </a> neuroepithelial cell transforming 1 protein_coding  protein_coding 1 2 8. 1 7536-05 | Up in EPR_Meteorin
Nrl <ahref-1 nim.nih. blank"> 290221 </a> neural retina leucine zipper protein_coding  protein_coding -2 5.4 1 7.181 4359e-05  0.01 Down in EPR_Meteorin
Nxnlt <ahref- nim.nih. ' target="_blank"> 306342 </a> nucieoredoxin-iike 1 protein_coding  protein coding  -1.36665834664665  -2.57872574532899 5.589921001736e-05  0.0150588481410588  Down in EPR Meteorin
Ogn <a href-" nim.nih, i 91015' target-"_blank"> 291015 </a> osteoglycin protein_coding  protein_coding 1 2 o 0.049: Up in EPR_Meteorin
Pde6a <a href= nim.nih. ki 07401 target="_blank"> 307401 </a> phosphodiesterase 6A protein_coding  protein_coding  -2.00777316584534  -4.0: o 0 Down in EPR_Meteorin
Pdit <ahref=" nim.nih. ' target="_blank"> 203544 </a> protein disulfide isomerase-like, testis expressed  protein_coding  protsin_coding | 1 2 39 0.0113693072247535 | Up in EPR_Meteorin
Pgam1 <a href-' nim.nih, " target-"_blank"> 24642 </a> phosphoglycerate mutase 1 protein_coding  protein_coding  -0.785417381810985 -1 5 5.279783753521886-06 0. 1631068 Down in EPR_Meteorin
Pgk1 <a href-' nim.nih. G 4644 target-"_blank"> 24644 </a> phosphoglycerate kinase 1 protein_coding  protein_coding -0.823185023130591 -1.76930776675806 0.000° 0.02° Down in EPR_Meteorin
Pkm <ahref-" nim.nih. i 5630" target-"_blank"> 25630 </a> pyruvate kinase M1/2 protein_coding  protein_coding  -1.10081298410472  -2.15817669142237 3. 10 6 Down in EPR_Meteorin
Plat <ahref=" nim.nih. 2term=25692" target="_blank"> 25692 </a> plasminogen activator, tissue type protein_coding  protein_coding  0.899294058674507 | 1.86515310071854  3.48768647751074e-07 | 0.000350768254664847 Up in EPR_Meteorin
Plcd4 <ahref= nim.nih, 2term=140693' target="_blank"> 140693 </a> phospholipase C, delta 4 protein_coding  protein_coding  -1.91975499682399  -3.78358799109036 1.52825110803982e-09 2.881899526986096-06 Down in EPR_Meteorin
Prdm8 <a href="https/www.nchi.nim.nih.gov/gene/2term=305198' target="_blank"> 305198 </a> PR/SET domain 8 protein_coding  protein_coding  -1.39717289228153  -2. o 0.04957 Down in EPR_Meteorin
Psat1 <ahref- nim.nih, 2 93820" target="_blank"> 293820 </a> phosphoserine aminotransferase 1 protein_coding  protein_coding -0 -1 000017 0 Down in EPR_Meteorin
Ptpm <ahref-" nim.nih, 2term=116660" target="_blank"> 116660 </a> protein tyrosine phosphatase, receptor type, N protein_coding  protsin_coding -3.67430670973706  -12.7666376716621 2.52713940559357e-50 1.90622125363923e-46 Down in EPR_Meteorin
Pygm <ahref=" nim.nih, 2term=24701" target="_blank"> 24701 </a> glycogen phosphorylase, muscle associated protein_coding  protein_coding -0.94 -1 04 0 0 39 Down in EPR_Meteorin
Rbp3 <ahref= nim.nih. 2term=24711" target="_blank"> 24711 </a> retinol binding protein 3 protein_coding  protein_coding  -2.10913826218523 | -4.31433517578101 0.0002346090526598  0.036748762172836  Down in EPR_Meteorin
Rbp4 <ahref="http nim.nih.g 2term=25703" target="_blank"> 25703 </a> retinol binding protein 4 protein_coding  protein_coding  -2.0950676151811 | -4.27246186613215 1 06 0. Down in EPR_Meteorin
Resft <ahref-" nim.nih, i 16982 target="_blank"> 316982 </a> retroelement silencing factor 1 NA NA 1 2 1730543 000018641 Up in EPR_Meteorin
Rgce <ahref=" nim.nih. term=117183' target="_blank"> 117183 </a> regulator of cell cycle protein_coding  protein_coding 1 2 o 0. Up in EPR_Meteorin
<ahref= nim.nih. ' target="_blank"> 500965 </a> similar to L-lactate dehydrogenase A chain (LDH-A NA NA -1.46826310361156  -2.76688580766805 1.99675529776101-06 | 0.00143443097247727 | Down in EPR_Meteorin
Rgr <ahref= nim.nih, " target="_blank"> 306307 </a> retinal G protsin coupled receptor protein_coding  protein_coding | 0. 135 1 14 8. 0019 7 Upin EPR_Meteorin
Rho <a href="https:/www.nchi.nim.nih.gov/gene/2term=247 17" target="_blank"> 24717 </a> thodopsin protein_coding  protein_coding -2 -4 1187 8. 0.0194263677181507  Down in EPR_Meteorin
Rundc3a <ahref-" nim.nih. ' target="_blank"> 303569 </a> RUN domain containing 3A protein_coding  protein_coding | 1.49232219741349 | 2 0.000 0 Up in EPR_Meteorin
Scd <ahref=" nim.nih. ' target="_blank"> 246074 </a> stearoyl-CoA desaturase NA NA 226212197354447 4. 6.42863453762609e-15 | 1.93964 1| Up in EPR_Meteorin
Sh2ds <ahref= nim.nih, ' target="_blank"> 366489 </a> SH2 domain containing 5 protein_coding  protein_coding  -2.80770687056976 | -7.00170787314347 | 9.98984¢] 0.00094191 Down in EPR_Meteorin
Sic22a8 <ahref= nim.nih. ' target="_blank"> 83500 </a> solute carrier family 22 member 8 protein_coding  protein_coding | 0. 1.81763934632774  0.00021 0.0358784801093923 | Up in EPR_Meteorin
Sle35c2 <ahref= nim.nih, term=311637' target="_blank"> 311637 </a> solute carrier family 35 member C2 protein_coding  protein_coding  -0.772091056683933 -1.70774321076149 0.00014695386919349  0.0277118258831623  Down in EPR_Meteorin
Sicotct <ahref= nim.nih, term=84511' target="_blank"> 84511 </a> solute carrier organic anion transporter family, men protein_coding  protein_coding 1. 2 1 0.001 4| Upin EPR_Meteorin
Sprria <ahref= nim.nih. ' target="_blank"> 499660 </a> small proline-rich protein 1A protein_coding  protein_coding  -7.21522795767629  -148.5935768213759 8.39016116761716e-05 0.0194263677181507  Down in EPR_Meteorin
Tdrd7 <ahref= nim.nih, * target="_blank"> 85425 </a> tudor domain containing 7 protein_coding  protein_coding -1 -2, 29494901 0. 79 Down in EPR_Meteorin
Tirc <ahref= nim.nih. ‘ target="_blank"> 64678 </a> transferrin receptor protein_coding  protein_coding  -1.24858554115358  -2. o 0.04657: Down in EPR_Meteorin
Timp1 <ahref= nim.nih, term=116510' target="_blank"> 116510 </a> TIMP metallopeptidase inhibitor 1 protein_coding  protein_coding -1 - 15 0.000 1843 0, 18804  Down in EPR_Meteorin
Tkt <ahref= nim.nih, ' target="_blank"> 24834 </a> thymidine kinase 1 protein_coding  protein_coding -1.50211610283021  -2.83257882287758 3.85082730338574e-05 0.0113693072247535  Down in EPR_Meteorin
Tmem140 <ahref= nim.nih, ' target="_blank"> 362334 </a> transmembrane protein 140 protein_coding  protein_coding 0.773138848778637 | 1.70898395099106  0.000235251342268344 0.036748762172836  Up in EPR_Meteorin
Tmem4o <ahref= nim.nih. ' target="_blank"> 680858 </a> transmembrane protein 40 protein_coding  protein_coding  -7.2978767358112  -157.354730010697 5.07585961436851e-05 0.0139226214804297  Down in EPR_Meteorin
Tmem9 <ahref= nim.nih, ' target="_blank"> 289046 </a> transmembrane protein & protein_coding  protein_coding -0 i1 1. a. 5 | o. 7354 | Down in EPR_Meteorin
Tpm4 <ahref= nim.nih, ' target="_blank"> 24852 </a> tropomyosin 4 protein_coding  protein_coding  0.736848414191122 1 9. 5 | 0.021 Up in EPR_Meteorin
Uchi <ahref= nim.nih, * target="_blank"> 20545 </a> ubiquitin C-terminal hydrolase L1 protein_coding  protein_coding | -1.54441369233867 | -2.91685504497028 8.85006415076014e-05 0.0199474390713981  Down in EPR_Meteorin
Ulbp1 <ahref= nim.nih, 2term=102547056' target="_blank"> 102547056 </a> UL16 binding protein 1 NA NA 1.71351029944403 | 3.27957825363538 | 0.000347041796337238 | 0.0484765975883665  Up in EPR_Meteorin
Vwai <ahref= nim.nih, ' target="_blank"> 298683 </a> von Willsbrand factor A domain containing 1 protein_coding  protein_coding | 1. 2866 0. Up in EPR_Meteorin
Zbth16 <ahref= nim.nih. " target="_blank"> 353227 </a> zinc finger and BTB domain containing 16 protein_coding  protein_coding | 2.2 4.63765093777963  0.0001, 0. Up in EPR_Meteorin




Supplementary Table 2 DE genes Retina
FeaturelD EntreziD Gene Name TranscriptType _GeneBiotype logFC Fo PValue. FOR Status
1 i blank"> NA </a> NA NA NA -1.07465455840785  -2.10621769483329 73102416397 1974e-15  2.55036055205723e-11 Down in NR Metsorin
1 i blank'> NA </a> NA NA NA o 1 2 3 UpinNR Meteorin
1 [ <anver . blanic's NA </a> NA NA NA 167930893520076  2.20281159711191 | 0.000567776569275009 0.0420219003848482  Up in NR Meteorin
1| cabret- i *_blank'> NA </a> Na NA NA 1.60588070722203  3.04080411761896 | 1.762148158722140-08 2.76331972832872¢-05  Up in NR Meteorin
1 = i blank"> NA </a> Na NA Na -8.08227145627535 271 Down in NR_Metsorin
i blank"> NA </a> Na NA NA -1 Down in NR_Meteorin
1| cabvet- i LNA' target—*_blank”> NA </a> Na Na Na 841 2 22 1.42500122767129-18 Downin NR Meteorin
1 [ <ater " A target="_blank’> NA </a NA NA NA 1 Upin NR_Meteorin
1| <abret- i target="_blank’> NA <2 Na NA NA E 08 7 Down in NR_Meteorin
AC117056.1 <a href=https:/wicbi.nim.nih.gov/gens/2em=NA' target="_blank'> NA </a> Na NA NA 4 0.00921 Down in NR_Metsorin
Acaca i ‘ target=" blank'> 60881 </a> | acetyh-CoA carboxylase alpha protein_coding _ protein_coding 1401 1 Ix] Upin NR_Msteorin
Adgri2 <a href-hitps3//wwwncbi.nim.nih gov/gene/?term. 171447 target—*_blank"> 171447 </a>  adhesion G protein-coupled recsptor L2 Na Na 0.311895013200584  1.24130715454412 | 0.000434447834287602 0.0365224067920622  Up in NR_Meteorin
Anks et i ' torget—" blank'> 361833 </a> | ankyrind protein_coding | protein_coding  0.045656035028089 1.2707286881491  0.000684854711190992 0.0450476244336072  Upin NR_Meteorin
Ankibt <a href- hitps://wwwncbi.nim nih gov/gene/?term-368062' target-*_blank"> 368062 </a>  ankyri repeat and IBR domain containing 1 protein_coding  protein_coding 0.318624206687007 1.24714070020792  0.000045722048588974 0.032408329264027  Up in NA_Meteorin
Ankrdd4 - hitps:/ ol ' target="_blank"> 301415 </a>  ankyrin repeat domain 44 protein_coding _ protein_coding 8 1 3.0081017031046e-05 0.0071 UpinNR_Meteorin
Ahgeftz i " target="_blank"> 67072 </a> | Rho guanine nucieotids exchangs factor 12 protein coding _ protein coding 0.320071170457377 1 Upin NR_Meteorin
Atpsite <afref- i ' target*_blank”> 245958 </a> | ATP synthase F1 subunit epsion NA Na E 178 -1 2 Down in NR_Metsorin
Avnt i ataxin 1 protein_coding  protein_coding 1 2 00071 Upin NR_Meteorin
Bace2 <a href- hitps:/wwwwncbi.nim nih gov/qene/?1erm-288207' target=*_blank"> 288227 </a> | beta-aecretage 2 protein_coding _ protein_coding -1 2 Down in NR_Meteorin
Bazzh <a href~"https2/wnncbi.nim.nih gov/gene/2tem=317627" target="_blank"> 317627 </a> bromodomain adjacent to znc finger domain, 28 protein_coding _ protein_coding  0.337 1 0.032774 Upin NR_Meteorin
Bop1 i " target=" blank"> 204687 </a> B double prime 1, subuit of RNA polymerass Il ranscription iftiaton factor B protein coding _ protein coding 1 0.010457176720132  Upin NR. Meteorin
Bodtlt <a href- hitps://wwwncbi.nim nih gov/gene/?erm-207118' target—*_blank"> 207118 </a> | biorientation of chromosomes in celldivision ke 1 protein_coding  protein_coding 1 Upin NR_Meteorin
Brwai <a href- hitps:/vwsncbi.cim.nih. Go/gene/21em-304061" target—"_blank"> 304061 </a>  bromodomain and WD repeat domain containing 1 protein_coding | protein_coding  0.405427036003877 1.02448089713767  4.35002820842329-05 0.00919830766189652 U in NR_Meteorin
Bsn <a href-hitps:/wwwncbi.nim nih gov/gene/?term-=29138' target-"_blank'> 2918 </a> | bassoon (presynaptic cytomatrix protein) protein_coding  protein_coding 0.364404411085882 1 00001 Upin NR_Meteorin
Cacnatd i 16 torget="_blank"> 29716 </a> _ calcium voltage-gated channel suburit alpha D protein_coding _ protein_coding 143 1 Upin NR_Meteorin
Camkid i 124 target="_blank"> 307124 /a> | calcium/calmoduiin-dependent protein kinase ID protein coding _ protein coding 1 1 UpinNR Meteorin
Carmilt <ahret. i " target*_blank”> 306941 </a> | capping protein regulator and myosin 1 inker 1 NA Na 1 00001 0.0189444817409312  Up n NR_Meteorin
Co2dza <a href- hitps:/vwncbi.rim.nih. gov/gene/21erm-498386' target—"_blank"> 498386 </a>  coilec-coil and G2 domain containing 2A protein_coding  protein_coding 0.563903317989265 1 2 0,007 Upin NR_Meteorin
Cedeta1 <a href- https://wwwnchi.nim.nih. gow/gene/2term-311104' target="_blank"> 311134 </a  coilec-coil domain containing 141 protein_coding | protein_coding 1 Upin NA_Meteorin
CodosBa i ' target="_blank"> 305605 </a> | coiled coil domain containing 83A protein_coding _ protein_coding 8 1 Upin NR_Meteorin
Coni i ' target=" blank"> 284053 </a> oyciinJ protein coding _ protein coding 1. 79 2 1450243 UpinNR Meteorin
cdes et ’ 186" target-*_blank'> 29186 </2> | CdB3 molecuie protein_coding  protein_coding -0.0038930092088 -1.20447107582244 0,000625040073078161 0.0438313277377172  Down in NR_Metearin
celi2 <a href- hitps:/vwncbi.nim.nih. Gov/gene/?em-29428' target-"_blank'> 29428 </a> | CUGBP, Elav-like family member 2 protein_coding _ protein_coding 0.3 14906 1 Upin NR_Meteorin
Cepaso <a href- htps:/wwwncbi.nim nih gov/gene/?term- 246304’ target—*_blank"> 246304 </a> | centrosomal protein 350 protein_coding | protein_coding 1 Upin NR_Meteorin
Giart i 1 target="_blank"> 365671 </a> _ circadian associated repressor of ranscription protein_coding _ protein_coding 0. 1 Down in NR_Meteorin
Clice i " target=" blank’> 304081 </a> | chloride intracelllar channel 6 protein coding _ protein coding -0.652677495342441 ~1,57208311651675 2.80925489079366e-05 0,007 11492529847567  Down in NR Meteorin
ol et ’ 4854 target-" blank'> 24854 </a> | clusterin protein_coding  protein_coding 147 -1 8605 001 Down in NR_Metsorin
cmpk2 <a et hitps:/wwncbi.rim.nih. Gov/qene/21em-314004' target="_blank"> 314004 </a> | cyidineuridine monophosphate kinase 2 protein_coding _ protein_coding -0.444 1 1 0.001 Down in NR_Meteorin
Colttaz i Gollagen type X alpha 2 chain protein_coding  protein_coding 1 1613 Upin NR Meteorin
Coltat i collagen type | aipha 1 chain protein_coding _ protein_coding 4 1 1844 UpinNR Meteorin
Colgaz i Gollagen type Vill alpha 2 chain protein coding  protein coding -1 0.0001470716328841 Down in NR Metsorin
Cope e i COPI coat complex subuit spsilon protein_coding _ protein_coding - 1 Down in NR_Metsorin
crip2 <a href- hitps:/wwincbi.rim.nih gov/gene/21em-338401" target="_blank"> 338401 </a>  cysteine-rich protein 2 protein_coding _ protein_coding - 1 0,0337104392722841  Down in NR_Meteorin
Dbp i ' target="_blank'> 24309 </a> | D-box binding PAR bZIP transcription factor protein_coding  protein_coding Bl 2 Down in NR_Metsorin
Dhps . i target-"_blank"> 288923 </a>  deoxyhypusine synthase protein_coding _ protein_coding -0.303411007) 1 0,0337104; 41 Down in NR_Meteorin
Diot i ' target=" blank'> 25430 </a>  odothyronine delodinas 1 NA NA 0.547143293643342 ~1.46118950191798 1.993257914726296-07 0,000154532856666696 Down in NR Meteorin
Dst hret. ? ' target—" blank'> 316313 </a> dystorin protein_coding  protein_coding 1 0.000651 Upin NR_Meteorin
Eart <a href- hitps:/wwwncbi.rim.nih gov/gene/?1erm=24330' target-"_blank'> 24300 </a> | eary growih response 1 protein_coding | protein_coding  -1.44858713418835 -2 Down in NR_Meteorin
Emis i ' target="_blank"> 444982 </a> | EMAP Ike 5 protein_coding _ protein_coding 1 1 UpinNR_Meteorin
Emsy < i target-"_blank"> 361607 </a> EMSY transeriptional repressor, BRCA? interacting NA NA 1 Upin NR_Meteorin
Ep300 i ' target="_blank’> 170915 </a>  E1A binding protein p300 protein coding _ protein coding 1 0.00243117393830887  Upin NR Meteorin
Epbatis erythrocyte membrans protein band 4.1 like 5 NA NA 1 1673 Upin NR_Msteorin
Etnppl ethanolamine-phosphate phospho-iyase protein_coding _ protein_coding 1 74854 0.0397104002722941  Up in NR Meteorin
Fibop2 i ’ target="_blank"> 293702 </a> | FKBP proly! somerase 2 protein_coding _ protein_coding - Bl Down in NR_Metsorin
Finb i ' target="_blank’> 306204 </a> | flamin 8 protein_coding _ protein_coding 1 a4 Upin NR Msteorin
Fmnt i " target="_blank"> 296512 </a> | formin 1 protein coding _ protein coding 1 UpinNR Meteorin
Fnt floronectin 1 protein_coding  protein_coding 0. 1 1 1 UpinNR Meteorin
Fos Fos proto-oncogens, AP-1 transeription factor subunit protein_coding  protein_coding -1.01642170282009 - s 11 Down in NR_Meteorin
Frzb - i ' targ frizziecrelated protein protein_coding | protein_coding -0.33521877 1 1 Down in NR_Metsorin
Fundc2 i ' target=" blank"> 361288 </a> FUN14 domain containing 2 protein coding _ protein coding -1 0.0304719899326692  Down in NR Meteorin
afap < href=https://wwwincbi.nim.nih.Gov/gsne/term=24367" target="_blank'> 24387 </a>  glilfbrillary acidic protein protein coding _ protein coding 1387319658131 o 1601 UpinNR Meteorin
Giat i target=" blank'> 24392 </a>  gap junction protein, apha 1 protein coding  protein coding -0.8230666117962  -1.76916255415932  7.069763471325456-06 0,00298965300734384  Down in NR Meteorin
apxe <a href-hitps://wwwncbi.rim nih gov/gene/?em-29328' target-"_blank'> 29028 </a> | glutathione peroxidase 4 protein_coding  protein_coding -0.450712724216658 -1 1 Down in NR_Meteorin
Gramdb i  target="_blank"> 300644 </a> | GRAM domain containing 18 protein_coding _ protein_coding 1 0.032774 Upin NR_Meteorin
Grm1 i target=" blank'> 24414 </a>  glutamate metabotropi receptor | protein coding | protein coding 0.358328480167285 1.28193976952147 | 0,00032763811670729  0.0316515925453026  Upin NR Mteorin
Helz - i ' target="_blank"> 287773 </a>  helicase with zinG inger protein_coding _ protein_coding 10201207 1 0.0305413121790465  Up inNR Meteorin
Hipke i " target="_blank’> 362342 </a>  homeodomain interacting protein kinase 2 protein_coding | protein coding 0.418288151102122 1 Upin NR_Meteorin
Hivep2 <a href- hitps:/wwwncbi.nim nih gov/gene/?1em-29721" target-"_blank'> 28721 </a> | HIVEP zinc finger 2 protein_coding  protein_coding 1 Upin NR_Meteorin
Hopx <a href-"https:/vwiwncbi.nim.nih gov/aene/2tem=171160' target="_blank"> 171160 </a> HOP homeobox protein_coding _ protein_coding 1 13205 Down in NR_Meteorin
Hydin i " target=" blank"> 292017 </a> | Hydin, axonemal central pair apparatus protsin protein coding _ protein coding 1 UpinNR Meteorin
It et ? 18' target"_blank'> 25718 </a> _ insuiin-ike growth factor 1 receptor protein_coding _ protein_coding 1 Upin NR_Meteorin
Ipske i ' target=" blank'> 59268 </a>  Inositol hexakisphosphate kinass 2 protein_coding _ protein_coding 1 Up inNR_Msteorin
lagap2 <a href- hitps://wwwncbi.nim nih gov/gene/?term- 100360623 target-"_blank">> 10036062 IQ motf containing GTPase activating pratein 2 protein_coding _ protein_coding -0 1 1 7 Down in NR_Meteorin
Jagt - hitps 2 ol Jagged canonical Noteh igand 1 protein_coding _ protein_coding 1 1 Upin NR_Meteorin
Jala i blank'> 25326 </a> | Janus kinase 3 protein coding  protein coding -1 Down in NR Metsorin
Katéh et i blank"> 588634 </a>  Iysine acetyitransferase 68 protein_coding | protein_coding 0.311708111628859 1.24117634930449  0.00004600586243927  0.002408929284027  Up n NR_Meteorin
Kena2 i blank'> 25466 </a> | potassium voltage-gated channel subfamily A mermioer 2 protein_coding _ protein_coding 1 3 120798 Up in NR_ Meteorin
Kii21b <a href- hitps://www ncbi.nim nih gov/gene/?term. 289387 target-*_blank"> 289397 </a>  kinesin family member 218 protein_coding | protein_coding 0.04380408439531  1.26912492026341  0.000056526178589002 0.027320869882508  Up in NA_Meteorin
Kitlg i target="_blank'> 60427 </a>  KIT ligand protein_coding _ protein_coding 1 Upin NR_Meteorin
Kifo i 1 117560 </a> | Kiuppsi-like factor 9 protein coding | protein coding 0.333551084704114 1.26011122885367 | 0,000493786291215862 0.0397348963879807  Upin NR Meteorin
Kmiza et i ! target—*_blank’> 315606 </a> | Iysine methyjtransierase 24 protein_coding  protein_coding 1 a Upin NR_Meteorin
Kmtze <a href=https:/Avwncbi.nim.nihGov/gene/21sm=502710' target="_blank"> 502710 </a> | Iysine methyransferase 2C protein_coding _ protein_coding 1 Upin NR_Msteorin
Kit1B <a href- hitps:/www ncbi.nim nih gov/gene/?term. 294853 target-*_blank"> 284853 /a>  keratin 18 protein_coding  protein_coding 1.1 2 a Down in NR_Metorin
Kit19 . i target-"_blank"> 360626 </a> keratin 19 protein_coding _ protein_coding - 1 1.97864: 158007 Down in NR_Meteorin
Kn® i ‘target=" blank'> 25626 </a>  keratn 8 protein coding  protein coding -1.06355216996768  -2.0900713162566  0,00031332545690784  0,0807919489517529  Down in NR Meteorin
Lamb1 hret. i ' trget-"_blank"> 298941 </a>laminin subit beta 1 protein_coding  protein_coding 0.460871713808416 1 Upin NR_Meteorin
Lenz <a et hitps:/wwncbi.nim.nih. Gov/gene/21erm=170496' target-="_blank"> 170496 </a> | lipocalin 2 protein_coding  protein_coding -1 2 Down in NR_Meteorin
Leor <afref- . " target*_blank”> 065462 </a> | ligand dependent nuclear receptor corepressor protein_coding  protein_coding 1 1 Upin NR_Meteorin
LOC100360117 | <a i 17" torget-"_blark'"> 10036011 ribosomal protein L8-like. protein_coding | protein_coding -0.330640861193591 -1.257571 1 Down in NR_Meteorin
" blark'> 10026102 protein arginine methyltransferase 1-1ke NA NA 1 1 0.00526445717732813  Down in NR Meteorin
et " 100362366 target—"_blank"> 10036236 408 ribosomal pratein S17-like protein_coding  protein_coding 12577400317 188 Down in NR_Metsorin
L <afref- i term-100911660' target-"_blank'> 10081168 ymphocyte-specific helicase-fike protein_coding _ protein_coding 1 1 0.00526445717732813 U in NA_Meteorin
L <afref- ? 100911847 target*_blank'>> 10091184 408 ribosomal pratein S1d-like protein_coding  protein_coding -0.091892255514818 -1.01211325865680  1.48902264311646e-05 0.00472257067830869  Down in NR_Meteorin
LOC100811091 | <a href-"https://wwincoi nim.nih.ov/gene/?term-10011991" target-"_blank"> 10091199 elongation factor 1-alpha 1-like protein_coding _ protein_coding - Bl Down in NR_Meteorin
i blark'> 10091228 toike protein coding  protein coding -1.80242041178731 Down in NR Metsorin
i _blank"> 10255508 zinc finger protein 250-lie protein_coding  protein_coding -8.99626778573873  -510.677181204786  8,54030909872794e-06 0.00322108144520942  Down in NR Meteorin
<atret i 103689943 target="_blank">> 10368384 meiosis arrest female protein 1-ike NA Na 1 7 Upin NA_Meteorin
<atref- ? 103689951 target"_blank"> 10363985 liprin-alpha- -iie NA NA 2 Down in NR_Metsorin
<afref- i  target="_blank"> 10369016 SH3 and multiple ankyrin repeat domains protein 2-fike. NA NA 1 Upin NR_Meteorin
<ahret= i blark'> 10369098 uncharacterized LOC103690996 NA NA -0.591395119507516 -1 Down in NR Metsorin
i blank"> 10834805 B9 domain-containing protein 1 NA NA -250509602172206 -5, 1 Down in NR Meteorin
LoC4sEs55 <a href-hitps:/wwncbi.rim.nih. gov/gene/?1erm-=498555' target—*_blank"> 498555 </a>  similr to 60S acidic ribosomal protein P2 protein_coding _ protein_coding - Bl Down in NR_Meteorin
Locs7e894 i  target="_blank"> 679894 </a>  simiar to THO complex suburit 2 (Tho2) protein_coding  protein_coding 1 172 UpinNR Meteorin
Lrat <a hrefhitps:/wwwncbi.nim.nih.qow/gene/2term-64047" target="_blank'> 64047 </a | lecithin retinol acytransferase protein_coding _ protein_coding 12102009211 E 1 o7 Down in NR_Meteorin
Macft - i, " target="_blank"> 362587 </a> | microtubule-actin crosslinking factor 1 protein coding  protein coding 0.502370265068067 1.41653804371916  1.31625140211917e-07 0.00013055542652131 U in NR. Meteorin
Mapib i  target=" blank'> 20456 </a>  microtubule-ascociated profein 18 protein_coding  protein_coding 1 Upin NR_Meteorin
Masta <a href-hitps://wwwncbi.nim nih gov/gene/?erm-=100912235' target-"_blank"> 10091223 4 protein_coding _ protein_coding | 1411450216043 2 144738 Upin NR_Meteorin
Mba3 i  target="_blank"> 362834 </a> | methy-CpG binding domain protein 3 protein_coding _ protein_coding Bl Down in NR_Meteorin
Mods <a href- hitps://www ncbi.rim nih aov/aene/?term-362892" target—"_blank"> 362892 </a> | methy-CpG binding domain protein 6 protein_coding _ protein_coding 1 0.0213774777410771  Up in NR_Meteorin
Mbnit <ahret= nim, ' target="_blank"> 282635 </a>  muscleblinc-like splcing regulator 1 protein_coding _ protein coding 0.311713052449749 12411 1 11903521 172 UpinNR Meteorin
Meat i " target="_blank’> 685131 </a> | male-enhanced antigen 1 protein_coding _ protein_coding -0.31 1 Down in NR_Meteorin
Med13 < href- hitps:/wnvncbi.nim.nih gov/gene/7tern-303403'target-*_biank'> 303403 /> mediator complex subunit 13 protein_coding _ protein_coding 1 1 Upin NR_Meteorin
Mest i " target="_blank'> 58827 </a> | mesoderm specific transcript protein_coding _ protein_coding - 1 Down in NR_Meteorin
Miapa <a href- https:/wnvncbi.nim.nih cov/qene/tern-287382 target="_biank'> 267382 </a> | microfbrilassociated protein 4 NA Na 1 0.0189444817409012  Down in NR_Meteorin
mirp = nim " target="_blank"> 315597 </a> | membrane frizzled-related protein protein_coding _ protein_coding Bl 1 o 158084859 Down in NR Meteorin
Mga i : target="_blank"> 499874 </a> | MAX dimerization protein MGA protein_coding _ protein_coding 1 ¥ Up inNR_Msteorin
Mib1 <a href-hitps://wwwncbi.nim nih gov/gene/?em-307584' target-*_blank”> 307534 </a> | mindbomb E3 ubiquitin protein igase 1 protein_coding  protein_coding 1 Upin NR_eteorin
Mmp3 i 1045' target"_blank"> 171045 </a> | matrix metallopeptidase 3 protein_coding _ protein_coding 14 Down in NR_Meteorin
Myosa i 1296' torget="_blank"> 171296 </a> myosin IXA protein coding _ protein coding 0.301471734947239 1 UpinNR Meteorin
Myoc - i ' target="_blank'> 81628 </a>  myocili protein_coding _ protein_coding  -0.841180720454118 -1 1 Down in NR_Metsorin
Ndlufb2. i : target="_blank’> 962344 </a> | NADH:ubiguinons oxidoreductase suburit B2 protein_coding _ protein_coding 1 Down in NR_Meteorin
NEWGENE 62135] <a href-https/wwincbi.nim.nih gov/qene/2term-NA' target-"_blank'> NA </a> NA Na Na Upin NR_Meteorin
Nktr ol  target="_blank">> 10036416 natural killer cell riggering receptor protein_coding | protein_coding 0.453635711766567 1.069487133451  7.07902584865769¢-05 0.0144606890542881  Upin NR_Meteorin
Nrdat i ' target=" blank'> 79240 </a>  nuclear receptor subfamily 4, group A, member 1 protein coding  protein coding -1 2 0,000200511834068214 Down in NR Meteorin
Nsd3 - i " target="_blank"> 290831 </a>  nuclear recsptor binding SET domain protein 3 NA Na 1 Upin NR_Meteorin
Nudti4 i ' target="_blank’> 299346 </a> | nucix hycrolase 14 protein_coding _ protein_coding -0 -1 Down in NR_Meteorin
Nanit <afref- i ' target"_blank"> 306342 </a> | nuclaoredoin-ike 1 protein_coding _ protein_coding - 1 0.0265230716170476  Down in NR_Meteorin
Pardab <ahref-"hitps 2/ oim target-"_blank"> 301455 </a> par-3 family cel polaity regulator beta protein_coding _ protein_coding 1 0.044649471 Upin NR_Meteorin
Pask i " target="_blank’> 301617 </a> | PAS domain containing serine/threonine kinase protein coding  protein coding 179271248108 1 UpinNR Meteorin
Polo - i  target="_blank'> 56768 </a> | piccolo (presynaptic cytomatrix protein) protein_coding _ protein_coding 1 Upin NR_Meteorin
Poni i ' target="_blank’> 307949 </a> | pecanex 2 NA NA 1 0.04079718261. UpinNR Meteorin
Pdesa <afref- . ! target*_blank"> 308776 </a>  phosphodiesterase 8A protein_coding  protein_coding 1 o Upin NR_Meteorin
Phb <a href-"hitps://wwncbi.rim.nih gov/aene/2tem=25344' target-"_blank'> 25044 </a>  profibitin protein_coding _ protein_coding - 1.2518971859834% 0,0308416517197216  Down in NR_Meteorin
Plazr1 i 205631 <> phospholipase A2 receptor 1 protein_coding  protein coding 0. 1 0.00617192369491891  Up in NR Meteorin
Plekhat i blank"> 308584 </a>  pleckstrin homology domain containing Ad protein_coding _ protein_coding Bl 4 Down in NR_Metsorin
Pina2 i blank"> 269392 </a>  plexin A2 protein coding | protein coding  0.359984550134038 1.28341215338873  2.192646117383448-05 0.00617193369491891  Upin NR. Meteorin
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