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Figure S1: Disease-related amino acids of Cav3. HYPCK, HyperCKemia; RMD?2,
rippling muscle disease-2; LGMDI1C, limb-girdle muscular dystrophy (LGMD) type 1C.
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Figure S2: HSQC spectra of Cav3 in LPPG micelle with (red)/without (black) cholesterol



